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NOVEL GENES, COMPOSITIONS, KITS, AND METHODS FOR 
IDENTIFICATION, ASSESSMENT, PREVENTION, 
AND THERAPY OF CERVICAL CANCER 

5 RELATED APPLICATIONS 

The present application claims priority to U.S. provisional application serial no. 
60/169,681, filed on December 8, 1999, U.S. provisional application serial no. 
60/171,350, filed on December 21, 1999, U.S. provisional application serial no. 
60/189,315, filed on March 14, 2000, U.S. provisional application serial no. 60/203,791, 
10 filed on May 12, 2000, and U.S. provisional application serial no. 60/210,600, filed on 
June 9, 2000, all of which are expressly incorporated by reference. 



FIELD OF THE INVENTION 
The field of the invention is cervical cancer, including diagnosis, 
15 characterization, management, and therapy of cervical ceincer. 



BACKGROUND OF THE INVENTION 
The increased number of cancer cases reported in the United States, and, indeed, 
around the world, is a major concern. Currently there are only a handful of treatments 

20 available for si>ecific types of cancer, and these provide no absolute guarantee of 
success. In order to be most effective, these treatments require not only an early 
detection of the malignancy, but a reliable assessment of the severity of the malignancy. 

Cancer of the cervix is one of the most common malignancies in women and 
remains a significant public health problem throughout the world. In the United States 

25 alone, invasive cervical cancer accounts for approximately 1 9% of all gynecological 
cancers. In 1996, it is estimated that there will be 14,700 newly diagnosed cases and 
4900 deaths attributed to this disease (American Cancer Society, Cancer Facts & Figures 
1996, Atlanta, Ga.: American Cancer Society, 1996). In many developing countries, 
where mass screening programs are not widely available, the clinical problem is more 

30 serious. Worldwide, the number of new cases is estimated to be 471,000 with a four- 
year survival rate of only 40% (Munoz et al., 1989, Epidemiology of Cervical Cancer In: 
"Human Papillomavirus", Ney/ York, Oxford Press, pp 9-39; National Institutes of 
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Health, Consensus Development Conference Statement on Cervical Cancer, Apr. 1-3, 
1996). 

The precursor to cervical cancer is dysplasia, also known in the art as cervical 
intraepithelial neoplasia (CIN) or squamous intraepithelial lesions (SIL). While it is not 
S understood how normal cells become transformed, the concept of a continuous spectrum 
of histopathological change from normal, stratified epithelium through CIN to invasive 
cancer has been widely accepted for many years. A large body of epidemiological and 
molecular biological evidence has established human papillomavirus (HPV) infection as 
a causative factor in cervical cancer. HPV is found in 8S% or more of squamous cell 

10 invasive lesions, which represent the most common histologic type seen in cervical 
carcinoma. Additional cofactors have also been identified, including oncogenes that 
have been activated by point mutations and chromosomal translocations or deletions. 

In light of this, cervical cancer remains a highly preventable form of cancer 
when pre-invasive lesions are detected early. Cytological examination of Papanicolaou- 

1 5 steiined cervical smears (also referred to as Pap smears) is currently the principle method 
for detecting cervical cancer. Not surprisingly, the effectiveness of Pap smear screening 
varies depending not only upon the quality of the sample being used, but also upon 
subjective parameters that are inherent to the analysis. In addition, despite the historical 
success of the test, concerns have arisen regarding its ability to reliably predict the 

20 behavior of some pre-invasive lesions (Ostor et al., 1993, Int. J. Gynecol. PathoL 12: 
186-192; and Genest et al, 1993, Human PathoL 24: 730-736). 

It would be therefore be desirable to provide specific methods and reagents for 
the diagnosis, staging, prognosis, monitoring, and treatment of diseases associated with 
cervical cancer, or to indicate a predisposition to such for preventative measures. 

25 

SUMMARY OF THE INVENTION 
The invention relates to novel genes associated with cervical cancer as well as 
methods of assessing whether a patient is afflicted with cervical cancer. "Cervical 
cancer " as used herein includes pre-malignant conditions, e,g., CIN and SIL. The 
30 methods of the present invention comprise the step of comparing the level of expression 
of a novel marker in a patient sample, wherein the marker is listed within Tables 1 -4, 
and the normal level of expression of the marker in a control, e.g., a saniple from a 
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patient without cervical cancer. A significant difference between the level of expression 
of the marker in the patient sample and the normal level is an indication that the patient 
is afflicted with cervical cancer or has a pre-malignant condition (e.g., CIN and/or SIL). 
In one method, the marker(s) are preferably selected such that the positive 

5 predictive value of the method is at least about 1 0%. Also preferred are embodiments of 
the method wherein the marker is differentially-expressed by at least two-fold in at least 
about 20% of any of the following conditions: stage 0 cervical cancer patients, stage I 
cervical cancer patients, stage II cervical cancer patients, stage III cervical cancer 
patients, stage IV cervical cancer patients, grade I cervical cancer patients, grade II 

0 cervical cancer patients, grade III cervical cancer patients, squamous cell (epidermoid) 
cervical cancer patients, cervical adenocarcinoma patients, cervical adenosquamous 
carcinoma patients, small-cell cervical carcinoma patients, malignant cervical cancer 
patients, patients vsdth primary carcinomas of the cervix, patients with primary malignant 
lymphomas of the cervix and patients with secondary malignant lymphomas of the 

5 cervix, and all other types of cancers, malignancies and transformations associated with 
the cervix. 

In one embodiment of the methods of the present invention, the sample 
comprises cells obtained from the patient. The cells may be found in a cervical smear 
collected, for example, by a cervical brush. In another embodiment, the patient sample 
0 is a cervical-associated body fluid. Such fluids include, for example, blood fluids, 
lymph, ascitic fluids, gynecological fluids, urine, and fluids collected by peritoneal 
rinsing. 

In accordance with the methods of the present invention, the presence and/or 
level of expression of the marker in a sample can be assessed, for example, by detecting 
3 the presence in the sample of : 

• a protein corresponding to the marker or a fragment of the protein (e,g, 
using a reagent, such as an antibody, an antibody derivative, or an antibody 
fragment, which binds specifically with the protein or a fragment of the 
protein) 

0 • a metabolite which is produced directly (/.e., catalyzed) or indirectly by a 

protein corresponding to the marker 
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• a transcribed polynucleotide (e.g. an mRNA or a cDNA), or fragment 
thereof, having at least a portion with which the marker is substantially 
homologous (e.g. by contacting a mixture of transcribed polynucleotides 
obtained from the sample with a substrate having one or more of the markers 

5 listed within Tables 1-4 fixed thereto at selected positions) 

• a transcribed polynucleotide or fragment thereof, wherein the 
polynucleotide anneals v^th the marker imder stringent hybridization 
conditions. 

The methods of the present invention are particularly useful for identifying 
10 patients with a pre-malignant condition such as CIN and/or SIL. The methods are also 
useful for further diagnosing patients having an identified cervical mass or symptoms 
associated with cervical cancer. The methods of the present invention can further be of 
particular use with patients having an enhanced risk of developing cervical cancer (e.g., 
patients having a familial history of cervical cancer and patients identified as having a 
15 mutant oncogene). The methods of the present invention may further be of particular 
use in monitoring the efficacy of treatment of a cervical cancer patient (e.g. the efficacy 
of chemotherapy). 

The methods of the present invention may be performed using a plurality (e.g. 2, 
3, 5, or 10 or more) of markers. According to a method involving a plurality of markers, 

20 the level of expression in the sample of each of a plurality of markers independently 
selected from the markers listed in Tables 1-4 is compared vAth the normal level of 
expression of each of the plurality of markers in samples of the same type obtained from 
control humans not afflicted with cervical cancer. A significantly enhanced level of 
expression in the sample of one or more of the markers listed in Tables 1-4, or some 

25 combination thereof, relative to that marker's corresponding normal levels, is an 

indication that the patient is afflicted with cervical cancer. The markers of Tables 1 -4 
may also be used in combination with known cervical cancer markers in the methods of 
the present invention. 

In a preferred method of assessing whether a patient is afflicted with cervical 

30 cancer {e.g., new detection ("screening"), detection of recurrence, reflex testing), the 
method comprises comparing: 
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a) the level of expression of a marker in a patient sample, wherein at least 
one marker is selected from the markers of Tables 1-4, and 

b) the normal level of expression of the marker in a control non-cervical 
cancer sample. 

5 A significant difference between the level of expression of the marker in the patient 
sample and the normal level is an indication that the patient is afflicted vnih cervical 
cancer. 

The invention further relates to a method of assessing the efficacy of a therapy 
10 for inhibiting cervical cancer in a patient. This method comprises comparing: 

a) expression of a marker in a first sample obtained from the patient prior 
to providing at least a portion of the therapy to the patient, wherein the 
marker is selected from the group consisting of the markers listed within 
Tables 1-4, and 

15 b) expression of the marker in a second sample obtained from the patient 

following provision of the portion of the therapy. 
A significantly lower level of expression of the marker in the second sample, relative to 
the first sample, is an indication that the therapy is efficacious for inhibiting cervical 
cancer in the patient. 

20 It will be appreciated that in this method the "therapy" may be any therapy for 

treating cervical cancer including, but not limited to, chemotherapy, radiation therapy 
and surgical removal of tissue, e.g., a cervical tumor. Thus, the methods of the 
invention may be used to evaluate a patient before, during and after therapy, for 
example, to evaluate the reduction in tumor burden. 

25 The present invention therefore further comprises a method for monitoring the 

progression of cervical cancer in a patient, the method comprising: 

a) detecting in a patient sample at a first time point, the expression of a marker, 
wherein the marker is selected from the group consisting of the markers listed in Tables 
1-4; 

30 b) repeating step a) at a subsequent time point in time; and 

c) comparing the level of expression detected in steps a) and b), eind therefrom 
monitoring the progression of cervical cancer in the patient. 



wo 01/42467 PCT/USOO/33312 

-6- 

The invention also includes a method of selecting a composition for inhibiting 
cervical cancer in a patient. This method comprises the steps of: 

a) obtaining a sample comprising cancer cells from the patient; 

b) separately maintaining aliquots of the sample in the presence of a 
5 plurality of test compositions; 

c) comparing expression of a marker listed within Tables 1-4 in each of 
the aliquots; and 

d) selecting one of the test compositions which induces a lower level of 
expression of the marker in the aliquot containing that test composition, 

1 0 relative to other test compositions. 

In addition, the invention includes a method of inhibiting cervical cancer in a 
patient. This method comprises the steps of: 

a) obtaining a sample comprising cancer cells from the patient; 

b) separately maintaining aliquots of the sample in the presence of a 
1 5 plurality of test compositions; 

c) comparing expression of a marker listed within Tables 1-4 in each of 
the aliquots; and 

d) administering to the patient at least one of the test compositions which 
induces a lower level of expression of the marker in the aliquot 

20 containing that test composition, relative to other test compositions. 

The invention also includes a kit for assessing whether a patient is afflicted with 
cervical cancer. This kit comprises reagents for assessing expression of a marker listed 
within Tables 1 -4. 

In another aspect, the invention relates to a kit for assessing the suitability of 
25 each of a plurality of compounds for inhibiting a cervical cancer in a patient. The kit 
comprises a reagent for assessing expression of a marker listed within Tables 1 -4, and 
may also comprise a plurality of compounds. 

In another aspect, the invention relates to a kit for assessing the presence of 
cervical cancer cells. This kit comprises an antibody, wherein the antibody binds 
30 specifically with a protein corresponding to a marker listed within Tables 1-4. The kit 
may also comprise a plurality of antibodies, wherein the plurality binds specifically with 
a protein corresponding to a different marker listed within Tables 1-4. 



wo 01/42467 PCT/USOO/33312 

-7- 

The invention also includes a kit for assessing the presence of cervical cancer 
cells, wherein the kit comprises a nucleic acid probe. The probe binds specifically with 
a transcribed polynucleotide corresponding to a marker listed within Tables 1 -4. The kit 
may also comprise a plurality of probes, wherein each of the probes binds specifically 
5 with a transcribed polynucleotide corresponding to a different marker listed within 
Tables 1-4. 

The invention further relates to a method of making an isolated hybridoma which 
produces an antibody useful for assessing whether a patient is afflicted with cervical 
cancer. The method comprises isolating a protein or protein fragment corresponding to 
10 a marker listed within Tables 1-4, immunizing a mammal using the isolated protein or 
protein firagment, isolating splenocytes from the immunized mammal, fusing the isolated 
splenocytes wdth an immortalized cell line to form hybridomas, and screening individual 
hybridomas for production of an antibody which specifically binds with the protein or 
protein fragment to isolate the hybridoma. The invention also includes an antibody 
15 produced by this method. 

The invention further includes a method of assessing the cervical carcinogenic 
potential of a test compound. This method comprises the steps of: 

a) maintaining separate aliquots of cervical cells in the presence and 
absence of the test compound; and 
20 b) comparing expression of a marker in each of the aliquots. 

The marker is selected from those listed within Tables 1-4. A significantly 
enhanced level of expression of the marker in the aliquot maintained in the presence of 
(or exposed to) the test compound, relative to the aliquot maintained in the absence of 
the test compound, is an indication that the test compound possesses cervical 
25 carcinogenic potential. 

Additionally, the invention includes a kit for assessing the cervical carcinogenic 
potential of a test compound. The kit comprises cervical cells and a reagent for 
assessing expression of a marker in each of the aliquots. The marker is selected from 
those listed within Tables 1-4. 



wo 01/42467 PCT/USOO/33312 

-8- 

The invention fiirther relates to a method of treating a patient afflicted with 
cervical cancer. This method comprises providing to cells of the patient an antisense 
oligonucleotide complementary to a polynucleotide corresponding to a marker listed 
within Tables 1-4. 

S The invention includes a method of inhibiting cervical cancer in a patient at risk 

for developing cervical cancer. This method comprises inhibiting expression or 
overexpression of a gene corresponding to a marker listed writhin Tables 1>4. 

It will be appreciated that the methods and kits of the present invention may also 
include known cancer markers including known cervical cancer markers. It will further 
10 be appreciated that the methods and kits may be used to identify cancers other than 
cervical cancer. 

DETAILED DESCRIPTION OF THE INVENTION 
The invention relates to newly discovered genes associated with the cancerous 

1 5 state of cervical cells. It has been discovered that the level of expression of these 

individual genes, also referred to as markers, and combinations of these genes correlates 
with the presence of cervical cancer or a pre-malignant condition in a patient. Methods 
are provided for detecting the presence of cervical cancer in a sample, the absence of 
cervical cancer in a sample, the stage of cervical cancer, and with other characteristics of 

20 cervical cancer that are relevant to prevention, diagnosis, characterization and therapy of 
cervical cancer in a patient. As used herein, ^^cervical cancer" includes pre-malignant 
conditions including CIN and SIL. 

Definitions 

25 As used herein, each of the following terms has the meaning associated with it in 

this section. 

The articles "a" and "an" are used herein to refer to one or to more than one {Le. 
to at least one) of the grammatical object of the article. By way of example, "an 
element" means one element or more than one element. 
30 A "marker" is a naturally-occurring polymer corresponding to at least one of the 

novel nucleic acids listed within Tables 1-4. For example, markers include, without 
limitation, sense and anti-sense strands of genomic DNA {i.e. including any introns 
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occurring therein), RN A generated by transcription of genomic DN A (/. e. prior to 
splicing), RNA generated by splicing of RNA transcribed from genomic DNA, and 
proteins generated by translation of spliced RNA {Le. including proteins both before and 
after cleavage of normally cleaved regions such as transmembrane signal sequences). 
S As used herein, "marker" may also include a cDNA made by reverse transcription of an • 
RNA generated by transcription of genomic DNA (including spliced RNA). 

As used herein a "polynucleotide corresponds to" another (a first) polynucleotide 
if it is related to the first polynucleotide by any of the following relationships: The 
second polynucleotide comprises the first polynucleotide and the second polynucleotide 
10 encodes a gene product; 2) The second polynucleotide is 5' or 3' to the first 
polynucleotide in cDNA, RNA, genomic DNA, or fragment of any of these 
polynucleotides. For example, a second polynucleotide may be a fragment of a gene 
that includes the first and second polynucleotides. The first and second polynucleotides 
are related in that they are components of the gene coding for a gene product, such as a 
15 protein or antibody. How^cver, it is not necessary that the second polynucleotide 
comprises or overlaps with the first polynucleotide to be encompassed within the 
definition of "corresponding to" as used herein. For example, the first polynucleotide 
may be a fragment of a 3' untranslated region of the second polynucleotide. The first 
and second polynucleotide may be fragments of a gene coding for a gene product. The 
second polynucleotide may be an exon of the gene while the first polynucleotide may be 
an intron of the gene; 3) The second polynucleotide is the complement of the first 
polynucleotide. 

The term "probe" refers to any molecule which is capable of selectively binding 
to a specifically intended target molecule, for example a marker of the invention. 
Probes can be either synthesized by one skilled in the art, or derived from appropriate 
biological preparations. For purposes of detection of the target molecule, probes may be 
specifically designed to be labeled, as described herein. Examples of molecules that can 
be utilized as probes include, but are not limited to, RNA, DNA, proteins, antibodies, 
and organic monomers. 

A "cervical-associated" body fluid is a fluid which, when in the body of a 
patient, contacts or passes through cervicsd cells or into which cells or proteins shed 
from cervical cells are capable of passing. Exemplary cervical-associated body fluids 
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include blood fluids, lymph, ascites, gynecological fluids, cystic fluid, urine, and fluids 
collected by peritoneal rinsing. 

The "normal" level of expression of a marker is the level of expression of the 
marker in cervical cells of a patient, e.g. a human, not afflicted with cervical cancer. 
5 "Over-expression" and "under-expression" of a marker refer to expression of the 

marker of a patient at a greater or lesser level, respectively, than normal level of 
expression of the marker (e.g. at least two-fold greater or lesser level). 

As used herein, the term "promoter/regulatory sequence" means a nucleic acid 
sequence which is required for expression of a gene product operably linked to the 
10 promoter/regulatory sequence. In some instances, this sequence may be the core 

promoter sequence and in other instances, this sequence may also include an enhancer 
sequence and other regulatory elements which are required for expression of the gene 
product. The promoter/regulatory sequence may, for example, be one which expresses 
the gene product in a tissue-specific manner. 
15 A "constitutive" promoter is a nucleotide sequence which, when operably linked 

with a polynucleotide which encodes or specifies a gene product, causes the gene 
product to be produced in a living human cell under most or all physiological conditions 
of the cell. 

An "inducible" promoter is a nucleotide sequence which, when operably linked 
20 with a polynucleotide which encodes or specifies a gene product, causes the gene 

product to be produced in a living human cell substantially only when an inducer which 
corresponds to the promoter is present in the cell. 

A "tissue-specific" promoter is a nucleotide sequence which, when operably 
linked with a polynucleotide which encodes or specifies a gene product, causes the gene 
25 product to be produced in a living human ceil substantially only if the cell is a cell of the 
tissue type corresponding to the promoter. 

A "transcribed polynucleotide" is a polynucleotide (e,g. an RNA, a cDNA, or an 
analog of one of an RNA or cDNA) which is complementary to or homologous with all 
or a portion of a mature RNA made by transcription of a genomic DNA corresponding 
30 to a marker of the invention and normal post-transcriptional processing (e.g. splicing), if 
any, of the transcript. 
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"Complementary" refers to the broad concept of sequence complementarity 
between regions of two nucleic acid strands or between two regions of the same nucleic 
acid strand. It is known that an adenine residue of a first nucleic acid region is capable 
of forming specific hydrogen bonds ("base pairing") with a residue of a second nucleic 
S acid region which is antiparallel to the first region if the residue is thymine or uracil. 
Similarly, it is known that a cytosine residue of a first nucleic acid strand is capable of 
base pairing with a residue of a second nucleic acid strand which is antiparallel to the 
first strand if the residue is guanine. A first region of a nucleic acid is complementary to 
a second region of the same or a different nucleic acid if, when the two regions are 

1 0 arranged in an antiparallel fashion, at least one nucleotide residue of the first region is 
capable of base pairing with a residue of the second region. Preferably, the first region 
comprises a first portion and the second region comprises a second portion, whereby, 
when the first and second portions are arranged in an antiparallel fashion, at least about 
50%, and preferably at least about 75%, at least about 90%, or at least about 95% of the 

1 5 nucleotide residues of the first portion are capable of base pairing with nucleotide 
residues in the second portion. More preferably, all nucleotide residues of the first 
portion are capable of base pairing with nucleotide residues in the second portion. 

"Homologous" as used herein, refers to nucleotide sequence similarity between 
two regions of the same nucleic acid strand or between regions of two different nucleic 

20 acid strands. When a nucleotide residue position in both regions is occupied by the 

same nucleotide residue, then the regions are homologous at that position. A first region 
is homologous to a second region if at least one nucleotide residue position of each 
region is occupied by the same residue. Homology between two regions is expressed in 
terms of the proportion of nucleotide residue positions of the two regions that are 

25 occupied by the same nucleotide residue. By way of example, a region having the 
nucleotide sequence 5*-ATTGCC-3' and a region having the nucleotide sequence 5'- 
TATGGC-3' share 50% homology. Preferably, the first region comprises a first portion 
and the second region comprises a second portion, whereby, at least about 50%, and 
preferably at least about 75%, at least about 90%, or at least about 95% of the nucleotide 

30 residue positions of each of the portions are occupied by the same nucleotide residue. 
More preferably, ail nucleotide residue positions of each of the portions are occupied by 
the same nucleotide residue. 
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A marker is "fixed" to a substrate if it is covalently or non-covalently associated 
with the substrate such the substrate can be rinsed with a fluid {e.g. standard saline 
citrate, pH 7.4) without a substantial fraction of the marker dissociating from the 
substrate. 

5 As used herein, a "naturally-occurring" nucleic acid molecule refers to an RNA 

or DNA molecule having a nucleotide sequence that occurs in nature (e.g. encodes a 
natural protein). 

Expression of a marker in a patient is "significantly" higher than the normal level 
of expression of a marker if the level of expression of the marker is greater than the 

1 0 normal level by an amount greater than the standard error of the assay employed to 

assess expression, and preferably at least twice, and more preferably three, four, five or 
ten times that amount. Alternately, expression of the marker in the patient can be 
considered "significantly" higher or lower than the normal level of expression if the 
level of expression is at least about two, and preferably at least about three, four, or five 

15 times, higher or lower, respectively, than the normal level of expression of the marker. 

Cervical cancer is "inhibited" if at least one symptom of the cancer is alleviated, 
terminated, slowed, or prevented. As used herein, cervical cancer is also "inhibited" if 
recurrence or metastasis of the cemcer is reduced, slowed, delayed, or prevented. 

A kit is any manufacture (e.g. a package or container) comprising at least one 

20 reagent, e.g. a probe, for specifically detecting a marker of the invention, the 

manufacture being promoted, distributed, or sold as a unit for performing the methods of 
the present invention. 

Description 

25 The present invention is based, in part, on identification of novel markers which 

are expressed at a higher level in cervical cancer cells than they are in normal (i.e. non- 
cancerous) cervical cells. The markers of the invention correspond to nucleic acid and 
polypeptide molecules which can be detected in one or both of normal and cancerous 
cervical cells. The presence, absence, or level of expression of one or more of these 

30 markers in cervical cells is herein correlated with the cancerous state of the tissue. The 
invention thus includes compositions, kits, and methods for assessing the cancerous state 
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of cervical cells {e,g. cells obtained from a human, cultured human cells, archived or 
preserved human cells and in vivo cells). 

The compositions, kits, and methods of the invention have the following uses, 
among others: 

5 1) assessing whether a patient is afflicted with cervical cancer, including 

assessing whether the patient has a pre-malignant condition, e.g., CIN and/or SIL; 

2) assessing the stage of cervical cancer in a human patient; 

3) assessing the grade of cervical cancer in a patient; 

4) assessing the benign or malignant nature of cervical cancer in a patient; 
10 5) assessing the histological type of neoplasm (e,g, squamous cell, small 

cell, etc.) associated with cervical cancer in a patient; 

6) making an isolated hybridoma which produces an antibody useful for 

assessing whether a patient is afflicted with cervical cancer; 

7) assessing the presence of cervical cancer cells; 

15 8) assessing the eiTicacy of one or more test compounds for inhibiting 

cervical cancer in a patient; 

9) assessing the efficacy of a therapy for inhibiting cervical cancer in a 

patient; 

1 0) monitoring the progression of cervical cancer in a patient; 

20 11) selecting a composition or therapy for inhibiting cervical cancer in a 

patient; 

1 2) treating a patient afflicted with cervical cancer; 

13) inhibiting cervical cancer in a patient; 

14) assessing the cervical carcinogenic potential of a test compound; 
25 and 

1 5) inhibiting cervical cancer in a patient at risk for developing 
cervical cancer. 



The invention thus includes a method of assessing whether a patient is afflicted 
30 with cervical cancer which includes assessing whether the patient has a pre-malignant 
condition. This method comprises comparing the level of expression of a marker in a 
patient sample and the normal level of expression of the marker in a control, e.g., a non- 



\ 
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cervical cancer sample. A significant difTerence between the level of expression of the 
marker in the patient sample and the normal level is an indication that the patient is 
afflicted with cervical cancer. The marker is selected from the group consisting of the 
markers listed within Tables 1-4. 
5 The polynucleotides set forth in Tables 1-4 represent previously unidentified 

nucleotide sequences. These nucleotide sequences were identified through subtracted 
library experiments described herein. Also provided by this invention are 
polynucleotides that correspond to the polynucleotides of Tables 1-4. In one 
embodiment, these polynucleotides are obtained by identification of a larger fragment or 

10 full-length coding sequence of these polynucleotides. Gene delivery vehicles, host cells, 
compositions and databases (all describe herein) containing these polynucleotides are 
also provided by this invention. 

The invention also encompasses polynucleotides which differ from that of the 
polynucleotides described above, but which produce the same phenotypic effect, such as 

15 an allelic variant. These altered, but phenotypically equivalent polynucleotides are 
referred to as "equivalent nucleic acids." This invention also encompasses 
polynucleotides characterized by changes in non-coding regions that do not alter the 
polypeptide produced therefrom when compared to the polynucleotide herein. This 
invention further encompasses polynucleotides, which hybridize to the polynucleotides 

20 of the subject invention under conditions of moderate or high stringency. Alternatively, 
the polynucleotides are at least 85%, or at least 90%, or more preferably, greater or 
equal to 95% identical as determined by a sequence alignment program when run under 
default parameters. 

Any marker or combination of markers listed within Tables 1-4, as well as any 
25 known markers in combination with the markers set forth within Tables 1-4, may be 
used in the compositions, kits, and methods of the present invention. In general, it is 
preferable to use markers for which the difference between the level of expression of the 
marker in cervical cancer cells and the level of expression of the same marker in normal 
cervical cells is as great as possible. Although this difference can be as small as the 
30 limit of detection of the method for assessing expression of the marker, it is preferred 
that the difference be at least greater than the standard error of the assessment method. 
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and preferably a difference of at least 2-, 3-, 4-, 5-, 6-, 7-, 8-, 9-, 10-, 15-, 20-, 25-, 100-, 
500-, 1000-fold or greater. 

It will be appreciated that patient samples containing cervical cells may be used 
in the methods of the present invention. In these embodiments, the level of expression 
5 of the marker can be assessed by assessing the amount (e.g. absolute amount or 
concentration) of the marker in a cervical cell sample, e.g., cervical smear, obtained 
from a patient. The cell sample can, of course, be subjected to a variety of well-known 
post-collection preparative and storage techniques (e.g. storage, freezing, ultrafiltration, 
concentration, evaporation, centrifugation, etc.) prior to assessing the amount of the 

10 marker in the sample. Likewise cervical smears may also be subjected to post-collection 
preparative and storage techniques, e.g., fixation. 

It will also be appreciated that certain markers correspond to proteins or 
fragments thereof, which are secreted from cervical cells (Le. one or both of normal and 
cancerous cells) to the extracellular space surrounding the cells. These markers are 

1 5 preferably used in certain embodiments of the compositions^, kits, and methods of the 
invention, owing to the fact that the protein or fragment thereof, corresponding to each 
of these markers can be detected in a cervical-associated body fluid sample. In addition, 
preferred in vivo techniques for detection of a protein or fragment thereof, corresponding 
to a marker of the invention include introducing into a subject a labeled antibody 

20 directed against the protein or fragment of the protein. For example, the antibody can be 
labeled with a radioactive marker whose presence and location in a subject can be 
detected by standard imaging techniques. 

Although not every marker corresponding to a secreted protein is indicated as 
such herein, it is a simple matter for the skilled artisan to determine whether any 

25 particular marker corresponds to a secreted protein. In order to make this determination, 
the protein corresponding to a marker is expressed in a test cell (e.g. a cell of a cervical 
cell line), extracellular fluid is collected, and the presence or absence of the protein in 
the extracellular fluid is assessed (e.g. using a labeled antibody which binds specifically 
with the protein). 
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The following is an example of a method which can be used to detect secretion 
of a protein corresponding to a marker of the invention. About 8x10^ 293T cells are 
incubated at 37°C in wells containing growth medium (Dulbecco*s modified Eagle's 
medium {DMEM} supplemented with 10% fetal bovine serum) under a 5% 
5 (v/v) CO2, 95% air atmosphere to about 60-70% confluence. The cells are then 
transfected using a standard transfection mixture comprising 2 micrograms of DNA 
comprising an expression vector encoding the protein and 10 microliters of 
LipofectAMINE™ (GIBCO/BRL Catalog no. 18342-012) per well. The transfection 
mixture is maintained for about 5 hours, and then replaced with fresh growth medium 
10 and maintained in an air atmosphere. Each well is gently rinsed twice with DMEM 

which does not contain methionine or cysteine (DMEM-MC; ICN Catalog no. 16-424- 

35 

54). About 1 milliliter of DMEM-MC and about 50 microcuries of Trans- S^^ reagent 
(ICN Catalog no. 5 1006) are added to each well. The wells are maintained under the 
5% CO2 atmosphere described above and incubated at 37^C for a selected period. 

15 Following incubation, 1 50 microliters of conditioned medium is removed and 

centrifuged to remove floating cells and debris. The presence of the protein in the 
supernatant is an indication that the protein is secreted. 

Examples of cervical-associated body fluids include blood fluids (e.g. whole 
blood, blood serum, blood having platelets removed therefrom, etc.), lymph, ascitic 

20 fluids, gynecological fluids {e.g, cervix, fallopian, and uterine secretions, menses, 
vaginal douching fluids, fluids used to rinse cervical cell samples, etc.), cystic fluid, 
urine, and fluids collected by peritoneal rinsing {e.g. fluids applied and collected during 
laparoscopy or fluids instilled into and withdrawn from the peritoneal cavity of a human 
patient). 

25 Many cervical-associated body fluids can have cervical cells therein, peuticularly 

when the cervical cells are cancerous, and, more particularly, when the cervical cancer is 
metastasizing. Cell-containing fluids which can contain cervical cancer cells include, 
but are not limited to, peritoneal ascites, fluids collected by peritoneal rinsing, fluids 
collected by uterine rinsing, uterine fluids such as uterine exudate and menses, pleural 

30 fluid, and cervical exudates. Thus, the compositions, kits, and methods of the invention 
can be used to detect expression of markers corresponding to proteins or fragments 
thereof, having at least one portion which is displayed on the surface of cells which 
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express it. Although the proteins having at least one cell-surface portion are not set forth 
herein, it is a simple matter for the skilled artisan to determine whether the protein 
corresponding to any particular marker comprises a cell-surface protein. For example, 
immunological methods may be used to detect such proteins on whole cells, or well 
5 known computer-based sequence analysis methods {e.g, the SIGNAL? program; Nielsen 
et aLy 1997, Protein Engineering 10:1-6) may be used to predict the presence of at least 
one extracellular domain (i.e. including both secreted proteins and proteins having at 
least one cell-surface domain). Expression of a marker corresponding to a protein or 
fragment thereof, having at least one portion which is displayed on the surface of a cell 

1 0 which expresses it may be detected without necessarily lysing the cell {e.g. using a 
labeled antibody which binds specifically with a cell-surface domain of the protein). 

Expression of a marker of the invention may be assessed by any of a wide 
variety of well known methods for detecting expression of a transcribed molecule or 
protein. Non-limiting examples of such methods include immunological methods for 

15 detection of secreted, cell-surface, cytoplasmic, or nuclear proteins, protein purification 
methods, protein function or activity assays, nucleic acid hybridization methods, nucleic 
acid reverse transcription methods, and nucleic acid amplification methods. In situ 
hybridization (ISH) and immunohistochemistry (IHC) methods are preferred. 

In another preferred embodiment, expression of a marker is assessed using an 

20 antibody {e,g. a radio-labeled, chromophore-labeled, fluorophore-labeled, or enzyme- 
labeled antibody), an antibody derivative (e,g. an antibody conjugated with a substrate 
or with the protein or ligand of a protein-ligand pair {e.g. biotin-streptavidin} ), or an 
£Uitibody fragment (e.g. a single-chain antibody, an isolated antibody hypervariable 
domain, etc.) which binds specifically with a protein or fragment thereof, corresponding 

25 to the marker, such as the protein encoded by the open reading frame corresponding to 
the marker or such a protein which has undergone all or a portion of its normal post- 
translational modification. 

In yet another preferred embodiment, expression of a marker is assessed by 
prepeiring mRNA/cDNA (i.e. a transcribed polynucleotide) from cells in a patient 

30 sample, and by hybridizing the mRNA/cDNA with a reference polynucleotide which is a 
complement of a polynucleotide comprising the marker, and fragments thereof. cDNA 
can, optionally, be amplified using any of a variety of polymerase chain reaction 
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methods prior to hybridization with the reference polynucleotide. Expression of one or 
more markers can likewise be detected using quantitative PCR to assess the level of 
expression of the marker(s). Alternatively, any of the many known methods of detecting 
mutations or variants (e.g. single nucleotide polymorphisms, deletions, etc.) of a marker 
S of the invention may be used to detect occurrence of a marker in a patient. 

In a related embodiment, a mixture of transcribed polynucleotides obtained from 
the sample is contacted with a substrate having fixed thereto a polynucleotide 
complementary to or homologous with at least a portion (e.g. at least 7, 10, 1 5, 20, 25, 
30, 40, 50, 100, 500, or more nucleotide residues) of a marker of the invention. If 

1 0 polynucleotides complementary to or homologous with are differentially detectable on 
the substrate (e.g. detectable using different chromophores or fluorophores, or fixed to 
different selected positions), then the levels of expression of a plurality of markers can 
be assessed simultaneously using a single substrate (e.g. a "gene chip" microarray of 
polynucleotides fixed at selected positions). When a method of assessing marker 

15 expression is used which involves hybridization of one nucleic acid with another, it is 
preferred that the hybridization be performed under stringent hybridization conditions. 

Because the compositions, kits, and methods of the invention rely on detection of 
a difference in expression levels of one or more markers of the invention, it is preferable 
that the level of expression of the marker is significantly greater than the minimum 

20 detection limit of the method used to assess expression in at least one of normal cervical 
cells and cancerous cervical cells. 

It is understood that by routine screening of additional patient samples using one 
or more of the markers of the invention, it will be realized that certain of the markers are 
over- (or under-)expressed in cancers of various types, including specific cervical 

25 cancers, as well as other cancers such as ovarian cancer, breast cancer, etc. For 
example, it will be confirmed that some of the markers of the invention are over- 
expressed in most (Le, 50% or more) or substantially all (i.e. 80% or more) of cervical 
cancer. Furthermore, it will be confirmed that certain of the markers of the invention are 
associated with cervical cancer of various stages (i.e. stage 0, 1, II, III, and IV cervical 

30 cancers, as well as subclassifications lAl, IA2, IB, IBl, IB2, IIA, IIB, III A, IIIB, IVA, 
and IVB, using the FIGO Stage Grouping system for primary carcinoma of the cervix 
(see Gynecologic Oncology, 1991, 41:199 and Cancer, 1992, 69:482)), of various 
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histologic subtypes (e.g. squamous cell carcinomas and squamous cell carcinoma 
variants such as verrucous carcinoma, lymphoepithelioma-like carcinoma, papillary 
squamous neoplasm and spindle cell squamous cell carcinoma (see Cervical Cancer and 
Preinvasive Neoplasia, 1996, pp. 90-91), serous, mucinous, endometroid, and clear cell 
5 subtypes, as well as subclassifications emd alternate classifications adenocarcinoma, 
papillary adenocarcinoma, papillary cystadenocarcinoma, surface papillary carcinoma, 
malignant adenoflbroma, cystadenofibroma, adenocarcinoma, cystadenocarcinoma, 
adenoacanthoma, endometrioid stromal sarcoma, mesodermal {Miillerian} mixed tumor, 
malignant carcinoma, Brenner tumor, mixed epithelial tumor, and undifferentiated 

10 carcinoma, using the WHO/FIGO system for classification of malignant cervical tumors; 
Scully, Atlas of Tumor Pathology, 3d series, Washington DC), and various grades 
grade I {well differentiated} , grade II {moderately well differentiated}, and grade III 
{poorly differentiated from surrounding normal tissue} ). In addition, as a greater 
number of patient samples are assessed for expression of the markers of the invention 

1 5 and the outcomes of the individual patients from whom the samples were obtained are 
correlated, it will also be confirmed that altered expression of certain of the markers of 
the invention are strongly correlated with malignant cancers and that altered expression 
of other markers of the invention are strongly correlated with benign tumors. The 
compositions, kits, and methods of the invention are thus useful for characterizing one 

20 or more of the stage, grade, histological type, and benign/malignant nature of cervical 
cancer in patients. 

When the compositions, kits, and methods of the invention are used for 
characterizing one or more of the stage, grade, histological type, and benign/malignant 
nature of cervical cancer in a patient, it is preferred that the marker or panel of markers 

25 of the invention is selected such that a positive result is obtained in at least about 20%, 
and preferably at least about 40%, 60%, or 80%, and more preferably in substantially all 
patients afflicted with a cervical cancer of the corresponding stage, grade, histological 
type, or benign/malignant nature. Preferably, the meirker or panel of markers of the 
invention is selected such that a positive predictive value (PP V) of greater than about 

30 10% is obtained for the general population (more preferably coupled with an assay 
specificity greater than 99.5%). 
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When a plurality of markers of the invention are used in the compositions, kits, 
and methods of the invention, the level of expression of each marker in a patient sample 
can be compared with the normal level of expression of each of the plurality of markers 
in non-cancerpus samples of the same type, either in a single reaction mixture (i.e. using 
5 reagents, such as different fluorescent probes, for each marker) or in individual reaction 
mixtures corresponding to one or more of the markers. In one embodiment, a 
significantly enhanced level of expression of more than one of the plurality of markers 
in the sample, relative to the corresponding normal levels, is an indication that the 
patient is afflicted with cervical cancer. When a plurality of markers is used, it is 

10 preferred that 2, 3, 4, 5, 8, 10, 12, 15, 20, 30, or SO or more individual markers be used, 
wherein fewer markers are preferred. 

In order to maximize the sensitivity of the compositions, kits, and methods of the 
invention (i.e. by interference attributable to cells of non-cervical origin in a patient 
sample), it is preferable that the marker of the invention used therein be a marker which 

15 has a restricted tissue distribution, e.g., normally not expressed in non-cervical tissue. 

Only a small number of markers are known to be associated with cervical 
cancers (e.g, bcl-2, 1 5 A8 antigen, cdc6, Mcm5, and EGFR). These markers are not, of 
course, included among the markers of the invention, although they may be used 
together with one or more markers of the invention in a panel of markers, for example. 

20 It is well known that certain types of genes, such as oncogenes, tumor suppressorgenes, 
growth factor-like genes, protease-like genes, and protein kinase-like genes are often 
involved with development of cancers of various types. Thus, among the markers of the 
invention, use of those which correspond to proteins which resemble known proteins 
encoded by known oncogenes and tumor suppressor genes, and those which correspond 

25 to proteins which resemble growth factors, proteases, and protein kinases are preferred. 

Known oncogenes and tumor suppressor genes include, for example, abl, abr, 
akt2, ape J bcl2a^ bcl2fi^ bcl3^ bcr^ brcal^ brca2, cbl^ ccndJ, cdc42, cdk4, crk- II, 
csflrlfins^ dbl, dec, dpc4lsmad4^ e-cad, e2fllrbap^ egfrlerbb-U elkl, elk3y ephy erg^ etsl, 
ets2yfer^fgrlsrc2yJlillergb2jfos,Jpslfes,fraI^fi'a2,fyn, hck^ hek, her2/erbb- 2/neu, 

30 herSlerbb'Sy her4lerbb'4^ hrasl, hst2, hstfl, isfbp2, ink4a, ink4b, int2lfgf3junjunb, 
jundj kip2y kit, kras2a, kras2b, Ick, lyn^ maSj max, mcc, mdm2, met, mlhl, mmplO, mos, 
msh2y mshS, msh6, myb, myba, mybb, myc, mycll, mycn, nfl, nf2, nme2, nras, pSS, 
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pdgfb^phb, pimJ,pmsJypms2yptc,pteny rafl, rapla, rbl^ rely ret, rosi, ski^ srcJ, tall^ 
tgfbr2, tgfbS, tgfbrS, (hral, thrb, tiaml, timp3, tjpl, tp53, trk, vav, vhU vil2, wafJy wntJ, 
wnt2, wtJy ondyesJ (Hesketh, 1997, In: The Oncogene and Tumour Suppressor Gene 
Facts Book, 2nd Ed., Academic Press; Fishel et al, 1994, Science 266:1403-1405). 
5 Known growth factors include platelet-derived growth factor alpha, platelet- 

derived growth factor beta (simian sarcoma viral { v-sis) oncogene homolog), 
thrombopoietin (myeloproliferative leukemia virus oncogene ligand, megakaryocyte 
growth and development factor), erythropoietin, B cell growth factor, macrophage 
stimulating factor 1 (hepatocyte growth factor-like protein), hepatocyte growth factor 

10 (hepapoietin A), insulin-like growth factor 1 (somatomedia C), hepatoma-derived 

growth factor, amphiregulin (schwannoma-derived growth factor), bone morphogenetic 
proteins 1, 2, 3, 3 beta, and 4, bone morphogenetic protein 7 (osteogenic protein 1), bone 
morphogenetic protein 8 (osteogenic protein 2), connective tissue growth factor, 
connective tissue activation peptide 3, epidermal growth factor (EGF), teratocarcinoma- 

15 derived growth factor 1, endothelin, endothelin 2, endothelin 3, stromal cell-derived 
factor 1, vascular endothelial growth factor (VEGF), VEGF-B, VEGF-C, placental 
growth factor (vascular endothelial growth factor-related protein), transforming growth 
factor alpha, transforming growth factor beta 1 and its precursors, transforming growth 
factor beta 2 and its precursors, fibroblast growth factor 1 (acidic), fibroblast growth 

20 factor 2 (basic), fibroblast growth factor 5 and its precwsors, fibroblast growth factor 6 
and its precursors, fibroblast growth factor 7 (keratinocjrte growth factor), fibroblast 
growth factor 8 (androgen-induced), fibroblast growth factor 9 (glia-activating factor), 
pleiotrophin (heparin binding growth factor 8, neurite growth-promoting factor 1), 
brain-derived neurotrophic factor, and recombinant glial growth factor 2. 

25 Known proteases include interleukin-1 beta convertase and its precursors, Mch6 

and its precursors, Mch2 isoform alpha, Mch4, Cpp32 isoform alpha, Lice2 gamma 
cysteine protease, Ich-lS, Ich-IL, Ich-2 and its precursors, TY protease, matrix 
metalloproteinase 1 (interstitial collagenase), matrix metalloproteinase 2 (gelatinase A, 
72kD gelatinase, 72kD type IV collagenase), matrix metalloproteinase 7 (matrilysin), 

30 matrix metalloproteinase 8 (neutrophil collagenase), matrix metalloproteinase 12 

(macrophage elastase), matrix metalloproteinase 13 (collagenase 3), metallopeptidase 1, 
cysteine-rich metalloprotease (disintegrin) and its precursors, subtilisin-like protease Pc8 
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and its precursors, chymotrypsin, snake venom-like protease, cathepsin 1, cathepsin D 
(lysosomal aspartyl protease), stromelysin, aminopeptidase N, plasminogen, tissue 
plasminogen activator, plasminogen activator inhibitor type II, and urokinase-type 
plasminogen activator. 
5 Known protein kinases include DAP kinase, serine/threonine protein kinases 

NIK, PK428, Krs-2, SAK, and EMK, interferon-inducible double stranded RNA 
dependent protein kinase, FAST kinase, AIMl, IPLl-like midbody-associated protein 
kinase- 1, NIMA-1 ike protein kinase 1 (NLKl), the cyclin-dependent kinases (cdkl-10), 
checkpoint kinase Chkl, Nek3 protein kinase, BMKl beta kinase, Clkl, Clk2, Clk3, 

10 extracellular signal-regulated kinases 1,3, and 6, cdc28 protein kinase 1, cdc28 protein 
kinase 2, pLK, Mytl , c-Jun N-terminal kinase 2, Cam kinase 1, the MAP kinases, 
insulin-stimulated protein kinase 1 , beta-adrenergic receptor kinase 2, ribosomal protein 
S6 kinase, kinase suppressor of ras-1 (KSRl), putative serine/threonine protein kinase 
Prk, PkB kinase, cAMP-dependent protein kinase, cGMP-dependent protein kinase, type 

15 II cGMP-dependent protein kinase, protein kinases Dyrk2, DyrkS, and Dyrk4, Rho- 
associated coiled-coil containing protein kinase pl60ROCK, protein tyrosine kinase t- 
Rorl, Ste20-related kinases, cell adhesion kinase beta, protein kinase 3, stress-activated 
protein kinase 4, protein kinase Zpk, serine kinase hPAK65, dual specificity mitogen- 
activated protein kinases 1 and 2, casein kinase I gamma 2, p21 -activated protein kinase 

20 Pakl , lipid-activated protein kinase PRK2, focal adhesion kinase, dual-specificity 
tyrosine-phosphorylation regulated kinase, myosin light chain kinase, serine kinases 
SRPK2, TESKl, and VRK2, B lymphocyte serine/threonine protein kinase, stress- 
activated protein kinases JNKl and JNK2, phosphorylase kinase, protein tyrosine kinase 
Tec, Jak2 kinase, protein kinase Ndr, M£K kinase 3, SHB adaptor protein (a Src 

25 homology 2 protein), agammaglobulinaemia protein-tyrosine kinase (Atk), protein 
kinase ATR, guanylate kinase 1, thrombopoeitin receptor and its precursors, DAG 
kinase epsilon, and kinases encoded by oncogenes or viral oncogenes such as v-fgr 
(Gardner-Rasheed), v-abl (Abelson murine leukemia viral oncogene homolog 1), v-arg 
(Abelson murine leukemia viral oncogene homolog, Abelson-related gene), v-fes and v- 

30 fps (feline sarcoma viral oncogene and Fujinami avian sarcoma viral oncogene 
homologs), proto-oncogene c-co/, oncogene pimA, and oncogene masl. 
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It is recognized that the compositions, kits, and methods of the invention will be 
of particular utility to patients having an enhanced risk of developing cervical cancer 
and their medical advisors. Patients recognized as having an enhanced risk of 
developing cervical cancer include, for example, patients having a familial history of 
S cervical cancer, patients identified as having a mutant oncogene (i.e. at least one allele), 
and patients determined through any other established medical criteria to be at risk for 
cancer or other malignancy. 

The level of expression of a marker in normal (/.e. non-cancerous) human 
cervical tissue can be assessed in a variety of ways. In one embodiment, this normal 

10 level of expression is assessed by assessing the level of expression of the marker in a 
portion of cervical cells which appears to be non-cancerous and by comparing this 
normal level of expression wdth the level of expression in a portion of the cervical cells 
which is suspected of being cancerous. For example, the normal level of expression of a 
marker may be assessed using a non-affected portion of the cervix and this normal level 

15 of expression may be compared with the level of expression of the same marker in an 
affected portion of the cervix. Alternately, and particularly as further information 
becomes available as a result of routine performance of the methods described herein, 
population-average values for normal expression of the markers of the invention may be 
used. In other embodiments, the 'normal' level of expression of a marker may be 

20 determined by assessing expression of the marker in a patient sample obtained from a 
non-cancer-afiflicted patient, from a patient sample obtained from a patient before the 
suspected onset of cervical cancer in the patient, from archived patient samples, and the 
like. 

The invention includes compositions, kits, and methods for assessing the 
25 presence of cervical cancer cells in a sample (e.g. an archived tissue sample or a sample 
obtained from a patient). These compositions, kits, and methods are substantially the 
same as those described above, except that, where necessary, the compositions, kits, and 
methods are adapted for use with samples other than patient samples. For example, 
when the sample to be used is a parafinized, archived human tissue s£imple, it can be 
30 necessary to adjust the ratio of compounds in the compositions of the invention, in the 
kits of the invention, or the methods used to assess levels of marker expression in the 
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sample. Such methods are well known in the art and within the skill of the ordinary 
artisan. 

The invention includes a kit for assessing the presence of cervical cancer cells 
{e.g. in a sample such as a patient sample). The kit comprises a plurality of reagents, 
S each of which is capable of binding specifically with a nucleic acid or polypeptide 
corresponding to a marker of the invention. Suitable reagents for binding with a 
polypeptide corresponding to a marker of the invention include antibodies, antibody 
derivatives, antibody fragments, and the like. Suitable reagents for binding with a 
nucleic acid {e.g, a genomic DNA, an mRNA, a spliced mRNA, a cDNA, or the like) 

10 include complementary nucleic acids. For example, the nucleic acid reagents may 
include oligonucleotides (labeled or non-labeled) fixed to a substrate, labeled 
oligonucleotides not bound wdth a substrate, pairs of PCR primers, molecular beacon 
probes, and the like. 

The kit of the invention may optionally comprise additional components useful 

15 for performing the methods of the invention. By way of example, the kit may comprise 
fluids {e.g, SSC buffer) suitable for annealing complementary nucleic acids or for 
binding an antibody with a protein with which it specifically binds, one or more sample 
compartments, an instructional material which describes performance of a method of the 
invention, a sample of normal cervical cells, a sample of cervical cancer cells, and the 

20 like. 

The invention also includes a method of making an isolated hybridoma which 
produces an antibody useful for assessing whether a patient is afflicted with cervical 
cancer. In this method, a protein corresponding to a marker of the invention is isolated 
(e.g. by purification from a cell in which it is expressed or by transcription and 

25 translation of a nucleic acid encoding the protein in vivo or in vitro using known 

methods). A vertebrate, preferably a mammal such as a mouse, rat, rabbit, or sheep, is 
inmiunized using the isolated protein or protein fragment. The vertebrate may 
optionally (and preferably) be immunized at least one additional time with the isolated 
protein or protein fragment, so that the vertebrate exhibits a robust immune response to 

30 the protein or protein fragment. Splenocytes are isolated from the immunized vertebrate 
and fused with an immortalized cell line to form hybridomas, using any of a variety of 
methods well known in the art. Hybridomas formed in this manner are then screened 
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using standard methods to identify one or more hybridomas which produce an antibody 
which specifically binds with the protein or protein fragment. The invention also 
includes hybridomas made by this method and antibodies made using such hybridomas. 
The invention also includes a method of assessing the efficacy of a test 
5 compound for inhibiting cervical cancer cells. As described above, differences in the 
level of expression of the markers of the invention correlate with the cancerous state of 
cervical cells. Although it is recognized that changes in the levels of expression of 
certain of the markers of the invention likely result from the cancerous state of cervical 
cells, it is likewise recognized that changes in the levels of expression of other of the 

1 0 markers of the invention induce, maintain, and promote the cancerous state of those 

cells. Thus, compounds which inhibit cervical cancer in a patient will cause the level of 
expression of one or more of the markers of the invention to change to a level nearer the 
normal level of expression for that marker (Le. the level of expression for the marker in 
non-cancerous cervical cells). 

15 This method thus comprises comparing expression of a marker in a first cervical 

cell sample and maintained in the presence of the test compound and expression of the 
marker in a second cervical cell sample and maintained in the absence of the test 
compound. A significant decrease in the level of expression of a marker listed within 
1 ables 1-4 is an indication that the test compound inhibits cervical cancer. The cervical 

20 cell samples may, for example, be aliquots of a single sample of normal cervical cells 
obtained from a patient, pooled samples of normal cervical cells obtained from a patient, 
cells of a normal cervical cell line, aliquots of a single sample of cervical cancer cells 
obtained from a patient, pooled samples of cervical cancer cells obtained from a patient, 
cells of a cervical cancer cell line, or the like. In one embodiment, the samples are 

25 cervical cancer cells obtained from a patient and a plurality of compoimds known to be 
effective for inhibiting various cervical cancers are tested in order to identify the 
compoimd which is likely to best inhibit the cervical cancer in the patient. 

This method may likewise be used to assess the efficacy of a therapy for 
inhibiting cervical cancer in a patient. In this method, the level of expression of one or 

30 more markers of the invention in a pair of samples (one subjected to the therapy, the 
other not subjected to the therapy) is assessed. As with the method of assessing the 
efficacy of test compounds, if the therapy induces a significant decrease in the level of 
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expression of a marker listed within Tables 1-4, or blocks induction of a marker listed 
within Tables 1 -4, then the therapy is efficacious for inhibiting cervical cancer. As 
above, if samples from a selected patient are used in this method, then alternative 
therapies can be assessed in vitro in order to select a therapy most likely to be 
5 efficacious for inhibiting cervical cancer in the patient. 

As described herein, cervical cancer in patients is associated with an increase in 
the level of expression of one or more markers listed within Tables 1-4. While, as 
discussed above, some of these changes in expression level result from occurrence of the 
cervical cancer, others of these changes induce, maintain, and promote the cancerous 

10 state of cervical cancer cells. Thus, cervical cancer characterized by an increase in the 
level of expression of one or more markers listed within Tables 1-4 can be controlled or 
suppressed by inhibiting expression of those markers. 

Expression of a marker listed within Tables 1-4 can be inhibited in a number of 
ways generally known in the art. For example, an antisense oligonucleotide can be 

15 provided to the cervical cancer cells in order to inhibit transcription, translation, or both, 
of the marker(s). Alternately, a polynucleotide encoding an antibody, an antibody 
derivative, or an antibody fragment, and operably linked with an appropriate 
promoter/regulator region, can be provided to the cell in order to generate intracellular 
antibodies which will inhibit the function or activity of the protein corresponding to the 

20 marker(s). Using the method's described herein, a variety of molecules, particularly 

including molecules sufficiently small that they are able to cross the cell membrane, can 
be screened in order to identify molecules which inhibit expression of the marker(s). 
The compound so identified can be provided to the patient in order to inhibit expression 
of the marker(s) in the cervical c£uicer cells of the patient. 

25 As described above, the cancerous state of human cervical cells is correlated 

with changes in the levels of expression of the markers of the invention. Thus, 
compounds which induce increased expression of one or more of the markers listed 
within Tables 1-4 can induce cervical cell carcinogenesis. The invention thus includes a 
method for assessing the human cervical cell carcinogenic potential of a test compound. 

30 This method comprises maintaining separate aliquots of human cervical cells in the 

presence and absence of the test compound. Expression of a marker of the invention in 
each of the aliquots is compared. A significant increase in the level of expression of a 
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marker listed within Tables 1-4 in the aliquot maintained in the presence of the test 
compound (relative to the aliquot maintained in the absence of the test compound) is an 
indication that the test compound possesses human cervical cell carcinogenic potential. 
The relative carcinogenic potentials of various test comp>ounds can be assessed by 
5 comparing the degree of enhancement or inhibition of the level of expression of the 

relevant markers, by comparing the mmiber of markers for which the level of expression 
is enhanced or inhibited, or by comparing both. 

Various aspects of the invention are described in further detail in the following 
subsections. 

10 

L Isolated Nucleic Acid Molecules 

One aspect of the invention pertains to novel isolated nucleic acid molecules that 
correspond to a marker of the invention, including nucleic acids which encode a 
polypeptide corresponding to a marker of the invention or a portion of such a 

1 5 polypeptide. Isolated nucleic acids of the invention also include nucleic acid molecules 
sufficient for use as hybridization probes to identify nucleic acid molecules that 
correspond to a marker of the invention, including nucleic acids which encode a 
polypeptide corresponding to a marker of the invention, and fragments of such nucleic 
acid molecules, e.g.^ those suitable for use as PCR primers for the amplification or 

20 mutation of nucleic acid molecules. As used herein, the term "nucleic acid molecule" is 
intended to include DNA molecules (e.g., cDNA or genomic DNA) and RNA molecules 
(e.g. , mRNA) and analogs of the DNA or RNA generated using nucleotide analogs. The 
nucleic acid molecule can be single-stranded or double-stranded, but preferably is 
double-stranded DNA. 

25 An "isolated" nucleic acid molecule is one which is separated from other nucleic 

acid molecules which are present in the natural source of the nucleic acid molecule. 
Preferably, an "isolated" nucleic acid molecule is free of sequences (preferably protein- 
encoding sequences) which naturally flank the nucleic acid (i.e., sequences located at the 
5* and 3' ends of the nucleic acid) in the genomic DNA of the organism from which the 

30 nucleic acid is derived. For example, in various embodiments, the isolated nucleic acid 
molecule can contain less than about 5 kB, 4 kB, 3 kB, 2 kB, 1 kB, 0.5 kB or 0.1 kB of 
nucleotide sequences which naturally flank the nucleic acid molecule in genomic DNA 
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of the cell from which the nucleic acid is derived. Moreover, an "isolated" nucleic acid 
molecule, such as a cDNA molecule, can be substantially free of other cellular material, 
or culture medium when produced by recombinant techniques, or substantially free of 
chemical precursors or other chemicals when chemically synthesized. 
5 A nucleic acid molecule of the present invention, e,g.j a nucleic acid encoding a 

protein corresponding to a marker listed in Tables 1-4, can be isolated using standard 
molecular biology techniques and the sequence information described herein. Using all 
or a portion of such nucleic acid sequences, nucleic acid molecules of the invention can 
be isolated using standard hybridization and cloning techniques (e.g,, as described in 

10 Sambrook et ai, ed.. Molecular Cloning: A Laboratory Manual, 2nd ed„ Cold Spring 
Harbor Laboratory Press, Cold Spring Harbor, NY, 1 989). 

A process for identifying a larger fragment or the full-length coding sequence of 
a marker of the present invention is thus also provided. Any conventional recombinant 
DNA techniques applicable for isolating polynucleotides may be employed. One such 

1 5 method involves the 5'-RACE-PCR technique, in which the poly- A mPJNA that contains 
the coding sequence of particular interest is first reverse transcribed with a 3'-primer 
comprising a sequence disclosed herein. The newly synthesized cDNA strand is then 
tagged with an anchor primer with a known sequence, which preferably contains a 
convenient cloning restriction site attached at the S'end. The tagged cDNA is then 

20 amplified with the 3 '-primer (or a nested primer sharing sequence homology to the 
internal sequences of the coding region) and the 5 '-anchor primer. The amplification 
may be conducted under conditions of various levels of stringency to optimize the 
amplification specificity. 5'-RAC£-PCR can be readily performed using commercial 
kits (available from, e.g., BRL Life Technologies Inc., Clotech) according to the 

25 manufacturer's instructions. 

Isolating the complete coding sequence of a gene can also be carried out in a 
hybridization assay using a suitable probe. The probe preferably comprises at least 10 
nucleotides, and more preferably exhibits sequence homology to the polynucleotides of 
the markers of the present invention. Other high throughput screens for cDNAs, such as 

30 those involving gene chip technology, can also be employed in obtaining the complete 
cDNA sequence. 
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In addition, databases exist that reduce the complexity of ESTs by assembling 
contiguous EST sequences into tentative genes. For example, TIGR has assembled 
hiiman ESTs into a database called THC for tentative human consensus sequences. The 
THC database allows for a more definitive assignment compared to ESTs alone. 
5 Software programs exist (TIGR assembler and TIGEM EST assembly machine and 
contig assembly program (see Huang, X , , 1996, Genomes 33:21-23)) that allow for 
assembling ESTs into contiguous sequences from any organism. 

Alternatively, mRNA from a sample preparation is used to construct cDNA 
library in the ZAP Express vector following the procedure described in Velculescu et 

10 a/. , 1 997, Science 270:484. The ZAP Express cDN A synthesis kit (Stratagene) is used 
accordingly to the manufacturer's protocol. Plates containing 250 to 2000 plaques are 
hybridized as described in Rupert et al,, 1988, MoL Cell. Bio. 8:3104 to oligonucleotide 
probes with the same conditions previously described for standard probes except that the 
hybridization temperature is reduced to a room temperature. Washes are performed in 

15 6X standard-saline-citrate 0.1% SDS for 30 minutes at room temperature. The probes 
are labeled with ^^P-ATP trough use of T4 polynucleotide kinase. 

A partial cDNA (3' fragment) can be isolated by 3' directed PGR reaction. This 
procedure is a modification of the protocol described in Polyak et ai, 1997, Nature 
389:300. Briefly, the procedure uses SAGE tags in PGR reaction such that the resultant 

20 PGR product contains the SAGE tag of interest as well as additional cDNA, the length 
of which is defined by the position of the tag with respect to the 3* end of the cDNA. 
The cDNA product derived from such a transcript driven PGR reaction can be used for 
many applications. 

RNA from a source to express the cDNA corresponding to a given tag is first 
25 converted to double-stranded cDNA using any standard cDNA protocol. Similar 
conditions used to generate cDN A for SAGE library construction can be employed 
except that a modified oligo-dT primer is used to derive the first strand synthesis. For 
example, the oligonucleotide of composition 5'-B-TCC GGC GCG CCG TTT TGC 
GAG TCA CGA(30)-3% contains a poly-T stretch at the 3' end for hybridization and 
30 priming from poly-A tails, an Ml 3 priming site for use in subsequent PGR steps, a 5' 

Biotin label (B) for capture to strepavidin-coated magnetic beads, and an Ascl restriction 
endonuclease site for releasing the cDNA from the strepavidin-coated magnetic beads. 
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Theoretically, any sufficiently-sized DNA region capable of hybridizing to a PGR 
primer can be used as well as any other 8 base pair recognizing endonuclease. 

cDNA constructed utilizing this or similar modified oligo-dT primer is then 
processed as described in U.S. Patent No. 5,695,937 up until adapter ligation where only 
5 one adapter is ligated to the cDNA pool. After adapter ligation, the cDNA is released 
from the streptavidin-coated magnetic beads and is then used as a template for cDNA 
amplification. 

Various PGR protocols can be employed using PGR priming sites within the 3' 
modified oligo-dT primer and the SAGE tag. The SAGE tag-derived PGR primer 

10 employed can be of varying length dictated by 5* extension of the tag into the adaptor 
sequence. cDNA products are now available for a variety of applications. 

This technique can be further modified by: (1) altering the length and/or content 
of the modified oligo-dT primer; (2) ligating adaptors other than that previously 
employed within the SAGE protocol; (3) performing PGR from template retained on the 

15 streptavidin-coated magnetic beads; and (4) priming first strand cDNA synthesis with 
non-oIigo-dT based primers. 

Gene trapper technology can also be used. The reagents and manufacturer's 
instructions for this technology are commercially available from Life Technologies, Inc., 
Gaithsburg, Maryland. Briefly, a complex population of single-stranded phagemid 

20 DNA containing directional cDNA inserts is enriched for the target sequence by 

hybridization in solution to a biotinylated oligonucleotide probe complementary to the 
target sequence. The hybrids are captured on streptavidin-coated paramagnetic beads. 
A magnet retrieves the paramagnetic beads from the solution, leaving nonhybridized 
single-stranded DNAs behind. Subsequently, the captured single-stranded DNA target 

25 is released from the biotinylated oligonucleotide. After release, the cDNA clone is 

further enriched by using a nonbiotinylated target oligonucleotide to specifically prime 
conversion of the single-stranded DNA. Following transformation and plating, typically 
20% to 100% of the colonies represent the cDNA clone of interest. To identify the 
desired cDNA clone, the colonies may be screened by colony hybridization using the 

30 ^^P-labeled oligonucleotide, or alternatively by DNA sequencing and alignment of all 
sequences obtained from numerous clones to determine a consensus sequence. 
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A nucleic acid molecule of the invention can be amplified using cDNA, mRNA, 
or genomic DNA as a template and appropriate oligonucleotide primers according to 
standard PGR amplification techniques. The nucleic acid so amplified can be cloned 
into an appropriate vector and characterized by DNA sequence analysis. Furthermore, 
S oligonucleotides corresponding to all or a portion of a nucleic acid molecule of the 
invention can be prepared by standard synthetic techniques, e.g., using an automated 
DNA synthesizer. 

In another preferred embodiment, an isolated nucleic acid molecule of the 
invention comprises a nucleic acid molecule which has a nucleotide sequence 

10 complementary to the nucleotide sequence of a nucleic acid corresponding to a marker 
of the invention or to the nucleotide sequence of a nucleic acid encoding a protein which 
corresponds to a marker of the invention. A nucleic acid molecule which is 
complementary to a given nucleotide sequence is one which is sufGciently 
complementary to the given nucleotide sequence that it can hybridize to the given 

15 nucleotide sequence thereby forming a stable duplex. 

Moreover, a nucleic acid molecule of the invention can comprise only a portion 
of a nucleic acid sequence, wherein the full length nucleic acid sequence comprises a 
marker of the invention or which encodes a polypeptide corresponding to a marker of 
the invention. Such nucleic acids can be used, for example, as a probe or primer. The 

20 probe/primer typically is used as one or more substantially purified oligonucleotides. 
The oligonucleotide typically comprises a region of nucleotide sequence that hybridizes 
under stringent conditions to at least about 7, preferably about 15, more'preferably about 
25, 50, 75, 100, 125, 150, 175, 200, 250, 300, 350, or 400 or more consecutive 
nucleotides of a nucleic acid of the invention. 

25 Probes based on the sequence of a nucleic acid molecule of the invention can be 

used to detect transcripts or genomic sequences corresponding to one or more markers 
of the invention. The probe comprises a label group attached thereto, e.g., a 
radioisotope, a fluorescent compound, an enzyme, or an enzyme co-factor. Such probes 
can be used as part of a diagnostic test kit for identifying cells or tissues which mis- 

30 express the protein, such as by measuring levels of a nucleic acid molecule encoding the 
protein in a sample of cells from a subject, e.g., detecting mRNA levels or determining 
whether a gene encoding the protein has been mutated or deleted. 
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The invention further encompasses nucleic acid molecules that differ, due to 
degeneracy of the genetic code, from the nucleotide sequence of nucleic acids encoding 
a protein which corresponds to a marker of the invention, and thus encode the same 
protein. 

S In addition to the nucleotide sequences described in the Tables, it will be 

appreciated by those skilled in the art that DNA sequence polymorphisms that lead to 
changes in the amino acid sequence can exist within a population (e.g., the human 
population). Such genetic polymorphisms can exist among individuals within a 
population due to natural allelic variation. An allele is one of a group of genes which 

10 occur alternatively at a given genetic locus. In addition, it will be appreciated that DNA 
polymorphisms that affect RNA expression levels can also exist that may affect the 
overall expression level of that gene (e.g., by affecting regulation or degradation). 

As used herein, the phrase "allelic variant" refers to a nucleotide sequence which 
occurs at a given locus or to a polypeptide encoded by the nucleotide sequence. 

15 As used herein, the terms "gene" and "recombinant gene" refer to nucleic acid 

molecules comprising an open reading frame encoding a polypeptide corresponding to a 
marker of the invention. Such natural allelic variations can typically result in 0.1-0.5% 
variance in the nucleotide sequence of a given gene. Alternative alleles can be identified 
by sequencing the gene of interest in a number of different individuals. This can be 

20 readily carried out by using hybridization probes to identify the same genetic locus in a 
variety of individuals. Any and all such nucleotide variations and resulting amino acid 
polymorphisms or variations that are the result of natural allelic variation and that do not 
alter the functional activity are intended to be within the scope of the invention. 

In another embodiment, an isolated nucleic acid molecule of the invention is at 

25 least 7, 15, 20, 25, 30, 40, 60, 80, 100, 150, 200, 250, 300, 350, 400, 450, 550, 650, 700, 
800, 900, 1000, 1200, 1400, 1600, 1800, 2000, 2200, 2400, 2600, 2800, 3000, 3500, 
4000, 4500, or more nucleotides in length and hybridizes under stringent conditions to a 
nucleic acid corresponding to a marker of the invention or to a nucleic acid encoding a 
protein corresponding to a marker of the invention. As used herein, the term "hybridizes 

30 under stringent conditions" is intended to describe conditions for hybridization and 
washing under which nucleotide sequences at least 75% (80%, 85%, preferably 90%) 
identical to each other typically remain hybridized to each other. Such stringent 
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conditions are known to those skilled in the art and can be found in sections 6.3.1-6.3.6 
of Current Protocols in Molecular Biology, John Wiley & Sons, N.Y. (1989). A 
preferred, non-limiting example of stringent hybridization conditions for annealing two 
single-stranded DNA each of which is at least about 100 bases in length and/or for 
5 annealing a single-stranded DNA and a single-stranded RNA each of which is at least 
about 1 00 bases in length, are hybridization in 6X sodium chloride/sodium citrate (SSC) 
at about 45°C, followed by one or more washes in 0.2X SSC, 0.1% SDS at 50-65°C. 
Further preferred hybridization conditions are taught in Lockhart, et al.. Nature 
Biotechnology, Volume 14, 1996 August: 1675- 1680; Breslauer, etaL, Proc. Natl. Acad. 
10 Sci. USA, Volume 83, 1986 June: 3746-3750; Van Ness, et aL, Nucleic Acids Research, 
Volume 19, No. 19, 1991 September: 5143-5151; McGraw, et aL, BioTechniques, 
Volume 8, No. 6 1990: 674-678; and Milner, et aL, Nature Biotechnology, Volume 15, 
1997 June: 537-541, all expressly incorporated by reference. 

In addition to naturally-occurring allelic variants of a nucleic acid molecule of 
15 the invention that can exist in the population, the skilled artisan will further appreciate 
that sequence changes can be introduced by mutation thereby leading to changes in the 
amino acid sequence of the encoded protein, without altering the biological activity of 
the protein encoded thereby. For example, one can make nucleotide substitutions 
leading to amino acid substitutions at "non-essential" amino acid residues. A "non- 
20 essential" amino acid residue is a residue that can be altered from the wild-type 

sequence without altering the biological activity, whereas an "essential" amino acid 
residue is required for biological activity. For example, amino acid residues that are not 
conserved or only semi-conserved among homologs of various species may be non- 
essential for activity and thus would be likely targets for alteration. Alternatively, amino 
25 acid residues that are conserved among the homologs of various species (e.g., murine 
and human) may be essential for activity and thus would not be likely targets for 
alteration. 

Accordingly, another aspect of the invention pertains to nucleic acid molecules 
encoding a polypeptide of the invention that contain changes in amino acid residues that 
30 are not essential for activity. Such polypeptides differ in amino acid sequence from the 
naturally-occurring proteins which correspond to the markers of the invention, yet retain 
biological activity. In one embodiment, such a protein has an amino acid sequence that 
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is at least about 40% identical, 50%, 60%, 70%, 80%, 90%, 95%, or 98% identical to the 
amino acid sequence of one of the proteins which correspond to the markers of the 
invention. 

An isolated nucleic acid molecule encoding a variant protein can be created by 
5 introducing one or more nucleotide substitutions, additions or deletions into the 

nucleotide sequence of nucleic acids of the invention, such that one or more amino acid 
residue substitutions, additions, or deletions are introduced into the encoded protein. 
Mutations can be introduced by standard techniques, such as site-directed mutagenesis 
and PCR-mediated mutagenesis. Preferably, conservative amino acid substitutions are 

1 0 made at one or more predicted non-essential amino acid residues. A "conservative 
amino acid substitution" is one in which the amino acid residue is replaced with an 
amino acid residue having a similar side chain. Families of amino acid residues having 
similar side chains have been defined in the art. These families include amino acids 
with basic side chains (e.g., lysine, arginine, histidine), acidic side chains (e.g., aspartic 

1 5 acid, glutamic acid), imcharged polar side chains (e.g. , glycine, asparagine, glutamine, 
serine, threonine, tyrosine, cysteine), non-polar side chains (e,g. , alanine, valine, leucine, 
isoleucine, proline, phenylalanine, methionine, tryptophan), beta-branched side chains 
(e.g., threonine, valine, isoleucine) and aromatic side chains (e.g., tyrosine, 
phenylalanine, tryptophan, histidine). Alternatively, mutations can be introduced 

20 randomly along all or part of the coding sequence, such as by saturation mutagenesis, 
and the resultant mutants can be screened for biological activity to identify mutants that 
retain activity. Following mutagenesis, the encoded protein can be expressed 
recombinantly and the activity of the protein can be determined. 

The present invention encompasses antisense nucleic acid molecules, i.e., 

25 molecules which are complementary to a sense nucleic acid of the invention, e.g., 
complementary to the coding strand of a double-stranded cDNA molecule 
corresponding to a marker of the invention or complementary to an mRN A sequence 
corresponding to a marker of the invention. Accordingly, an antisense nucleic acid of 
the invention can hydrogen bond to (/.e. anneal with) a sense nucleic acid of the 

30 invention. The antisense nucleic acid can be complementary to an entire coding strand, 
or to only a portion thereof, e.g., all or part of the protein coding region (or open reading 
frame). An antisense nucleic acid molecule can also be antisense to all or part of a non- 
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coding region of the coding strand of a nucleotide sequence encoding a polypeptide of 
the invention. The non-coding regions ("5' and 3' untranslated regions") are the 5* and 3' 
sequences which flank the coding region and are not translated into amino acids. 

An antisense oligonucleotide can be, for example, about 5, 10, 15, 20, 25, 30, 35, 
5 40, 45, or 50 or more nucleotides in length. An antisense nucleic acid of the invention 
can be constructed using chemical synthesis and enzymatic ligation reactions using 
procedures known in the art. For example, an antisense nucleic acid (e.g., an antisense 
oligonucleotide) can be chemically synthesized using naturally occurring nucleotides or 
variously modified nucleotides designed to increase the biological stability of the 

10 molecules or to increase the physical stability of the duplex formed between the 
antisense and sense nucleic acids, e.g., phosphorothioate derivatives and acridine 
substituted nucleotides can be used. Examples of modified nucleotides which can be 
used to generate the antisense nucleic acid include 5-fluorouracil, 5-bromouracil, 5- 
chlorouracil, 5-iodouracil, hypoxanthine, xanthine, 4-acetylcytosine, 5- 

15 (carboxyhydroxylmethyl) uracil, 5-carboxymethylaminomethyl-2-thiouridine, 5- 

carboxymethylaminomethyluracil, dihydrouracil, beta-D-galactosylqueosine, inosine, 
N6-isopentenyladenine, 1 -methylguanine, 1 -methylinosine, 2,2-dimethylguanine, 2- 
methyladenine, 2-methylguanine, 3-methylcytosine, 5-methylcytosine, N6-adenine, 7- 
methylguanine, 5-methylaminomethyluracil, 5-methoxyaminomethyl-2-thiouracil, beta- 

20 D-mannosylqueosine, 5*-methoxycarboxymethyluracil, 5-methoxyuracil, 2-methylthio- 
N6-isopentenylademne, uracil-5-oxyacetic acid (v), wybutoxosine, pseudouracil, 
queosine, 2-thiocytosine, 5-methyl-2-thiouracil, 2-thiouracil, 4-thiouracil, 5- 
methyluracil, uracil-5-oxyacetic acid methylester, uracil-5-oxyacetic acid (v), 5-methyl- 
2-thiouracil, 3-(3-amino-3-N-2-carboxypropyl) uracil, (acp3)w, and 2,6-diaminopurine. 

25 Alternatively, the antisense nucleic acid can be produced biologically using an 
expression vector into which a nucleic acid has been sub-cloned in an antisense 
orientation (i.e., RNA transcribed from the inserted nucleic acid wall be of an antisense 
orientation to a target nucleic acid of interest, described further in the following 
subsection). 

30 The antisense nucleic acid molecules of the invention are typically administered 

to a subject or generated in situ such that they hybridize with or bind to cellular mRNA 
and/or genomic DN A encoding a polypeptide corresponding to a selected marker of the 
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invention to thereby inhibit expression of the marker, e.g., by inhibiting transcription 
and/or translation. The hybridization can be by conventional nucleotide 
complementarity to form a stable duplex, or, for example, in the case of an antisense 
nucleic acid molecule which binds to DNA duplexes, through specific interactions in the 
5 major groove of the double helix. Examples of a route of administration of antisense 
nucleic acid molecules of the invention includes direct injection at a tissue site or 
infusion of the antisense nucleic acid into a cervix-associated body fluid. Alternatively, 
antisense nucleic acid molecules can be modified to target selected cells and then 
administered systemically. For example, for systemic administration, antisense 

10 molecules can be modified such that they specifically bind to receptors or antigens 

expressed on a selected cell surface, e.g., by linking the antisense nucleic acid molecules 
to peptides or antibodies which bind to cell surface receptors or antigens. The antisense 
nucleic acid molecules can also be delivered to cells using the vectors described herein. 
To achieve sufficient intracellular concentrations of the antisense molecules, vector 

15 constructs in which the antisense nucleic acid molecule is placed under the control of a 
strong pol II or pol III promoter are preferred. 

An antisense nucleic acid molecule of the invention can be an a-anomeric 
nucleic acid molecule. An a-anomeric nucleic acid molecule forms specific double- 
stranded hybrids with complementary RNA in which, contrary to the usual a-units, the 

20 strands run parallel to each other (Gaultier ei ai, 1 987, Nucleic Acids Res. 1 5:6625- 
6641). The antisense nucleic acid molecule can also comprise a 2 -o- 
methylribonucleotide (Inoue ei al, 1987, Nucleic Acids Res. 15:6131-6148) or a 
chimeric RNA-DNA analogue (Inoue et aL. 1987, FEBS Lett. 215:327-330). 

The invention also encompasses ribozymes. Ribozymes are catalytic RNA 

25 molecules with ribonuclease activity which are capable of cleaving a single-stranded 
nucleic acid, such as an mRNA, to which they have a complementary region. Thus, 
ribozymes (e.g., hammerhead ribozymes as described in Haselhoff and Gerlach, 1988, 
Nature 334:585-591) can be used to catalytically cleave mRNA transcripts to thereby 
inhibit translation of the protein encoded by the mRNA. A ribozyme having specificity 

30 for a nucleic acid molecule encoding a polypeptide corresponding to a marker of the 
invention can be designed based upon the nucleotide sequence of a cDNA 
corresponding to the marker. For example, a derivative of a Tetrahymena L-1 9 1 VS 
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RNA C£in be constructed in which the nucleotide sequence of the active site is 
complementary to the nucleotide sequence to be cleaved (see Cech et al U.S. Patent No. 
4,987,071; and Cech et al U.S. Patent No. 5,1 16,742). Alternatively, an mRNA 
encoding a polypeptide of the invention can be used to select a catalytic RNA having a 
5 specific ribonuclease activity from a pool of RNA molecules (see, e.g., Bartel and 
Szostak, 1993. Science 26 1 : 1 4 1 1 - 1 4 1 8). 

The invention also encompasses nucleic acid molecules which form triple helical 
structures. For example, expression of a polypeptide of the invention can be inhibited 
by targeting nucleotide sequences complementary to the regulatory region of the gene 

10 encoding the polypeptide (e.g., the promoter and/or enhancer) to form triple helical 
structures that prevent transcription of the gene in target cells. See generally Helene 
(1991) Anticancer Drug Des. 6(6):569-84; Helene (1992) KY. Acad. Sci, 660:27- 
36; and Maher (1992) Bioassays 14(12):807-15. 

In various embodiments, the nucleic acid molecules of the invention can be 

15 modified at the base moiety, sugar moiety or phosphate backbone to improve, e.g.^ the 
stability, hybridization, or solubility of the molecule. For example, the deoxyribose 
phosphate backbone of the nucleic acids can be modified to generate peptide nucleic 
acids (see Hyrup et al., 1996, Bioorganic & Medicinal Chemistry 4(1): 5-23). As used 
herein, the terms "peptide nucleic acids" or "PNAs" refer to nucleic acid mimics, e.g, , 

20 DNA mimics, in which the deoxyribose phosphate backbone is replaced by a 

pseudopeptide backbone and only the four natural nucleobases are retained. The neutral 
backbone of PNAs has been shown to allow for specific hybridization to DNA and RNA 
under conditions of low ionic strength. The synthesis of PNA oligomers can be 
performed using standard solid phase peptide synthesis protocols as described in Hyrup 

25 et al (1996), supra\ Perry-O'Keefe et al (1996) Proc. Natl Acad, Scl USA 93:14670- 
675. 

PNAs can be used in therapeutic and diagnostic applications. For example, 
PNAs can be used as antisense or antigene agents for sequence-specific modulation of 
gene expression by, e.g., inducing transcription or translation arrest or inhibiting 
30 replication. PNAs can also be used, e.g., in the analysis of single base pair mutations in 
a gene by, e.g., PNA directed PGR clamping; as artificial restriction enzymes when used 
in combination with other enzymes, e.g., SI nucleases (Hyrup (1 996), supra; or as 



wo 01/42467 PCT/USOO/33312 

-38- 

probes or primers for DNA sequence and hybridization (Hyrup, 1996, supra; Perry- 
O'Keefe et al, 1996, Proc, Natl Acad. ScL USA 93:14670-675). 

In another embodiment, PNAs can be modified, e.g,^ to enhance their stability or 
cellular uptake, by attaching lipophilic or other helper groups to PNA, by the formation 
5 of PN A-DN A chimeras, or by the use of liposomes or other techniques of drug delivery 
known in the art. For example, PNA-DNA chimeras can be generated which can 
combine the advantageous properties of PNA and DNA. Such chimeras allow DNA 
recognition enzymes, e.g., RNASE H and DNA polymerases, to interact with the DNA 
portion wrhile the PNA portion would provide high binding affmity and specificity. 

10 PNA-DNA chimeras can be linked using linkers of appropriate lengths selected in terms 
of base stacking, number of bonds between the nucleobases, and orientation (Hyrup, 
1996, supra). The synthesis of PNA-DNA chimeras can be performed as described in 
Hyrup (1996), supra, and Finn et ai (1996) Nucleic Acids Res, 24(1 7) :3 3 5 7-63. For 
example, a DNA chain can be synthesized on a solid support using standard 

1 5 phosphoramidite coupling chemistry and modified nucleoside analogs. Compounds 

such as 5'-(4-methoxytrityl)amino-5 -deoxy-thymidine phosphoramidite can be used as a 
link between the PNA and the 5' end of DNA (Mag et ai, 1989, Nucleic Acids Res. 
17:5973-88). PNA monomers are then coupled in a step-wise manner to produce a 
chimeric molecule with a 5* PNA segment and a 3' DNA segment (Finn et ai, 1996, 

20 Nucleic Acids Res. 24(1 7):33 57-63). Alternatively, chimeric molecules can be 
synthesized with a 5' DNA segment and a 3* PNA segment (Peterser et aL, 1975, 
Bioorganic Med Chem. Lett. 5:1 1 19-1 1 124). 

In other embodiments, the oligonucleotide can include other appended groups 
such as peptides {e.g., for targeting host cell receptors in vivo), or agents facilitating 

25 transport across the cell membrane (see, e.g., Letsinger et ai, 1989, Proc. Natl. Acad. 
Sci. USA 86:6553-6556; Lemaitre 1987, i'roc. Natl. Acad. Sci. USA 84:648-652; 

PCX Publication No. WO 88/09810) or the blood-brain barrier (see. e.g., PCT 
Publication No. WO 89/10134). In addition, oligonucleotides can be modified with 
hybridization-triggered cleavage agents (see, e.g., Krol et ai, 1988, Bio/Techniques 

30 6:958-976) or intercalating agents (see, e.g., Zon, 1988, Pharm. Res. 5:539-549). To 
this end, the oligonucleotide can be conjugated to another molecule, e.g., a peptide. 
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hybridization triggered cross-linking agent, transport agent, hybridization-triggered 
cleavage agent, etc. 

The invention also includes molecular beacon nucleic acids having at least one 
region which is complementary to a nucleic acid of the invention, such that the 
5 molecular beacon is useful for quantitating the presence of the nucleic acid of the 

invention in a sample. A "molecular beacon'* nucleic acid is a nucleic acid comprising a 
pair of complementary regions and having a fluorophore and a fluorescent quencher 
associated therewith. The fluorophore and quencher are associated with different 
portions of the nucleic acid in such an orientation that when the complementary regions 
1 0 are annealed vnih one another, fluorescence of the fluorophore is quenched by the 

quencher. When the complementary regions of the nucleic acid are not annealed with 
one another, fluorescence of the fluorophore is quenched to a lesser degree. Molecular 
beacon nucleic acids are described, for example, in U.S. Patent 5,876,930. 

15 11. Isolated Proteins and Antibodies 

One aspect of the invention pertains to novel isolated proteins which correspond 
to individual markers of the invention, and biologically active portions thereof, as well 
as polypeptide fragments suitable for use as immunogens to raise antibodies directed 
against a polypeptide corresponding to a marker of the invention. In one embodiment, 

20 the native polypeptide corresponding to a marker can be isolated from cells or tissue 
sources by an appropriate purification scheme using standard protein purification 
techniques. In another embodiment, polypeptides corresponding to a marker of the 
invention are produced by recombinant DNA techniques. Alternative to recombinant 
expression, a polypeptide corresponding to a marker of the invention can be synthesized 

25 chemically using standard peptide synthesis techniques. 

An "isolated" or "purified" protein or biologically active portion thereof is 
substantially free of cellular material or other contaminating proteins from the cell or 
tissue source from which the protein is derived, or substantially free of chemical 
precursors or other chemicals when chemically synthesized. The language 

30 "substantially free of cellular material" includes preparations of protein in which the 
protein is separated from cellular components of the cells from which it is isolated or 
recombinantly produced. Thus, protein that is substantially free of cellular material 
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includes preparations of protein having less than about 30%, 20%, 10%, or 5% (by dry 
weight) of heterologous protein (also referred to herein as a "contaminating protein"). 
When the protein or biologically active portion thereof is recombinantly produced, it is 
also preferably substantially free of culture medium, i.e., culture medium represents less 
5 than about 20%, 1 0%, or 5% of the volume of the protein preparation. When the protein 
is produced by chemical synthesis, it is preferably substantially free of chemical 
precursors or other chemicals, i.e., it is separated from chemical precursors or other 
chemicals which are involved in the synthesis of the protein. Accordingly such 
preparations of the protein have less than about 30%, 20%, 10%, 5% (by dry weight) of 

1 0 chemical precursors or compounds other than the polypeptide of interest. 

Biologically active portions of a polypeptide corresponding to a marker of the 
invention include polypeptides comprising amino acid sequences sufficiently identical to 
or derived from the amino acid sequence of the protein corresponding to the marker 
{e.g., the amino acid sequence listed in the GenBank and IMAGE Consortium database 

1 5 records described herein), which include fewer amino acids than the full length protein, 
and exhibit at least one activity of the corresponding full-length protein. Typically, 
biologically active portions comprise a domain or motif with at least one activity of the 
corresponding protein. A biologically active portion of a protein of the invention can be 
a polypeptide which is, for example, 1 0, 25, 50, 1 00 or more amino acids in length. 

20 Moreover, other biologically active portions, in which other regions of the protein are 
deleted, can be prepared by recombinant techniques and evaluated for one or more of the 
functional activities of the native form of a polypeptide of the invention. 

Preferred polypeptides are encoded by the nucleotide sequences in Tables 1-4. 
Other useful proteins are substantially identical (e.g., at least about 40%, preferably 

25 50%, 60%, 70%, 80%, 90%, 95%, or 99%) to one of these sequences and retain the 
functional activity of the protein of the corresponding naturally-occurring protein yet 
differ in amino acid sequence due to natural allelic variation or mutagenesis. 

To determine the percent identity of two amino acid sequences or of two nucleic 
acids, the sequences are aligned for optimal comparison purposes (e.g., gaps can be 

30 introduced in the sequence of a first amino acid or nucleic acid sequence for optimal 
alignment with a second amino or nucleic acid sequence). The amino acid residues or 
nucleotides at corresponding amino acid positions or nucleotide positions are then 
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compared. When a position in the first sequence is occupied by the same amino acid 
residue or nucleotide as the corresponding position in the second sequence, then the 
molecules are identical at that position. The percent identity between the two sequences 
is a function of the number of identical positions shared by the sequences (/.e., % 
5 identity = # of identical positions/total # of positions (e.g., overlapping positions) xlOO). 
In one embodiment the two sequences are the same length. 

The determination of percent identity between two sequences can be 
accomplished using a mathematical algorithm. A preferred, non-limiting example of a 
mathematical algorithm utilized for the comparison of two sequences is the algorithm of 

10 Karlin and Altschul (1990) Proc, Natl, Acad. Scl USA 87:2264-2268, modified as in 
Karlin and Altschul (1993) Proc. Natl. Acad. ScL USA 90:5873-5877. Such an 
algorithm is incorporated into the NBLAST and XBLAST programs of Altschul, et ai 
(1990) c/. Mol. Biol. 215:403-410. BLAST nucleotide searches can be performed with 
the NBLAST program, score = 100, wordlength =^ 12 to obtain nucleotide sequences 

1 5 homologous to a nucleic acid molecules of the invention. BLAST protein searches can 
be performed with the XBLAST program, score = 50, wordlength ^ 3 to obtain amino 
acid sequences homologous to a protein molecules of the invention. To obtain gapped 
alignments for comparison purposes. Gapped BLAST can be utilized as described in 
Altschul et al (1997) Nucleic Acids Res. 25:3389-3402. Alternatively, PSI-Blast can be 

20 used to perform an iterated search which detects distant relationships between 

molecules. When utilizing BLAST, Gapped BLAST, and PSI-Blast programs, the 
default parameters of the respective programs (e.g.y XBLAST and NBLAST) can be 
used. See http://www.ncbi.nlm.nih.gov. Another preferred, non-limiting example of a 
mathematical algorithm utilized for the comparison of sequences is the cilgorithm of 

25 Myers and Miller, (1988) C4^/OS 4:1 1-17. Such an algorithm is incorporated into the 
ALIGN program (version 2.0) which is part of the GCG sequence alignment software 
package. When utilizing the ALIGN program for comparing amino acid sequences, a 
PAM120 weight residue table, a gap length penalty of 12, and a gap penalty of 4 can be 
used. Yet another useful algorithm for identifying regions of local sequence similarity 

30 and alignment is the FASTA algorithm as described in Pearson and Lipman (1988) 
Proc. Natl. Acad. Sci. USA 85:2444-2448. When using the FASTA algorithm for 
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comparing nucleotide or amino acid sequences, a PAM120 weight residue table can, for 
example, be used with a A-tuple value of 2. 

The percent identity between two sequences can be determined using techniques 
similar to those described above, with or without allowing gaps. In calculating percent 
S identity, only exact matches are counted. 

The invention also provides chimeric or fusion proteins corresponding to a 
marker of the invention. As used herein, a "chimeric protein" or "fusion protein" 
comprises ail or part (preferably a biologically active part) of a polypeptide 
corresponding to a marker of the invention operably linked to a heterologous 

10 polypeptide (i.e., a polypeptide other than the polypeptide corresponding to the marker). 
Within the fusion protein, the term "operably linked" is intended to indicate that the 
polypeptide of the invention and the heterologous polypeptide are fused in-frame to each 
other. The heterologous polypeptide can be fused to the amino-terminus or the 
carboxyl-terminus of the polypeptide of the invention. 

15 One useful fusion protein is a GST fusion protein in which a polypeptide 

corresponding to a marker of the invention is fused to the carboxyl terminus of GST 
sequences. Such fusion proteins can facilitate the purification of a recombinant 
polypeptide of the invention. 

In another embodiment, the fusion protein contains a heterologous signal 

20 sequence at its amino terminus. For example, the native signal sequence of a 

polypeptide corresponding to a marker of the invention can be removed and replaced 
with a signal sequence from another protein. For example, the gp67 secretory sequence 
of the baculovirus envelope protein can be used as a heterologous signal sequence 
(Ausubel et aL, ed.. Current Protocols in Molecular Biology, John Wiley & Sons, NY, 

2S 1 992). Other examples of eukaryotic heterologous signal sequences include the 

secretory sequences of melittin and human placental alkaline phosphatase (Stratagene; 
La Jolla, California). In yet another example, useful prokaryotic heterologous signal 
sequences include the phoA secretory signal (Sambrook et aL, supra) and the protein A 
secretory signal (Pharmacia Biotech; Piscataway, New Jersey). 

30 In yet another embodiment, the fusion protein is an immunoglobulin fusion 

protein in which all or part of a polypeptide corresponding to a marker of the invention 
is fused to sequences derived from a member of the immunoglobulin protein family. 
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The immunoglobulin fusion proteins of the invention can be incorporated into 
pharmaceutical compositions and administered to a subject to inhibit an interaction 
between a ligand (soluble or membrane-bound) and a protein on the surface of a cell 
(receptor), to thereby suppress signal transduction in vivo. The immunoglobulin fusion 
5 protein can be used to affect the bioavailability of a cognate ligand of a polypeptide of 
the invention. Inhibition of ligand/receptor interaction can be useful therapeutically, 
both for treating proliferative and dififerentiative disorders and for modulating {e.g. 
promoting or inhibiting) cell survival. Moreover, the immunoglobulin fusion proteins of 
the invention can be used as inununogens to produce antibodies directed against a 

10 polypeptide of the invention in a subject, to purify ligands and in screening assays to 
identify molecules which inhibit the interaction of receptors with ligands. 

Chimeric and fusion proteins of the invention can be produced by standard 
recombinant DN A techniques. In another embodiment, the fusion gene can be 
synthesized by conventional techniques including automated DNA synthesizers. 

15 Alternatively, PGR amplification of gene fragments can be carried out using anchor 
primers which give rise to complementary overhangs between two consecutive gene 
fragments which can subsequently be annealed and re-amplified to generate a chimeric 
gene sequence (see, e.g., Ausubel e/ aL, supra). Moreover, many expression vectors are 
commercially available that already encode a fusion moiety {e.g., a GST polypeptide). 

20 A nucleic acid encoding a polypeptide of the invention can be cloned into such an 

expression vector such that the fusion moiety is linked in-frame to the polypeptide of the 
invention. 

A signal sequence can be used to facilitate secretion and isolation of the secreted 
protein or other proteins of interest. Signal sequences are typically characterized by a 

25 core of hydrophobic amino acids which are generally cleaved from the mature protein 
during secretion in one or more cleavage events. Such signal peptides contain 
processing sites that allow cleavage of the signal sequence from the mature proteins as 
they pass through the secretory pathway. Thus, the invention pertains to the described 
polypeptides having a signal sequence, as well as to polypeptides from which the signal 

30 sequence has been proteolytically cleaved (i.e., the cleavage products). In one 

embodiment, a nucleic acid sequence encoding a signal sequence can be operably linked 
in an expression vector to a protein of interest, such as a protein which is ordinarily not 
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secreted or is otherwise difficult to isolate. The signal sequence directs secretion of the 
protein, such as from a eukaryotic host into which the expression vector is transformed, 
and the signal sequence is subsequently or concurrently cleaved. The protein can then 
be readily purified from the extracellular medium by art recognized methods. 
S Alternatively, the signal sequence can be linked to the protein of interest using a 
sequence which facilitates purification, such as with a GST domain. 

The present invention also pertains to variants of the polypeptides corresponding 
to individual markers of the invention. Such variants have an altered amino acid 
sequence which can function as either agonists (mimetics) or as antagonists. Variants 

1 0 can be generated by mutagenesis, e.g,^ discrete point mutation or truncation. An agonist 
can retain substantially the same, or a subset, of the biological activities of the naturally 
occurring form of the protein. An antagonist of a protein can inhibit one or more of the 
activities of the naturally occurring form of the protein by, for example, competitively 
binding to a downstream or upstream member of a cellular signaling cascade which 

1 5 includes the protein of interest. Thus, specific biological effects can be elicited by 
treatment with a variant of limited function. Treatment of a subject with a variant 
having a subset of the biological activities of the naturally occurring form of the protein 
Ccin have fewer side effects in a subject relative to treatment with the naturally occurring 
form of the protein. 

20 Variants of a protein of the invention which function as either agonists 

(mimetics) or as antagonists can be identified by screening combinatorial libraries of 
mutants, e.g,^ truncation mutants, of the protein of the invention for agonist or antagonist 
activity. In one embodiment, a variegated library of variants is generated by 
combinatorial mutagenesis at the nucleic acid level and is encoded by a variegated gene 

25 library. A variegated library of variants can be produced by, for example, enzymatically 
ligating a mixture of synthetic oligonucleotides into gene sequences such that a 
degenerate set of potential protein sequences is expressible as individual polypeptides, 
or alternatively, as a set of larger fusion proteins (e.^., for phage display). There are a 
variety of methods which can be used to produce libraries of potential variants of the 

30 polypeptides of the invention from a degenerate oligonucleotide sequence. Methods for 
synthesizing degenerate oligonucleotides are known in the art (see, e.g., Narang, 1983, 
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Tetrahedron 39:3; Itakura et al, 1984, Annu, Rev, Biochem. 53:323; Itakura et aL, 1984, 
Science 198:1056; Ike e/ a/., 19S3 Nucleic Acid Res, 11:477). 

In addition, libraries of fragments of the coding sequence of a polypeptide 
corresponding to a marker of the invention can be used to generate a variegated 
5 population of polypeptides for screening and subsequent selection of variants. For 
example, a library of coding sequence fragments can be generated by treating a double 
stranded PCR fragment of the coding sequence of interest with a nuclease under 
conditions wherein nicking occurs only about once per molecule, denaturing the double 
stranded DNA, renaturing the DNA to form double stranded DNA which can include 
1 0 sense/antisense pairs from different nicked products, removing single stranded portions 
from reformed duplexes by treatment with SI nuclease, and ligating the resulting 
fragment library into an expression vector. By this method, an expression library can be 
derived which encodes amino terminal and internal fragments of various sizes of the 
protein of interest. 

1 5 Several techniques are known in the art for screening gene products of 

combinatorial libraries made by point mutations or truncation, and for screening cDNA 
libraries for gene products having a selected property. The most widely used 
techniques, which are amenable to high through-put analysis, for screening large gene 
libraries typically include cloning the gene library into replicable expression vectors, 

20 transforming appropriate cells with the resulting library of vectors, and expressing the 
combinatorial genes under conditions in which detection of a desired activity facilitates 
isolation of the vector encoding the gene whose product was detected. Recursive 
ensemble niutagenesis (REM), a technique which enhances the frequency of functional 
mutants in the libraries, can be used in combination with the screening assays to identify 

25 variants of a protein of the invention (Arkin and Yourvan, 1992, Froc. Natl, Acad. Sci. 
USA 59:781 1-7815; Delgrave et aL, 1993, Protein Engineering 6(3):327- 331). 

An isolated polypeptide corresponding to a marker of the invention, or a 
fragment thereof, can be used as an immunogen to generate antibodies using standard 
techniques for polyclonal and monoclonal antibody preparation. The full-length 

30 polypeptide or protein can be used or, alternatively, the invention provides antigenic 
peptide fragments for use as immunogens. The antigenic peptide of a protein of the 
invention comprises at least 8 (preferably 10, 15, 20, or 30 or more) amino acid residues 
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of the amino acid sequence of one of the polypeptides of the invention, and encompasses 
an epitope of the protein such that an antibody raised against the peptide forms a specific 
immune complex with a marker of the invention to which the protein corresponds. 
Preferred epitopes encompassed by the antigenic peptide are regions that are located on 
5 the surface of the protein, e.g., hydrophilic regions. Hydrophobicity sequence analysis, 
hydrophilicity sequence analysis, or similar analyses can be used to identify hydrophilic 
regions. 

An immunogen typically is used to prepare antibodies by inununizing a suitable 
{i.e. immunocompetent) subject such as a rabbit, goat, mouse, or other mammal or 

10 vertebrate. An appropriate immunogenic preparation can contain, for example, 

recombinantly-expressed or chemically-synthesized polypeptide. The preparation can 
further include an adjuvant, such as Freund's complete or incomplete adjuvant, or a 
similar immunostimulatory agent. 

Accordingly, another aspect of the invention pertains to antibodies directed 

15 against a polypeptide of the invention. The terms "antibody" and "antibody substance" 
as used interchangeably herein refer to immunoglobulin molecules and immunologically 
active portions of immunoglobulin molecules, /.e., molecules that contain an antigen 
binding site which specifically binds an antigen, such as a polypeptide of the invention, 
e.g., an epitope of a polypeptide of the invention. A molecule which specifically binds 

20 to a given polypeptide of the invention is a molecule which binds the polypeptide, but 
does not substantially bind other molecules in a sample, e.g., a biological sample, which 
naturally contains the polypeptide. Examples of immunologically active portions of 
immunoglobulin molecules include F(ab) and F(ab')2 fragments which can be generated 
by treating the antibody with an enzyme such as pepsin. The invention provides 

25 polyclonal and monoclonal antibodies. The term "monoclonal antibody" or 

"monoclonal antibody composition", as used herein, refers to a population of antibody 
molecules that contain only one species of an antigen binding site capable of 
immunoreacting with a particular epitope. 

Polyclonal antibodies can be prepared as described above by immunizing a 

30 suitable subject with a polypeptide of the invention as an immunogen- Preferred 
polyclonal antibody compositions are ones that have been selected for antibodies 
directed against a polypeptide or polypeptides of the invention. Particularly preferred 
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' polyclonal antibody preparations are ones that contain only antibodies directed against a 
polypeptide or polypeptides of the invention. Particularly preferred immunogen 
compositions are those that contain no other human proteins such as, for example, 
immunogen compositions made using a non-human host cell for recombinant expression 
5 of a polypeptide of the invention. In such a manner, the only human epitope or epitopes 
recognized by the resulting antibody compositions raised against this immunogen will 
be present as part of a polypeptide or polypeptides of the invention. 

The antibody titer in the immunized subject can be monitored over time by 
standard techniques, such as with an enzyme linked immunosorbent assay (ELISA) 

10 using immobilized polypeptide. If desired, the antibody molecules can be harvested or 
isolated firom the subject {e.g., from the blood or serum of the subject) and further 
purified by well^-known techniques, such as protein A chromatography to obtain the IgG 
fraction. Alternatively, antibodies specific for a protein or polypeptide of the invention 
can be selected or (e.^., partially purified) or purified by, e.g., affinity chromatography. 

1 5 For example, a recombinantly expressed and purified (or partially purified) protein of 
the invention is produced as described herein, and covalently or non-covalently coupled 
to a solid support such as, for example, a chromatography column. The column can then 
be used to affinity purify antibodies specific for the proteins of the invention from a 
sample containing antibodies directed against a large number of different epitopes, 

20 thereby generating a substantially purified antibody composition, i.e., one that is 
substantially free of contaminating antibodies. By a substantially purified antibody 
composition is meant, in this context, that the antibody sample contains at most only 
30% (by dry weight) of contaminating antibodies directed against epitopes other than 
those of the desired protein or pol3^eptide of the invention, and preferably at most 20%, 

25 yet more preferably at most 1 0%, and most preferably at most 5% (by dry weight) of the 
sample is contaminating antibodies. A purified antibody composition means that at least 
99% of the antibodies in the composition are directed against the desired protein or 
polypeptide of the invention. 

At an appropriate time after immunization, e.g.^ when the specific antibody titers 

30 are highest, antibody-producing cells can be obtained firom the subject and used to 

prepare monoclonal antibodies by standard techniques, such as the hybridoma technique 
originally described by Kohler and Milstein (1975) Nature 256:495-497, the human B 
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cell hybridoma technique (see Kozbor et al., 1983, Immunol. Today 4:72), the EBV- 
hybridoma technique (see Cole et al^ pp. 77-96 In Monoclonal Antibodies and Cancer 
Therapy, Alan R. Liss, Inc., 1985) or trioma techniques. The technology for producing 
hybridomas is well known (see generally Current Protocols in Immunology, Coligan et 
5 al, ed., John Wiley & Sons, New York, 1994). Hybridoma cells producing a 

monoclonal antibody of the invention are detected by screening the hybridoma culture 
supematants for antibodies that bind the polypeptide of interest, e.g.y using a standard 
ELISA assay. 

Alternative to preparing monoclonal antibody-secreting hybridomas, a 

10 monoclonal antibody directed against a polypeptide of the invention can be identified 
and isolated by screening a recombinant combinatorial immunoglobulin library (e.g., an 
antibody phage display library) with the polypeptide of interest. Kits for generating and 
screening phage display libraries are commercially available {e.g., the Pharmacia 
Recombinant Phage Antibody System, Catalog No. 27-9400-01; and the Stratagene 

1 .5 SurJZAP Phage Display Kit, Catalog No. 240612). Additionally, examples of methods 
and reagents particularly amenable for use in generating and screening antibody display 
library can be found in, for example, U.S. Patent No. 5,223,409; PCT Publication No. 
WO 92/18619; PCT Publication No. WO 91/17271; PCT Publication No. WO 
92/2079 1 ; PCT Publication No. WO 92/1 5679; PCT Publication No. WO 93/0 1288; 

20 PCT Publication No. WO 92/01047; PCT Publication No. WO 92/09690; PCT 

Publication No. WO 90/02809; Fuchs et al. (1991) Bio/Technology 9:1370-1372; Hay et 
al (1992) Hum. Antibod. Hybridomas 3:81-85; Huse et al (1989) Science 246:1275- 
1281; Griffiths etaL (1993) EMBOJ. 12:725-734. 

Additionally, recombinant antibodies, such as chimeric and humanized 

25 monoclonal antibodies, comprising both himian and non-himian portions, which can be 
made using standard recombinant DN A techniques, are within the scope of the 
invention. A chimeric antibody is a molecule in which different portions are derived 
from different animal species, such as those having a variable region derived from a 
murine mAb and a human immunoglobulin constant region. (See, e.g., Cabilly et al., 

30 U.S. Patent No. 4,816,567; and Boss et al., U.S. Patent No. 4,816,397, which are 

incorporated herein by reference in their entirety.) Humanized antibodies are antibody 
molecules from non-human species having one or more complementarily determining 
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regions (CDRs) from the non-human species and a framework region from a human 
immunoglobulin molecule. (See, e.g.. Queen, U.S. Patent No. 5,585,089, which is 
incorporated herein by reference in its entirety.) Such chimeric and humanized 
monoclonal antibodies can be produced by recombinant DNA techniques known in the 
5 art, for example using methods described in PCX Publication No. WO 87/02671 ; 

European Patent Application 184,187; European Patent Application 171,496; European 
Patent Application 173,494; PCT Publication No. WO 86/01533; U.S. Patent No. 
4,816,567; European Patent Application 125,023; Better et ai (1988) Science 240:1041- 
1043; Liu etai (1987) Proc. Natl Acad. Set USA 84:3439-3443; Liu ei ai (1987) J. 

10 Immunol 139:3521- 3526; Sun et ah (1987) Proc. Natl, Acad, ScL USA 84:214-218; 
Nishimura et al. (1987) Cancer Res. 47:999-1005; Wood et al. (1985) Nature 314:446- 
449; and Shaw a/. (1988) J. Natl. Cancer Imt. 80:1553-1559); Morrison (1985) 
Science 229:1202-1207; Oi et al (1986) Bio/Techniques 4:214; U.S. Patent 5,225,539; 
Jones et al. (1986) Nature 321:552-525; Verhoeyan et al (1988) Science 239:1534; and 

15 Beidler et al. (1988) J. Immunol. 141 :4053-4060. 

Antibodies of the invention may be used as therapeutic agents in treating 
cancers. In a preferred embodiment, completely human antibodies of the invention are 
used for therapeutic treatment of human cancer patients, particularly those having 
cervical cancer. Such antibodies can be produced, for example, using transgenic mice 

20 which are incapable of expressing endogenous immunoglobulin heavy and light chains 
genes, but which can express human heavy and light chain genes. The transgenic mice 
are immunized in the normal fashion with a selected antigen, e.g.^ all or a portion of a 
polypeptide corresponding to a marker of the invention. Monoclonal antibodies directed 
against the antigen can be obtained using conventional hybridoma technology. The 

25 human immunoglobulin transgenes harbored by the transgenic mice rearrange during B 
cell differentiation, and subsequently undergo class switching and somatic mutation. 
Thus, using such a technique, it is possible to produce therapeutically useful IgG, IgA 
and IgE antibodies. For an overview of this technology for producing human antibodies, 
see Lonberg and Huszar (1995) Int. Rev. Immunol. 13:65-93). For a detailed discussion 

30 of this technology for producing human antibodies and human monoclonal antibodies 
and protocols for producing such antibodies, see, e.g., U.S. Patent 5,625,126; U.S. 
Patent 5,633,425; U.S. Patent 5,569,825; U.S. Patent 5,661,016; and U.S. Patent 
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5,545,806. In addition, companies such as Abgenix, Inc. (Freemont, CA), can be 
engaged to provide human antibodies directed against a selected antigen using 
technology similar to that described above. 

Completely human antibodies which recognize a selected epitope can be 
5 generated using a technique referred to as "guided selection." In this approach a 

selected non-human monoclonal antibody, e.g. , a murine antibody, is used to guide the 
selection of a completely human antibody recognizing the same epitope (Jespers et al„ 
1 994, Bio/technology 1 2 : 899-903). 

An antibody directed against a polypeptide corresponding to a marker of the 

10 invention (e.^., a monoclonal antibody) can be used to isolate the polypeptide by 
standard techniques, such as affmity chromatography or immunoprecipitation. 
Moreover, such an antibody can be used to detect the marker (e.g., in a cellular lysate or 
cell supernatant) in order to evaluate the level and pattern of expression of the marker. 
The antibodies can also be used diagnostically to monitor protein levels in tissues or 

15 body fluids {e,g. in an ovary-associated body fluid) as part of a clinical testing 

procedure, e.g., to, for example, determine the efficacy of a given treatment regimen. 
Detection can be facilitated by coupling the antibody to a detectable substance. 
Examples of detectable substances include various enzymes, prosthetic groups, 
fluorescent materials, luminescent materials, bioluminescent materials, and radioactive 

20 materials. Examples of suitable enzymes include horseradish peroxidase, alkaline 
phosphatase, P-galactosidase, or acetylcholinesterase; examples of suitable prosthetic 
group complexes include streptavidin/biotin and avidin/biotin; examples of suitable 
fluorescent materials include imibelliferone, fluorescein, fluorescein isothiocyanate, 
rhodamine, dichlorotriazinylamine fluorescein, dansyl chloride or phycoerythrin; an 

25 example of a luminescent material includes luminol; examples of bioluminescent 
materials include lucifersise, luciferin, and aequorin, and examples of suitable 
radioactive material include ^^4, ^^S or ^H. 

Further, an antibody (or fragment thereoQ can be conjugated to a therapeutic 
moiety such sis a cytotoxin, a therapeutic agent or a radioactive metal ion. A cytotoxin 

30 or cytotoxic agent includes any agent that is detrimental to cells. Examples include 

taxol, cytochalasin B, gramicidin D, ethidium bromide, emetine, mitomycin, etoposide, 
tenoposide, vincristine, vinblastine, colchicin, doxorubicin, daunorubicin, dihydroxy . 
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anthracin dione, mitoxantrone, mithramycin, actinomycin D, l-dehydrotestosterone, 
glucocorticoids, procaine, tetracaine, lidocaine, propranolol, and puromycin and analogs 
or homologs thereof. Therapeutic agents include, but are not limited to, antimetabolites 
(e.g., methotrexate, 6-mercaptopurine, 6-thioguanine, cytarabine, 5-fluorouracil 
5 decarbazine), alkylating agents (e.g. , mechlorethamine, thioepa chlorambucil, 

melphalan, carmustine (BSNU) and lomustine (CCNU), cyclothosphamide, busulfan, 
dibromomannitol, streptozotocin, mitomycin C, and cis-dichlorodiamine platinum (II) 
(DDP) cisplatin), anthracyclines (e.g. , daunorubicin (formerly daunomycin) and 
doxorubicin), antibiotics (e.g.^ dactinomycin (formerly actinomycin), bleomycin, 
10 mithramycin, and anthramycin (AMC)), and anti-mitotic agents (e.g., vincristine and 
vinblastine). 

The conjugates of the invention can be used for modifying a given biological 
response, the drug moiety is not to be construed as limited to classical chemical 
therapeutic agents. For ex2unple, the drug moiety may be a protein or polypeptide 

1 5 possessing a desired biological activity. Such proteins may include, for example, a toxin 
such as abrin, ricin A, pseudomonas exotoxin, or diphtheria toxin; a protein such as 
tumor necrosis factor, .alpha.-interferon, .beta. -interferon, nerve growth factor, platelet 
derived growth factor, tissue plasminogen activator; or, biological response modifiers 
such as, for example, lymphokines, interleukin-1 ("IL-1"), interleukin-2 ("IL-2"), 

20 interleukin-6 ("IL-6")» granulocyte macrophase colony stimulating factor ("GM-CSF"), 
granulocyte colony stimulating factor ("G-CSF"), or other growth factors. 

Techniques for conjugating such therapeutic moiety to antibodies are well 
known, see, e.g., Amon et al., "Monoclonal Antibodies For Immunotargeting Of Drugs 
In Cancer Therapy", in Monoclonal Antibodies And Cancer Therapy, Reisfeld et al. 

25 (eds.), pp. 243-56 (Alan R. Liss, Inc. 1985); Hellstrom et al., "Antibodies For Drug 
Delivery", in Controlled Drug Delivery (2nd Ed.), Robinson et al. (eds.), pp. 623-53 
(Marcel Dekker, Inc. 1 987); Thorpe, "Antibody Carriers Of Cytotoxic Agents In Cancer 
Therapy: A Review", in Monoclonal Antibodies '84: Biological And Clinical 
Applications, Pinchera et al. (eds.), pp. 475-506 (1985); "Analysis, Results, And Future 

30 Prospective Of The Therapeutic Use Of Radiolabeled Antibody In Cancer Therapy", in 
Monoclonal Antibodies For Cancer Detection And Therapy, Baldwin et al. (eds.), pp. 
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303-16 (Academic Press 1985), and Thorpe et al., "The Preparation And Cytotoxic 
Properties Of Antibody-Toxin Conjugates", Immunol. Rev., 62:1 19-58 (1982). 

Ahematively, an antibody can be conjugated to a second antibody to form an 
antibody heteroconjugate as described by Segal in U.S. Patent No. 4,676,980. 
5 Accordingly, in one aspect, the invention provides substantially purified 

antibodies or fragments thereof, and non-human antibodies or fragments thereof, which 
antibodies or fragments specifically bind to a polypeptide comprising an amino acid 
sequence selected from the group consisting of the amino acid sequences of the present 
invention, an amino acid sequence encoded by the cDN A of the present invention, a 

10 fragment of at least 15 amino acid residues of an amino acid sequence of the present 
invention, an amino acid sequence which is at least 95% identical to the amino acid 
sequence of the present invention (wherein the percent identity is determined using the 
ALIGN program of the GCG software package with a PAM120 weight residue table, a 
gap length penalty of 1 2, and a gap penalty of 4) and an amino acid sequence which is 

15 encoded by a nucleic acid molecule which hybridizes to a nucleic acid molecule 
consisting of the nucleic acid molecules of the present invention, or a complement 
thereof, under conditions of hybridization of 6X SSC at 45 °C and washing in 0.2 X 
SSC, 0.1% SDS at 65°C. In various embodiments, the substantially purified antibodies 
of the invention, or fragments thereof, can be hiunan, non-human, chimeric and/or 

20 humanized antibodies. 

In another aspect, the invention provides non-human antibodies or fragments 
thereof, which antibodies or fragments specifically bind to a polypeptide comprising an 
amino acid sequence selected from the group consisting of: the amino acid sequence of 
the present invention, an amino acid sequence encoded by the cDN A of the present 

25 invention, a fragment of at least 1 5 amino acid residues of the amino acid sequence of 
the present invention, an amino acid sequence which is at least 95% identical to the 
amino acid sequence of the present invention (wherein the percent identity is determined 
using the ALIGN program of the GCG software package with a PAM120 weight residue 
table, a gap length penalty of 12, and a gap penalty of 4) and an amino acid sequence 

30 which is encoded by a nucleic acid molecule which hybridizes to a nucleic acid 
molecule consisting of the nucleic acid molecules of the present invention, or a 
complement thereof, under conditions of hybridization of 6X SSC at 45 °C and washing 
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in 0.2 X SSC, 0. 1% SDS at 65°C. Such non-human antibodies can be goat, mouse, 
sheep, horse, chicken, rabbit, or rat antibodies. Alternatively, the non-human antibodies 
of the invention can be chimeric and/or humanized antibodies. In addition, the non- 
human antibodies of the invention can be polyclonal antibodies or monoclonal 
5 antibodies. 

In still a further aspect, the invention provides monoclonal antibodies or 
fragments thereof, which antibodies or fragments specifically bind to a polypeptide 
comprising an amino acid sequence selected from the group consisting of the amino acid 
sequences of the present invention, an amino acid sequence encoded by the cDNA of the 

10 present invention, a fragment of at least IS amino acid residues of an amino acid 
sequence of the present invention, an amino acid sequence vsrhich is at least 9S% 
identical to an amino acid sequence of the present invention (wherein the percent 
identity is determined using the ALIGN program of the GCG software package with a 
PAM120 weight residue table, a gap length penalty of 12, and a gap penalty of 4) and an 

1 5 amino acid sequence which is encoded by a nucleic acid molecule which hybridizes to a 
nucleic acid molecule consisting of the nucleic acid molecules of the present invention, 
or a complement thereof, under conditions of hybridization of 6X SSC at 45°C and 
washing in 0.2 X SSC, 0.1% SDS at 65°C. The monoclonal antibodies can be human, 
humanized, chimeric and/or non-human antibodies. 

20 The substantially purified antibodies or fragments thereof may specifically bind 

to a signal peptide, a secreted sequence, an extracellular domain, a transmembrane or a 
cytoplasmic domain or cytoplasmic membrane of a polypeptide of the invention. In a 
particularly preferred embodiment, the substantially purified antibodies or fragments 
thereof, the non-human antibodies or fragments thereof, and/or the monoclonal 

25 antibodies or fragments thereof, of the invention specifically bind to a secreted sequence 
or an extracellular domain of the amino acid sequences of the present invention. 

Any of the antibodies of the invention can be conjugated to a therapeutic moiety 
or to a detectable substance. Non-limiting examples of detectable substances that can be 
conjugated to the antibodies of the invention are an enzyme, a prosthetic group, a 

30 fluorescent material, a luminescent material, a bioluminescent material, and a 
radioactive material. 
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The invention also provides a kit containing an antibody of the invention 
conjugated to a detectable substance, and instructions for use. Still another aspect of the 
invention is a pharmaceutical composition comprising an antibody of the invention and 
a pharmaceutically acceptable carrier. In preferred embodiments, the pharmaceutical 
5 composition contains an antibody of the invention, a therapeutic moiety, and a 
pharmaceutically acceptable carrier. 

Still another aspect of the invention is a method of making an antibody that 
specifically recognizes a polypeptide of the present invention, the method comprising 
immunizing a mammal with a polypeptide. The polypeptide used as an immungen 

10 comprises an amino acid sequence selected from the group consisting of the amino acid 
sequence of the present invention, an amino acid sequence encoded by the cDNA of the 
nucleic acid molecules of the present invention, a fragment of at least IS amino acid 
residues of the amino acid sequence of the present invention, an amino acid sequence 
which is at least 95% identical to the amino acid sequence of the present invention 

1 5 (wherein the percent identity is determined using the ALIGN program of the GCG 

software package with a PAM120 weight residue table, a gap length penalty of 12, and a 
gap penalty of 4) and an amino acid sequence which is encoded by a nucleic acid 
molecule which hybridizes to a nucleic acid molecule consisting of the nucleic acid 
molecules of the present invention, or a complement thereof, under conditions of 

20 hybridization of 6X SSC at 45°C and washing in 0.2 X SSC, 0.1% SDS at 65°C. 

After immimization, a sample is collected firom the mammal that contains an antibody 
that specifically recognizes the polypeptide. Preferably, the polypeptide is 
recombinantly produced using a non-human host cell. Optionally, the antibodies can be 
further purified from the sample using techniques well known to those of skill in the art. 

25 The method can further comprise producing a monoclonal antibody- producing cell from 
the cells of the manunal. Optionally, antibodies are collected from the 
antibody-producing cell. 

III. Recombinant Expression Vectors and Host Cells 
30 Another aspect of the invention pertains to vectors, preferably expression 

vectors, containing a nucleic acid encoding a polypeptide corresponding to a marker of 
the invention (or a portion of such a polypeptide). As used herein, the term "vector" 
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refers to a nucleic acid molecule capable of transporting another nucleic acid to which it 
has been linked- One type of vector is a "plasmid", which refers to a circular double 
stranded DNA loop into which additional DNA segments can be ligated. Another type 
of vector is a viral vector, wherein additional DNA segments can be ligated into the viral 
5 genome. Certain vectors are capable of autonomous replication in a host cell into which 
they are introduced (e.g., bacterial vectors having a bacterial origin of replication and 
episomal mammalian vectors). Other vectors (e.g., non-episomal mammalian vectors) 
are integrated into the genome of a host cell upon introduction into the host cell, and 
thereby are replicated along with the host genome. Moreover, certain vectors, namely 

10 expression vectors, are capable of directing the expression of genes to which they are 
operably linked. In general, expression vectors of utility in recombinant DNA 
techniques are often in the form of plasmids (vectors). However, the invention is 
intended to include such other forms of expression vectors, such as viral vectors (e.g., 
replication defective retroviruses, adenoviruses and adeno-associated viruses), which 

1 5 serve equivalent functions. 

The recombinant expression vectors of the invention comprise a nucleic acid of 
the invention in a form suitable for expression of the nucleic acid in a host cell. This 
means that the recombinant expression vectors include one or more regulatory 
sequences, selected on the basis of the host cells to be used for expression, which is 

20 operably linked to the nucleic acid sequence to be expressed. Within a recombinant 

expression vector, "operably linked" is intended to mean that the nucleotide sequence of 
interest is linked to the regulatory sequence(s) in a manner which allows for expression 
of the nucleotide sequence (eg:, in an in vitro transcription/translation system or in a 
host cell when the vector is introduced into the host cell). The term "regulatory 

25 sequence" is intended to include promoters, enhancers and other expression control 
elements (e.g., polyadenylation signals). Such regulatory sequences are described, for 
example, in Goeddel, Methods in Enzymology: Gene Expression Technology vol.185. 
Academic Press, San Diego, CA (1991). Regulatory sequences include those which 
direct constitutive expression of a nucleotide sequence in many types of host cell and 

30 those which direct expression of the nucleotide sequence only in certain host cells (e.g., 
tissue-specific regulatory sequences). It will be. appreciated by those skilled in the art 
that the design of the expression vector can depend on such factors as the choice of the 
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host cell to be transformed, the level of expression of protein desired, and the like. The 
expression vectors of the invention can be introduced into host cells to thereby produce 
proteins or peptides, including fusion proteins or peptides, encoded by nucleic acids as 
described herein. 

5 The recombinant expression vectors of the invention can be designed for 

expression of a polypeptide corresponding to a marker of the invention in prokaryotic 
(e.g., £. coll) or eukaryotic cells (e.g., insect cells {using baculovirus expression 
vectors}, yeast cells or mammalian cells). Suitable host cells are discussed further in 
Goeddel, supra. Alternatively, the recombinant expression vector can be transcribed 
10 and translated in vitro, for example using T7 promoter regulatory sequences and T7 
polymerase. 

Expression of proteins in prokaryotes is most often carried out in E, coli with 
vectors containing constitutive or inducible promoters directing the expression of either 
fusion or non-fusion proteins. Fusion vectors add a number of amino acids to a protein 

15 encoded therein, usually to the amino terminus of the recombinant protein. Such fusion 
vectors typically serve three purposes: 1) to increase expression of recombinant protein; 
2) to increase the solubility of the recombinant protein; and 3) to aid in the purification 
of the recombinant protein by acting as a ligand in affinity purification. Often, in fusion 
expression vectors, a proteolytic cleavage site is introduced at the jimction of the fusion 

20 moiety and the recombinant protein to enable separation of the recombinant protein 

from the fusion moiety subsequent to purification of the fusion protein. Such enzymes, 
and their cognate recognition sequences, include Factor Xa, thrombin and enterokinase. 
T3^ical fusion expression vectors include pGEX (Pharmacia Biotech Inc; Smith and 
Johnson, 1988, Gene 67:31-40), pMAL (New England Biolabs, Beverly, MA) and 

25 pRITS (Pharmacia, Piscataway, NJ) which fuse glutathione S-transferase (GST), 

maltose E binding protein, or protein A, respectively, to the target recombinant protein. 

Examples of suitable inducible non-fusion E. coli expression vectors include 
pTrc (Amann et al, 1988, Gene 69:301-315) and pET 1 Id (Studier et aL, p. 60-89, In 
Gene Expression Technology: Methods in Enzymology vol.185. Academic Press, San 

30 Diego, CA, 1991). Target gene expression from the pTrc vector relies on host RNA 

polymerase transcription from a hybrid trp-lac fusiori promoter. Target gene expression 
from the pET 1 Id vector relies on transcription from a T7 gnlO-lac fusion promoter 
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mediated by a co-expressed viral RNA polymerase (T7 gnl). This viral polymerase is 
supplied by host strains BL21(DE3) or HMS174(DE3) from a resident prophage 
harboring a T7 gnl gene under the transcriptional control of the lacUV 5 promoter. 

One strategy to maximize recombinant protein expression in E, coli is to express 
S the protein in a host bacteria with an impaired capacity to proteolytically cleave the 
recombinant protein (Gottesman, p. 1 19-128, In Gene Expression Technology: Methods 
in Enzymology vol. 185, Academic Press, San Diego, CA, 1990. Another strategy is to 
alter the nucleic acid sequence of the nucleic acid to be inserted into an expression 
vector so that the individual codons for each amino acid are those preferentially utilized 
10 in E. coli (Wada et al, 1992, Nucleic Acids Res, 20:21 11-21 18). Such alteration of 
nucleic acid sequences of the invention can be carried out by standard DNA synthesis 
techniques. 

In another embodiment, the expression vector is a yeast expression vector. 

Examples of vectors for expression in yeast S. cerevisiae include pYepSecl (Baldari et 
15 ai, 1987, EMBOJ. 6:229-234), pMFa (Kurjan and Herskowitz, 1982, Cell 30:933- 

943), pJRY88 (Schultz et al, 1987, Gene 54:1 13-123), pYES2 (Invitrogen Corporation, 

San Diego, CA), and pPicZ (Invitrogen Corp, San Diego, CA). 

Alternatively, the expression vector is a baculovirus expression vector. 

Baculovirus vectors available for expression of proteins in cultured insect cells (e.g.y Sf 
20 9 cells) include the pAc series (Smith et al. , 1 983, Mol. Cell Biol. 3 :2 1 56-2 1 65) and the 

pVL series (Lucklowand Summers, 1989, Virology 170:31-39). 

In yet another embodiment, a nucleic acid of the invention is expressed in 

mammalian cells using a mammalian expression vector. Examples of mammalian 

expression vectors include pCDM8 (Seed, 1987, Nature 329:840) and pMT2PC 
25 (Kaufman et al., 1 987, EMBO J. 6: 1 87- 1 95). When used in mammalian cells, the 

expression vector's control functions are often provided by viral regulatory elements. 

For example, commonly used promoters are derived from polyoma, Adenovirus 2, 

cytomegalovirus and Simian Virus 40. For other suitable expression systems for both 

prokaryotic £uid eukaryotic cells see chapters 16 and 17 of Sambrook et aL, supra. 
30 In another embodiment, the recombinant mammalian expression vector is 

capable of directing expression of the nucleic acid preferentially in a particular cell type 

(e.g., tissue-specific regulatory elements are used to express the nucleic acid). Tissue- 
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specific regulatory elements are known in the art. Non-limiting examples of suitable 
tissue-specific promoters include the albumin promoter (liver-specific; Pinkert et aL, 
1987, Genes Dev. 1 :268-277X lymphoid-specific promoters (Calame and Eaton, 1988, 
Adv, Immunol 43:235-275), in particular promoters of T cell receptors (Winoto and 
5 Baltimore, 1989, EMBOJ, 8:729-733) and inununoglobulins (Banerji et al, 1983, Cell 
33:729-740; Queen and Baltimore, 1983, Cell 33:741-748), neuron-specific promoters 
{e.g,y the neurofilament promoter; Byrne and Ruddle, 1989, Proc. Natl. Acad. ScL USA 
86:5473-5477), pancreas-specific promoters (Edlund et ai, 1985, Science 230:912-916), 
and mammary gland-specific promoters (e.g., milk whey promoter; U.S. Patent No. 

1 0 4,873,3 1 6 and European Application Publication No. 264, 1 66). Developmentally- 
regulated promoters are also encompassed, for example the murine hox promoters 
(Kessel and Gruss, 1990, Science 249:374-379) and the a-fetoprotein promoter (Camper 
andTilghman, 19^9, Genes Dev. 3:537-546). 

The invention further provides a recombinant expression vector comprising a 

15 DNA molecule of the invention cloned into the expression vector in an antisense 

orientation. That is, the DNA molecule is operably linked to a regulatory sequence in a 
manner which allows for expression (by transcription of the DNA molecule) of an RNA 
molecule which is antisense to the mRNA encoding a polypeptide of the invention. 
Regulatory sequences operably linked to a nucleic acid cloned in the antisense 

20 orientation can be chosen which direct the continuous expression of the antisense RNA 
molecule in a variety of cell types, for instance viral promoters and/or enhancers, or 
regulatory sequences can be chosen which direct constitutive, tissue-specific or cell type 
specific expression of antisense RNA. The antisense expression vector can be in the 
form of a recombinant plasmid, phagemid, or attenuated virus in which antisense nucleic 

25 acids are produced under the control of a high efficiency regulatory region, the activity 
of which can be determined by the cell type into which the vector is introduced. For a 
discussion of the regulation of gene expression using antisense genes see Weintraub ei 
aL, 1986, Trends in Genetics, Vol. 1(1). 

Another aspect of the invention pertains to host cells into which a recombinant 

30 expression vector of the invention has been introduced. The terms "host cell" and 
"recombinant host cell" are used interchangeably herein. It is understood that such 
terms refer not only to the particular subject cell but to the progeny or potential progeny 
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of such a cell. Because certain modifications may occur in succeeding generations due 
to either mutation or environmental influences, such progeny may not, in fact, be 
identical to the parent cell, but are still included within the scope of the term as used 
herein. 

5 A host cell can be any prokaryotic (e.g., E. coli) or eukaryotic cell (e.g., insect 

cells, yeast or manunalian cells). 

Vector DNA can be introduced into prokaryotic or eukaryotic cells via 
conventional transformation or transfection techniques. As used herein, the terms 
"transformation" and "transfection" are intended to refer to a variety of art-recognized 

10 techniques for introducing foreign nucleic acid into a host cell, including calcium 

phosphate or calcium chloride co-precipitation, DEAE-dextran-mediated transfection, 
lipofection, or electroporation. Suitable methods for transforming or transfecting host 
cells can be found in Sambrook, et al (supra\ and other laboratory manuals. 

For stable transfection of mammalian cells, it is known that, depending upon the 

15 expression vector and transfection technique used, only a small fraction of cells may 
integrate the foreign DNA into their genome. In order to identify and select these 
integrants, a gene that encodes a selectable marker (e.^., for resistance to antibiotics) is 
generally introduced into the host cells along with the gene of interest. Preferred 
selectable markers include those which confer resistance to drugs, such as G418, 

20 hygromycin and methotrexate. Cells stably transfected with the introduced nucleic acid 
can be identified by drug selection (e.g., cells that have incorporated the selectable 
marker gene will survive, while the other cells die). 

A host cell of the invention, such as a prokaryotic or eukaryotic host cell in 
culture, can be used to produce a polypeptide corresponding to a marker of the 

25 invention. Accordingly, the invention further provides methods for producing a 
polypeptide corresponding to a marker of the invention using the host cells of the 
invention. In one embodiment, the method comprises culturing the host cell of 
invention (into which a recombinant expression vector encoding a polypeptide of the 
invention has been introduced) in a suitable medium such that the marker is produced. 

30 In another embodiment, the method further comprises isolating the marker polypeptide 
from the medium or the host cell. 
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The host cells of the invention can also be used to produce nonhuman transgenic 
animals. For example, in one embodiment, a host cell of the invention is a fertilized 
oocyte or an embryonic stem cell into which a sequences encoding a polypeptide 
corresponding to a marker of the invention have been introduced. Such host cells can 
S then be used to create non-human transgenic animals in which exogenous sequences 
encoding a marker protein of the invention have been introduced into their genome or 
homologous recombinant animals in which endogenous gene(s) encoding a polypeptide 
corresponding to a marker of the invention sequences have been altered. Such animals 
are useful for studying the function and/or activity of the polypeptide corresponding to 

1 0 the marker and for identifying and/or evaluating modulators of polypeptide activity. As 
used herein, a "transgenic animal" is a non-human animal, preferably a manmial, more 
preferably a rodent such as a rat or mouse, in which one or more of the cells of the 
animal includes a transgene. Other examples of transgenic animals include non-human 
primates, sheep, dogs, cows, goats, chickens, amphibians, etc. A transgene is exogenous 

i 5 DN A which is integrated into the genome of a cell from which a transgenic animal 

develops and which remains in the genome of the mature animal, thereby directing the 
expression of an encoded gene product in one or more cell types or tissues of the 
transgenic animal. As used herein, an "homologous recombinant animal" is a non- 
himian animal, preferably a manunal, more preferably a mouse, in which an endogenous 

20 gene has been altered by homologous recombination between the endogenous gene and 
an exogenous DNA molecule introduced into a cell of the animal, e.g., an embryonic 
cell of the animal, prior to development of the animal. 

A transgenic animal of the invention can be created by introducing a nucleic acid 
encoding a polypeptide corresponding to a marker of the invention into the male 

25 pronuclei of a fertilized oocyte, e.g., by microinjection, retroviral infection, and allowing 
the oocyte to develop in a pseudopregnant female foster animal. Intronic sequences and 
polyadenylation signals can also be included in the transgene to increase the efficiency 
of expression of the transgene. A tissue-specific regulatory sequence(s) can be operably 
linked to the transgene to direct expression of the polypeptide of the invention to 

30 particular cells. Methods for generating transgenic animals via embryo manipulation 
and microinjection, particularly animals such as mice, have become conventional in the 
art and are described, for example, in U.S. Patent Nos. 4,736,866 and 4,870,009, U.S. 
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Patent No. 4,873,191 and in Hogan, Manipulating the Mouse Embryo, Cold Spring 
Harbor Laboratory Press, Cold Spring Harbor, N.Y,, 1986. Similar methods are used for 
production of other transgenic animals. A transgenic founder animal can be identified 
based upon the presence of the transgene in its genome and/or expression of mRNA 
S encoding the transgene in tissues or cells of the animals. A transgenic founder animal 
can then be used to breed additional animals carrying the transgene. Moreover, 
transgenic animals carrying the transgene can further be bred to other transgenic animals 
carrying other transgenes. 

To create an homologous recombinant animal, a vector is prepared which 

10 contains at least a portion of a gene encoding a polypeptide corresponding to a marker of 
the invention into which a deletion, addition or substitution has been introduced to 
thereby alter, e.^., functionally disrupt, the gene. In a preferred embodiment, the vector 
is designed such that, upon homologous recombination, the endogenous gene is 
functionally disrupted (/.e., no longer encodes a functional protein; also referred to as a 

15 "knock out" vector). Alternatively, the vector can be designed such that, upon 

homologous recombination, the endogenous gene is mutated or otherwise altered but 
still encodes functional protein (e.g., the upstream regulatory region can be altered to 
thereby alter the expression of the endogenous protein). In the homologous 
recombination vector, the altered portion of the gene is flanked at its S' and 3' ends by 

20 additional nucleic acid of the gene to allow for homologous recombination to occur 
between the exogenous gene carried by the vector and an endogenous gene in an 
embryonic stem cell. The additional flanking nucleic acid sequences are of sufficient 
length for successful homologous recombination with the endogenous gene. Typically, 
several kilobases of flanking DNA (both at the 5* and 3* ends) are included in the vector 

25 (see, e.g., Thomas and Capecchi, 1987, Cell 51 :503 for a description of homologous 
recombination vectors). The vector is introduced into an embryonic stem cell line {e.g., 
by electroporation) and cells in which the introduced gene has homologously 
recombined with the endogenous gene are selected (see. e.g., Li et al, 1992, Cell 
69:915). The selected cells are then injected into a blastocyst of an animal (e.g., a 

30 mouse) to form aggregation chimeras (see, e.g., Bradley, Teratocarcinomas and 

Embryonic Stem Cells: A Practical Approach, Robertson, Ed., IRL, Oxford, 1987, pp. 
113-1 52). A chimeric embryo can then be implanted into a suitable pseudopregnant 



wo 01/42467 PCT/USOO/33312 

-62- 

female foster animal and the embryo brought to term. Progeny harboring the 
homologously recombined DNA in their germ cells can be used to breed animals in 
which all cells of the animal contain the homologously recombined DNA by germline 
transmission of the transgene. Methods for constructing homologous recombination 
5 vectors and homologous recombinant animals are described further in Bradley ( 1 99 1 ) 
Current Opinion in Bio/Technology 2:823-829 and in PCX Publication NOS. WO 
90/1 1354, WO 91/01 140, WO 92/0968, and WO 93/04169. 

In another embodiment, transgenic non-human animals can be produced which 
contain selected systems which allow for regulated expression of the transgene. One 

1 0 example of such a system is the cre/loxP recombinase system of bacteriophage P 1 . For 
a description of the cre/loxP recombinase system, see, e.g., Lakso et al. (1992) Proc. 
Natl. Acad. ScL USA 89:6232-6236. Another example of a recombinase system is the 
FLP recombinase system of Saccharomyces cerevisiae (O'Gorman et al., 1991, Science 
251:1351-1355). If a cre/loxP recombinase system is used to regulate expression of the 

1 5 transgene, animals containing transgenes encoding both the Cre recombinase £uid a 

selected protein are required. Such animals can be provided through the construction of 
"double" transgenic animals, e.g. , by mating two transgenic animals, one containing a 
transgene encoding a selected protein and the other containing a transgene encoding a 
recombinase. 

20 Clones of the non-human transgenic animals described herein can also be 

produced according to the methods described in Wilmut et al. (1997) Nature 385:810- 
813 and PCX Publication NOS. WO 97/07668 and WO 97/07669. 

IV. Pharmaceutical Compositions 

25 Xhe nucleic acid molecules, polypeptides, and antibodies (also referred to herein 

as "active compounds") corresponding to a meirker of the invention can be incorporated 
into pharmaceutical compositions suitable for administration. Such compositions 
typically comprise the nucleic acid molecule, protein, or antibody and a 
pharmaceutically acceptable carrier. As used herein the language "pharmaceutically 

30 acceptable carrier" is intended to include any and all solvents, dispersion media, 

coatings, antibacterial and antifungal agents, isotonic and absorption delaying agents, 
and the like, compatible vsdth pharmaceutical administration. Xhe use of such media and 
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agents for pharmaceutically active substances is well known in the art. Except insofar as 
any conventional media or agent is incompatible with the active compound, use thereof 
in the compositions is contemplated. Supplementary active compounds can also be 
incorporated into the compositions. 
S The invention includes methods for preparing pharmaceutical compositions for 

modulating the expression or activity of a polypeptide or nucleic acid corresponding to a 
marker of the invention. Such methods comprise formulating a pharmaceutically 
acceptable carrier with an agent which modulates expression or activity of a polypeptide 
or nucleic acid corresponding to a marker of the invention. Such compositions can 
10 further include additional active agents. Thus, the invention further includes methods 
for preparing a pharmaceutical composition by formulating a pharmaceutically 
acceptable carrier with an agent which modulates expression or activity of a polypeptide 
or nucleic acid corresponding to a marker of the invention and one or more additional 
active compounds. 

1 5 The invention also provides methods (also referred to herein as "screening 

assays") for identifying modulators, i.e,, candidate or test compounds or agents (e.g., 
peptides, peptidomimetics, peptoids, small molecules or other drugs) which (a) bind to 
the marker, or (b) have a modulatory (e.g., stimulatory or inhibitory) effect on the 
activity of the marker or, more specifically, (c) have a modulatory effect on the 

20 interactions of the marker vnth one or more of its natural substrates (e.g., peptide, 
protein, hormone, co-factor, or nucleic acid), or (d) have a modulatory effect on the 
expression of the marker. Such assays typically comprise a reaction between the marker 
and one or more assay components. The other components may be either the test 
compound itself, or a combination of test compound and a natiu'al binding partner of the 

25 marker. 

The test compounds of the present invention may be obtained from any available 
source, including systematic libraries of natural and/or synthetic compounds. Test 
compounds may also be obtained by any of the numerous approaches in combinatorial 
library methods known in the art, including: biological libraries; peptoid libraries 
30 (libraries of molecules having the functionalities of peptides, but with a novel, non- 
peptide backbone which are resistant to enzymatic degradation but which nevertheless 
remain bioactive; see, e.g., Zuckermann e/ ai^ 1 994, J. Med, Chem, 37:2678-85); 
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spatially addressable parallel solid phase or solution phase libraries; synthetic library 
methods requiring deconvoiution; the 'one-bead one-compound' library method; and 
synthetic library methods using affinity chromatography selection. The biological 
library and peptoid library approaches are limited to peptide libraries, while the other 
5 four approaches are applicable to peptide, non-peptide oligomer or small molecule 
libraries of compounds (Lam, 1 997, Anticancer Drug Des. 12:1 45). 

Examples of methods for the synthesis of molecular libraries can be found in the 
art, for example in: DeWitt ei al. (1993) Proc, Natl. Acad. Sci. U.S.A. 90:6909; Erb et 
at, (1994) Proc. Natl. Acad. Sci. USA 91:1 1422; Zuckermann et al. (1994). J. Med. 
10 Chem. 37:2678; Cho et al (1993) Science 261 :1303; Carrell et al (1994) Angew. Chem. 
Int. Ed. Engl 33:2059; Carell et al. {\99A) Angew. Chem. Int. Ed. Engl 33:2061; and in 
Gallop e/fl/. (1994)y. Med. Chem. 37:1233. 

Libraries of compounds may be presented in solution (e.g., Houghten, 1992, 
Biotechniques 13:412-421), or on beads (Lam, \99\, Nature 354:82-84), chips (Fodor, 
15 1993, Nature 364:555-556), bacteria and/or spores, (Ladner, USP 5,223,409), plasmids 
(Cull et al, 1 992, Proc Natl Acad Sci USA 89: 1 865- 1 869) or on phage (Scott and Smith, 
1990, Science 249:386-390; Devlin, 1990, Science 249:404-406; Cwirla et al, 1990, 
Proc. Natl. Acad. Sci. 87:6378-6382; Felici, 1991, J. Mol. Biol 222:301-310; Ladner, 
supra.). 

20 In one embodiment, the invention provides assays for screening candidate or test 

compounds which are substrates of a marker or biologically active portion thereof. In 
another embodiment, the invention provides assays for screening candidate or test 
compounds which bind to a marker or biologically active portion thereof. Determining 
the ability of the test compoimd to directly bind to a marker can be accomplished, for 

25 example, by coupling the compound with a radioisotope or enzymatic label such that 
binding of the compound to the marker can be determined by detecting the labeled 
marker compound in a complex. For example, compounds {e.g., marker substrates) can 
be labeled with *^^I, ^^S, '"^C, or ^H, either directly or indirectly, and the radioisotope 
detected by direct counting of radioemission or by scintillation counting. Alternatively, 

30 assay components can be enzymatically labeled with, for example, horseradish 

peroxidase, alkaline phosphatase, or luciferase, and the enzymatic label detected by 
determination of conversion of an appropriate substrate to product. 
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In another embodiment, the invention provides assays for screening candidate or 
test compounds which modulate the activity of a marker or a biologically active portion 
thereof. In all likelihood, the marker can, in vivo, interact with one or more molecules, 
such as but not limited to, peptides, proteins, hormones, cofactors and nucleic acids. For 
5 the purposes of this discussion, such cellular and extracellular molecules are referred to 
herein as "binding partoers" or marker "substrate". 

One necessary embodiment of the invention in order to facilitate such screening 
is the use of the marker to identify its natural in vivo binding partners. There are many 
ways to accomplish this which are known to one skilled in the art. One example is the 

10 use of the marker protein as "bait protein" in a two-hybrid assay or three-hybrid assay 
(see, e.g., U.S. Patent No. 5,283,3 1 7; Zervos et ah 1 993, Cell 72:223-232; Madura et al, 
1993, y. Biol Chem, 268:12046-12054; Bartel e/«/ ,1993, Biotechniques 14:920-924; 
Iwabuchi et al, 1993 Oncogene 8:1693-1696; Brent WO94/10300) in order to identify 
other proteins which bind to or interact with the marker (binding partners) and, 

1 5 therefore, are possibly involved in the natural function of the marker. Such marker 
binding partners are also likely to be involved in the propagation of signals by the 
marker or downstream elements of a marker-mediated signaling pathway. Alternatively, 
such marker binding partners may also be found to be inhibitors of the marker. 

The two-hybrid system is based on the modular nature of most transcription 

20 factors, which consist of separable DNA-binding and activation domains. Briefly, the 
assay utilizes two different DNA constructs. In one construct, the gene that encodes a 
marker protein fused to a gene encoding the DNA binding domain of a known 
transcription factor {e.g., GAL-4). In the other construct, a DNA sequence, from a 
library of DNA sequences, that encodes an unidentified protein ("prey" or "sample") is 

25 fused to a gene that codes for the activation domain of the known transcription factor. If 
the "bait" and the "prey" proteins are able to interact, in vivo, forming a marker- 
dependent complex, the DNA-binding and activation domains of the transcription factor 
are brought into close proximity. This proximity allows transcription of a reporter gene 
{e.g,, LacZ) which is operably linked to a transcriptional regulatory site responsive to 

30 the transcription factor. Expression of the reporter gene can be readily detected and cell 
colonies containing the functional transcription factor can be isolated and used to obtain 
the cloned gene which encodes the protein which interacts with the marker protein. 
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In a further embodiment, assays may be devised through the use of the invention 
for the purpose of identifying compounds which modulate {e.g., affect either positively 
or negatively) interactions between a marker and its substrates and/or binding partners. 
Such compounds can include, but are not limited to, molecules such as antibodies, 
5 peptides, hormones, oligonucleotides, nucleic acids, and analogs thereof. Such 
compounds may also be obtained from any available source, including systematic 
libraries of natural and/or synthetic compoimds. The preferred assay components for use 
in this embodiment is an cervical cancer marker identified herein, the known binding 
partner and/or substrate of same, and the test compound. Test compounds can be 

10 supplied from any source. 

The basic principle of the assay systems used to identify compoimds that 
interfere with the interaction between the marker and its binding partner involves 
preparing a reaction mixture containing the marker and its binding partner under 
conditions and for a time sufficient to allow the two products to interact and bind, thus 

15 forming a complex. In order to test an agent for inhibitory activity, the reaction mixture 
is prepsired in the presence and absence of the test compound- The test compound can 
be initially included in the reaction mixture, or can be added at a time subsequent to the 
addition of the marker and its binding partner. Control reaction mixtures are incubated ' 
without the test compound or with a placebo. The formation of any complexes between 

20 the marker and its binding partner is then detected. The formation of a complex in the 
control reaction, but less or no such formation in the reaction mixture containing the test 
compound, indicates that the compound interferes with the interaction of the marker and 
its binding partner. Conversely, the formation of more complex in the presence of 
compound than in the control reaction indicates that the compound may enhance 

25 interaction of the marker and its binding partner. 

The assay for compoimds that interfere with the interaction of the marker with its 
binding partner may be conducted in a heterogeneous or homogeneous format. 
Heterogeneous assays involve anchoring either the marker or its binding partner onto a 
solid phase and detecting complexes emchored to the solid phase at the end of the 

30 reaction. In homogeneous assays, the entire reaction is carried out in a liquid phase. In 
either approach, the order of addition of reactants can be varied to obtain different 
information about the compounds being tested. For example, test compounds that 
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interfere with the interaction between the markers and the binding partners {e.g., by 
competition) can be identified by conducting the reaction in the presence of the test 
substance, i.e., by adding the test substance to the reaction mixture prior to or 
simultaneously with the marker and its interactive binding partner. Alternatively, test 
S compounds that disrupt preformed complexes, e.g., compounds with higher binding 

constants that displace one of the components from the complex, can be tested by adding 
the test compound to the reaction mixture after complexes have been formed. The 
various formats are briefly described below. 

In a heterogeneous assay system, either the marker or its binding partner is 

10 anchored onto a solid surface or matrix, while the other corresponding non-anchored 

component may be labeled, either directly or indirectly. In practice, microtitre plates are 
often utilized for this approach. The anchored species can be immobilized by a number 
of methods,, either non-cov2Jent or covalent, that are typically well known to one who 
practices the art. Non-covalent attachment can often be accomplished simply by coating 

1 5 . the solid surface with a solution of the marker or its binding partner and drying. . 
. Alternatively, an immobilized antibody specific for the assay component to be anchored 
can be used for this purpose. Such surfaces can often be prepared in advance and stored. 

In related embodiments, a fusion protein can be provided which adds a domain 
that allows one or both of the assay components to be anchored to a matrix. For 

20 example, glutathione-S-transferase/marker ftision proteins or glutathione-S- 

transferase/binding partner can be adsorbed onto glutathione sepharose beads (Sigma 
Chemical, St. Louis, MO) or glutathione derivatized microtiter plates, which are then 
combined with the test compound or the test compound and either the non-adsorbed 
marker or its binding peutner, and the mixture incubated under conditions conducive to 

25 complex formation (e.g., physiological conditions). Following incubation, the beads or 
microtiter plate wells are washed to remove any unboimd assay components, the 
immobilized complex assessed either directly or indirectly, for example, as described 
above. Alternatively, the complexes can be dissociated from the matrix, and the level of 
marker binding or activity determined using standard techniques. 

30 Other techniques for immobilizing proteins on matrices can also be used in the 

screening assays of the invention. For example, either a marker or a marker binding 
partner can be immobilized utilizing conjugation of biotin and streptavidin. Biotinylated 
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marker protein or target molecules can be prepared from biotin-NHS (N-hydroxy- 
succinimide) using techniques known in the art {e,g,, biotinylation kit. Pierce Chemicals, 
Rockford, IL), and immobilized in the wells of streptavidin-coated 96 well plates (Pierce 
Chemical). In certain embodiments, the protein-immobilized surfaces can be prepared in 
5 advance and stored. 

In order to conduct the assay, the corresponding partner of the immobilized assay 
component is exposed to the coated surface with or without the test compound. After 
the reaction is complete, unreacted assay components are removed ie,g„ by washing) 
and any complexes formed will remain immobilized on the solid surface. The detection 

10 of complexes anchored on the solid surface can be accomplished in a number of ways. 
Where the non-immobilized component is pre-labeled, the detection of label 
immobilized on the surface indicates that complexes were formed. Where the non- 
immobilized component is not pre-labeled, an indirect label can be used to detect 
complexes anchored on the surface; e.g., using a labeled antibody specific for the 

1 5 initially non-immobilized species (the antibody, in turn, can be directly labeled or 

indirectly labeled with, e.g., a labeled anti-Ig antibody). Depending upon the order of 
addition of reaction components, test compounds which modulate (inhibit or enhance) 
complex formation or which disrupt preformed complexes can be detected. 

In an alternate embodiment of the invention, a homogeneous assay may be used.. 

20 This is typically a reaction, analogous to those mentioned above, which is conducted in 
a liquid phase in the presence or absence of the test compound. The fonned complexes 
are then separated from unreacted components, and the amount of complex formed is 
determined. As mentioned for heterogeneous assay systems, the order of addition of 
reactants to the liquid phase can yield information about which test compounds 

25 modulate (inhibit or enhance) complex formation and which disrupt preformed 
complexes. 

In such a homogeneous assay, the reaction products may be separated from 
unreacted assay components by any of a nvimber of standard techniques, including but 
not limited to: differential centrifiigation, chromatography, electrophoresis and 
30 immunoprecipitation. In differential centrifiigation, complexes of molecules may be 
separated from uncomplexed molecules through a series of centrifugal steps, due to the 
different sedimentation equilibria of complexes based on their different sizes and 
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densities (see, for example, Rivas, G., and Minton, A.P., Trends Biochem Sci 1993 
Aug;18(8):284-7). Standard chromatographic techniques may also be utilized to separate 
complexed molecules from uncomplexed ones. For example, gel filtration ■ 
chromatography separates molecules based on size, and through the utilization of an 
5 appropriate gel filtration resin in a column format, for example, the relatively larger 
complex may be separated from the relatively smaller uncomplexed components. 
Similarly, the relatively different charge properties of the complex as compared to the 
uncomplexed molecules may be exploited to differentially separate the complex fi-om 
the remaining individual reactants, for example through the use of ion-exchange 

1 0 chromatography resins. Such resins and chromatographic techniques are well known to 
one skilled in the art (see, e.g.. Heegaard, 1998, JMoL RecogniL 1 1:141-148; Hage and 
Tweed, 1997,7. Chromatogr. B. Biomed, ScL AppL, 699:499-525). Gel electrophoresis 
may also be employed to separate complexed molecules fi-om unbound species (see, 
e.g., Ausubel et al (eds.). In: Current Protocols in Molecular Biology, J. Wiley & Sons, 

15 New York. 1999). In this technique, protein or nucleic acid complexes are separated 

based on size or charge, for example. In order to maintain the binding interaction during 
the electrophoretic process, nondenaturing gels in the absence of reducing agent are 
typically preferred, but conditions appropriate to the particular interactants will be well 
known to one skilled in the art. Immunoprecipitation is another common technique . 

20 utilized for the isolation of a protein-protein complex from solution (see, e.g., Ausubel et 
al (eds.). In: Current Protocols in Molecular Biology, J. Wiley & Sons, New York. 
1999). In this technique, all proteins binding to an antibody specific to one of the 
binding molecules are precipitated from solution by conjugating the antibody to a 
polymer bead that may be readily collected by centrifugation. The bound assay 

25 components are released from the beads (through a specific proteolysis event or other 
technique well known in the art which will not disturb the protein-protein interaction in 
the complex), and a second immunoprecipitation step is performed, this time utilizing 
antibodies specific for the correspondingly different interacting assay component. In this 
manner, only formed complexes should remain attached to the beads. Variations in 

30 complex formation in both the presence and the absence of a test compound can be 
compared, thus offering information about the ability of the compound to modulate 
interactions between the marker and its binding partner. 
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Also within the scope of the present invention are methods for direct detection of 
interactions between the marker and its natural binding partner and/or a test compound 
in a homogeneous or heterogeneous assay system without further sample manipulation. 
For example, the technique of fluorescence energy transfer may be utilized (see, e.g., 
5 Lakowicz et al^ U.S. Patent No. 5,63 1 , 1 69; Stavrianopoulos et al, U.S. Patent No. 
4,868,103). Generally, this technique involves the addition of a fluorophore label on a 
first ^donor' molecule (e.g., marker or test compound) such that its emitted fluorescent 
energy will be absorbed by a fluorescent label on a second, ^acceptor' molecule {e.g., 
marker or test compound), which in turn is able to fluoresce due to the absorbed energy. 

10 Alternately, the 'donor' protein molecule may simply utilize the natural fluorescent 
energy of tryptophan residues. Labels are chosen that emit different wavelengths of 
light, such that the 'acceptor' molecule label may be differentiated from that of the 
'donor'. Since the efficiency of energy transfer between the labels is related to the 
distance separating the molecules, spatial relationships between the molecules can be 

15 assessed. In a situation in which binding occurs between the molecules, the fluorescent 
emission of the 'acceptor' molecule label in the assay should be maximal. An FET 
binding event can be conveniently measured through standard fluorometric detection 
means well known in the art {e.g., using a fluorimeter). A test substance which either 
enhances or hinders participation of one of the species in the preformed complex will 

20 result in the generation of a signal variant to that of background. In this way, test 

substances that modulate interactions between a marker and its binding partner can be 
identified in controlled assays. 

In another embodiment, modulators of marker expression are identified in a 
method wherein a cell is contacted with a candidate compound and the expression of 

25 mRNA or protein, corresponding to a marker in the cell, is determined. The level of 
expression of mRNA or protein in the presence of the candidate compound is compared 
to the level of expression of mRNA or protein in the absence of the candidate 
compound. The candidate compound can then be identified as a modulator of marker 
expression based on this comparison. For example, when expression of marker mRNA 

30 or protein is greater (statistically significantly greater) in the presence of the candidate 
compound than in its absence, the candidate compound is identified as a stimulator of 
marker mRNA or protein expression. Conversely, when expression of marker mRNA 
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or protein is less (statistically significantly less) in the presence of the candidate 
compound than in its absence, the candidate compound is identified as an inhibitor of 
marker mRNA or protein expression. The level of marker mRNA or protein expression 
in the cells can be determined by methods described herein for detecting marker mRNA 
5 or protein. 

In another aspect, the invention pertains to a combination of two or more of the 
assays described herein. For example, a modulating agent can be identified using a cell- 
based or a cell free assay, and the ability of the agent to modulate the activity of a 
marker protein can be further confirmed in vivo, e.g., in a whole animal model for 

1 0 cellular transformation and/or tumorigenesis. 

This invention fiuther pertains to novel agents identified by the above-described 
screening assays. Accordingly, it is within the scope of this invention to fiirther use an 
agent identified as described herein in an appropriate animal model. For example, an 
agent identified as described herein {e.g., an marker modulating agent, an antisense 

1 5 marker nucleic acid molecule, an marker-specific antibody, or an marker-binding 
partner) can be used in an animal model to determine the efficacy, toxicity, or side 
effects of treatment with such an agent. Alternatively, an agent identified as described 
herein can be used in an animal model to determine the mechanism of action of such an 
agent. Furthermore, this invention pertains to uses of novel agents identified by the 

20 above-described screening assays for treatments as described herein. 

It is understood that appropriate doses of small molecule agents and protein or 
polypeptide agents depends upon a number of factors within the knowledge of the 
ordinarily skilled physician, veterinarian, or researcher. The dose(s) of these agents will 
vary, for example, depending upon the identity, size, and condition of the subject or 

25 sample being treated, further depending upon the route by which the composition is to 
be administered, if applicable, and the effect which the practitioner desires the agent to 
have upon the nucleic acid or polypeptide of the invention. Exemplary doses of a small 
molecule include milligram or microgram amounts per kilogram of subject or sample 
weight {e.g. about 1 microgram per kilogram to about 500 milligrams per kilogram, 

30 about 100 micrograms per kilogram to about 5 milligrams per kilogram, or about 1 

microgram per kilogram to about 50 micrograms per kilogram). Exemplary doses of a 
protein or polypeptide include gram, milligram or microgram amounts per kilogram of 
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.subject or sample weight {e.g. about 1 microgram per kilogram to about S grams per 
kilogram, about 100 micrograms per kilogram to about SOO milligrams per kilogram, or 
about 1 milligram per kilogram to about 50 milligrams per kilogram). It is furthermore 
understood that appropriate doses of one of these agents depend upon the potency of the 
S agent with respect to the expression or activity to be modulated. Such appropriate doses 
can be determined using the assays described herein. When one or more of these agents 
is to be administered to an animal (e,g. a human) in order to modulate expression or 
activity of a polypeptide or nucleic acid of the invention, a physician, veterinarian, or 
researcher can, for example, prescribe a relatively low dose at first, subsequently 

10 increasing the dose until an appropriate response is obtained. In addition, it is 

understood that the specific dose level for any particular animal subject will depend 
upon a variety of factors including the activity of the specific agent employed, the age, 
body weight, general health, gender, and diet of the subject, the time of administration, 
the route of administration, the rate of excretion, any drug combination, and the degree 

15 of expression or activity to be modulated. 

A pharmaceutical composition of the invention is formulated to be compatible 
with its intended route of administration. Examples of routes of administration include 
parenteral, e.g,y intravenous, intradermal, subcutaneous, oral {e.g., inhalation), 
transdermal (topical), transmucosal, and rectal administration. Solutions or suspensions 

20 used for parenteral, intradermal, or subcutaneous application can include the following 
components: a sterile diluent such as water for injection, saline solution, fixed oils, 
polyethylene glycols, glycerine, propylene glycol or other synthetic solvents; 
antibacterial agents such as benzyl alcohol or methyl parabens; antioxidants such as 
ascorbic acid or sodium bisulfite; chelating agents such as ethylenediamine-tetraacetic 

25 acid; buffers such as acetates, citrates or phosphates and agents for the adjustment of 
tonicity such as sodium chloride or dextrose. pH can be adjusted with acids or bases, 
such as hydrochloric acid or sodium hydroxide. The parenteral preparation can be 
enclosed in ampules, disposable syringes or multiple dose vials made of glass or plastic. 
Pharmaceutical compositions suitable for injectable use include sterile aqueous 

30 solutions (where water soluble) or dispersions and sterile powders for the 

extemporaneous preparation of sterile injectable solutions or dispersions. For 
intravenous administration, suitable carriers include physiological saline, bacteriostatic 
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water, Cremophor EL (BASF; Parsippany, NJ) or phosphate buffered saline (PBS). In 
all cases, the composition must be sterile and should be fluid to the extent that easy 
syringability exists. It must be stable under the conditions of manufacture and storage 
and must be preserved against the contaminating action of microorganisms such as 
5 bacteria and fungi. The carrier can be a solvent or dispersion medium containing, for 
example, water, ethanol, polyol (for example, glycerol, propylene glycol, and liquid 
polyethylene glycol, and the like), and suitable mixtures thereof. The proper fluidity can 
be maintained, for example, by the use of a coating such as lecithin, by the maintenance 
of the required particle size in the case of dispersion and by the use of surfactants. 

10 Prevention of the action of microorganisms can be achieved by various antibacterial and 
antifungal agents, for example, parabens, chlorobutanol, phenol, ascorbic acid, 
thimerosal, and the like. In many cases, it will be preferable to include isotonic agents, 
for example, sugars, polyalcohols such as mannitol, sorbitol, or sodium chloride in the 
composition. Prolonged absorption of the injectable compositions can be brought about 

15 by including in the composition an agent which delays absorption, for example, 
aluminum monostearate and gelatin. 

Sterile injectable solutions can be prepared by incorporating the active 
compound (e.g., a polypeptide or antibody) in the required amount in an appropriate 
solvent with one or a combination of ingredients enumerated above, as required, 

20 followed by filtered sterilization. Generally, dispersions are prepared by incorporating 
the active compound into a sterile vehicle which contains a basic dispersion mediiim, 
and then incorporating the required other ingredients from those enumerated above. In 
the case of sterile powders for the preparation of sterile injectable solutions, the 
preferred methods of preparation are vacuum drying and freeze-drying which yields a 

25 powder of the active ingredient plus any additional desired ingredient from a previously 
sterile-filtered solution thereof. 

Oral compositions generally include an inert diluent or an edible carrier. They 
can be enclosed in gelatin capsules or compressed into tablets. For the purpose of oral 
therapeutic administration, the active compound can be incorporated with excipients and 

30 used in the form of tablets, troches, or capsules. Oral compositions can also be prepared 
using a fluid carrier for use as a mouthwash, wherein the compound in the fluid carrier is 
applied orally and swished and expectorated or swallowed. 
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Pharmaceutically compatible binding agents, and/or adjuvant materials can be 
included as part of the composition. The tablets, pills, capsules, troches, and the like can 
contain any of the following ingredients, or compounds of a similar nature: a binder 
such as microcrystalline cellulose, gum tragacanth or gelatin; an excipient such as starch 
5 or lactose, a disintegrating agent such as alginic acid, Primogel, or corn starch; a 
lubricant such as magnesium stearate or Sterotes; a glidant such as colloidal silicon 
dioxide; a sweetening agent such as sucrose or saccharin; or a flavoring agent such as 
peppermint, methyl salicylate, or orange flavoring. 

For administration by inhalation, the compounds are delivered in the form of an 
10 aerosol spray from a pressurized container or dispenser which contains a suitable 
propellant, e.g. , a gas such as carbon dioxide, or a nebulizer. 

Systemic administration can also be by transmucosal or transdermal means. For 
transmucosal or transdermal administration, penetrants appropriate to the barrier to be 
permeated are used in the formulation. Such penetrants are generally known in the art, 
15 and include, for example, for transmucosal administration, detergents, bile salts, and 
fusidic acid derivatives. Transmucosal administration can be accomplished through the 
use of nasal sprays or suppositories. For transdermal administration, the active 
compounds are formulated into ointments, salves, gels, or creams as generally known in 
the art. 

20 The compounds can also be prepared in the form of suppositories (e.g., with 

conventional suppository bases such as cocoa butter and other glycerides) or retention 

enemas for rectal delivery. 

In one embodiment, the active compounds are prepared with carriers that will 

protect the compound against rapid elimination from the body, such as a controlled 
25 release formulation, including implants and microencapsulated delivery systems. 

Biodegradable, biocompatible polymers can be used, such as ethylene vinyl acetate, 

polyanhydrides, polyglycolic acid, collagen, polyorthoesters, and polylactic acid. 

Methods for preparation of such formulations will be apparent to those skilled in the art. 

The materials can also be obtained conunercially from Alza Corporation and Nova 
30 Pharmaceuticals, Inc. Liposomal suspensions (including liposomes having monoclonal 

antibodies incorporated therein or thereon) can also be used as pharmaceutically 
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acceptable carriers. These can be prepared according to methods known to those skilled 
in the art, for example, as described in U.S. Patent No. 4,522,81 1. 

It is especially advantageous to formulate oral or parenteral compositions in 
dosage unit form for ease of administration and uniformity of dosage. Dosage unit form 
5 as used herein refers to physically discrete units suited as unitary dosages for the subject 
to be treated; each unit containing a predetermined quantity of active compoimd 
calculated to produce the desired therapeutic eifect in association with the required 
pharmaceutical carrier. The specification for the dosage unit forms of the invention are 
dictated by and directly dependent on the unique characteristics of the active compound 
10 and the particular therapeutic effect to be achieved, and the limitations inherent in the art 
of compounding such an active compound for the treatment of individuals. 

For antibodies, the preferred dosage is 0.1 mg/kg to 100 mg/kg of body weight 
(generally 10 mg/kg to 20 mg/kg). If the antibody is to act in the brain, a dosage of 50 
mg/kg to 1 00 mg/kg is usually appropriate. Generally, partially human antibodies and 
15 fully human antibodies have a longer half-life within the human body than other 
antibodies. Accordingly, lower dosages and less frequent administration is often 
possible. ModilBcations such as lipidation can be used to stabilize antibodies and to 
enhance uptake and tissue penetration (e.g. , into the cervical epithelium). A method for 
lipidation of antibodies is described by Cruikshank et aL (1 997) J. Acquired Immune 
20 Deficiency Syndromes and Human Retrovirology 1 4: 1 93 . 

The nucleic acid molecules corresponding to a marker of the invention can be 
inserted into vectors and used as gene therapy vectors. Gene therapy vectors can be 
delivered to a subject by, for example, intravenous injection, local administration (U.S. 
Patent 5,328,470), or by stereotactic injection (see, e.g., Chen et aL, 1994, Proc. Natl, 
25 Acad. Sci. USA 91:3054-3057). The pharmaceutical preparation of the gene therapy 
vector can include the gene therapy vector in an acceptable diluent, or can comprise a 
slow release matrix in which the gene delivery vehicle is imbedded. Alternatively, 
where the complete gene delivery vector can be produced intact from recombinant cells, 
e,g, retroviral vectors, the pharmaceutical preparation can include one or more cells 
30 which produce the gene delivery system. 

The pharmaceutical compositions can be included in a container, pack, or 
dispenser together with instructions for administration. 
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V. Computer Readable Means and Arrays 

Computer readable media comprising a marker(s) of the present invention is also 
provided. As used herein, "computer readable media" refers to any medium that can be 
read and accessed directly by a computer. Such media include, but are not limited to: 
S magnetic storage media, such as floppy discs, hard disc storage medium, and magnetic 
tape; optical storage media such as CD-ROM; electrical storage media such as RAM and 
ROM; and hybrids of these categories such as magnetic/optical storage media. The 
skilled artisan will readily appreciate how any of the presently known computer readable 
mediums can be used to create a manufacture comprising computer readable medium 

1 0 having recorded thereon a marker of the present invention. 

As used herein, "recorded" refers to a process for storing information on 
computer readable medium. Those skilled in the art can readily adopt any of the 
presently known methods for recording information on computer readable medium, to 
generate manufactures comprising the markers of the present invention. 

15 A variety of data processor programs and formats can be used to store the marker 

information of the present invention on computer readable medium. For example, the 
nucleic acid sequence corresponding to the markers can be represented in a word 
processing text file, formatted in commercially-available software such as WordPerfect 
and Microsoft Word, or represented in the form of an ASCII file, stored in a database 

20 application, such as DB2, Sybase, Oracle, or the like. Any nimiber of dataprocessor 
structuring formats (e.^., text file or database) may be adapted in order to obtain 
computer readable medium having recorded thereon the markers of the present 
invention. 

By providing the markers of the invention in computer readable form, one can 
25 routinely access the marker sequence information for a variety of purposes. For 

example, one skilled in the art can use the nucleotide or amino acid sequences of the 
invention in computer readable form to compare a target sequence or target structural 
motif with the sequence information stored within the data storage means. Search 
means are used to identify fragments or regions of the sequences of the invention which 
30 match a particular target sequence or target motif. 



♦ 
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The invention also includes an array comprising a marker(s) of the present 
invention. The array can be used to assay expression of one or more genes in the array. 
In one embodiment, the array can be used to assay gene expression in a tissue to 
ascertain tissue specificity of genes in the array. In this manner, up to about 7600 genes 
5 can be simultaneously assayed for expression. This allows a profile to be developed 
showing a battery of genes specifically expressed in one or more tissues. 

In addition to such qualitative determination, the invention allows the 
quantitation of gene expression. Thus, not only tissue specificity, but also the level of 
expression of a battery of genes in the tissue is ascertainable. Thus, genes can be 

10 grouped on the basis of their tissue expression per se and level of expression in that 
tissue. This is useful, for example, in ascertaining the relationship of gene expression 
between or among tissues. Thus, one tissue can be perturbed and the effect on gene 
expression in a second tissue can be determined. In this context, the effect of one cell 
type on another cell type in response to a biological stimulus can be determined. Such a 

1 5 determination is useful, for example, to know the effect of cell-cell interaction at the 
level of gene expression. If an agent is administered therapeutically to treat one cell 
type but has an undesirable effect on another cell type, the invention provides an assay 
to determine the molecular basis of the undesirable effect and thus provides the 
opportimity to co-administer a counteracting agent or otherwise treat the undesired 

20 effect. Similarly, even within a single cell type, imdesirable biological effects can* be 
determined at the molecular level. Thus, the effects of an agent on expression of other 
than the target gene can be ascertained and counteracted. 

In another embodiment, the array can be used to monitor the time course of 
expression of one or more genes in the array. This can occur in various biological 

25 contexts, as disclosed herein, for example development and differentiation, tumor 
progression, progression of other diseases, in vitro processes, such a cellular 
transformation and senescence, autonomic neural and neurological processes, such as, 
for example, pain and appetite, and cognitive functions, such as learning or memory. 

The array is also useful for ascertaining the effect of the expression of a gene on 

30 the expression of other genes in the same cell or in different cells. This provides, for 
example, for a selection of alternate molecular targets for therapeutic intervention if the 
ultimate or downstream target cannot be regulated. 
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The array is also useful for ascertaining differential expression patterns of one or 
more genes in normal and abnormal cells. This provides a battery of genes that could 
serve as a molecular target for diagnosis or therapeutic intervention. 



5 VI. Predictive Medicine 

The present invention pertains to the field of predictive medicine in which 
diagnostic assays, prognostic assays, pharmacogenomics, and monitoring clinical trails 
are used for prognostic (predictive) purposes to thereby treat an individual 
prophylactically. Accordingly, one aspect of the present invention relates to diagnostic 
10 assays for determining the level of expression of polypeptides or nucleic acids 

corresponding to one or more markers of the invention, in order to determine whether 
an individual is at risk of developing cervical cancer. Such assays can be used for 
prognostic or predictive purposes to thereby prophylactically treat an individual prior to 
the onset of the cancer. 

1 5 Yet another aspect of the invention pertains to monitoring the influence of agents 

(e.g. , drugs or other compounds administered either to inhibit cervical cancer or to treat 
or prevent any other disorder {Le, in order to understand any cervical carcinogenic 
effects that such treatment may have} ) on the expression or activity of a marker of the 
invention in clinical trials. These and other agents are described in further detail in the 

20 following sections. 

A. Diagnostic Assays 

An exemplary method for detecting the presence or absence of a polypeptide or 
nucleic acid corresponding to a marker of the invention in a biological sample involves 

25 obtaining a biologiceil sample (e.g. a cervical smear) from a test subject and contacting 
the biological sample with a compound or an agent capable of detecting the polypeptide 
or nucleic acid (e.g., mRNA, genomic DNA, or cDNA). The detection methods of the 
invention can thus be used to detect mRNA, protein, cDNA, or genomic DNA, for 
example, in a biological sample in vitro as well as in vivo. For example, in vitro 

30 techniques for detection of mRNA include Northern hybridizations and in situ 

hybridizations. In vitro techniques for detection of a polypeptide corresponding to a 
marker of the invention include enzyme linked inununosorbent assays (ELISAs), 
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Westem blots, immunoprecipitations, immunohistochemistry and immunofluorescence. 
In vitro techniques for detection of genomic DNA include Southern hybridizations. 
Furthermore, in vivo techniques for detection of a polypeptide corresponding to a marker 
of the invention include introducing into a subject a labeled antibody directed against the 
5 polypeptide. For example, the antibody can be labeled with a radioactive marker whose 
presence and location in a subject can be detected by standard imaging techniques. 

A general principle of such diagnostic and prognostic assays involves preparing 
a sample or reaction mixture that may contain a marker, and a probe, under appropriate 
conditions and for a time sufBcient to allow the marker and probe to interact and bind, 

10 thus forming a complex that can be removed and/or detected in the reaction mixture. 
These assays can be conducted in a variety of ways. 

For example, one method to conduct such an assay would involve anchoring the 
marker or probe onto a solid phase support, also referred to as a substrate, and detecting 
target marker/probe complexes anchored on the solid phase at the end of the reaction. 

15 In one embodiment of such a method, a sample from a subject, which is to be assayed 
for presence and/or concentration of marker, can be anchored onto a carrier or solid 
phase support. In another embodiment, the reverse situation is possible, in which the 
probe can be anchored to a solid phase and a sample from a subject can be allowed to 
react as an unanchored component of the assay. 

20 There are many established methods for anchoring assay components to a*solid 

phase. These include, without limitation, marker or probe molecules which are 
immobilized through conjugation of biotin and streptavidin. Such biotinylated assay 
components can be prepared from biotin-NHS (N-hydroxy-succinimide) using 
techniques known in the art (e.g., biotinylation kit. Pierce Chemicals, Rockford, IL), and 

25 immobilized in the wells of streptavidin-coated 96 well plates (Pierce Chemical). In 
certain embodiments, the surfaces with immobilized assay components can be prepared 
in advance and stored. 

Other suitable carriers or solid phase supports for such assays include any 
material capable of binding the class of molecule to which the marker or probe belongs. 

30 Well-known supports or carriers include, but are not limited to, glass, polystyrene, 
nylon, polypropylene, nylon, polyethylene, dextran, amylases, natural and modified 
celluloses, polyacrylamides, gabbros, and magnetite. 
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In order to conduct assays with the above mentioned approaches, the non- 
immobilized component is added to the solid phase upon which the second component 
is anchored. After the reaction is complete, uncomplexed components may be removed 
(^•g-> by washing) under conditions such that any complexes formed will remain 
5 immobilized upon the solid phase. The detection of marker/probe complexes anchored 
to the solid phase can be accomplished in a number of methods outlined herein. 

In a preferred embodiment, the probe, when it is the unanchored assay 
component, can be labeled for the purpose of detection and readout of the assay, either 
directly or indirectly, with detectable labels discussed herein and which are well-known 

10 to one skilled in the art. 

It is also possible to directly detect marker/probe complex formation without 
further manipulation or labeling of either component (marker or probe), for example by 
utilizing the technique of fluorescence energy transfer (sec, for example, Lakowicz et 
aL, U.S. Patent No. 5,631,169; Stavrianopoulos, ei al, U.S. Patent No. 4,868,103). A 

15 fluorophore label on the first, 'donor' molecule is selected such that, upon excitation 
with incident light of appropriate wavelength, its emitted fluorescent energy will be 
absorbed by a fluorescent label on a second 'acceptor' molecule, which in turn is able to 
fluoresce due to the absorbed energy. Alternately, the 'donor' protein molecule may 
simply utilize the natural fluorescent energy of tryptophan residues. Labels are chosen 

20 that emit different wavelengths of light, such that the * acceptor' molecule label may be 
differentiated from that of the 'donor'. Since the efficiency of energy transfer between 
the labels is related to the distance separating the molecules, spatial relationships 
between the molecules can be assessed. In a situation in which binding occurs between 
the molecules, the fluorescent emission of the 'acceptor' molecule label in the assay 

25 should be maximal. An FET binding event can be conveniently measured through 

standard fluorometric detection means well known in the art {e.g.y using a fluorimeter). 

In another embodiment, determination of the ability of a probe to recognize a 
marker can be accomplished without labeling either assay component (probe or marker) 
by utilizing a technology such as real-time Biomolecular Interaction Analysis (BIA) 

30 (see, e.g., Sjolander, S. and Urbaniczky, C, \99\, Anal. Chem, 63:2338-2345 and 
Szabo et aL, 1995, Curr. Opin, Struct Biol. 5:699-705). As used herein, "BIA" or 
"surface plasmon resonance" is a technology for studying biospecific interactions in real 
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time, without labeling any of the interactants {e,g,, BIAcore). Changes in the mass at the 
binding surface (indicative of a binding event) result in alterations of the refractive index 
of light near the surface (the optical phenomenon of surface plasmon resonance (SPR)), 
resulting in a detectable signal which can be used as an indication of real-time reactions 
S between biological molecules. 

Alternatively, in another embodiment, analogous diagnostic and prognostic 
assays can be conducted with marker and probe as solutes in a liquid phase. In such an 
assay, the complexed marker and probe are separated from imcomplexed components by 
any of a number of standard techniques, including but not limited to: differential 

10 centrifugation, chromatography, electrophoresis and immunoprecipitation. In 
differential centrifugation, marker/probe complexes may be separated from 
uncomplexed assay components through a series of centrifugal steps, due to the different 
sedimentation equilibria of complexes based on their different sizes and densities (see, 
for example, Rivas, G., and Minton, A.P., 1993, Trends Biochem ScL 18(8):284-7). 

15 Standard chromatographic techniques may also be utilized to separate complexed. 
molecules from uncomplexed ones. For example, gel filtration chromatography 
separates molecules based on size, and through the utilization of an appropriate gel 
filtration resin in a column format, for example, the relatively larger complex may be 
separated from the relatively smaller uncomplexed components. Similarly, the 

20 relatively different charge properties of the marker/probe complex as compared ta the 
uncomplexed components may be exploited to differentiate the complex from 
uncomplexed components, for example through the utilization of ion-exchange 
chromatography resins. Such resins and chromatographic techniques are well known to 
one skilled in the art (see, e.g., Heegaard, N.H., 1998, J. MoL Recognit. Winter 11(1- 

25 6):141-8; Hage, D.S., and Tweed, S.A. JChromatogr B BiomedSci Appl 1997 Oct 
10;699(l-2):499-525). Gel electrophoresis may also be employed to separate 
complexed assay components firom imbound components (see, e.g, Ausubel et al, ed.. 
Current Protocols in Molecular Biology, John Wiley & Sons, New York, 1987-1999). 
In this technique, protein or nucleic acid complexes are separated based on size or 

30 charge, for example. In order to maintain the binding interaction during the 

electrophoretic process, non-denaturing gel matrix materials and conditions in the 
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absence of reducing agent are typically preferred. Appropriate conditions to the 
particular assay and components thereof will be well known to one skilled in the art. 

In a particular embodiment, the level of mRNA corresponding to the marker can 
be determined both by in situ and by in vitro formats in a biological sample using 
5 methods known in the art. The term "biological sample" is intended to include tissues, 
cells, biological fluids and isolates thereof, isolated from a subject, as well as tissues, 
cells and fluids present within a subject. Many expression detection methods use 
isolated RNA. For in vitro methods, any RNA isolation technique that does not select 
against the isolation of mRNA can be utilized for the purification of RNA from cervical 
10 cells (see, e.g., Ausubel et al.y ed.. Current Protocols in Molecular Biology, John Wiley 
& Sons, New York 1987-1999). Additionally, large numbers of tissue samples can 
readily be processed using techniques well known to those of skill in the art, such as, for 
example, the single-step RNA isolation process of Chomczynski (1989, U.S. Patent No. 
4,843,155). 

15 The isolated mRNA can be used in hybridization or amplification assays that 

include, but are not limited to, Southem or Northern analyses, polymerase chain reaction 
analyses and probe arrays. One preferred diagnostic method for the detection of mRNA 
levels involves contacting the isolated mRNA with a nucleic acid molecule (probe) that 
can hybridize to the mRNA encoded by the gene being detected. The nucleic acid probe 

20 can be, for example, a full-length cDNA, or a portion thereof, such as an oligonucleotide 
of at least 7, 15, 30, 50, 100, 250 or 500 nucleotides in length and sufficient to 
specifically hybridi2se under stringent conditions to a mRNA or genomic DNA encoding 
a marker of the present invention. Other suitable probes for use in the diagnostic assays 
of the invention are described herein. Hybridization of an mRNA with the probe 

25 indicates that the marker in question is being expressed. 

In one format, the mRNA is immobilized on a solid surface and contacted with a 
probe, for example by running the isolated mRNA on an agarose gel and transferring the 
mRNA from the gel to a membrane, such as nitrocellulose. In an alternative format, the 
probe(s) are immobilized on a solid surface and the mRNA is contacted with the 

30 probe(s), for example, in an Affymetrix gene chip array. A skilled artisan can readily 
adapt known mRNA detection methods for use in detecting the level of mRNA encoded 
by the markers of the present invention. 
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An alternative method for determining the level of mRNA corresponding to a 
marker of the present invention in a sample involves the process of nucleic acid 
amplification, e.g,, by rtPCR (the experimental embodiment set forth in Mullis, 1987, 
U.S. Patent No. 4,683,202), ligase chain reaction (Barany, 1991, Proc, Natl Acad, Sci. 
5 USA, 88 : 1 89- 1 93), self sustained sequence replication (Guatelli et al , 1 990, Proc. Natl 
Acad Sci USA 87:1874-1878), transcriptional amplification system (Kwoh etal^ 1989, 
Proc. Natl Acad. ScL USA 86:1 173-1 177), Q-Beta Replicase (Lizardi et al, 1988, 
Bio/Technology 6:11 97), rolling circle replication (Lizardi et al, U.S. Patent No. 
5,854,033) or any other nucleic acid amplification method, followed by the detection of 

10 the amplified molecules using techniques well known to those of skill in the art. These 
detection schemes are especially useful for the detection of nucleic acid molecules if 
such molecules are present in very low numbers. As used herein, amplification primers 
are defined as being a pair of nucleic acid molecules that can anneal to 5' or 3^ regions 
of a gene (plus and minus strands, respectively, or vice- versa) and contain a short region 
.15 in between. In general, amplification primers are from about 10 to 30 nucleotides, in 

length and flank a region from about 50 to 200 nucleotides in length. Under appropriate 
conditions and with appropriate reagents, such primers permit the amplification of a 
nucleic acid molecule comprising the nucleotide sequence flanked by the primers!. 

For in situ methods, mRNA does not need to be isolated from the cervical cells 

20 prior to detection. In such methods, a cell or tissue sample is prepared/processed using 
known histological methods. The sample is then immobilized on a support, typically a 
glass slide, and then contacted vidth a probe that can hybridize to mRNA that encodes 
the marker. 

As an alternative to making determinations based on the absolute expression 
25 level of the marker, determinations may be based on the normalized expression level of 
the marker. Expression levels are normalized by correcting the absolute expression 
level of a marker by comparing its expression to the expression of a gene that is not a 
marker, e.g., a housekeeping gene that is constitutively expressed. Suitable genes for 
normalization include housekeeping genes such as the actin gene, or epithelial cell- 
30 specific genes. This normalization allows the comparison of the expression level in one 
sample, e.g., a patient sample, to another ssunple, e.g., a non-cervical cancer sample, or 
between samples from different sources. 
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Altematively, the expression level can be provided as a relative expression level. 
To determine a relative expression level of a marker, the level of expression of the 
marker is determined for 10 or more samples of normal versus cancer cell isolates, 
preferably 50 or more samples, prior to the determination of the expression level for the 
5 sample in question. The mean expression level of each of the genes assayed in the 
larger number of samples is determined and this is used as a baseline expression level 
for the marker. The expression level of the marker determined for the test sample 
(absolute level of expression) is then divided by the mean expression value obtained for 
that marker. This provides a relative expression level. 

10 Preferably, the samples used in the baseline determination will be from cervical 

cancer or from non-cervical cancer cells of cervical tissue. The choice of the cell source 
is dependent on the use of the relative expression level. Using expression found in 
normal tissues as a meein expression score aids in validating whether the marker assayed 
is cervical specific (versus normal cells). In addition, as more data is accumulated, the 

15 mean expression value can be revised, providing improved relative expression values 
based on accumulated data. Expression data from cervical cells provides a means for 
grading the severity of the cervical cancer state. 

In another embodiment of the present invention, a polypeptide corresponding to 
a marker is detected. A preferred agent for detecting a polypeptide of the invention is an 

20 antibody capable of binding to a polypeptide corresponding to a marker of the invention, 
preferably an antibody with a detectable label. Antibodies can be polyclonal, or more 
preferably, monoclonal. An intact antibody, or a fragment thereof (e.g.. Fab or FCab')^) 
can be used. The term "labeled", with regard to the probe or antibody, is intended to 
encompass direct labeling of the probe or antibody by coupling (/.e., physically linking) 

25 a detectable substance to the probe or antibody, as well as indirect labeling of the probe 
or antibody by reactivity with another reagent that is directly labeled. Examples of 
indirect labeling include detection of a primary antibody using a fluorescently labeled 
secondary antibody and end-labeling of a DNA probe with biotin such that it can be 
detected with fluorescently labeled streptavidin. 

30 Proteins from cervical cells can be isolated using techniques that are well known 

to those of skill in the art. The protein isolation methods employed can, for example, be 
such as those described in Harlow and Lane (Harlow and Lane, 1988, Antibodies: A 
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Laboratory Manual^ Cold Spring Harbor Laboratory Press, Cold Spring Harbor, New 
York). 

A variety of formats can be employed to determine whether a sample contains a 
protein that binds to a given antibody. Examples of such formats include, but are not 
5 limited to, enzyme immunoassay (EIA), radioimmunoassay (RIA), Western blot 
analysis, immunohistochemistry (IHC) and enzyme linked immunoabsorbant assay 
(ELISA). A skilled artisan can readily adapt known protein/antibody detection methods 
for use in determining whether cervical cells express a marker of the present invention. 
In one format, antibodies, or antibody fragments, can be used in methods such as 

10 Western blots, IHC or immunofluorescence techniques to detect the expressed proteins. 
In such uses, it is generally preferable to immobilize either the antibody, proteins or cell 
containing proteins on a solid support. Well-known supports or carriers include glass, 
polystyrene, polypropylene, polyethylene, dextran, nylon, amylases, natural and 
modified celluloses, polyacrylsunides, gabbros, and magnetite. 

15 One skilled in the art will know many other suitable carriers for binding antibody 

or antigen, and will be able to adapt such support for use with the present invention. For 
example, protein isolated firom cervical cells can be run on a polyacryiamide gel 
electrophoresis and immobilized onto a solid phase support such as nitrocellulose! The 
support can then be washed wdth suitable buffers followed by treatment with the * 

20 detectably labeled antibody. The solid phase support can then be washed with the buffer 
a second time to remove unbound antibody. The amount of bound label on the solid 
support can then be detected by conventional means. 

The invention also encompasses kits for detecting the presence of a polypeptide 
or nucleic acid corresponding to a marker of the invention in a biological sample (e.g. a 

23 cervical smear). Such kits can be used to determine if a subject is suffering from or is at 
increased risk of developing cervical cancer. For example, the kit can comprise a 
labeled compound or agent capable of detecting a polypeptide or an mRNA encoding a 
polypeptide corresponding to a marker of the invention in a biological sample and 
means for determining the amount of the polypeptide or mRNA in the sample (e.g., an 

30 antibody which binds the polypeptide or an oligonucleotide probe which binds to DNA 
or mRNA encoding the polypeptide). Kits can also include instructions for interpreting 
the results obtained using the kit. 
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For antibody-based kits, the kit can comprise, for example: (1) a first antibody 
(e.g., attached to a solid support) which binds to a polypeptide corresponding to a 
marker of the invention; and, optionally, (2) a second, different antibody which binds to 
either the polypeptide or the first antibody and is conjugated to a detectable label. 
S For oligonucleotide-based kits, the kit can comprise, for example: (1) an 

oligonucleotide, e,g., a detectably labeled oligonucleotide, which hybridizes to a nucleic 
acid sequence encoding a polypeptide corresponding to a marker of the invention or (2) 
a pair of primers useful for amplifying a nucleic acid molecule corresponding to a 
marker of the invention. The kit can also comprise, e.g., a buffering agent, a 

10 preservative, or a protein stabilizing agent. The kit can further comprise components 
necessary for detecting the detectable label (e,g.y an enzyme or a substrate). The kit can 
also contain a control sample or a series of control samples which can be assayed and 
compared to the test sample. Each component of the kit can be enclosed within an 
individual container and all of the various containers can be within a single package, 

1 5 along with instructions for interpreting the results of the assays performed using the kit. 



B. Pharmacogenomics 

Agents or modulators which have a stimulatory or inhibitory effect on expression 
of a marker of the invention can be administered to individuals to treat (prophylactically 

20 or therapeutically) cervical cancer in the patient. In conjunction with such treatment, the 
pharmacogenomics {i.e., the study of the relationship between an individual's genotype 
and that individual's response to a foreign compound or drug) of the individual may be 
considered. Differences in metabolism of therapeutics can lead to severe toxicity or 
therapeutic failure by altering the relation between dose and blood concentration of the 

25 pharmacologically active drug. Thus, the pharmacogenomics of the individual permits 
the selection of effective agents (e.g. , drugs) for prophylactic or therapeutic treatments 
based on a consideration of the individual's genotype. Such pharmacogenomics can 
further be used to determine appropriate dosages and therapeutic regimens. 
Accordingly, the level of expression of a marker of the invention in an individual can be 

30 determined to thereby select appropriate agent(s) for therapeutic or prophylactic 
treatment of the individual. 
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Pharmacogenomics deals with clinically significant variations in the response to 
drugs due to altered drug disposition and abnormal action in affected persons. See, e.g., 
Linder (1997) Clin. Chem, 43(2):254-266. In general, two types of pharmacogenetic 
conditions can be differentiated. Genetic conditions transmitted as a single factor 
5 altering the way drugs act on the body are referred to as "altered drug action." Genetic 
conditions transmitted as single factors altering the way the body acts on drugs are 
referred to as "altered drug metabolism". These pharmacogenetic conditions can occur 
either as rare defects or as polymorphisms. For example, glucose-6-phosphate 
dehydrogenase (G6PD) deficiency is a common inherited enzymopathy in which the 

1 0 main clinical complication is hemolysis after ingestion of oxidant drugs (anti-malarials, 
sulfonamides, analgesics, nitrofurans) and consumption of fava beans. 

As an illustrative embodiment, the activity of drug metabolizing enzymes is a 
major determinant of both the intensity and duration of drug action. The discovery of 
genetic polymorphisms of drug metabolizing enzymes (e.g., N-acetyltransferase 2 (NAT 

15 2) and cytochrome P450 enzymes CYP2D6 and CYP2C19) has provided an explanation 
as to why some patients do not obtain the expected drug effects or show exaggerated 
drug response and serious toxicity after taking the standard and safe dose of a drug. 
These polymorphisms are expressed in two phenotypes in the population, the extensive 
metabolizer (EM) and poor metabolizer (PM). The prevalence of PM is different among 

20 different populations. For example, the gene coding for CYP2D6 is highly polymorphic 
and several mutations have been identified in PM, which all lead to the absence of 
functional CYP2D6. Poor metabolizers of C YP2D6 and C YP2C 1 9 quite frequently 
experience exaggerated drug response and side effects when they receive standard 
doses. If a metabolite is the active therapeutic moiety, a PM will show no therapeutic 

25 response, as demonstrated for the analgesic effect of codeine mediated by its CYP2D6- 
formed metabolite morphine. The other extreme are the so called ultra-rapid 
metabolizers who do not respond to standard doses. Recently, the molecular basis of 
ultra-rapid metabolism has been identified to be due to CYP2D6 gene amplification. 

Thus, the level of expression of a marker of the invention in an individual can be 

30 determined to thereby select appropriate agent(s) for therapeutic or prophylactic 

treatment of the individual. In addition, pharmacogenetic studies can be used to apply 
genotyping of polymorphic alleles encoding drug-metabolizing enzymes to the 
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identification of an individuars drug responsiveness phenotype. This knowledge, when 
applied to dosing or drug selection, can avoid adverse reactions or therapeutic failure 
and thus enhance therapeutic or prophylactic efficiency when treating a subject with a 
modulator of expression of a marker of the invention. 
S This invention also provides a process for preparing a database comprising at 

least one of the meu-kers set forth in Tables 1 -4. For example, the polynucleotide 
sequences are stored in a digital storage medium such that a data processing system for 
standardized representation of the genes that identify a cervical cancer cell is compiled. 
The data processing system is useful to analyze gene expression between two cells by 

10 first selecting a cell suspected of being of a neoplastic phenotype or genotype and then 
isolating polynucleotides from the cell. The isolated polynucleotides are sequenced, 
llie sequences from the sample are compared with the sequence(s) present in the 
database using homology search techniques. Greater than 90%, more preferably greater 
than 95% and more preferably, greater than or equal to 97% sequence identity between 

1 5 the test sequence and the polynucleotides of the present invention is a positive indication 
that the polynucleotide has been isolated from a cervical cancer cell as defined above. 

In an alternative embodiment, the polynucleotides of this invention are 
sequenced and the information regarding sequence and in some embodiments, relative 
expression, is stored in any functionally relevant program, e.g., in Compare Report using 

20 the SAGE software (available though Dr. Ken Kinzler at John Hopkins University). The 
Compare Report provides a tabulation of the polynucleotide sequences and their 
abundance for the samples normalized to a defined number of polynucleotides per 
library (say 25,000). This is then imported into MS-ACCESS either directly or via 
copying the data into an Excel spreadsheet first and then from there into MS-ACCESS 

25 for additional manipulations. Other programs such as SYBASE or Oracle that permit 
the comparison of polynucleotide numbers could be used as alternatives to MS- 
ACCESS. Enhancements to the software can be designed to incorporate these additional 
functions. These functions consist in standard Boolean, algebraic, and text search 
operations, applied in various combinations to reduce a large input set of 

30 polynucleotides to a manageable subset of a polynucleotide of specifically defined 
interest. 
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One skilled in the art may create groups containing one or more project(s) by 
combining the counts of specific polynucleotides within a group (e.g., GroupNormal = 
Normal 1 + Normal2, GroupTumorl + TumorCellLine). Additional characteristic values 
are also calculated for each tag in the group (e.g., average count, minimum count, 
5 maximum count). One skilled in the art may calculate individual tag count ratios 

between groups, for example the ratio of the average GroupNormal count to the average 
GroupTumor count for each polynucleotide. A statistical measure of the significance of 
observed difiTerences in tag counts between groups may be calculated. 

10 C. Monitoring Clinical Trials 

Monitoring the influence of agents {e.g., drug compounds) on the level of 
expression of a marker of the invention can be applied not only in basic drug screening, 
but also in clinical trials. For example, the effectiveness of an agent to affect marker 
expression can be monitored in clinical trials of subjects receiving treatment for cervical 

1 5 cancer. In a preferred embodiment, the present invention provides a method for 

monitoring the effectiveness of treatment of a subject with an agent (e.g., an agonist, 
antagonist, peptidomimetic, protein, peptide, nucleic acid, small molecule, or other drug 
candidate) comprising the steps of (i) obtaining a pre-administration sample from a 
subject prior to administration of the agent; (ii) detecting, the level of expression: of one 

20 or more selected markers of the invention in the pre-administration sample; (iii) 

obtaining one or more post-administration samples from the subject; (iv) detecting the 
level of expression of the marker(s) in the post-administration samples; (v) comparing 
the level of expression of the marker(s) in the pre-administration sample with the level 
of expression of the marker(s) in the post-administration sample or samples; and (vi) 

25 altering the administration of the agent to the subject accordingly. For example, 
increased administration of the agent can be desirable to increase expression of the 
marker(s) to higher levels than detected, i.e., to increase the effectiveness of the agent. 
Alternatively, decreased administration of the agent can be desirable to decrease 
expression of the marker(s) to lower levels than detected, i.e., to decrease the 

30 effectiveness of the agent. 
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D. Surrogate Markers 

The markers of the invention may serve as surrogate markers for one or more 
disorders or disease states or for conditions leading up to disease states, and in 
particular, cervical cancer. As used herein, a "surrogate marker" is an objective 
S biochemical marker which correlates with the absence or presence of a disease or 
disorder, or with the progression of a disease or disorder (e.g., with the presence or 
absence of a tumor). The presence or quantity of such markers is independent of the 
disease. Therefore, these markers may serve to indicate whether a particular coxirse of 
treatment is effective in lessening a disease state or disorder. Surrogate markers are of 

1 0 particular use when the presence or extent of a disease state or disorder is difGcult to 
assess through standard methodologies (e.g., early stage tumors), or when an assessment 
of disease progression is desired before a potentially dangerous clinical endpoint is 
reached (e.g., an assessment of cardiovascular disease may be made using cholesterol 
levels as a surrogate marker, and an analysis of HIV infection may be made using HIV 

15 RNA levels as a surrogate marker, well in advance of the undesirable clinical outcomes 
of myocardial infarction or fully -developed AIDS). Examples of the use of surrogate 
markers in the art include: Koomen et aL (2000) Jl Mass. Spectrom. 35: 258-264; and 
James (1 994) AIDS Treatment News Archive 209. 

The markers of the invention are also useful as pharmacodynamic markers. As 

20 used herein, a "pharmacodynamic marker" is an objective biochemical marker which 
correlates specifically with drug effects. The presence or quantity of a 
pharmacodynamic marker is not related to the disease state or disorder for which the 
drug is being administered; therefore, the presence or quantity of the marker is 
indicative of the presence or activity of the drug in a subject. For example, a 

25 pharmacodynamic marker may be indicative of the concentration of the drug in a 

biological tissue, in that the marker is either expressed or transcribed or not expressed or 
transcribed in that tissue in relationship to the level of the drug. In this fashion, the 
distribution or uptake of the drug may be monitored by the pharmacodynamic marker. 
Similarly, the presence or quantity of the pharmacodynamic marker may be related to 

30 the presence or quantity of the metabolic product of a drug, such that the presence or 
quantity of the marker is indicative of the relative breakdown rate of the drug in vivo. 
Pharmacodynamic markers are of particular use in increasing the sensitivity of detection 
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of drug effects, particularly when the drug is administered in low doses. Since even a 
small amount of a drug may be sufficient to activate multiple rounds of marker 
transcription or expression, the amplified marker may be in a quantity which is more 
readily detectable than the drug itself. Also, the marker may be more easily detected 
S due to the nature of the marker itself; for example, using the methods described herein, 
antibodies may be employed in an immune-based detection system for a protein marker, 
or marker-specific radiolabeled probes may be used to detect a mRNA marker. 
Furthermore, the use of a pharmacodynamic marker may offer mechanism-based 
prediction of risk due to drug treatment beyond the range of possible direct 

10 observations. Examples of the use of pharmacodynamic markers in the art include: 
Matsuda et al. US 6,033,862; Hattis et a/. (1991) Env. Health PerspecL 90: 229-238; 
Schentag (1999) Am, J, Health-SysL Pharm. 56 Suppl. 3: S21-S24; and Nicolau (1999) 
Am, J. Health-Syst Pharm. 56 Suppl. 3: S16-S20. 

The markers of the invention are also useful as pharmacogenomic markers. As 

15 used herein, a "pharmacogenomic marker" is an objective biochemical marker which 
correlates with a specific clinical drug response or susceptibility in a subject (see, e.g., 
McLeod et al (1999) Eur, J, Cancer 35(12): 1650-1652). The presence or quantity of 
the pharmacogenomic marker is related to the predicted response of the subject to a 
specific drug or class of drugs prior to administration of the drug. By assessing the 

20 presence or quantity of one or more pharmacogenomic markers in a subject, a drug 

therapy which is most appropriate for the subject, or which is predicted to have a greater 
degree of success, may be selected. For example, based on the presence or quantity of 
RNA or protein for specific tumor markers in a subject, a drug or course of treatment 
may be selected that is optimized for the treatment of the specific tumor likely to be 

25 present in the subject. Similarly, the presence or absence of a specific sequence 
mutation in marker DNA may correlate with drug response. The use of 
pharmacogenomic markers therefore permits the application of the most appropriate 
treatment for each subject without having to administer the therapy. 



wo 01/42467 PCT/USOO/3331 2 

-92- 

VII . Experimental Protocol 

A. Subtracted Libraries 
Subtracted libraries are generated using a PCR based method that allows the 
S isolation of clones expressed at higher levels in one population of mRNA (tester) 

compared to another population (driver). Both tester and driver mRNA populations are 
converted into cDNA by reverse transcription, and then PCR amplified using the 
SMART PCR kit from Clontech, Tester and driver cDNAs are then hybridized using 
the PCR-Select cDNA subtraction kit from Clontech. This technique results in both 

1 0 subtraction and normalization, which is an equalization of copy number of low- 
abundance and high-abundance sequences. After generation of the subtractive libraries, 
a group of 96 or more clones from each library is tested to confirm differential 
expression by reverse Southern hybridization. 

SEQ ID NOS: 1-705 were identified through the above-described subtractive 

1 5 library hybridization technique, wherein the "tester" source for the subtracted libraries 
was comprised of cDNA generated from four independent stage IB cervical tumors. 
The "driver" source for the subtracted libraries was comprised of cDNA generated from 
at least three independent samples of normal ectocervix that were manually dissected to 
isolate the epithelial component of the tissue. In some cases, the driver also included 

20 cDNA generated from B-lymphocytes, T-lymphocytes, and other white blood cells, in 
activated and resting states. 

SEQ ID NOS: 706-1428 were also identified through the above-described 
subtractive library hybridization technique, wherein the "tester'* source for the 
subtracted libraries was comprised of cDNA generated from four independent CINIII 

25 cervical samples. The "driver" source for the subtracted library was comprised of 
cDNA generated from six independent normal ectocervix samples that were manually 
dissected to isolate the epithelial components. The "driver" source also includes cDNA 
generated from B-lymphocytes, T-lymphocytes, and other white blood cells, in activated 
and resting states. 
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B. Proteomics 

Proteins that are secreted by normal and transformed cells in culture are analyzed 
to identify those proteins that are likely to be secreted by cancerous cells into body 
fluids. Supematants are isolated and MWT-CO filters are used to simplify the mixture 
5 of proteins. The proteins are then digested with trypsin. The tryptic peptides are loaded 
onto a microcapillary HPLC column where they are separated, and eluted directly into 
an ion trap mass spectrometer, through a custom-made electrospray ionization source. 
Throughout the gradient, sequence data is acquired through fragmentation of the four 
most intense ions (peptides) that elute off the column, while dynamically excluding 
10 those that have already been fragmented. In this way, approximately 2000 scans worth 
of sequence data are obtained, corresponding to approximately SO to 200 different 
proteins in the sample. These data are searched against databases using correlation 
analysis tools, such as MS-Tag, to identify the proteins in the supernatants. 

15 VIII . Summary Of The Data Provided In The Tables 

Table 1 shows 1428 novel nucleotide sequences identified through subtracted 
library experiments. These 1428 novel sequences were determined to be novel through 
various BLAST searches of available databases. The sequences of Table 1 were 
reinterpreted and those sequences are set forth in Tables 2 and 3. Table 4 sets forth 
20 additional sequence (e,g,, full-length sequences) for the sequences of Tables 1-3. 

The contents of all references, patents, published patent applications, and 
databases cited throughout this application are hereby incorporated by reference. 

Other Embodiments 

25 Those skilled in the art will recognize, or be able to ascertain using no more than 

routine experimentation, many equivalents to the specific embodiments of the invention 
described herein. Such equivalents are intended to be encompassed by the following 
claims. 

30 What is claimed is: 
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Claims 



1 . An isolated nucleic acid molecule selected from the group consisting of: 

a) a nucleic acid molecule comprising a nucleotide sequence which 
S is at least 90% homologous to a nucleotide sequence of Tables 1-4, or a 

complement thereof; 

b) a nucleic acid molecule comprising a fragment of a nucleic acid 
comprising the nucleotide sequence of Tables 1-4, or a complement thereof; and 

c) a nucleic acid molecule comprising the nucleotide sequence of 
1 0 Tables 1 -4, or a complement thereof. 

2. A vector which contains the nucleic acid molecule of claim 1. 



3. A host cell which contains the nucleic acid molecule of claim 1 . 

15 

4. An isolated polypeptide which is encoded by a nucleic acid molecule 
comprising a nucleotide sequence which is at least 90% homologous to a nucleic 
acid comprising a nucleotide sequence of Tables 1-4. 



20 5. An antibody which selectively binds to a polypeptide of claim 4. 

6. A method for producing a polypeptide comprising culturing the host cell 
of claim 3 under conditions in which the nucleic acid molecule is expressed. 

25 7. A method for detecting the presence of a polypeptide of claim 4 in a 

sample comprising: 

a) contacting the sample with a compound which selectively binds to the 
polypeptide; and 

b) determining whether the compound binds to the polypeptide in the 

30 sample to thereby detect the presence of a polypeptide of claim 4 in the sample. 
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8. A kit comprising a compound which selectively binds to the polypeptide 
of claim 4. 



5 9. A method for detecting the presence of a nucleic acid molecule of claim 1 

in a sample comprising: 

a) contacting the sample with a nucleic acid probe or primer which 
selectively hybridizes to the nucleic acid molecule; and 

b) determining whether the nucleic acid probe or primer binds to a nucleic 
10 acid molecule in the sample to thereby detect the presence of a nucleic acid molecule of 

claim 1 in the sample. 

1 0. The method of claim 9, wherein the sample comprises mRNA molecules 
and is contacted with a nucleic acid probe. 

15 

1 1 . The method of claim 9, wherein the sample is isolated from cervical 

tissue. 

12. The method of claim 9, wherein the sample is a tumor sample. 

20 

13. A kit comprising a compound which selectively hybridizes to a nucleic 
acid molecule of claim 1 . 



14. A method of assessing whether a patient is afflicted with cervical cancer 
25 or has a pre-malignant condition, the method comprising comparing: 

a) the level of expression of a marker in a patient sample, wherein the 
marker is selected from the group consisting of the markers listed in Tables 1-4, and 

b) the normal level of expression of the marker in a control non-cervical 

cancer sample, 

30 wherein a significant difference between the level of expression of the 

marker in the patient sample and the normal level is an indication that the patient is 
afflicted with cervical cancer or has a pre-malignant condition. 
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The method of claim 14, wherein the patient has CIN. 



16. The method of claim 14, wherein the patient has SIL. 

5 1 7. The method of claim 14, wherein the marker corresponds to a secreted 

protein. 

1 8. The method of claim 14, wherein the marker corresponds to a transcribed 
polynucleotide or portion thereof, wherein the polynucleotide comprises the marker. 

10 

19. The method of claim 14, wherein the sample comprises cells obtained 
from the patient. 

20. The method of claim 1 9, wherein the sample is a cervical smear. 

15 

21. The method of claim 19, wherein the cells are in a fluid selected from the 
group consisting of a fluid collected by peritoneal rinsing, a fluid collected by uterine 
rinsing, a uterine fluid, a uterine exudate, a pleural fluid, a cystic fluid, and an cervical 
exudate. 

20 

22. The method of claim 14, wherein the level of expression of the marker in 
the sample is assessed by detecting the presence in the sample of a protein 
corresponding to the marker. 

25 23. The method of claim 1 7, wherein the presence of the protein is detected 

using a reagent which speciflcally binds with the protein. 

24. The method of claim 23, wherein the reagent is selected from the group 
consisting of an antibody, an antibody derivative, and an antibody fragment. 

30 
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25. The method of claim 14, wherein the level of expression of the marker in 
the sample is assessed by detecting the presence in the sample of a transcribed 
polynucleotide or portion thereof, wherein the transcribed polynucleotide comprises the 
marker. 

5 

26. The method of claim 25, wherein the transcribed polynucleotide is an 
mRNA. 

27. The method of claim 25, wherein the transcribed polynucleotide is a 

10 cDNA. 

28. The method of claim 25, wherein the step of detecting further comprises 
amplifying the transcribed polynucleotide. 

15 29. The method of claim 14, wherein the level of expression of the marker in 

the sample is assessed by detecting the presence in the sample of a transcribed 
polynucleotide which anneals with the marker or anneals with a portion of a 
polynucleotide wherein the polynucleotide comprises the marker, under stringent 
hybridization conditions. 

20 

30. The method of claim 14, wherein the level of expression of the marker in 
the sample differs from the normal level of expression of the marker in a patient not 
afflicted with cervical cancer by a factor of at least about 2. 

25 31. The method of claim 14, wherein the level of expression of the marker in 

the sample differs from the normal level of expression of the marker in a patient not 
afflicted with cervical cancer by a factor of at least about 5. 
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32. The method of claim 14, comprising comparing: 

a) the level of expression in the sample of each of a plurality of markers 
independently selected from the markers listed in Tables 1-4, and 

b) the normal level of expression of each of the plurality of markers in 
5 samples of the same type obtained from control humans not afflicted with cervical 

cancer, 

wherein the level of expression of more than one of the markers is 
significantly altered, relative to the corresponding normal levels of expression of the 
markers, is an indication that the patient is afflicted with cervical cancer or a pre- 
1 0 malignant condition. 

33. The method of claim 32, wherein the level of expression of each of the 
markers is significantly altered, relative to the corresponding normal levels of 
expression of the markers, is an indication that the patient is afflicted with cervical 

15 cancer. 

34. The method of claim 32, wherein the plurality comprises at least three of 
the markers. 

20 35. The method of claim 32, wherein the plurality comprises at least five of 

the markers. 

36. A method for monitoring the progression of cervical cancer or a pre- 
malignant condition in a patient, the method comprising: 
25 a) detecting in a patient sample at a first point in time, the expression of a 

marker, wherein the marker is selected from the group consisting of the markers listed in 
Tables 1-4; 

b) repeating step a) at a subsequent point in time; and 

c) comparing the level of expression detected in steps a) and b), and 

30 therefrom monitoring the progression of cervical cancer or a pre-malignant condition in 
the patient- 
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37. The method of claim 36, wherein the marker corresponds to a secreted 

protein. 

38. The method of claim 36, wherein marker corresponds to a transcribed 
5 polynucleotide or portion thereof, wherein the polynucleotide comprises the marker. 

39. The method of claim 36» wherein the sample comprises cells obtained 
from the patient. 

10 40. The method of claim 39, wherein the patient sample is a cervical smear. 

41 . The method of claim 39, wherein between the first point in time and the 
subsequent point in time, the patient has undergone surgery to remove a tumor. 

1 5 42. A method of assessing the efficacy of a test compound for inhibiting 

cervical cancer in a patient, the method comprising comparing: 

a) expression of a marker in a first sample obtained from the patient and 

■ 

exposed to the test compound, wherein the marker is selected from the group consisting 
of the markers listed in Tables 1 -4, and 
20 b) expression of the marker in a second sample obtained firom the 

patient, wherein the sample is not exposed to the test compound, 

wherein a significantly lower level of expression of the marker in the first 
sample, relative to the second sample, is an indication that the test compound is 
. efficacious for inhibiting cervical cancer in the patient. 

25 

43. The method of claim 42, wherein the first and second samples are 
portions of a single sample obtained from the patient. 

44. The method of claim 42, wherein the first and second samples are 
30 portions of pooled samples obtained from the patient. 
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45. A method of assessing the efficacy of a therapy for inhibiting cervical 
cancer in a patient, the method comprising comparing: 

a) expression of a marker in the first sample obtained from the patient 
prior to providing at least a portion of the therapy to the patient, wherein the marker is 

5 selected fi-om the group consisting of the markers listed in Tables 1-4, and 

b) expression of the marker in a second sample obtained fi'om the patient 
follovsfing provision of the portion of the therapy, 

wherein a significantly lower level of expression of the marker in the 
second sample, relative to the first sample, is an indication that the therapy is efficacious 
1 0 for inhibiting cervical cancer in the patient. 

46. A method of selecting a composition for inhibiting cervical cancer in a 
patient, the method comprising: 

a) obtaining a seunple comprising cancer cells from the patient; 
15 b) separately exposing aliquots of the sample in the presence of a 

plurality of test compositions; 

c) comparing expression of a marker in each of the aliquots, wherein the 
marker is selected from the group consisting of the markers listed in Tables 1-4; and 

d) selecting one of the test compositions which induces a lower level of 
20 expression of the marker in the aliquot containing that test composition, relative to other 

test compositions. 

47. A method of inhibiting cervical cancer in a patient, the method 
comprising: 

25 a) obtaining a sample comprising cancer cells from the patient; 

b) separately maintaining aliquots of the sample in the presence of a 
plurality of test compositions; 

c) comparing expression of a marker in each of the aliquots, wherein the 
marker is selected from the group consisting of the markers listed in Tables 1-4; and 

30 d) administering to the patient at least one of the test compositions which 

induces a lower level of expression of the marker in the aliquot containing that lest 
composition, relative to other test compositions. 
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48. A kit for assessing whether a patient is afflicted with cervical cancer or a 
pre-malignant condition, the kit comprising reagents for assessing expression of a 
marker selected from the group consisting of the markers listed in Tables 1 -4. 

5 49. A kit for assessing the presence of cervical cancer cells or pre-malignant 

cervical cells or lesions, the kit comprising a nucleic acid probe wherein the probe 
specifically binds with a transcribed polynucleotide corresponding to a marker selected 
from the group consisting of the markers listed in Tables 1 -4. 

1 0 50. A kit for assessing the suitability of each of a plurality of compounds for 

inhibiting cervical cancer in a patient, the kit comprising: 

a) the plurality of compounds; and 

b) a reagent for assessing expression of a marker selected from the group 
consisting of the markers listed in Tables 1 -4. 

15 

51. A method of making an isolated hybridoma which produces an antibody 
useful for assessing whether a patient is afflicted with cervical cancer or a pre-malignant 
condition, the method comprising: 

isolating a protein or protein fragment corresponding to a marker selected 
20 from the group consisting of the markers listed in Tables 1-4; 

immunizing a mammal using the isolated protein or protein fragment; 
isolating splenocytes from the immunized mammal; 
fusing the isolated splenocytes with an immortalized cell line to form 
hybridomas; and 

25 screening individual hybridomas for production of an antibody which 

specifically binds with the protein or protein fragment to isolate the hybridoma. 

52. An antibody produced by a hybridoma made by the method of claim 5 1 . 
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53. A kit for assessing the presence of human cervical cancer cells or pre- 
malignant cervical cells or lesions, the kit comprising an antibody, wherein the antibody 
specifically binds with a protein corresponding to a marker selected from the group 
consisting of the markers listed in Tables 1 -4. 

5 

54. A method of assessing the cervical cell carcinogenic potential of a test 
compound, the method comprising: 

a) maintaining separate aliquots of cervical cells in the presence and 
absence of the test compound; and 
10 b) comparing expression of a marker in each of the aliquots, wherein the 

marker is selected from the group consisting of the markers listed in Tables 1-4, 

wherein a significantly enhanced level of expression of the m£u-ker in the 
aliquot maintained in the presence of the test compound, relative to the aliquot 
maintained in the absence of the test compoimd, is an indication that the test compound 
15 possesses human cervical cell carcinogenic potential. 

55. A kit for assessing the cervical cell carcinogenic potential of a test 
compound, the kit comprising cervical cells and a reagent for assessing expression of a 
marker, wherein the marker is selected from the group consisting of the markers listed in 

20 Tables 1-4. 

56. A method of treating a patient afflicted with cervical cancer, the method 
comprising providing to the patient an antisense oligonucleotide complementary to a 
polynucleotide corresponding to a marker selected fi-om the markers listed in Tables 1-4. 



25 



57. A method of inhibiting cervical cancer in a patient at risk for developing 
cervical cancer, the method comprising inhibiting expression of a gene corresponding to 
a marker selected firom the markers listed in Tables 1-4. 
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Table 1 



Sequence 1 

GCCGAGGTACI 1 1 I I I M I I I I I M I I I M I GGACATACTGAGAGAATTTGGAATTATAT 
GTTATGGTAGAATAAAGATCGAGGTCCATTTTTCTATACATGAAAANTTAAATATTTAG 

T 

TTGGGATTTGAGACTTCGATCTAGGCCTCTGNATTTCTTTCTAG I I I I I i CCCTACCAT 
T 

CTTTAATCGGAGTATCCAAGCCCAATCACCCTGTANCCTATGTCCTAAAGCATCTTGAAT 

TGNTTGNTTCANG Mill NCTTCATGNAGGAGTGTCTTTTGCNCACNCCTCTTAAGCC 
TA 

TCTGGATCCCCACTTCANNCCTCTGAAGGGTTCTGTTAAAANTTCTAACCCTATCTNT 
AT 

NGAATTTGTCCCC 
Sequence 2 

GCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGTC 

CGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCT 

TTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 

GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAG 

CATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGG 

AATCTAACTCAGCGGAATTGTATCCGTACCT 

Sequence 3 

CGGAGAGGAGTCCTTACTTAGAGTNAAGCTGAAGGAGCATCACAACCCCAAAGACTGTTA 

TGTTGTGAAATTTAGGCTGTGTTTTAATAATACTGATGATGATANGATGAAATAGTAAT 

T 

TATTGATTACTATATCTACTATATGTCCGTAAGATAGCAGGGTCTTTATACTCGGAATC 
T 

CATTTGATCCTCATAG I M II ATTGGTGTATTATTATCCTCATTTTACAGATACAGAAAC 

TGAGGCTTCAGAGAGGCTGTGTAATCAAGAGTTTGTATGCCTTTCATCTGAGGAGGTTGA 

GGACAATCCCAAGTTAGAAAAATAAATGTCTTTAGCATTATTTTTCCTTAATGTTTAGAA 

TATTAATAAGTTACTCAGATAATCTATTGGAATTTTCTTCATGGCAGGGGGAAGAGGCTA 

GAGTTG 
G 

Sequence 4 

TACTCAGTTTCCTTATCTATAACATGGGGATAATATTANGTATGCtACATCCGTTGTTA 
T 

GAGGATCAATATCTGTAAAGCTCTTAGAACATGC A I 1 1 I I CTTNTACTAAATGGGNAAGG 

TCTGGCNGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAGGCTGAGGNGGGG 
GCAGTTGGGGAGCGAGGGGTTGTACTACTNCAAtGTAACTTGCTTTCTCAGAAATTNAGG 
CNAAAAGTCTTACTGACCATGTAAAGGAAATCCAACAATTATAAACAGTCTCNTGCCTTT 
AAGGAGCTTATAGTCTAGTTANGAAACCAGACTTAAACATATGAAAAGTTTAAACATTGG 
Sequence 5 

CTCTTTCATTGAAAGGAAATTANGGTTGAACCTCCAGGAGCCCGTCAGAGTCTGAGGAGA 
GGCTGGCTTNATGTCTAGATACGACGACAGCAAGGCTGCTTAGAGCTAACAGCGCATTGC 

CTTTCACTACCGGACTCTCCTTTGCAGCTGCCTTGGTGATCTCATCAGTCAGCATGTC 
TC 

TAACCCAGAGCCAGGCTGTGC I I I I I I I GTACCT 
Sequence 6 

CGCGGTGGCGGCCGCCCGGGCAGGTACCTATGACCATCTTACATTATTTTTATGGGTGGG 

GGGCATTGGCTGTGGAATGTGGGCAGTAACTTGCACAGTCAGTAACCGTNNGAGTAACTG 

GTTGTTGGCATCCCCATTCTGGCACTCCTCCTCTAGGTCTCCACCTCACACGCTGGTTTG 

TGGGCGGAGGGGCAGGTTGGTGCCGTGGGGTGTCCGGGCACTGGCTGTGCATGCCTTCTT 

CCTCTTCTGTCTCTTGGCCACCTTTTCCAAAAAGTCACCAGTGACCAATTCTCCCAGT 
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GT 

TTCTTTGGGACTCAATGCCTTGGGCTTGGCATTGGGTAAAGCCGACTGGCAAGTTTCATT 
CTGACCAAGCTCTATAGTAGTCCGGNGTGGACCTCTTGCCCTCCCTGCTCTGGGGAAAGC 
TTNCTCAGCCTTTGCTTCTTCACrrATTTACTATTTGCGGGGTCCTGGGGGTACCCTC 
GG 

NCGCTCTAGAACTAAGTGGGATCCCCCCCGGGCTGCAAGGAATTCGAATATCAAGCCTTA 

TCGAATCCGTCNAACCTTCGAAGGGGG 
Sequence 7 

GGTGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCTCTCC 

ATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTGAC 

TCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAGTTT 

GGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATC 

ATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGA 

TT 

CCGGCTCAGCATCTTCACGTTCATCTCGGTTGCTCTTC 
Sequence 8 

AGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTAT GTCCG CGAAAC 

CAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGT 

CCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACC 

ATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGA 

GAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAAC 

TCAGCGGAATTGTATCCGTACCTCGGCCGTTCTANACTAGGGGATCCCCCGGCC 

Sequence 9 

GGTGGCGGCCGAGGTACCACATGCACTGATAGCTCTCTTTGTATGAACAGGAGCTGTGGC 

AGGCCCTATGCCAGGGAGAAAGTAAGATTGGAAAAGAGCTTACCAAGGAGGTGGCATTTG 

CACTGTGCTTAAGGGGCAAGAAAAACGTCTTCCAATCAGGAGCCACAAATGCTTGGCTGA 

AGTGCTACTGCTCTTTCATCCTGGAGCTGGAACAGACGTCACCAGTCAATCATGATGGCT 

GCTGGGTGCACTGGCTAACATCTATAATCCCAGCACTTTGTGAGGCTGAGGGTGGGAAGA 

TTGCTTGGGGCCAGGAGTTTGAGACCAGTTTTGGGCAAATTGCAAGACCCTGTCTCTGCA 

AAAAAATATAAAATGTAGCTGAGTGTGGTGGCACCTGTAGACCCAGCCCCAGCTACTCGA 

GAGGCTGAGATGGGAGGATCGCTTGGGCCTAGGAGTTCGAGGCTGCAGTGAGCTATGATT 

GCACCACTGCACTCCAGCCTNGGTGACAGAACANGACCTGTCTNTAAAAANCATTAAATT 

AAATCAAAAAAAAAAAAAAAAAAAAAG 

Sequence 10 

GGTGGCGGCCGAACATCCTGTTTTAACTAGCACAGACAAAACCTATGTGTTACTATCAAA 

ATAAAATTTAGAAAAACAATTTTCTTATAAAATTrrCTGTTTGTATTTGGACT 

CTGGCTTTAAAATTGAGAAATATGCCCTAAAACCATAAGGAAAAAGCCAACAGAAAGAAC 

AAAAAGATCACAGCAATTAGGCCCGTTCTATTCAATTTTGCCATGAGCTAAAAATCACAT 

TCTTCACAAAGTAAATTACCGCCCTGTTTTTTATTCTTAAGCACTAGGGTTAGGATTGT 

G 

ATCTGAGCTTTACTAAATCGGAAAAGAAAATCTCAATTATAGAACATTTAGTTTATTTAT 
ACCTTAATGCCCGGAGAGGTAATATTTTACTTTAAAATGCATAACCCATGTGGACATGCT 
AGGTCTTCCAAAA 
Sequence 1 1 

GGTGGGGCCGGGCCCGGACCCGGNCCAAGACCTACCCGCCGGNGNANTTGGCCTNGGGCC 

CTGGGGTTTCCTCCCNAGGGGAAGCCTTGTAGAATCCACCTNGGAAANCCTTGTNGGGTN 

CCGCTTGCCCCGTNGNATGGNTGGNGTAGGGGAAGGGCAAAGTACGCCTTCAAGAATAGG 

NAAAAAAGGGANGGGGGGGGGGNACCACTCAAGGCCTGGCAAAGGCCAAGTGGGACCAAG 

TGGCCCAAGGGGGCTTCTTGGAATGGTGGNTCTCTCACAAGCTTTGTAANAAAGGTGGTG 

GAAGAACCAAGCCTTGNCCCTTTTGTGGGTCGNGNGACCTTGGAATAAAGGGCGAAAAGG 
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AAGTTTTGGTTTCCCTTGGCCCCCN I I I I I CCCTTNTTTGNTTGGAACCTTTTGGGAAA 
A 

GAAAACCCCCCTTGGGACC IN M I GG I I M I I CCTTTGGCNAAAAAAGGGGGGCACCCC 

TTGGCCAAATTGGATGGTTCCTTGNATTGG i i I I I C CGGTCGGTTTANGGGGCCAATT 
MA 

NAANTTGGTTTGTAAAGGGGAAAG 
Sequence 12 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC M I I I I I GTTTTGTATTTTTAGTAG 
AGATGGGGTTTCACCGTGTTGGCCGGGCTGGTCTTGAACTGTTGATTTCAAGTGATCCGT 
CCACCTCAGCCTCCCAATGTGCTGGGATTACAGGTGTGAGCCACCATGCCTGGCCTTTTT 
C I I I I H I I M I lAAACGAAAAAATGTTTTTAATTGACAAATAAAAATGATGTATATTTA 
TGGTG I I I I I I CTCTnTGCATCATCAGTCTCTTTCTCATCACTGAAACCTACAAATATT 
TTAAAATCTTTCCATTAAAAAAATTTTGCTGATCATTCAACCTCTTCAAATTATTAAG^ 
ATACTTACTTTGTATGAAAAATnTGTCGAGATGTATAATCCA M I M M CTGGGAAG 
Sequence 13 

TTACTTAGGGCGAATTGCGNCCGAGGTACCAGGTGTCATTCCTGCAGCAGGATTTAACAC 

GATGCAGATCTGGCCCCAGTGTGAGCATCTGTGTTAATGGTATCAGACTTAAAGAAGGAA 

AGACCTGATTTGACTGCTGrrGGTTTGGTAGTGTTCCCTGATCCGGAGCCAGTTTTGTGG 

GAGGGAGTCCCAAAGCAGGTTTGAGCTGTGGTAATGACCGAGTTGATCCTAGAAGACAAA 

ACAGTAGAATCGTACCTGCCCG 

Sequence 14 

TGGCGGCCGAGGTACGGTATTCTCTTCAAACAAGAGCAAGCCCATGATGATGCCATTTGG 

TCAGTTGCTTGGGGGACAAACAAGAAGGAAAACTCTGAGACAGTGGTCACAGGCTCCCTA 

GATGACCTGGTGAAGGTCTGGAAATGGCGTGATGAGAGGGTGGACCTGCAGTGGAGTCTG 

GAGGGACATCAGCTGGGAGTGGTGTCTGTGGGACATCAGCCACACCCTGCCCATTGCTGC 

ATCCAGCTCTNTTGATGCTCATATTCGTCTTTGGGACTTGGAAAATGGCAAACAGATAAA 

GTCCATAGATGCAGGACCTGTGGATGCCTGGACTTTGGCCTnTCTCCTGATTCCCAGTN 

TCTGGCCACAGGAACTCATGTCGGGAANGTGAACAl I I I I GGTGTGGAAAGNGGGAAAAA 

GGAA 

Sequence 15 

GCCCCTGCCCGGCTGGTTATGTAACAAACAAAGTCTGTGTCTGTGTGGAGTGTTGCAGGA 

CGAGTGGAAATGACTGTTTCCAAGTTCATGGCAATTCAGAAGGCCCTTCAGCCAGACTGG 

TTCCAGTGCCTCTCCGATGGAGAAGTATCTTGTAAGGAAGCAACTTCCATAAAAAGGGTC 

AGAAAGTCTGTTGACCGATCACTTCTTTTCTTGGATAACTGTCTGCGGCTGCAGGAAGAG 

TCAGAGGTTCTTCAGAAGAGTGTGATCATTGGAGTGATTGAAGGTGGAGATGTGATGGAA 

GAGAGGCTGAGGTCAGCACGAGAGACAGCCAAGCGGCCTGTGGGTGGCTTCTTCTGGATG 

GTTTTCAAGGAAATCCAACA 

Sequence 16 

CGGTGGCGGCCGCCCGGGCAGGACGCGGGAAGAGGTAATTTTAATGCCATTTTCATGGGA 

CACTTGGGAGCTAGATTAGAAGAAGCCAAGACTAGAATCGGGGAGATGAGTTGCAGAGGG 

NNGTGGTGAAGGTCTGAAGGAAGGTAGGAAAAGGTCGGACACATTCCAGACATATTTAGG 

GGTGGAGGTGGTTGGATATGGGGAGTT 

Sequence 17 

TTCGCGGTGGCCCGGCCGCCCGGGCAGGTGACTTTAGTCCTCACTCTGTGGGCAGGGGCA 

TTACAGCATAGGGGTCCCTTTTGTCAGGGATTTATGATGGCATCACACGCAGGATTCAGA 

GAGCATNAATTGAAAAATACATATGATTGGCTGGGCGTGGAGGCTTATGCCTGTAATCCC 

AGCACTTTGGGAGGCTGAGGTGGGTGGATCACGTGAGGTCGGGAGTTCGAGACCAGTCTG 

ACCAACATGGAGAAACCCTTTCTCTACTAAAAATACAAAATTAGCCGGGCGTGGTGGCAC 

ATGCCTGTAATCCCAGCTACTAGGGAGGCTGAGGCAGGAGAATTGCTTGAACC 
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Sequence 18 

TNCCGCGGTGGCGGCCGAGGTACGATTCTACTGTTTTGTCTTCTAGGATCAACTCGGTCA 

TTACCACAGCTCAAACCTGCTTTGGGACTCCCTCCCACAAAACTGGCTCCGGATCAGGGA 

ACACTACCAAACCAACAGCAGTCAAATCAGGTCTTTCCTTCTTTAAGTCTGATACCATT 
A 

ACACAGATGCTCACACTGGGGCCAGATCTGCATCTGTTAAATCCTGCTGCAGGAATGACA 

CCTGGTACCTGCCCG 
Sequence 19 

CCGCGGTGGCGGCCCGCCCGGGCAGGTAC V 1 1 I M N M I 1 I I I M I IAN I I M I I M 
T 

U I I I I I I M I N NCCCCCGGGAGAGGAATTGGGAAGAGCAAATTGCTGCTGAAAATT 
TC 

TACATTGATCCAGACAAACAAGTTAGAGCAGGCTGAAAAAGAACCCTTGGTGTTTTTCTG 
TGTTCAACCAGATCAACTGGAAAAGTATAGATACCTTAATTAGCACTGTGCTCTGNGGGA 
TTCTGGTCAGCCTGGCCCAGTGG I I I M I I CCCCTGAACACNCCTGAAAGGGGAGCTCAT 
AATGACTGCTGTGCAGGTGGGCGGGGAGGGGGCTTCCTATTTGATTTAGNGGCTGATCAA 
TGCCAGTTACCAATTNTNGGTNGCCCCATTTATACATGGNGGAAAAAAAGTACCT 
Sequence 20 

GAGGTACCCA A I INN l A AGTTCTAAGGTAGCTTTCTCAAAGAAAACCATTTCAGGGT 
G 

TCCATTAAAAGAGCATCTGCGAATTG I I I I I GCAGGGACTCCTAATCAGTCAGGAGAAGT 

AGAATGTAAGCAAAGTCACAAACCTCCCGTAAGAATTTGGTTCACCAGGACACAGCTCCT 

CTCTTATGAAGGGATGAGAAGCAGACCCCAAACCCAGTGCCACAGTCTCCCTGGAAACAG 

CAGCAGGCTTGGGGAATGCTTCCAAAAGGCTATGCCATTCAAGGTCTCAGGTTTTTTGGT 

TAAAAATACAACTTAGGCCAACTGCAAGTGGCTCATGCCTGTAATTAATTCCAAC 

Sequence 21 

GTGGCGGCCGAGGTACGATTCTACTGTTTTGTCTTCTAGGATCAACTCGGTCATTACCAC 

AGCTCAAACCTGCTTTGGGACTCCCTCCCACAAAACTGGCTCCGGATCAGGGAACACTAC 

CAAACCAACAGCAGTCAAATCAGGTCTTTCCTTCTTTAAGTCTGATACCATTAACACAGA 

TGCTCACACTGGGGCCAGATCTGCATCTGTTAAATCCTGCTGCAGGAATGACGCCTGGTA 

CCTGCCCG 

Sequence 22 

CGCGGTGGCGGCCGAGGTACAGAGTAGAGAGAGTTCTGCAGGGATGAAGTGGGAGACGTT 

GATAGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAGGACTTTGGATTTTACACCAA 

GTGCAACAGGTAACTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGACAAT 

TTGAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAAGG 

AAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATATGTAATGGTGGCTTGG 
C 

Sequence 23 

CGCGGTGGCGGCCGAGGTACANAGTAGAGAGAGTTCTGCAGGGATGAACGTGGGAGACGT 

TGATATGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAGGACTTTGGATTTTACACC 

AAGTGCAACAGGTAACTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGACA 

ATTTGAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAA 

GGAAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATATGTAATGGTGGCTTGGC 

CCAGGTTGGGGT 

Sequence 24 

CCGCGGTGGCGGCCGAGGTACAAAAAAAGCACANGCCTGGCTCTGGGTTAGAGACATGCT 
GACTGATGAGATCACCAAGGCAGCTGCAAAGGAGAGTCCGGTAGTGAAAGGCAATGCGCT 
GTTAGCTCTAAGCAGCCTTGCTGTCGTCGTATCTAGACATGAAGCCAGCCTCTCCTCAGA 
CTCTGACGGGCTCCTGGAGGTTCAACCTAATTTCCTTTCAATGAAAGAGTGGGTTTCCAT 
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GGTACCTGCCCG 
Sequence 25 

CCGCGGNGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAGAGT 
TTTGTAAACTGAACTTTGTTTTCAGTTCCGGCTCCAGCCATCCTGGGGTNGCTTGCCA 

AT 

AGATGAATCCCACTCGTTTGACCCATGACGCTCCTTCTTTTCATTTCTCCCTCTTTCCC 

C 

ACAGCAGTGCATGTCCACCATACCACCTGAGAGTCTGTGGAATCTAATTTTCTGTTATAC 

TTCTTTCCTTACAC 
Sequence 26 

GCGGTGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCTCT 

CCATCACACGCCCCAGAAAGGACAAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATT 

GACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAG 

TTTGGTAGCATTTAAAGCTCTTATATATTCTGGTGGGACCTCAAAAGGATGTAAAGCAGG 

ATCATAGTTrCTTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCC 

GG 

ATTCCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCrrC 
Sequence 27 

ACGCGGCGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCT 

CTCCATCACACGCCCCANAAAGGACAGTAGCCAGCTTNTCTGGATGCTTTGCCAAGCAAT 

TGACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCA 

GTTTGGTAGCA7TTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAG 

GATCATAGTTTCTTGGAACTCTCTGTAAGNCNCAACTTGGTTATCGCCGGACATAATTGG 

ACCCGGTATTTCCGGCTCAGNCATCTTCACCTTTCATCTAAGGNTTGCATNTTCCGGGCC 

CGNTCTAAGAACTAGTGGGATCCCCCCGGGGCCTGCAGGGAATTCCGATAATCAAAGGCT 

TAATCTGAATACCCGGTCGGACCCTTGGGAGGNGGGGGGGCCCCGGNTACCCCAAGCTTT 

TTTGGTTTCCCTT 

Sequence 28 

CGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTAGTAGCTACATCGT 

TGTTATGAGGATCAATATCTGTAAAGCTCTTAGAACATGCATTTTTGTTCTACTAAATTT 

TAAGGNCTGGCAGGCGCGGTGGCTCACACCTGGNATCCCAGCACTGTGGAAGGCTGAGGT 

GGGGGCAGTGGGGAGCGAGGGGNTGTTACTACTCCAATGTAACTGCTTTCTCAGAAATTA 

AGGCAAAAAGTCTTACTGACCATGTNAAGGAAATCCAACAATTATAAACAGTCTCTGCCT 

TTAAGGAGCTTATAGTCTAGTTAAGAAACCAGACTTAAACATATGAAAAGTTAAACATTG 

GCCAGGCACAGTGGCTCATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAGGAT 

CACCTGAGGTCANGAGTTCGAGACCAGCCTGACCAGCNTGGAGAAACCCCATCTN 

Sequence 29 

GCGGTGGCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTAGTAGCT 

ACATCGTTGTTATGAGGATCAATATCTGTAAAGCTCTTAGAACATGCATTTTTCTTCTA 

C 

TAAATTTTAAGGTCTGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAG 

GCTGAGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACTGCTTTCTC 

AGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGGAAATNCAACAATTATAAACAG 

TCTCT 

Sequence 30 

GGCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTACGTAGCTACAT 

CGTTGTTATGAGGATCAATATCTGTAAAGCTCTTAGAACATGCATTTTTCTTCTACTAA 

A 

TTTTAAGGTCTGGCAGGCGCGGTGGCTCACACCTGGTATCCCAGCACTGTGGAAGGCTGA 
GGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACTGCTTTCTCAGAAA 
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TTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAACAATTATAAACAGTCTCTG 

CCTTTAAGGAGCTTATAGTCTAGTTAAGAAACCAGACTTAAACATATGAAAAGTTAAACA 

TTGGCCAGGCACAGTGGCTCATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAG 

GATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGACCAGCATGGAGAAACCCCATCTTTA 

CTAAAAATACAAAACTAGTTGGGCATGGTGGCGCATGCCTGTGATCCCAGCTACTTGAGA 

GGCTGAGGCGGGAGAATCACTTGAACCCGGGAGGTCGAGCGGCCGCCCGG 

Sequence 31 

CCCGCGGTGGCGGCCGAGGTACTC^GTTTCCTTATCTATAACATGGGGATAATATTAGTA 

GCTACATCGTTGTTATGAGGATCAATATCTGTAAAGCTCTTAGAACATGCATTrrrCTT 

C 

TACTAAATTTTAAGGTCTGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGG 

AAGGCTGAGGTGGGGGCAGTGGGGAGCGAGGGGTTGITACTACTCCAATGTAACTGCTTT 

CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAACAATTATAAAC 

AGTCTCTGCCTTTAAGGAGCTTTATAGTCTAGTTAAGAAA 

Sequence 32 

GCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATGGCAGTTCATATC 

ATGATGTTACTTTGATTCTCTGACCAAACTGGCCTGTGAGCACCCTGGGCCTTTCTTC 

CT 

CTGTCAAAGGCCTTAAGACAGGTTTACCCTGTAGCCAGGTCTGGAAGACAGAGCTGGGTT 

AAAGCTGGGTGG6AGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGAAAAGGATGTA 

ACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTGGCTGCCAAA 

CCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACTCAAGTGGGAAG 

GGGAGTGGGCTGTAAAATAGTTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGATGTGT 

AGAAAGGTAACAGTCAACAGTTCTCCTAACAAGACAGCTTCAAAGCAGCAGCTATAGTGG 

AGCATTCCTGAGGCCTGCTGCAGATCAAAGCATGAATGTGCAGACTGGTCCTCTTGCCCA 

GCGTTTCTTTC 

Sequence 33 

CCGCGGTGGCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATGGCAG 

TTCATATCATGATGTTACTTTGATTCTCTGACCAAACTGGCCTGTGAGCACCCTGGGC 

CT 

TrCTTCCTCTGTCAAAGGCCrrAAGACAGGTTTACCCTGTAGCCAGGCTCTGGAAGACAG 

AGCTGGGTTAAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGAA 

AAGGATGTAACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTG 

GCTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACTCA 

AGTGGGAAGGGGGAGTGGGCTT 

Sequence 34 

GCGGCCGAGGTACCAGTTAAAGTCTTCTAGCCTGTATCCCCACTCCTTTTTGCCACTTGC 
AAArrCGGTAGCCCAGTTACCCAGAGGGAGGCATAGGAGGGAAAACGAAGACTGAAAAGG 
GCTAATATGAGTrTTGTCTCTTACAATTTATCTGCATCTTATCCrrCCCCCACCCCCCA 
T 

CATTAAATCATTAAACATTCTATCCAAATAGGATGCCCTTCTGTGGAACTGCATATTTG 
G 

AAACCATACTGCCTGTTTAACTTATGCACTCCACTGGGAACTTACAGTATCTGTTTCCC 
A 

CAATACTTGCAGTCATATCAGTTACAACCGCTGGGTGTGTATTGGrrCAAAAGGACCTAC 
CTAC AAGGTrATATCAATCCATTGTCCAATTTGAGAG A I I 11 I I CTGAATCCAGTTAAA 
A 

TAA I r F I I GGCTACACCTGGGGAC ACrrCCCAGGACAACAATGACTTGTAGTCTAGTGCC 

CAAGAAAGCCAAAAAGGCCCGGCAAC 
Sequence 35 

GGTGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCTCTCC 
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ATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTGAC 

TCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAGTTT 

GGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATC 

ATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGA 

TT 

CCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 
Sequence 36 

CATNTGTGTTTTATTGTGAAGGGTCCTCAACTGTGTGGCTGATTCAGGCTGTCCCCACTG 

CAATGTAGGGAGAGGAGAGAAAGGGATGAAAGTGAAGGCAGGGGGGGGGATGTTTGTTNC 

ACCGGGGTGAACTTCTGCCTGAGCAAGNTGATGTTGGCTTCCGANNGTATTTGGGACACT 

TTCTTTCAATACATNTNTTATTTAAGCACTTTATTCTGTGNCTGCTGCCCTG 

G 

Sequence 37 

CCGCGGTGGCGGCCGCCCGGGCAGG"^ACGCGGGGGCAACATGGCGGCCTTAGCAAGCTAT 

AGCTGCGAGATTTGAATTACTCCAGTCGTAGCTATTGCATTCCTGACGATGGCCTCTGTG 

GCTTCGTGCGATTCGCGTCCGAGCTCAGACGAGCTCCCTGGAGACCCCTCTTCACAAGAA 

GAAGATGAGGACTATGATTTTGAAGATCGGGTCAGCGACTCGGGTTCATATTCCTCAGCG 

AGTAGCGATTATGATGATCTTGAGCCTGAATGGCTGGACAGTGTGCAGAAAAATGGAGAG 

CTGTTTTATTTGGAATTGAGTGAGGATGAAGAAGAAAGCCTCCTTCCTGAGACACCAACT 

GTGAACCATGTCAGGTTCAGTGAAAATGAGATTATCATTG 

Sequence 38 

CCGCCGAGGTACTTAAG 1 1 I 1 1 CTTCAGTTACAGCTACCATGTGAAAATAATTCTCTGC 

T 

TATCAAGTrrACAACTTTAGAATTTCCTGTTTTAAAGTTTTCTCATr^ 

GTCATCTTCTTTTTGCCAAACGCTATAGTAGCACATTAAAAGGAGACTGATGTGAAATCA 

ACTCTGTGCAAAAAGTATTGGGTGCTTTGGTAGAAGTCTATACAGAAGACACTGGAGACA 

CAAAAATGAATTTTGTCCAGGTGAGTTGATGTCAGAAAAGGCTTAATAATGGAGATGAGG 

CCGGGCATGGTGGTTCACACCTGTAATCCCACCTGTTTGGGAGGCTGAGGCAGGTAGATC 

ACTTGAGACCAGGAGTTTGAGACCAGCCCAGCCAACATGGAGAATCCTGTCTCCACTTTT 

.NAAAANTNAAAAANATNNGGTTCCTGCCCGGGCGGGCGCTTAGAACTAGTGGGATCCCCC 

GGGCTGCANGAATTTCGATATCA 

Sequence 39 

TCCCCGCGGTGGCGGCCGCCCGGGCTGGTACGCGGGAAAGCAAAACGACAAGCACGCCCT 

GAGCAGAGCCCCGGGAATTCAACCTTTAAGTGGATAACTTGGCTTCTGGTTTGCCAAGGA 

ACCAGGGCATCAAACAGATGAAACAGCCTATTGTCCATTTCAACAGGATTTTTCAGGAGT 

GGGGATGATCTTTCAAATTATCCACAACTTAArrATTTAATATTTTGATAGTCAATT^ 

TAAGACACGGCATCGTCACTGACCAATCAGAAGAGATGCCAGTAGTTGGGCGCAGTGGCA 

GCACTTTGGGAGGCTGAGTGGACAGATCACCTGGGGTCAGGAGTTCGAGACCAGCCTGGC 

CTACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATGAGCCAGGCATGGTGGGCAC 

CTGTAATCCGAGCTACTTGACAGAGTGAGCCTCTGTCTCAAAAAAAAAAAAAAAAA 

Sequence 40 

GCCTCCCCGCGGTGGCGGCCGAGGTACAGTTTAGAAAACTGTGGGGCTGAGTCCTCGGGG 

CCGTGGGGCGCAGCGTGGCTGATCACCATCATAACGGGCCTATGGGGATACATTCTCTTA 

GACATTrrGAAGTAATTAATGCTCTCGTTAGTGATTAAGTCTGTGAAGTAGTCCTTTGC 

A 

TAATCAAATCCATGCTTTTCTTTGATGCCATTGCGACAAACAGTGTAATTATAGAAGCG 
A 

GAATTCTTGATTAATCCAAGCCATTCTCGCCACCCAGGGGGGATGTAGCTGCCATTATAT 

TCATTGAGGTATTTTCCAAAAAAGGCTGTTCTGTAGCCAGTGTTGTTAAGATATACAGCA 

AAAGTCCGAGGCTCATGCATGGCCTGGCACGAGGGGGAAGAGCAGTTCTCGTTGTTGGTG 
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TAGACATTGTGATTGTGCACATACTTNCCGGTGAGCATGGAGGACCGTGACGGGCAGCAC 

ATGGGGTGTAGTCACAAAGGCATTGATGAAGGTGGCCCCCCATGTT 

Sequence 41 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACACGTGCACATTGTGCAGGTTAGTTACATAT 

GTATACATGAGCCATGCTGGTGCGCTGCACCATGGCACATGCATATCTATGTAACAAACT 

TGCATGTTCTGCACATGTATCACAGAACTTAAAGTGTAATAAAAAAAGAAAGAAAAACAG 

CATGCAATTCAGCCCACACAAAAAAAAGAAGTCAAAGACAGCGAGAATTCTTAAAACAGC 

AATAAAAAGTATAAAGTCACTCTAAAGGAATCCCCGTTAGATTAACAACACATTTCTTAA 

GAGAAATCTAACAGGCCAGGAGAGAATGGGATGACATATTCAAAGTGTTAAAGGGGGGGA 

AAAAACTCCACTCAAGACTACACCCAGAAAAGCTATCTTTCAGAAATGGAGATAAAAACA 

TCTTTCCCAGACAAAGAAAAACTAAGAGAATTTACTACCACTCACCAGCCTTACCAAAAA 

A 

Sequence 42 

NTTGGAGCTCCCCGCGGTGGCGGCCGGAGAGCAACCGAGATGAAGGTGAAGATGCTGAGC 

CGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAAC 

TATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGC 

T 

ACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGAT 
GGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGT 
GATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTACCT 
Sequence 43 

ATTGGAGCTCCCCGCGGTGGCGGCCGGAGAGCAACCGAGATGAAGGTGAAGATGCTGAGC 

CGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAG7TCCAAGAAAC 

TATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGC 

T 

ACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGAT 
GGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGT 
GATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTACCT 
Sequence 44 

GGCGGCCGCCGGGGCAGGTAC I I I I M I I I I I I I I I I I I M I 1 I I I I CTACTCTGGAAG 
C 

TGAGGNGGAAGGATTGCTTGAGCCCAGGAGTTTGAGGCTGCAGTGAGCTATGATCACAAC 

ACTGCACTCAAGCCTGGGCAACAGAGCAAGACCCTGACTGTAAAAAAA I I 11 I I I ACATT 

AA I I M I AAAAGTGAGG I I 11 I ACCTGATGATTGNGTAGGTTTCTCCTAGCTCCAAAGT 

A 

TCCGGCTCCTACGACTCTAAATATAACCTTCAAGGAAAGNGGAGCTGGTTTACTCTTTTC 

TGATAATATCAAGCCATTCCTGGCTGGGCGTGGNGGCTCATGCCTATAATCCCAGCACTT 

TGGGAGGCCCCGCGTACCT 

Sequence 45 

GGGNGGCTCCCACCGCGGTAGGCNGGCCGCCCGGGCCAGGTACGCGGGNAATTCAAGGAT 

GGGATrAAAGGATTTAAACCGTTTAGGACCCTAAAAGCATAAAAACCCCTTAGAAAGGAA 

AATCTTAGGGCAATACCCATTGGAGGGACCTTAGGGCCTTGGGACCAAAGGACTTTCATG 

GACTTAAAAACCACCCCAAAAGGCAATTGGGCAANCCAAAANGCCCCAAAATTAGGNCCA 

AATNGGGGATTCTTAACCTTAAAACTTTAAAGGAGGCTTTNTTGGCCCCAGGCCAAAANG 

GAAAACTTTCCCCTTCNAGANGGNGGGACCCNGGGCCANCCCTTTCCNGGGAATNGGGGG 

GGGAAAAATTT 
Sequence 46 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACTCGGGAGATCGTGCCACTGCCCTCCAGCCTG 

AGAGAAAGAAACTCTGTCTCTAAAAAAAAAAAGAAAGAAAGATGTCAGTGCTATTTATAG 

TAATACAAAAATTTAATGTAATTTTTGTCAAAATCTCAATGGTATATTTTTGCAGATT^ 
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TCAAATTATATATATATGATTTATAAATTATTGTTATAGATTCCTGGAAAGTTAATCCAT 

CTCACCATTACATAATACCAATCTCTCTCGGCCGGGCGCAGTGGCTCACGCCTGTAGTCT 

CAGCACTTTGGGAGTCCGAGGCGGGTGAATCATGAGGTCCAGAGATCGAGACCATCCTGG 

CCAACAAGGTGAAACCCCATCTCTACTAAAAAT 

Sequence 47 

CTAACCTCACATTTAATTGCGTTTGCGCTCACTGCCCCGCTTTTCCAGTCGGGGAAACCT 
TGTTCGTGCCAGCNTGCAATTTAATNGAATCGGGCCCAACNGCCGCCGGGGGGAGGAGGG 
CCGGG I 1 1 I IGGCGGTArrGGGGGCGCCTTCTTTCCCGCTTTCCTTTCGCCTCACTT 
GAA 

CTTCGCCTNCCGCCTTCGGGGTCC 
Sequence 48 

CGCGGTGGCGGCCGCCCGGCCNAGGTACAAGNGACAATGCTGGATGCCAAGCAGNTCCCC 
CCTACCGTCTCACTGCCCCTCAAGACTTCAAGGCCACTCTCCCCATAAACATCATGACTA 
CAGATTTAGGTGGAAGAGCAGCCATGT7TGAAGGGCACATGTGATGAGTGGGGGGCAGCA 
AGATGCCATTTCTGCATCTCCCAGAAGGGATGAGTCTTTGTCCCGATGCAAGCCCCCTCT 

TCGTTGGGCTCCCAGCAGTGCTTNCCTNCTCCACCCTGCACTTCATTTNGTTCTTTGG 
CC 

CCCNAACTTTT 
Sequence 49 

GCGGCCGAGGTACAACTAATGGAGCTCAGAAGCTGTCAAGGATATAAGCAGTGCAACCCA 

AGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTATGACCTACACAGAGGA 

CAGTTATGGGATGGATGGGAAGGTTAATCAGCCCCGTCTCACTGCAGACATCAACTGGCA 

AGGCCTAGAGGAGCTACACAGTGTGAATGAAAACATCTATGAGTACCTGCCCGGGCGGCC 

GGCTCTAGAACTAGTGGATCCCCGG 

Sequence 50 

GGCGGCCGGANGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCCGGAATCCGGACAATT 

ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTAC 

ATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAG 

TATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGG 

CAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAA 

TTTGGAATCTAACTCAGCGGAATTGTATCCCGTACC 
T 

Sequence 51 

NGGCGGCCGAGGTACCTCAGCATATATTGGAAGTGTTTTAGAGTTGGTGAGTTCCCCGTG 

CCTTCCAGAACTGAACGCTAGGAGGAGCAGNCAGNGAGGACAGACGTCTATGCAGAAACA 

TGGNGAACCTCTGGAAATGACACACTCTCCGGGCNCAGGGGGCCATrCGTCCATCTTTGA 

GGTGGACTAATCATGGAGATTCTNGCAGGGCCGGCTGCTATCTCAGATTTTCTAATCGGA 

GAAGGAGAGAGATCAACTTCCATCGACTCCAGTCTGTCGGGGGCTGATGAGTGAGGTGGC 

AGCAGGCATCCGCGTGGTTTTGTTGAAACTGGAGl I I I I ATTGTGCTGAAAGCTGTTT 

GT 

TGTGATGATCTCATACTTTGNAGTTGNTCTATCTGCANCACTGACTTTC 
Sequence 52 

TCGTTNGAAGCCCCCCCGCGGTGGCGGCCGAGGAC I I M I I I I I M I M I I U I I I GG 
CA 

TTCTGAAAATTCATGAGGCTGTGTTTTAGGTGAGGCTATTTCTTCATTCACTGAACNG 

GG 

CACCCAACAGGCTCTTAATATGAAGACTTGGGCCCTTCCTGAGTTCTAGAAAAGCATTTT 

TACTAGTTCTTCAGTAATTTCCCCTCCCCTTCATTCTCTGTTCTCTTTTCCTCGGACTC 
C 

AATTGGATCTTGGGCCTCTAAGTATAGGCAAGATCATGTTTCTAAAAAGGTTCTTAGAGG 
GAGGGAGTTCCTGGGAGTGTTATGTGGGGTGGTGCANAAGGTGCTAACAGGTGGNTTTNT 
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CTTTAGGATGAGCAGGTGG 
Sequence 53 

GTGAAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAG 

AGAGTTCCNNGAAACTATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATA 

AGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTG 

GATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGGTACTGTC 

CTTTCTGGGGCCGTGTGATGGAGAGGTTAGAAATTTGGAATCTAACTCAAGCCGGAAATT 

GTAATCACGTACCTCGGCCCGCTCTAAGAACTAGTGGGATCCCCCGGNGCTGCAGGGAAA 

TTCCGATATCAAGGCTTTATCGATACCGGTCNACCCTNGAGGGGGGGGCCCCCGGGTACC 

CCAANCI I I I IGG 

Sequence 54 

CCCCCCGCGGGGCGGCCGAGGTACACTGGGAAAATGAAGAACTTAACTACATAAAAATAG 
AGGGACAGTC^VAAAGTTCACAGGGGGGAAATCAAGTTAAATTCAGAGCTGGATTTAGATG 
ATGCCATTCTAGAGAAGTTTGCTTTCTCCAATGCTCTATGCCTTTCTGTAAAACTGGCA 
A 

TTTGGGAAGCATCACTGGATAAATTTTATTGAATCTATTCAAGNCAATTCCTGAGGCTT 
T 

AAAAGCTGGGAAGAAAGTGAAACTATCTCATGAAGAAGTTATGCAGAAAATCGGTGAACT 

CTTTGCTCTAAGGCACCGTATAAACTTTGAAGTTCAGGACCTTCCTGATTACTCCTGA 

TT 

TCTTACTGGGGACAGGAGAAAACCNNGGGAAGGGACTTTACCGATAAAAACCGTGGTCAA 
ATTCCTTTAGCCATTTGGCCCCGAAAGANGTTAAGGGTCCAATGAAATTGAAA 
Sequence 55 

TAGCAGGAGCCCGAGGAGTCTGAGCGGNGGGACCCTCATGTCCATGCCTGTTGTCCCTGG 

ACNTGAAGACCTGAACTCCCCCCGCGTACTCTCGGCCCGNTTCTTAGGAACNTAGGTGGG 

ATTCCCCCGGGCCTGCTAGGGGAATTTCCGAATATTCAAAGGCTTAATTCGAATACCCCG 

GTCCGAACNCTTCGNAGGGGGGGGGGGGCCCCCGNNTTACCCCAAGC 

Sequence 56 

GCGGCCGAAGAGCACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGT 

CCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCC 

TTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATT 

TGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAA 

GCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTG 

GAATCTAACTCAGCGGAATTGTATCCGTACCT 

Sequence 57 

CAGGGAATGGGNGGNGGCTNCACCTGGGGANNCCTGAGGCCCGTGTTTGTGGAAGATGTA 
GATTCCTTCATGAAACAGNCTGGNAATGACGACTGCNGATACAGTATTAAAGAAGACTGG 
ATGAACAGTACCT 
Sequence 58 

CGGCCGCCGGGCAGGTACGCGGGCTATTGTGATTCCCAGTGACCCATAGAACAGGATTTC 

ACTAGTCCTATGACATGTGACTGGGCTTGGGAAGTTCNCGTGTCAGNTCCAAAAATCCTA 

AGGTGGGATGTTCGCTTTGTGAAGCAAATTAATTACACAACCAAATATTGCCACATTCT 

T 

GAGGTCTATTGACACAATGGGAACTTCAACCCCTACTTAGCTTAGCAI I N I M I I ICA 
A 

GAGTGAAAAGTGGTCCACGTAGAGGACAATATAATTTAAGTAAAGGAAGATTAAAACATA 

TTTTTATCCATTTCTTATGGTGGNNNNATTACATGTTTTAGATTTGAGGTCCCCCTCTC 

A 

GGAAAACCCTTTCAACTTCGTATTATTCACTCCTGAGTAGTATGGGGGTAGAAAAATGAG 

TGGGAAATCAGTTTGGTCCACTATTTTCCCGAGTCTTTCTTGCACTTGCAAATACTTTC 

A 
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TCAAATATTTrACCAAAAAtTCTCANGCNCCTGTTTACCAGGATGGTGGTATCACNATC 
A 

GGGCTCAAACCAAAGNTTACAGGAAATTCTNTTGGNGGGTTTTTTATCCTGGGACNATTC 

TAAATTTTAAAAAACCTAAAAAAGGTTATTTATTTCTTCNCNAATTTATTCANN 

TTTAAA 

Sequence 59 

CACGCGGGAAAGATCAGTTGNTrrACCTTGGCATTCAAAGACTTTTCTTTGACTCCCATG 

GTTCTCAAAGCGTGATCCTGGTCCACCACCATCAGCATGGNNGGNGGGAACGTGTTAGCA 

CTGCAAATTCTCATTCCTCCCTAATTTTCTGAATCANAAATTACGGAGGTGGAGCCCAGC 

AATCTGTTrTAACCAAACTTCCACATAATTCTAATTAATTTATGCTTTGGAGAACNCG 
T 

GATCTAGTTTGTCCCTCTCATTTTGCAGGCAAAGAATTGAATTCTAGAGAGGTTAATTG 
A 

CCTTGTCCAGTCATACAGCTAGGGTCTGTTTTCTATTATTTATTTATTTATTTAI I I I (A 

TTTTATTCACTTTACCCCCCAGGTATTCATAGNTITCTTTCTAAATACTCC^ 

CTTGACTTTTTACAAGTTTGTAATTACCAAATAAAGTCTAAAGATGGGGAAAGGT^ 

GAAAACTTTATAGAGAACATGAGATTTTGACTGAACCAGTNAACATTAAGTAGAGAGNAA 

AAAGAAAGGGGTGTTCTAAAGCAGTAGGGACCACAGTGAATAAAGGGAGAAGATAGGGAA 

GNTTTAAAAAAAA 

Sequence 60 

ACATCCTTTTGAGGTCCC^CGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACG 

AGTATTTGCAAAACCATTCCTTGCTTCGGTGGATGGTCACCGNGATGGAGTCAATTGCTT 

GGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAG6TTAG 

AATTTGGAATCTAACTCAGCGGAATTGTATCCGTACCT 

Sequence 61 

TCCACTCCCGCGGTGGCGGCCGAGGTACACGTTACTGTTCCGTCGTATTTTGTAGTGTCT 

GTTCTGCCCTTTGGAACATCTNTTCGGTGTTCCTGTGGGATGTCTCTACTGCATTNTA 

CT 

TTATGTAATAATCTGTTCAATAAATAATT7TTAAAAGGAGACAACAACGCCGCAGGTGAT 

CTGGAGGCTCCTGGAGGACCTCAGCGACTCAGGTCCAGTCCAAGGAGGGCCGCAGATCAG 

GCTGAAGGATGGATCCACATGTTTAGAGGAGATCGAGAAATGCAGAAGAGAGATGCAGCA 

GAGAAATGCCACAGAAAGGGGAGCTGGAGAGAATCAAAGCATGAGAGGAATTCAACCTGC 

TGTCACTGGAAGGGGTCCAGATGGAACGCTTGAGAAGAAACGTGTGTAGCATCTAGGAGT 

AAAGACTCGCCCTGGCTGACAGCTAGTAAGGAAATGGGAACCTCANTGCTGCAGCCTCAA 

AGAATTGACTTTAA 

Sequence 62 

TGGCGGCCGCCCGGGCAGGTACAATGATGGCTGTCAACTTCGTTTGTTTAAAAAAAGACA 
ATTTGAGCAGGACGACCCTCTCCAATCTGGGTAGCATGGTrAGCCTGTGCAGTAACAACG 
TAGGCTCGGAGGATGGGTACCT 
Sequence 63 

TGAGTGAGCCTAACTCACATTTAArrTGCGTTTGGCGCCTCACTGCCCGCTTTTCCAG 
TT 

CNGGGGAAACNCTGTTCGTTGCCCAGNCTGCATTTAATGGAAATCCGGCCAACGGCGCCG 

GNGGNAGGAGGGCGGGTTTTGCCGTATTTGGGGCGGCTCTTTCCCGCCTTCCTTCGGCCT 

TCAACTTGACTTCGGCTTGCNCCTTCGGGGTCNGTTTTCTGGCTTGCCGGGTCGAGNCCG 

GGNTATTCAANCCTTCAACTTCNAAAGGGGCCGGGGNAATTACCGGGTTTAATTCCCAAC 

CAGGAAATTNAAGGGGGGGAATAAACCGCCNAGGGAAAAAGGAAAACANTTGTTGGAAGC 

CAAAAAA 

Sequence 64 

GGGCGNTGGGCTGGAGGAGNGGAGCGGCNNCAGNAGGGGGGCGCCGGCCNCCCCAGCAGA 



Page n of 22 1 



wo 01/42467 



12 



PCTAJSOO/33312 



Table 1 



NGNCTCCAGCAGCAGNNGNANCTCTGAGGCTCCANCNCCCACAGCACCGAACAGNGGGNN 

CCAGCNNCCACCAGGGGACCCNGGANCCCGGGCGACGGCNGANCCAACNCNGAAGGAGNC 

NNAAACCTNNNCNNTTGAGCGGNGGNNCNCNCCCGCGACCCCGAGCAAAAGGAAGCCCAG 

CNGGAGGGGCGGNGGANNGACGCCCNCGGGGGGCACAAACAACCNNCNAAAGGAAGAANN 

NGCCACCCACCAANCCNNANCAANACAACAAANGAANCAANACAAACANAACCCAAAAAC 

GAGNAAAAAAAAAA 

Sequence 65 

AC CI I I I M I I I 1 1 M m I I I G GAGGAGATGGACAGTGTCAGTCTCCTGATANGGNGG 
T 

GATGGGTAGGTAATTTAAAAGCTTCTATTATAAAATCTAGTCTCTCTGACACTGCCCTG 
T 

CCACTGCAGTCACATCTCCCAATACTGAAGGATCCTGAGAATACCGAGCNGGTCATGACA 
CTTACTCACGTCATTCACCAN I I I M 1 I GNACCTGCCCG 
Sequence 66 

GCGGTGGCGGTNTCCCGGGCAGGCCACGCGGAAATCCCCTAACTTCCTTGCTATCTTCCC 

ATCCCATATTTAGGTTAGATAGAGAAGTGTGTATGTGTGTGTGTGTGTGTGTTGCTCGCA 

CAGTGATGAACTGTAAACATAAATGAAGATATGGAAAAATACATCAATTAGGACAACATG 

ACAATTrCATTAGACTCCTATCAAAGAGTATCAGTTCACAGTTNNTNTAGATACTAGTA 

T 

AAAATTCAGATCTTGACTGTTTTCTGGGGATAAAGCANGGCTTTACAATTTAGCAGTNTG 
NAGCTAGCTTGAAACAGTAAAACAACAACAGCAGAGCCTTAAGTGTATTTTTGTGACCTA 
AAACATGAACTCAGGGTTTCCAAATTCCTAACAA 
Sequence 67 

AGGTACTTGAAGGATAAGAAATTACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTT 

CCAGACCTGTGGCTCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTAC 

TCAGTGTGCTTAGACCAAAGGAAACCACCACAGGGATTTCACAGGC 

Sequence 68 

GGATAAGAAATTACTGTGTCAAATTACCCACAAGTTNTTTGCCCATGTTCCAGACCTGTG 
GCTCTTAGTATCAGGCTTGNGATAGAGAAAAGGCTGCTATGAATTCTACTCAGTGTGCTT 
AGACCAAAGGAAACCACCACAGGGATTTCACAGGC 
Sequence 69 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCCATTTCATCTTGCACCCGCAATAC 

CAGGGATTGTTGCGAAGAATCAGTTGTGTTATATTGTCCAAATCATCAAAGATACCCTGA 

GGTAAATTACTTAGGTTATTATTGGACATATCCAGTCGATAGAGCTGCCTTAGATAAGAA 

AAAGCATTTGGGGGCACCCGATTGATGTGGTTATCTTGAAGATAAAGCTTCCTCAGGTTT 

GTGCCTGGAAGGTTTACTGGTGCAGCAGTCAGGGAATTCCGCACCAGGGACAGCTCTGTC 

AAATTAACTAGGTTGAAGAAAACTTTGTCACCTAAACCATGATTGTTCAACAGGTTTCCA 

TCTAGAACCAGGCGTTTTAGACTAGTGAGACCTTGAAGAGATGGTGATGAAATAGTGGAT 

ATGCGATTATCATCCAAGCGTAGTTCTTCTATAGTCCTGGGCAAACCCCAGGGAATTGTG 

CTAAGGTGATTACGGGACAGGAAAAGCAGTCGGAGATAGTTGCTGTCTCGGAATGCTCCC 

TCTTNTATGCTAACTGCAGAGACAGAGTTGNCATCTAAATGTAATTCTTCCAGATAGG 

Sequence 70 

NATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGAATAAAAGGCTTTGGTTTCTCTG 
ATGTCTTCCAATCAATCACACAGAGCTTGCCCTGATACTCAGCCACACAGTCCAGCAGAC 
CTATATAGTTTAAGGTTTCATGTTGAACAGCACTTTCAAGAGCTCGCACTCCACTGAC 
AT 

CTTTCAGAATATGCTGGACACTTTCAATGTAACCAGACTTGAGGAGATTTTCATCTCTC 
T 

CTrTTAAGGTTTCCTGGGGTGAAAGTATGCTTTCCAAGGCrrCGTGGAACCGTrrCCC 
TT 
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GTAAAAAGACGTTTGAAGTGTATTCTTTAAAGCCATCTTCTCCCAGTTCCAGAATCATC 
C 

CGCTGTTTCCACCTCTCCAACAAAGAAAACCTGTTGTTTTGGTCATGGTCTGCTGAAGGA 

CTCGGGTCACACTTGGTATCACATTCCTTTGCAAGGGGATnrCAAA 

Sequence 71 

AGGTACTTGAAGGATAAGAAATTACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTT 
CCAGACCTGTGGCTCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTAC 
TCAGTGTGCTTAGACCAAAGGAAACCACCACAGGGATTTCACAGGC 
Sequence 72 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATATATCATTTATTCAAGAGGCAGA 

TTTTAAACGTTTTTGTAAAAAGCTAAATAACACCCAGAGTGACTCAAAAAATTTCTCAA 
C 

TTTGCCCAAGTGAATAGTAAGTCTAGAG I I I I I I GGG 11 11 I I I I I I GTGACAGAGTTT 
C 

TCTCTGCCGCCCAGGCTGGAGTGCAGTGGCGATCTTGGCTCACTGCAACCCCTGCCCG 
Sequence 73 

GGCGGTTNTGGGGGGCAACACCGANCCGCAGAGNCACACTNGCAACAAAAGGNACTTNTT 

TGGGGGGGGGAAAAACCCCGGCCCCNCCNGNCCAGCNGGACCATCNATTTNNTCCNCCNC 

CNCGGAGCNGCNCCCNAAAAAGCNCANAACAGNAGAGANCAGNNGNCNCNGGNNGCAAAN 

CNAACANANANNCANGCAANGGAGGNGNANCNCCATGCTTTTTNGNNGGGGGGGGNNGCG 

CNACGCNCCCNNGAAGAAAAAAACGCCNCAGNAACGGGGGGGGGGNAGGACCCAGCCNGG 

GCGGNCGCNCNAGAACCAAGNGGAACCCCCCGGGCCNGCAGGAAANCCGAAANCAAGNCN 

NANNGAAACCCGNNNAACCNAGANGGGGGGGGNCC 

Sequence 74 

CCGCGGTGGCGGCCGCCGGGCAGGTACCTTGTGAGAAGAGGAAGAAGGTGATAAGAACTA 

AGATCAGAGCATAGTAGAGAAAGTAGCCCTGTAAACAGAGGAGAAGCAGAAAGAGAGAGG 

GGAGGACAGAGCTTTTATTTTGCTCCAGGTTAAAAAGAAAAAAAAAGCACATTCAACTCT 

ATGTAGTGTCTGTCCCAGGTCCTAGAACTGGAATAGACCAACCAAGCCCAACCCTTCTTA 

AAAGTAAGACTNGGTGCTTCCTGATTATATATTCAACTGCCTGGAAGCATGCAAGTAAAA 

TTTCCTTGATGGCATTTCTAAGTTrCAAACATATTCTTNCTAACAAATGCATTTACAAAA 

AAATATTAGGGATTGNGG I I H I I I GGTTNGGACTTTAAAAAAAAATTGTTTTNAAANC 

C 

ATAATTGGGGGCCCTACCCCAAAATGGATTCTTCTCCCCTACAGGTGGAGGGTTTCATTT 
TTTC 

Sequence 75 

GCGGCCGAGGTACGCGGGGAGGCGTTGTGGGAGGAGGTGCGGGGAGAGAGGAAGGGGCCT 

GTGCACTGAGCNGGCATCAAACTATTAGTGGATGGCCTTGCGTCTCAATCTGCAGTAAAN 

AGGAAACTAATCTGAAAGGGAANGANAGGACTGTGTGNCTTTTTATTTTTTAAAATACGG 

AGTGTGCANTTTTACTGAATCTTGAATCATGCCC 

Sequence 76 

CTTGGCCCTTGGNTCGGGGGCCNTTTNCCCCCCCAAGGGATGGGGNCCCNTGGNGTANGT 

GTTNGNGGGCCCAAATANGAGCGGANAGGTTAAAANCNAAGTAACNAACGACCGTAATCG 

TTGTAGTTCCAAATGGGGAAATTGGGGTNTTTTCGGGNGGAACCTTAAGAAAGNGGCCTT 

CCAAAATTGGNGGTTNGGGGGGAAAGGAAAGGAATTCCCCCCTTGGCCAANAAAAAACNC 

CCACNCCAAACCCCCAAGGAAAACCGGTTGGGGN I I I I M GGGCCCCNTNGGAAAGGGGC 

NTNGTTCATACCTTGGGNANGGAAGGNAAAAAATGGAATTTTCTTGGGGGGGGGGCTTTG 

GTTCTTTTAATTGNAAAAAAANATTNAATTAACGGACCCATTTTTNCTTCNAACNAA^ 

AAAAGGCCCCCCACGTTNNTTCAATTCCATCCCCCAATTTTTTNTCCCCTNCCCCTTTT 
T 

TTANCCCC I I 1 11 I I i CTAAAGNATTGGGCCAAAGNNTTNTCTTCCNTTTNTTTTNCCA 



Page 15 of 221 



wo 01/42467 



14 



PCT/USOO/33312 



Table 1 



A 

CCNATTTTNAANGGGGGCCTTGGGGTTTTNGNGTTNTTCAANAANAACN I i I I M I 1 I 
GN 

GGGGTAAGTCCCNACCCGNGNTANCNTTGGGTNCAAGNTTTCNNTTTCTTTGGGGGGGGA 
AAAGGCTTGGNGGTTTCCAANGTCCNTCCAATTNTCCTTGGGCCAAANGGGGGGCCTTTT 
NCCTTCCCCTTCCCCTTNCTTTGGTNNCTTTTT 
Sequence 77 

AAAAAGNGAATTCCANCNTGGGGGGNCTTGGNGAAAAAGCCTTCTTAAACCANGGGCCAA 

TTTGGCNCAGGCCCCTAAAGCCTTACCCTGGCCAAGTTTTTTGAAGAGCCAAAGGGGGGC 

CAAGNGGGTTCAACCTTTTAACCCCCTTGCTTGGTTCTTGGAAATTGGTCNTCCCCTTGG 

GGGGAACCAAAACAAGGGNAGGGGGCNTGGCCACCTTCAACTTGGGCCTTGGAGGTTCCA 

AGAACCAGGAAAAGGAAGGGGGAATCCATTCCGGGGAGCTTGGGAAAAGNCCTCCTTGGG 

CCAAGGGGGTAATTGGGGCTTAGGCCCCNTGGGGTTTNACCCCCGGTTAAGTTGGAAGAA 

AAATTNGGGAAGNAAGGGGGGCCCCAACCCTTGGCCCCCAAGCCNTTAACCACCAAGGAA 

ATGG II M I I I CCCCCAAGGGGAACAAAACCAAAGGGGAAGGGGCTTTGGTTGTTTCCCC 

ACCTTTGGNACCAAGGTTTTTCAAGNACCAAGGGAAAAGGTTGGGGGAAAACCCCAACCT 

TGGGGGNACCCCCGGGGAAAAGNCCTTCNTTANNCCAAAGGNTGGGTTTTGGCCCCCCAA 

CCCCTTGGGGGCGTTAANCTTTANAANTTGGGAAGGCCCCTTTTTGGAAANAACCCCCAG 

GCCCGGAAAAAAACCCAAAATTTAAAAATTTCAAAAAAGGGAAAGGCCAAGNTTTTCNTT 

GGTNCCCNAANAAGGN 

Sequence 78 

TCCCTTTAAGTGAGGGGTTAATTGCGCCGCTTGGGCCGTAATCATGGTCATTAGCCTGGN 

TTCGTGTGTGGAAATTGTTANTCNCGCCTCACAAATTTNCAACACCAACCATTACGGAAG 

GCCCGGGAAAGNCATTAAAAGTTGGTAAAAAGCCCTNGGGGGGTGCCTAAATGGAAGNTG 

GAGCCTAANCTTCAACATTTTAAATTTNGCGGTTTGCCGCCTTCACCTGGNA CCCGG CTT 

TTTTCCAANTTCCGGGGGAAAACCCCTTGTTCCGGTNGCCCANCCTTGNCCATTTTAAAT 

GGAAAATCGGGCTCCAAACGNCCCCGGGGNGNAGAAGGGCCNGGTTTTTGGCCGGTTATT 

TTGGGGGCCNGCCNTTCTTTTNCCGGCNTT 

Sequence 79 

GAGGTACTTTGGGCCTCTCTGGGATAGAATGTTATTCACGCAGGCACACCAAACAAGAAG 

GGCAAGTTTCCAAGGATTTCAACCTGCTTCAATCAAGAATGGGGCGGGGGGGAAAGAATG 

AAAGAACCAGGAATGGGTGGCCAAGGCCCACCAGGTTTCGTTTTTISIGANTCCTCCCACCC 

TTTGGGGTTCCCCTTCCCGGCCCCGAAAAGGTGGAACCCCGNATGGTCCCCTTTCCCATA 

ATTGGTTTTAACAGGGTAAAAATAACAACCTNGCAAGAAAATNCTTTCAAAGGGCCTCCC 

AAGNCCCTTGCNTTGGAATTGGGTTGGAAGAAGGTGGAAAAGGTTCTTGGTTCCCCCAAG 

NACCCCCACCTTGGCCCAACTTGGAAACCCCTTGGTCCTTGGCCGAATTGNTCCAAGGTN 

GGGGCCCCCNTTGGTTTTGGGGAATTGGTAATTCCAAGNAAGGAATTGNAAGNGGGAAGC 

CCCTTTGGGGGGNAANGCGCCTTGGGGCCCCAAGGGGTrmTCCTTGGGCNTTGGGGTT 

AACCCTTGGCCCCCCGGGGGCCCGGGGGCCCCGGNCTTTCTTAAGAAAACCCTAAGGTNG 

GGGGAATTCCCCCCCCCGGGGGCCTTTNGCNAGGGGNAANTTTTCNCAATTANTTCCAAA 

AGNCCTTTAATTCNGAATTNCCCCCGGTTTNGAACCCCTTTTGNANNGGGGGGGGGGGGC 

CCCCCGGGGTTNACCCCCAAAGNCNTTTTTTGGGGNTNCCCCCNTTTAAANTNGGAAGGG 

GGGTTTAA 

Sequence 80 

TGGCGGCGATTACTGTGCGAGAGGTAAAGGATATATGTGGCTACGATTACGGCCTCTCT 
Sequence 81 

GCGGTGGCGGCCGAGGTACAGCCAACCCCCTAGGTGTGGACCAGCTGAGGCACGGTGGGC 

ATGATATGCAGAGGGACTTGGGGCTTTGCCAAAGGGTAAGCACAAAGAAGGAGTCACGGG 

TTCTGTTCGAGGCACTGTTGGGATTAGGAGCCGGAGGGGACCTACTTTTGCAGGAACCTA 
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GCATAACTTTGTGTGACGAGACTGCACAAGACAAAGCTCANGCAAGTGGCTCAGTAGTTG 

GCCAGCCCAGCAGGGTCCTCTGTATGAGTGTGCACCCAGCTGAAGAGAAGAAATGGAGAG 

CAGCAATTGGAGCTTNAGGACCGGCTTGCACTGTGGCTCCAGGITATACCACCACTGCCC 

AAAGCAAAAGCTAGAGAAGCAAGTGGAGAAATGCTGGGAGAAAGCTG 

Sequence 82 

TGGCGGCCGAGGTACGCGGGGGAGTCAGTCTCAGTCAGGACACAGCATGGG 
Sequence 83 

CGAGGACCTTGTTGCAGCTCTTTATTTCTTAAGTCCCCTCCCCCGAGGTAACACATTT 

CT 

GC U I 1 1 l A GCTGTTTCCTCTAGTGTAGGTTCACCTNGCTAATTTTTGATTCAATCACT 

T 

AACCACCGTTACATACTACAAAATATCACTATATTATGACCATGATTATATTTTNTTT^ 

TTTTTCCCTTCATCAAGGAAGTTCATCAAAGAATTTCATCAAAGTTCAATGATGACCTC 

T 

TTTTAAAATTTTCTTAGTATTCTATGTAACTATCACCGATCTTTTCCCCACACACTTCAA 
GAGGCTTTTTTAAANATAATNTTTTACATAGGCCNTTGAGGCACANGATTAACCAAA 
CTNTTTT 
Sequence 84 

GTGGCGGCCGANGNACTNNGGCCTATNTGNGANANAAGGTATTNACCNNGNNCACAACAA 

ANGCATNNTCCATATTNNAACNGCTCATCATATGGNGNNAANATNNNGACAGANGGTGCA 

ANCACNNTNCACTNGATATACNCCTTGGTNCCTCCGGCCGCTCTAGAANCTNANTGGGAT 

CCCCCCCGGGGCCTGCAAGGGAAANTTTTCGAATAATCAAAAGCCTTTATTCGGAATAAC 

CCCGNTGCNGACCCCTTNCGAAGTGGGGGGGGGGCNCCCCGGGTAAACCCCCCAAGACCT 

NTTTATGGTTTTCNCCCTTTTrrAAAGATTGNAAGNGGGGTTNTAA^ 
CC 

CGCCTTTTGGGNCNGNTTAAAATTNCAATNNGNGTTACAATTAAAGNCCTTGGGTTTT 
TT 

CCCCrrGGTTGGTTAGGAAAAAAATNTTNGATTTTAATTACCCNGGCCTTTNCNAACNAA 
AAATTTTTCTTCCACCAACCCAAAACCAAATNAAACGTNAANTCGCCCGNGGGGNAAGNC 
CNAATTAAAAAAANGATTTGGTTAAATAAGGCCNCTTGGGGGGGGGGTT 
Sequence 85 

CCGCGGTGGCGGCCGAGGTACTTATATTACATTATGCTCAAATGCAAACACTTATGCTAA 

ATGTTATATTTGGGAACAAATTGTGTAAATATACTGATGACGTCAATGGATCATTACAA 

T 

TAATGTAGGTGCCGTGGGCAGGAAAGCTAACTTTANCTGAAAGCATCTNNAACGTGCTTA 
Mil l CATGGGCCCTCAAAGGAAAGGGATGAGGCCAGCCATAAGGAANGGCTTGGCCAAA 
TATAGTTCTTGTTTGTCAAGAACAACAAATCCCATTTCACAACAGAACTAACGCTGGCAT 
GCCATTCTNTCCTNAGGTTCTTGGCGTGCAGTGAGCGAGGCCNGGATGGCAGTCAAGGAT 

TCATTCCTTTG 
Sequence 86 

CCCCGCGGTGGCGGCCGAGGTACATCCCTGTTTATCCCATTCCATCCACCGAGGCCCAAC 
AGCATGGATGATCTGTTTGCAGGGAAGCCTCCCTGCTCCCGTGACAGCTATCTCACCAGC 
TGACACTrrACCATATCTGGCAACAAACTGTTTGCTCTCTTCTTGGATTTCAAATCCAC 
C 

AGCTTTTACCAGGGCCAGGGCCAGGCCTCCCCCATGCAGAAGATGTTCATTGGCTGCATT 
CACCACAGCATCAACAGCATGTGTGGTGAGGTCATCTTTCCACACTGATAACTCTATCCT 
AGGAGTCAGCA I I I 1 I CTGAACACTTGCAGAGATTTGCTGTTGCCTTCCTGAACTGGAGA 

GACCAGGGTAGAGATACAGCCAAACTTATTCTGGAGGACTTCACACAGCTGACGCTCATT 
AT II M I AAAATTTTAGAAGTCATTGGTGGTTAATGG 
Sequence 87 

CGGTGGCGGCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACAGCAAAAAGTGAA 
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GAATTCTTACAAACTAGAGGAGACAAAGATTGGAGAAGAAACAATGACTGGCTGGGCACG 

GTGGCTCATGCCTGTAATCCACTTTGGGAGCACTTTGGGAAGGCCNGAAGAGGGACAGAT 

TCATCTTAGNGTTTGGGAAGTTGNGAGAACGAAGCNNTGACTCAACGTTGGTAGAAAACN 

CNNCATCCCNTACCTATAATAAATACCAGGAAATTACGCCTTGGGGTCGTNGGTTGGNTG 

ACATTGCCCTTATTAAATNCCCCAGCCTTACCTTTGTGAAAGGGCNCTTCCGGNCAGGGA 

AGAAATTNNACCTTTNTATACNCNCGGGGGAGGGGCATGAAGTGTTTTGTTGNGTTTGAA 

GCNCCAAAAAAAATTTGGCCGCCCATTTTGGNCAACNTCCCANGCNCCTNGGGGCCAANC 

AAAGAAGCCGAA 

Sequence 88 

GCCCANAAAACCGTAAAAAAGGCCGCCGTTGCTTGGCGTTTTTTCCATTAGGGCTCCGCC 

CCCCTTGACCGAGCCATCACCAAAAAAATTCGACGCTCAAGGTCAAGAAGGGTTGGGCGG 

AAAACCCCCGACCAGGGAACNTATTAANAGAATACCCAAGGGCCGTTTTTCCCCCCCTGG 

GAAAGGCTTCCCCTCCGTGGCGCCTCTTCCTTGTTTTCCCCGAACCCCNTGGCCGCCTTT 

NACCCGGGNATTAACCCTTGTTCCCGCCCCrrrTTTCTTCCCCCNTTNCCGGGGGGA 

AA 

Sequence 89 

CGGGCAGGTACCGCTCAGCCTGCTTGGTTGCATCCTCCGCATGGCGAGTCAGCTCTGAGA 
TCTGAAGGTCAGCATGCTTACGCTCGGCCTCACATGTGTCAAAGTGATTCTGGATCTCCT 
TAAGTCGATCCAACATCTGCAGNTGCTGGTTTTCCCCATTCTCCAGTTCACGTGTTAA 
AT 

TCTCTACTTGTGATGCCAAATGTGCTrrCTNCTTGTCTTTTCTTTCCATGCACCGTTTN 
A 

CTTCCTTTAACT 
Sequence 90 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGACAAACAG 

GAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTA 

TCTGTAATCTCTCCATTCTGCCCTCTTGATTrTAATGCAGCTATAAAGGAGAGTATTTT 

A 

AAAGTGCCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACA 

CAAGCCCTGATTATTTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTT 

G 

CTGACATTNCCAGCAGCTGNATATTTAATTCACAGTTAGGGGCTGGACAAACTACAGCCN 
TTGATCAGAATGGAAGCAGGCATCCTTGAGCTTCTTGTAGGAACAAATACAGATGTGCAC 
AAAATTTTCATTTATTCAGT 
Sequence 91 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGACAAACAGGA 

AAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTATC 

TCTAATCTCTCCATTCTGCCCTCTTGATTTTAATGCAGCTATAAAGGAGAGTATTTTAA 

A 

AGTGCCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACACA 

AGCCCTGATTATTTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTTGC 

T 

GACATTTCCAGCAGGTGTATATTTAATTCACAGTTAGGGGCTGAACAAACTACAGCCATT 
GATCAGAATGTAAGCAGGCATCCTTGAGCTTCTTCTAGGAACAAATACAGATGTG 
Sequence 92 

CCCCANGAGGNCACCAAGCATCCCANCACCCTTNNTCCGGGNGGTGNAAANCCCANGGCC 

GCCAGGCAANGGCACANCAAAANCCGGGCTGCGNCNNGAGCACNGGGCANCCCGAGAAAA 

CAAGGNCNCAACNACNGACNGGCNAAGAAGGGGCCNGCCCCNGGCCAACNNCACCANACA 

GNNNAGAGCAATCTTmrTNGGGGGNGGAGCACCGGGACCACCACCCNGACAACAAAGGA 

CCCCGGCCGGGGGN 

Sequence 93 
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CCCGCGGNGGCGGANATTGGGGGNGAAACCTNANANCANGGAANCTTTGCTTTNNGNCCA 
GATTANATTGGGGGGNCTTAAANCCCCAGCGGCNNNNGACAGNTAATACACCTCACGTTT 
TTNGNAACTGGGGGGGGCAGNACCN 
Sequence 94 

TTTCCCGGGCAGGNACAGCTCCATGAGGTCACCAAGCATCCCATCACCCNTTNCCGGCAG 

TTGCATGGCAATGGCTGCCAGGCAATGGCACATCAAAATCCGGGCAGCGTCTTGAGCACT 

GTGCAATTGAGTCAACAAGGTCTCAACTACTGACTGGCTAAGATGGGGCCTGCCCTTGGC 

CAACTTCACCATACAGTTTAGAGCAATCTTTAAAGTGGNCTGAGCACCTGGACTATCATC 

TTGACTACAAAGTACCT 

Sequence 95 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTGTATGATAACATTGCAGTCAAACATA 

TCTTGTGACAGGACAGTTTTTTGTGGGGAGGAGAATTAGACCAAGTTCGGAGATATATT^ 

TAGGAACTAAAAGGAACGTAAGATCTGGGGTAGGGGGATGAGCAGCTCCACACCCTGCTC 

CTGTGTGAGCTGTGCGCTCCCGACTGGGAAATGTCTAACTCCATCGAAAACATGAGATGA 

GGGGCAGGGAAGGGGCTACTTCCAAGCCTTTCATTATAATACTGTGTGTAACCTTTTGCA 

TATTTTCAGAAAAGAAACCAGTAAGGTGGGTTCAGTTGTGGGCTCATCCTGACTTAGAAA 

ATTTTAAATAATTTAGCCCATTGAAATGTTGATAATATAAGGCATGCATGAATAATAATT 

TTTGCTTCTT 
Sequence 96 

AGAAATGTCGCCAAACTGCCGTCTTCCCTCCTCGGCCGCTGCGACAAACACCCCACAAAA 
TGGCGGCAGCGCCGTCGCCCTAGAATCCCCCGAGTCGCCTCTCCCCGCGTACCT 
Sequence 97 

AGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGAGGGGCGAA 
GAGCAGTATCTTCAGAGGGCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAGAATGCAG 
AGAAGAGGCTGGTGATAGACAAGTTTCATGTTl^GAACTTGAATTGCAGAGGTCAAGAGT 
TTAAAGAGTTTGGGATGGAAAGAAATCGAGAATTGGGCT 

Sequence 98 

GCTCCCCGCGGTGGCGGCCGAGGTACCAGCAGAGATGGCTTCAAGATGATTTAGGACTTG 

GGTCAGTAGCACTTACTGATGTAGTGGTTTGATACACACTGATTACCTTCTTCCTTTTT 

T 

ATTCTCTGGCATTTCTCCTATATAACTAGCCACTrrTAAACAATATTTGTCGGCTCTTTT 

CTTCTGCTTGTCTGTAAATATTAGGGTTCCTGAGTCCTTACCTAGATTTTCTTCTCTTC 

T 

TACTCCTGGCCTTTCCTTGGGAGAGTTCATAATTCACCTACTCCATCTAGATATTTGTG 
A 

TGTCCAAACACATCTCCACGTTAGGCTTCTATTTGTAGCATGAGACCCACACTTTCAA 
CT 

GTCCACTAGATAGCCTCACTTGGATGGTCTGCAGGCCTAAATAACCTTTGCGGACAGATT 
AACAGGGAAAAAATATTAATAGGAAAAAATATAGATTTTTATCTGATGGTAAT 
Sequence 99 

TGCGTTGCGCTCACTTGCCCGCTTTCCAGTCGGGGAAACCTNGTCGTGGCCCAGCCTGCA 

TTANATTGAAATCGGCCAAACCGCCGCCGGNGGAAGAGGGCCGGTTTTGCGGTAATTGGG 

GCGCCTCTTTCCGCTTTCCTTCGCTTCACTGGACTCCGCCTTGCGGCTTCGGGTNCNGTT 

TCCGGNCTTGGCCNGGCCGAAGGCCGGGTTANTTCAGGCCTCCACNTCAAAAAGGGCGGG 

GTAAATNAACCGGGTTAATCCCACCANGAAATTCAGGGGGGGAATNAACCGCCAGGGAAA 

AANGAACCATTGTTTGAAGCCAAAAAAGNCCCANCCAAAAA 

Sequence 100 

GAGCTCCCCGCGGTGGCGGCCGAGGTAC I 1 I U I I M I I I I I I I I I I I I I I I I I I I I I AA 
ATATGTTTTAATATGCATATCATCCAGGCAGCATAATGTTATATTTCAAAGACAGATTTA 
TCCATTGAATTATTGTTTTTAAAAGTTGGGATTCTCTACATAGAACATATTTTCTGAAAT 
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TTCAAGAATATTTTCAGGTAAATTAAGAATTAATTTCTTCTAAGACTATCCAATGNGTCT 

CAATCTATTCCATAATATAATCAATGATAAAGATTCACATGTATCACCAAATTCGAGGC 

A 

GCTTAGTrGAAAAAATTTGAAACAGCTTACTGAATTCCATTTGCTGATTCTGNGGGGGCT 
TCCCCAATGGCATGNGTGCTCCTTTGGATGCCTGCAGGGGTGGTCACTGCAAAGTCGTCA 
TNTGTGCCACTGGGAGTTGGGGAGGCGGCCTGCTGGGGTTCCCTGGGT 
Sequence 101 

GGCCGAGCCCAATTCTTGATTTCTTTCCATCCCAAACTCTTTAAACTCTTGACCTNTGC 
A 

ATTCANGTTGTGAACATGAAACTTGTCTATCACCAGCCTCTTCTCTGCATTCTCTTTCC 
C 

TCCTTGNGTACTGCTAAAACTTGNATGGNCTNTGAAGATACTGCTCTTNACNCCTCTGAA 
GGGGGCTTCCTNAGGGGAAGGTACCTCGGCNCGCTCTAGAACTAGTGGAATCCCCCGNGC 

TGCAGGAAAT 
Sequence 102 

CGGGTCCATAATAATGCAATTAACAAAATCCAGGATTTAAGGATTTNTATAAGATTAAAA 

AAAAAATGAGGTGGTGTCGAGTGGGGAGAGAAAAAAGCAGGAAACAAAACTGGTGAGAGG 

AAATGACCCCCTGATGAAAGATCTTAAACACCAGGCTGAAGATTTTAGATTTCTACCTAT 

TAGAAATGAATATTCACTGAGGTTTGATGAAGAGTCACTGAAGTGTCACAAAGAAAACAA 

GATTTGAGAAAGATTCTTGAGAACTCGTGCATAGGAATGAACTGCAATAAGGGCAGATTA 

GAGAAGAACTAGGCCATGAGGGCCTAGTATCCAGAATGAGGCAGAGGGAGGGACGCTGGA 

TGTGAGCAG 
Sequence 103 

ATTGAGCTCCCCGCGGTGGCGGCCGAGGTACTCCTTTCTTGTTTAAACGCCTCACCACTG 

ACCACGGAACGTCTTGATAGAGCCATCTAGTAATTCTTAAGTCCTACCTCATCCAACCTT 

GTTTTGACTCCTGCAGTGAGCACAGCTGCCCTCACCCTCCCCTCTCTATGCCCTCACCTT 

TGCAGGAGACTCTCAATTTCTCAGTCCACATCAGCTCTNAGACCACCAAANGCAAGGGTT 

N 

Sequence 104 

TGGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACACGTCAACACGGGTGGTTGCATGCAT 

TCCTCAAGTCTGTATGACTCTACCAAGATACTGTGAAGTTGTCCTTCTGATTGCACAT 

GG 

GGAGAAAATGCTGAAACTAGTGGCCACAGATGTCTTTAATTCCAAAAACC 
Sequence 105 

AGCTNCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTCTAGGTATATCATGTGCCCTAATG 

TGCTCCTAATATCATAAATGTTTACTTTCCGAAAAGTATTTCTGAAAGGGAGCATATTT 

T 

GGAAAGTGCATAGGCTTGTAATCATACTTGTTTTCAAGTTTCAACTTTGCTATTCAACT 
A 

GAATAATCTTGTGCAAAACCTGAGCTGATTTTCTCATCTATAAAATGGAAACAATACTT 
T 

CTGTGATAATGGGTGCAAAACACAAGGTATACTGGTTTCTTTGCTCTGGATTCAAGTT 
TT 

CTTCTTAGTrrCAAAATTTTAAAGGGAAACCAAAAATGTTTCATGGNCCNNNCTNGCNGG 

NANGGGANTTTTCCCNCNAAAAAAAAAANTCAACGGGGGGGGTTTTTNCCNNTGGGGANN 

CCCAAAAAGCCGNNTNTNGGCCANGTTTTTNNGNNNCTTTTTGTNAGGGGNTTTNGGGCC 

NCCCTGCTTTACCCCNTTTTTTANATAACNNCCCCCCCTTTTGGNNTNGGGGNGGGGNNT 

TATATATNTTTNTGGGGGGGG 

Sequence 106 

GTAGTGGGCAGCGATNAGGGCTGGGGCTCTTTCCTGAGTTGTGTCAAGGTGAGAGATTGT 
GAAGAACTTGGCTTGCAGGGTTTGGGCATCAGCTGCCCATTGAGGGGCCGTTCATTGTCT 
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CAAAGTGAATGTGGGGTGGTTTGATCTGCATGTGTCATTTGTATCCACACAAGTTAATTA 

TTCTGCTT7TGTTGTAGTACCTTGGTTGTGAAGCAGAAGCTACCAGGCGTNTATGTGCAA 

GCCATCTTATCGCTCTGCATTAAGTAAGATGAGGATTCACTCTTAATTTATGGGCACAT 

T 

TTAGTTCCTTCCACACAAATTTAAGGCCTTAACTCTTNATTTTTTCCTACANTGGNGGG 
T 

TTTGGAAGTAATATTCATACGGGCATGGGACCT 
Sequence 107 

CAGAGAAAGCTTGCCAACGGTGATAAGTAGGTTTGTCTAGCAGCACTGATGCGTCGTGGA 
AGTTGATGGTCATGAACATACAGTGTGATAACCTATCTGCCCTCTTGACCTTTTCTAGT 

A 

GTGCTATGTCATTTTGGTACTAAGGTAGGTGAATTTTCCAAGTGTTCTTGGAAATAAG 
GA 

AACATCAAGAATAATGTAAAAGCCTCATATACAATAATGAATAATAAAGAATAATGTGAA 

GGCTTCATTCAAGGTTGGGGTTTGCCAGATACATTGCAACAAAATGACAGAGCAGCCAAG 

GTATTTAGGGATAGTGGCCAAAGTATTGTAATGATGGCTTATGGGAGTGTCAAGCTGGAT 

AAAAGAGTGAAAAATGGAAATAAAAAACTAATGGGATTGGTTCf4ANTCCGAAATAGGCAG 

CNCNGCCCCAATGGCNCCCATNGCCCCGGTTTNAAATTAGGGGG 

Sequence 108 

NCCGGAATGGAA7TCTACATCAAGTGTCTGTGCCTCGCTGCTGAAGGATAACCCAGAGTG 
CAAGGTCATCTTTGTTGCTGAACAGGGCTGGACCTGTCGCACTTAAGCACACTTAAAGGA 
TTCTATTCTTCATTCAGGTCCCCCAGAGAAATTGGCTCCTTATTTTTCTTTACCTATTC 

C 

TAGACTTCCTTTTGTCTAGAGCCAGTTTTGCAAAGGGCACTTTTATCCATCTCAGTTAT 
T 

CCCAGAGGTGACAGAATGAGTAAACCATATGGGGCAAATAGCATATATGAGCTAAACCAG 
NTAACTGTTAACCAAGGCACATGGTCAATGCCTTAGTAI I I I I i I M II I lAATTCTTCC 
TAAACGGTTATTTTCTAGCTGTACATTCCCAAAA 
Sequence 109 

GCGTCCGAGACACTTCTCTGACTAACCATAGACTATGTGGAAAATGGTAGCTGGATTGCC 

TTTGGGTGGAGTCCTTGCCCTGTGGCATAGGAAACAAAGGAAAGGAGAGAGATGCCCTTT 

GAGATTAATGAAAATGCTCTCAGCCAAATAAAATCTAAAAATAGCCTCCTTGTGATACGA 

ACGCGTGGCCCCTAAGGGTCCTAAAGAGAGAGCTAGGGGAGGTTCAGCTGGCCACAGAGA 

TGCTAAAGGTCAGGAGCAGACTTTTAGGGTTTGCTGTTTTATAGGTTTAAAGACCAGGTC 

TGTGTTTTGATAACTGAACTTGCTAATAGCTGGCCAGTTGAGTTGCTTCTTCCAGCTCT 

T 

TGTTTGTTTTAAATAAAGAGATTCAGCCAGTAATAATGGGAAGAGCTGCAAATGAGTTCC 
CCAG 

Sequence 110 

GTGCTGCCTGCACTGTGACTAAGACTTTCTGGACTATCATCATGTTTAGGAGTTGATGAG 

ATTATAGTTTCATGTAAGTGTATCATTAGATGACAACTCTACATCTTTAGGCATGGAAA 

C 

AAAAATTTTTCCTGGAAGAAAAAAAAGTGAACATCCAACCTCCATTTAAACAAATTNGAT 
TGTTTCTTTGCTATTAAGAAACTCGGTGCTCTTTCTCCCACTCTATTATATTGTCAAAAT 
ACATCTGGAGACACTTTATAAAC II II 1 CTCCTTTAAATTACCTGGTTTATATATTATCT 
CCTGTAGCCTGCATAAACGATAAAGGGTTAAACATA 
Sequence 111 

GCNCGCGGGATTGGCCGACGCAGCCATGGTAGGTCCAGATCCCGTAGAAGGGAGCGGGGT 
CCCATAGGTTACGGCCGATTCCTGGAGCTTCTGGACTGAGGGCCGCGGTAAGCAGTGGTC 
TGGGCTCCCGC 
Sequence 112 
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CGTGGCCGAGCGGTTTGCATCGCCGCTCGCGCAAGGCCATGAGGTTGGTCTGGGTGAAGA 

ACGCATCGATGGCGGCACGGGCCTGTTCCGGCACGTAGACCTTGCCGTCACGCAGACGCT 

CCAGCAATTCGCGCGATGGCAGGTCGATCAGCAGCAGCTCATCGGCTTCCTGCAAGACCC 

AGTCAGGCAAGGTCTCGCGCACTTGCACGCCGGTGATGCCGCGCACCTGGTCGTTGAGGC 

TTTCCAGATGCTGGACGTTGACTGTGGTGAATACGTTGATGCCGGCAGAGAGCAATTCCT 

GAATGTNTTGCCAGCGCTTTTCGTGGCGGATTGCCGGGGGCGTTGCTGTGGGCCAGTTCG 

TTCACCAGCACCAGTTTTGGGCTTG 

Sequence 113 

GCGGCCAGCCAGACTGGACCCCTTAGCCTCGAGGCCTTTGCTGAAGCTCATGTGAGGGGG 

CGACTGCCCCTGACATGGTGTTGGATTCCAGCTGCTGTGGCCCTGAAGGTGGGTGGTGGG 

AAGAACGGGAGAATGAAGCCAGCCTTGGGAGAGGTAGGACGCCAGCCCGGCCCAGCTGCT 

TCCAGCATCTGGATCCAGCCTCACCTGAAGCCAGCCACCTNCTGGACTGCAAAGTCATTT 

GTNAACACCGAAACACAGGGTTTCTGACCATTGCAACCCAGGGTCCCGGCGTGTCGTGGC 

T 

Sequence 114 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAAGCAACTGTCAGCTAGTGAGATTA 
CTGTGTATGGCCAATCCAGATAAATAAGACGATCAAGTCTTTATGAAAAGGAAAGAAAAA 
TTTGGAATGCACATCTCTGTCCAGCTCAATTCCTCACTCCTTTTTTAAGATGGAGAGCT 
G 

TTAGGTTTGTCTACACAGTAGGAAACACCTGATTAAATAACAGCATGGAGCCAATCTTGA 
CAAAGAAATTGGCTGCATCCAATAGAATCCCAGGGCCGGTCGTGGTGGCTCATGCCTGTA 
ATCCCAACACTTTG 
Sequence 115 

GGCCGGAATCGTTGCACCAGACNAGGCCCCCAGGGCCCAGCTACTCGAAGAACAAGCCAA 

TGGATTGGAACGTCCTAGGACAGATGCCACGGCTTTGACCCAGGCTGGGGGTGCACGGAT 

CTCACTGGGGTTAGTTGGTCGGAGGGGGAAGCCCCATGGGTCCACCAGGATGAGGTGTTT 

AACTCTATCAGGGTACGT 

Sequence 116 

GGGGCTCGTCGGTGGCGGCCAGCGAATTGGTGACGACGCTGATCTTCACGTTGCGCCCGC 

GGATCTCGCGCATCACCTCCAGCCCCGTGGCACCCGGAATCAGGTAGGGCGAGACGATGG 

TCACTTCGGAACGCGCGCGGCGCATCTGCTCGACCACGTTGTAGCGCACGCTGTCGACAT 

CCAGCAGCGGCACGCCGCCGTACGACGCGGTCTTGCCCGATCACGCGGTCAGGCGAATCG 

GCATACGCCTCGGCGGTGGTCCAGATCAGGCCGAGCTTGCCGGCGTTTGAAGGTCTTCGA 

CCATCGGGCTGTAGCCGAGCAGGGTTCGTTTGGGGCGCCGGGCTTCGGCGGGGGCCGGGC 

GTTTGGTGTCGGGGGNCCCGGTGGGCCGGCGT 

Sequence 117 

GATGATGAGCTCCCCGCGGTGGCGGCCGAGGTACTCTAATGGAGCCCTCAGGACTGTCTT 

AAAAAGACAAAAATACCTCCTACAGTTGTTATCATCAACGTCAGTTGCTGGCTTTTCCT 
A 

AATTTGTCTTCTACCTCAGATCTAAACCATTTGATAACATTAGGGCAATATCATGGCAA 
T 

CGTGGCCCAGTAAAACCATAGCAAATGTTTTCTCCCTAGGACACTATCTGTTTTCACAGG 

AAAATTTTTCTCATAGAAAAACTGTAGGAAAAGCCATGGGATGAGCTGAGAAGACCAAAC 

CTATCTCTTGGAAAACAACAGTAGGGAGCGTNGGATTAGGAATGTCCTTGGTGCGTGAAA 

CAGGCAGACCAATCCTGAAACATCTTTCTCTGGGGACCGTAAGGCATGGAAAAATTTTCT 

ATTACACTTANGGAGGGCTTCTAGGGAAACAGGAAACCGACCAAAAATGGGAATGGGGCC 

TTAATTCAI MINI 
T 

Sequence 118 

CTCCCGCGGTGGCGGCCGAGGTACGCGGGGAACCGAGGCAGCAGCGGACGTGAGCGATAA 
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TGGCGGATATGGAGGATCTCTTCGGGAGCGACGCCGACAGCGAAGCTGAGCGTAAAGATT 

CTGATTCTGGATCTGACTCAGATTCTGATCAAGAGAATGCTGCCTCTGGCAGTAATGCCT 

CTGGAAGTGAAAGTGATCAGGATGAAAGAGGTGATTCAGGACAACCAAGTAATAAGGAAC 

TGTTTGGAGATGACAGTGAGGACGAGGGAGCTTCACATCATAGTGGTAGTGATAATCACT 

CTGAAAGATCAGACAATAGATCAGAAGCrrTGGAGCGTTCTGACCATGAGGGACAATGAC 

CCCTCAAGATGTTAGATCAGCACAGGTGGGATCAGAAAGCCCCTAATG 

Sequence 1 1 9 

GGTGGCGGCCGAGGTACCTGAACACCAGGCTCTTTACGGTCCCCTGGCCAGTGAAAGGGT 

CTAATATAAAACACACCGAGGCTGAAATAGCCCGCTGCTTGTGAGACCTTCCTCAAGCTC 

AATGACTACCTGCAGATAGAAACCATCCAGGCTTTGGAAGAACTTGCTGCAAAGAGAAGG 

CTAATGAGNTGCTGTGCCATTGTGTATGTCTGCAGATTTCCCCAGGGTTGGGATGGGTTC 

ATCCTACAACGGACAAGATGAAGTGGACATTAAGAGCAGAGCAGCATACAACGTAACTTT 

GCTGAATTTCATGGATCCTCAGAAAATGCCATACCTGAAAGAGGAACCTTATTTTGGCAT 

GGGGA 
Sequence 120 

GTGGCGGCCGAGGTACCCGAGCTACCAGGCTGTGGAATGAGACCGTGGAGCTTTTTCGTG 
CTAAGATGCCCGTTACGGAAACATCGCTGTCGTTTCAAGAGCTATGGGCATTGTTTCACA 

Sequence 121 

GCTCCCCGCGGTGGCGGCCGAGGTACAAGTTTATGTTTTCCTTGGTGTAAGGCTTTAACA 
GTTCCCACCTTTCAGCTGCCTGGGCATTGATTGCTCACCTACCACTATGACTAGATATGA 
TTCCATGTGCTTrrGACTAGATTCTTTGTCTCTTGTGTATGGAAAGTGAGACTTTAAGT 
A 

ATAGTTACTGCTGAGAGAAATAGAAGACGTGACAACGTTTGCTTTCCCATTCAGTAGTCA 

GCGGTTGAATGGAATTATCTTCGTTTTTGGACTGACAGATTTGTTTTACAATTCAGCTA 

T 

TCCCAAGCCTTACTATTCAAAGCAGAACCCTTCTGTCTTCTTTCTGTAGTTGCTCTCTC 

T 

CCCTATATTCTGTTGTAI Mill ICAAATAACTTATTACTATCTCAAGTAAAATT GTTTr 
ATGTTTTGI I I I lA TCTACCCTCTTAATCAGGGCAGGGATATGTCTGTTGTATATTTTA 
C 

TTTTCCCAAATCATAAAGGTTTTGGG 
Sequence 122 

CCCGCGGTGGCGGCCCGAGGTACACACTGGGATCTCCTTCACTCATTTTTTAACCCTGAC 
TGGGACACCAGAGACATGCTGCATCTTGTATTAGGTGTTTCATCTTGCAGAATGGCTGTG 
CTCCTGAAATATTTCCTGTGAAGAAAATTGTTACAATCCCATTACATCACTGGCTTTTA 
T 

TATTAAATTGGAATGTTGGCTGGAAACAATTTTAACCC 
Sequence 123 

GCGGTGGCGGCCGCCCGGGCAGGTACGCGGGTGTGCAACTGCAAACCAGTAACCTGCTAT 

GGCCAATTGTGAAGAGATGGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCAAACTCCTGG 

GCTCAAGCAATCTTCCCGCCCCACTTCCCGAAGCCCTAGGATTACGGGAGTGAGCCACCG 

CACCGAGCCAGAAAAACGTTTCAAATATTGGAAAACCTTAGTTTTTTCAATGAGCATTT 

T 

TGCATCAAGGGGTAACAGGGACATTAGGC I II i I I I CTCTTAGACTCCAAACAGTAAGGT 
CAGAATTTATCAAGACATTACATAGGAGTAAGGGCACAGCCAGGGGGTGGTGGGGGGGAG 
GGACATTTTCCAGCA 
Sequence 124 

GCTCACCGCGGTGGCGGCCCGAGAAATGTCGCCAAACTGCCGTCTTCCCTCCTCGGCCGC 
TGCGACAAACACCCCACAAAATGGCGGCAGCGCCGTCGCCCTAGAATCCCCCGAGTCGCC 
TCTCCCCGCGTACCT 
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Sequence 125 

ATTCAACAAATATTTATGCATCAGCTACATGCCAGGATCTGTAATAGATTCTGGGTGTGC 

AGTAGTGATTACTGCAGAATGCAGACATGGTCCCTGCATTCTTGAGAGGGAGACAGCAAC 

CAAATAAACAATTACAAAAAAGTATGTAACTAATTAACAAGTGGGAGAAGGGAGTGGGAT 

TACACAGCAGAAGTGGAAGGAAGGGCCCACTTAGAGTGGTCAAAGGCTTCTTGAAGGTAA 

CATGTAAGCTGAGACCTGAAGAAGGATGCAAAAGGGCCAGCATGTAAGGAACAGAGAATA 

AACATCCCAGAAATAGAAAATAACACACAAAAACCTAAAGTCATTAAAGAACATGATCAT 

CTTTCAAGAACTAACCCTTGAGATCAGAGTAGTTTGATTATAGAGGAAAAGGGTGAGTGC 

AATGGAAACGTTAAAAATAGCCCAGATCACGTAGAGCTCTTAGGCTTTTGGTAGAAAAA 

Sequence 126 

GCTCCCCGCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGA 

CAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGC 

TTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGA 

ACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTG 

CTTGGCAAAGCATNCAGAGAAGCTGCTACTGTCCTTTCTGGGGCCGTGTGATGGAGANGT 

TAAAAATTTGGAATCTAACTCAAGNGGNAATGNATTCCGNACCCTNCGGNCGNTNTTANA 

ACTAGGGGGATCCCCCGGGGCTGNAGGGAATTCGANTAAAGCTTNNTTANTCCCCGCCAC 

CNCNNGGGGGGGGNCCCCCNNCCCA I I I I I M M I I NTTTANGGGGGGNTAATNGCCCCC 

GGGGGAAAAAANNNANAAAAAI I I 1 1 I INTNGNGGAAAAATTTTCCCCCAAAANTNTNCA 

NNAAAAAAAAAGGGG 

Sequence 127 

GTGAAAAAACAAGAAAGCTGAGAGAAATCAACATGTTCCCAAGTGCTGTATGTGAACAAT 

AAATCTGAGACATACCTCTAAGGCTTTTCCAGAGACAAGAAGCTCTCAACCTGTAAAGAA 

TTCCTGGGACATGACTGAGAGGAATGAGAACTCCAGTGNCAGAAGGTTAGGAGATATAGT 

GTAGAGCATACACAGATATACTATAGTTCATAACACTGGTGGCTTAGCTGT AAATC ACAA 

AATAGCACTGGAATTATCTAGTGATCATAGCACATAGTCCAAGAAGAAAAAArnTGATC 

TTGTCTTAAACTTTGTGGAGCCAGTGGTGAAATGAGTCACACAAAGATGGAACAATGATT 

GAACCCAGNCCTCT7TAGACTAACATATTCTTGGCCATCACCNCCAATATTACAATAAAA 

ATCAAGACCCATGAAGGAGCATACCTTTTTCTGNAAGNAAATATTGNTTACCTCAGCTCT 

ATTGGTATTTGATGCAAAACACCCACATGCAATTTGGATCAATAAGACATGGGAAGGGGC 

CAAAATGNNACTTCATGCTTAAGGAAAAAAAAGGAGNGGGAAGGAGGNCACCAAAGCNGG 

TNCNGNAATGGGTNAACTTGGGGCATTATANGGGGGNGCTTTAAAATACCATTTT 

Sequence 128 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGCTGTGAAACAATGCTCATAGCTCTTGAAACG 
ACAGCGATGTTTCCGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCACAG 
CCTGGTAGCTCGGTACCT 
Sequence 129 

CGCGGTGGCGGCCGCCCGGGCAGGTACAGTCAACGGCCGAAAACCACTGAGCTTTTCCCT 

CTGCCTGGCACATATCCACTGCCCTGCCTTCCTTCAGCTGATGAACTCTTCATATGCCTC 

CTTTTGGGTGTCAGTGGAAATGTCACTTCTTTCTAGAAGCTTCTCTGGCTCTCCCAGC 

CT 

GGCCCAGGGCTCCAGCTATGAGCTTCCATAACACCCCTAGTTTTCCTCACATTGCCCTCA 
TAGTATATGGAATTTGTTCATTCAATTGCCTGGCTTCCAACAGATGCCAGCTCCAAGAAG 
GCAGGAGCTGCTTCTGGGTATTGCTTGGCATCAAGGCCCTCACACCCAACCTAATGCCTG 
GGCCAGAGGTAGGTGCTTAATAAAAAATTGTTTGAGGCCGGGGCGTGGTGGCTCACGGCT 

ATAATCCCAGCACT 
T 

Sequence 130 

GCCCAAGGGGGGGCCAACCCACATTATTTGNNTGGGGCNNNCTGCCCNTTTTTNAAANNA 
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GAAAANCCTTNNCCCCCCTTTTTATNAAATAAACCCCCCCCNNNGGGGNGNGGGGGGGGG 

GGGNGTNATANNNGNANNNNGTCTCNTNTTTTNTCCTTTAATTCCNANAAATAAACTT 

GA 

CNTTCGCTTGNGCTTNGGNNGGTTTCGGGCTGCGGCGAAGCCGGTATTCAANCTCACTCA 

AAGGGCGGNTAATACCN 
Sequence 131 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCTATCTGCAGAACGGTCATTAGCAG I I I I I CC 

AAACAAGCGACTTTTAGCAAATTAACCGTTAAT7TTAATGAGATTCAAAAGTTAATAGC 

C 

ATTCTTAACGTTTTATAATTAGAAGCTGTTATATAATTAGAGCTGGACACCCACATGGA 

G 

AAACTAATTTGACTGTGCTG(^TTTGACTTCACTTTGGTAACAGGAAGCACTTTTTA 

C 

TGTAGACCCTTGGGAGTTGTAGGGAGTTAAAGCTGATCA7TATATACTATTATATACTT 
A 

GGGATACAACCCAAGGGCAACCCCTGGCCTTTATGAAAACCTGGAGTGAGTTATTATTTC 

CTGGTAATACAATTCTCTGCCAGCCAGTTGCTGCATCAAAACAGTTCTGATACACACACC 

TAAAGTCACCACTTCCTCATTCTGGTCCCCAATAACCCTATAAGCCTCTCCCTTGGAGGT 

GACCTCTGCCGTGTGAAGGGTTGGGCTC 
Sequence 132 

GGCGGTGGCGGCCGAACCGTGGTGGCCGTGATCGTGCCGTTGGCGGACGGAACCTTGAAG 

ATGTTCTGGGCGGCCAGCAGAATCGCCGCCTTGCCGACGATGACATTGTrGGCCTTCAGC 

CCGTCAATATCGCCCTTGATGTCGATGTTCTGGCTCTCCTCATCATGGCTCAGCGCAATG 

GCGGCGTTCGCCTTGCCGGTCGCCTCCACGAGGAACAGGGCTGCGGCCGTCGACACATCG 

CTGGACGCGAGGGTCAGGTTGCCCTGAAGCAGCCCCTTCTTGTCCTGGGTGACATCACCG 

CGCAGCCGCGTGCCGCCGGCAATGAACTGGATATTGGTCAGGCGTTTTTCGTCCTTGTGC 

AGGGCAAGTTCGGTGGCAAGATCGGCCCGCACGCCGTCGAGGAACGCCAGACCG 

Sequence 133 

CGGTGGCGGCCGAGGTACGATAATTCATGCCAATTTCTTTGGGAATACTTGTTTCTGATA 

TAATAGGTTACAAAGCAAAATTGAGATGATTTTTAAAATGCCATGCAGTTATTTTT^ 

G 

AATAACATAAATTTTAAACAGAGACCTGAAAAAAACCCCAAAAGTATTAACCTTTAAATA 
CATAAACTCAATAGAAATAATTTAACTGCCTTCTCTTCACAAGAGGCAATCAGAAGGCAG 
GACTATAGTTTTCTGTGTTTCTTTTCCACAGGAGAGATAATTACATTTCTAGAGACCCA 
T 

AGAAACAATTCCATAGTTTTAATTTC 
Sequence 134 

TNGACTCCCGCGGTGGCGGCCGCCAAGTGTTGGGATTACAGGCATGAGCCACCACGACCG 

GCCCTGGGATTCTATTGGATGCAGCCAATTTCTTTGTCAAGATTGGCTCCATGCTGTT 

AT 

TTAATCAGGTGTTTCCTACTGTGTAGACAAACCTAACAGCTCTCCATCTTAAAAAAGGAG 

TGAGGAATTGAGCTGGACAGAGATGTGCATTCCAAATTTTTCTTTCCCTTTCATAAAGA 

C 

rrGATCGTCrrATTTATCTGGATTGGCCATACACAGTAATCTCACTAGCTGACAGTTGC 
T 

TCCCGCGTACCT 
Sequence 135 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTCTCCTGCAGGGCCCTCCATTCAGGGTCT 
TCCTGGAAAACCCCCTGGAGGAAGCGCTCCTGTTGCAGTCGGAGTGAACACCCGTCTTGT 
TTAACCACCAGCAGGGGGATTCCTTTCTGGAGAGTCCATGTAGTCATCATCTCTTTGACC 
TCTGCATrrTCCCCCAGAAAGGCGAGCATGTTACTTGTCATCTrGGGATCCGAATGACAA 
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ACTCCACCAGATGTAAAATCACTTTCTAAACAACTATTTGACAGACTGCTCCACAAGTCA 

TCATTCTTAGCATTTCTATAGCTGAACTTCTTTAAGTACCTGCC 
CG 

Sequence 136 

AGCTNCCGCGGTGGCGGCCGAGGTACTTAAAAGTATATCANGGGCAGTTTCATGCCACGG 
GAGCCAGGGAAGGCACCCAAGGAAGTGATGGAAGAGTAGAAGTTCACCAGGTGCAGCTCA 
GGAAAGGGCTCAGCAAATTTCTCTGTAACAGGATGCAGACCCCGCGTCCTGCCCG 
Sequence 137 

GCCGAGGTACTAAATTTAGCAACTTTATTCATGAGGAACACCAGTCCAATGGTGGTGCTC 

TTGTCCTTCATGCTTACATGGATGAACTCTCATTTTTGTCTCCAATGGAGATGGAGAG 

AT 

TTTCTGAGGAGTTTCTTGCTTTGACATTCAGTGAAAATGAGAAAAATGCTGCTTACTAT 
G 

CTTTAGCAATAGTGCATGGAGCGGCTGCTTA"rCTCCCAGACTTCrTGGACTACTTTGC 

TT 

TAATTTCCCCAACACTCCAGTGAAAAATGGGAAATTCTGGGCAAGAAAGATTT7TGAACC 

ACCCCCCATTTTAAATTTTTTNACCTCAGGGGAANNAGGGACNATCCTGGNTNGGGGNCC 

CNCACCGGNGGGGGNTCCNTTTTGGGGGGAAAAAANATNTTTNTTGTGGNNCNNAANAAA 

AAAAAAAAAANNGGGGGNTTTNTTTTTCCCNNCCCN I M I I M I NTTNTANAAAAAAAA 

C 

CCNCI I M I I INAAAAAATTTT 
Sequence 138 

TNCCGCGGTGGCGGCCGAGGTACTCGGGAGGCTGAGACAGGACAATTGCTTGAACCTAGG 

AGGTAGAGGTTGCAGTAAGCCAAGATCGTGCTACTACACTCCAGCCTGGGTGACAGAGTA 

AGACTCCATCTCAAAAAAAAAAGAAAAAAATTGACTTTGGAACCTCAGATTACATATCAG 

TTTGCATACATGCTAAACAGAGAAATGTCCTCAAAATTCAGTTACTAAAAATTACTGAT 

A 

TCTCCATGATTAGAACCACACTGTGGTTGTGTGTGTAGTCAAAGGAGGAGAATTTTTAAT 

GCTATATAAGCATAACTGATAACTGCTATTACAAATAAATATTCCACAAATTTGGAAAG 

T 

TATTAGAGGAAGAA M I I M 1 I CCTTGTAATTTCCAGGTGTTTATATTAGTTGGGCCAT 
A 

GTGAAAATTACATGGAGGAAAGAAAATAGGGAAAATAAGTCACAGAAAAAGAAAA 
Sequence 139 

TTGGAGCTCCCCGCGGTGGCGGCCGAGCCCAATTCTTGATTTCTTTCCATCCCAAACTCT 

TTAAACTCTTGACCTCTGCAATTCAAGTTGTGAACATGAAACTTGTCTATCACCAGCCT 

C 

TTCTCTGCATTCTCTTTCCCTCCTTGTTATGCTAAAACTTGGATGGCCTCTGAAGATAC 
T 

GCTCTTCACCCCTCTGAAGGGGGCTCCTCANGGGAAGGTACC 
T 

Sequence 140 

TCCCCGCGGTGGCGGCCGCTGTGAAACAATGCTCATAGCTCTTGAAACGACAGCGATGTT 
TCCGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCACAGCCTGGTAGCTC 

GGTACC 
T 

Sequence 141 

TNCCGCGGTGGCGGCCGAGCCCATTCTTGATTTCTTTCNTCCCAAACTCTTTAAACTC 
TT 

GACCTCTGCAATTCAAGTTGTGAACATGAAACTTGTCTATCACCAGCCCCTTCTCTGCAT 

TCTCTTTCCCCCCTTGTTATGCTAAAACTTGGATGGCCTCTGAAGATACTGCTCTTCA 

CC 
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CCTCTGAAGGGGGCTCCTCAGGGGAAGGTACCT 
Sequence 142 

NGGTTGCGCTCACTGCCCGNTTTTTCCAAGTCAGGGAAAACCTTNGCNGGCCCNNTTTNG 

TTTTAANANAANNTGNGCCNNCCCCNCGGGGGGGGGGGGNNGNT7TTGNATNTNTTGGGG 

CCNNTTTTTCCCTTTTCCNNNAAAAAAAAAAAANCNCNNGGCCCCCNGGNNTTTTTGGG^ 

GGGNGGGGGGGG 
Sequence 143 

NNGACCTAACCTNACATTTAAATNGCGGTGGCGGCTTAACTGGCCCGCTTTTCCAAGTCC 
GGGAAAAACCCTNTTCCNNGCCCAANCTTTGTANTAAANGAAATCCGGCCCAACCNCNCC 
GGGGNGAAGGGNGGG I I I I » NGCNATTATTGGGGCNC I i \ I I CCCGTTTNTTTGNTTNNN 
NNNANACGCCTTNNGCCNCNGGGGGGATTGGGGGGGGGGGGGGGG 
Sequence 144 

GAGCTCCCCGCGGTGGCGGCCGTTGCCCTTACATCTCTCATTTGGAACGTGACACGGTAT 

TAAATAACGGCATATGAAAGCTTAAAAGTCATCAAATACAATCACTGGGTACTTTCGATT 

ACCCAAACCAGGGACTTTCCTAAACTCCCCACTTCTTTACTTCTGCGGTCTCCTTTCTT 
T 

TATTCCCCCGCGTACCTGCCC 
G 

Sequence 145 

ACTCCCCGCGGTGGCGGCCGAGGTACCGAGCTCCNGGCTGTGGAATGAGACCGTGGAGCT 
TnTCGTGCTAAGATGCCGTTACGGAAACATCGCTGTCGTTTCAAGAGCTATGAGCATTG 
TTTCACA 
Sequence 146 

CTCCCCGCGGTGGCGGCCGTTATGCTTAGCCNGTTTATTCTTTA I I i I I I I ACTGGAG 
TO 

ATTGCCAGTGATGGAAACGGTGTTTGCTTCTCTTTCAGTCAAGATCTGCACAAAGTATAG 
CATTAGGTGGTATTTATTGTTTATATTATGAGTTCTACATTCATCTTTCCAGCACTCTGA 

AGTTATCAGCAAGTTCTCAGTCAGTTCAAGGGATTGGATTCTGCTTGATTTCI I I I lAA 

T 

TCATTG I I I M GACCCCTTTGAGAGTTTTAATAGAGAGGAGTCTGGAAGGCAGAGATCTC 
CACCACCTAACCGTGAGAAATTTGGAACTAAGGACTTGCACTGGTCCCCAAGTTAACAGG 
GGATATACTTCCTGCATTTTCTCTGNTCTTTCTTGCC 
Sequence 147 

TGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCCAAGGTGGGCAI I I I M lAAAAA 

ACCCATGGAAATAAATGCTACTTGTTGTTAGTGTTGTTTGAAAATAAACAAAGAAAATGC 

AAACAAAACAAAAACCATGGTCCATTCAAGCTCAAGAGTATTTAACCAATGCTCTGTTGC 

CTCTTAAAGGATTGGTAGCTATTTGCCCATCTACAAATACATGACAATTAACTAAGCCCA 

ATTCTTTAAAACTATCTGGAATTAGGTCAAAATTATCTAA I I I I I I I CTGATTTAATTAT 

GGATTACCGTAATCCAATAGTTGGCAACATTATAAAACCCTAACTTTACCTCATTGGTT 

T 

GGCTATACCAAGGTCTCATGGACTCTTGGACATAACCACCATTCTTTCCTNCCAACACCC 
CGGNGTACTTCAGAGTAAAACCCGGGAGCCTTCATGATAACCATGAAGGCCCGGAAGCTT 
CTGGCTTGCAAGGCTTTCTNTNGGCCTNACCTTCCGGTGGTrCCTTTTCT 
Sequence 148 

GGGTGGCGGCCGAGGTACCTNTGTGCGCGGTGGNCGAAAAAGCACCTGGGTCGGGTGCAG 

ACTGCGGAGCNGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGCTGGACTTATCCTACCT 

TAAGTTGAAGCAGACCAGCAATTGTTGTGACCTACAATCTCCACACCCATCTTTACTCTG 

AGCCAAGGAAGTGTCTGTTCTTGTGCTGAGTTTNAGGGGCCTTCAGCTNGNGGGAAATCC 

CNAAGA 

Sequence 149 
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AGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGAGGGGTGAA 

GAGCAGTATCTrCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAGAATGCAG 

AGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCAAGAGT 

TTAAAGAGTTTGGGATGGAAAGAAATCAAGAATTGGGCT 

Sequence 150 

CNCCGCGGTGGCGGCCGCTGTGAAACAATGCTCATTGCTCTTGAAACGACAGCGATGTTT 

CCGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCACAGCCTGGTAGCTCG 
GTACCTCGGCCGCTCTAGAACTAGT 

Sequence 151 

CCGCGGTGGCGGCCGCCCGGGCAGGTAC I M 1 1 M I I M I I I M M I I I GTTTTTGTTT 

T 

TTTCTGfcCCCTCTGAGCCATGGAAGATACTGGAGTTAACAAAAATTTTATAAACTAAAG 

AAAGCAACTTTATAATCTAAAAGAAAGCAACTTTCCCTCCTGTCTTTTGAATTCTTATTC 

CTGAAAGAATGGATAATGAATCAGGAGATGAGCAAAAACGTATCTTTTACAAAGCTCTAG 

TCTTCCAAAAGCCTCTAAACTCAAACGAAACCTTTTTAAAGTAGTTTTGTAAAAGCTCA 

A 

GGTATGCCATTTCCAGAAAGTTGCAGATGAGCACCATTGGGCATTACCCAAATTCTGTCA 
CACATTGAGCAATGAAATTCAGGGAATTGGGACAATGACCTCTTGGGCATATGAAAGAAT 
TAAAAGAGGGCTAGGGCTTAGGGAGGGGGGATCTAATCGGGAGGGGATGTTCTGTCCCNA 

GCCCTTCCTTCCTTTCT 
Sequence 152 

TNCCGCGGTGGCGGCCGAGGTACNCCTAAAAAAGTACTGCAGCAGAGAAGAAAACATTGG 

ACAAAGAAGAAAGGCGACAGAAGGCTAGAGAGAGGCAGCAGAAATTGCTTGCGGAGTTTG 

CTTCACGACAGAAAGGCTTTATGGAAACTGCAATGGATGTTGATTGTCCTGAGAATGATA 

TTCCTATGGAGATCACCACGGCAGAACCACAGGTTTCCGAGGCAGTATATGACTGTGTTA 

TTTGTGGACAGAGTGGCCCCTCCTCTGAAGATCGACCTACTGGATTAGTTGTACCTGCCC 

G 

Sequence 153 

GCGGTGGCGGCCGAGGTACACCTGCAACTGTGCGAATGGTCCTGTTGCCTCCTGCATTTT 
GGCCTCTGTTCTATAAAGGAAGAGTAAAGATGGAGCTCCTCCTGCCTCCATCACGAAAGC 
ACATATCATCTGTCCCTTTGGATTTTACTTCCAGGACGCGTGTCGTCCCCAGCGTGTG 
TT 

GCCTTATGGTGCCGGCAGAGCCTCAGCTATCTGCCTGGGAAGTCGGATGTCCTTGGAGAG 

AATTTGGAATGCAGATAATTTTTCTTATTTCTTGAGAGCTTACTTTAATC^ 

C 

TACCTAAACACTGAAGATGGCCTTATATTAGTAAGATTTGCACAAAATTAAGTATACCT 
A 

TGCAAACTATTACrrrGG Mill AGGAGTTTGATCAGATGAAGAAGTNATGGTATCACA 

T 

ATATATGTAAGAAGGCCAACCCATCATTATTTTTTGNAAGTGNTrTTTATTAAAAACG 

Sequence 154 

CNCCGCGGTGGCGTNCGGCCCCCGCCTTTTCTGCGGCTTTCAGCTGCGCGTTTCAGGTCG 

TCAATGAGGTCGTCGGCATCTTCGAGACCGATGGACAGGCGGATCGTGCCCTGGCTGATG 

CCTGCGCCCGCCAGCGCTTCGTCGCTCATGCGGAAATGCTGTGGTGCTGGCCGGGTGGAT 

CACCAGGCTGCGGCAATCGCCCACGTTGGCCAGGTGGCTGAAGACCTTGAGGGTTTCAAT 

GAACTTCTTGCCCTGCTCGCGGTTGCCCTTGAGGTCAAAGCT 

Sequence 155 

CGCGGTGGCGGCGCCCGGGCNGGTTATAAAAACGAACATGTATAAACGCTTACGCAAACC 

GTTTTTAATGTTCTGAAGTCAGTCTTTGTAAGTGAAATCGCTGGAGACTAGAAAGTATG 

A 

AATGGCAGTCTACCTGGGCAACCTACAAAAAATTTAGCTTGAAAAGACTTCAGTCTCCGC 
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TCCCCTGTTGATCTCATGGAGTGGGGAATGGGAATTGAACCAGAACTGGAAAATTATTTA 
GGAAAGTTTGTTAACTACTCTTTGTTGATCTCATGGAGTGGGGAATGGGAATTGAACCAG 
AACTGGAAAATTATTTGGGAAAGTTTATTAAC 
Sequence 156 

CTGGCGGCCGCCCGNNCTGGTNCTTNCATCTNGGCTNCCTATANGCTNTCTTrrTTACAG 
ACGGCCATGAAATGCAATCCAGCTGAAGTATTATCATCTTGTAGCATTTCAAAAGGAACC 
GTCGAAGTCATCCAAAGGATGGGAACCACAATGTTCTTGTTGTTCCTTGGGTTTCTTA 
AT 

GATrrCTGAATCATCATTATTAATTATGGAATrCTCTGGTCGAAAAGTCACATTTGGTr 
T 

TCTCCTCAGTTTCTCACATC I I I M I CTTGCAGCTCTTTCTCAGCTCTTCTTCCTTGCCT 
I I I M lACTGGCCTTTCCTrGTCTTACTrCAGGTGGTrCTATrTTGACCTlTAAGAAGG 
T 

TGAAGGGTGGTNCAAGCATCACCTTGGrrCNAATAAAATTAATGGTGTTAGGrrTCTGGT 
GGCCTrNGTTTAAAACGCAAATGGGGGTTTTTNANGGGGGGANAAGGTrGGGGT 
Sequence 157 

CCGCGGTGGCGGCCGAGAAATGTCGCCAAACTGCCGTCTTCCCTCCTCGGCCGCTGCGAC 
AAACACCCCACAAAATGGCGGCATGCGCCGTCGCCCTAGAATCCCCCGAGTCGCCTCTCC 
CCGCGTACCT 
Sequence 158 

CCCAGGGCCCAGCTACTCGAAGAACAGCCAATGGATTGGAACGTCCTAGGACAGATGCCA 
CGGCTTTGACCCAGGCTGGGGGTGCACAGGATCTCACTGGNGNTAGTTGGTCGGATGGGA 
AAGCCCCATGGGTCCACCAGGATGAGGTGTTTAACTNTATCAGGGNACCTTGCCCGCTCT 
AGAA 

Sequence 159 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACACAGGACCAATGCTGCCCATCCCATGGAAT 
rTACAAACATTCTACAGCGCAAAAGGCTCCAGACnTGATGTCAGTGGATGATTCTGTGG 
AGAGGCTGTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTTACA 
CCGCCGACCATGGTTACCATATTGGGCAGTTTGGACTGGTCAAGGGGAAATCCATGCCAT 

ATGACTTTGATATTCGTGTGCC I M I M I A TrCGTGGTCCAAGTGTAGAACCAGGATCA 
A 

TAGTCCCACAGATCGTrCTCAACATTGACTrGGCCCCCACGATCCTGGATATTGCTGGGC 
TCGACACACCTCCTGATGTGGACGGCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGC 
CAGGTAACAGGTTTCGAACAAACAAGAAGGCC 
Sequence 160 

TGGCGGCCGCCCGGGCAGGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAA 
CATTCTACAGCGCAAAAGGCTCCAGACTrrGATGTCAGTGGATGATTCTGTGGAGAGGCT 
GTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGA 
CCATGGTTACCATATTGGGCAGTTTGGACTGGTCAAGGGGAAATCCATGCCATATGACTT 

TGATATTCGTGTGCC I I I I 11 ! ATTCGTGGTCCAAGTGTAGAACCAGGATCAATAGTC 
CC 

ACAGATCGTTCTCAACATTGACTTGGCCCCCACGATCCTGGATATTGCTGGGCTCGACAC 
ACCTCCTGATGTGGACGGCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAA 
CAGGrrrCGAACAAACAAGAAGGCCAAAA 
Sequence 161 

CGAGGTACCATCCTATTAATACTAACTTCTGCTTCTACATACTGTAGACCTTTCTGGAT 
G 

ATAGAAATCAATGCAGCGGGTGGGACGAGGGCACCATTrATATTGGACTGACTGATATGG 

CrrrCTATACCAAAGGTAAATGCTGAATGAGAAAATCCTGACTCTTGCAAGTATCTATA 

T 

ACCAAGAAGTTGACCTCATCACTGCTTATACTCATCTTTArrCCCACTTAAACCATGAG 
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TCCCAACACAGGATATAACCCATTGGGCAGTGCATTGATGTGGGGGATGTGCAACTGANT 
ATNCCGGTCACCCGCCAATCACAAGTTTGCTGGTGTTGATGCTGGAAACGGTGGCCTCCA 
ACGCCGCTCCCCCCTCCCGGGAA 
Sequence 162 

GGCGGCCGAGGTACCTGGCCTGCTGGCATAGTTCTTTGACCCGTTCATATTTGGGCAAGT 

GATTTGACTGTTGGATATTC7TGCTGGATTCCTCCTTCTTACGTAGAAATTTGCCTCTT 
T 

CCACTAGGAATGTATCACGCCAAATTTTGGCCTTCTTGTTTGTTCGAAACCTGTTACCT 
G 

GCTTTTCTGGGTCCAGAAGTTTGAGGACAGACTTGCCGTCCACATCAGGAGGTGTGTCGA 

GCCCAGCAATATCCAGGATCGTGGGGGCCAAGTCAATGTTGAGAACGATCTGTGGGACTA 

TTGATCCTGGTTCTACACTTGGACCACGAATAAAAAAAGGCACACGAATATCAAAGTCAT 

ATGGCATGGATTTCCCCTTGACCAGTCCAAACTGCCCAATATGGTAACCATGGTCGGCGG 

TGTA 

Sequence 163 

GGGGCCNCGCGTCCGGGTGGCTCTATGTAGTTCTAATTTGCATTTCTCTAATGACTAACG 
ATGTTAAAC ATA I I I I lATGTACTTGTTTCATGTACTTGTTGATATGTCTATTCAATTCC 
TTTCACCAI I I I lATGGAGCTGJ I I I M I ATTATTGAGTTGTAGGATTTCTTTATATATG 
CTGCATACCAGGCCTTTGTTATATACATGCTTTGCAATGTACATTGTCTTAAAATCTGT 
G 

GCTTGCCTGTTCAATTCATTAGTGGTGTTTTGTTAAGCAG I I I 1 1 AATTTTGATGAAGT 
G 

TAACTTATTCAI Mil I ATTATGGTTATTGCTTTATGTTTCAGGTCCCAAATTTTGCCTT 
CTCACAAATCACAAACATTATCCTATGTTTTCCTTCAAAAATTATATGGTTTTATGTA^ 
TTCAATCTCAAAATATTCTCTAA I Mill I GCTG ATTTATTTCTAAAGAAATTTGAGGGA 
TTTGCTATAATGG 
Sequence 164 

CCCCGCGGTGGCGGCCGCCCGGGGCAGGTTATTTAATTTCTTAGTGTCTCAATTTCCTCC 

TCTATAAAACAGAGATAATAGTATTTAGCCCAGAGGGTTGTGGTGAAGTGTGAATCATTT 

CTCCATGTAAAACACATAGGACAGGCTGGGCATGGTGGTGGGCACCTGTAATCCCAGTTA 

CTTGAGAGGCTGAGACAGGAGAATCGCTTGAACCCGGGAGACGGAGGTTGCAGTGAGCCG 

AGATAGTGCCACTGCACTCCAGCCTGAGTGACAAGAGTGAGAGTCCATCTCAAAAAAAAA 

AAAAAAAAAAAAAAGTACCT 

Sequence 165 

NCCTGGCATCAGCNATTAGNAATCAACCTGTTAATCCAAGGTCTTTAGAAAAACTTGAAA 

TTATTCCTGCAAGCCAATTTTGTCCACGTGTTGAGATCATTGCTACAATGAAAAAGAAGG 

GTGAGGAAAGAAGATGTCTGAATCCAAGAATCCGAAGGGCCGTCAAGAAATTTTACCTGA 

AAGGCAGGTTAGGCAAGGGAAAAGGGGTCTAAAAAGATCTCCCTTAAAAACCAGGAGGGG 

GGAAGCCAAAAATCCGATGCCAAGTGCTTTCCCAAAGGGGATTGGGGACCACCACCAAGA 

GGGCCTGGCCCTTCTTCCCATCACTTTCCCCTTACCATTGGGGAGGTAATTATTGTCAAA 

GGCCATTAAATTTGGTTTCTTTAAG M M i GGCAGGTTTACCGCCTTAAAAAAGGGTG 
GA 

CCCAAATGGATTGGGTCCACCCAAAATCNAGGCTTGCTTACTTACTTCCCTGGTAAGGGA 
A 

Sequence 166 

GTGGCGNCCGTNCGGNCAGGTACTTGCTCAGCCTTTCCAGGCCCCTNTGATGAGCTCTCT 
AATCAGCAGGACCAAGGTGTGAAGTGGGAATGAACATGGATCCATCCCATTGGATGGAGA 
AGAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGGAACAGTTTGTGAG 
GACTTATCTGTTGTACCT 
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Sequence 167 

GCNGGCCGCCCGGGCAGGTACGCGGGAATGGGCACNNTGNAGCGCAAGTAGGTCTACAAG 

ACGCTACTTCCCCTATCATAGAAGAGCTTATCACCTTTCATGATCACGCCCTNGGGNATC 

ATTNTCCTTATCTGC7TCCTAGTCCTGGTATGCCCTTTTCCTNAACCACTCACAAACCA 

A 

AAACTTAACTAAATAACTTAACAATCCTNAGAACGCCTCAAGGNAAANTAAGAAAACCCG 

TCNTGAAACTrATTCCTGCCCCGCCCATCATCCCTTAGNTCCCTCAATTCTGGNCCCT 

CN 

CCAANCCCCTACCGCCAATCCCTTTTTACAATAAAACAGGACCGAAGGGTCCAAACNGAA 

TCCCCTCCCCNTTACCCATTCAAAAAATCAAAATTNGGCCCACCCAAATTGGANNACCTT 

GAAACCCCTAACCGAAGTTACCCTTCGGGCCCGCTTCTTAAGAAACTAAGGNGGGAATCC 

CCCCCNGGGGCCTGGNAANGGAAATTTCGGATAATCAAAGCCTTAATTC CGAAT ANCCCG 

GTCCGAACCCTTCGGAGGGGGGGGGGGCCCCCGGGGTACCCCCANGCTTTTTGGGTTTCC 

CTTTTTA 
A 

Sequence 168 

ATNTTCAGGAGACGCTCNGTAGCCCTCGCGCTNTATCCTNCGGNACAGTTCTGCGGAAGA 

AGTGGCTCACGCCTTCCAGAGCCACATCATCGCGGNCGAAAGNGAAGCCCAGAGAGAGGT 

AGGTGTAGGAGGCCTGCAGGTACCTCGGCCGCTCTAAGAACAANGNGGATCCCCCCGGGC 

TGCAAGGGAATTCCCTTANCAAAGCANTANTNAAACCCGTCCGNCCNNNCAGGGGGGGGG 

CCCCGNTACCCNAANCTTTTGNNNCCCNTNATAGAGAAGGGNGAAAAAATNANGCCCNCC 

TNGGGGCAGNAAAAAAATGGGGACAATAAAGCTNTTNNNCNNGGGGGNTNAAAAANTTGT 

TAAATCCCCCNACCANNAATTTTCNCNAAACAAAAAAATAAAAAANCNCCGNGGANNGAN 

AAAAAAAANNGGNATAAAACACCCCNGGGGGNGGGTCCCCNCAAAGNGGGGGGGGGACCN 

CCNCCCNAACAATTAATGTGGGGNGGGNGGANANANAATNGCCCTNNTTTTTNTANNGNG 

ANNAAAAANNCTTGGNGCNGNCCCNNACTTCTANNTAAAAAAAA ANACC CCCCCNCCCCN 

CCCGGGGGNNAGNGNGGNNNGrnTNACTTTANNNGGGCNANNTTTTTCCNCCTTATNNAA 

AAAAAAAAAAATACNNGGCACNNGGGAAATTTNGGGGGGGGGGG 

Sequence 169 

TTTTGAAGCCCNCTTNCCGCGGNGGCGGCCGCCCGGGCAGGTACTTCCACTATTATTGAA 
TGTATTCTGTATTATAATTGTATATTTGATTGCCTATCTCCCCTCAACTGCATTATACAT 
TTTCATGGGTGAGCCAATGTC I I I M CACTCTATTTCAGTGCCCTGCACATTTTCTGGC 
A 

CATAGTAAGCATCCCATGAGTATCTGATGAATAAATGTATTTCCAAATTCAGGTTCAGT 

A 

TCCTTAATCTGAAAATACAAAATCCGAAATGCCATAAAATTCAAAGCTTTTTGAGGACTG 

ACCTCGTGCTCAAAGGAAATGCTCATTGGAGCATTTTGGACTTCAGATTTTCAGATTAGG 

GATATTCAACCCGTAAGAATAGTGCCAATATTCCAAAATTCAAAAAAGTCTGAAATCCAA 

AACACTTCTGGTCCCAGGTATTTTGGATAAGGGATACTCAACCTGTACCGTAAAATACAT 

GCATACTTTCGATAGCACATGTGAAGGTATCTCTCTAAAATTGACCTCATTGGTTTCGT 

T 

CTCAAGCAAACTGACCTGGGGCCACTCAACATGGCTTTTATCGNGCCTGATGTTAATGCA 
TGTCTC 11 M I ACAATA 
Sequence 170 

AAGTCTACATTTTATGTAGTGGTTAATGTTTGCTGTTCATTAGGATGGTTTCACAGTTA 

C 

CATACAAATGTAGAAGCAACAGGTCCAAAAAGTAGGGCATGATTTTCTCCATGTAATCCA 

GGGAGAAAACAAGCCATGACCATTGTTGGTTGGGAGACTGAAGGTGATTGAAGGTTCACC 

ATCATCCTCACCAACTTTTGGGCCATAATTCACCCAACCCTTTGGTGGAGCCTGAAAAAA 

ATCTGGGCAGAATGTAGGACTTCTTTATTTTGTTTAAAGGGGTAACACAGAGTGCCCTTA 

TGAAGGAGTTGGAGATCCTGCAAGGAAGAGAAGGAGTGAAGGAGAGATCAAGAGAGAGAA 
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ACAATGAGGAACATTTCATTTGACCCAACATCCTTTAGGAGCATAAATGTTGACACTAAG 

TTATCCCTTTTGTGCTAAAATGGACAGTATTGGCAAAATGATCCACAACTTCTTATTCT 

C 

TGGCTCTATATTGCTTTGGAAACACTT 
Sequence 171 

GGCGGCCGCCGGAGCGGCGCGGAGCATGATGGAAGTCGTAGTAGGAAATGGCGTCGTGGC 

ATTGAGGGGGCATCCCTCCTAGAACCTCCAGGAAAAGCTCGCGGAAGACGAGGTTCTGCG 

GAGAGAGAGGCTCGAAGCAGTCTGGGAAGTGTAGTCCAGTTGGCTTAGCAGTAGTTTCGT 

TGGGGGGGAGCCCGAGGTTCCGGGAAGGGGCTAGGCCGGCTTGAAAAGAGATTATGACTG 

TACCTCGGCCGTCGAGCGGCCGCCCGGGCAGGTACAACTTTTATACAACTCAGGAGATTA 

AAAAAAAATCTCCACAAGAAGAAGCAACTCANCAGGCCCTGGCATTAAAACATTTCCCAG 

AATAAACAGATATGCATTGCATTAAAGGTAATTTTCAAATATTTAAGTTACACCAAGATT 

TCCCTCCAATATGTGCCnrCTCAAACCAATGCAACTAATTCATTGCTAATACTGGGG 

CA 

TGAATTTTTTGGCAAATGTTTATGGTTTTACTTTCTTCATTAATCAA 
Sequence 172 

CGGGTACANATTTAAGGTAGATGGACTCAGGGTAAGGATAGCTACAGCTGTGTGGGGCTG 

AAGGTCTGTGGCACTGAGCTACTGGGGAAGGAGGGCTCTGTTTTCATNGTGACACACTGA 

GTTAATAAAGCACTTACTGAGGGAGCCAGAGCCCAAACTCTAAATGTGCTGTAGAAAAAG 

GGCCAAGTCATTGACTGCACCACTCCTTCAGCCAGAGGTAGAAAGGATTTACTCTTCAGC 

CATCTGGTAGAGCCCCAAGAACAAGTTACATGTGGACAAAGGGAGGGAGAGGTATCATGG 

TGATTAATAAATNCAAACAAAGCTGAATGATAAGNACCCCAGGATGGAATACAGTCTGAG 

AAAGGCCTGGGCAAAG 

Sequence 173 

GGGGCCGGGCCCCCGTAGGGGTTACCCNCCGNGGGTTATTAAGGGGTTGGNAAAAAAAAA 

AAACCACCTGGCNCANTTTCCAACCCAAANGGTNCAAANGGGGAAACCCCCCAANGGGGG 

CCCAGGCCTTGGGGAAAAGTTGTTTGGGGNAAGCCCACCAAACCAATTGGNCTTGGTNGG 

GGAGGCCAACCCACCAATGGNCCTTGTTGNGTAAGAAATNTGGGCNAG GGNGGT TGGTTC 

CTTGNAAAGGGTATTTGGGTGGTTNCGTTAANTTTGGGGAAAAAGGAAAf Mill lAAGG 

GTTATTTGTTAAGAAAGCeAAAGGGTTrTGGAAAAAAATGGGGAATTTGGGAAGAACCTG 

GCCAATTGGGGTTGGGGCCCATTAAAANAATTGGGGAAGGNAAAAAATTTTGGCCCCTTG 

GGTNAAGNCCANTCCTTAAGGTTCCTTAACCTTTTGGAAAANGGGGAAAAGGTTGGGGGA 

AGGNAACCCANTTAAAAGGGGGNANGGGANGGACCCAAAAAAAAAAACCCAGGGGGGTNT 

TTTGGTTNGGNCCCCCAATTAAAAAAAAGGGTTAA I I I 11 M M I I M I CCAAAAAAAG 
G 

GAACCCANCCCCCCAAAAAGGGAAATTGGGTTGGGGGGTTNAAAAAAAATTGGGGAAAAA 
AAAAAAI I I I lAANII I I lAAGGGI I I I ICCAAACCI I I II I CCCCCCTTGGCCTTGGG 
C 

CCCAANTTGGGAAAAAAANCC I I I I M IGGGCCCCNTTTTTAAAAAGGNAAAAAGGGGGG 
TNGGGCCCTTGGGGGNAANTTTTTNCCCCCAAAAAGGGGGGI II I 11 I IGGGTTNAAAAA 
AAGGGGGGNCCAANTTTCNTTTCCGGGGGTTTAAAAAAAGGGAACCCTTGGGC M I I I 11 
TT 

Sequence 174 

GGCGAGCGGCCGCCGGGCAGGTACCCTAGGGTGTTGTTTAAAGGACTTGATAACCAGCTT 
GAAGAGGTTCCTACTGACCAGAAATGGAATGAAATTTAAGCATCAATAAGGGTAATAACT 
GCAAGAGACTGACATCCACTATGGTTTAAATCCATGAGGTCACAATGATACTTAATTTT 
T 

CATTATTCTGAAAACCAGTAAATAAAGGCTAAGATTCAACAAGCATTTATCCAGCCTTTC 

CTCAATGAAATATATCNTAAGAGAACCGAATAGTTAACATAGAGACATGGCCGGGCAAGG 

TGGCTCTCGCCTGTAATCCCAACACTTTGGGAGGCCCGAGGTGGGAAGATTGCTTGAGCC 
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CAAGAGTTCTAGACCAGNCTGGACAACATGGTGAAACCCTGTGCCTACAAAAAAAAAAAA 

AACAAAAAAAAAGGTCCCC 
Sequence 175 

CAGGACCAAAACCTGGGGATTAAGCTAAGAAGTCTGGTGGAGAGACTCTGTGGACGTAAA 

GAAGGGAATGAACVVCAGAGAAACTTTCAGCCAGATTCCTGATNGTCACCTGAACAAGAAA 

AGTCAAACTGGAGTGAAACCATGCAAATGCAGCGTGTGTGGGAAAGTCTTCCTCCCGTCA 

TTCATTCCTGGACAGGCACATGAGAGCTTCATGCTGGACACAAACCATCTGAGTGTTGGT 

GGGGAATGGANAGAGGACNCCCCCCGNAAACAGAAACCAACCATGGGGAAAAGCCTTCAT 

TTCCCCCAGTAGTNGGTGCACCGGCTCACCAGTTAACNACCAACTTNGAAAGGAGACCTT 

TATGAATTGCAAGGGTGGTGCGGGGAAAGCCCTTTAAATTCTCCCA 

Sequence 176 

NCNGGNCAGGACGCGGGGGCCGNGAAGAGCTTTGCATTGTGGGAAGTCTTTCCTTTCTCG 

TTCCCCGGCCATCTTAGCGGCTGCTGTT'IGTTGGGGGCCGTCCCAGCTCCTAAGGCAGGA 

AGATGGCGGCCGGANAGAAGACNAAAAAGTCNCTCGGAGTCGATCAACTGTAGGCTCCAA 

CTCGNNATGAAAAGTGGGAAGTNCCT 

Sequence 177 

CCCCGCGGTGGCGGCCGAGGTAG I I I I M I M i I H I I I I I A TGAATNATTNATTTTCT 
T 

TNTCAGAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCAGGATGTGGTCTCTGCATCTC 

CCCACAGACAGGGGTGGTTCTAGA 

Sequence 178 

GGTGGCGGCCGCCCGGGCAGGTACGAAACCATTTTCACTAGTTCAGGATAGGAATATTCA 

TCAGATTGTCTCTGTAAAAGTGAATCACAAAAATTCCACCTGTGTAGGTGTGGGACTGGA 

CAGCTGAGTGACAGGGCCCTGGGAAGAACAGAAACCACTTTTCCTCTTTCCTCTGAAATA 

TCAGAAGTTAAAAATCTACTCTGAGTTATATGTGCATCAATTTTAGACATATTGCTGAT 

T 

TTATTATGAAAATGAAGTGCTAAAGAGAAAGGATATTTCCATTCCTCTGGACAGGCAGCC 
ACAGACCAGCACTGCTTGACCCATGTGTATACACATGTGTGCTTTGTACCT 

Sequence 179 

GGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACGGCTCTCCATTCTTCTTCTTGG 

CTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGACCTTCTGAGGATGATCGA 

TAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCC 

CTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCAAATAAGAACA 

AGGACACACATrGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGTTTTTC 

CACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCACCCAATCT 

A 

TTTCTTCCAGCTTCTCTCTGGCCATCTrrTCTTGATCTGAGACAGTCTGATCAGTTTTC 

G 

GCCGCTCTAGAACTAG 
Sequence 180 

GGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTG 

GAAGAAATACGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGT 

GAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTGACACAATG 

TGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGAC 

TGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAGGTGTG 

TTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAAC 

CTGTAAAGCCAAGAAGAAGAAT 
Sequence 181 

GTGGCGGCCGAGGTACTACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTG 
GCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCT 
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CCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATG 
CTGAAGG mi l CCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAA 

T 

GTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTT 

Sequence 182 

GCGGCCGAGGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCCTTTCTCATGAG 

GGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGATATGGAATTAAGATCCACCTG 

GTGTGATGAATAAACCCAGACTCTCAGCAACGCAGGAAAAAAAACAAAAACTGGCTGGCG 

ATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTGTGCCCAAATCGACG 

AAAAAAAAACACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCTGCCCG 

Sequence 183 

TCCCGCGGTGGCGGCCCGAGGTACGCGGGGAGCGGAAAGGGAGACTGTGGGGAACTAGGA 

GCAACAGCAGGCATGGACCAAAGCAGTGAAGGATGTATGAAAAAGATTAGCAGTGTGAAT 

CTTGACAAACTTATAAATGACTTCTCACAGATAGAAAAGAAAATGGTAGAAACCAATGGA 

AAGAACAATATACTGGATATTCAGTTGGAAAAAAGTAATTGCCTATTAAAAGTAATGCAA 

GCAAAGGAGGTCTCCATTAAAGAAGAATGTGCTACTCTTCATAATATAATAAAAGGGCTA 

CAACAGACCATTGAATATCAACAGAATTTGAAAGGTGAAAATGAACAACTAAAAATAAGT 

GCTGATCTTATAAAAGAGAAGTTAAAGTCTCATGAACAGGAATATAAGAATAATATTGCC 

AAACTTGTAAGTGAAATGAAAATCAAAGAGGAGGGATATAAGAAAGAAATAAGCCAACTT 

TATCAGGGACATGCAGAGAAAAGTTGAATTAAATGAAGAAAAGCCCAAAGAACTTATANA 

GAAAAAGGNGATGGGAANTTCANAGGTTAATGCCAAGCTTAGAAGTCAAAAAAAAAAAAA 

AAT 

Sequence 184 

CCGCGGTGGCGGCCGAGGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCCTTT 

CTCATGAGGGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGATATGGAATTAAGA 

TCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCAACGCAGGAAAAAAAACAAAAACT 

GGCTGGCGATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTGTGCCCA 

AATCGACGAAAAAAAAACACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCTG 

CCCG 

Sequence 185 

CCGGNCGCCCGGCAGGTACGCGGGGGTGTCCGGCGATGGGCACGGGCATTTCTTCGTTTA 

TAGCTGTCTGTTTGCATTCTGATTGGGAACACTGGGATCATTTTCATCATGCCGACAGTG 

GTGGTAATGGATGTATCCCTTTCCATGACCCGACCTGTGTCTATTGAGGGGTCCGAGGAA 

TACCAGCGAAGCACTAAGTAATATGGATGATTATGACAAAACCTGCTTGGAGTCTGCATT 

AGTTGGTGTTTGCAATATCGTTCAGCAAGAATGGGGTGGTGCAATTCTTGCCAGGTTGTC 

CTGGTGACAGACGGNTGTCTGGCATTGNNAGAGGGCCACTGGGACATTCNNTANCCANTC 

AAAATTAACNAAAGTGNGAGCACNNGGTTTCCCTACCTTTTCNTTTCCCATCAANTNT 

AT 

ATACCANGGNNGGGCGAATTTGGNGGGCCCCNCGCCCCCTNTTCTTTGGGACTTTTAAAA 

CNGTTTGTCNTTTCCNCTTTGGGGNGNGGCCATTTTTATNTTGGGGGGNCCCCTTGGGGA 
ANAANAAACCCCCCNCCCCTTTANAAAANNGGNCCCCCCCCCGNGNGGGGGGNAATTAAA 
AAAAAATTTTNCCCCCCCCCCCCCCGGG 
Sequence 186 

TCCCGCGGTGGCGGCCGAGGTACTCACACGTCACCGCAAATTCACAGTCTGCGTGCACGG 

CTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTA 

A 

GACCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCAT 
GGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTG 
AACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTT 
CCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAA 
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C 

CCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCTTGATCTG 
A 

GACAGTCTGATCAGTTTTCGGCCGCTCTAGAACTAGGTGGATCCCCC 
Sequence 187 

GGCGGCCGCCCGGGCAGGTACCAGAGATTCCAGAGAGTGGTCTTTGGAATTTCCCAACTC 
CTTTGCTTCAGTGCCCTGATCTCTGAACTAACAAACCAGAAAGAAGTGGCAGCATGGACT 
TATCATTACAGCACAAAAGCATACTCATGGAATATTTCCCGTAAATCTGCAGAATCGCTA 
CACAGACTTAGTGGCCATCCAGAATAAAAATGAAATTGATTACCTCAATAAGGTCCTACC 

ctactacagctcctactactgga7tgggatccgaaagaacaataagacatggacatgggt 
gggaaccaaaaaggctctcaccaacgaggctgagaactgggctgataatgaacctaac 

Sequence 188 

tttgaancccacttnccgcggtggcggccgcccgggcaggtac n I M I I 1 I 11 M I I 

TT 

ttttgtaactacaggtgtcagatgcatcacaaaagcagaagtgccctttcagctcttctc 

tgtgccattccttgtcaatttcatgctgcctacagcaacagcataatactgcaaacagcc 

atgatgtcactcgaagtgctctgtgattgacagagagggacagtcgtagtcagaggtggc 

tcctcagagaattcagaactcactcgctgtcctccaggggctcatcccttgatttgaggg 

agggatgaaatattctctgcatgagagagcagggatgggaagtgatataggtatgtaagg 

atggtcaagttactctaaatgtagttagacaggacagccagaatacccgaggtcrrggtt 

aggtcctctgtaacaagccgtagaggcccagaaatgtggtgacagcgagacacatttctt 

aactcttacacttgttgaaatgagtagaaggngacatttggtttggaaatccctcccc 

A 

Sequence 189 

CCGCGGTGGCGGCCCGCCCGGGCAGGTACGCGGGGAAGGAAAGCAGCTGCAAACTTCCCA 

TCTGCAGTGTTTGTTTGTCTCGGCTCCGGCCATCACTGCCACGATTACCCCTGGATGAAT 

TCCTCAGTGGAAATATCAACAAGACTCAGCCCACCTGCACCCAGGTGATTAAAAAGCTTT 

ATTGCTCACACAAAGCCTGTTTGGTGGTCTCTTCACATGGACGCGCGCGACATTTGGTGC 

CCTGACTTGGATCAGGGGACCTCCCTTGGGAGATCAATCCCCTGTCCTCCTGCTCTTTGC 

TCCGTGAGAAAGATCCACCTACGACCTCTGGTCCTCAGACCAACCAGCCCAAGGAACATC 

TCACCAATTTTTAATCAGGAATATTCTGTGAAAAAGACTAAGATATCAAGAGAAATTAT 

T 

AGTGCACATTATTAGAAGAGAGCTTCAGATGAAAATAAAGATCAAGAAAAAGAGTCTTGC 

TTTGAGAAAGACACAAAGAAATCACATCATTCTTATTGGGATTACTGGGCTAGCCATATG 

CCAGAAAAATGAAACTGGTCCCTTCTTACACCATATACCAAAAGCNGCCCANGATGGNTT 

ACTTNAATGTNAAANCCAAAACT 

Sequence 190 

CGGCCGCCGGGCAGGTACCATCGCCGTCCCATTGCTCACAGGGACTGGGAAGGCGATGCC 

TGGCGGGAGCTGCTGGTGGAGAGACTCGGGATGACTCCTGCTCAGATTCAGGCCTTGCTC 

AGGAAAGGGGAAAAGTTTGGTCGAGGAGTGATAGCGGGACTCGTTGACATTGGGGAAACT 

TTGCAATGCCCCGAAGACTTAACTCCCGATGAGGTTGTGGAACTAGAAAATCAAGCTGTA 

CCCTGATGCTACAGACGAGGACATCACCTCACACATGGAAAGCGAGGAGTTGAATGGTGC 

ATACAAGGCCATCCCCGTTGCCCAGGACCTGAACGCGCCTTCTGATTGGGACAGCCGTGG 

GAAGGACAGTTATGAAACGAGTCAGCTGGATGACCAGAGTGCTGAAACCCACAGCCACAA 

GCAGTCCAGATTATATAAGCGGAAAGCCATGATGAGAGCAATGAGCATTCGCCATGTGAT 

TGATAGTCAGGAACTTTCG 

Sequence 191 

CGCCGGGCAGGTACTCCCTGGAAAGTCCAGCTGAGAAAGCGATCCTGCCCTCTGCTCCTC 

CCAGGGTTACCCTCCTGTAAGTCTTCTGCTTAGTGTTCAGAATTGGGGGATGCTGGGACT 

GGGCAAGGACTTGTAGGCAACACCCCATAGCCTGCTCATGCCTGTTGGGTTGCCTATGGA 
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TCATTCCCTGCTGGGCTCACTCACCGGCTTCGTATAAGGTCC I M M GAGGTTTATTA 
TT 

TCCTTGTCCATATACTTGATGCTCTTCATTGGCTTGTCTGGGACCTGCCTTAGGTTCT 
CC 

GAGGCATAAAAGGGCCGGACAGCCCCCGAGTTGGGGGAACTCTGAAGCTTCTTGGTGGCT 
GGAACCTTGGTCATCTTAAAAATCCTTCAGGTTTTAGCCTGTGCCCCCAAGACAAGGATT 
TTTCCAGAATCTTCTACTTCAAGTAGTTACTGGTATGAAGAAGTTTCGGCA 
Sequence 192 

CTCCCGCGGTGGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 M I I 1 1 1 1 I n N M I I M I IC 
T 

GGCTTGAAATACAGCTGAAATAACTGAATTTTCTACTTGAAACGTGTGTGCCTCTCCACT 
GNGGGGCCAAGGCCCTGGAAATGTAAAGGGCCAATCTTTGTTACAGAGGGGTTCATTGCA 
GTGAAGGGCGGGTTCTGCAAAGACAAACAGGTCTCACAGATAGTTGCCCCCGCGTACCT 
Sequence 193 

NGGCGGCCGAGGTACGCGGGGGGCTGNAGTAGGCrrCGTCTTCGGNTTrrCTCTTCCTTC 

GCTAACGCCTCCCGGCTCTCGTCAGCCTCCCGCCGGC 

Sequence 194 

CGGCCGCAGCGGCAGCTACAACAACCGCGTCGCTCTCCGCTCAATTTCCAAGAGCCAGCT 

TTGAAGCCAAGTGCCCCCGCGTACCT 

Sequence 195 

CTTCCCGCGGTGGCGGCCGGTGTGCTGTGCTCAGCTGCCTTCCAAAGGAGGAACAGATCG 
GCAAGTGCTCGACGCGTGGCCCGAAAATGCTGCCGAAGAAAGAAATAAAAACCCTGAAAC 
ATGACGAGAGTGTTGTAAAGTGTGGAAATGCCTTCTTAAAGTTTATAAAAGTAAAATCAA 
ATACAI I I M I 1 1 1 CAAAAAAAAAAAAAAAAAAAAAAAGTACGT 

Sequence 196 

CGGTGGCGGCCGAGGTACTTTGAGCTCATAAGCTGGTATAAAATATCAAACATTTTGACT 

GTTTAAACAACTCAAGATATGTTTTGCAAAATTACAAAACATTATACAGGTGACTTAATT 

AATATCTACTCCAATTATACACAACACATCATGCTGAAGATTTAGATTTATTTGAAAACA 

CTTAGTCTAATTTATATTAGTGCAGAAAAATCACATTCAATAAACCACAATTGTAGAAG 

A 

GACAGATAAGTGTGTTTGTCACATTTTCACACAAATATAATTTGATATTTAATTAAGGG 
A 

TGATGAATCACAATCACCATGGTCGCCGCCTGAGCGCCAACCCCTACCCCGTCGCCTCAT 
CGGATCCCCCCCGCGTACCTCGGCCGCTCTAGAACTAGTG 

Sequence 197 

NCGAGGTACCTGCCTNACAGNGCAGGGCGGTATGCCGCCAAACGCTTCCGCAAAGCTCAG 

TGTCCCATTGTGGAGCGCCTCACTAACTCCATGATGATGCA 

Sequence 198 

TTGCTCAGCCTTTCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAGGACCAAGGTGTGAA 
TGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGTTCG 
TCTCTCATGTCAGCCTAGGGCTGGGAACAGTTTGTGAGGACTTATCTGTTGTACCT 
Sequence 199 

GGACTTGCTCAGCCTTTCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAGGACCAAGGTG 
TGAAGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGT 
TCGTCTCTCATGTCAGCCTAGGGCTGGGAACAGTTTGTGAGGACTTATCTGTTGTACC 
T 

Sequence 200 

GANGAGAAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTAC 
GCCACAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATGTTCGTGA 
CCTGACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGAC 
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GGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTC 

AGAGGAGCGTGACTGTGAGTACCT 

Sequence 201 

GCCGAGGTACTCGGGCAAAGAGGGTGACANGTTCAAGCTCAACAAGTCAGAACTAAAGGA 
GCTGCTGACCCGGGAGCTGCCCAGCTrCTTGGGGAAAAGGACAGATGAAGCTGCTTTCCA 
NAANCTGATGAGCAACTTGGACAGCAACAGGGACAACGAAGGTGGACTTTCCAAGAAGTA 

CCTGCCCGGGCGGCCCGCTCTAGAACTAGT 
Sequence 202 

tggggcacagagagggtttcagaggatccttgngaaacactagttaaaagatgaccgagt 

ggggagaagtgcgaggaaagaaggaaattagtctgactggctttctgtcctgcaccattg' 

attcaatggagactgggcgggaggaaatggaagactagggttggagatgggatgggtggg 

GCAAGGGATGGAAAGGAAAAGGCAGACAACTAATGCGTTCCATTTATAACAAGTAATATA 

TATCAAAGCACTTTAAAGGAGATTANAAGGACCCAATCAGGAATANATTTGGGCCAACCT 

TTANATTCTTTAGGGAAGGATTCAAAAGTTCCCTCCAAAACCCTAATTTTTGG^ 
T 

TATTNACTAAAAAAGCCAAAAGACCAAGTTNTGGGTACCCTGCCCCGGGGCCGGCCCGCC 
TCTTAAGAACCTAGGTNGGGATCCCCCCGGGGGCCTGCAAGGGAATTTCCGATATTGAAA 
GCCTTTATCGGNTACCCGGTGCGACCCTNCGAGGGGGGGGGGCCCCGGGTACCCC 

c 

Sequence 203 

GCGGCCGCCCGGGCAGGTACGCGGGGAAGTCTNTCCrrrCTCGTTCCCCGGCCATCTTAG 

CGGCTGCTGTTGGTTGGGGGCCGTCCCGCTCCTAAGGCAGGAAGATGGTGGCCGCAAAGA 

AGACGAAAAAGTCGCTGGAGTCGATCAACTCTAGGCTCCAACTCGTTATGAAAAGTGGGA 

AGTACC 

T 

Sequence 204 

CTCCCCGCGGTGGCGGCCGAAAACTGATCAGACTGTGTCAGATCAAGGAAAAGATGGCCA 

GAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGC 

CACAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACC 

TGACACAATGTGTGTCCTTGTTCTrATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGG 

AGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAG 

AGGAGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTG 

ACCTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAA 

Sequence 205 

CNCGGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGA 

GAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCA 

CAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTG 

ACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAG 

CAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAG 

GAGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGAC 

CTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTG 

CGTGACTGTGAGTACCT 

Sequence 206 

TCNCCGCGGTGGCGGCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTC 

ATGGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTG 

TGAACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGT 

TTCCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATAT 
A 

ACCCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGAT 
C 
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TGAGACAGTCTGATCAGTTTT 

Sequence 207 

TCCCGCGGTGGCGGCCGCCCGGGCAGGTACATGGTTCTTCCTCAGAAAGTGGTTCTTCCT 
TAATGTGTTTCl I I I ?A CCCCTTTTCTTCTTCTTCTTCACAGATGNGGCTTCNTCTTCTG 
CCACTTTTTCTTCTTCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAACAAAT 

T 

AACACTGTATCAGATCTCATTCCTTCCAAAAACGTTTGAGTCCTAG I I I I I I t CTGTCA 
T 

TCTCATCAACTACCCAATGTTTGTTTTGTTTATTTTATAATTGGGAAGGT^^ 
C 

CTACCACTAACTTTAACGAATGATATAGATAGAGCTCAGAGCAATCTTCTCACGATCATG 

AAGTCATGTATAAAAATCAGGATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGG 

AAGGAAAGTGAATTATATTANGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCT 

GGGTTTAATCTACCTGCTGCACCCTGAAAAATTGGTATTTACCCTT 

Sequence 208 

CGCGGTGGCGGCCGCCCGGGCCGGTACATGGTTCTTCCTCAGAAAGTGGTTCTTCCTTAA 
TGTGTTTCI I I I lACCCCTTTTCTTCTTCTTCTTCACAGATGTTTCTTCTTCTTCTGCCA 
C M I I I C TrCTTCCTCTTCTTCAACTGAATAGGGTNAGTGTAAAGGCACAACAAATTAA 
C 

ACTGTATCAGATCTCATTCCTTCC AAAAACGTTTGAGTCCTAG 11 I I I M CTGTCATTCT 

CATCAACTACCCAATGTTTGTrrTGTTTATTTTATAATTGGGAAGGTTCTCCAAGG 

A 

CCACTAACTTTAACGAATGATATAGATAGAGCTCAGAGCAATCTTCTCACGATCATGAAG 

TCATGTATAAAAATCAGGATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAG 

AAAGTCAATTATATTAGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGGTT 

TAATGTACCTGCTGCAACCCTGAAAAATTGTATTTACCCTTGGTGAAGCTCCTATCTAT 
A 

AAACTTAAGAATGTCTTATCTTACTGGAGTGGTACTGGATTAAAAAGA 
Sequence 209 

CACCGCGGCGGCGGNCGAGGTACACGACATAGGCACATGTGCAAACACAAAGAAGGTGGG 

CATGCTGCTTCTTTCTNTCTGCCCCTAGNCCAGGCTCCTTTGCTTCACGNAAGATNNACA 

CTTTCCCATTCCTCTGAAGTTGCTGGAAGGACATTTCCCAGGAAGAAACAATTCCTCACT 

GCCTATAAACTGTAGTCCCAATGTNGGGATAGTCAANNGAACATGAGAATCANAACCAAT 

CTGGGCAAATGGGGNATGGCAAGTAATGGGNGAACACGCACTAACAGGNACAGTATGCCC 

AACCT 

Sequence 210 

GGTGGCGGCCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCNNTGTGAACT 

TCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCAT 

ATGCTGAAGG Mill CC ACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCC 
A 

AATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTNCTTTGATCTGAG 

A 

CAAGTCTGATCAAGTTTTCGG 
C 

Sequence 211 

GCGGTGGCGGCCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGG 

GGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAA 

CTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCC 

ATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACC 
C 
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CAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGA 
G 

ACAAGTCTGATCAGTTTT 
Sequence 212 

GGNGGCGGCCGCCCGGGCAGGTACTTTTNAAA I I I 1 I I I I I I I CTGNAGAGACGAGGTCT 

TTCTATGCTGTTCAGGCTGAACTTCATGGGTTTATTGGGGATGGCTAANGGATGACATTG 

GCTGGTGGTCCTTGATACCAGATAAGCCCTCAGTGTGAAGCAGCTCTTATTTTTCCTT 

GT 

CTTGAGATTGCTCTTGGAATGGAAATTAGGCTTrTTTGAAGGTGTCGACCCTTTTTGG 

TT ____ 

CATTTCTTCAGCAGTTAC I 11 MA I I U ti l I A AAATGTTTTGACACACAAGTCTTNTGG 
ATAAATGAATCANTTCACCCAANCACCCCGGATTTACTTCTCCTTTGCTCTGGNTNAA 
GT 

NGNTGAACACNTGTCCCCTTTTGAAGAAATCTGGGNCGACAGCTTATGTATCCCCATTCA 
CCCACAACACCCCCAAAAAAAAAAAAAAATTTATTGTCTTGGGGTTCCCCAGGGGAGNTT 
ACCCTTTTTAATGGAAGAAAGGTNCCATTCTTGNGGAAAGAACCCCTNGGGAATGNTTTC 
AANAAGGAAACCTTTCCCTGGGGGAAAAACAACTTGNAAAAGGAAAAAATTAAAAGGAAG 

GGCCCGGGGCCC 
Sequence 213 

GCGGNGGCGGCCGTTTGAGAAGCCAGCGCTCACCCACCCGGGGTCTCTGTGGATTGACCT 
TTGGGTGCTGACTTGGAGAAAAGCACAAACACGACCAGTCCCCCCGCGTACCTCGGNG 
Sequence 214 

TCCCCGCGGTGGCGGCCGAGGTACATGCCTACAGATAGTCCCAGCTACTCGGGAGGCTGA 

GGCAGGAGAATCGCTTGAACCCAAGAGGCGTAAGTTGCAGTGAGCCGAGATCATGGGACT 

GCACTCCAGCCTGGGTGACAGAGAGAGACTCCATAAGAAAAAAAGAAAAAAAAGGGGGGC 

AAAAAGAAACAGATGAAACCAATGTGAATAATTTATTTTAACACAATATACCTAACATAT 

TrrTATTTCAATATCTAACCAGTATAAAAATTTACTTGTTTTGCCCTCTAGAGATAGTA^ 

GCTCCTTAAGTAAACAGAAGTAATACCTGATTAATTAGAATTCCCAACCCTCATCAAGTG 

TGTGCTTATATAGAAGAAACCCAGTAAATGTTTGTTGATTGAAAGATATTAATACTCTT 

G 

CTTGGATGAGAGTGAGGAAAAAGGTATTAAGTATTGGCmr 
Sequence 215 

GNGGCGGCCGAGGTACTTTGGAGTCCCCTGGTTTCTCAAGAATTGCCGTTGACTCTTTCT 

TTGGCTTCTGCTGGCACGGTAACCAGACTCCCTACAACTGCACTCTTTGTCTTTGTCA 

TG 

GAAGCCGCGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTTGAGCAGGTCACTGGGTCCT 

TTACACTTGTGAATTCGAAGCTTGCCAGATGTATCCTCAATGCATTGCCACTTCTGCC 

CC 

GGTTGTTCACAGGCTGTCTGGTACGAGATCTCCGACCAGTCTGGGGGCGCTGGCGGCCTG 

CGCAGCCACCTCAAGATCACAGATTCTGCTGGCCATATTCTCTACTCCAAAGAGGATGCA 

ACCAAGGGGAAATTTGCCTTTACCACTGAAGATTATGACATGTTTGAAGTGTGTTTTGAG 

AGCAAGGGAACAGGGCGGATACCTGACCAACTCGTGATCCTAGACATGAAGCATGGAGTG 

GAGGCGAAAAATTACGAAGAGATTGCAAAAGTTGAGAAAGC 

Sequence 216 

CCGCGGNGGCGGCCGAGGTACTTTGGAGTCCCCTGGTTTCTCAAGAATTGCCGTTGACTC 

TTTCTTTGGCTTCTGCTGGCACGGTAACCAGACTCCCTACAACTGCACTCTTTGTCTT 

TG 

TCATGGAAGCCGCGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTGTGAGCAGGTCACTG 

GGTCCTTTACACTTGTGAATTCGAAGCTTGCCAGATGTATCCTCAATGCATTGCCACT 

TC 

TGCCCCGGTTGTTCACAGGCTGTCTGGTACCGAGATCTCCGACCAGTCTGGGGGCGCTGG 
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CGGCCTGCGCAGCCACCTCAAGATCACAGATTCTGCTGGCCATATTCTCTACTCCAAAGA 

GGATGCAACCAAGGGGAAATTTGCCTTTACCACTGAAGATTATGACATGTTTGAAGTGTG 

TTTTGAGAGCAAGGGAACAGGGCGGATACCTGACCAACTCGTGATCCTAGACATGAAGCA 

TGGAGTGGAGGCGAAAAATTACGA 
Sequence 217 

CCCGCGGTGGCGGCCGAGGTACTATCAAACAACATGATACAATTTAAATGTGTCATAGCA 

ACTACTAGTGGTCACCTGAAATCCATTTTCCCCTCCTTCACAGTAAGAGTTTTAGNTG 

AA 

TGAGTGGCCACTCATAGAGAGATTGCATTTCTGGCTTCCCTTGCAGCCATAGGTAGCCAT 

GGGACAAAGTTCTAACCCAGGGGGGGTCCAATCTTTTGGCTTCCCTGGGACACACTGGAA 

GAAGAAGAATTGTCTTGGGCCACACATAAAATACACTGGCATCAAGGATAGCTGATGAGC 

AAAAAAAAAAAAAAAAAAAAAAGTACCTGCC 

Sequence 218 

CCCGCGGTGGCGGCCGAGGTACCATCCTGTTCNACAGAGCCATTGCCTATTCCTAAATTG 

AATCCGACTGGGCGTGCCCCTCCTCGGAACACAACAGTAGACCTTAATAGTGGAAACATC 

GATGTGCCTCCGAACATGACAAGCTGGGCCAGCTTTCATAATGGTGTGGCTGCTGGCCTG 

AAGATAGCTCCTGCCTCCCAGATCGACTCAGCTTGGATTGTTTACAATAAGCCCAAGCAT 

GCTGAGTTGGCCAATGAGTATGCTGGCTTTCTCATGGCTCTGGGTTTGAATGGGCACCTT 

ACCAAGCTGGCGACTCTCAATATCCATGACTACTTGACCAAGGGCCATGAAATGACAAGC 

ATTGGACTGCTACTTGGTGTTTCTGCTGCAAAACTAGGCACCATGGATATGTCTATTA 

CT 

CGGCTTCTTAGCATTCACATTCCTGCTCTCTTACCCCCAACGTCCACAGAGCTG 
Sequence 219 

GTTATTGGTGGTGAAGACCCGNAGCAACAGTGGGCATGTCTTCTCGCGGTCGATCGGNTT 

CTCTGGCTCCTTNTTAATTTCCTCCTGGGNAACGCGCGACTCCACCGCCATGTTCCTCCT 

ACGGCCTGCGAGACGCTCCCCCGCGTACCTCGGCCGCTCTAGAACTAAGTGGGATCCCCC 

GGGCT 

Sequence 220 

GGCGGCCGAGGTACCATGATATCATGTATCCTGCTTGGACATTTTGGGAAGGGGGACCTG 

CTGTTTGGCCAATTTATCeTACAGGTCTTGGACGGTGGGACCTCTTCAGAGAAGATCTGG 

TAAGGTCAGCAGCACAGTGGCCATGGAAAAAGAAAAACTCTACAGCATATTTCCGAGGAT 

CAAGGACAAGTCCAGAACGAGATCCTCTCATTCTTCTGTCTCGGAAAAACCCAAAACTTG 

TTGATGCAGAATACACCAAAAACCAGGCCTGGAAATCTATGAAAGATACCTTAGGAAAGC 

CAGCTGCTAAGGATGTCCATCTTGTGGATCACTGCAAATACAAGTATCTGTTTAATTTT 

C 

GAGGCGTAGCTGCAAGTTTCCGGTTTAAACACCTCTTCCTGTGTGGCTCACTTGTTTT 

CC 

ATGTTGGTGATGAGTGGCTAGAATTCTTCTATCCACAGCTGAAGCCATGGGTTCACTATA 
TCCCAGTCAAAACAGATCTCTCCAATGTCCAAGAGCTGNTACAATTTGTAA 
Sequence 221 

GCNGGTACAGCAACAAGAATCAGATGCTCTTTAGAGATCCTCCATTTCATTACTCTAACA 

TTCTTCAATGTGGTTCCAGCCACGCATAGTCATATAGATACTACATATNCAAAGATAAC 

T 

TACTGAAGCTTGTTCACAGAACCAAGCTTTCTCCTGGATAAGCTCTTCTNTCCCCTAC 
CC 

CGCACTTCTTGGGNAAGGTATTACCCCAAAATGCTCTTCAGNGGATTTAAAATAAACAAT 
TTTTTAAAAANANGGACACTTAACACTCACAAAAAAATGGGGGAAATTTTGCTCGGGCCA 
TTGGACNGCGGAAACCAAATTACCGGGTTTAACTTCCAAGNATGGCTTGTCATTTCAAAA 
ACCTGGTATTGGGGGTCCCGTTCGGAAAAAAANANATAGGATATTAACCCATNI I M iCT 
CATAAGGACCAAGCTATTCTTACNTTTTAATCAACCCAAATTTCCTGGGGGGAAAGGNCC 
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TTTCTTCTTATTTTAGGTCTTCGGGGATAGGTCTTNTANTCCCAATAAATAATTGGGGT 
T 

AGGTATTCAATCCATAATCCTCCCAGGACCCTGGGTTTTCCCTNGGAAGAAACAAGGGAA 
GAGGTCNTTGCCTGGTATCCTCNAAAAGGTTGGAAACCAAGCTTGGCNACTTTATCTTCT 
TAAACTTTCTTTTGGGAAGGAACCCCAGGTTTCAAGATA I I I M I I II GGGGAA 
Sequence 222 

ATGGCCGGCCTGCGGAACGAAAGTGAACAGGAGCCGCTCTTAGGCGACACACCTGGAAGC 

AGAGAATGGGACATTTTAGAGACTGAAGAGCATTATAAGAGCCGATGGAGATCTATTAGG 

ATTTTATATCTTACTATGTTTCTCANCAGATGTAGGGTTTTCTGTAGATGATGATGTCC 

A 

TATGGCCATATCTCCAAAAGANATGAATCCGACAGCNGATACAAAGTTTTTTGGGCTGGG 

TTTATTGCNTCATATAGNNCTTTGGCCCAAATGGNANGCTTCACCCTATATNTTGGGT 

TT 

ATGGNCTAAATTATTANGACCCANAGGA/ '^GGAGCCTCNTTAATTGGTCTCCCATCTT 

GATTTTTCCCGTGGNAAGCACAACCTGCCCTCTATGCATATCTTCCACCATCCCCAAGCT 

TTCTCATAAANTAAAAATAACCTACGAATGGCCTGGGTTGCNTCCGTNGGGAATTTGNNT 

GGGGAAATTTGGGAAGCCANG I 1 1 I I I I CAAGACCTTNGGNNTTTACAATTCCCTTTGGG 

AGAAA 

Sequence 223 

GGGCGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGATTCTTCCCrrCGAGG 

TCAGCCCATTATCTTTAATCCTGACT7TTTTGTGGAGAAACTCCGACATGAGAAACCT 

GA 

GATTTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTGA 
GTTGGCTCANCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATC 
AGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTC 
CCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTATCTACACAAAAA 

CTTGCGAGTAGAGGGrrTGTTTAGAGTACCT 
Sequence 224 

CCGCCCGGGCAGGTACTCCCTGATAAAGGGGAATTTCCATGCCGTCTACAGGGATGACCT 

GAAGAAATTGCTAGAGACCGAGTGTCCTCAGTATATCAGGAAAAAGGGTGCAGACGTCTG 

GTTCAAAGAGTTGGATATCAACACTGATGGTGCAGTTAACTTCCAGGAGTTCCTCATTCT 

GGTGATAAAGATGGGCGTGGCAGCCCACAAAAAAAGCCATGAAGAAAGCCACAAAGAGTA 

GCTGAGTTACTGGGCCCAGAGGCTGGGCCCCTGGACATGTACAGACTCTCATTTTATGAT 

GTATCCTACTGCATCAGGACATTTGTGTCAATGTCAGGTGACGAGGGGAAATGAAAGTGA 

TGAGACGATGAGAGGAGTGAAATACCAAGGACGCCATACTAGGAAACCCAGGTCTATTTG 

TTATCAGAGTAAGGATCAAGCCAGATAGCCTGTTATGTAATTTCTCCGATAAAAGATTT 

T 

GAAAGCAGGTGCTGTGGGCATCTGTATGGGGGAATCGCACTCATAGAATTATTTTCATTT 

GTAAATATTTGGTATCAGGCCCAGCAAGGGAAA 

Sequence 225 

CTCCCCGCGGTGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACGG 

CTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTA 

A 

GACCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCAT 

GGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTG 

AACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTT 

CCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAA 

C 

CCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCT 

G 

AGACAGTCTGATCAGTTTT 
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Sequence 226 

TTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGATGGATAGCCGCTTGCA 

GGAGATCCGGGAGCGGCAGAAGTTACGGCGACAGCTCCTCGCGCAGCAGTTGGGAGCTGA 

AAGTGCCGACAGCATTGGTGCCGTGTTAAATAGCAAAGATGAGCAGAGAGAAATTGCTGA 

AACAAGAGAAACTTGCAGGGCTTCCTATGATACCTCTGCTCCAAATGCAAAACGTAAGTA 

TCTGGATGAAGGAGAGACAGATGAGGACAAAATGGAAGAATATAAGGATGAACTAGAAAT 

GCAACAGGATGAAGCTTATCATCAATTCATTGTATAAAAATAAAGAGATTTTCCTGAG^ 

AACTGATTTCAAATGCTTCTGATGCTTTAGATAAGATAAGGCTAATATCACTGACTGAT 

G 

AAAAT 

Sequence 227 

CNCCGCGGTGGCGGCCGCCCGGGCAGGTACGCAAAGTGATTCAGAGAACGCTGGGGCTCA 

CAGGCGCTGTAGCAAACGTGCAACTCTTGAGGAACACTTAAGACGCCACCATTCAGAACA 

CAAAAAGCTACAGAAGGTCCAGGCTACTGAAAAGCATCAAGACCAAGCTGTTACTAGCTC 

TGCGCATCACAGAGGGGGGCATGGTGTTCCACATGGGAAATTGTTAAAACAGAAATCAGA 

GGAGCCATCGGTGTCAATACCCTTCCTACAAACTGCATTATTAAGAAGTTCAGGGAGTCT 

TGGGCACAGACCAAGCCAGGAGATGGATAAAATGTTAAAAAATCAAGCAACTTCTGCTAC 

TTCTGAAAAGGATAATGATGATGACCAAAGTGACAAGGGTACCTCGGCCGCTCTAGAACT 

AGTG 

Sequence 228 

GAGCTCCCTCCTACCCCCTAGCTGAGTAGGCCAGGTTTTGGTGCAAAATCTCCCACATTG 
GCAAAGTTCCTGCATATGCTGCGCAGTATGNGCCTTGAATAAAAATCCTGAAGATTAGAT 
GGTTCAGGCTGCATCATCCCAAAGCAAAGAGCACCTCTTTGAAGCTCACCTGCCCGGGCG 
GCCGAGGTACI I I M I I f I I M I I I M 1 M I CAGTANGNAGCTTTAAAACAGTTACATAT 

Sequence 229 

TGGCGGCCGAGGTACTACAGGATGATGGCTTTGTCTTCCTCTGGGTCACAGGCANGGGCC 

ATGGAGTTGGGGAGAGAATGTCTAAACCTCTGGGGGTATGAACGGGTAGATGAAATTATT 

TGGGTGAAGACAAATCAACTGCAACGCATCATTCGGACAGGCCGTACCTGCCCGGGCGGT 

CGAGCGGCCGCCCGGGC AGGTACTTN N I M I 1 1 I I I I I M I I I I I M I I I Al M I I I I I I 

M i I I I I I 1 I I 1 I M M I I I GGGAACCNGNTACATTGNTCAGTTTTTACTTGNAAAAAGT 

NTTATAGAANAGTTTTATTGGAATGTTATTTTATTAAGCCNTTTTCATGGGT^ 

TTTAAAGTTTAAAAAGTTTTTACAACANGCTGGGNGGGGGGGNTTNCACCTGGCATCCCA 

GCACTTTTGGAGGNCCCGGCGGGCANAAACCTGANGGCGGGGAGGTTTAAAAAANCNACC 

CTGNCCANATTGGNAAACCCNTNTTTTTTCTTAAAATTCCCAAATTAAATTC 

C 

Sequence 230 

GGCGGCCGCCGGGCAGGTACGCGGGGGAGTCAGACCCAGTCAGGACACAGCATGG 
Sequence 231 

CCACCGCGGTGGCGGNCGAGGTACGACGTTTCCATCAGCTTGTCTGTTTCATTCCCTGAT 

GTTACGAGCAATATGACCATCTTCTGTATTCTGGAAACTGACAAGACGCGGCTTTTATCT 

TCACCTTTCTCTATAGAGCTTGAGGACCCTCAGCCTCCCCCAGAGCACATTCCTTGGATT 

ACAGCTGTACCTGCCCGGGCGGCCGCTCTAGAACTAGGTGGATCCCCCGGGCTTGCAGGT 

AATNTCGGATATCAAGCCTTATNCGATACCCGTCGACCCTTCGGAGGGGGNGGGCCCCCG 

GGTACCCCAGCCTTNTTGTTTCCCCTTTTAGGTGGAGGGGGTTTAAATTTGCCGCCGCNT 

TGNGCGGTAAATTCAATGGGTTCATTAGGCTTGTCTTCCCCTGTGGTGNAAAATTNGTTA 

ATCNCGGCTCACCAANTTTCCCACCACAAACCAATANCGNAGNCCCGGGGGAGGCCATTA 

AAAAGGTNGTAAAAAGCCCTTGGGGGGTTGGCCCTAATGAAGTGGAGCCTAAACTTCACA 

ATTAAATTTGCCGTTTGGCGCTTCACTTGCCCCGC Mill CCAAGTCCGGGGA 
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Sequence 232 

CGGTGGCGGCCGCCCGGGCAGGTACTTTAi M I 1 J I I 1 I M I I 1 M t M I I iNCTTTNA 
A 

AAAAAAAAAANGATATTTTAATATATTCAGATCCNCAAATATGAAATAAAACTAAGNNGA 

GCTGGTATTCATTTACACATAATTATCTTATACCGTTNGGAATAAGAATTTGGGGCNC 

GT 

TAGCAAACCAAAAGGCTCAAAAAGACGTCGNGATATTTAGTTCTTGTCTCCCTCTACAAA 

NGGGAAGCACTNTTTTATCCGGCATTCCTAGGGGNGTTCCTATTTTCAA 

Sequence 233 

CGGTGGCGGCCGNCCGGGCAGGACGCGGGGGCCAGTTCTCTTCGGGGACTAACTGCAACG 

GAGAGACTCAAGATGATTCCCTTTTTACCCATGTTTTCTCTACTATTGCTGCTTATTGT 

T 

AACCCTATAAACGCCAACAATCATTATGACAAGATCTTGGCTCATAGTCGTATCAGGGGT 

CGGGGACCAAGGCCCAAATGTCTGTGCCCTTCAACANGATTTTGGGCACCAAAAAGAAAT 

ACTTCAGCCACTTGTAAGAAACTGGGTATAAAANAAGTCCATCTGTGGGACAGNAAAAAC 

CGACTGTGGNTATTATGGAANTGTTCGGCCTGGGTTATTATGGAGGAATN GGGA AAGGGA 

AATGGAAAAGGGCTGCCCAAGNCANTTTTTTAGCCCATrrGACCCANTGGTTTTAT^ 

CACCTTCTGGGGCCATCCGGTNGGGGGAGGCNCACCCCACCAAACCGGNAAGCCGCCTTA 

TTTCCTTGGACCGNCCCTNAAANAAACCTTGAAGGGGGAAGGGGNGGAATCCGGAGGGGG 

AAAAGGGGGGA 
Sequence 234 

CGCGGAGGCGGCCGCCCGGGCAGGTACAGTATAGGTTGGTTTTGCCTGTTTTGACGCTTT 

ATATATACGTAGACACACATACACATGTATATATACACACACACATTTTACATATATATA 

TGAAACTGTATAATGTGTTCGCTTCAGTGTCTGGCTGCTTTTACTCAACATTGTGAAAT 

T 

AATTCCTGTTATCGGNATATGGGTATCNAAATTTGNTTTGCCCTAGTTTTTGCCTTCTC 

A 

TTGGTTTCTGAATTGGGGGCAGCTTTGCCCCTCAAGGGGAAATTTAGCAATGTCTGGAGA 
CA ! I 11 I i i I ATTTrCATAATTTNGGGAGGGGACATGGGGGGAGGTTTGGTGGCTACAGG 
AACCTTAATTAAGGTTCGAGGGACAGGGGTTAGGTGCTTGAACGGTTNCCACANGTAACA 
CTTCGGGCNCGCTTNTAAGAAACCTAGGTGGGATTCCCCCCCNGGGTCTGGCNANGGAAA 
ATTCCGANTATTNGNAAGCCTTANTCGANTACCCCGGNCGACCCTTNGANNGGGGGGGGG 

Sequence 235 

CGCGGTGGCGGCCGAGGAC I M I M I I I I I I I I I I I I I I I I I I I M l ATAATAATTTTGT 

CA M M I GTAGAGACAAGGTCTCCCATGTTGCCCAGGCTGGTCTCAAACTCCTAGGCTCA 

ACTGATCCTCCTACCTCCACCTNTGCCTCCCAATTATCCCCAATTGAGAGATGAAAATTC 

TGACAAGCTCTCAAACGTTAACTGACTTGCCCATAAATGACAGTTCCAAAGTTATAAGGG 

CCTAGNAACNTTGAATCCAGGTNCTGTTAGNAAATTCTAGGGTTTGAGAAATCCCATATT 

TCTNTCCACTTCCCGCGGTACCCTGCCCCCGGGGCCGGGCCGCCTTCTAGGAACNTAGGT 

GGGATCCCCCCCGGGGCTTGCAGGGAATTCCGATATTCAAGCCTTATTCGGATAACCCGT 

CCGACCCTCGAAGGGGGGGGGGGCCCCGGGTACCCAAGCTTTTTTGTTCCCTrTTAGTGG 

AGGGGGTTTAAATT 

Sequence 236 

GCGGCCGNCCGGGCAGGNACCTACGCCACAGACAGCCAGAGGGAAAGCGACCCAGACAGC 

AGCCCCTCCTCGACAGGCCCACCCTGCAGCTCAGGCACCAAGAAAACAGCCGATACTGGC 

AGCCATTGCAGCTCCAAACTGCANNAGGCAAGGCCAATTTTAACTTTTCAATTTACAGTC 

GATTTTGAAGAGCTTTCTACATATCCGGTTATGTAAANTTCATATATGTATTrTTTGGAA 

ATCAGTTCTTATANAACCAGCCTCCGATTCAAGTCTTTAGGCTAAAATTTTATAGGTCC 

T 
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AAGGGTAGGTATGGTTAACAATTTTGGAACCTTTTTGGTCCTTAAAGAAAAAGGTTGGAC 
TTGTTTCAANATANTTTCTNTCTTACCTNGTGAAAAGGAAAATCNTTACTTTTTTC 
TTAAAAAGGAATTCTTGTTACCCTTCGGGCTCCGCTTCTTAGGAAACTTAGGTGGGGATC 
NCCCCCCGGGGTCTTGNGAAGGNAAATTTTCGAATATTCCAAAGGCTTTTATTC GAATAC 
CCCGGCTCGGAACCTCGGNAGGGGGGGGGGGGCCCCGGGGTACCCCCAAGC 1 1 M I I NGT 

Sequence 237 

GCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCT 

G 

ACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCA 

GCAATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAG 

TGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGT 

CTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTG 

CCCAGATATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTA 

GAGTACCT 
Sequence 238 

CCCGCGGTGGCGGCCGAGGTACGCGGGGATTGTGTGCAAAATCAGAGAGGGGTGCAAGGA 

TCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCAATACGGNAGTATGAGCTTGAA 

CCCCAGCACACCAGGGGCCAGTTATGGGCCTGGAAGGCAAGAGCCCAGAAATTCCCAATT 

GAGAATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCATCCT 

TGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATTACCAAGAAGTG TGAGA A 

ACGCAGCAGCTGATGGAAGGAAACAGAACTTGTCCGTAGTTGACACACCAGGCATTTTCG 

ACACAGAGGTGCCCAATGC 

Sequence 239 

CCGCGGTGGCGGCCGAGGTACCAGTTAAGTGAACAGCTCGTCTAGGTCTGCTTTTGTAAC 

ACCCAAATACAATTAGCACTTCTCTGCTGGTATTCCCTGGGCCGTCTTAATTATCTAG 

AG 

GCCAGGAGGCAAAGCCTAGCACGTAACAAAGTATGTGCTTTGTAACTGCTGATTAATTCA 

GTTTCTTAACTAGGCAGAGCAGGTCATCAGTGTATCTAATTCACACTATTAATACACTG 

T 

CTTGCTGAAGAGTCTGACCCTGCCCAGGAACCCCCGTTATGGCCTAGCCCCAGNGGGAAG 

NCAGTAAAACCTGCCAANAGCCAGGAGAAAAAAGGGGGGCCAGTCTTAAGAATGAAGGCC 

TAGGTGCTTGGCCTGGAGCTCCCAGTTTTAGGGTCCTGGTTACTGTTTCTGGTTTCCAAC 

TTATTAAAATCCAGGGGATGGACCTGGTTACCTCAGATTTCAGGTTGCCTTATGGTAGGA 

AAAATAGGAATGCCACAGGCCAAAAAACATTAATTTTGGGGGGGATGGACTTGGGCAGNC 

ACCCI I I I II I n ICCCTTTTC 
TT 

Sequence 240 

GNGGNGGGCCGGCCCGAGGTAC II I II M I U N I I I II I I GGTATGACTATAGATGGC 
TA 

GTGNGTCTTTTTATTAGCTATCANCGTTCATTTAACAGACAAAAAATTCAAGTTCAATG 
N 

NNGGNCATTAAAATACGGAAGAATTAACAATAAGTTCATTAATCAATCTTTCANCTGTT 
C 

CTATTTTATCACAAATNACTTTTCCTANAATTGGAANAAGGATNCATGGGAAGGGGACAA 

GTCTTGGAAAAACGCAAACCGTAATTGTGTTCTTTCAAATTCCATAAAAGACACTTCAGG 

NNCAAAAAAATAAATAAACAAGGNAAGGGCCGCNTCATTACCTNTTAGTTTNGGGGNGTN 

GGAAATTGAATCATGGCCAAGTGCCTAAGNGCNTTTTTGCTGNTNAGTTAACCCNCCGTG 

CCCGCGTCNTAGGAAACCTATGNTGNGGATCCCCCCCGGGGCCTTGCCANGNGGAAATTT 

CGAATAATCCAAANGCCTTTATCCGGAATACCCCGTCCGGACCCNCCGAAGGGGGGGGGG 

GGG 
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Sequence 241 

GCGGTGGCGGCCCGGTGTGCTGTGCTCAGCTGCCTTCCAAAGGAGGAACAAGATCGGCAA 
GTGCTCGACGCGTGGCCGAAAATGCTGCCGAAGAAAGAAATAAAAACCCTGAAACATGAC 
GAGAGTGTTGTAAAGTGTGGAAATGCCTTCTTAAAGTTTATAAAAGTAAAATCAAATTAC 
AM I 1 I I I I CCAAAAAAAAAAAAAAAAAGTACCT 
Sequence 242 

TGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGGTGGAAGAAATAGATTGGGTGACAT 
TTGGGGTTATATTGAAGAAGGTTACGCNACAGAGTGTGAATAGTGGAAAAACCTTCAGCA 
TATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCC7TGTTCTTATTTGGA 
G 

AAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCA 
ACCCCATGAAGCCCAAGGATGGTTCAGAGGAGCGTGACTGTGAGTACCT 

Sequence 243 

GTACGCGGGGTGCTGGGATTACAGGCVVCGAGCCAGTGCGCCCAGCTGCCTCTGTTTCTnr 

TATTAAGCTGTTCTGGACTGTGGGGCTCCTTGGGCAGATGCTGTATTATGGGGATAAGCC 

ACACACTTTTTGAACTGGCCCGGTCAGGGGGGACATAACGATTTNCTGTGCCACCCCATC 

AATCCCCACCTATTCTGAGTGTAGGCTCCTCCCCTGCTTGAGTAATGGCCACAGATCTTG 

GCTCGGCACTCCTAAGCTGCATGTTGAATTCCTGGGACAACAAGACTGGCTTGTGGTTCC 

ATTCTCCAGATCCTTGGGTTGGCTTCTGGGTGCACTAGGAGATCTGAAATGCTCTCAGGC 

CACCAGGAAAGTACTGGAAGTAAAGTCTGACTCTAAAGAAGATGAAAATCTAGTAATTAA 

TGAAGTAATAAATTCTTCCAAAGGGAAAAAACGCAAGGNAGAACATCAAACAGCTTGTGC 

TTGTAGTTCTGAATGCACGCAAGGGTCTGAAAAGTGTNCTCAGAAGACTCTNNAAGAGAC 

GAAACGAACCCTGTGCCTGTAACTTTrGAGGNGAAAAGAACAAAAATGGCTCTTAGGNGG 

TCCCGAAAAAAN 

Sequence 244 

TCCACCCACCTCGGCCCTCCAGTGTGCTGGGATTACAGGCATGAGCCACGGCACCCGGCC 

CTGGnTGCTTTCTGAACCATGTCAATACAGTACCACCACAGTTGCTATCTCTTGAAC 

AT 

CTTTCATTAAAACATCACCGTCTAGTrTGAGAATACTnTAAGCCTGCTGGCCTCCTTT 
G 

GGGCATTC M I II I CTCTTTTCAGCACGCATCTrTCTrrTCCACTrACTCCGTAAGCTT 
T 

TAGCCATGTTrTACCTTGAGGGCCGAAGTTAACTTCAGCGGGAGTGAACGACAGGGGTGG 
GCTCCACTTTATCCAGTGCACTCGGAAGCCGGAGGGCCCCCACCAAAAAGAGCAAGGGGA 
ACCCTC 
Sequence 245 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACAATTGCTTGAGTGAGTTCATGGTCCGTAGG 

AGGATGACCACTAGCCCACCACCTTCCACTGTTTCTACAGTCCTGGNCAGCAAGTTrGGA 

GTTAAGGCTTCAAAATCCTGCAGCACACACATGCCGAAGGTATrGCCCAGGATCTTGTGG 

GTCTCGTTGTAGTAGCAGTAGCGAATGTTTGTGGCTGCTATGAAGAGTTCAAAGGGGTCG 

TCCTGCTrTATGTTCAGTGrrCCATTCTTTATTnrCTTCTGCAGCTGTCGGA 

T 

Sequence 246 

GCGGCCGTGGGGATCAGCGTAGGTGAGCTGNGGCCTTTTGCGAGGTGCTGCAGCCATAGC 

TACGTGCGTrCGCTACCGAGGArrGAGCGTCTCCACCCATCrrCTGCGCNGNCACCATCT 

ACATAATGAATCCCAGTATGAAGCAGCAACAAGAAGAAATCAAAAGAAGAATATAAAGAA 

ATAGrrCTTGTCCCAAAGGAAGGAAACTCTTGAAGGATTGAATTTCAGCCCTTCTTGCAT 

CTrGGGATCTCTTGGTTGGGAAACGGAAGGAAANAAATNGGAAGCCTTGTCCGGCAAGNG 

CTTTGTCCANANAAAGGGGAAAACCATTCTGGGGAATGGACCCACCTTTAAACCATCTAC 

CAAACCTTCCAAGCCCCrrGGGGGGGTNTAnTGGTCCCCAACACAAAAAAATAGAAGTA 
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TAAAGAAATANAGGTTANCCTTCGGGCCCGCTTCTTANGGAACCTAGNNGGGGAATCCCC 
CCGGGGCCTTGCCAGGGGAAATTCNGGAATNTTCAAAAGCCTTTATCGGAATACCCCGTC 
CGGACCCTTCGGAGGGGGGGGGG6GCCCCGG 
Sequence 247 

GGCTTGCTTGACTAGATGAGCTGCTATAGTAGCCAATCCTGTTAGACTTGGACCATTGTT 

TGTCTGAAGAANGGGAATCTGTCGCTCGCCCTGAGCACTGTATTTATTCCCCTTACTCAA 

GNCCCAAGGGACTTCTCCAAGTAGCCGACAAACTCTGCCGGGCCGCCCGCCATCTTCCGG 

GCCCGCTCTAGAAACTAAGTTGGGGATCCCCCCGGGGGCTTGCAAGGGGAAATTTCCGAA 

TATCAAAAGCTTATCAGAATAACCCGTCCGAACCTTCGGAAGGGGGGGGGGGGGCNCCGG 

GGTACCCCAAGC I I I I I I G TNTCCCCTTTTAAGTGGAAGGGGGTTTAAATTNGCCGCCGC 

NTTGGGCGGTAAANTCANTGGGTCATTAGGCTTGTTTTCCCTGGTNGTCGGAAAAATTTG 

NNTTATTCCCGCTCACCAAATTCNCACAACAAACAATAACCGAAGCCCGGGGGGAGGCCA 

TTAAAAAGGTTGGTAAAAAGNCNCTTGGGGGGTGGCNCTAAATGGGAAGTNGAGCCTAAA 

CTTCACAATTAAATTTGCCGTTTGGCCGCTTCACTGGNCCCGCTTTTTCCAAGT 

Sequence 248 

CCNCTCCCGCGGTGGCGGCCGAGGTACTTTN 1 1 M 1 1 I I M 1 1 M I I I I I N ICI I I 11 I 

I I II I M II M I I 1 II I M NCAGAGACNAGGAATTTAATTAGGGNTGTAACAAATGGTTA 

ATWTAGNAAGAAAAACCAAATTGAATAATTTTCTAACTCACTTGGCAGGGGGGGNCTC^ 

CANCCNTAATGAACATCACATAATGAAGTTNCTCCTTTCCANATCTATAAACAGGCTqAT 

GTAACTAACTGATNCTCAGTAAAANGGNNCATAATCCAAATNTNTNTAACAAANGGGGCT 

TGCTATAAAATCTCTTACATTTTAANACTTACTCTTAANAAATCATCTATTCTTCCCTC 

Sequence 249 

AGACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAAGCTGGAAGAAATAAGATTGGG 

TGACATTTGGGGTTATATTGAAGAAGGTTACGCCACGGAGTGTGAATAGTGGAAAAACCT 

TCAGCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCCTTGTTCTT 
AT 

TTGGAGAAGTTCACAAAGCCGCTCTGGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTC 
AATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCAT 
CCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAGAAG 
AAGAATGGAGAGCCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGAGTACCT 
Sequence 250 

CGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCA 

GCCCATTATCTTTAATCCGGAC M I NI G TGGAGAAACTCCGACATGAGAAACCTGAGAT 

rrrCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATrrACCTGGAACTGAGTT 

GGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGG 

ATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCC 

ACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTATCTACACAAAAACTT 

GCGAGTAGAGGGTTTGTTTAGAGTACCT 

Sequence 251 

TGGCGGCCGAGGTACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCG 

TCTACCCGGGAATCCGGGGTCCCTGACCGATTCAGTGGCAGCAGGG 

Sequence 252 

AGGTACATTTTACTACGCACCCTTACGCATTC I I I I I CTCACCTCTGTGTGTGTGTGTG 
C 

GTGCACATGCACACACACAAATGGGTGAAACAATTCTCACCATACCAAGAGCCACCGCGC 
CCTGCCGAGAATTTGCATTTCTAACAAGTTCCCAGGTGATGCTGACACTGCTGGCTCATG 
GAACCACTGCTGTAGTATTTTCCAAATTATCCTGATTCTAAGAACCACCTATGACCTGT 
G 

CTG I I I II I CTGTGGTTACTGGCTCATGTCACATAAATTCTTTTAGGATTCAAACATGT 
T 
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TGTGATATTACTCAGTATTTACATCTTGCTTTTACTGCAGCATGATGGAAAAATTAACC 

A 

CAGGTATATCATAACAAAAAGAACATGAGTTACCATTTTTCACAAAGTTCAGATATATT 

T 

AAATTAGCCTATTTAATCI M I I II IGGGT 
T 

Sequence 253 

GGGNGGCCGGGCCCGCCCGGNCAGGGTAC1 I M I I I I II I I II I I II ICTACCAGTAG 

cc 

TATTTCAGATTTATTAAAAAACACATAGGTAACCGAGTCANAGCTTTGGCTAGGAATGAN 

TTGGAAAAGAACTGAAGGCATAATTCCACAGGACATTCACAGTTAGTGTGCTAGAAGACA 

NGAGAGGGAAGCAGGGAAAAGTGTTTTTAAGAAAGCATTTGCGGGCCGGGACAAATGGGA 

AAGGGCCCGGGCTTTCATCGAAATTCCCTTGTTTTGCCTTGGATCCCACAATCTTGCTTG 

GGAAAAGGGTGGGGACAAGAAGGAAGNGCCCAAGGGATGGGGAGCCACCCGATCCCAAGA 

CCAAGGAAGTANTTTTGCCGCTCCCGGGANGGGGGGGCAAATTGGATCCTTTGGAATCCT 

TCAATGGGTGGCCTNGGGGGTAGCTTAAGGGGGCCCGGTGGAATCCTCCTTTCTNGCATT 

TCCGGGGGCCGGGCNAAATNGCCCAAGGGGGGTACCCTTCGGGCCCGCTTCTAAGAAACC 

TAGGGNGGGGGATTCCCCCCGGGGCTTGCANNGGAAATTTCGGAATATCAAAA GCCTTA A 

TCGGATACCCGGCGNACCTTCGAGGGGGGGGGGGGGCCCCCGGTACCCAAGC inn GGG 

T 

Sequence 254 

CTCACCGCGGTGGCGGNCGAGGTACTCATGGNTGCTGNAAATCATGGCACGCCCGTTCTG 
CAGGGNTNTGCTTAGCCAGGCTCCTNTGAGATCTGGCTATTNTGNCTTGTGGATNNTCAG 

TCCCCGNGTACCTGCCCGGG 
Sequence 255 

CTCCCCGCGGTGGCGGCCGAGGTACGCGGGGATTGTGTGCAAAATCAGAGGGGGGTGCAA 

AGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCAATACGGCAGTATGAGCTT 

CAACCCCAGCACAGGAGGGGCCAGTTATGGGGCTGGAAGGCAAGAGCCCAGAAATTCCCA 

ATTGAGAATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCAT 

CCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATTACCAAGAAGT GTGA 

GAAACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGTAGTTGACACACCAGGCATTTT 

Sequence 256 

ANCGGACACCACCACNTCTGATTAATNTTTTGNATTTAAANNTTTAGGTGGGGCTNCACC 
ATGTTGCCCAGACTGGTNTTGAACTCCTGAGCTTAAGCAATCCACCTGC CTCGG CCTCCC 
AAAGNGTTGGGATCACAGGCGTGAGCCACCGCATCCGGCCTCATGTTCTTTTTCATTAAA 
GAGAGAAATCAACTATTCAGGACCGGCCCCCACCTTTCCTCAGGAGTC ATTTCT GTTCCG 
CACAGGCCTGCTGAACTGGGTGCTTTATATAGGGNANAGGGGGCCTCATTTTTNGTTCCC 
CTGNCCCNCAAGCNTTANGGGGCAAAAANAAAACCATNCCAANAATTTGGNAAAGGGNNT 
I 11 II i M I I NAAAATNNGGNNNGGGGGGGGGCCCCCCTCNCTTGNGGTCGGGNGGNTTT 
TNCNGGNGNNAAAAAAAAAAAAAAAAA 
Sequence 257 

AGCTCCCCGCGGTGGCGGCCGAGGTACTCTGACTTGCAGGGCCCAAGACCGGCCTTGCGA 

GCGTCGTTGGCTGATGGGAGTAGAAGCCACAGAGAGTCTTCCTCTTGGAGGTACAGTCAA 

TTCTGAGGTTTGGGCGTCATAGACTAAACCCAGAAAACAGAACATTGGGAAGTCTTCGGA 

ATATTCTCTATCTTCTTCAGCAACGAGTAAGACCGTTTTG 

Sequence 258 

GGCCACGTGACCGACGCCAACATNGCGGCGCCCAGTGGCGTCCACCTGNTTTTCCGCAGA 

GGTrCTCATAGAATTTTCTCTTCACCACTCAATCATATCTACTNACACAAGCAGTCAAG 

C 
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AGTCAACAAAGAAGAAATrrCTTrmCGGAGACAAAGAGATATTTCACACAGTATAGTT 
TTGCCGGCTGCAGTTTCTTCAGCTCATCCGGTTCCTAAGCACATAAAGAAGCCAGACTAT 

GTGACGACAGGCATTGTACCTGCCCGGGCGGCCG 
G 

Sequence 259 

GGTGGCGGCCGGCGGGAGGCTGACGAGAGCCCGGGAGGCGTTAGCGAAGGAAGAGAAAAA 

CCGAAGACGAAGCCACTACAGCCCCGCGTACCT 

Sequence 260 

GGAGCATAAAGNTGTAAAGCCTGGGTGTGCCCTAATGAGGTGAGCCTAACTTCACATTTA 

ATTGCGTTGCGCTCACTTGNACCGCTTTCCAGTCGGGGNAAACCCTGTCCGTG CCCA GNC 

TGGNATTAAATGGAAATCNGGCTCAAACGNCGCCGGGGAGAGGAGGGCCGGGTTTTGCCG 

GTATTGNGGGCGGCTTCTTrCCGCCTTTTCCTTCGGCTTCAACTTGAACTCCGCTTGC 

GC 

TTCGGGGTNCGGTTTCNGGGCTTGNCGGGGCGNAGGCCGGGTAATNCAGCCTTCAACTTC 
AAAAGGGCNGGGGTAAANTAACNGGGTTTATTCCCCACCAGGAAATTCAAGGGGGGAATA 
NACCGCCANGGGGAAAANGAAACCATGNTGGAGCCAAAAAAGG 
Sequence 261 

TGTGTTGAAAAATTGTTATCNNNCTTCACAAATTCCACACAACATACCGANGCCCGGNNA 
GTCATAAAGTGTAAAAGCCCTGGGGTGCCTTAATGTAGTGAGCTAACCTCACATTAATTG 
CGTTGNGCTCACATGCCCGCTTTTCCAAGTTCCGG 
Sequence 262 

GGGCGGCCGAGGTACCCGATAGAACATGGCATCATCACCAACTGGGACGACATGGAAAAG 

ATCTGGCACCACTCTTTCTACAATGAGCTTCGTGTTGCCCCTGAAGAGCATCCCACCCTG 

CTCACGGAGGCACCCCTGAACCCNAAGGCCAACCGGGAGAAAATGACTTCAAATTATTGT 

TTGAGACTTTTCAAATGTCCCANGCCCATGTATGTGGCTTATCCAGGCCGGTCGCCTGTC 

TTCTCTTATGCCTCTGGNACGCACATCCTGGCATCTGAGCCTGGACTCTTGGAGATNGGG 

TGTTCACTCCACAAATTGTTCCCCCATTCTTATNGAGGGGGGCTATTGCNCTTGGCCCCC 

ATGNCCNATCATTGNCNTTCTNGGATTCTGGCCTGGCCCGANGAATCTTCACTTGAACTA 

CNCTTCATTGGAAANNATCCCNTGGACCTGGAANGCGTGGG6CCTAATTTCCCTTTCGGT 

TTACCTAACCTGGCTTGNAAGCCGNTGGAGGAATTGGTTCNCGGGGGACCAATTCAAAAG 

GGAAGAAAANCTGG 

Sequence 263 

CTCCCCGCGGTGGCGGCCGAGGTAC M I I N 1 I I I I I I H I I I I I tl GCAGCCG I I I I I 
C 

TTACTAGAAGCTAGGCNGAAAGAGTTGTTACTCANATTTCTTGAACTTGAGACGTCAAAG 

GTGAGACGCCAGCCAAGGAGAAGGGATGGTCAGGGACCTGCCCG 

Sequence 264 

CGTGCGGATCTTCTTC I M I I GNGGCTTCCTTCANGGGGTCAANAAAACCCTTCTNGGCC 
TTTAAAGCCTTCGCTTTGGCTTCAGCTTTAGGAGGGGCAGGAGCTTCCNCCTTCGANNTC 
GGCGCCATCTTGNGAAAAGCCCCGCGNACCT 
Sequence 265 

AGCNNCCCGCGGTGGCGNTNGCCNGGGCANCCCGCGGGGGTGGAAACCTCTTCAGCATTN 

GCTTNNNNTCAGGGGGCTAAAAAACCCANCAACCGGGACCCCAGCTTTTCAGAACTGCAG 

GGNAACAGCCATCATGAGNGAGGGCACCAAGAATTCCCTGGAGAAAATCCTTCCACAGCT 

GAAATGCCATTTCACCNGGAACTTATTCAAGGAAGACAGNGGCTNNTNGGGANCGNGGGG 

ATAGAGNGCGCAACCAGGGNGAAANNTTAAACACNGAGNNCAAAGNGGNCGNGGGNCCCN 

CGGCCGCTCTAGAACCAGGGGACCCCCGGGCCCGCAGGGAANNCCGANANCAAAGCCNAA 

NCGAAACCCGGCNACCNNCGAGGGGGGGGCCCCGGACCCCAGCNNNNNGGNCCCCCNNAA 

GGGNGGGGNAAANGNGCCGCCNNGGCGGAAANCAAGGGGCAAAGGCNGGNNCCCNGGGGG 

NAAANGGGNANNCCGNNCACAANNNCCNCACAACAACCAAGCCCGGGAGGCANAAAAGGG 
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GAAAAGCCCN 

Sequence 266 

AGGTACTTTTCTAGGTATTGCTGGGCAAGATCCTTGTTGGAGTCCTCCTCTTTTGCTG 

CC 

CCACTCAGAGGATAGGCAGAGCAGACTGGCAGACACAACAGCACAAGGAATGCAAGATGC 

ATCATTCTCACTGCCCTTACCTTCTTTGTCTACTGGGCTTCTCCCCGCGTACCTGCCC 

GG 

GCGGNCGNTCGAGCCGCCGGGCAGGTACTACCTGNACCAACTTTTTCATTTGGGCATCAC 

AAAGACGAGTCTTCTGATGTTCTATAAGCAATATGNTTATATGAAAGNCAGAAGTTTAGC 

GAAAATTCGGCCTAAACAGNAATAAATGAAAATGGANTGGAAATCAAAGNNCTTAAATAG 

AACANGAAGGCNGGGCACCGGNGGNTCACGCCTNGNANNCCCAGCACT 

T 

Sequence 267 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTACCTCATTTCCTACCAATCATT 

TTAAGAGAATrrGGTTGTATTTCAAAGAACAAAACAACACAATTTCTGTCCTGCTGT^ 

A 

TTTTAGCGGTGGTCGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTC 

TAACCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTC TGGA TGCTTTGCCA 

AGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTC 

GTTCCAGTTTGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATG 

TA 

AAGCAGGATCATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACAT.AAT 

TGTCCGGATTCCGGCTCAGCATCTTCACCTTCATCTGGGTTGCTCTTC 

Sequence 268 

NATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATTTATATGAAAGTCCTCACTTTCAGA 
AGCAGAAAAGGAGTAACTAGATGGGCATTTTCTATACCAGCTAAGGCTTTAAACATAACA 
ACGTCTACTGAACTATTTTCTACTTACTTTGACTGAATAAGCCAGTGAGATCGTGACTG 
C 

AAGTGGAAGACCTTCTGGCACTGCGACCACTAAAACTGTAACTCCAATAATGAAGAACTT 

CACAAAGTATTGTATATAAATTGGTGTGCACTCAGCAAGCCATGGTCTTTTCTGAACCCA 

GAAGGTGTCAATGACAAAATATAATACTAGAATGATAACTGTGATGGCAGGCATCAACAG 

ACCTTTCAGAATAGAAATGAAAGAAAAATGTGATTATTAAATTTCCAGACACTAACCCTT 

GACAGATATAAATTAAACACTGTAAAGAGTTATAACTTGCTTGATAGTATTGAATTTCT 

C 

TGAGAAATTACTTCTTTCTTGCACCTTATAACTTGACATTGTCAGATTTAATTTT^ 

Sequence 269 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATAGTGGAGGCACTGAAAGACCA 

GCAGAGGCATAAGGTTCGGGAAGAGGTTGTTACCGTGGGCAACTCTGTCAACGAAGGCTT 

GAACCAACCTCGAGCGGCCGCCCGGGCAGGTACAGATGCACAGGAGGCCATAGGGTTTAG 

GCAAAGGGGAGCACAAAAGTTGAAGATGAGGCGCTGCCACCAATGCTGGGACTTCAGGCC 

AGGGGCAGGAGCTGAGGAAGCCACAAGGGAGGACATTTTCTGCAGTTGCTGAACCAGTAG 

CAACCAGGTCCTGAGAAAGCCCTCTCTTGTGGAAGAATAACAGCCAGGAGGAAAAGCTTT 

TCATTCTGCAAAGCTGGGGCAGAAAGTTCTTNTTTGAATCCCGCGTACCTCGGCCCGNTC 

TAGAACTANTGGATTCCCCCGGGCTGGAGGAATTC 

Sequence 270 

GTCTTCGGNTTTTCTCrrC I I I I ICCAGGGCCTCCAANCCCTCGTCAGCCTCCCGC 
Sequence 271 

GGGAGGCGNNAGCGAAGGAAGAGANTNTTCGANGACGAAGAAAACCCAGCGCCCCCCACG 

NACCT 

Sequence 272 

TTGGAGCTCCCCGCGGTGGCGGCCGAGTCCCACAGTTAGCTGCAGCAAAACGCAGGCTGC 
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CTCAGGGAAAGGAGCCTGGGTTGATTAACTTGTGTGTCAATGTCCCACCCGTCCCAGGTA 

ACATTTTGCCCCCTGAGGTCCGGGGTAATTTAATGGCTGCTGGACAAAACCTCCAAAGTT 

CTTGAAAGATCAGAAATGATAGCTACCTGGAGTCCAGCTGTACGGCACTTGGCGTAAAGC 

CGCTTCCCTCAAGAGTAACTACAATCTTCCCATGCACAAGATGATTAATACAGATCTTAG 

CAGAATCTTGAAAAGCCCAGGAGATCCAAAGAGCCCTTCGAGCACCACGCAAGAAGATCC 

ATCGCAGAGTCCTAAAGAAGAACCCACTGAAAAACTTGAGAATCATGTTGAAGCTAAACC 

CATATTGCAAAGACCATGCGCCGGAACACCATTCTTCGCCAGGCCAGGAATCACAAGCTC 

CGGGTGGATAAGGCAGCTGCTGCANCANCGGCACTACAAGCCCAATCAATGAGAAGGCCG 

GCGGTTGCAGGCAAGAAGCCCTGTGGTAGGTAANAAGGG 

Sequence 273 

TNTTAGGGNCAAACACGGCCCCAGCCCGCGNCCCAGNCNGNGCGAANGATTTTTTCAGGG 
NGACAAAAACCCAGGNCACCCACCTGCCCG 

Sequence 274 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCGCGTCGATGCTATGCGCTCAGTTC 

TAGTCAGAATAATCTTGGTCATCCTCCAGCTCCCCCTGTTCCACCAAGGCAGAATTCAAG 

CCCTCATCTGCCAAAACTACCACCAAAGACTTACAAACGGGAGCTTTCGCACCCCCCATT 

GTACGCGGGGGAGGAGCCTGAGGAAGAGGGCGGCGACGGTGGTGGTGACTGAGCGGAGCC 

CGGTGACAGGATGTTGGTGTTGGTATTAGGAGATCTGCACATCCCACACCGGTGCAACAG 

TTTGCCAGCTAAATTCAAAAAACTCCTGGTGCCAGGAAAAATTCAGCACATTCTCTGCAC 

AGGAAACCTTTGCA 

Sequence 275 

CAGCGAGCACGCGTNTTCCGCAACCCGAAACCNCCTTACAGGAGGTTTAANACNCANCCC 

AACGGGGAGAGNGGGGGAAACATGANGACAGANNNNGGGGGAANGAAAATGGNACCTCGG 

CCOCTCTAGAACTA 

Sequence 276 

AGGTACGTTCTATTCCTGCTCCTATTAGGTCCTTCTCACCGCACCGGCCCTCGGTCGATT 

ACGCCTCTCCAGTTCTGCTGGGGACGTTCTAGCCTCGCCCCANCCGCGTCGATCTTTATG 

TTATACCGTCACTCCCAGTGCCCTAATGGAACTATCCCTCCACTACTCCCCCTGGTTCTA 

CCCGGCTCCAGAGCCTCTCCCGGCCCACTAA7TTATTCCCAAATTCTAGGCCCGGCCCCA 

TCAAGCCCTCCCCGCGTACCTGCCCG 

Sequence 277 

GACTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGAGCGGGCCCTACCGTGTGCGCAGAAA 
GTGGAGGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTCANCT 
GTTCGNTGCTTCAGGGCCTGCTGA I I I I I GGAAATGTGATTATTGGTTGTTGCGGCAT 
TG 

CCTGCTGCGGAGTGCATCTTCTTTGTATCTGACCAACACAGCCTCTACCCACTGCTTGAA 

GCCACCGACAACGATGACATCTATGGGG 

Sequence 278 

TTCGCCCGGGCAGGTACTTTCATCCATAAAGGCCTGCAGCTGTTTCACTGATCCTTGCAG 

TTCATCCATCACCAACTCCATACAGTCAAAGACTTTGCTCTGGTTCTGTAATATTTTCT 

G 

GTAGTCAGGTTTTGTATTAAGAACTTCATTCTGAGAAGACCCAAGATATGTCATAGGTTC 

CACTTTGACCTCAGTAATTTTGGCCTCAGTTGATCCTCTGGACAATATCTCTTTAGCCT 

C 

CTGCTGGTAGTGAGGCAAGAGCTGATCCCAAGTCTGACGTTCTAAAGAAAACTTTGTTAT 

GTATTCCTTCATCTCAGCCACAGATGCTTCCAAAGAAAAATCTGATGCTTTTCCATTTG 

A 

ATCTTCAAAACATTTTTGNAGAGTTCCATCAGTTTCCAGGCCGTCTGCAAAATGTTTCA 
A 

TTCTTCAGAAAGAGAAGATGCTTTGGCTCTAAAACTTTCAAGACTGAAGCCCTTAGTGGC 
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CCTTANGAAAGGGT 
Sequence 279 

CACTGTTCTTTCTTTCTAATAAAACTTTC I I M I CGAACCTATACTGTCTTCTGTAAATT 
CTTCTTACTACCCTATGACCCGTGAGCCAACCACTTTCCGATGCCAGGGTTCTGACACCT 

CACCTGGCATAATATAAAGTGI I M M I 1 1 I I ATACCCTTCCACTTGGAAAGACTACAG 
A 

GGAATCTTGCNCTGCATAGTTCAAACTAAAAAGAGAAGAGTTAATTACCTGAAAAGCAAG 

AGAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGAAGTGTCTGGTATT 

TTTCAAATTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAATAAAGGATG 
G 

AGACATGCTTATTTTATTTAACTCCCCCAAAATTAAAAANNAAAAAAANAAAAAAA/^^ 

AGTCCCTGCCCGGGCGGCCGCTCGAGATAAC 

Sequence 280 

CCGCGGTGGCGGCCGGAGTNATGCCATCTGCAGGTTTTGTGATCTGCAATGATTCTTCCC 

TTCGAGGTCAGCCCATTAtCTTTAATCCTGAC I I I II I GTGGAGAAACTCCGACATGA 
GA 

AACCTGAGATrrrCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTG 

GAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCC 

CAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATAC 

TTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTATCTAC 

ACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCT 

Sequence 281 

GGGGGGAGACATGTGGAGGTCCCAGCAGAGGCCAACCTGTGTCTCTTCATCTCCCTGGGA 

AGGGTGCCCCCGAAGTGAAAGAGATGGCCTGGTGGAAAGCCTGGGAGAATGAATAAACAG 

ACTAGGGTGAAATCCATACAATGGGAATGGTAGCAGACAATAAAAAGAAAATGAACTATT 

GATGCCCCCTACTGCACAGCAGAAGCTCTGAATCGTGTTCCTGAATGAAAGAAGTCAGAG 

ATGAAAAGATGGGCCAGGAGTCCAGTTTCTGGAAGGCCAAGAATCGAAGTAGCAAGCTGC 

AAGCCGTTTTCCAGACAAGCNGNGATGTGGGGATGCCACAAGAATTCAGGACTGGAGGGG 

Sequence 282 

CGCGGTGGCGGCCGAGGTACTTNTNACTGCCAGAGGCTGTGACGNTGTGTATTCNGAGAG 
CAGCCTTNCCTGCANTGATNCCATCCCGCAGGAATCNAANTTCTCCCTNGATACNGNGCA 
CTCTGCCTGTCTTTCCACNTTTCCCTTTCNCATTTTGCANTACACNGTTCACCACNCT 
GC 

CCTTAAGGCTTGGAAACTCACNCCACCTTCAAGCNTCCCATGGTTCTCTGCCACTCATGG 

GTCNGGGNAACCAGGGTGGACAAGGGGGCCAGAATCAAAGNCGTTCTTTCACCCCCACCC 

ATGGGCCAAGGGGAATGGGGGCCCCAGNNNGGGGTTCCCCAAAGGCANCAAGNAAAANNA 

ACTTGGANAGTTGGAAGTGGANGGGCCATTGGNAGGCAAGNCCTNGAAAANGCCANAAAA 

AGGGGAGGGGNCNGNAACCACCNCAAAAAAGGTTTGGANGGCCAGNAAAAGGGANANNGG 

GCCCCAGGGGAAAAAACCTTTTGGGCCCCA I I 11 I I I I CCAATTTTCCAATTGGGCCT 
TG 

GGCCANTAATTTCAAAGGGGAAGGAATTANCCTTGGGNNAAAGGGGNTNGGGGGGGG 
Sequence 283 

TGGCNGCCGAGGTACAGNATTGGAAATGGATCTGTCTTTGGTAAAGATCAGCCTATAATT 

CTTGTGCTGTTGGATATCACCCCCATGATGGGTGTCCTGGACGGTGTCCTAATGGAACTG 

CAAGACTGTGTCCTTCCCCTCCTGAAAAGATGTCATCGCCNACCAGATATAAGAAAGACG 

GTTTGCCCTTTTCAAAAAGACCCTGGGAATGGTGGGCCCATTTCTTTGGTNGGGNCTTCC 

CAATGGCNCAAAGNAAAGGGGAAANGGGCNATTGTGAAGAAGGAANANAGTATTTTTACG 

TNGAAAAAGGCCATAAATGGTGNANANAAATTCTTTCCANAAATTCCNCAAGNGNGGTGG 

CANGCCCCTNTAGTANTAAAANTANCGNCCCAAAGGAAAGGNTCANGTTTAAAAGGGGTT 

TATTTTGTTTGTTNGGGGTAAAATCNCAAGCCCCAAATACCCCAAACTTGNCCCCTGGAA 
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CTTGGCTTTTCNCAAAGGTTCNAGGCTTTCCNATTCTCAATTCCCCCCCAAAAGGGGAGG 

AAACCNTTTCC 
Sequence 284 

GTGGCGGCCGCCCGGGCAGGTACGCGGGGGCTCTAAGCTGCAGCAAGAGAAACTGTGTGT 

GAGGGGAAGAGGCCTGTTTCGCTGTCGGGTCTCTAGTTGTTGCACGCTCTTTAAGAGTCT 

GCACTGGAGGAACTCCTGCCATTACCAGCCTNCCC7TTCTTTGCCAGAAAGGGGAGGGGG 

GGAAAAACAATNACAATTTTA7TTCCATTGGCCCAAGTNCTTGTNTNGCCAATTGNCAAG 

TGC I I M I I 1 1 GGGCCNTTTNTCTTACCCCTTTGCCAAACCAAGAAAACTNAAATNTTG 

N 

CNACNCAAANCTTCCCTTTAGTTAGNCGCGGAATNTCNCCGCCCCCACAAGTAAGAAAGT 
TCNCNTGGNNAAGNCCCACCAAGANCC 1 1 I I I I I I I GGCTTTTTTGCCAATTTGGTGA 
AG 

GGAAG 
Sequence 285 

TGGCGGCCGAGGTACTAGGTCCCAAATGTTTCAACCGATTTTACCCTATGTTTTCAAGGG 

TATTATAGAAGGGGAGAGGTATCCTGTAGTGATGTCCACGTATC7TGGAGTTATGGGTCG 

AGTTCTACTACAAAACACTAG N 1 M M CTTCACTTAGTTAATGAGATGGCCCATAAATT 

TAATCAGGAGATGGACCAGCTTTTGGGAAATATGATTGAAATGTGGGTTTGATCGAATGG 

ACAACATTACCCAGCCTGAAAGAAGAAAACTTTCAGCTTTGGCTTTGCTCTCTCTTCTGC 

CATCTGATAATAGTGTTATCCAAGATAAA7TCTGTGGGATTATAAACATTTCAGTAGAA 

G 

GCCTGCATGATGTCATGACGGGAAGATCCTGAAACAGGAAACTTATAAAGACTGTATGTT 
GGATGGTCTCATCTTGAGGGAACCCAAAAGTAACCAGGAAGATGAATGAAACCAGCCAC 
Sequence 286 

GCGGCCGAGTACCCGATAGAACATGGCATCATCACCAACTGGGACGACATGGAAAAGATC 
TGGCACCACTCTTTCTACAATGAGCTTCGTGTTGCCCCTGAAGAGCATCCCACCCTGCTC 
ACGGAGGCACCCCTGAACCCCAANGGCCCAACCCGGGANGAAAAATGAACTTCAAAATTA 
TTG 1 I I I I GGAGAACTTTTCAAATTGGTCCCCAGGCCCATGGTATTGTGGGCCTTATC 
CO 

AAGGCCGGGTNGCCTGGTCTTCTCTTATTGCCCTTNCTGGGGACCGCCACAAACNTGGGG 

CAATTNGNTGGCCNTGGGAACTTCTTGGGAAAGAATTNGGGTNGGTCCAACCCCCAACAA 

AATGGNTCCCCCCCAATTCTTATTGGAAGGGGGGCCTTAATTGGCCCCTTTTGGCCCCCC 

CAAATGGCCCCANTCAATTGGNCCGTTCNTTGGGGAATNCCTTGGGCCTTGGGGCCCGGG 

AAGNAATTCTTCAACCTTGGAACTTAACCCCTTCAATNGGAAAAGAATTCCCTTGGACCT 

TGGAAGGCCGGTGGGGCCTAATTTCCCCTTTTCGGNTTTAACNTAACCTTGGCTTGGNAA 

GCCGGTTGGAANGNAAATTTGGTNCCCGGGGGAACCATTTCAAAGGGGGAGGAAAAAANC 

TNGGNGGTTTTAATTGTTAAAGCCCTTCTTGGGGNACTTTTTTGAAAAAAA 

Sequence 287 

CTCCCCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCNAGGAAAAGATGGCCA 

GAGAGAAGCTGGAAGAAATAGATTGGGTGACATrrGGGGTTATATTGAAGAAGGTTACGC 

CACAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGNGACC 

TGACACANTGTGTGTCCTTGNTCTTATTTGGAGAAGTTCACANAGCGCTCTGGAAGACGG 

AGCAGGGGACTGTCGTATCGGATCCTCAATGCCAACCGCATGAAGCCCAAGGATGGTTCA 

GAGGAGGTGTGTNTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTT 

GACCTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAAGCCGTGCACGCAGACTGTGAA 

TTTTGCGTGACTGTTGAGTACCTCCGGCCGCTCTAGAACTANTTGGATCCCCCG 

Sequence 288 

GCCAAACGCTTCCGCAAAGCTCAGTGTCCCATTGTGGAGCGCCTCACTAACTCCATGATG 

ATGCA 

Sequence 289 
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GGACAGACTGGCTCATNGAAGACATTNACTNTGATGGGACCATTTNAANCNGATAATTTT 

TCTCATAACCTGAGAGGAGTNATCCCACGAAGTTTNGAATNTTTGTTTTCCTTAATTGA 

T 

CGTGAAAAAGAAAAGGCTGGAGCTGGAAAGAGTTTCCTTTGTAAGTGTTCCTTTATTGAA 

ATCTATAACGAGCAGATATATGATCTACTGGACTCTGCATCGGCTGGA 

Sequence 290 

TGGCGGCCGCCCGGGCAGGTACGCGGGGCCCGTAGGAGCCTCTCTCCCTACTGCTGCTAC 

ACAAAGACCCTGAGACTGACCTGCAGGAACTNAAACCATGAAGAGCCTGATCCTTCTTGC 

CNTCCTGGCCGCCTTANCGGAAGTAACTTTGTGTTATGAAATCACATGAAAAGCCATTGG 

GAAATCTrrATGGAAACTTAATTCCNCTTTTNATTTAAANCCAGGGNAAGNNAATATGT 
N 

AAAAATTCCNCTTTTTTATTANNTCCCCCTCTNCAATCCAAGNANGNATGGGGGAA 

GCNTAAAACCNCTNCNI^TNANANAGNTNGGGTrrCTAAATAAGNAANCCTTTCTTTCTA 

AANANGNNCNTNGNGTTCCCACCGATATCTTTTATATATTNNGGGATTNANCCCCCCNTN 

TGNNAGNTTTATNTACTTTNACNNANGCA M I I I M N NNGTGNAAAAAACCCCGCNNT 
T 

AACCNACCCCAANTNGGGGTTTTTATATTGGGGGNANTNACCAAAAATGGCCTNGGCCCT 
TNTATNANAAATCNGCGCTTTNNCNTTTATAACNAGGGAAAAAAAGCCCCCCCCCANNGG 
GGGNNANNCCCNAAATATNTNTAANATNNTTGGNNGGGGGAAAAAAAAAAAA 
Sequence 291 

GAGCCCGGGTGGCGGCCGCCGGGCAGGTAC I 1 1 I I I I I I I I 1 1 I M I I M GGGGGAGTTA 
AATAAAATAAGCATGTCTCCATCCTTTATTCCTAAACATTTACTTATGACAAATGTANCA 
ACTGACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGGTCAAAAT 
T 

TACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATrAACTCTTCTCI I I I lAGTTTGAAC 

TATGCAGTGCAAGATTCCTCTGTAGTCTTFCCAAGTGGAAGGGTATAAAAAAAAACACTT 

TATATTATGCCAGGTGAGGTGTCAGAACCCTGGCATCGGAAAGTGGTTGGCTCACGGGTC 

ATAGGNGTAGTAAGAAGAATTTACCGAAGACAGTATTNGGTTCCGAAAAAGAAAGTTTTA 

T 

Sequence 292 

CGGTGGCGGCGAGGAC I I I 1 I I I 1 N I I I I 1 I I I M M I I I INGCTTGI I I I lATCTTTT 

GGCCTTTTGGTGACTTGGTGCTCCTTGGAGTCACTGGAGTTCTACTTTGAATCCCACT 

CT 

GACATCAATCGACTGCCTTAATTCCTGGTCCAGCTGCCCGACCCTGACTCTCTNCCGCTC 
TTTTCCTCAGGTCGAANGTTTNCTTTAAGATCACGCTGACGTCGGACCCACGGCTGCCGT 
ACCTGCCCG 
Sequence 293 

GTGGCGGCCGCCCGGGCCGGACGCGGGGACATTCGAGTGGGGATTAAGAGAAGGAAGGCT 

GCCTTGCTGGAGCTGTGTGGTCTTCTCCAAGTGAGAGTCGCAGGCAATAGAACTACTTTG 

CTTTTGGAGGAAAAGGAGGAATTCATTTTNAGCAAGACACAAAGAAAAGCAG I I I I M M 

CANGTGCTGACGGCCACCCACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAN 

GTTCTTCAAGGCANAATAATTGCAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTG 

AATACCTCTGAGAATAGAGATTGATTATTCNACCAGGATACCTAATTCAAGAACTCCAGA 

AATCAGGAGACGGAGACATTTTGGTCANGNTTTGCAACATTGGACCAAATACA 

Sequence 294 

GCGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAGAGTTN 

TGTAAACTGAACTTTGTTTTCAGNNCCGGCTCCAGCCATCCTCGGGTAGCTTGCCAATAG 

ATGAATCCCACTCGTTTGACCCATGACGCTCCTTCTTTGCATNNCTCCCTCTTTCCCC 
AC 

AGCAGNGCATGTCCACCATACCACCTGAGAGTCTGTGGAATCTAATTTTCTGTNATACTT 
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CTTTCCTTACACTCATmCCTGTCTTrATTATGATAGTCTAACTTTTTCTCCTCAAAGG 
TATAGCTGCCTTGCTTTCATGAAAACAGACTTTCCTATTGTGATTTATCAGAGGCC7TT 

C 

CATATCTCAGCCACTATGCTATGACAGATTTTATAATTAATA 

Sequence 295 

CNCGCGGTGGCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCCGGAATCC 

GGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCC 

TGCTTTACATCCTrrTGAGGTCCCACGAGAATATATAAAGAGCTTTAAATGCTACCAAAC 

TGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCA 

ATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTrCTGGGGCGTGTGATGGTA 

GAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGACCCT 

Sequence 296 

CCGCCGGGCAGGTACGCGGGGCTCCCTTGTGAGTAGACTATGCAAAGAAAAAGTGGGCCA 
CCATATCTGGAAACTACAGTCTATGCTTTGAAGCGCAAAAGGGAATAAACATTTAAAGAC 
TCCCCCGGGGACCTGGAGGATGGACTTTTCCATGGTGGGCCGGAGCAGCAGCTTACAATG 
AAAAATCAGAGACTGGTGCTCTTGGAGAAAACTATAGTTGGCAAANTCCCATTAACCACA 

ATGACTTCAAAATTTTAAAAA 

Sequence 297 

GCGGCCGCCGGGCAGGTACGCGGGGGGAGGGCTCCGAAGTCTGGTTTTGGGCGGGAATTG 

AAACCGCCGCTGAAGCCAACAAGAATTTGAGAACTGTAAATACCAAGCCTTGAAAGGGAC 

CATGGTGCGGCCTGTGAGACATAAGAAAGCCAGTCAAATTCTCACAGTTTGACCACTCTG 

ACAGTGATGATGATTTTGTTTCTGCAACTTGTACCTCGGCCGTTCTAGAAACTTANTG 

GA 

TCCCCCGGGCTNGNAGGGAATTTCCANATTTTNAANCCTTTTrNCGGANCCC CCNCNC CN 

CCCCTNAANGGGGGGGGGGNCNCNNGCCCCNCNNTTTTTNNNTGGCCCCNTTTTTTGNNG 

GGGGGGNGAATTTANCNNCCCCNCNGNCGGGGNAAANAAAATAGGGGGGNAAAANTNTTT 

TTNTTNNGNGGGGGNAANAAAAI I I I I I INTCTCCCCCCCAAAAATAAAAAACNCGNCCC 
NCTTTCTNTCCCCGNTGGNNGNAAANNANTATNGNGGTCCCCCCNNGNGGGGGGGGGGAN 

ANI I I I I I M i INNNNAAI I I I U Mi 
Sequence 298 

GTGGCGGCCGAGGTACTCCCCAGCAAATATTCTTTGTTGGCTTGCTTGACTAGATGAGCT 

GCTATAGTAGTCAATCCTGTTAGACTTGGACCATTGTTTGTCTGAAGAACTGGAATCT 

GT 

CGCTCGCCCTGAGCACTGTATTTATTTCCCCTTACTCANTCCCCAGGGGACTTCTTCCAA 

GTAAGCCGACANACTTCTTGCNGGCCCCGCNCGCNCANTCTTTTCCCG GNCC GGCTTCTT 

AGTAAACTTAGGTTGGGAATCNCCCCNCGTGGGCCTGGCNAGGGGAAATTTTCGGAATTA 

TTCAAAAGGCCTTTATTCNGAATAACCCGGTTCNNACCCCTTTCNCAAGNGGGGGGGGGG 

CACCCCGNGTTAACCCCCAAGGACNTNTNTTTGGTGTNCCCCCTTTTTAAGTTGGAAGGG 

GGGTTTTAAAAATATTGGCCGACCGNCCTTTTGGGTCCGNTTANAAATTCCAATTGGGGG 

GNTCAATTAAGGNCCTTGNTTTATTCCCCTTNGTNGTTGGAAAAAATTTNGTTNTAAAT 

T 

CNCCGNCNTTTCAACNAAAATTTTTCCCNANNCAACCAAAACCNAATTAACCNGAAGNCC 
CCCGNGGGGAAGNCCAATTAATAAAAANNTTGGTTAAAAAANGGCCCCTTGNGGGG 

Sequence 299 

TGGCGGCCGAGGTACTTCTGTCTTCCAGTTTTCCACTTCAAACTTCTATCTTCTCCAA 

AT 

TGTTTNATCCTACCACTCCCAATTAATCTTTCCATTTTCGTCTGCGTTTAGTAAATGCG 

T 

TAACTAGGCTTTAAATGACGCAATTCTCCCTGCGTCATGGGATTTTCAAAGGGTCTTT 

TT 

AATTCACCCTTCCGGGTTTTAAATCCTC T r f I I" I TAAAAAGAATCCGTCCTTTCAAAAAT 
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TATNTTTAAATTCACCCTTACCAACCTTTTTAAAACCTAAAAACCTTTAAAGGCT^^ 

TAAAGGTCCACCCTTTCATTTTTTAAATCTAAAAAAGGCCATTTGGCCCCTTTCTAATT 

T 

GGGNTAATTNAAATTCCGGGGGCCTCTTGTTAGGTACCCTNTTCTCTTCAAATTTTTAT 

C 

C I I M I I I A AAAATTACC A I M l I i i I M A CCTTCCCATTGAAAGGAAAGG CCTTTNC AT 
TCTTTCAAACCCCTTCCCGGTTCAATTGG M M II lAAGGAAAAAACCCC I I M I I I NAT 
TTC I I M M I CCCCTTTTCCCCTTCCAATGGCCCTTAANCTTTCTTrrCCTTNAAAGGGT 
GCCTTTCCAATTAA 1 T I I I I I I CCTTCTTTTAAAAAAAAATTCCTTTTA 
Sequence 300 

CGCGGTGGCGGCCGAGGTACTTAAGGTTGACTGGTAATCAGGGTAACTTCTGATACTTAT 

CACACAAGATGGTGCCTCAGCATTTAAATAAATGGAGGTAGGGGAGGGCGTGGTGGTAAC 

ATACTITTAAACCAGCGATTGCACAGCAAACCACAATGCAAGGTATTTCTGACTCCCAAG 

ATTGCCCGTTTCCTAAAGAGCAATTCTTCTGCAGGCAACAGCAAACCTACCnTCCTTGC 

TAACTGCrnrCAGTAAATTCTTGATGGCCTTCGATTCTGGATTCAGACATCTCTTCTCA 

C 

CCTTC I I II I CATrGTAGCAATGATCTCAACACGTG 
GA 

Sequence 301 

TCCCCGCGGTGGCGGCCGGAGTGATGCCTCTGCAGTTTTGTGATCTGCAATGATTCTTCC 

CTTCGAGGTCACGCCCATTATCTnVVATCCTGACTrmTGTGGAGAAACTCCGACAT 

GA 

GAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTTCATCNGATTTA 

CCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCT 

GGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTG 

ATATTrGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTAT 

CTACACAAAAACTTGCGAGTAGAGGGTTTGTrrAGAGTACCTCGGCCCGCTCTAGAACTA 

GGTGGATCCC 
Sequence 302 

TTGGAGCACCCCGCGGNGGCGTTTTGGGACGCNCGGAACNGCAATGCTTCAGGACCCACA 
GGAGCGACTCrrTAAAGGGACCACAAAANCCGCACAGAGCTGCAAACAACTATACATGAT 
ATAATATTAGAATGTGTGNACCTGCCCG 
Sequence 303 

GNGGCGTTTTAGGGCGNAACGGCCCCCCATCATGGCGGACCCTAGAGAAAGGCTCTTAGG 
GGGACCNAAACCCGNNGCCCGAACACAAGGAGANCGACGGCCGCTCTTNAACCAGNGGAG 

C 

Sequence 304 

TCGCCCGAGCTTTCTCTTGTCCATCTTCTCCCGCTGCTGAAATTrCAGTTGCGGGCGCTG 

TCACCTCAGGACCCCTCCCCCCGCGTACGCTGGATAGCCTCCAGGCCAGAAAGAGAGAGT 

AGCGCGAGCACAGCTAAGGCCACGGAGCGAGACATCTCGGCCCGAATGCTGTCAGCTTCA 

GGAATCCCCGCGTACCTGCCCG 
Sequence 305 

NTTAAGAGCAAAGGCTCATGTTTGCCAAGTCTGTCCTTTTGTAACAAAAAACCCAGCAGC 

TTTATCAAGCAGAATTCCACCTGTATrrCTTAACTTGCCAGAGCTGAGTCTCATGGCC 

AC 

CCTTAGCAGGAGTTGGGGAGGTATnTTAACAAGGCACATTATCATCTCCCCCACCCAAA 

GTGGAGCTATrGCTAATGAAAAAGATACAATGAGATGTTTATGAAATTATCTGTAGCTAT 

TAATGTCAGGrnTTGAAATTTACTGACCTGGAAGAATACTCATAATGCAATGTCAAGT 

G 

AGAAGCAGGACAAAGAACATTTGCAATACAGTTGTATTTATAAAATrTTGTT 

Sequence 306 
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NATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGAGGCAGCGGAAAGCTCAGCCC 

ATGTGAGGTGCCTCCTGCCAATCACAGACTACCCTTCCCTGGTCCTGGAGGTTCAAAGAA 

TTGCAGGAGGGTAGAAAAGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACCGTG 

TGCGCAGAAAGAGGAGGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGA 

CAACTCAACTGTTCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATTGGT 

TG 

TTGCGGCA7TGCCCTGACTGCGGAGTGCATCTTCTTTGTATCTGACCAACACAGCCTCTA 
CCCACTGGTTGAAGCCACCGACAACGATGACATCTATGGGGCTGCCTGGATCGGCATAT 

Sequence 307 

CACCGCGGTGGCGGTTTAGCCCGGCGCNAAATCACCATTATTCCCCTTTAGTCACCTCAG 

AGGCTTGTTAATGCTTTCTTTGTAATTAGGCTATATCTGGTATCTGTATAATATCTTCA 

G 

TTCTTCTTTACCAGGGGTCTTACTCTGTTCTGAAACATGGCACCTCAGGCGGCTCCGGCA 
GCGCTGGACACAGGAAACTCCTGGGTCCCCGACTCCGGCTCTCCTNGAGCCCCTCTTCGG 
TTAACTCCGCTTGTTTCTCTACAAAATGGCGCCGGAGGTCCCCCGCGTACCT 
Sequence 308 

TGGGGNAACCCGCGGNGGCGGTCTTGGGGNCAACACGGAAACCAAACGAACCGCGGCTGC 
ACCAGCNGNCTTTTTTNGGGGNGCCAAAAACCCGAGCAGCCGAAANCNGGAACNGCCNCA 
GNNGTGTNCCNGCNGAAGAANGNCNANCCCAGAGAGGCCAAAGNACCG 
Sequence 309 

CCCGCGGGGGCTTTNGGGGGCAANCGAACACCNCTTAAAGGGNNCNCCNTCTAAAAATNT 

TTACNGGNAGAANAAAACCCACCAACCGCTTTTTANTATCGAGNGTCAGAAACCNTTCAC 

AAGATGGNAAAAAAAAAAAAAGAAAAAAGAAAAAAAAACAAAACCAAAAACAAAAAAACT 

TTACAACCACAGCTAANGCAANNNNNNCCANGGNTCCCAGTCAGCTCCAANNCCAAGGGG 

NGCAAAGCCCANNNNNNNCCAAGCATCCAAANGANAGAGACAGGCCAGGAAANNCTNTAT 

NCTATNGGGAGCAGCNNANGCAGGGGCAGCCAAACACAAAGCNNCAGGACAAAANGGACC 

NGCCCGGG 
Sequence 310 

CACCGNGGACAAGAGCAGGNGGTNCTTGGGGGGNGNAAAACCCGCNCCGCGANGCAAGAG 

GCTCNGCACAACCACTACTNTNCAGAAGAGCCGGGNCCNGNCCCCGGGAAAAAGAGNGGG 

A 

Sequence 311 

CCTGAGGAAAAGCTCGCACCAGGNGGACGCGGATNNGGTANGGGGGGTAAAANACCCNCC 
CCAACAAGCCGCGGGGCAAAANGNCCNCGTAGNTCGGCCGCTCGAGAACTAGCGNACCCN 

A 

Sequence 312 

CCCGCGGTGGCGTTTCCNGGCCAGGCACTTGGAGAAAGTATAGCAGCAAACAATGCCTAT 
TTTTNACAGGAAACAGAACANATACCCAGAAAAATGCCCTGGCAATCATCAAATCAGAGT 
TTTCCAACATCAATAAAGTGTTTAACTCCTCATTTGAAAGATGGTGTTCCTGGATTGAA 
T 

ATTGAAGAATTAATAGAGAAACTTCAGTCTGGAATGGTGGTAANGGATCAGATTTGNGAT 
GNGAGAATATCTGACATAATGGATGTATATGAAATGAAACTATCCACATTAGCTTCCAAA 
GAAAGCAGGCTACAAGATCTTTTGGAAACAAAAACTCTAGCCCTTGCACAGGCTGATAGA 
CTGATTGCTCAGCATCGCTGTCAAAGAACTCAAG 

Sequence 313 

CCGGGCAGGCCCTTAGCATTAGATTGAGTTATGTTGCTAGGAGATNTTTATTCATCAGCT 

GATCATTAAGCATATGGGGCTTACTTGGCCCCCCTATCAATTTGCGTCAAAATAAATTAA 

TTGTAGACCTGTCTTGTTTTATGAAAAAGCAATGTGATAGTCTTTAAATTTATCT^ 

AACAAGACACAAG7TTACACATTACCCAGCACAGTAACCCCTCTTGGTATTGTTTACCTA 

AAAGGAAGAAGTGTAGGAAAAACTGATATAAGTAGAGAGNTTATTTGGG 
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Sequence 314 

GNTTGGAGCTCCCCGCGGTGGCGGTCGAGGTACGCGGGGGGTCCTGGAGGTTCAAAGAAT 

TGCAGGAGGGTAGNAAAGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACCGTGT 

GCGCAGAAAGAGGAGGCGCTCAGGAATGCATGAATTGATTAATTAAATGTCGAGAGCTGT 

AGATGGCTTTTCTCAAGGTGC7TCAAGTGCAGAAGCCCAAGTGATTGACCCACACACTTA 

CCTTTGTGTTCCTTCCAGAAAATCCTCAGGGAGTGCCTTCAGCTTGT GGGAA ATCCCGAA 

GATGGCCAAAGACAACTCAACTGTTCGTTGCTTCCAGGGCCTGCTGA Mill GGAAATGT 

GATTATTGGTTGTTGCGGCATTGCCCT 

Sequence 315 

CTAAGCATATGGGGCTTACTTGGCCCCCCTATCAATTTGCNGTCAAAATAAATTAATT 
GT 

AGACCTGTCTTGTTTTATGAAAAAGCAATGNGATAGTCTTTAAATTTATCT7TCTAAACA 
AGACACAAGTTTACACATTACCCANTTACAGNAACCCCTCTTGGTATTGTTTACCTAAA 
A 

GGAAGAAGTGTAGGAAAAACNGATATAAGTAGAGAGTTTATTTGGGCCAAGCATGAGGGT 
TACAACCCAACTGTATGGAGACAAGTTGGCCTGAACAATACACATTCTTATTAGCAACAG 
NTATAAGTAGGNTTTCAAAGAAAAAGAAGAGGCAGNTCCTAA 
Sequence 316 

TCGNCCGGGCAGGTACAGAGACCTNCTTACTTACCCCCCTTNTCCTTCGGCTGGAGCTCG 

GCGAGCGAGAGGCGGCCGCTGGCGTTGGAGAGCGACGGCGGCCCCCG CGTAA GCAGTGGN 

AACAACNCAGAGTAACGCGGGAATGAAGAATTslTTAGGCGGGTGCACCCAGT TTNCA CCAT 

GATTAAGGGTNTTTACGGAATAAAGGATGATGTCTTCCTTAGTGTTCCTTGCATTTTG 

GG 

ACAGAATGGAATCTCAGACCTTGTGAAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTT 

GAAGAAGAGTGCAGATNCACTTTGGGGGATCCAAAAGGA 

Sequence 317 

TTTCGCCCGGGCAGGTACTTGGAGAAAGTATAGCAGCAAACAATGCCTATAGACAACAGG 
AAACAGAACATATACCCAGAAAAATGCCCTGGCAATCATCAAATCACAGTTTTCCAACAT 
CAATAAAGTGTTTAACTCCTCATTTGAAAGATGGTGTTCCTGGATTGAATATTGAAGAA 
T 

TAATAGAGAAACTTCAGTCTGGAATGGTGNTNAAGGATCAGATTTGTGATGTGAGAATAT 

CTGACATAATGGATGTATATGAAATGAAACTATCCACATTAGCTTCCAAAGAAAGCAGGC 

TACAAGATCTTTTGGAAACAAAAACTCTAGCCCTTGCACAGGCTGATAGACTGATTGCTC 

AGCATCGCTGTCAAAGAACTCAAGCTGAAACAGA 

Sequence 318 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTATTGATGTTGAAGATGAGAAATCT 

CCTCAGACTGAAAGTTGCACTGACAGTGGAGCAGAAAATGAAGGTAGTTGTCACAGTGAT 

CAGATGAGCAACGATTTCTCCAATGATGATGGTGTTGATGAAGGAATCTGTCTTGAAACC 

AATAGTGGAACTGAAAAGATGTCAAAATCTGGACTTGAAAAGAATTCCTTGATCTATGAA 

CTTTTCTCTGTTATGGTTCATTCTGGGAGCGCTGCTGGTGGTCATTATTATGCATGTAT 

A 

AAGTCATTCAGTGATGAGCAGTGGTACGGGTGGGAATAGCACTACACTGTTCATCTAGCC 

TTGTAGAATAAGTCCCAGTGAACTGATATTCTGCAGAATCTTCACTGTTAT 

AT 

Sequence 319 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC 1 I i I 11 1 I M I I II I I M I U I I CAAN 
G 

TTCAGTTTCCTTTAATGACCCCCATCTCCCTGAAGGGCAGGTGCAGGCAGCTAGGTGATG 
GCAAGAGATGTTCACTTGAAGATCTrGCCCTGATTGAAGGCTTrGCCCACATGCTGGAAG 
GCCCCCTCCCAGGAAAAGTACCAGACATCAGCTGCCTCTTCTTCATTTrCAGCCAAAGAA 
AGGGCACGTTCAAATGAGGTCAGAGTCATATCATACTGCTGGGCATAGAAGCAACACAGC 
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CCCAGATTGTTAAAAAGCTGGCCGTTATAAATGCCCATCTGCAGCAGCCGCCTGTAAAAC 

CGGAGAGCTATTTCTGGCTGATCAGAATAGAAGTGGTTG 

Sequence 320 

ACCCNCAGGAGACGCTCGNAGCCCCCGCGCTNNTCCGGGGNCAGAAAAACCCAAGAAGCG 
GCTCACGCCTTCCAGAGCCACATCATNTNTGGNCGAAANAGAAGCCCAGACNAGAGGAAG 

GNGNAGGAGGCCNGCAGGNACC 
Sequence 321 

CAAGCGGAGNNAACCGAAGAGGGGNACTTGGGGGGCCAAAAAACCCGGACCCAGGAGNNN 

CCNGNGNCCAGCGCNGCCGGTTCCGCCNGAGGGGGGCACNCCCCCGCCAAGGCNGGAGNG 

CAGCGGCACAANCCCNGCNCACNGCAGCCNNGANANNCNGGNCNCAGGNGACCAGCACCC 

NTGCTNTTTNTACNGGGAAGNNGCNAAGCNACCNGNCAANANAGCANACAAANNGAAACN 

GGGGGNGGNGAAGGANCNNAGAAGNNGGANGCCAGGAAANGGGANGAAGACCAAANGGGC 

CANGNNNCAGAACAGAGAAGACCCCNGGNAA 

Sequence 322 

CTCCCGNGACGAAAACACAANNGNTTCTTNCGGGGGACAGAAAACCGAGACCCAGCTNCA 

GGGACAGCCTGGACTACTTTNTTTTCACACAAACAAACCTCCCCGCGNANNCTCCTGGGC 

CA 

Sequence 323 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCAATACTTAAAAATAGTCTTCC 
ACAAAAATACTTTATTTCTGATCTATACAAATTTTCAGAAGGTTATTTTCT^ 
CTAAACTGATGACTTACCATGGGATGGGGTCCAGTCCCATGACCTTGGGGTAC I I I I I I I 
M I I I I H I 1 1 i I H IG GAAAGCTCTGCCATAAACTTCTAGCGTGTGCCAATGGTCACC 
T 

GCCACACTCGCACCAGGTTGTCCGTGTAGCCAGCAAACAGAGTCTGGCCATCAGCAGACC 
AGGCCAGGGAGGTGCACTGGGGTGGTTCTGCCTTGCTGCTGGTACCTGCCCG 
Sequence 324 

GGTGGCGGCCGCCCGGGCAGGTAC I I M I I I M I M I M I I 1 I M I I AANGGGGACGT 
TA 

AATAAAATAAGCATGTCTCCATCCTTTATTCCTAAACATTTACTTATGACAAATGTAACA 

ACTGACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTCAAAAT 

T 

TACCCCTTCTTGTTTTCTCTTGCTTrrCAGGTAATTAACTCTTCTCTTTT^ 

Sequence 325 

ATTGAGCTCCCCGCGGTGGCGGCCGAGGTACCATCAAGTTAAAAGCAGAAGATGCTTCTG 
GTAGAGAGCATTTAATCACTCTCAAGTTGAAGGCAAAGTATCCTGCAGAATCACCAGATT 
ATTTTGTGGATTTTCCTGTTCCATTTTGTGCCTCCTGGACACCTCAGGTAAATTCTCCT 
C 

AGAGCTCCTTAATAAGCATTTATAGTCAGTTTTTGGCAGCAATAGAATCACTAAAGGCAT 

TCTGGGATGTTATGGATGAAATCGATGNGAAGACCTGG 

Sequence 326 

CCGCGGTGGCGGCCGCCCGGGCAGGTAC I I I I I M I M N I I M I I I 1 I I lAAGGGGA 
GT 

TAAATAAAATAACGCATGTCTCCATCCTTTATTCCTAAACATTTACTTATGACAAATGTA 

ACAACTGACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTCAAA 

ATTTACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTNI I I I lAGTTTG 

AACTATGCAGTGCAAGATTCCTNTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAAAAACA 

CTTTATATTATGCCAGGTGAGGNGTCAGAACCCTGGCATCGGAAA 

Sequence 327 

GCTCACCGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGAATTTCT 
TTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCGTACCAGCACA 
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AACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCGTCTACCCGGGAATCCGGGGTCC 

CTGACCGA 
Sequence 328 

CGCGTCCGCCCATCTCAGTGTCACAGACACTCCTGGGTTTGGAATTTTGTTGTTCTCT 
GT 

CTCTTTGATTTCCTGGAAGACGACACCATGACAATTTCAAAGAAAATAGAACAAAATGAA 

GGAAAAAGAGGCTCTGTCTTAGCACATTCCTGTGACCAGCCTGCTGTCTGTGGCGTGCCC 

TCCTGGCCCGGCCTTGGCACATGTTCGTNTTTGTGGTTGTTGCCTGGACAGGCAACTCTG 

CAGGGCTGCTTCTCTACGCATCCCTTTGCCTGCCTGCGTGTGCCAGGGGTTGTCAAGGGC 

TTTTGGGTCAGAGTGGGCACCCCTTTCTCCAAGGCTCCCTGCAACAGCTGGCCTGTCCCT 

GGTGGGGCT 

Sequence 329 

NAACTTTACAGGATGGCATTTAATACAGATATTTCGTATTTCCCCCACTGCTTT^ 

GTACAGCATCATTAAACACTAAGCTCAGTTAAGGAGCCATCANCAACACTGAAGAGATCA 

GTAGTAAGAATTCCATTTTCCCTCATCAGTGAAGACACCACAAATTGAAACTCATAACTA 

TATTTCTAAGCCTGCATTTTCACTGATGCATAATTTTTCTTATTAAATAT^ 

AGTNTTTTCTATGGGCCATCNTCCAAAAACCTGCTATGNACCATNCAACTTAGGTTCT 

TA 

CNTTTCCTGCCTTAAATTTNTAATGGAGNAANGGGTATTTCTTTTCAAI I I I lAAAATTT 

GCATrrTTTGGGGGAATTATACCTTCCCACCAATCTTTTTGANTNTATT^ 
A 

CCTTAAATCATGAAI I I I I I I CAAAATTAANAAGGTTNNAAAGN7TTAAA 
Sequence 330 

AGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGATNGTTCACTCACTTTCAAAGCCAGCT 
GAAGGAAAGAGGAAGTGCTAGAGAGAGCCCCCTTCAGTGTGCTTCTG ACTTTTACGGACT 
TGGCTTGTTAGAAGGCTGAAAGATCGAGCGGCCGCCCGGGCAGGTAC M I I I 1 M I I I M 
I i I I I I i GGCTTTCTTTGCTCCTTTCTTATGATCAGCCACATTTCTTCGACCTCCTTCTC 
CTTCATCCTCAGAATCTGAGAATTCTTCATCACAAGCTATCCGCTTGTCTGATGCTCG 
AA 

TAGAAATrCTCTTGTCTGGATCTTCTCCATCTTCATCTCCACTGTCTTCATGAACAGCA 

T 

CTTCTGGAATAGCCTGCATCTGGACACCCAGGTGCATGAGGTAACATGCGCAAATTTTCA 

AACAAACCGCTGGTTTATCTTTTC 

Sequence 331 

CTNCCGCGGTGGCGGCCGAGGTACTAGCAGTTGCCAATGAAGGAGGCTTTGTTCGATTGT 

ATAACACACGAATCACAAAGTTTCAGAAAGAAGTGCTTCAAAGAATGGATGGCTCACTGG 

AATGCCGTCTTTGACCTGGCCTGGGTTCCTGGTGAACTTAAACTTGTTACAGCAGCAGGT 

GATCAAACAGCCAAATTTTGGGACGTAAAAGCTGGTGAGCTGATTGGAACATGCAAAGGT 

CATCAATGGAGCCTCAAGTCAGTTGCCTTTTCTAAGTTTGAGAAAGCTGTATTCTGTA 

CC 

TGCCCG 
Sequence 332 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCATCTGACTTGGCAATGTAATGACACACACGT 

TAGTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGGTTCCAGCACCAAATCCAGAG 

TCACTCGGGGAAGGAGGTATGGTGGCAACACTTTATGCTTAATATTCAATTCTGCTCCAG 

TAGAACATGGTACCT 

Sequence 333 

CGCGGTGGCGGCCGNTCGGGCAGGTACGCGGGGACTCTGAACGTGCTAAAATGGGAAGGG 

AGGCGGTGTTTTGCTGATCTGTTAAATTCTTAGTGAAGTTTCCTTGATTTCCAGTGGCT 

G 

CTGTTGTTTGAGTTTGGTTTGGAGCAAAACTGAGGTAGTCCTAACATTTCTGGGACTGAA 
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TCCAGGCANGAAAAAAAAAAAAAAAAAAAAAAAAGGTACCT 
Sequence 334 

CCCCGCGGTGGCGGCCGAGTTTGATTTCTTGCAGTCCTGAGCGATGGAGCCCGGGGGTGC 

CTGGTTATTGTCCGCTTTCTCTCTCAGATGCTTGGCTTG I I I I I CAAGAGAACCTTTTT 

C 

GATATTGATTGCTCCATCGATTGGATCCAGTCCTTGTTCAGAAAATTGTTTCAAGGCA 
CT 

TAAGGCTGCCTGAAAGCCTTGAATCCTTGCTAAATATTCCAGTTGTTTTGAAGGTTGT 
AC 

CTCGGCCGCTCTAGAACTAG 
Sequence 335 

GCTCNGGGCGGTGGCGGCCGCCCGGGCAGGTACTTGACTGCTAACAACnTCAAATTCTT 

CTACTTACTCCCTCTTCTTCAGCTTCACATCTGGGAAAACTGATAGGGAAGCCTAGGTAG 

GCCTACCnTGGTGCCAGAGGGAAGCTCAATCCATGCAAGCCCCAGATAATATATGAGAA 

CCTCCCCAACCTTACCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCCTTTCCCTGC 

TTTCTCAAACCATGTTrGGACCTGCTTGGAAGCTCCCTCTGCTCTCCCTAGAAAGCTT 

CA 

rrATGTGAGTGATACATCTTrTCATATCTTCTTGGTGTGTGTGTGTGGTATCATCAGCC 
T 

CAACATCTGAAGCAAATGTTGGGTGGGGGGGTACCTCGGCCGCTCTAGAACTAGGTGGAT 
C 

Sequence 336 

CTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTCATGAAGGAGATGGCCCCTTrGGGAGC 

AACCAGAGAATCACTGAGATCCCAATGGAAACAGGAGGTTCAGCGAGAGGAACCGACnT 

TAAGGGATCACAGAGCTCACACCAAAGACCAGGGGAACAGTCAGAAGCCTGGCTTGCTCC 

TCAGGCTCCCAGGAACCTGCCTCAAAACACAGGTCTCCACGACCAGGAGACAGGTGCTGT 

GGTCTGGACAGCTGGGCCCCAGGGACCAGCCATGCGTGACAACAGAGCT6TATCCCTCTG 

TCAGCAAGAATGGGATGTGCCCAGGCCCTGCACAAAGGGCCCTCTACAGGGGGTGCCACC 

CAGAGGAAGGGACAGTCACGTCTCGCTGGCAACAGGGTGTTGCCCTGGGGCTArrGAAGA 

GACCAAGACGCTCCTGGCTATTTTTTAAGTAGTTCTCAA I I I I lATGGGNAAAACTNCA 
A 

GACCTTNTTCAGCCAGNAACAGCCCCAGATrCTTACAGGGGCCATTGGGCGGAAGGGACT 
CTTGGGAGCCAANGGG I I I I M I 
Sequence 337 

CCGCGGTGGCGGCCGAGGTACGCGGGATAATCAAGGTGTACATCCCGGTGGCTGGACATG 

CCCTCTTGGGCTTGGCAGATGCCAGTGGATCCATACAACTACTCCGCCTGGTGGAATCTG 

AGAAGAGCCACGTGCTGGAGCCATTGTCCAGCCTTGCCCTGGAGGAGCAGTGTCTGGCTT 

TGTCCCTAGATTGGTCCACTGGGAAAACTGGAAGGGCCGGGGACCAGCCCTTGAAGATCA 

TTAGCAGTGACTCCACAGGGCAGCTCCACGTCCTGATGGTGAATGAGACGAGGCCCAGGC 

TGCAGAAAGTGGCCTCATGGCAGGCACATCAATTCGAGGCCTGGATTGCCGCTTTCAATT 

ACTGGCATCCAGAAATrGTGTATTCAGGGGGCGACGATGGCCTTTCTGAGGGGCTGGGAC 

ACCCAGGGTACCTGCCCCGGGCGGGC 

Sequence 338 

NAAAACNCCCCCCGGGATAGAAGNNATTTTTrNTCAGGGCACANANTTAGAANCCAGNNG 
GNTrNTANACCCAACTGGCAACATCAAGAANGAGCGGGGGGGGGAAAAAANTGACAGGGA 
CGGGGAGCGGGCNCACAAGNGGCAGGGAAGGGAGACNCCACCNGNGGGGGGNCCTGGGGG 
CCCNGAAACCGNACAAAGGGGNGGNACACTGGCCGCCGGGNGCCGGGACGGAANNGAAGN 

AANNTAAGAAGGGGGANCNCCCCCGGGGGGTGNAAGGGAAAANGGCGAANAANNCAANGC 

NCAAAANCNGAAANNCCCGGGNNNAACCCCNCGAAGGGGGNGGGGGGNCCCGGGGGAACC 

CCAAGGNGGGGNTGGAATCCCCAAANAAGAGGAGGGGGGCGGAAAATNCCGGCNGCCGCC 
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AAGGGGGNGGNAAAACNAANGGGGGCAAAAAAGGGCCNGGGNNNNCCCCGGGGGGGAAAA 

AAAAAGGGGGGNAAAANCCCGGCCCAGGAACAAAAAAAAGGCAAAAAACAAAACCAATNA 

ACNGGGANNCCNNGGGGAGGCCAAAAAAAAAGGGGGGGGAAAAAAGCCCCGGGGGGGGGG 

GGGGCNCNNAAAAAAGGAAGGGGGGGGGGCCGAAAAACNGCCAAAAAAAATANAANNNNG 

GGCGNNTNGGGNNGGCTANCNAAAANGGGGNACNGGGGGNNCTTTCCAAANNAAAGGGGG 

AAAA 

Sequence 339 

CGCGGTNGCGGCCNTCN M I I I G I N M I I i I I I M I A ATAGCTGAAGATTTAGATTTAT 

TTGAAAACACTTAGTCTAATTTATATTAGGTGCAGAAAAATCACATTGAATAAACCACA 

A 

TTGTAGAAGAGACAGATAAGTGTGTTTGTCACATTTTCACACAAATATAATTTGATNTT 
T 

AATTAAGGGATGATGAATCNCAACCCCTTGTTAATAAATGATTTNTTCTCTCAGTAANT 
A 

GCAAGAATCTNTITTGNGGTTNCCGGGNCCTCNNGGGGTTTATTCNNANACNGGGNGCCG 
TTTTANAAATTTTAAGGGA A I M I I I I N H I i l I A AAGNCCCNNTNCCCTTCCCCTTTTT 
TGGGCNATTTCCCCCNGNAArWKAAAAAATTTTTNCCCCGGGGGNATAACCCCCCCCNAG 
GGGGTAAAAAAACCCCCCNTCTNNGACNNAAATTTTTTGGGGGGGCNNGG I I M I I I I NG 
NAANAAN II I M M I NCNNNGNNAAAACCCCNCCTTNTAGNGGGGGGGGGGGGGGGNGNT 
TT 

Sequence 340 

CACCGCGGTGGCGGCCCGCCCGGGCAGGTACGCGGGGGAGCGGGCCCTACCGTGTGCGCA 
GAAAGAGGAGGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTC 
AACTGTTCGTTGCTTCCAGGGCCTGCTGAI I I I I GGAAATGTGATTATT 
Sequence 341 

GCGGTGGCGGCCGCCCGGGCAGGTACCAAAGAAGATGCAGTTAAAATACTGCCAGTTTTC 

CAAGAAATTTTGTAAAGTTGAACATGGCCATCTACTCTTGCCTTAAAACTTTTCTCACC 

A 

CACCCACCTTCCCACATGCATGATATCCAAGGTCGACAGACCTGGATTAGAATCCACTCT 

GAAGCT7TATGCAGTGCGTATTGTATTTTGTGCATAAGAAAGGGCTGCCTCTAGAACACA 

GTAAGTGTATTTGCCCAGTAGTGACATTGCCTACATATAGCCAAGTGTTATAGTATACCA 

ACTTAGTATA I I M I CAAGGAGAGCTAAACCACCTTTTGTAATGTTTGGTTTCTCACTG 
N 

TATCTTCCTTTCCTATAATTAATTTATTTTAATCTACAAATTGACATAGGGCTAAAAGCT 
TCAATATTTTACAAAATATTAATTAATGTAATTGTTCCCAATTATTAGAAACTTT^ 
ATTTTTCAAAATGTTTGCCAACTTCACACAAGTGTGTAAAAATAGGGCTCT 
Sequence 342 

CCGCGGTGGCGGCCGAGGTACAGGTTTAGTCTGAATGGACTGTCATGAAATTTAAACTTT 

CATTATAATACTGTTTTAAGAACTTACAGCATCTGCTTTACAAATGGTGTTAGCTACAT 

G 

TCGACACAGCATCTTTAGCCAGTTTTCTTTTGGAAGTTCATCTGATGTCATCTGGAAAC 
T 

GAGTAGCACATTTGCCTGCTCTGTTGGTGGCCTCACAAGCAAGGCAAAAGCATTATGGCA 

ATCTAGGGTTCCAGAATAACCATAAACATTAAGTGTCACTCCTTGGAAAATGACAGATGT 

ATGCAAGTTTAGTTCCCTCAGAGCAATGAAATTCCAATGAAATGAACTATCACTTCTCCA 

CTTTCCTTGTCCTATTTTTAATAAGACAAAGAACATCACCATATTAAGTTGAAGTACCT 
G 

CCCGGGCGGCCGCTCTAGAACTAGGTGGATCCCCCGGG 
Sequence 343 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACATCAGAGATGCTCACACCATTCTTTGAGTA 
GTTTAAAAACTCATTTTAACCACTTTTTATTCTTTGTATTCAAACCAATC^ 
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GCTCTAAGTAGGTCATCAACTCTCCTCCATGTCTTCTTTCTAATTCTGCCACAGACTCA 
C 

TTCTTCCCGTAAATTAATGGAAGGAAATGAGTGTCTGAGTTCTTAGAATCTCAAAAGGCA 

TGAGGATAAAGCTTTCCTGGAGATAATATAAGTGGTGGCAGGAAGATTTGGGAGCCAGAT 

GATACTCTTTTCCTCTTAGAGAAACTCTGTGGAAGCTCTGCCTATACTGTGGGAAATAAA 

TTCTAGACGCTGGCTTCTTTCTGTAGTAAACATGTGGGCCCTTTAAAATGTTGAACCA 

AA 

ATGTGCTTCAAATATAGTTTAAGTTATAAAACATTTATGGGGGAGTATGTATGTGCCAA 
C 

TACAGAGGCTTCAGAGATGAAGAAACAGTTCTTACCCTAGTGTTGCTTAGAATCTAGTAG 
TAGTAAGTAATAATTACTAACATATGCATTTACTATATAGGCAATACTAGGGTAAATATT 
TTACATAGATTACCTTATTTAGTAGCTCTTAGCTGCTAAAAAAAAAAA 
Sequence 344 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC I I I I I I M N I I I 1 1 U II 11 I I 

GG 

GGGAGTTAAATAAAATAAGCATGTCTCCATTCTTTATTCCTAAACATTTACTTATGACA 
A 

ATGTAACAACTGACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGG 

T 

TCAAAATTTACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTCTT^^ 

GTTTGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAA 

AAAACACTTTATATTATGCCAGGTGAGGTGTCAGAACCCTGGCATCGGAAAGTGGTTGGC 

TCACGGGTCATAGGGTAGTAAGAAGAATTTACAGAAGACAGTATAGGTTCGAAAA 

Sequence 345 

AGGTACACTGCGGCGGGGGCAGAAAAGCTGCAAGGAACAGAACCAGCAATGCAGAAGCTC 

CTCGAAGGGCCACCATCATCCTGCAAAACACCAAGCAGGGCAGTCTCTTATGCTGTGGCT 

CTTCTCAAGGATGTCTCAAGGGCTCCGGTGGTGCTCTCCTGCTCTATCCGCTGCTGTGGC 

AAATCCTCTAAAAACAGCGTTTTGCACAGCAGAGAGCAAAGTCCGCTTGTTATTCCACCC 

GATACGTGAGCTCAGTTTGCCAGCTAGTGATCAAGTCCAGCTGTTGGCAAGTTGGTCCCT 

GAGGCCTTGTAGACTGACCTGTGGGAGAGAGCTCCCTGGGTCCAGCATCTGTTGCCCTCA 

CCCTTGACACATGCGGACCCTCCCCAGGC 

Sequence 346 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGGGGTACAAGAGAAGAAAGACCAGTCCTTGCT 

GAAAGACAAGTCTGAATGCTCCACTTTTTCAATTCTCTCTCCATTCTTCAGTAAGTCAA 

C 

TTCAATGTCGGATGGATGAAACCCAGACACATAGCAATTCAGGAAATTTGACTTTCCATT 
CTCTGCTGGATGACGTGAGTAAACCTGAATCTTTGGAGTACCCATTCCCTTGATGTCTAC 
AATATCACCTTTCTTATAGATTCGCATATATGTGGCCAAAGGAACAACTCCATGTTTTC 
T 

AAAAGGCCTAGAGAACATATATCGGGTGCCTCTCCTCTTTCCCTTTGTGTTCGTCATT 
TT 

GGCGAATTACTGGAAGATG 
Sequence 347 

AGCTCNCCGCGGTGGCGGCCGCCCGGGCNGGTACCACNGCCCAGCTAAI II I U lATGTT 

TGTAGTAGAGACGAGTTTCACCATGTTGGTCAGGATGGTCTCAAACTCCTGACCTCAGGT 

GATCTGCCTGCTTCGGCCTCCCAAAGTGCTGAGATTAGAGGCATGAGCCACCATACCTGG 

CTCTTTTGCTTCATCCATCCCTTAATTTCTTTGCTGGAGCATTTTAAAGCAAATATCA 

A 

CATACCCTTTCACGCCTCACACTTCAACATGCGGCTTGTTGAAATTCGTGCTCCACTCCA 

GCAACTGCTTTCAATCGGAGTTCCATCCTCCGCCGCAGTATGCCCTAACGCAAGCGTTAT 

CTTCAGAGCTACCACCAGGNTTCCGAAACTTTTTCGGNGGGAGGCGCTTTNGCCACCACC 
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TNGCCGGGNNAACGGNTNGCGTNAAACCAAACCTTTGAACGGCCAGNCCCCCCGNGGTAC 
CTTNGGGCCGGTTTAAAAACTAAGNNGGGGATNCCCCCCGGGCTGGCAGGGAATTTCGAT 
ATTCAAGCTTAATCGATACCCGGCGACCTTCGAGGGG 
Sequence 348 

ACTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTGACTGCTAACAACTTTCAAATTCTT 

CTACTTACTCCCTCTTCTTCAGCTTCACATCTGGGAAAACTGATAGGGAAGCCTAGGTAG 

GCCTACCTTTGGTGCCAGAGGGAAGCTCAATCCATGCAAGCCCCAGATAATATATGAGAA 

CCTCCCCAACCTTACCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCCTTTCCCTGC 

TTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTCCCTCTGCTCTCCCTAGAAAGCTT 

CA 

TTATGTGAGTGATACATCTTTTCATATCTTCTTGGTGTGTGTGTGTGGTATCATCAGCC 
T 

CAACATCTGAAGCAAATGTTGGGTGGGGGGTACCTCGGCCGCTCTAGAACTAG 
Sequence 349 

CCCGCGGTGGCGGCCGGAAGGAGGACGACGGTGCTGTGCTGTGTATGAAGAGGCAGTGAA 

GACTCTGCCAACAGAGGCCATGTGGAAGTGTTACATCACCTTTTGCTTGGAAAGATTTAC 

TAAGAAGTCAAATAGTGGGTTCCTTAGAGGGAAGAGGTTGGAAAAAACCATGACTGTATT 

CAGGAAGGCACATGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTC 

GTTGCTGTGTTATAACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAGCTGGAACTGAATT 

GTTTAGAGACTCTGGGACAATGTGGCAGCTGAAGCTGCAGGTGCTGATCGAGTCAAAGAG 

CCCTGACATAGCCATGC IN U GAAGAAGCCTTTGTGCACCTGAAACCC 

Sequence 350 

CTCCCGCGGTGGCGGCCGCCCGGGCAGGTACCCGTGCTAAAAGACTTTTAGTTCGGCTCT 

CCCAGTGI I II I 1 1 I ICGTCGATTTGGGCACAGAGTTTCCTGGTTCACGTGGATGTGA 

GG 

ATCCTTTACTCCAGATCGCCAGCCAG I I I MG I I M I I I I C CTGCGTTGCTGAGAGTCT 
G 

GGTTTATTCATCACACCAGGTGGATCTTAATTCCATATCCCTGAGGCCACTGCAATGAGG 
CAGAGGAGTGTGCTCCCTCATGAGAAAGGACTGGAGACCGCCCCCAGAAGAGAACGTATC 
CATGTACCT 
Sequence 351 

CCCCGCGGTGGCGGCCGCCCGNNCTGGTACTTATAATGCCNNNNNTTNCNGGNTGTGAAT 

GGATTACANTGTATCTTTTCAGGGAAACCTATTATTATCAATGTGACTCCACNGGGGGAG 

TCCATGGTGATGATGATGAGGAGGAGGATGATGATGATGAGACACCTCTAAACTTGGAAC 

AAGTTTAAGACTTTATGAGAGAAGAAAAAAAATCACCAACAAGAATTGTrTGAGGAAAAA 

TCATAACTATCCTGTGTTCA I I M I M M I I ATAAACAATAAGAAAAAGTTGTTGGATTT 

TTTTTTAATGATTTC I II I I I GGGGGAGGGAATl I I I GTTGCAGTTTTATGGTGGAAAA 
T 

GCAAAAACCAGAGCCAGGTGCATAATCTTGTAATCTGTGGATATCCCTGGAGCAGGACTG 

ANCCT 

Sequence 352 

NCCGCGGTGGCGGCCGCCCGGGCAGGTTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGT 

AACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAA 

CAACGCAGAGTCCAGGGAAGCAGTGGTAACAACGCAGAGTACCCGGGGAAAAAAGGCAAA 

TAGAATGAGAACCATATTATGTACCT 

Sequence 353 

CTCCCGCGGTGGCGGCCGAGGTACACCCAGCTTTGTCTCCTGGCCCCAAATCTCCTTTTC 

CTTAGTTTGGGCATTAACTGCTGTTGAGGTCTCACAGCCTGATGGTCATTATCCCTGA 
AT 

GGCATAAATCAACAGGCTGTATGAGCATTGTGTGAGATTCTACATGAGGGAGAGCATTTC 



Page 61 of 221 



wo 01/42467 



62 



PCTAJSOO/33312 



Table I 



AAACCCATGACAGATGAGAGAAGTTAGTACACTCTCACTGAACTGGGGATGTTTGACTTA 

AAATGATGGACAATAAGATAGTGAGCAGTAAGTGTGCTCTAGGCTAGGCTACGAGAGGCC 

ATGAGCTCCTCATCTCTTCTCTGTTCTGAGCTCTCTGATCCACCGCACTTGGGGCAGGGG 

GTGCATTCTCTGTGCCTCTCCTGAGTCTACTTTCTGCATCATTGGGTTCTCCCAGCTC 

AC 

TTCCATAATGTCCTCCTAGGCTGCATTGGAATTTGTGTGTTGTCTAGACCCATGGCCAAN 

ACTGTCATTGCCTGTGAGGGAGACCAAGCTTACCCACCCAAGGGCTTTTG 

C 

Sequence 354 

TGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTAC 1 1 M I I I I M 1 n I M I H I M 

GC 

CTTTAGAAGGTTAAAATGCCAATATAAAGCTAAAACAGTAATCATCAGAGACAGCTCTAA 
TAAGGCTrrGCTACTGTTTTTACTATATAAATCTTTACGTGTTAATGGAAAGAAAATTAA 
TTCATTCTGTTACTCC A i I IN I 1 C TCTCCATATTGTATGCCTGAAGTGAGCTGATGAG 
G 

GGCAGAAAGATCATACAGTTAGGAATGAAGACATCAGAATGTTCCACTAAACAGATATTT 

AACTAGATACTATTATACTACTAAGAATAGCAAGAATGTCTCTCAATTCTGGGAATTTC 

T 

CCTAGCTCACACAAATGAAACGCACATCTCCATGAATGCTTTCTAATAAATGCTTCCAGG 

ATAGTATCATAAACAAAGTCAAAATTAAGAAAAATCAC 

Sequence 355 

GCTCCCGCGGTGGCGGCCGGAACCGCCATCTTCNAGTAATTCGCCAAAATGACGAACACA 

AAGGGAAGGAGGAGAGGCACCCGATATATGTTCTCTAGGCCTTTTAGAAAACATGGAGTT 

GGTCCTTTGGGCACATATATGCGAATCTATAAGAAAGGTGATATTGTAGACATCAAGGGA 

ATGGGTACTCCAAAGATTCAGGTTTACTCACGCCATCCAGCAGAGAATGGAAAGTCAAAT 

TTCCTGAATTGGTATGTGTGTGGGTTTCATCCATCCGACATTGAAGTTGACTTACTGAA 

G 

AATGGAGAGAGAATTGAAAAAGTGGAGCATTCAGACTTGTCTTTCAGCAAGGACTGGTCT 

TTCTATCTCTTGTACCT 

Sequence 356 

GTTGAGCTCCCGCGGTGGCGGCCGAGGTACCTGACTGTGGCTCAGATCTGCGTCGCAGCA 

GCGAGAGAAGAAATCACTCCATATCCGATGAGAGGAAGGGTGGCACAGAGATGGTGTCTA 

CAATTAGAGACATTTCTGACTCCACCTTAGCCTAAGCAAACTTTATGTACTGAGTAACA 

T 

rrGAAGGTTGTCTTTTAATGGTGGGGGGTG I I I I I ICCI I M I AAACTAC AGTGCTTGC 
A 

CAAGAGAGGGAGGGACTCAGAAAAGGTTAGGGCAGGTGAGGGAGACAGTAGATGGCCTGG 

GATGACTTGAGTCCATCATACTATTGCTTGGCAGGTGTCCTCCCCCATGTTTGATTCA 

AA 

TTCCATGAGTGACCTACCTTTCCCCAGGAATGGGACTGAGAGGGTAGTCTCCAGCAACTC 
AGTCTGCACAGGGCTCCCCGTTCAGGCTGCCTTT 

Sequence 357 

TCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCATCTGACTTGGCAATGTAACGACACACA 

CGTTACGTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGGTTCCAGCACCAAATCC 

AGAGTCACTCGGGGAAGGAGGTATGGTGGCAACACTTTATGCTTAATATTCAATTCTGCT 

CCAGTAGAACATGGTACCACCATTCTTCCAAGTTCAAAAATTATCTTTGATTCATTTTG 

T 

TCCCCATTCCTCTAATATGTCACCAATTCTGCTGATACATTCTTTGTAATCTCTCCATC 
T 

ATTTTAATCTGTTATTCACCTGAGCTACACAAACATTCATCTGCACAAGGAGTATTCCA 

C 

GTGCTGAAAAGACAGAGGATTAAGCCCTCCTTGTGGAGGCATTCACAGTCTGGTTTTAAT 
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ACACAAACCAACAATTATAATACACAGGGATAAAAAAAGTAGAGGCACTTATTGCATACC 

TGTACCT 

Sequence 358 

TTGACTCCCCGCGGTGGCGGCCGAGGTACTTTTCTAGCAGTCTGTGGCCACTCCATACTC 

AGCTGAAAACACTGTTTCAGCCCCCTCTCTGGTGACCTCAGCCTTCTCCAGGTGTATCTC 

TTGATGATCTTGGAGACCAGCAGCCACAGCTGCTGCTACTCCTGCAGGAGACTGTCAGGC 

TGTGGTGGGGGGCAGGGGTGTTGGAGGAGAAGTTGAAAATCCGTGTGTTCTCTGTCCCTC 

TGCTCCTCCATCTTAGCTTCTGGAGGAGTTAAGGCACCAAGGGCA 

Sequence 359 

CGGTGGCGGCCGCCCGGGCAGGTACTGGTGTTGTGATCGGAACGTGTCGATCCCCTCTTC 

TCATCACTGCTGCTCCAACTGGATTTATTACTCCGGGAATGGTAGAGAATAAAGATTTGT 

AGGAAAGGTGCTGAACTGCCAAGGAAGGCATTTCTTGTGCCGTGTCTGGAACCGTGTATC 

CTTACTACATCACTGAACGACACCAAGCACCCCATGCACTTCTGGGTCCAACCTTGGCCC 

CTGGAGAAAGACACTGAAATTTGGCCATGCAGGTCTACTTCCCGTAGGGGGGATTTTTTT 

TTANNAANTGTTTNNGCCCCNTTTGAAAAAAGGGNTTTTAAAANCNAAAANAAAANT^ 

T 

NTTCCCCCCGGGGGGGNNGGNN I HIM lAGGGGGGAAAANGGNGGTTTTANTCCCCCCN 

NNGGNAAANCCCCCCCNNTTTTTNTTTTTTGGGGNNGGGAAANATTTT^ 
CNGGNGNNTTTNNNNANAANNNAAAACCCCCCNTTTTNNI Mill lAANANACCCNCNNN 
AANNGGGGGGI i I I II M II I I IIAA 
Sequence 360 

TGGCGGCCGAGGTACCTACTGAAAACTAAACACGCCAGAGGAAATTTGGCCAGTTATCCA 

ATTGATGAACTANTAGGATAGAGCCAAACAATCTTTTCAAGAGGGTGTTTGTGAGATATG 

GTTGACCAGTGAAGACACGGGGGCTTATGGCAGAGATATTGGCACCAATCTNCCCACACT 

CCTGTGGAAACTGGTTGAAGTGATTCCTGAGGGAGCAATGCTGAGGCTTGGCATGACAAA 

TCCGCCCTATATTTTAGAGCATCTGGAGGAAATGGCANAAATCCTTAATCACCCCAGAGT 

CTACGCTTTTCTGCACATACCAGTCCAGTCTGCCTCCGACAGCGTACCTGCCC 

Sequence 361 

GATTGAGCTCCCCGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGA 

ATTTCTTTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCGTACC 

AGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCCGTCTACCCGGGAATCC 

GGGGTCCCTGACCGA 

Sequence 362 

GAGCTCCCCGCGGTGGCGGCCGAGGTACGTATGCACAGCCTCACACTCTATAAATGTATG 

TGTCCTGAATTTCAGAGCTTAATAATGAATTATGGAACTTGATAATGATTGGATCAGGCA 

GACAACACCTGATCAGTCCTAATATCAGAAAAGAGACAAGTAGACATTATGTGCTTCCTG 

AGGTGAGGCAGTAGTAAGGAAACAACATCACACATGTAGCAGTCTTGGGAAAAAAAATGT 

AACCTGTATCTCGTAATGAGGAAACAATCAGTAAAAAAGTCTAGATTGTGGGACATTCCA 

CAAACTTGCCTGAACTCTTTAATAATGTCAGTGTCATGAAAGACACACCACACACACACA 

CTGCACATCATACACAAACACCACCCCACCACCCACCACTCAGACACACACAAAAGGGCA 

ACTCTAATCAATTAAAGGAAACAAAAGAGAATGACAACTACATATAACGTATAATTCTTG 

ATTGGATCCTGGATTTAAAAATAAACAGCTATAAAGGATATTTT 

Sequence 363 

GCTCCCCGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGAATTTCT 

TTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCGTACCAGCACA 

AACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCGTCTACCCGGGAATCCGGGGTCC 

CTGACCGA 

Sequence 364 

TNCCGCGGTGGCGGCCGAGGTACAACGCATGAGTCCCGGGAAAGCATGTGGTAACAACGC 
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AGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAG 

AGTCCCGGGAAGCAGTGGTAACAACGCAGAGGCTTTCAGCACAGCCCAGGGTGCCCGGGA 

CTGAAAACTCCTTCACCAGCCCCCTCCACAGGATATAGAAGACTTAGATCACTACGAGAT 

GAAAGCAGAGCCCATTAGTGGGAAAAAGTTGGAGGATGAAGGAATTGAAAAAAAAAAAAA 

AAAAAAANGTNCCTGCCCG 

Sequence 365 

TGACTCCCCGCGGTGGCGGCCGAGGTACCAAGCACTGGGTAAGGCACTTTTGTGGAGCAT 

TAGACAGTAACCCTCAAGGAGCTAGAGAACCGGATGGGAGACATGAGCGGTAATTAACTC 

ACTTGTTCCCCAGAGTTTCTATTTGTTTTNTnrC I I I I I CTGTGACTTATTTTCCTATT 

TTCTTTCCTCCATGTAATTTrCACTATGGCCCAACTAATATAAACACCTGGAAATTACA 

A 

GGAAAAAAAATTCTTCCTCTAATAACTTTCCAAATTTGTGGAATATTTATTTGTAATA 

AG7TATCAAGTTATGCTTATATAAGCATTAAAAATTCTCCTCCTTTGACTACACACACA 

A 

CCACAGTGTGGTTCTAATCNATGGGAGATATCAAGTAATTTTTTAGTAACCTCS^ 

G 

AGGGACATTTCTCTGTTTAAGCATGTATGCAAACTGATATGTAATCCTGANGGTCCCAAG 
TCAAI I I I I I ICTT 
Sequence 366 

CTCCCCGCGGTGGCGGCCGAGGTACTTTGCATCCTTCAACCCAATCAAGCTGACACTCAG 

TATTAACCATCACAAGGCGTGAGGACAGATAGCTGCATCCGCAAAATAGAGAACCAAGAA 

ATAGTCCCACACCAAAGTCAGGATCAAATGATTCCTGGACAAGCCACCAAGTCAATTCAA 

CTGAGAGAAAGAAGCCTTTGCACCAGTTGGTGCTGGAAGTTCTGGATATGCACCTGGATA 

AGTGAACCCCCCTCCGTCACCACACACAAACGTTAATTTGAGATGGATTGCAAACATAAA 

AGCTAAAACCATTAACACTTCTTGAAGGTAACATAGAATATTTTGTAATGTTATGATAG 

G 

CAAAAGTCTCTTAGGACACACAAAAAAATTAACCATAAAAGAAGAAAATGGCTGGGTGCA 

GTGGCTCACACCTTTAACACCAGCATGTTGGGAG 

Sequence 367 

CTCCCCGCGGTGGCGGCCGAGGTACATTGTGATTCAAGAGAAAAGTCACATGCAGGTCTG 

AGCTCCTCCAGCAGGCCTTATGTAATGCTAAGATTTTTGGGGAAGATGAAGTTGAACTGA 

TGAACTGGCTGAATGAAGTGCATGACAACTGAGCAAGCTCTCAGTCCAGGATTACAGCAC 

TGAGGGGCTATGGAAGCAGCAGTCTGAACTTCGGGTTCTGCAAGAGGACATCTTACTCAG 

GAAACAAAATGTAGATCAGGCTTTACTAAATGGTTTAGAACTACTTAAACAAACCACAGG 

TGATGAAGTTTTAATAATTCAAGATAAATTGGAAGCCATTAAAGCAAGGTACTGCCAGAT 

ACCGAATTGAGCATACCACAAAAAAGTTCTCATTTTGTGTCCTCCCATNCCATTCTCCT 

C 

ACTAACCAAAG 
Sequence 368 

CTCCCGCGGTGGCGGCCGCCGGGCTGGTACAATGTGCCTGGCACCTTACAAGACACAAAT 

ATGCTCTTATAGGCTGGGGAAATAAGAAAATATGAATGAAGCAACCCAGGTCTTGAGCCA 

AAGAATTACCTGGGGTCCGTTGAGTTCAAATCTGAAAATTTCTGTCTTTCAAGGTCAGCA 

TCGCCCACAAAC 

Sequence 369 

CTCCCCGCGGTGGCGGCCGCCCGGGCTGGTACGCGGGGGTTTCCGGTTTGGGTGTGGCCG 

CATGGCGTGCTGGGGTGCAGGTGGCCGAAGGGGGCGTTACTGTTGCGACTGGCATCCGCA 

TCCGGCAGATGTAGATGGAACCAAAGCCAGAAGTTACGCGTCACCCTTGCTCTACAGCCA 

AACATGCAGGACTCTAGTAACCCGCGAAATGATGGGATAGCGTTGCAAATCCTTAAAAGA 

GTCTTAACGGAGAAGGAAAAATGTTACATTGTCAAAGTCCCAAAGCCTTTCAGCCTGAAG 

CCAGGAACAATTGTTCAAAGTTTCTTTGGAACATCAAGGAAGGAAATCCAGATTTTACTT 
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TAAGTGCAATGGGGGAGTCATTAAGGATTTTGTGTAGATACAGCAAAAAGACAACAATCT 

TCAAGCCACAATGGCCCTCACCAGAACCCAGC 

Sequence 370 y 

CCCGCGGTGGCGGCCGAGGTACTTAAAACCAATAAAAAGTGACATITGAATTTCTTTTAA 

AAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCGTACCAGCAGAAACCA 

GGACAGCCTCCTAAGCTGCTCATTTACTGGGCATCTACCCGGGAATCCGGGGTCCCTGAC 

CGATTCAGTGGCAGCGGGTCTGG 

Sequence 371 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACGATTATTTTCAAACAAGCCTACGTCCCTGA 
CTAACCGAGTGGAAGGTGTGAGTGGCACTACAAATTCACAAAAGAACTGTAGCCTCAGAT 
AATCAAAGGAGAGAAGGTCAGATGCAATCACTGATGCATGCTAGTAATTCTCAAACCTTC 
GTTTTCAGAAACGATTGGATTTTCAGATAGATTTGCAGTAAGAGAATAACAAGTCTTT 

T 

I M M I CATCCCAACTTCTTTCTTGCACA r 1 1 1 I CTTCTAGCTATATTTAATATCTGTTC 
TCCCCACACACTTGCTAATCTACATTTCACAATCTTCTTCACTTTCACTTTGTCTGCAA 
A 

GGAAATGTACCCTGGGACAGAANAAGCATCTC I I M I I I I I CCCCCTGACCCTTGGCA 
TT 

TTCCTCTCCCTTCAACTT 
Sequence 372 

GATTGAGCTCCCGNNCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGATGTCTCTTGTC 

AGCTGTCTTTCAGAAGACCTGGTGGGGCAAGTCCGTGGGCATCATGTTGACCGAGCTGGA 

GAAAGCCTTGAACTCTATCATCGACGTCTACCACAAGTACAAGAGATAGAAAGACCAGTC 

CTTGCTGAAAGACAAGTCTGAATGCTCCAC I M 11 CAATTCTCTCTCCATTCTTCAGTA 
A 

GTCAACTTCAATGTCGGATGGATGAAACCCANACACATAGCAATTCAGGAAATTTGACTT 

TCCATTC 

Sequence 373 

CTCCCCGCGGTGGCGGCCGAGGTACGCGGGGAGAAGGAATGGAAACGCCTGGAGAAAGAG 

GATGAAATGACGGATGAAGCAGrrGGAGACTCTGCTGAGAAGCCTCCTTCTACTTTTGCC 

TCACCTGAGACTGCTCCAGAAGTGGAGACCAGCAGAACTCCACCAGCCTGTGAAACCACG 

AACCCTTCAATCAAGAAAAGACCTTTGATCAGGAGAAGACTTCTCGTCTCATTTCTGGGG 

ACACATTCAGGATTTCTCCAAAGCAGGTGAAGGTACCTGCCCG 

Sequence 374 

TCCCGCGGTGGCGGCCGAGGTACGCGCCAGTCACTAGCAGGTCCTTGTGAATCTCCTCAC 

GGAGGCACTTGCGAGAGTTAATGGGCAGATGGAAGGAGATGGCAAGGACCAATCTGGGGC 

CGAGCAGGAACAAAAGCAGCAACGCTAACGGAAAAGGGCCGCGCCGGGCTGGTGGGCCAG 

ACAAACCAGACATGGTGCTCCCCGCGTACTCCTTATACTTATTAAACACAAAATTAATTG 

TAAAATAGCCTCAGGCAGGTCCTTCAGGAGGTATCCAGAAGAAGGCATTGTGATCATAGG 

AGCTGATGGCTCCGCCTGGGTTACTGCCCCTGTAGACTTCCAGTGGGACAGGATTGGGAG 

GTGGGAAGGACAGTGACATGGATGATCCCGGACCCTTTGTAGGTCTAGGCTAACGTGGTG 

TGNTTTGNGTCNTTAGCTTTTTAACCAAAAAAAAGTTTAAAAAAAGGTTAAANNA 

N 

TNNNNNNNNNNNNTNNAAANNNNGGGGTNCCTTGCCCGGG 
Sequence 375 

TCCCGCGGTGGCGGCCGAGGTACCTCAGCTGTTGATCTGTGGAGCCTAGGAATCATTTTA 

CTGGAAATGTTCTCAGGAATGAAACTGAAACATACAGTCAGATCTCAGGAATGGAAGGCA 

AACAGTTCTGCTATTATTGATCACATATTTGCCAGTAAAGCAGTGGTGAATGCCGCAATT 

CCAGCCTATCACCTAAGAGACCTTATCAAAAGCATGCrrCATGATGATCCAAGCAGAAGA 

ATTCCTGCTGAAATGGCATTGTGCAGCCCATTCTTTAGCATTCCTTTTGCCCCTCATAT 
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T 

GAAGATCTGGTCATGCTTCCCACTCCAGTGCTAAGACTGCTGAATGTGCTGGATGATGAT 
TATCTTGAGAATGAAGAGGAATATGAAGATTGTTGTTAGAAGATGTAAAAGAGGGAGGTG 
TCAAAAATATGGACCAGGTGGTATCTCTACTTTGTTCCAAAG 
Sequence 376 

GGTCACAGGTCTCGAAAAAGCGGGTGGTGCAATGCTCCATGGGGATGAGGGGAGCACCGC 

AGTGGAGCCAGCTCGGTGTGGGAGAGGTACCTCTAAGGTGTTCTTCCTACCTAGCCTAGT 

TTTTTTCTACCAACCTAGTTCACCTAGTTTCCTGCCTAACCTCGTTAGATATCACTCTT 

C 

GCTGCTTCAAGAATACTAAAGCAACACTCCTGATATTAACCTACTACTCAG Mill GTG 
T 

GGCAAAAACAGNAGATCACATCCCATTTGTCTTTTGNGTTCTCTTGGCTGNTTAAGCANC 
AANAGTrrAGCACTTTAATTCATTGCTCTACCAAATGGTTTAGTTTGGAAATAGGGGTG 

G 

ANGTGGACAAGAAGNTTTTGNTTTAATCCCTTCAAAGCCAATTNAACTTGGTTTTTGGT 
T 

TTAGGTNGAGGAAGGGCCANGNANTNGTTCAAAGGTAGGCCTCAATGNAACCGTTTACCC 
CCCN 

Sequence 377 

GCGGTGGCGGCCGGACGGAGGAGACGGTGCTGTGCTGTGTATGAAGACGGCAGTGAATGA 

CTCTGCCAACAGAGGCCATGTGGAAGTGTTACATCACCTTTTGCTTGGAAAGATTTACTA 

AGAAGTCAAATAGTGGGTTCCTTAGAGGGAAGAGGTTGGAAAGAACCATGACTGTATTCA 

GGAAGGCACATGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGT 

TGCTGTGTTATAAC 
T 

Sequence 378 

TCCGCCCGGGCAGGTACCAGGTGGTGAAACCAACTGCTGAACGCACAGCCTACCTCCTGT 

ATTACCGCCGAGTGGACCTGCTGTAAACCCTGTGTGCCGCTGNTGTGTGCGCCCAGTTGC 

CGGCTTNGTAGGACACCACCTCACACTCACTTCCCGNCTCTCTTTAGTTGGCNCTTTAGA 

GAGAAACTCTTTCTCCCTTTGCAAAAATGGGCTAGAATGAAAAGGAGTATGCCNTTGGGG 

TTCGTGCACAACACAGCTTCCTGATTGACTCTAACTTTCCAAATCAAAATTCATTTGGT 

T 

GAAACANGACTTGTTTGCTTGGATTTTAGNAAAATACACAAAAACCCCATAATTNCTGAA 

ACAAATTGCTTGANTCCTGGAGATNAAGGAAAGNTGGGATTTNGATTCCCCAAGTCCTCA 

TTGCTTAAGTAGGAATAAAATCCTTGCACCCATGCNAACAACCAACTTNGTAAATTTNGG 

TGAAAAANTGAAAATTTTAANTCTTNTCCTTTAAAAAAAAGAAAAA 

Sequence 379 

GAGGGACTGCTAGCCAGCCAATAAAATATAAACTCCATTTGTCTTAGTTATATAGAACTG 

TGTTTCCAGCTTAGAAAAAGTCAAACCAATGACTTNTAGAACAANCTACTCTCATTTTT 
T 

ATTCAGCCTCTAGAACATGGAAGCTTTAAAAGTGAATTGGCTAAANAGGCAAGACCTTCT 

GAAAGTrAACATCTTAATGATTAAAAACAGTAAGTACGCACAACCGAAGCCGTAGAGTCA 

CACTTGCAACAAAAGGTTACAANTATTGCTAATGGGGCTCTGTCCGGTNCTGCTTGTCCA 

GCTGGACCATCTATTTCATCCCTCCTCCTCTTGAGCTGTCATTTTAATTGC 

Sequence 380 

NCCGAGGTACGTTAGCTCATTTTCCCTTAAGCGGGTTGTGACGTACGNTGAAATTGCAAA 
CGCTCAAACTTCCAACACTTGCGTATACACTTGTAAACCCAGCTTTGNNAAGTGAGACAC 
GCATCAAAATCATGATGAACAATTGACCGGCTGCNTNGCAGTCAAGCAGTTGGGTTA 
Sequence 381 

CCGCGGTGGCGGCCGAGGTACACCATGTGAAGACTGGACTTAAACAGCTACACCACCAGA 
AGCCGAGAGAGAGGCTGGAACATAGCCTTCCCTTTGGAGGTAGCCTGGCCCGGNGGGCAC 
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TGTGATCTCAGACTTCCAGCCTTCAGAACTGTGAGACAATATTTTATTGTTTAAGCCAC 

T 

TAi I I M I GGTACCTGCCCG 
Sequence 382 

NGGCGGCCGAGGTAC I I U I M I I NTNTN I M i M I i I I GAGACGGAGTTTCACTCTTG 
T 

GGCCCAGGCTGGAGTGCAACGACACGATCTCAGCTCACTGCAGGGCTNTGCCTCCTAGGT 

TCAAGCTATTCTCCCTCCTCAGCCTCCCAAGTAGCTGGGATCACAGGCATGCACCACCAC 

CNCCCNGGCAAATG r i I M N I GGATGTTTAAGNCNGACGTGGAGTTTCTCCATGTTGGC 

CAAGGCTGGTCTCAAACTCCCTGACCTCAAGGGNGATCCACCNTGTCTCAGCCTTCCAAA 

GNGCNTGGGGATTTATAGGCr^TGGAACCXVVTNAACGCCCGGGCCGGCAATAAAT^ 

ATACANNACTACCATGNAGTTAAATCTGCNANTANNATTGGGACCGAATGGTNTAATCCC 

TTCNTACTTCTTTAAATTNTTCCCAANNGGACCTTCAATTAATAATAATAAAAATTN 

TCCTN MINI I AAAATGA 
Sequence 383 

CTGCCGAGGTACTCACAGTCAGNCAAATTCNGNGGGTGGNTACACGGCTCTCCATTCTTC 

TTCTTGGCTTTACAGGTTCCCAGGNCAAGAGCTTTACCCATAATTAAGNGNNTTCTGAGG 

ATNATCCGNTACATAAACNACACCTCCTCTNGAACCATCCTTGGGGCCTTCATGGGGGTT 

GGGCATTTNAGGNATCCCTTACNAACAAGNCCCCCNTGGTGNCGGNCTTTCCCAGAAGCG 

GCCTTTGGTGNAACCTTCNTCCCCAAAATAAANAAACCAAGGGACAACAACATTTGNGGT 

CANNNGGTNACCGAAANGAATCAATTTCAATTTTCCAATATGCNTCGAAAGGGGI I I UC 

CCACTTATTNCACACCTTCTTGNGGGCCNNGAACCCTTTC7TTCAAATATTAANCCCC 

NC 

AAAATTGGTCACCCCAAATCCTAATTTCCTTTCCAAACCTTTCTTCTTCTTGGCCCATT 

C 

TTTrrCCCTTTTGAANCCTGGAAGAACAAGGTCTTGGAATCCAANTrrTTTCCGGGG 

CN 

NCTCCTAAAAAACTAANNNNGGAATNCCCCCCCCGGGCCTGCAAGGGGAAATTTCCNNTA 

NTCAAAAGCTTTAATCTNATTACCCCNTCCAACCCTTCCAAAGG 

Sequence 384 

AGACTGCAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACTGTTGCTGAGTTCATCA 

AGAGGACCATCTTGAAAATCCCCATGAATGAACTGACAACAATCCTGAAGGCCTGGGATT 

TTTTGTCTGAAAATCAACTGCAGACTGTAAATTTCCGACAGAGAAAGGAATCTGTAGTTC 

AGCACTTGATCCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCTGTTAG 

ACATCATTTATATGCAATTTCATCAGCACCAGAAAGTTTGGGATGTTTTTCAGATGAGT 

A 

AAGGACCAGGTGAAGATGTTTGACCTTTTTGATATGAAACAATTTAAAA 
Sequence 385 

GTACTCCGTCTCAGAGGANGGGATGCAAATCTTCGTGAAGACACTCACTGGCAAGACCAT 

CACCCTTGAGGTCGAGCCCAGTGACACTATCGAGAACGTCAAAGCAAAGATCCAAGACAA 

GGAAGGCATTCCTCCTGACCAGCANGAGNGTTGATCTTTGCCGNGAAAAGCACGCTGNGA 

AAGATGGGNGCCGCCACCCTGTGCTTGNACNTANCAACAATCCCATGAAAGGAGGTCTAC 

NCCTGGCACCCTTGG 

Sequence 386 

CTTTTGAAGGCCCCGNTCGCCCGGGCAGGTACTCCCTGATAAAGGGGAATTTCCATGCCG 

TCTACAGGGATGACCTGAAGAAATTGCTAGAGACCGAGTGTCCTCAGTATATCAGGAAAA 

AGGGTGCAGACGTCTGGTTCAAAGAGTTGGATATCAACACTGATGGTGCAGTTAACTTCA 

GGAGTGCTCATTCTGGTGATAAAGATGGGCCGTGGCAGCCCACAAAAAAAGCCATGAAGA 

AAGCCACAAAGAGTAGCTGAGTTACTGGGCCCAGAGGCTGGGCCCCTGGACATGTACTCT 

CAGAATGTTTGTCATATGCTTCTTGCAATGCATA I i M I I AATCTC AAACGTTTCAATAA 
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AACCATTTTTCAGATATAAAGAGAATTACTTCAAATTNGAGTAATTCAGAAAAAACTCA 

A 

GAATrrAAGTTAAAAAGTGGTTTGGACTTGGGAACAGGACTTTTATACCTCTTTTAC 

T 

AACAAGTACCTCGGCCCGCTCTAGAACTAGTG 
Sequence 387 

TCCTGTATTGCC I I I I lA ATCTrGCTTGTTTAAGNACNTTTCAGGGATTGTCATCATTG 
A 

TCATCTGTAAAATTGTCAAGNACTAAGGTCCTAAACCTTAATC 
Sequence 388 

CCTTCCCNCCCNGCGAGNCCGCNGGGGAGATAAAAATATCACCAACATAATATANCACGG 
ACTAACCCCTAAACCTTCTGCNTAATGAATTAACNAGAAATANGGGGGGCAAGGAGNGCC 
ANAGCTAANACCCCCTNAACCAGACGAGCTACNTAAGAACAGGTA 
Sequence 389 

CACGCCTGTAATCTCAGCACTTTGGGAGGCTGAAGCNGGGCCGGATCACGAGGTCAGGAG 

TTTCAGACCACCCTGGCCAACATGGTGAAACCCCCGTCTCTACTAAAAATACAAAANNGG 

GTGTGGTGGCGGGCACCTGTAATCCCAGCTACTTGGGAGGCTGAGGNGAAGAATCGTTTG 

AACCTGGAGGCAGAGGTTGCAGCGAGCCAAGATCACGCCATTGCACTCCAGCCTGGGTGA 

CAGGGCAAGACTCTGTCTCCAAAAAAAAAGAAAAAAGGAAAAAAGCCTTTCTTGATGCTG 

TTCCCCATTTCTCCACTAAAACGCGTGCTTTTCTTAACTCCACACCGAACCAACCTGA 

AA 

TATTrrGGCNAGAATGCCAACAAGAATTGAAAGAAAAGATGCTTTACAAAAATAACAATA 
TAAAAAGCAAATTATATTATCCCTTTTATCTCCATTCTrACATTAAAAAAAAAAAAATCG 
GCCGCTCTAGAACTAGTGGGATCCCCCCGGGCTGCAGGGAATTTCGATATCAAAGCTTAT 
CGATACCCGTCCGACCTCGAGGGGGGGCCCCGGTACCCCAGCTTmrGGTCC 
Sequence 390 

AGTACNCGGGGCTTTTCTCAGGCGGNGGCATGGCGGGACAGGAGGATCCGGTGCANGGGN 

AGATTCACCAGGACTGGGCTAACCGGGAGTCGGCCGCTCTAGGGGN 

Sequence 391 

CGCCGAGGTACGCGGGATGGGATTTCTGACCATTTGCCCTGCCTCTTGCAAAATAGGTCT 
AATGGCAGGATGGTGTCATAATTAAGGCTACCAAGACTGCCCATTGTTCCAGGCTGGGCA 
GTTCATAATGGGGGCAGACAATAGTGCAAAAAAATrrTACATTrrATCTTTAGAGTGTC 
A 

GGGTCAAATTGATTTCCATGGTTGAGGATGTAGCCAAGTGTGGAATCAGGTGGAATAGGT 

GGAGAGTTGCCCATAGTGGTTTGGAAAAGAGAAGAGGACTTTGAAAAGTGGAGGGCTCAT 

TAGGTGACCCAAATTTTACCTGGGGCATCCCCCCTTTAGGGCCCCAACTTAGTCTGTCAG 

ACATCTCTGACGTTAGATGGGTGCTGGCACCACTTTGGAATGGTTCCCTCCATCACTGAG 

GACCTGACTTAAAGTTTTTCTATCTCACTTAAAACAACCCTTTAACGCTCTCAACTTAG 

G 

CAATAATAAATTCCTnTCATGAATTCCCTTCA 

Sequence 392 

AGCGCGGGGAGAGGCCGGTTTGCAGTATTGGGCGCTCTTCCGCTTTCCTCGCTCACTTGA 
CTCGCTGCGCTCGGGTCGTTCGGCCTGCCGGCCGAGNCGGTNATTCAGCTTCACTCAAAA 
GGGCGGTAATTACCGGTTTATTCGACCAGGAATCAAGGNNGGATAAACGCAGGGAAAAGA 
ACATGTNTAGTCAAAANAGGCCAAGCNNAAAGGCCAAGGNAACCCGTTAAAAAAGGCCCG 

CGTTGCTTGGCGG I M M I CCATAAGGGCTCC 
Sequence 393 

NATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAGGACACAGGCACTCCTTTG 

TCTGGTAGAGAGGAGGAGGGGAAATGGAGCTATTCCAGGATACAAGGGATGGCACTGAGG 

GATGCATAAGTCCCCTGCCTCCCTTGTCTCAACATGTTCTCCTCTGCCAGCCCAGTCAGC 



Page 68 of 22 1 



wo 01/42467 



69 



PCTAJSOO/33312 



Table 1 



TTGGGGAGCTAGGTATCAGAAACCTGAAGGATCCAGCCCGCTTTGTCCTACTAGTGTCTA 
TAAGTCTCTGTCCTGAGATCCTGGGGCTCCTCCTATTTCTAGAAGGGATGAGGTGCCATC 
AAAAATAACTTGGCTGGTGTAACAGTTTAGAGAAGGAAGTCACACCTGTAGCCTGGCTGG 
CAGGCAGGTGGACATGAGGCTGAGAAGGGAAGCCAGATGTCAGAACATACTAGGCTAGCA 

TGCCTG 
C 

Sequence 394 

GTGGCGGCCGAGGTACCAGGCTGGCGACAGGTGCTACCAGGAGTGGGCTGAGGGGAGAAA 

AACTATCTCCCACTCTTTTGGCCCAGGCAATGTCAACGACrrCCACATTCCCTGGCCCAC 

TTGCTGAGCAACCCCAGGTTCGGCTCTGTATAAGGACCCTCCCCTNCCAACCCCAACCCC 

AGAGTGCAGTGCAAATCAACCAACAATTTACTGGTGGAATGGCAATCAAA GGAAA CAGTT 

AAACACCAAACAATTNCTTAAAGCCAAAAAATAT7TTTCATGGAGTTGAACA i i ii i CG 

A 

GTGTG I I I I I I I C AAGTGTAAAAGCAGTGACATTTTGTTCAAACAGAAGCAGCATCTAGG 

AATTCTGGCACTTGGGGTTCTAAGGGGGTTACAGGTATGCCATCATGGATTCTTCTCC 

C 

Sequence 395 

NGGGGCCGGGCCCCCGGNGGGGTTANCCTTTCCATrrTTNANCAACCTrTTAAAAGCCCT 

TGGGGAGGGNGGGGTTTAANGGGGAATCCCTTTNAAAATTrrTTAAATNT^ 

CCCCCATTAAGNAATTTCCCAAGGTTTTTNAAGCCTTTTTTAAACCCCTN^ 

GNAAAAAGGTNGGAAAAAAGGGCCAN I N I I I I I ACCAAAGGGNGGGGGGAGNGGAAGGG 

CCAAANTGGGAAGGAAAAATTAAAANGGGCAAAACCAAGGAATTArJATTACCGTTCCAAA 

AAAGCNTGGGGAAACCAAGGGGGGCAGGAAAATTCAAGNAAACCGTTGGTCCTTGGGCCT 

TATTCAAGCCTmTTGG I Ml I I U I G GACCTTACCTTAAAAGGGCCCCAAACCCCTT 

T 

TTTTTAATTTCCCTCCTTGGGAATNGGGGTTCCTGGCCAAGNACCCCAAAAGGTTTCCAA 

GGGAAAATTTTTTAAGGGCCCAAAAAAAGGGGAATTTTTCCCCCAAAAAATNG GG^ 

CCCCCCTTAATTAACCAATTCTTTCNAAAGGAAAAGGGAATTANCCAAGGGGGTTrTGGG 

AAGGNAAAAGGGAAAANGGCCCCCNNCCAAGNAAAGGGGNCCTTTTGGGTGGGAATTGGG 

AAAACCCCCAAAAAAAAGGAAAAATTCCNTTTTTTAAAAAAAGGGAAAAANGGGGGGTTN 

TTNCCTTTCNAAAAAAATTGGCCCAATTTNGGTTCCCAAGGGTNAAGGNAA l i i M i i G 

G 

GGGTTNAAAACCTTTGGGGGCCAANGGGGGGGAAAAAAAACCCTTTTGGGTTCCTTTGGG 

GGGGNAAG 

Sequence 396 

TGGGGGCCGGGCCCCCGAANGGTTACCCCCGCGGGGGGGGAGGCCTTTTNTTNCCCTTTG 

GGCCCAGGGTNTTNCNTTTCCCCAAGNCAANGGAAACCCCCTTTCTTTTNCTTTGGGTTT 

TTTGGAAAAAANGGAATGGGGTTCCCGGGCTTGGCNTTTTTTGGGGTTANGGGCCACCGC 

TTCAAGTTCCTTGAAATGGTTCCCGGCNCATGCTTTCCCCGGGGCCCGGCTTCNTAAGNA 

AACCTAAGTGGGGAATCCCCCGGGGGCCTTGCAAGGGAAATTCCGATAATCAAAAGCTTA 

ATCCGGATAACCCCGGTCCGAACCCCTCGGAAAGGGGGGGGGGGGGGCCCCCNGGGGTAC 

CCCCAAGC I I I M I I GGTTTTTCCCCTTTTTAAAGTNGGANGGGGGGTTTTNAAAATTT 

T 

GGCCCGGCCCGCCTTTTGGGGCCGGTTAAAATCCAATTGGGGGTTCAANTAAGGGCCTTG 

GGTTNTTTCCCCTTGGTGGGTGGGNAAAAAATTTGGGTNTTAANTTCCCCGGCNTTCCAA 

CCAAAANTTTNCNCCAACCAACCAAAACCCAATTTANCCGGAAAGGCCCCNGGGGGGNAA 

GGCCCAANTTAAAAAAAAGGGTTGGGTTAAAAAAAGGGCCCCCTTGGGGGGGGGGGTTGG 

GCCCCCNTNAAAAATTGGGAAAGGGTTGGGAAAGGNCCCrrTAAAAAACCCTTTCCAAAC 

CAAATrrTTAAAAAANTTTTNGGCCCGGGTTTTTTGGACCCGGCCCNTT^ 

TT 

GGGGCCCCCCCCGGGCC I I I I I M I I CCCCCAAAAGGGTTTNCCGGGGGGGGGGNAAAAA 
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AA 

Sequence 397 

GTGGGGGGCCGGGGCCCGGGAGGGGTACCCCGCCGGGGGNGGCCTTTNTTTCCTTTGGCC 

AGGTTNTCTTCCCNAACAAGGGGAACCCCTTNTTTCNTTGGGTATTTTGGAAAAAGGAAT 

GGGTTCNGGGCCTGGCTTTNTTGGGGTTAGGGGCACCGCCTCAAGTCCTGGAAATGGGTC 

CCCGCCAATGGNGTGGCCNGGCCCCGCATCTTANGGAAACCTANGTGGGGAATCCCCCCC 

GGGGGCTTGCAAAGGGAAATTTCNGAATATTCAAAAGCTTAATCGGAATNACCCCGGTCC 

GNACCCCTCNGGAGGGGGGGGGGGGCCCCCGGGGTAACCCCAANCN I I I M I I I GGTTTC 

CCCCTTrrTAAAGTNGGAAGGGGGGTTTTAAAATTTGGGCCNGCCCGCCTTTTGGGGCCG 

GTTAAAATTCAATTNGGGGTTCCAATAAAGGCCTTGG I I M I I CCCCTTGGGTGGGTTGG 

AAAAAAATTTNGGNGTNATTNCCCGGCNTTTCAACCAAAANTTTGCCCCAACCCAACCAA 

AANCNCAATTTAACCCGGNAANGNCCCCCGGGGGGGGAAAGGCCCAATTTAAAAAAANGG 

TTGGGTNNAAAAAAANGGNCCCCTTGGGGGGGGGGGGTNGGCCCCCTTNAAAAATNGGGA 

AAGGGTTGGGGAANGGCCCTTTAAAAACCTTTCCAAACCCAANTTTTTAAAANTTTT^ 

GCCCGG I I i I I GGNCCCGGNCCNTTTCNAACCCTTTGGGCCCCCCCCGGGCN I I I I I NTT 

NCCCCAAAANGTTTCCTGGGGGGGGGGAAAAAAA 

Sequence 398 

GCGGCCGGGTACAAAATTTAGAGGTrrCCCCTTTATCAACAAGAGACCCAGGTGCCAGCA 

TGTTACTACCAGATCCAGTTCTTCTTAGGACAGTGTGGCTCAAAGGGATGAGACCTTCCA 

GACACTGGTATCTGAGCATCTGTGGCCTGCCCCTGAGTTGTCAAGATAATTTCTTATCTC 

TGAAGGAGTCCAGACAGGAATGCTTCCACTGCTGGGTGGGTGCTCGCCCCTCTTGCTCCT 

TAAGCGCCCGGCTCACCCCCTTGCTAGCACAGGGTGTCTTACACAGTTTATGGGACTTTT 

CTGTGAACTACCTGAGGGCAAGAACCATGTNCCACTCCCTGCTTGCTCCTCAAATATrrr 

A 

Sequence 399 

CNGCCGAGGTACNCGGGGAGAGAGGAAAAGAACACAGATCTCGCATGGTTCAGATTrrrC 

TTTTTAGGTCCAGGAGTAAGATATATCATACNGAAAATGAAAATTATAATTCTTCTTGG 

A 

TTCCTGGGAGCCACATTGTCAGCCCCACTTATCCCACAGCGTCTCATGTCTGCCAGCAAT . 
AGCAATTGAGCTTACTTCTTAATCrrTAATAATGGGTCAACTTTTGCCACTACAAACTT 

C 

AGGGGCCCACTTAATTCATGGANTCCACCTTTCTCTGGGAATTTTACAACAGCAGCAGCA 

GGCTCAAATrCCAGGACTCTCCCAGTTCTCTTTATCAGCTCTAGACCAGTTTGCCTGGAA 

CTGCTCCCAAAATCAGAATACCCTTAACCAGGGAAGAGGCCAGTTTTGGNCCCAAAGGGA 

GCCCCAAGGCAAGGGCCAAGGTTNGAATCCCNTTAACNGNNTTTAAAAACAACCCGCCTT 

TAAGAACACAAACCCAGGNCCCCCANGACACCGTTGAATGCCCCTTATTGTTATrrCTTC 

CC 

Sequence 400 

GACAGACAGTGCTTGATGTTCATAAAAAATACAATGCCCTGGTAATGTCTGCATTCAACA 

ATGACGCTGGCTTTGTGGCTGCTCTTGATAAGGCTTGTGGTCGCTTCATAAACAACAACG 

CGGTTACCAAGATGGCCCAATCATCCAGTAAATCCCCTGAGTTGCTGGCTCGATACTGTG 

ACTCCTTGTTGAAGAAAAGTTCCAAGAACCCAGAGGAGGCAAGAACTAGAAGACACACTC 

AATCAAGTGATGGTTGTCTTCAAGTACCTGCCCGGGCGGTCGAGCGGCNGGCCCGGGCAG 

GTACGCGGGGGCTAACCAGGCCAGTGACAGAAATGGATTCGAAATACCAGTGTGTGAAGC 

TGAATGATGGTCACTTCATGCCTGTCCTGGGATTTGGCACCTATGCGCCTGCAGAGGTTC 

CTAAAAAG 

Sequence 401 

CGGTGGCGGCCGGTTGCCTTGTATGTCACGAGCAATTAGGAGAGTCACGAGGATGAAATA 
GATGAACCCGACCATGCAGTTAATCACCAACATCAACTACTAGCCAGACGGGATGAACCA 
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CAGCGTCACACAATACAGTGTTCCTGTTGTAAGTGTAACAACACACTGCAGCTGGTAGTA 

GAAGCCTCACGGGATACTCTGCGACAACTACAGCAGCTGTTTATGGACTCACTAGGATTT 

GTGTGTCTCGTGGTGTGCAACTGCAAACCAGTAACCTGCTATGGCCAATTGTGAAGAGAT 

GGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCAAACTCCTGGGCTCAAGCAATCTTCCCC 

GCCCACTTCCCGAAGCCCTAGGATTACGGGAGTGAGCCACCGCACCCAGCCAGAAAAACG 

TTTAAAAATTTGGAAAACCTTAC I I I I M J AATGAGCATTTTTGCATCAAGGGGGTTAC 

A 

GGGACATTAGGC M M I I 1 1 1 I 
Sequence 402 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACATATCCTCTGTGGGAAAAA 

CTGCTCTCAGAGTGTGCACTCTCCCCACAAGCCAGCGCTCAAACTGGAAAAAGTATCTCA 

ATGTCCTGAATGTGGGAAAACCTTTAGCCGAAGTTCTTATCTTGTTCGGCATCAAAGAAT 

CCAGACAGGCGAGAAGCCTCACAAGTGCAGTGAGTGCGGGAAGGGCTTTAGTGAGCGCTC 

CAACCTCACTGCCCACCTACGAACTCACACAGGGGAGAGGCCCTATCAGTGTGGGCAATG 

TGGGAAAAGCTTCAACCAGAGTTCCAGCCTCATTGTCCACCAGAGGACCCATACCGGGGA 

AAAGCCTTACCAGTGCATTGTCTGTGGAAAGAGATTCAACAACAGTTCCCAGTTCAGTGC 

TCACGGGC 
Sequence 403 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCAAATTAAGTATTAAAATGAGGATTGAA 

CTGGGGCAAACAGGTTATTGTGAAAACAGTCAATATGTAAGCTCCTTCAAGGGAAATCAA 

CTACTGTTCCTCAAGATTAGAAGATGTNCACACTCTTTGCATTACCTCCCTAAAGGAGGA 

AACACCCATTAATTTTCCCTTATGGAATCAATATGGAGTGGAAATATGAAATGAGGAGAT 

GTTTTAGAAAGCAGGACANATCTACCTACCATTACTGGAATTAAAATGTATCCTCTGGGC 

CCACTCCATTGATTCCGATCTGAGGTGAGGAGGACTAAAAGCAGCAGCAGGTTACAGAAA 

GACTGAATAAGATGAAAGTATGCTACGTATGTCTAGCTGGGGAAGGGGGGATCTGGAAAA 

A 

Sequence 404 

CCGCCCGGGCAGGTACGGACGCCCAGGGATCCGCGCCGAAGCTAGCACGCANCCTACCCA 
ACAGTCTACACAGCNCGACCAAAGCCCCCGCGTACCCAGAGGAGTCGCTGGTGATNGGGG 
AGCTCAACCCTGTTNAGTAGCTCTGCTCATCAAGTGTCTGGAGAAGGAGGTTGCGGCATT 
GTGCAGATACACACCCCGNAGGAACATCCCTCCTTATTTTGTGGCTTTGGTGCCACAGGA 
AGAAGAGTTGGATTGACCAGGAAAATTNAGGTGACTTCTCCANGGCTTTCCAGCTTGGTC 
I I I I I 

Sequence 405 

CCGCGGTGGCGGCCGAGGTACGCGGGGGGCGGCGGCGGAGAGAGCTGGCTCAGGGCGTCC 
GCTAGGCTCGGACGACCTGCTGAGCCTCCCAAACCGCTTCCATAAGGCTTTGCCTTTCCA 
ACTTCAGCTACAGTGTTAGCTAAGTTTGGAAAGAAGGAAAAAAGAAAATCCCTGGGCCCC 
TTTTCTTTTGTTCTTTGCCAAAGTCGTCGTTGTAGTC Mill GCCCAAGGCTGTTGTGT 

T 

TTTAGAGGTGCTATCTCCAGTTCCTTGCACTCCTGTTAACAAGCACCTCAGCGAGAGCAG 

CAGCAGCGATAGCAGCCGCAGAAGAGCCAGCGGGGTCGCCTAGTGTCATGACCAGGGCGG 

GAGATCACAACCGCCAGAGAGGATGCTGTGGATCCTTGGCCGACTACCTGACCTCTGCAA 

AATTCCTTCTCTACCTTGGTCATTCTCTGTCTACTTGGGGAGATCGGATGTGGCACTT 

TG 

CGGGGTNTGTGTTTCTTGGTAAGAACTCNATGGAAACAGGCCTCCTT 
Sequence 406 

TCCCCGCGGTGGCGGCCGAGGTACAGTTCACAGTGCTTGATGATAATAAATGGTTATTTT 
ACTGGTTCATGTATTrACTATATCATAG I M I I I I CATTAGAGTGTGCTCCTTCTACTTA 
TGTAAAAAAAAAGTTACCTCAGGGAGGTCCTTCCTGAGGTCTTCCAGCACACGGCATTGT 
TATCATAGAAAATGACAGCTCCATGTGTGTTACTGGCCATTACCACCTTCCAGTGGGAAG 
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GATGTGGAGGTGGAAAGCATACTGATGATTTTGTCCCCGTGGAGGCCTAAGCTAATGTGT 
GTGTTTGTGTCTTAGCTTTCAACAAAAAAAAGTTTAAAAAGCAAAAAAAAAAAAAAAAA^ 

A 

Sequence 407 

GTGGCGGCCGGTGTGCTCATCGTAGCCTCGGGTCGGGGGATGCGTCTCCGCTTTAGCGCC 

AAGATAGAACTTCCTCAGACCACCGCCGCCGCCCCCGCGTACCT 

Sequence 408 

GTACCTCCCTGGCTGAAGTCTCTACATAGCTCTCAGGAACCTTCGGAAAGGCATCCAACT 
CTTTTACCAAACTTAAAG IV M I I I CCGATTCAGTCGCCTCATCTTCAGGAAAACCTTC 

C 

TCTTCCTTCATATAGTCATGCTTGTGTTATGGTCCCAGCCTACCGCCATGTTTTACAGA 

A 

GCCCGGGTCGCCGGGGCTCCCGCGTACCTGCCCGGGCGGCCGCTCGAGGCAGGTACTGAA 

TGACACATTACCTCCACACTCTCCCGGACTAGG • NGTCAACAGGGCCACAGGGTTGCTTT 

CTGTCTTTGGTGGGGCAGGGGAGTTGACAGGGATGAGGGTCCAAGG AATTAAG CATGGAA 

TGACAAGAAAACANGGGAAAGAGTTACCCTGTCACATAGTAGGTTAACTTTTTTAAGGGT 

TTGCAAGTAAGAGGNNTTTCGACCCTTTCNCTTGGCTGAGCCANATCNCGGGAACTTGAG 

AGCTTTTACTGGGATTTTCAATNNAAAAAATTAACAACAATGTCAAACTNGGGTTTGGA 

T 

NATTGGNTTAAAGCCTTTTTAAGATTCTTTTTrAAATAACATTT^ 

AAAAA 
Sequence 409 

TTTTNGGGGGGAGTTAAATAAAATAAGCATGTCTNCATCCTTTATTCCTAAACATTTAC 
T 

TATGACAAATGTAANNACTGACAGAAATTTGAAAAATACCANGACACTTCTTAAATGATr 

TCCCTTGGTTCAAAATTTACCCCTTCTTGGGTTTCTNTTGCTTTTCAAGGGTAATNTAA 

A 

CTCTTCTCTTTTTANGTTTGAACTATGCAAGTGCCAAAGGATTCCNCTGTAGTCTTTCC 
A 

AAGGGGGGGAAAGGGGGTNTATANAAAAAAAAAAAACACCTT 
Sequence 410 

GGGCAGGTACTGTGCAGTAGTAACCCATAATTCTAAATGAGGATTATGGATTTTTCTGGA 

AGATTCTTTTTTCCTGTGGAACATGATGAGAAATGTTTAGGAGAGGGGACATAGCCATTT 

TTGTATGAAGACCAATTCAAGAAAAAAATATATGTATGTGTGTGGGTGTATATGTGTGTA 

TATATGTATAT 

Sequence 411 

GGTACGCGGGGTGCTGGGATNCAGGCACGAGCCAGTGCGCCCAGCTGCCTNTGTTTNTTT 

TATTAGCTGNTCTGGACTGNGGGGCTCCTTGGGCAGATGCTGTATTATGGGGATAAGCCA 

CACACTTTNTGAACTGGCCCGGTCAGGGGGGACATANCCATTTCCTGTGCCCCCCATCAA 

NACCCACCTATTCTGAGNGTNNGCTCCTCCCCTGCTTGAGTNATGGCCACANATCTTGGC 

TCGGNNCTCCTAAGCTGCATGNTGAATTCCTGGGACAACAAGACTGGCTTGTGGTTCCAT 

TCTCCAGATCCTTGGGT 
Sequence 412 

GCCGGGCAGGTACTTAGAGTTTTCCAAGTATGTTCTAAGCACAGAAGTTTCTAAATGGGG 

CCAAAATTCAGACTTGAGTATGTTCTTTGAATACCTTAAGAAGTTACAATTAGCCGGGCA 

TGGTGGCCCGTGCCCGTAGTCCCAGCTACTTGAGAGGCTGAGGCAGGAGAATCACTTCAA 

CCCAGGAGGTGGAGGTTACAGTGAGCAGAGATCGTGCCACTGCACTCCAGCCTGGGTGAC 

AAGAGAGACTTGTCTCCAAAAAAAAAGTTACACCTAGGTGTGAATTTTGGCACAAAGGAG 

TGACAAACTTATAGTTAAAAGCTGAATAACTTCAGTGTGGTATAAAACCGTGGTTTTTA 

G 

GCTATGTTTGTGATTGCTGAAAAGAATTCTAGTTTACCTCAAAATCCTTCTCTTTCCCC 
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A 

AATTMGTGCCTGGCCAGCTGTCATAAATTACATATTCCTT7TGGG 
Sequence 413 

GCGAGGTACCTAGTCTANATGAGTTTGATGCTTACAGTCAAGGCTATTAGCAAATATTCA 

GGAAAAGTAAAGCCTAAAGAAGAAAAGAGGGAATGAATAGTTTGTCTAGAGATAATAAAA 

GGAAGGTGAATTTTTAAAAAGACAAAAATAANGCTAGAAAAGACTGAGTGGAGAAAGCCT 

ACAGAATTTCAGAAAGCTAAAGAAATTGGAAATTAGATTGAATATAGATAGAAATGGGAG 

GACAATGCAGCCAATGAAAGAGTGTGGGGACTAATAAAGGGAGAGCCCTGTGGTTTGGAA 

AGTGTCCCTTAATCAGCCTGCAGTGCTGCAAAACAGAA^CCCAGAG 

Sequence 414 

GGTGGCGGCAGGTACGCGGGATCCAAGATGAATGTGCAGAGAAAATAAAGAATCCAAAGT 

CATAGTCATGAGGACAGAATAAAGACATTTTATGCCTTTTTGTTTTGTT^ 

TTTGTGGAGAACAGGGTCTCTCTATATTGCCCAGGCAGGTCTTGAACTCCTGGGCTCATA 

CTGTCCTCCTGCTTCTGCCTCCCTAAGAGCTGGGATTACAGATGTGAGCCACCATGCCGG 

GCCAGAATAAAGACATTTTAAAACTAAAAAAAAAAAAAAAAAGAGTTTGCTTTGCATTAA 

TCI I I I I M ICI I i 1 I I I ICGI M NAI I I I I lAGI I M lAI I M N I IGAGACGGAGTC 

TCACTCTGTCACCCAGGCTGGAGAGCAATGGCATGGTCTCGGCTCACCGCAACCTCTGCC 

TCCTGGGrrCAAGTGATTATCCTGCCTCAGCCTCCTAAAGTAGCTGGGATrACANGTGTG 

AGCCACCACGCCTGGCGAGAATAAAAGACAmTAAAACTTANGGAAAANAAAANAAAAN 

NNTNGNNNCNNCCCCCCNNNAAAAAAAAAAAAAAAA 

Sequence 415 

ACCGAAGACGAANGCCACTACATGCCCCCGCGTACCTGCCCGGGCGGGCCAAAGGCCAAC 
AAGGGNAGTGGGGNCGGGCTGGANGAATTTCGATATCAAGCTTATNGATACANGTTGACC 

TCNAG 
Sequence 416 

CCCCGCGGTGGCGGCCGAGGTACGCGGGGCTGCGGAGGACCGTGGGCAGGCCAGGGTCGG 

TGAAGGATCCCAAAATGGCTGGGCGAAAACTTGCTCTAAAAACCATTGACTGGGTAGCrr 

TrGCAGAGATCATACCCCAGAACCAAAAGGCCATTGCTAGTTCCCTGAAATCCTGGAATG 

AGACCCTCACCTCCAGGTTGGCTGCnTACCTGAGAATCCACCAGCTATCGACTGGGCTr 

ACTACAAGGCCAATGTGGCCAAGGCTGGCrrGGTGGATGACrrrGAGAAGAAGTrTAATG 

CGCTGAAGGTTCCCGTGCCAGAGGATAAATATACTGCCCAGGTGGATGCCCGAAGAAAAA 

GAAGATGTGAAATCTTGTGCTGAGTGGGGTGTCTCTCTCAAAGGCCAGGATTGTAGAATA 

TGAGAAAGAGATGGGGAAAGATGAAGAACrrAATTCGATrTTGATCAGATGACCATTGAG 

GGACTTGAATGAAGCTrrCCCAGAAACCCAATTAGACAAGAAAAAAGTNTTCCTATTGGG 

CCTANCCACCCATTGAGAATTATTAAATTTGAGTNCAGGANGGAACTTCTGGCCCTTTGT 

ATTACCCArrCTGGGCCrrTAAAATATTATTTTrCCAAAAAAGGAAAAAAAAAAAAAA 

AAG 

Sequence 417 

GGCGGNCCI I I i I I I I M I I I I I I I I I I I I I I I I GAGAGGGAGnTTGCTCnTTTGCCC 
GGGCTGGAGTGCAATGGCACGATCTCGGGTCACTGCCACCTCTGCCTCCTGGGTTCAAGT 
GATTCTCCTGCCTrAGCCTCTTGGGTAGCTGGGATTACAGGCGCCCACCACCATGCCTGC 
CCAATnTGTA i I 11 i AGTAGAGATGTGGTTTCACCATGTTGGTCAGACTGGTCTNGAA 
C 

TCCTGACCTCAAGTGATCCACCCNCCTTGGCCTCCCAAAGTGrrGGGATTACAGGTGTAA 

GCCACCGTGCCCGGCCATCAGTTGTATTTNTATATAGTAGCANATGAACAATCAAAATGN 

GATTAAANAAAATGCCNTrnTAATAGCCTTAAAAAAAAAAAANTTNTTANTGAATAAAN 

TTTAANCCAAAGGAGGGGNCAAACCTnTCCNTGGGAAATTCCAAAACNCNTNTTTGGNA 

NGAATTCAAAGNAGGNTGAAANCCCNNCCCCTTnTNCGGNGrrNANAAAAAANANArrT 

TTTANNGGGGGGNCCCCNCCCAAANNATANTTCCNCNGTGGGGGGCCCTCTAAAAAANAN 
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I I T I I I I I I I 111 i NTAAAAAAAAAANNTTN WWW IGGGNG 
Sequence 418 

CGCGGTGGCGGCCCGAGGTACGCGGGATTTTGAATGAATTCTCAACAAAATGTGCTAGCC 

ACTGGGGACGCAAAACAAGTAAGATCCCTGTTGCAAGAAATTCATTTTATNGNGAGGGAG 

GTTGGCATGGAGACTAAAATTCTCAGGAAAATGAGATCCGTGTTAGATTAGAAGTCCTGA 

TGTGAAATGGGAGGACTCAGGAAGGAGGATCGTCTTTACCTGAGGATTTCTAGCCAGAGG 

TCCCAGATGCCTGGGCTGAGAACCCAGCGATAAGGGGGCGTTCCCAAAGCAGACACAGGG 

ATAAGAACAGAGGAGGCAGCAGCATTGCACAAGCCCCAGGCACAGTGGCAG TTAGG ATGG 

CTGGAGAGTAGGATAGTTCTATGGGTTGCCCAAAAAATGTGATGTGCTTCAT GTTTTC TC 

TGACTCATGGATCTGGTAGAGACCATAGACATGATATAGGACTAACTTGCCCA ii i i i CA 

CANAGAGGAAACCATCCTTATGACTTACCTTAAAGTTTTTTGrrCTGTTrTGAAAGC^ 

A 

CCATGTGCTTCATGAAACCTACAGTTGGCCAGAAGAATGNTCGTGCCCCGGCCGGCCGCT 
CTAAAACTAGGGGGATCGCCCGGCTGCAAGGAATTCGATTTCAAAGCTTATNGATTCCCG 

NCACCTCGAGGGGG 
Sequence 41 9 

CCGCGGTGGCGGCCCGAGGTACAGTATATTGACCTTAAAAATCAGTAAAGCAGTCATGGA 

AATAACAGGTCGTGTATTATTCATGGGCACAAACTGACTCATGGCTGGG GAAG AAGCAGC 

CACCTTAGAGCAGATGGACAAGCCAGATACTGCAGAGAAGTTTCTGGGCTTTTCGGGGAG 

CTCTAGATTCAATTCTGTAAAGTTATGATGCAGTTTTCTCCTTCCTCTCCTCTCACCTN 

C 

TNTGAGCACAGCTTTCAACAAAAACTTTGCATACCCCGCGTACCTGCCCGGGCGGCCGCT 

CGAGGTACTTCTCTGAGCATTGGCCTCTGGCTGGGATTATGCTTCAACAGTCTTGAAATG 

AGGTCCCTGGCTCCCTCTGTTACAAAGTCAGGGAATGTGAATTCAACCCGTGATATTCTT 

TTGTAGGTCTCTTGGTATGTGTTTGCCTCAAAAGGAGGCTTCCCAACTAAAAATTCATAG 

CAAAGAACTCCAAGGCTCCAAGAGATCCACCTTCTCATCATGCATCCACCTTCAATCATT 

TCANGGGGCANGGAGTCCAAGGTGCCACAAAGAGNGGTCC7TCTGGGAAGATGGAGCATG 

TACCTCGGGCCCTCTAGNACTAGTGGAT 
Sequence 420 

GAGGTACGCGGGGGTCGGCGCCATTTTGTCTCGGCAGCGGTGGCCCGTAGCTCCATCGCA 
TrrTATGTTTCTGGCGAGAAGGGAACGGAGTTTTCATCAGGTAGATTGG I I I II GT 
Sequence 421 

GGGGCGGCCGCCGCCTNCCCGTGAAAGACCTCCTGCTGGAAGACCTCCAGGATGGAGAAG 

TGAGGCTGGGTGGCTCCCTGCGAGGGGCATTCAGCAACAATGAGAGAATTAAAAACTTCT 

TCAGAGTCAGTTTCAAAAATGGATCCCAAAGTCAGACCCACTCGCTACAA GCCAA TGACA 

CTTTCAACAAACAGCAGNGGCTTAACTGTATTCGTCAAGCCAAAGAAACAGTTTTGTGTG 

CTGCCGGGCAAGCTGGGGTGCTTGACTCCGAGGGATCGTTCCTAAATCCCACCACCGGGA 

GCAGAGAGCTACAGGGAGAAACAAAACTTGAGCAGATGGACCAATCGGACAGTGAGTCAG 

ACTGTAGTATGGACACNAGTGAGGTCAGCCTCGACTGTGAGCGCATGGAACAGACAGACT 

CTTTCTGTGGAAACAGCAGGCACGGTGAAAGTAACCGTCTGACAGAAAGCATGTGCACTT 

CNGGAAGCAGGCCTGCATCTTACCTGTACCTGCCC 
N 

Sequence 422 

ACTTCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGAACTGGGGAATTCTGGCCCTAC 

GTGCATTCACAGGCAATGATGGGTTTGTGTGTATGGTGTCATGAGATCCTCTACCTCATA 

ACAAAAGGACAGTGGGTAGACTAAGGCAGTAGCTCAAAGGGCTTTGCAAAATTTTAATAT 

ATTAAAACAAGAGGCATCTGCTAGAAAACATTCTATTGTATACATACTGAAAACCCTATA 

AGGTCCTGGATAATTTTTGTTTGATTATTCATTGAAGAAACATTTATTT^ 

GAAGTTTTTGACTGTTAATAAAAGAATCTGTCAACCATCAAAAAAAAAAAAAAAAAAAAA 

AGTACC 
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T 

Sequence 423 

NCCCGCGGTGGCGGCCCGAGGTACGCGGGAGAAGGAGATTACCTCAACATAAGAACCGTA 

TGTGAAAAGCCCACAGCTAACATCATACTCAATGGTGAAAGACTGAAAGCTTTTCCCCTA 

AGCTCATGAAGAAGACAAGGAGGCTTGGTTTTGTGGCTTCTATTTAACATGGTAATGGGA 

AGTTCTAGCCAAAGGAAGTAAGCAAAAAAAAAAATCGAAATTAGACAGGGGGAAGTAAAA 

TTATC I m I G CAGATGATATGACTTATATGTATTATAGAAAACCCTGGGCCAGGTGCA 

A 

TGGCTCTTGGCTGTAATCCTAGCACTTTGGGAGGCCGAGGTGGGTAGATTGCCTGAGCTC 

ANAAGTTTGAGACCAGCCTGGGCAACACGGTGAAACCCCCCTCTACTAAAATCCAAAAAA 

AAAAAAAAAAAATTAGCCCGGGCGTGGCGCATGCTAANGCANGGAGAATTGCGTGGAATC 

TGGGANGGTGGANGNTGCANTGAGCTTGAAGATCTCCCCCTGNACTTCCAGCCTNGGGGG 

ACAGANCCAAGACTNTTTTNTTCCAAAAAAAAAAAAACCGGGGGGNGGACCCCTCAAGAA 

TTCNCCCCNCCCCCCCCCGAANCCCTGGTTTGAAATTAATAAATGGGGTTCCGCCAAANA 

AAGTNCCNGCTTNTTCAATCWKCAGGCCAAAAATTCCTTGTTTTTAAANCCCTGCCCTT 

T 

AAAANTTTTAAAAAGGAAACTTNGNATTCCCGTTTCTTTTTTATTGCCTCCA^ 

AAAAAAA 
Sequence 424 

CCGCGGTGGCGGCCGAGGTACTGCCGAGCCGCTCCTCCCGCAGCTGTGCCGCCTCCTTGT 

CCTCCTCCTCATTGTCACTGCCAAACAGGTCAATGTCATCATCCTCGTCATCCTCTGC 

TG 

GTGTGGCTGGCTTCCAAGCTGGTGCCCGTGGGCTACGGTATCCGGAAGCTACAGATTCAG 

TGTGTGGTGGAGGACGACAAGGTGGGGACAGACTTGCTGGAGGAGGAGATCACCAAGTTT 

GAGGAGCACGTGCAGAGTGTCGATATCGCAGCTTTCAACAAGATCTGAAGCCTGAGTGTG 

GGTACCTGCCCG 

Sequence 425 

CCTCCCGCGGTGGCGGCCGAGGTACTAAGTGGTTAAGGATGGAAAAGAGCTAACAAGTGA 

CAACAAATACAAAATAAGCTTCTTCAACAAAGTATCCGGCCTTAAGATCATCAATGTAGC 

GCCGAGTGACAGTGGGGTATACAGTTTTGAGGTGCAGAACCCTGTTGGCAAAGACAGCTG 

CACAGCTTCATTGCAGGTTrCAGGTTGGTTGATTTCTTGGGCTTTTCCTTCATCATTAT 

A 

ATAATGTAGTTCCTGATTTTCATAAATGTATATGGGTTGTTACATCTTCTATAGGATAAC 
ATGAGTCCGACATCTTCTGAATCAGCAAATTCAGAGGCAATACCATCTCAAGAAGCCACC 
Sequence 426 

CTNCCGCGGTGGCCGGCCGCCCGGGCAGGTACTGAATGTGGGAAAGCCTTTTGCCAGAAA 
CCACACCTGACCAACCATCAGCGAACACATACAGGAGAAAAACCCTATGAATGTAAGCAA 

TGTGGAAAAACATTCTGTGTGAAGTCAAACCTCACTGAACATCAGAGAACACACACAGGG 

GAGAAGCCCTATGAATGTAATGCATGTGGGAAATCCTTCTGCCACAGATCAGCCCTCACT 

GTGCATCAGAGAAGACACACAGGGGAGAAACCTTTTGGATGTAATGAATGTGGGAAAACC 

TTCCGTCAGAAGTCGGCCCTAATTGTTCACCAGAGAACTCATATAAGACAGAAACCCTAT 

GGGATGTAATGAATGTGGAAAATCTTCTGTGTGAAGTCAAAACTCATTGCACATCATAGA 

ACACACACAGGGGAGAAACCCTATGA 

Sequence 427 

CCCGNGGTGGCGGCCGGGTACCTTACTTAGCAGAGCACTTTGCAAACATATTACTTATTA 

GCAGAGCTCTTTGTAGACCTTCCACATCTGGCTGTCAGATCTTAAGGTTGTGAATTTAGG 

CTCCAGTTATATTCACTGGAGAGCATAATCCCACACGGGTTATTTATAAATACAGAGCCT 

CTGATTGGACGGTCTCCTGCCAAGAACTAGTAATACCCTTGTTTTAAAATCTTCACAAGG 

TAAAACTTAAAAAGCCAACCAAACAAATTGCTCTCCArrCTACTTTTAATTGGGCCAAAC 

AGCATATGCTACAGTAGTAACATGTTTTTCGGAGAGTGTAAAAAAGTCTGTTTACATTT 
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G 

CCTCCTCGTGGGTTGATCGAAAATGTATAAAACTGACTGCTTCTCGCCAGCCTCAGACAA 
GAAAGAGTGAGCTGCTGGTACCTGCCCGGGCGGGCCGTCTAAAACTAGGNGGGAT 
Sequence 428 

GGCGAAATGCAGAAACGTCCCACATGCCCACCAGGAGCAAGCTTCAAAATGTTCAGCTTG 

CGGGGCANTNNGCAGAGAAATNCCAGGGATGTTCCTGAAGGCCTNGATGATACCANTATC 

CTCATTATAAGATGAATGCACGGGGCCCNTTGCGCTGGATACCGGCNAACCGGNTTCTNA 

TTNTGCCTNTGNCAGCTCTCATfCGCTGAGAGGCATAGACCTTTTTGANGATCATTCCAA 

NGCTATAAGTCNTCTTAAGGAGCAAAAACGAGCTTCCTTGGTCTNTCTTGAAGNCCTTCA 

ACTTTATCTTTCAACTACCAAAGGGAAGGTNCAGGAAACTTTCCTCAATAACCGANGGAC 

CTTTAGGACATGAACCAGGTGNCTGGNTAGGGGCTGGAGGCCAGCCCAGGGCAAGAAACA 

NAATGGCCGATANCCG I I I 11 GGGGTTCCCGCGGTACCNTTGNCCCGGGNCGGGCCGGCT 

TCTAANAAACCAAAGTGGGAANCCC 

Sequence 429 

CGCGGTGGCGGCCGAGGTAC I M I 1 1 1 I I I I M I I M I I I I GTGATCTCAACTGCTTTT 
A 

GCAAGTTGTGAATATACTTGGGCTTTCTGTCTTTCCCCAAAAGCAATTTGGGATTATTT 
T 

CCTCC I I I N I M CTGCATTTCATCATAAATACTGTCATATTCATACACAGTAGCATCTT 
CTGCAAGGGCCTTCTGGATTTCCAGTTTGGTCTGTTTCATGGCCTGCTTCTTAGCAGC 
TT 

CCCTCTGAAGGCTTTCACTCACAGAGGTCTCATCATCATCATCAGAATCATTCCCAAACA 
CTGATGG Mill GCAAAACAGGGTGCAACTGCTGTGTTTTCTTTGGCAAAATAAGCCCAT 

ACTACCTGCCCG 
Sequence 430 

GTGGCGGCCGAGGTACAGACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTT 

GAAGGATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAA 

TAAGACTCAAACTGCTCAAAGTGACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTC 

AATGGAGATGGCCTCTGCTGACCCAGATGAAGACCCAAGGCATAAGGTTGGGAAAACACG 

TCATTTGACCTTGCCAGCTGACCTTCAAACCCTGCATTTGAACCGACCAACATTAAGTCC 

AGAGAGTAAACTTGAATGGAATAACGACATTCCAGAAGTTAATCATTTGAATTCTGAACA 

CTGGAGAAAAACCGAAAAATGGACGGGGCATGAAGAGACTAATCATCTGGAAACCGATTT 

CAGTGGCGATGGCATGACAGAGCTAGAGCTCGGGCCCAGCCCCAGGCTGCAGCCCATTCG 

CAGGCACCCGAAAGAACTTCGCCAGTATGGTGGTCCTGGAAAGGAC 

Sequence 431 

GGTGGCGGCCGAGGTACCAAAACAACAGCCCTCCAAACAATGATGACCAGTGGAAAAACA 

ATGGAGTCACCAAAACCTGGGACAGGCTCATGCTCCAGGACAATTGCTGTGGCGTAAATG 

GTCCATCAGACTGGCAAAAATACACATCTGCCTTCCGGACTGAGAATAATGATGCTGACT 

ATCCCTGGCCTCGTCAATGCTGTGTTATGAACAATCTTCGAGGGGCCGCCCGGGCAGGAC 

GCGGGAGTTCAAGAAGCTGGTGGTCAAGGAGGAGGAGGTGGAGGTGGCAGTGGAGGAATT 

GCAGAAGCTGGAAGTGGTCATATGAACTACATTCAAGTAACACCTCAGGAAAAAAAAGCT 

ATAGAAAGGTTAAAGGCATTAGGATTTCCTGAAGGACTTGTGATACAAGCGTATTTTGCT 

TGTGAGAAGAATGAGAATTTGGCTGCCAATTTTCTTCTACAGCAGAACTTTGATGAAGAT 

TGA 

Sequence 432 

GCGGCCGAGGTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTC 

TGCGTTGTTACCACTGCTTACTGCGTTCCCAGCATTTCTTTTCTCTTCTCGTTTCCTGT 

A 

GATTCCGGCTAATGGTTTCCCCTGGCATTTGACTTCGTGATGTGTAACTGAGTCTCTT 
CO 
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TGAAGGGGGAAACGCATTCCAGAGCATTTGTTCGGGCTCATGTAGGAATAGATCTTTGAC 

TGCCCGGTAAATCCCGCGTACCTGCCCG 
Sequence 433 

GNGGTGGCGGCCGCCCGGGCAGGTACAAATCTACCTCCCCACCAAATGTCCTTAGAGGGC 

CAAAGATGGCCTTTGTTTCTTCATGATAACATCGCCTTTC I 11 1 M J 1 1 I I IGAGACAC 
G 

GTTTCATTCTGTCACCCAGGCTGGAGTGCAGTTGTGCA7TCATGGCTCACCACAGCTTGA 
ACCCCCAGGCTCAGGTGATCGTCTCACCTCAGCCTCCCCAGTAGCTGGGACTACAGGGGC 
ACACCATCAAGCCCCGGGTAATTTTTGAAATTTTTATAGAGACAGGATTTTACCATGT^ 
T 

CCCAGGCTGGTCTTGAATTCCTGGGCTCTAGTGATTCCTCTGCCTTGGCCTCCCAAAGTG 

CTGGGATTACAGGCATGAGCCACCACACCCCACCTGTCTATTTTACAATTTTCCTTTGAG 

CTCTTTTTTCCAGCAGTCATGAAGCTGGCAAATGGCAGAACTGGAGCTAGAAACTGCTGA 

CTCCCTTTATCTTTTGCATAGCACCCCAAGC 

Sequence 434 

NCGCGGTGGCGGCCGAGGTACTTTTCTAAAAGCTCATCCACTCTATCATTTAGATATCCA 

ATTTTCAGAATGTGCTCAACATTGGCCACTCCATCTGCCATTCTTAAGTCTCCTTGGG 

AG 

TCTCCCAGAAGAATTATGTTACTATTGTCTTTTAGTTGATTGAAATATTCTGTATTCCTC 

AAGGCACCATCATGTTTGTTAAATACATGAATTAGTTCTCCT7TAAATCCTTTGAGCAC 

C 

CCCTATGAAAAATATAAATCTTTTGAACAGGCTTTAAAAATTCTATTTGTTGGAT^ 

TATTTTGGAGCTCTTAATTGATGTCACTATTATTTCATCATATTTGTAAATACATCTTTG 

ATACTAGAGATCTCAAAGCACTTAAGTCCATCACATTCACCATAGCTAAGAAGGGCTCGG 

AGAAGTAAATGATTTTTTAGATACTATTTTAAA 

Sequence 435 

CCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGGGGTTGCTCAAACCGAGTTCTGGAGAAC 
GCCATCAGCTCGCTGCTTAAAATTAAACCACAGGTTCCATTATGGGTCGACTTGATGGGA 
AAGTCATCATCCTGA 
Sequence 436 

GTGGCGGCCGAGGTACGCGGGGGAACACCACCCAGTGTGGAGCAGCCCAGGCAAGCACTG 

TCAGGAATCCTGGGAAGCACCTCCAAGTGACTGCAGATCTGGAATAATAAGTGNGGGGTA 

GATCTGCCCATAGAGCTCACTTTAGACCGGCCTATACTCCTACAAGGAATTGNGGTAGGG 

ATCTTNTACTCATCCTTGGCACAATAAGAATGGCCAATGCCCTTTCTAGTTGTTTGGGGG 

AAGGTCTTTGAAGGCACCATTTNCCCCCATCCCCCTGGGGGAAGAAATGGGGTCCCTAAG 

GTAACGCCANGGTTTTTTGGGGGTTNAATTTGCAAAAATCCCCTTTTTNGNGGGNTANNA 

CACAAATGGGCTNGGCAATTTNTTTNTTTNCCCCAATTNGNTCAAAANGCCCAANAAAAT 

TTTTTAACCGGGGTTGGGGGGGGGGCAAAATTTTTTGGGCCANNTTGGCAATTCNCNGGG 

ANAAAAAATTTCCCAANGGGGCCNGNNGTTCAANTTTCCTTNTAACCCCGTfTNAAACCT 

TCNCCCCCCNGTTTN I I I N I I GGANCCCTTAAAAAAAACCA I I I I I I IGG 

GG 

Sequence 437 

GGCCGAGGTAGCrrrrrAGAAGAGAAAAGAATCTTGAATTGTATATATTTATTTTGCT^ 
T 

ACAGAAAAAAATGGTTTCGTAAATAATTTGCCTATTTTGGTTAACATAGCACATGGAGAT 
AATCATCTGAAAGTTATAGGGCACTGCCACTGCTGAATCAAGAGCATGCCCAATATTTGA 
GGTGGCTCTGATTTCCTGGCAGCTGAACTCGGGTAGTCCAGTGGCCTAGCTGGTCCTGCC 
CG 

Sequence 438 

CGGGCAGGTACGCGGGGAGGTGCCGCTGTTGCTGCTCGTGTTGAATCTAGAACCGTAGCC 
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AGACATGGGACTGGAGGACGAGCAAAAGATGCTTACCGAATCCGGAGATCCTGAGGAGGA 

GGAAGAGGAAGAGGAGGAATTAGTGGATCCCCTAACAACAAGTGAGAGAGCAATGCGAGC 

AGTTGGAGAAATGTGTAAAGGCCCGGGAGCGGCTAGAGCTCTGTGATGAGCCGTGTATCC 

TCTCCGATCACATACAGAAGAGGATTGCACCGGAGGGAGCTCTTTGGACTTCCTTGGCAT 

GCCGAGGGGACCCATTTGCGTGGGCCCACAAACNTCTTTAAACAACCTTGGAAATAAAAT 

GTGTGGGACTTTAAATTTGACCCCAANGTTCTTTCANTNAATTCCTGGGGGGCATTCAAG 

AAATAATTTTCTC7TTTATTGGGGTTNTTTGGGGAATNNTAACCCCTTCGG 

CT 

TCTTAAGAAACCTTGNTGGGGGANTCCCCCNCGGGGNCTTGNCAAGGGAAATTTTTGGAT 

ATTCTAAGGCCTTTAATTCNGATTACCCCGNTTCTAANCCTTNGAANGGGGGGGGGGNC 
Sequence 439 

CGAGGTACTCTGTGATTTCACCTAGATTTGGAGAAGGTGAGGGAGGAAAGGCTGTCCTNT 

TTGATCCCATACCATGCAGGGGCAAATGGCTGCCAGCATAACAAAATAAGAAGGAAAGAA 

AGAAAAGTGGGCCAGGCGCAGTGGCTCACTCCTGTAATCCTAGCACTTTGGGAGGCCGAG 

GTGGGCAGATTACTTGAGGTCAGGAGTTCAAAACCAACCTGGCCATCATGGTTGAAACGC 

CGCCCCACCAAAAATACAAAAAATTAGTGGGGCGTGGATGGTGTATGCCCTGTAATCCCA 

GTCTACTTTGGGAGGCTGAGGCCAGGGAGAAATCNGCTTTGAACCCAAGTAGGCAGNAGG 

GGTNGNCATGTTGAGCACGAGTATCGTTGCCCACTTGCACTCCAACCTGGGCCGACAGNA 

GTCAAGTACTCTGGGNNAAANAAAAANATAAACCAGGAAAAAAAAGNGAAGGNAAGGGAA 

GGGGGGAAAAGAAA 

Sequence 440 

GGGGCGGCCGAGGTACGCGGGATGTCTAAAATATCTTGTAAAAAGTGTTAAAATAAACAA 

ACCCAGTCAATTAAAAATTTTGACTGTTATTGAGAAAACTCCAATGAGGGAAATAATAAG 

ATCTATAAAGGTCTTAAGAAAAATATAATTTGAAAAAAACATGTGGCTGAGTGTGGTGGC 

TCACGCCTATAATCCCAGCACTTTGGGTGGCCTAGGTGGGCAGATTGCTCGAGTCCAGGA 

GTTTAAGACCAGCCTGGGCAACATGGCAAAACCCTGTCTCTACAAAAAATTAGCCAGGTG 

TGGTGGGACACGCCT 

Sequence 441 

GCGGTGGCGGCCGAGGTACATTGTAGCTTTGAACTCAGTGTTTAAAAATTCAATCTGGTT 

ACACACTCTATCrrCTAGATCCCTTGAGACACTGTCTTCCTTGAANAAGNNCCAGGTGAA 

ATGGCATTTCAGCTGTGGAAGGATTTTCTCCAGGGAATTCTTGGTGACCTCACTCATGAG 

TGCCCTCTGTGTCTCTGCTGTTCCGAAAAGCTGGTGACCAGGCTGATTTGTTCTTCAGAA 

GTCTTCCTGTCTGCCCCCGCGTACTGTTCCTGCAGGTTAAGGCAGGACTGGAACTCCTCC 

ACAGCTTGCACATAGTTTrCAGATTCAACACTAACTTCTCCGAGTTTAAGATGTGCCTGG 

GCAGCATAAAGCTGTGCTTCTnTGTTTCTTGCCTTTTAAAAATGATCTTTGCT 

G 

AGCATATCCCAGGCAAGCTCTAGGTTCGCAATCTCCTCCTCCTCATTTTCTTGAAGAGAC 

TTGGTTTCAAGGACTGAATCATTTGGCAT 
T 

Sequence 442 

TGGCGGCCCGCCCGGGCACGTACTTTTGCTGCTGAGGAATGGGAATCAAAAGAACGTAGT 

CTCCTGGTAACCACCTCAGATCTCTATTATTAGGCTAGATGTNGNGCNNGTACTCCCCCA 

GCTTCTTGCTCNNNACCCTGCACTGTAAGTTGCCCTTCTATTAGCAGCCAAGGAAAAGGG 

AAACATGAGCTTATCCAGAACGGTGGCAGAGTCTCCTTGGCAATCAACCAACGTTGCTAT 

GAAATATGCCTCACACTGTATAGCTCATTATAGGACGTCAGGTTTGTTGAAAAAAAGTGN 

GGCAAGACATGATTAATGAATCAGAATCCTGTTTCATTGGGTGACTTGGATAAAAGACTT 

TTTACTTTTANAAAAAAAAANTGTCAANAAANANGTTCCCTNGGCNCGGCTCTAAGAACT 

AGTGGGATCCCCCGGGGCTGCAGGGAAATTCCGNATATTCAAAGCTTATCCGATACCCGG 

NNGAACCCTCCGAGGGGGGGGGCCCCGGGNAN 

Sequence 443 
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CCCGCGGTGGCGGCCGAGGTACATGAGAGACACTTTAAGCAGGCTCACAGGAATAGAGTG 

AGTGCGGACTCAGATTGTTTAAGCTATCTCTGAACCCATTCCTACTGCGTTTAACTATT 

T 

TATTGGTTTCTAACTACTACCACAGACACGGATACCTCACAGGTTCCATTATTACTCAG 
A 

GCGTTGTGGTCGGGGTTCATCGCCATCCTGCTCCACGCTGTCATAATCCTCACGCATCCG 
CGCTCGGGACCCCTCTTCTATAAGGGACATACACGAGATCACCGAAAACTCCTCCTTTCT 
CCCATTGTTCCTATGAGGTGGGTGGGGACTCCAAAACCCGTAGCTCCTGCCCTACTAGGC 
CACTCTACCCCATT 

Sequence 444 

CCACCGCGGTGGCGGCCGAGGTACCCAGCCCCACCCAGGCAAACAGCTCCGACATGTTTC 

GTAAGTGAGACAAGCCAGTGCAAG I I I I I M I I I I CCTTTNNTTTTGNGCTTACCTTCT 

T 

GCTTAATGGAATTGTTATGGCTAAGCACATA^AAGGCCAAAAAAGGAG I M M CAAACCC 

AGCAAATCAAGTGCTrGGATTCTGAACTGCCAAAAGAAAACTGCACTTCCCCTCTTAAGT 

AAAACCGAAATGAGTTTTCTTAGGTAAATGTATTCATCAAGCCCAGNATATAGAAAATAA 

AACCCAGGTTANTGGTGNAGCCGTTTAGGTCACGTGCATCATTTTCGAGGGAAAGATTCA 

AACCAAAAATACCAGTNCCCAGNCCAGGACTCACAATGTGTTGGANTAATATTATTATTA 

AAAGCAAAAGGAGGCCCCNCCCCCACCAAAGCCCAAGCAGCTGGGNTGGAAAATAATCAA 

GGCCTGGTCCCACNCCCGTNGGGTAATGCCCAAATTCCGGGGGGAAAAATATACCTNCCC 

TTTGGNAAAAAAACCTTGGGAAAGAAATTCTTACCCTTNGCGTTGGGGAAAAAAAA 

Sequence 445 

TCCCCGCGGTGGCGGCCGCCGGGCAGGTACTTTACTAAAATGACTGCATTCTTTGGATTC 

CTTCAGTCTATGGTTCAAGTCACTAAAGATTCATTTTTGTTGAGTCCTTATGAGAAACA 

G 

■ NAGTATGAATCTTGACGGTTTCTGCCCGTCCTAATGGCAGAGCTCTCTGACTTGGGTGTA 
TGCTACCAGGCTGGGTTCAAGTGAGAAGTTCTGGTCAGTCTTCTGTGGGTTGAAGGTTCA 
ATATCAATTCTGTTTCAAAGCCTTTGTGATGCTATTTGAATCTTTGCTCGGTATATGCC 
A 

CCCAGTGGGTCAAGTCTGGGACCTAGGTGGTGAGCTATCCCATAAGTTCATTCTCAAACC 

GTCrrrACTGCACTGTTTAGGGTCAGATACNCATTATATATACNACTTTGGGTGAGCT 

CA 

GGAGTTrATAAGCTTTATGGGCTTTGGTGTTTTGATTTATAAACAGGAGTTTATNGAAC 
T 

TTATGGGGT7TGCTTCCTCTTTCTGCCCAGGTTCCTTGGG 
Sequence 446 

GGTGGCGGCCGAGGTACGCGGGGAGACACAACTTCCTGGGCTTAGATATTTCAGAATATC 

ACAACTAAACTCTTAAAAATTTCTGAAGGCTGGACACCGTGGCTCACACCTATAATCCCA 

GCACTTTGGGAGGCTGAGGCAGGCAGATTGACTGAGCTCAGGAGTTCAAAACCAGCCTGG 

GCAACATGGCGTAACCTCGTCTCTACAAAAAATGCAAACATTTGCTGGGCTTGGTGATGT 

GTGCCTGCAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTAGAACCCATGAGG 

TGTAGGCTGCAGTGAGTCATGTTTGCACCACTGCAGTCCAGCCTGGGTGACAGTGTGTAT 

TAGTTTGT7TTCATGCTGCTGATAAAGACATACCTGAAACTGGGAACAGAAAGAGGTCTA 

ATTGGNCTTACAG 

Sequence 447 

CGGCCGAGGTACGTTTTGTGACAGGCAATAAAATTTTAAGAATTCTTAAGTCTAAGGGAC 

TTGCTCCTGATCTTCCTGAAGATCTCTACCATTTAATTAAGAAAGCAGTGNGCTGGNCGA 

AAGCATCTTGAGAGGAACAGAAAGGATAAGGATGCTAAATTCCGTCTGATTCTAATAGNA 

GAGCCCGGGCTTCACCNGTTTTGGGCTTCCGATATTAATAAGACCAAGCTGAGTCCTCCC 

TCCCAA7TGGAAATATGAATCATCTACAGCCTTCTGCCCTGGTCGCATAAAATTATGT 

CT 
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GGTGTTCTCAAGGCAATTAATAATGAITGTTTTAACACCAACAANAAAGAAAACTATTA 
T 

CACNAAAANTAAGGTNCCGTGCCCCGNGGCNGGNCCGC7TNCTANGAACTTAGGTGGGAT 

CCNCCCCGGGNCTGCAAGGGAAATTANGNATTATCCAAAGCCTTATTCGAATAACC CGTC 

CGAACCCTCANAAGGGGGGNGGCCCCCGGTATACNCCAAGCTTTTTTGGTTCCCCTTTTA 

AGTGGAGGGGTTAAANTGGCCGCCGCTTGGGCGTAAAATAAATGGGACNAATAAGCCTGG 

TTTTCCCTGNGGNGGANAAATTGGTTNTTCCCGCCTCACCAAATTCCCACCACNAAACAT 

TACCGAAGCCCGGGGGAGCCAATAAAAAGTTGGTANAAAGCCCTGGGG 

Sequence 448 

CGGNGGCGGCCGAGGTAC M I 1 I M 11 I I M M M f I GTTAGTGTTTTCTGATGTCTTTT 
CTAACAAATCTTTGCCTGCCCAAAAGTCTCAAAAACATTCTCACGTTTCTAGATTTTTA 

G 

CTTTAGCTTTTGTGTTTGGGACTATGATCCATATTTAGTGAATTTA Mill GGGGGGGC 

A 

GAGTCCATGTTGCCCAAACTGGTCTGGAACCACGACACCCAGCTAATTTTTGTGAATTGC 

GGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTACGATCCAACGCATGCCTGG 

AGTGGAGGACTAGATCATCAATTGAAAATGCATGATTTGAACACTGATCAAGAAAATCTT 

GTTGGGACCCATGATGCCCCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATG 

GTCACTGG 
Sequence 449 

CGGCGGCCGAGGTACAAAAAGCAGGGGCCCAGCCCCAGCTGTTGGCTACATGAGTATTTA 

GAGGAAGTAAGGTAGCAGGCAGTCCAGCCCTGATGTGGAGACACATGGGATTTTGGAAAT 

CAGCTTCTGGAGGAATGCATGTCACAGGCGGGACTTTTTCANAGAGTGGTGCAGCGCCAG 

ACATTTTGCACATAAGGCACCAAACAGCCCAGGACTGCCGAGACTCTGGCCGCCCGAAGG 

AGCGTGCTTTGGTACCTGCCCGGGCGGCCGTCGATGTCCTTGTGTTCAAGCAACTTCTTG 

CGGTAGTCCTGAAGCGCCTTATCTCTAGGGTCCGCCATGATGAGAACCCCGCGTACCTGC 

COG 

Sequence 450 

NGGTGGCGGGCGAGGTACTCCCTACGGCACTAGTCTACAGGGGGAAGGACGCTCTGTGCT 

GGCAGCGGTGGCTCACATGGCCTGTCTGCACTGTAACCACAGGCTGGGATGTAGCCAGGA 

CTTGGTCTCCTTCCCGCGTCAAGAGATAGAAAGACCAGTCCTTGTGAAAGACAAGTCTGA 

ATGCTCCAC 1 M M CAATTCTCTCTCCATTCTTCAGTAAGTCAACTTCAATGTCGGATG 

G 

ATGAAACCCAGACACATAGCAATTCAGGAAATTTGACT7TCCATTCTCTGCTGGATGACG 

TGAGTAAACCTGAATCTTTGGAGTACCTGCCCG 

Sequence 451 

CGAGCGGCCCGCCCGGGCNGGTACAAATGCGTTTANGAAATGTTAGTATAAGGCTGATCT 
GGACCCAAACTAAAACAACGTTAATCCTCTTCAAATCTAATTTAATATAGGGAATAAGAT 
TATTGAAAAAAAA I I I I I I ICCTGATTTTCI I I I ICCTGAAGGI II I II IGTAGAAACCA 
TGGTAAAAAGGGAAAAGAAACCTTTGACTGGCGGGGGCAGGGGGAATACAAAAAAAAAAT 
CCCTTGA I M I I AAAATATACTTGAATATCAAACTCAGAAAGAGTTATTTTTGTGAAAGA 
GGCAAAATTGGTCTTGAGCTGCTTCAGTCTATGTCTGAAGGTTTTACTGAAATTATGG 
TO 

CAGTTTTAGGAGAAAAATTCACAGAAAAGTCAGATTGTAGATTTTGAGAAGGAAACTCTG 
AGGTGGTGATTTTCTCCAAGGTCATGGTTATGAAGCTCAATGAGGGCCTGAATTGCTTCT 
TCCACAGATCCCAATTGAATGAGCGCCATTTTGCGATCTTTCTGAAAGAATTTAAAA 
Sequence 452 

GGGGCGGCCGCTAATGTNAGAAGTTAAGTNAGAACCTATATTGTACGAGGAACAAAAGCC 
AATC AGTGTCCTTTTTGTC i M I I It ACATAAACTTTTACTACAAAAATTN ATATATGGA 
TTTTGAATTTCCAGTCAAACCAAATTGTAAAACTGTTTCATTTGGTTCTATATTATGTAT 
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ACATAATTTATCTATTATATATTrACATTAAAATATATGCATATATAATGGATTTAATTT 
CCTTTNGGNACCCCCATATNTAGAAGNNTCTTCATAANTTAATAAATAATCTAGGGCCAG 
CATTATGTTTGCTAGACCTGGNTTTGGCTCAATACTTAAAGTTAAAAGTTTCTGTCTTT 
T 

TTCTTGGACTTGAAACTGCCTANAGCGTCAGCCTCTCTGTTATTTNTNTCTATTTNCTT 
T 

TTCCCCCATCAGTCTTTTAGCCACTTGAAGCCAAAATTCTTAGTTTCTGTCCTAGTNGA 
T 

AAGAGTAAAAGGGGAAGGAG 
Sequence 453 

ACGGATACCCTGTTCCGCCTTTCTCCCTTCGGGAAAGCCGTGGCGCNTTTCTCATAGGCT 

CACGGCTGNAAGGTAATCTCAGNTTCCGGTGTAAGGTTCGTTCGGCTCCAAGNCTGGGCC 

TGTTGTGGCACCGAACCCCCCCGGTTTCAAGCNCCGAACCCGGCNTGCGGCCCTTATCCC 

GGGTAACCTATACGTCTTTGAGGTCCCAACCCCGG 

Sequence 454 

NGAAGGCGGACGCCCGGNCAGGTACGCGGGGACCTTTNACGGGCGGGGGGAGCTGAGGCT 

CCTGNCGNTATCTNTGATCCTTGCACCCTGGCAGGAAGNTGGTAGGGGGNACTNTAACGG 

GAGGNCTNCACATATTGCAGAAAAGAAACCACTTTGGNGNGTAAGACTTGGAAGAAAGTA 

ACCGGTCACTTTGGAAAACAGGGGTGGGGAAGAAGCTGCCTCTCTTTTGAACCTNTTCCN 

AGGGACCAANTCTAACCCAGGTGAGGNNAACCNTGGTNGATGTAAAGCCGGTGGCTTTGG 

AGGACAGAATCATCTAAGTGGGAANAAGATACACTAGGAAGGGNGCTGGGGGGANTAGCA 

TCAAGAGGGAGGNGGGGATNACCTTCAGGCCGGGGGCTTNCGGNGGGGATGAAAGAAGGA 

ATGGGNCCGGACAGGTTTGNGGGTNGGAGGGTATGAAGGGTTGGCNAAATGGTGGGGAAT 

TTTGGTAACNTTCGGGCCGGG 1 1 1 1 l A GAANCTNAGGGGGGANTCCCCCGGGGCTTNGGA 

AGGGGAAATTTTCGANTAATGCAAGGCTTAATANGAATTACNCGGGGGGACACTTCGGAG 

GGGGGGGG 

Sequence 455 

CCCGCGGTGGCGGCCGCCCGGGCAGGTNCGCGGGGAGGATCTCTGTCTTTTGTTCCCTCA 

CCTGTGTGCCTGTCTCCTCTCCTTTCCTGCCTGGGGGGACTGTCCAGAAGACATCATCGT 

CCAGTTCCTCTGCATTTGAACAGCTGTNCCCCCACCCCTCAATACCGTTTAGAGCAGAAG 

CCAGCAAATACTAATCGGTCAGGGACACGATAGAAACTATTTTCGGCTTCATGGGCCACA 

CAGGNCTTCATTGCAAGCTCCTCAAATNTGCTGTTTGTAGCTAAGGAAAGAANCCATTAT 

ACCNTGTGTNAANCAAAAATGAAATATTGGCNTGTGTGCCAATAAAAAACCTTATTNACA 

AACATTAATNGAGTNGGGCNTGGATATGACTTCACNANTACTGGTTAGTTTTGACAACCC 

CCCTGGNTNCTAGNAGTTAAAAATCCCAAAAACTNCTTATTAGTCCCTCCC 

Sequence 456 

CGGCCGAGNACAACATGACATTTTTAACCAATCCAATCTAAAAATGTTGCCAGAATCCAC 
CTGTGGCCCNGAATCGNGTNTTGGTrCCTCTTTCTACTCCNCTGCAGANGACCAAACCTG 

TCCCGCTGCCACTTTCCTCACTGATATTGGGAGGAGGGCAAGGCCCAGCCGAAGTTCCAC 
TAAAAATGCCCCAGGAGAATAGGCACCNGGCTGGCTTGCCAAAGGGTTTNGGGTTTTATT 
GCTTTCTG II I i I I CTTTTCCCCGACAGCACAAAG AANGTAAAGGGGCAGTTAATTGGAC 
AGAGTGTTATTTTAAAACATCTCTAATTGTAAATGNAATGTGGTTGGTTTGGGTTTCTA 
C 

TGCAATTGGTGNGAAGCCATGCCGGNGGGGAAAGAAGAAACNTGACCCCAAGGNTAATTG 

AAAATNGGGAGNCCCCCTTTC 

Sequence 457 

NCGATATTACTGTGCGAGAGGTAAAGGATATAGTGGCTACGATTACNGCCTCTCT 
Sequence 458 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACACGACAAAACTACAGACTTAGTCTGGTGGA 
CTGGACTAATTACTTGAAGGATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTATGA 
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GCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTGACGGGTTCTTGGTTGTCTCTGC 

TGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTCAGATGAAGACCCAAGGCATAA 

GGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTCAAACCCTGCATTTGAACCG 

ACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACCGACATTCCAGAAGTTAATC 

ATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCATGAAGAGACTAATC 

ATCTGGAAACCGATTTTCAGTGGCGATGGCATGACAGAGCTAGAGCTCGGGCCCAG 

Sequence 459 

GGCGGCCGCCGGGCNGGTACGCGGGTCGTGNGCTGGTTAGTGAAGGCTTTGTAGCTGAGC 

AGTTTCTAAATAACACAGCCACTCAACTGACATACCATGGATTATGTGAACTAACTTCAA 

CGGTTCAGGAAGGAGAACTTTGTGTGTTCTTTCGGAATAATCATTTTAGCACCATGACCA 

AATACAAGGGTCAACTGTATTTGTTGGTAACGGACCAGGGGTTTCTTACTGAAGAGAAAG 

TTGTTTGGGAAAGCCTACACAACGTAGATGGTGATGGAAATTTCTGTGACTCAGAATTTC 

ATCTTCGACCTCCTTCAGATCCTGAAACTGTATACAAAGGACAACAAGATCAGATAGATC 

AGGATTATCTTATGGCATTATCTCTACAACAAGAACAGCAGAGCCAAGAGATCAATTGGG 

AACAAATCCCGGAAGGAATCAAGTGATTTGGAACTAGCAAAGAAACT 

Sequence 460 

GGCGGCCGGGTACGAATGTGCAAATTAAAGCATGGTAAACTGATATTTACATAAATATCA 

AACCAACAATTAGTTTATACATTGTCAATGACCTTCTAAGATATGTCATGAGTGGATCC 

A 

AGAATATCTTTCCCCCAATGGAGAAGGTATTCAGAGGCTAAATTCCGACACTTTAAAATG 

ACACAGATCATAGGCTTTACCTGTTTGACCACTGCCTCAAATGTGTGAGATGTGATIT 

TA 

TGATCCCGCGTACCTGCCCGGGCGGCCGCTCGAATAGACTTCAGGGAAACAACACGTCCT 
GAAAGAAACATGATTCCCCTCAAGCCACAAAGGATTTTCTCATCAAGTGTTTTCACCTCT 
GCATTAGATTTGGACACAAGAAGAGGAGAGCATTTACTCAGGTAAAAATAGTTCTCTTAG 
TCTCTTCCTCTAGTTACTAA I I I I I AATTTAAAAATACAATTAACTGATCTAGCTGATAA 
AAGTCACAAGACAGAAATAAGCTAAGTTCTCTCTTNCTTTAGGGAACGCTGGTGGCAATT 

CACCA 
Sequence 461 

GAGTTTGAGAAAGCTGCAGAGGAGGTTAGGCACCTTAAGACCAAGCCATCGGATGAGGAG 

ATGCTGTTCATCTATGGCCACTACAAACAAGCTACTGNGGGCGACNATAAAAACAAGAAC 

GGCCCCGGGGATGTTGGACNTCACGGGGCAANGGCCAAGANTTGGANGCCTGGGAANGAG 

CTGAAAGGGACTTCCAAGGAAAGNANGCCATGGAAAAGGCTNTACATCAACCAAAGTATG 

NAAGAAGCCTAAAAGAAAAAAAATACNGGGANTAATGAGAGCACNTGGATTTTGGGNTAC 

NTGTGCCCCATGTGTTTTATTCCTAAACTGGAGNACAATTGCCTNGNNTTTTT^ 

N 

ACCCGNTGGAATGGTTGGGGAAATCTCTGGGGAAAAATAANCCAGNTAAAACCAGCTACC 

TCAAGGGCNTGCTCACCCATACCG 

Sequence 462 

AGCCCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATATTGTTCCTGATTTGCCTGATGTG 

TGGACGGATCACCAAGCGAGTGACACGAGAGCTCAAGGACAGGCTACAATACAGGTCAGA 

GACAATGGCTTATAAAGGTTTAGTGTGGTCTCAGGATGTGACAGGCAGTCCAGCCTGACC 

TTTCTGCACACTCCAGACAAACTTCCCAGACAAGCTCCTTTGTGCCTCTACGTGGAGAGG 

GCGTGGAAAGTTATCACATTAAAAGATGGAGGATTTAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAGTACCTGCCCG 

Sequence 463 

GCGATNCCCCCTGGGAAGCTCCCTCGTGCGCTCNTCCTGNNCCGACCCTGCCGCTTACCC 
GGATACCTGTCCGCCTATTCTCCCTTCGGGAAAGCCGTGGGCGCTTTCTTGATAAGCCTC 
ACCGCTGTAGGNATCCTCAAGNTCGGGTGTAAGGNNCGTTCGCTCCAAGGCNGGGGCTGG 
NGGNGCACNGAACCCCCCCGNNCAAGACCCGACCCGGTGGCGCCTTAAACCCGGAAAACT 
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AATNCGNCNTGGAGGTCCCAAACCCCGGGGNAGGACACCGACTTATCCGGCCACCTGGGC 
AGGCAGCCAACTGGGGTAAACAAGGGATTAAGCAG 

Sequence 464 

CCCGCGGTGGCGGCCGCCCGGGCAGGTAC I I I II U I I I I I 1 1 I I I M M I I I IGGTTT 
T 

M I N n n I I i I I I I II I I I I I I I I M I I I I NAACNGCNGCCNCCNCCATGAAAGAGGG 
GCCNCCACATNTTTATTGCATACNCAGGGGAATAACTTATTNTACAANGAACNCTCCTCC 
ATTNGGAGACCATGCCCACTTACAGAATGCANCCGNAAATGCGGTAAATNTATTTACAGA 
GGNTGGGGN6CAAGATGAGANAAGTTTCANCCCCAGGAATTTGAAGNGAGAATGATCTAC 
AAATTNTCCTGACAAGGNGCAACCGGGCTTGNGCTAGNGNGGNCTGAAANAATTCCTGGC 
AAANCGTAGGGGGAGATTAAATCTCGGAATTGACAGCAAGTTTGGGGACAGNGCAAAAAN 
AGAGGGGTGACCCTGTGAAATTTGGTGCCTGGGGGAACTTCTTGANGCCCCAATGNGGGG 
GCACCNCTTNGAGANGATNGGGNTAAATTTANGGGGGGATNTTTTAACCCCTNTCCNNCC 

CCAACCAAAAAAGGG 
Sequence 465 

GGCGGCCGAACGCAGAGAAGGTNGANGATTGCACCATGCCGATTCGTCGAACTGTGAATT 

CTACCCGGGAAACTCCTCCCAAAAGCAAGCTTGCTGAAGGGGAGGAAGAAAAGCCAGAAC 

CAGACATAAGTTCAGAGGAATCTGTCTCCACTGTAGAAGAACAAGAGAATGAAACTCCAC 

CTGCTACTTCNAGTGAGGCAGAGCAGCCAAAGGGGGAACCTGAGAATGAAGAGAAGGAAG 

AAAATAAGTCTTCTGAGGAAACCAAAAAGGATGAGAAAGATCAGTCTAAAGGAANAAAAN 

TTTTATNNNATTAAAAGTACCTCGGCCCGCTCTAGAACTAGTGGGATCCCCCGGGCT 

Sequence 466 

TGGCGGCCCGAGGTACGCGGGGAGGTCGGTGCGCGCTTCTCCCGAGGTGGAACGGGCGGC 

AGTCAAGCGCCGGCGTTCTCTGCCGTCACCCTTTCCTTGC 

Sequence 467 

GCGGTGGCGGCCGCCCGGGCAGGTAC I I N I 11 i I I I M 1 II N II 1 I M IGAGACAG 
AG 

TCTTGCTCCATCACCCATGCTAGAGTGCAGTGGAGTGATCTCGGCTCACTGCAACTTCCG 
CCTTCTGGGTTCAAGCTATTCTCCTGCCTCAGCCTTCCAAGTAACTGGGATTACAGGCAC 
ATGCCACCACGCCCAACTAATrrTGTATTTTTAATANAGACAGGGTTTGACCATGTTAG 
C 

CAGGCTGGTCTTGAACTTCpATCAGGNGATCTGCCCTCCTCAGCCTCCCAAGTGCTGAGA 

TTACAGGCATGAGCCACCGbGCCTGGCTGATTGNGTTCCTTTCTCACAGATTTTGTT^ 

CT 

G M l M GrmCCTGAACACTCAGCTGGACTGCATTTCCCAGCTTCCCTTGCAGTTAA 
GT 

CACAAGTAGCGCTGTGACTGGGTTCTGCCCGGTAGGAAGGTAAGCAGAAGTGAATGTGTA 

TCACTTCTAATGGTGTGGGNCTCCCNAAACCTTCTAAAGGGGTATGTTCCCCCTTTTT 

TT 

T 

Sequence 468 

TTGGAGCTCCCCGCGGTGGCGNTCGGTGTGCTGNGCTCAGCTGCCTTCCNANGGAGGANC 
NGATCGGCNAGTGCTCTGAGTGCGTGGCCGACAANNGCTGNCGNAGAAAGAAATNAAANC 
CCTGAAACATGACAGNGAGTGNTGNAAAGTGTGGAAATGCCTTCTTAAAGTTNATNAANG 
TN AANTCAAANNACA I I I I I I I I I CAAAAANATAAATTTAGAACTAANTGNACCTT 

Sequence 469 

CGGAGGAGAATGGTATCACTCAGGCTCTCAGAGTGACACTGAAGCAAGACACTCATGGGG 

TAGGACATGACCCTGCCAAGGAGTTCACAAACCACTGGTGGAATGAGCTCTTCAACAAGA 

CTGCGGCCAACTTGGTAGTGGAAACTGGGCAGGATGGAGTACCTTCAGGATTGGCCTGTT 

ATCTTCTTTAGAACTAAGTTCATCTTAAAAATTTAAGAAGGTGGACATTTCAACACCAT 

C 
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AAGTGCATTTAGGTGACATGTTTAAGTTAACTTGACTTCCTTGAATGACCTAGTTAGTA 
A 

ACTAGTCACTAGTAATTCGGTCACCAAGCAAATCAAGCCTGCAAGAAAGGAAGCCAATAT 

TCAAAATGCCATGTTACCATCTAAACC 

Sequence 470 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGATnTATTGTCTACCTCTCTGGACTTG 

CTCCCAGCATCCGGACCAAAACCATCAGTGCCACAGCCACGACAGAAGCCGAACCGGAAG 

TTGACAACCTTCTGGTTTCAGATGCCACCCCAGACGGTTTCCAGTCTGTCCTGGACAGCT 

GATGAAGGGGTCTTCGACAAT7TTGTTCTCAAAATCAGAGATACCAAAAAGCAGTCTGAG 

CCACTGGAAATAACCCTACTTGCCCCCGAACGTACCTGCCCG 

Sequence 47 1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC 1 1 1 1 1 I 1 1 N I I 11 I M I I I GGGAAGA 

CA 

CAAAGATTCAGACCACAGCCTACAGGGAGAGAGGATTTCTGAGGATGGTGGTGCACTGTG 

AGTCCACGCAGGCCTCCTGGGCATAGGATGGAGCAATTCTATCTCACCTCAGGCCTAGCA 

CAAAGGGCTTCAGTAAACCACTGGAGTTTCCTTCATTAGGATTCCATCCCAGGATATCCA 

GAGGACAAGAGGCTGGCCAACTGCAGGATTAGCCTATGCTCCCGTGCTGGATATAGGCTA 

CACGCAAGAGAAAGCTTGGGTGGGATCTCCTGATCCCGCGTACCTGCCC 

G 

Sequence 472 

GCCGGGCAGGTACTATGGGTGTAGTGNTACTATTACAGTTAATNCNTCCTTTGTAGTGCG 

CTGNTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTGC 
Sequence 473 

CAAAATAATTATAATGTATTAACTCATACTGCCTGTCTTTTATAGGGGAAAAAAATAAC 
C 

TNTTTTATTTTAAAGTTATAAGGGGGNTTACCTTNTAGNGTGCTTGGATGACAGGGAA 
AT 

TAGCCTACCCCATnTGGTCTGGAACAGAAGACTrTCAAATTTAATATGGNCCAAGTGTC 
TTNACTANTTAAGGCAAGATCATGCrrNTGTCAGTTNACCCCANTGNTTGGAATACCGTG 
NACACCGATCGTGGCTCGNCTACAGCCTCCATGTNCCCAGGCrrCGAGGAGGT 

Sequence 474 

GGCGGCCGCCCGGGCAGGTACGCGGGGGAGCTGAGCCGGTGGGTGAAGCGGCGGCCACGG 
CATCCTGTGCTGTGGGGGCTACGAGGAAAGATCTAATTATCATGGACCTGCGACAGTTTC 
TTATGTGCCTGTCCCTGTGCACAGCCTTTGCCTTGAGCAAACCCACAGAAAAGAAGGACC 
GTGTACTrCTAAAArrGCACTrrATGTrTTGTAGGCTTGGAGCTTCTTGATrATGGGTT 

T 

TTTCGTTACAAAATTCAACAACAGAATCAATACTTrGCATAAACATTATGGATGC Mill 

CTGTTrGTACCTCGGCCGCTCTAAAACTAAGTGGATCCCCCNGGCTTGCAGGAATTT CGA 

TATrAAAGCNTTATCGATACCGGCGAACTCGAAGGGGGGGGGNCCCGGGACCCANCrnrr 

GGT 

Sequence 475 

TTGANGCCCTCCCCGCGGTGGCGACAGGGTTACATTGGTAAGGGT GACAG TTAGAAGGGG 
AAGTCCrrrTAGTGAAATAGATGAGAGGTTTTAGATCTGCACAAACCr I I I ICATGGAAG 
TCCAACTTTGCTCCTGGGTAGTTTAAAGGACGTAGTCCCATGTACCT 

Sequence 476 

NGGCTACACGCTAGGAACCTTGCAGCTTACAGTGACAGAGCTCCCATTCACGAGGCCACC 
ACTCATCTCGATTTCTGGATCTCTAGGGAATGAGTAGAGCTCCACCTGGATTCCCTTT 

TC 

CAGTTTCTTATGTCCACAAGTCACTGTGCACAGATAAGAGTGTTCGTTCTCAAAACTCAC 

AGGGCTCAGGGTCATGCGTGGAAATTGGGTCCCCTTCACTCCTCACCTTTCCCCGCrrCA 

GAGGGCTGTCTATCTGGGTTCTCCAGGGAGAAAGATGGGGAATTCACAGCCCATGGACAC 
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TACCATGTCAACAATGACTGAAGTCTTCCAATCTGAGCCAGGCAAATTCCNGGNGGGTCC 
AGGGGGGAGAATCTCAAACAGNTAAAATGGGTTTTCTCTTGGAACAAATTAAATTTCCCA 

CCTCTI I I I INTTGNI MM ICCCC 
Sequence 477 

NGGNGGCGGCCGCCCGGGCAGGTAC 1 1 M I I 1 I M I I I I I I I I I M I I I I I IGGCAAAA 
A 

TATTTATTAAAATGA r I MM I AAGTTTGAACTTTATTGGAAGGAGTCCCTCTA ATTCAC 
ACTTTCATCCTAGATAAATGGGTAAGAACCACATATGGAATATAAAGCATTGATT7TTT 
A 

AAAACCACATAGTAGCACAGTTGAAAGAAATGCAATTCTCCAGGGTCTTAGAGAATTCAA 
AGGNGGCATCTTAGGGNGGGTCCTAAGGAAACCCAAATTACCAGGTCTCATGGGTTTTCC 
rnTGGGTTCAAGGATTAGAAAGGAGTCAGNGGTTACCCACCTACCCTGGI MM lAGGA 
GGGGTAGGAATATTGAAACCTTTCCTACTTAGTCCANCAGGTTTTACCTGGTTCAAGGGT 

GGGNCCCCCAACCAAGGTTC I M I M lATCTTTCAAGCCCCCATTCTTTGGCCCTCTT 
AA 

GNGGGGGGTGG 
Sequence 478 

TCCCCGCGGTGGCGGCCGAGGTACCTGCATCAGGGATAAGAACCCATTCCCCTCCCTTGT 
TCCGGTGTGCTCTCGCCATTGCACCATCCATGAGACGCACTCTTGTATAGAAGTAAAATT 
GCCTTGCTGAGAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 
Sequence 479 

CTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGTGTGGCCTGCATCTCAGCTGGCCGCCA 

TCAGNGTAAATAGAGCTTAAAGTCATGGTTTGGCTGCATAAAAATTTTCTAACTTGGGT 

T 

NAATATTTGTAGNTGAAGTATCTGCTTTCA I M I M I CACGTTATAAATAAAAATACTAT 

GCTGGNCGGGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAATGTGGGT 

GGATCATGAGGTNAGGAGTTCAAGACCAGCCTAGCCAAGATGGTGAAACCCCGTCTCTAG 

TAAAGATAAACAAAAAATTAGCTGGGC 

Sequence 480 

GCGGTGGCGGCCGCCCGGNCAGGTACAGATGCAAACGGAGGTGTAGACTGNGCAGCTGCC 

AAAGTGGTGACAAGCAATCCAGAGGACCATGAAAGGATCTTAATGCAAGTCATGAACTTG 

AATGTGCCGATGAGGCCTGGCATTCTTGTCCAGAGACAGAGTAAGGAAGTGTTGGCCACA 

CCCTTAGAAAACAGAAGGGACATGGAGGCAGAAAAAAAAAAAAAAAAAAAAAAAACGTAC 

CTN 

Sequence 481 

ATGTTTTGTGGCCAAGGTGAGGGCTGCAAGTGTTTTCTAAGGGTTGAAACATCANAATAA 

AGGTATGGTGGCAAGTCCTCCTTCTGCTAGGCTGGCTGGCAAGGCCCTATGTCTTGACCT 

AGGTGGTAGTTACAAGGGTATTTTATTTTGCCTTATAATAATTCACTAAACTATGTTATT 

TGAGTNAGATTTTTATGTNGTGNGNCNTTTTAATTTACACAAAATTAAANCAAAAAGNA 

A 

CNAAANGTTGCNCTCNGNCTCGGNTTNTAAGTAAACCTAAGGTGGGA 
Sequence 482 

CTGAGAGATCCCCTCATAATTTCCCCAAAGCGTAACCATGTGTGAATAAATTTTGAGCTA 

GTAGGGTTGCAGCCACGAGTAAGTCTTCCCTTGTTATTGTGTAGCCAGAATGCCGCAAAA 

CTTCCATGCCTAAGCGAACTGTTGAGAGTACGTTTCGATTTCTGACTGTGTTAGCCTGGA 

AGTGCTTGTCCCAACCTTGTTTCTGAGCATGAACGCCCGCAAGCCAACATGTTAGTTGAA 

GCATCAGGGCGATTAGCAGCATGATATCAAAACGCTCTGAGCTGCTCGTTCGGCTATGGC 

GTAGGCCTAGTCCGTAGGCAGGGACTTTTCAAGTCTCGGAAGGTTTCTTCAATCTGCATT 

CGCTTCGAA 

Sequence 483 
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GCGGTGGCGGCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACAGCAAAAAGTGA 

AGAATTCTTACAAACTAGAGGAGACAAAGATTGGAGAAGAAACAATGACTGGCNGGGCAC 

GGTGGCTCATGCCTGTAATCCACTTTGGGAGCACTTTGGGAGGCCGAAGAGGACAGATCA 

TCTTAGGTTGGGAGTTGGAGACGAGCCTGAGCAACGTGGAGAAACCCCATCCCTACTAAA 

AATACAGAATTAGCTGGGTGTGGTGGTGCATGCCTATAATCCCAGCTACTTGGAAGGCCT 

CGGCAGGAGAATCACTTGAACCCGGGAGGCANAAGGNTTGTGGTGAGCCAAAATTGCGCC 

ATTGCACTCCAGCCTGGGCAACAAGAAGCCGAAATTTCTGTCTCAAANAATAAANAACAA 

AAAAAATAAGTACCTGCCCGGACCGGCCCGCTTCTANAACTAGTGGGATCCCCCCGGGCC 

TGCAGGGAATTTCGATATTCAAGCTTATCGGATTCCGTNCGACCTTCGANGGGGGGGGCC 

CGGNTCCCCAAGC I 1 M I GGTTC 
Sequence 484 

GATGTGAACAAATGTGTCATTGCTCTCCAAGAGAAAGGATGTGGATGGCCTGGACCGCAC 

AGCTGGNGCAATTCGAGGCCGGGCAGCCCGGGTCATTCACGTAGTCACCTCAGAGATGGA 

CATCGAGCGGCCGCCCGGGCAGGTCACAAGCTTTATTGGGCAACAGCAACGAGCCACGCT 

GGCAAACAATGAAAGTAGAGTCGCTCAGAAACACGAAAGATCATATGTGTGTCATCACAG 

CATCGAGAATTTAAATCATCTGGAAGTTCCTGCTAAATTAAAGCATACTGTGCCNhJAGCT 

CCCCTCTAATCAAAAAACGCTTGTCCTGGNGAAAAATTTGCATGNGGGNTTACAGAGAGA 

GAGATCAACCAGGTGAGGAAATCACAAGACTCTTACATGAGTTTACAGTTAACCCCCCTG 

CACCAAAAAAATAAATTAGCCATAATTTGGTT 

Sequence 485 

TCCCGNGGTGGCGGCCGAGGTAC M M I I I I i N I N M M I U M I GGGGAGGATACT 
T 

TC A I i I I l A TTTTATATCGTGAGGTATTGTTTGGATTGTTACAATGAACTTGCATTTCTT 
TrGTAATGAAGAAAATAATACAGAGGAAATAACAACAACTAAACCTTTGGCCTGGGATTA 
TCATCCGGGGTGGGAAATTCATGTTGGGATGGCAAGGTTrTTATTGATAACAAGGTTATT 
TTTTGGGGTTTATTATTGCAAAAAAAAAATTGTTCATTGGGAATTGCCCTCCTATTTG^ 

G 

CTTGGGCACCTTGCCCTAAGGGCCACTTTTCACCAAGGGTATrTTCATCCC TrAAA TCCC 
TCACCAAACCAGGCCCTATTGGAAGGGGTAAATCAATTGGGGTCCCCAAGGTTTTACCAA 
GGAAAGCCCTTTTGGGGGGNGGGGGGAAGAATTATTTGGGCTTTGGGATTATTACTTTCT 
AATTTTGGCCCACCACCA I I M I M I GGTTGGGGCAAAGGACCGGTTTCCGGTAATCCGG 
GCTTGGGTGGATTTCACCTTGGGTCAAAAGGAAGCTTCTCATTGGGGCCAAGGGAGGTTT 
CCCTAATTTGGTTGGCTTGGNAAAGGGAATrrCAAAATAATTCAAAAAATACTTAAGAAA 
MINI NCCCCCCA 
Sequence 486 

TGGCGGCCGCCCGGGCAGGTACGCGGGAGTGTGGATNGAACAGAAAATTGGAAATCATAG 

TCAAAGGGCTTCCCTTGGTTCGCCACTCATTTATTTGTAACTTGACTGGGGTTTTTTCT 

G 

CTTAAAAATTTCAATTCTCGTGGTAACAACCGCAGAGTAGAAGGAGAGGGTGACTTTACC 

GAACTGACAGCCATTGGGGAGGCAGATGCNGGTGTGGAGGTGTGGGCTGAAGGTAGNNGA 

CTGTTTGATrrrAAAAAGTGTGACTGTCAAGNTTGTATCTGTTGCTTTTNTCAATGATT 

C 

AANGNGATACAAAATGGGGCTTCTNTCANTCATTTAAAAAGGAAAAACGCCGACCATCCT 
TTCTAAGGATTCTCTGTGGGAAAAATGGACTGTCAATTAAAATGGCGGGGTTTT 

Sequence 487 

CCCCAGGGTTCAGTCCTCAAGGGGCCATCCTGTCCCACCATGCAGTGCCCCTAGCTTAGA 
GNCTCCCTCAATTCCCCCTGGCCACCACCCCCCACTCTGTGCCTGACCTTGAGGAGTCTT 
TGTGTGCATTGCTGTGAANTAGCTCACTTGGTGATATGTCCTATATTGGGTAAATTGA 
AA 

CCTGGAATTGTGGGGGCAATCTATTAATAAGCTGCCTTAAAGTTCAGTAACTTACCCTTA 
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GGGAGGGCCTGGGGGGAAAAGGGTTAGAATTTTGTATTCAGGGG I I N I I I GGTGTACCC 

TGCCCGGGGGCGGCCCGCTCTAAGAACTAGTGGGATCNCCCNCGGGCTGCAGGGAATTCG 

ATNTCNAAGGCTTAATCGATACCCGTTCCGACCTCGAAGGGGGGGGGCCCGGTACCCCAA 

NCTTTTTGGTTCCCCTTTTAAGTGGAGGGGTTA 

Sequence 488 

CNCGNGGTGGCGGCCGAGGNACTTTG I N J I N MNM I I I I I I GAGGGTGGCTTTAT 
TT 

TCAATATTTGTCTTATTAATA7TTTTCTTATTTTATAATGCAATTACAACN 
GACAAAACAATATAAACAAAAGAATGTTAAATAGG I MUM I AAAAAATAAGCTTGGTT 
GGCTTTGCAANGGAAAGTCCATAATAANTCTTATTCCCCCCCAAATATTAAGTTTTATT 
A 

CTTTNGCCACNTAGAGACCCAAAAAATAGCTTATTGGGGAAAAAAATTANGTTATTTAAA 

AATANGCCTTAAAAACCACCAAGGAAAAACCCTTACCAGGGCNTATTAAAAATTAAACCA 

ATTAAAAAATTACCAAGGGTTTAAAACTTTTTAAATGGGNGGGATNGGCCT^ 

AAA 

Sequence 489 

NGCCGACCGAAACCTGGTGAAGCCCTTTGGGCGATTGGTGATCACCCCTAGATCCGTGAA 
AGCTGGCTGCGCCCCCATCCGGGCAAGCAGGGCCAAGGTGGCATCTTNACATTCCTGGAA 
CCCACCCAGTAACAGCAGCAGGTATTTCTTCTGGGTAAATGAAGAGCCT7TCGAAAAAAC 
TTTCTTGCCCTCAAAGTATTTACCATAAATTCTCTTTAAAAGTGGACATGGTTCAAGAA 

T 

CAAGNGGGCTCAAGAAGTTTNGAAAGTAAAAGi^GGTCATTTTCCTTAAGTTTCAAGCTT 
TTCAAGTTTTGNTATAACrriTCAAGCCCTCTGGCCCCTTTTTCAAAAAGAArmC^ 

G 

GGAGGAGGTCCAAA M M M M CTTTTNGTTTNCCAATACNTTTC M M I M 

Sequence 490 

NCCGCGGTGGCGGCCGAGGTACCTGATTTTATTTCNAGTTTTCATCCGAATCCACTGGGG 

AATGGGACGATTTTGCTTTTGTTTCTTGGCCAGGAATCGCTTAATCCTGAAAGTCTTG 

TG 

AGAAGACATGGCGAGCAGCGGAGTCAAGAACACACCACGATGGCGGAGAAAGGAAGAGGA 

GGCCCCGCGTCCTGCCCG 
Sequence 491 

ACTCCCGCGGTGGCGGCCGCCCGGGCAGGTACAAAAAAATAAAAAGGAGGCTGGTGGGAG 

AACTGCTTGAGCCCCAGAGTTTGAGGTTACAGTGAGCTATGATCACATCACTGCATCCCA 

GGCCTGGGCGATGGAGCGAAACTGTCTCTTAAAAAATGGCAGGGAGTTGGGGAGCTGGGC 

AGGTGCAGTGGCTCATGTCTGTAATNCCAATACCTCTGGGAGGCCCAGATGGGAGGGATC 

ACTTTGAGCCCCAGGAGTTTGAGACCNGCCCTGGGTTACACAGGGAGACCCCCGCTNAAA 

AM M l A AAAAANTAGTCATTNCTTAGTGGGTGCNTTCCCTGTNGTNCCCCACTTCTTT 

G 

GANGGTTTNNGGNCCAAGGATTTCTTTTNGCCCCTGGANGGACAAAGGCTTTCANTGAGC 

01 M M N AM M l A CCCCTTGGCTTTTAAACCTTGGGCCATATNAATTAGAANCCCTTN 

T 

CTTTTAAAAAAAAAAAAAAAANGGGGGGNGGGGCNCNCCCCCTN I M M M M I GGCCCA 

ANCNCCCCNNAi M M M M M 
N 

Sequence 492 

TCCCGCGGTGGCGGCCGAGGTACATGAGAGATAATGTTATGACAAGAATAGTTTCTGCAA 

CATTAAGTATGGGTCAAAAAAAGAAGAAATGGGCCAGGCGCGGTGGCTCATCCCTTTGGG 

AGGCTGAGGCAGGTGTATCACAAGGTCAGGAGTTCGAGACCAGCCTGACCAATATGGTGA 

AAACCCATCTCTACTAAAAAAAACACAAAACTTAGCCAGGCATGGTGGTGCACGCCTGTA 

ATCCCAGATACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACCCGGGAGGTGGAGGTTG 
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CAGTGAGCCCGAGATCACGCCACTGCATTCCAGCCTGGGCAACAGAGCAAGACTCCATCT 

CCCAAAAAACAAAGAAATGACTTTAGACAAATGGCTTGAATGAAATTACAAAGAGGAGGT 

GCATTAAAAAATCCCAGCAGTAAAANCTTTTGAAGAATTAAAATGACAGGCTAAAAATAA 

ATAATAAATGTTC 1 111 1 
Sequence 493 

CCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGTGGCGGCGTTGGGTTGAGCGGGCT 

TTTTGGAAGTrrGTGGCGGAGTTCTGTGATATGAGCAACAATGGACCAGAAGATTTTATC 

TCTAGCAGCAGAAAAAACAGCAGACAAACTGCAAGAATTTCTTGGGCAGGGC CTGG GGAA 

TGCTTTTTTATCTCATATTAGTGCCTGTGATGGCATCTTTCATCTAACACGTGCTnTG 

A 

AGATGATGATATCACGCACGTTGAAGGAAGTGTAGATCCTATTCGAGATATAGAAATAAT 
ACATGAAGAGC7TCAGCTTAAAGATGAGGAAATGATTGGGCCCATTATAGATAANCTAGA 
AAAGGTGNCTGTGAGAGGAGGAGATAAAAAACTA A 
Sequence 494 

CGCGGTGGCGGCCGAGGTACTCATGGTTGCTGTAAATTAAGGCAGCCGTTCTGCAGGGTT 

TTGCTTAGCCAGGCTCCTCTGAGATCTGGCTATTCTGTCTTGTGGATTTTCAGTCCCC 

GC 

GTACCTGCCCGGGCGGTTCG 
Sequence 495 

AGATCTCAAGATCTGGACTTCTGTTGAAAAATTTTCCCGTGAGGNTNACTTATGTCTG 
TA 

AAGATGGGAAAAAAATACAAGAACATTGTTCTACTAAAAGGATTAGAGGTCATCAATGAT 

TATCATTTTAGAATGGTTAAGTCCTTACTGAGCAACGATTTAAAACrrAATT^ 

AGAGAAGAGTATGACAAAATTCAGATTGCTGNCTTGATGGAAGAAAAGTTCCGAGGTGAT 

NCTGNTTTGGGCCAANCTAATAAAAAATTTTCGAAGAATNNCCCCCCNCTNGNAANCNCC 

CNGNCTTGAAANCNTTTTAAAAAAAAAAGAAAANGGTTTAAAANNGTAAAAGGGGNCCCC 

CNCCCI II II I lAAAAAAAGNNGAAAAAAAGGGGNGGGGGGG 
T 

Sequence 496 

CGCGGTGGCGGGCCGGCCGGGCAGGTACCGTGAAAAGGGCACTTCTCCTTGAGAAGGCCT 

GACAGTGTCGTTAATGTCCTGCTGGCGCATGGTGAAAATTTCAGGGCAACAGTAAAGCAC 

CCTCTTTAATTTCCCTTCTCCAAGCCCAAGCTTTTGCAGGTAACTGGAGCGCTTCCTC 

AT 

TTGCATAATAGGCAGTTTCAATAACTGGGGAC 
Sequence 497 

CCGCGGGTGGGGCCGGCCGAGGGTACNNNGGAGGCCTCATAANGGCNGGGNATCNTCGAG 

GNTGGTATNGNACTGNTNANAAAGCCNNCATGGTGGTANCNCACCAAAANCTCACAAGAA 

CAATTGNNGCNGCGAAACAGGCAACAGANTCTGNCATTATAtAATAAGGGCGTGGTACGG 

TTGGGGAACCCCGNANGANTCNNTATGGTCCTTGNTTNGCAAGCNNTGCATTTTAAATCA 

GACGACCGTNAATTTGTTANCCCCAANCCTTNTTANAATAAATCGGCAATCGCGCAATAT 

CTCATCATTNANCNACTGTGGACGACTTGACAATCTTAGTGGCTTNATGGACTTATTGCA 

AAACTCGAGAAAGAACAAACCTAGGGGTGCGCCCTGACCTTCGGAATAATTCGTAAGCTA 

TATGTGAGAAACTAGCAACAGGGCGTTTCATTTATGNGNAANGGGACGCGAANTGGANGA 

TAATTATGTAANAAGNGGGCCCCTACGANTTTGGCCCCTAGACGCCCAGGGAAACCGCGG 

GGCNCCATGCATNACNCANACTTANGGNAGGGGTANTTCTCCNCACACNCNTCNTTTTCG 

ATTTGGANAATANGCTGGGAATNAATCCTACATGACCTGTCATTTTCGGAGTTATCGCNG 

GCCGGTACNGNNCCCCCCCGGGGGGGGGGGGGGGNCCCCCCGGGNTTANCCCCCCAAGCT 

I 1 I 1 1 I I GGTTTCCCCC i I I M NAGGTTGGAAGGGGGGGTTTNAAATTTTGNCCGGCC 

GC 

CTTTTGGGGCCCGGTTAAAAT 
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Sequence 498 

TGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACGGGCCTTCCACTTCAGCTGACT 
GAATTTAGGCAGTTCTGGCCAGTTCAGTTTCCGCACCCAGGCCTCCTGACCCATGGTATC 

TACGATGAGATCC 
Sequence 499 

GTGGCGGCCGAGGTACCTCAATTGATGATTTCTGGTATGACCTAGCAAATACACTGCTTT 
CACTGAAATTTCAGTCTTGCAATCTGCTTTGGGTTCCCCAATCTAAGACAGAAACATACT 
CATTTTCCCATCACTGGACTTCCAGGTTGTTrrCAATTnrCACTGTTACAAACAAGGT 
G 

GCAACATTTATCTACAAACCTCTTGGATATTACACCGTAGGNAAGCTTTCTGGGTTATT 
T 

CCACCTAGTGAAACCTTGCTCAAGTTTGAAGGGGGTANTGTTGGGATNCTTTCATCTT 
TT 

TAATTAAAATTATTTACCAACCATGTTGAAAAAGCCCCGACCAATGGTCAAGGGACTGNG 

CAAAGGAGGTGCCCACCAATGTTGAATGGGGGNTGGTGGGAAATGGGCAANGCTTCACTG 

NTANACAAGGGTGGCTTGGGGGGACCTCAAGTTTTGGGGGTTCTTTGGGAGNAAAGCCAC 

TTTAGNTTTATTAGCCAAGGAANTGTTCTTCATAAAAATTGGGTNTTCTTGGATTTAGG 

A 

AGACCAANGAAGTTAGGTTNGGGGGGAAAT 
Sequence 500 

CGAGCCGGGAGCCATTNANAGTTGTTAAAAGCCTNGGGGGTGCCCTAAATGAGTGAGCCT 

AACCTCACATTTAATTTGCCGTTTGCGCCTCAACTTGCGCCCGCTTTTCCAGNTC^ 

AAAACCTTGTCCNTTGCNCAGCTTGCATTAAATGGAATCGGNCCCAACNGCCGCCGGGGG 

GAGGAGNGCTGGATTTTGCCGTTATTTGGGGCGGCTTNTTTCCCGGCTNTCCTTCCGCTT 

CAACTTGNACTT 

Sequence 501 

ACATACTAGCNNGGGTAGCATAAAAGNTGTTAAAGCCTGGGGGTGCCTAATGAGTGGAGC 

TTAAACTTCACAATTAAATTGCCGNTTGCTGCTCCACCTGCACCTGCTTTNCCAAGAT 

CT 

GGGGANAACACNTGNCGTGCCCAGGCCTGNNATTAAATGCAATTCNANNNCAACCGCCGG 
NGGTGGGAGNAGGGACGGTNATTGCCGTTAATATGGGGGCCGCTACTTTTTCCCGC 
Sequence 502 

NACAAACATTACGAGCCGGGTAGTCATAANAGCTGTAAAGCCTGGGGGTGCCNTAATGAG 
Sequence 503 

GCGGTGGCGGCCGAGGTAC I M I 11 I I M I I M I I I t I I I I ATGAATTATTTATTTTCTT 
TCTCAGAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCAGGATGTGGNTTNTGNATGTG 
CCCACAGACGGGGTGGTTCTAGACGGCCGCTCTNNAAC 
Sequence 504 

ACATACTTANCCCGGNAGCATTAAAGTGTAAAGCTCTGGGNNTGCCTAATGAGGTGAGCT 

AACTCACATTAATTTGCGTTGCTGCTCACTGCCCCGCTTTCCAGTCGGGAAAACNCTTGG 

TCNGTGCCCANGCATGCATNTAAATGNANATCGGCCCAA 

Sequence 505 

CACAACATACGAGCCCGGGAGCATAAAGTGTATAAGGNCTGGGGTGCCTAAN 
Sequence 506 

CGGTGGCGGCCGCCCGGGCAGGTACTCGTCTTGGTGAGAGCGTGAGCTGCTGAGATTTGG 

GAGTCTGCGCTAGGCCCGCTTGGAGTTCTGAGCCGATGGAAGAGTTCACTCATGTTTGCA 

CCCGCGGTTGATGCGTGCTTTTCGCAAGAACAAGACTTTCGGCTATGGAAGTCCCCATGT 

TGATGGATCCTGAGGCTTGAAAAAAAACTGAAAGAGAATAAAATATCTTTAGAGTTCGGA 

ATTATTGAGAAAAATCAAANACTCCCNAGTTTTGATGACCTGNGAAGGAATATTTCNGAG 

GGACNCCANGCCCTTTGGGGNAAGGANTCCTTGACTCTATCTTTTCAAAGGGAATGNAAA 



Page 89 of 22 1 



wo 01/42467 



90 



PCTAUSOO/33312 



Table 1 



ATTCCTAGTAACAGGCCCTNTAAAGACTNAANACCAAACTTTGGACTTCTTGCTTGGATT 
TTCN MM I ATTCCC I I I I I M I I I ATTN I I I T M I AAAAATAAANAAAATAATTTAATT 
TTAAACTTGGNACCriTTCCrrAAATAATATTACCTTTCTNATTCAAAAGGTGGG 
N 

GGGAAAATTTCC 
Sequence 507 

GGCGGCGCCGGGCAGGTACGCGGAAATCCCCTAACTTCCTTGCTATCTTCCCATNCCATA 

TTTAGGTTAGATNGAGAAGTGTGTATGTGTGTGTGTGTGTGTGTTGCTCNGCACAGTNGA 

TGAACTGTAAACATAAATTGAAGATATTGGAAAANTACATNAANTTATGGACCAACATGA 

CAATTTTCATTAGGACTTCCTATTCANAGAGTATCAGTTTrOACANNTTGGGTATTAGNT 
A 

CTAGTATNAAACATTTCAGATACTTGCACTGATTTTCTGGTGGANTAAAAGCAANGGCTT 

NTACAAGTTNTAAGCATGTCTTNTANGNCTATGCTTTGGAATACCAGCTAATAACCAAT 

C 

AACAAGNCCAGNAGCCTTAANGTGGTAI M M I I GGTTGACCCTAAAAAACATGGAAGCT 
NAANGGGrrrCTNCAAAAANTTGCCTTAACCAAATGGAAANTAGGTGGGGGGAAG 
Sequence 508 

TATCCGCTTCACAATTCCACACAACNATACGAAGCNCNGTTAGCATTAAAGTGTAANAGC 

CCTGGGGTTGCCCTAATGAGTTGAGGCTAACCTCACATTAATTTGCNTTTGCCGCTTNAC 

NTGGCCCCGCATTTTCCAGTTCGGGGGAAAACCNTGATCGTTGGCNCAGGCNTGCCATTT 

ANATNGGAATTCGNGCCCAACCNCNCCGGTTGTAGGAGGGNCGGGTTTTGCGGNAATTTG 

GGNGCGCTTCTTTCCCGCTT 

Sequence 509 

CCNANGTACACTCCCACCACCACCNCATGGTCTCTTTCATATNNCTCAANNNTCAACNTG 

NTCCTGNGGCTTCATAATTNTCCTNTTNCATCTTTTTCACTTCNNANGCAAACACCGC 

CT 

CNNCTNANGCTNTNNANTCAATNCANTTNNCCTTAATNNAAATCACAAANTNTCCTCC 
AT 

TACNCANNAANNTNTNNNCATTCANNNCCACAATCCNGGTNNTGGTCTNNCTNNNCCACA 

TCANCAAAAATCACATCCACCATTNCNATCCCNCNTACCTTCCCNNNCCNCCCCTCTAAA 

ACTANTNNATCCCCCNNNCTNCAANAATTCNATATCAANCTTATCNATACCCTCNACC 
TC 

NAANNNNNNCCCNTACCCAACTTTTNTTCCCTT 
Sequence 51 0 

CGGCCGCCCGGGCAGGTACTCTCTGAGCCAAGGACATTCTCATTTAAACAGTTTAAANAG 

GCTGGGNGCNGGATCGGGAAAAAAAAGAAATATACCCTGGCAGCCGCCTGCCCGGCCGGA 

AAGCGGANAGGGACNCTAANATCAGCAAATTCNCCAGTTTGGATCCTTGTCCmTCCGC 

CCTTTTCCCCCCATTAAATCCANAACCCGTCACATGATAATTAANAAAANGGTTCAGTTC 
CTCCTCCTCAAACCACTTCCNGTAAGAGGATCCCCCNCNTACCTCNGCCCCTCTAAAACT 
AGTGGATCCCCQCGGCCTGCANGAATTCNATATCAACCTTATCCATACCCNTCACCCTCA 
AGGGGGGGCCCCGGTACCCAAC M M M GTTC 
Sequence 511 

GGGGGAGGGCAGNAAANCAAACCACAGCNCACNGCANGGGCACACANCACAATCCCCAGC 

AAAAAAAAAAAATNNNTNNTNCCAAACANAAAGAGCCTGGCCAGGGGGCCCANACGGGCC 

NNAAAGCCCNGGAACCAAI I M 1 I NTGGGGGCGGGGGCCCCCCAAAGGGCGGGAAAAACA 

GCCACGACCCACGGCNCCAAGCNCGAACAGAGAGCNGGGGGAGACGCNGCCAAAAGCAAA 

ACGGCGGCCAAANCNNAGGGAGCAANNNGGGGCGAAAAGNNNAACGGAACCANNANGAAA 

NAAAANCAAAANAAAACCGGACCANA 

Sequence 512 

AGCANCACCGCGGNGGCGTTTGCGGGAGAAACNGNGGACCCCCCGGGCTGCAGGAANNCG 
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ANANNCNATTTAGGGNGACNNAAACCCC 
Sequence 513 

NAGNCACCGACGAGACCAGATTANACNTNGGGGGCNGNAAAACCCCAGCCCCCCCCGGNC 

ACAGCCCNAAAGGCCAACCCTTTTTGGAGGNGCNNGGGGANGCAAACNGAAAAANAGCNG 

GAAAAAGNAGGAGNNGAAGCCAAACAGCCAAANNCNGCCANNAGGAAGNGNGNAAGGGTT 

TTGCNANTTTTTTNANGGGGGGGGNANCACAGCCCCNGAANAAAGNCCGGGCNGNCGNCC 

CNGAACGAGGGGGGGGGGGGGGGGGCNGCAAGAANNGGGNGANCAAAGCNNNANCGANAC 

CGGNGACCNNGNAGGGGG 
Sequence 514 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTCCGAAATCTTACCTTCAGT 

CTTCTCTGCCACCCAGTCATTTATATGCTTCCTGGACTCTTGAGTGTCTTCAGCAAAG 
GA 

CAACTCCTCCAGCTCTGCCTGATAGAACTTCTGACAGTATTCTTrAAAGTCTGGAAGGAA 

ATCACACGTCTTTTCTCCAAAGAGTCTGTTGGCAGTTCTAAGCAAGTACGCGGGGTAAGC 

AGGAAGTGAAACCACAGAGCTTCAAAAAAAGAGCGGGACAGGGACAAGCGTATCTAAGAG 

GCTGAACATGAATCCACAGATCAGAAATCCGATGGAGCGGATGTATCGAGACACATTCTA 

CGACAACTTTGAAAACGAACCCATCCTCTATGGTCGGAGCTACACTTGGCTGTGCTATGA 

AGTGAAAATAAAGAGGGGCCGCTCAAATCTCCTTTGGGACACAGGGGGTCTTTTCGAGGC 

CAGGTGTATTTTCGAGCCTCAGTACCTCGGGCCGGTTCTAGAACTAGGGGGATCCCCCC 

Sequence 515 

TTCGCCCACCGGAATGATCACCAAGACACACAAAGTAGACCTTGGGCTCCCAGAGAAGAA 
AAAGAAGAAGAAAGTGGTCAAAGAACCAGAGACTCGATACTCAGTTTTAAACAATGATGA 
TTACTTTGCTGATGTTTCTCCTTTAAGAGCTACATCCCCCTCTAAGAGTGTGGCCCAT 
GG 

GCAGGCACCTGAGATGCCTCTAGTGAAGAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

GGCGGCCGCTCGACGTGGTCGCGGCCGAGGTACAACTGCAGTAAGAGGGACGGTTAATTC 

ACAGCTTCCAGCTCTTGGCGCCAGAGTCCGATGCACTCCTGCAGATAACGGTCATTTCCA 

TTTCCGGGAGAACCTCTTTCGAAAAACAACCCGGATGAGACTATCTGGCAAATTGCAGCC 

CTTGGCGGGCTTT 

Sequence 516 

ATTGGAGCTCCCCGCGGTGGCGTrnTGCTCTTGTAGCCCAGGCTGGAGTGCAATGGCAGG 
ATCTCAGATCACTGCAACCTCTGCCTCCTGGGTTCAAGCGATTTTCCTGCTTCATCTT 

cc 

CAGGTAGCTGGGATTACAGGCATGTGCCACAACGCCTGGCTAATTTTGTATTTTTAGTAG 

AGACTGGTTTCTCCATGTTGGTCAGGCTGGTCTCAAACTCCCGACCTCAGGTGATCCGCC 

CGCCTCGGCCTCCTAAAGTGCTGGGATTACAGGCGTGAGCCACTGCGCCCAGCTATACTG 

TATATrrTAAGGAAGTTCCAGCATGTTGCATCTTCTGCATTTATCCCTATATCATTAAAA 

GAACATAAAGTTATCATGGTGTTGGGTAAATTAGCGAAATTCAACCCCTTCCTAAGGTTT 

AAGGGGAAAAGGTATTTTTAAAAAACAACTTAATNAAAACTTTACCCTTCTTATACAAGA 

GTGGATTTCCCCCTTAATTAGGGATGCATGGTTGATTAAACCTCNAGATACAGCTTTT 

TT 

GCAGTAATGGGGGGGNTGGGT 
Sequence 517 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGTGTTGATCCAGTTCTTGCTT 

TTCAACGAGAAGGATTTGGACGTCAGAGTATGTCAGAAAAACGCACAAAGCAATTTTCAG 

ATGCCAGTCAATTGGATTTCGTTAAAACACCGAAAATCAAAAAGCATGGATTTAGTAGCT 

GACGAGACTAAACTCAATACAGTGGATGACTAGAAAGCAGGTTCTCCCAGCAGAGATGTG 

GGTCCTTCCCTGGGTCTGAAGAAGTCAAGCTCATTGGAGAGTCTGCAGACCGCAGTTGCC 

GAGGTGACTTTGAATGGGGATATTCCTTTCCATCGTCCA 

Sequence 518 
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AAACCCCACCCCCCAGGGGGAAGGGNNGAAGGGAGGGGCTTGGAGGGCNGAGGGGGAAGC 
CCCCGGAAAANGACNNCCCCCAACCAGGGGANAANAGACCCGGNAGGGACAGGCNAAGGA 
GAGGGAACAGGGGAACCANCACTTTTNTNTTTTTGGGGGGCACNNGGGCNGGGACCCCCC 
NACAAAAAAAA^IANCCCCCCGCCAGGANGGGGGGGGGGGN^IAAAGGG^IAAAAAAAAAACA 

AGACCCAAAGAAAAAAAAC 
Sequence 519 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTTGTCAGCAATTTTGACAGTCAT 
TAATGTTTGTCATAATTrTAAATAAAGTGTCTGGGTTTCAGAATAAAAAAAAAAAAAAAA 
AAAAANCAAAAAAAAAAGTACCT 
Sequence 520 

GGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTATGTTGAATAAATGTTTTTTTCC 

CTTTTAATTTTTCTGCTTCCCTAGTGCATAGAATTGAACTGCTTAGGGAGTTTGAGG^^ 

G 

CAGTGAGCTATGGTCATGTTACTGCGCTCCAGCCTGAGTGATGGAGTGAGAACCTGCCTC 

AATTAAAAAAAAAAAAAAGAAAGAAAAAACAGTGCAGTGGGCTCATGCCTGTCATCCCAN 

CAGTTTTTGGAAGCCAAGGCAAGAGGATTCCCAGGAGTTCAAGACCAGCCTAGGCAACCT 

TAGCAAGACCTTGGTATCTTCCCAAAAACCTTTAAAAATTAGGTTGTGTGTGGTGNTGCC 

TGGCTGAGATGAGAGGATTTGCTNGAATCCAGGAANGTGGAGGCTGNAGTTGAGCTATGA 

TTNGGGCCNCAGCANTTCCAGGCCTGGGGNACNCCAGGGGATACCCTGGTCTTTAAAAAA 

AAAAAAAAAAA 

Sequence 521 

CCGGGCAGGACGCGGGCGGCTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAA 

CGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACATTGATCATCGACACTTCGAA 

CGCACTTGCGGCCCCGGGTTCCTCCCGGGGCTACCGCCTGTCTGAGCCGTCGCTTCCAAA 

AAAAAAAAANAAAAAAAAAAAGGTCCCT 

Sequence 522 

AGGTACACCTCCCCAAGCTCTCTTCCTCCGGCTCTAGCTATATAAGACGTGCCTGCTTCC 
CCTTCGCCTTCCACCAAGACTGTAAGTTTCCTGAGGCCTCCCCAGCTTCCTGCATGCTTC 
CTGTGCAGCCTGCAGAACTGTAAGTCAATTAAACCTCTTTTCTTrATAAATTACCCAGT 
C 

TCAGGTAGTTCTTCACAGCAATGTGAGAACAGACTAACAACAATCAACTCATGGCTTTAA 

CACAAAAAAAATAGGTAAGTTCAAAATTAACATATTACCACATCCAACTTCTTTATTCTT 

GAGAAAACAAAAAAGTCCAAAATCAAAGGAAAGCACCCGTTTTAAACCCTCATATCTTTG 

TCAGGGCTCACTGCAGTCTGGCCATATCTCAAGCAGGTC 

Sequence 523 

TTGGAGCTCCCCGCGGTGGCGGCGGCCCGGGCAGGTACGCGGGGGAGTGAGAGGGAACGA 

GAGTAAGAGAAAGAAAGAAGTGAGGGGATGTAAACTCGAATAAATTTCAAAGTGCCTCCG 

AGGGATGCAACGGGGCAAAAACTGAACTGTTCAGGCrrCAGATTGTAACTGACGATCTGA 

GGAAAAATGAGGTTTGTGTGATTTTGCTAAAATGCATCACCAACAGCGAATGGCTGCCTT 

AGGGACGGACAAAGAGCTGAGTGATTTACTGGATTTCAGTGCGATGTTTTCACCTCCTGT 

GAGCAGTGGGAAAAATGGACCAACTTCTTTGGCAAGTGGACATTTTACTGGCTCAAATGT 

AGAAGACAGAAGTAGCTCAGGGTCCTGGGGGAATGGAGGACATCCAAGCCCGTCCAGGA 

Sequence 524 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGCTCTTGAGGAGTGAGACTG 

CAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACTGTTGCTGAGTTCATCAAGAGGA 

CCATCTTGAAAATCCCCATGAATGAACTGACAACAATCCTGAAGGCCTGGGATTTTTTGT 

CTGAAAATCAACTGCAGACTGTAAATTTCCGACAGAGAAAGGAATCTGTAGTTCAGCACT 

TGATCCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCTGTTAGACATCA 

TTTGTAAGTGCTGGAGTGCAGTAACGCCATCTCAGCTCACCGCGACCTCTGCCTCCTGGA • 
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TTCAAGTGATTCTCCAACCTCAGCCTCCCGAGTAGCTGGGACTATAGCAGTGCACCACCC 

ATATATGCAATTTC 
A 

Sequence 625 

AATTGGGGGGNAACNACNGGCCCCCACGGNCCCNCNGGCCAGNG CACCC AI Mill I NGN 

GGGNGAGAANNCNGGCCACCCNGACCCGGAGAGGAAGGAGACNGTTTTTNAAGNNGCCNC 

GGGCCACACNCNAAAAANCGACCCGCAANNNGCACCGACAAACANCGGNGNGCNAAAACA 

NAACNNGAACANCCCGAGGAAACCGCCCNAI I I I 1 1 1 1 I I GGGGGGGNCCAANGAGGGGC 
CCGNCGCCACAAAAAAAAAACCAAGGCCCCNGGGGGGGGGGGGGGAGCCCAANANNGGGG 

NGGGGGCNN 
Sequence 526 

AACTTAATGTCTTCC I I M I m M I CACTGGCTTTTTCATANATCGAGACATGTAAGCA 

GCATCATGGAGGTAAGTTTTTGACCTTGAGAAAATGTTTTTGTTTCACTGNCCTGAGGA 

TATTTATAGACAGCTCTAACATGATAACCCTCACTATGTGGAGAACATTGACAGAGTAAG 

ATT7TTTNGGGGNAAGAAGAATCCTACAGGGTCATGNTCCCTTCTCCTGTGGAGTGGGGG 

GGNAGAAGGGGTATGGCCCCAGGGNNGGCCATATTACTGACCCTCTACAGAGAGGGCAAA 

GGAACTGCCAGTATGGNATTGCAGGATAAAGGCAG 

Sequence 527 

AGGTAGTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGG 

ATCCCTACGACAGTCCCCTGCTCCGTC7TCCAGAGCGCTTTGTGAACTTGTCCAAATAAG 

AACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGTT 

TTTCCACTATTCACACTCTGTGGCGTAACCTTCTTGAATATAACCCCAAATGTCACCCA 

A 

TCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTrGATCTGAGACAGTCTGATCAG 
T 

Sequence 528 

AAGGANAATrnrTTGGGGGGNCAAAAAAACCCCANCCCCCCCACAACCANGCCNAACTNA 
ATCTTNGGNAAAAGAGGGAAANAGGCCCCAAAAAGGACAAAAGGGNNCAN NCANAAA AAC 
AAANNNCCAAAAANCCGGCCAANAANANNNCAAAANNNNCCCCCAATTTTNl i i i i i iGG 
GGGGGGGAAANGGGAAGNNACCCCAANGNACGCAAAAACNACCCAAACAGGGGGGGG 

Sequence 529 

CCGCGGTGGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTGGACAGG 
ACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGGAATGGCAAC 
CGTGACCAATTTTTGGCTCAAGTTAAAATACCAAAAAC 
Sequence 530 

CGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGGAAACCCATTTGGATTAATTAGA 

GGTCTGTCTGAAGGAGTTGAAGCTTTATTCTATGAACCCTTCCAGGGTGCTGrrCAAGGC 

CCTGAAGAATTTGCAGAGGGGTTAGTGATTGGAGTGAGAAGCCTCTTTGGACACACAGTA 

GGTGGTGCAGCAGGAGTTGTATCTCGAATCACCGGTTCTGTTGGGAAAGGTTTGGCAGCA 

ATTACAATGGACAAGGAATATCAGCAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCC 

GGGCGGCCCGNTCTAGAAGTAGTGGATCCCGCCG 

Sequence 531 

ACATTACNAAAAGGAGAGGNGGCCCAGNNNAAACACNCNGAANCCANCCNNGCCCNGAGN 

AACAAANCACNGGAGAACAAAAACGAAAAACAGCAGGNCCCNCNNNNAAANCCAANNCAN 

ACAAAAANGNCAAAGNAGAACCAAAAGCCANGNGNCCCGCCAANAAAGCCNCCCCAAAAG 

CAACAAAGAGGNCNGCCCAAACCNCCNAAAAAAACAAACCCCCAAGANGAAAAAAAACCA 

AAACCCCNAANGNAAANGAAACAANCAACCGGGGGCCCCCCAA 

Sequence 532 

TTTTTTATTCAATTTGCGATNGACAGNNNTAGNTTNAAATGTTNGTAACACTCTTAGAN 
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N 

NNCTGGTTTGTTCATTTGACATNGGGGCTGCACCAATTTTTATTACAAAAATCAAAAAA 
G 

TAAAAATTCTTACAATATTTGCAGAGTATAACCACTAGTTGCCTAGACAAAAGCTAATT 
T 

CTACAAAATCAAAAACTTAATGCAGTTTTATTAAGAGAGTCAAAATTCTCTCAGTTAAC 
T 

GGATATACATAGTGGTATATATCTTAAAGCAGAAAACCCCAAAAAACAAAAACAAGGAAA 
AAAGAAAATACATGTCAACAGTCAGGTAAATATTTTGACCTGACAGGTTCTACAAATAGG 
GGATTTTCACTACATATAAAGGAATCTGTTACATGGGGGTAAAACTTCCAGAGACCAAGT 
AGGAAGNGGTGGAATAAAAAACCAATAAATNCAAACGCCACCCCAGGCTGG 
Sequence 533 

CCAGCTGCTNGCCTGCAAAGANGAGCCTCCTNNGGGGGGGGGNAAAACCCCNCCCNANCC 

NGGANCTTGGCCTTCACANTNNCGATGGGGGGCACTGGGCGCCACCTCANGGGAGAAGGG 

CTTGCCGGGAAGGGNTNNCACGAAGAACTGCATTNNGACCTGGNAGCGGAAACCAGGATC 

CTGCCAATNTNTNNACCACGGGGCACCCACAGGGACACAAACAAGCNCACCCAACAAAGC 

CAACCGCCCCNNCCCGNGGACCNGCCCG 

Sequence 534 

CCCGCGGTGGCTCTTGGGGCTAACCTCTCTGCAGATGAAAAAGCAGCTGAAAGGAGTTTT 

TGGCGNCACCAATAACCCTAAAACTGAAGCCTGATTACTGGAGTGACAAACTACNTGAAA 

GAAGCAGAAGCCGTTTGCTTATTATCGCCGGACACACACTGCCAATGAGCGGCGGCGGCG 

TGGTGAAATGAGGGATCTCTTTGAGAAATTAAAGATCACNTTTGGGATTACNTCATTC 

TT 

CCAAGGTTTCCAAAAGTCTCATTCTTACTCGAGCCTTCAGNGAAATTCAGGGACTAACAG 

ATCAGGCAGACAAATTGATAGGACAGAAAAATCTCCTGACTCGAAAACGGAATATTCTGA 

TACGGAAAGGATCGNCTCTTTCAGGTAAGACAGAAGAAGTGGGCCTGAAGAAGCTAGAGG 

ATATTTATGCAAAACAGCAAGCACTAGAGGCCCCNNNNNNNNNNNNNNNNNNNNNAAAGN 

ACCTGCCCGGGCCGGCCGCTCTAAAACCAGGGGGATCCCCCGGGCTGNAGGAATCNAAAT 

CAAGCCTAATCGAAACCGNNACCCNCGANGGGG 

Sequence 535 

NGGGCAAAGGGAAGNAACAGACACACNCTNNTGGGGGNGGATNAAACCCGGGACCAGAGG 

CTCAGNGGNGGGAGAGANCCCTGCTTACCCACCAACCAGAACGNGGCCCGCCNAGAGGCT 

GGAACNGAGAGAAAGAANCNGGGGCTGGCNNAAGAAAANANAGACANNCNCACAAAAGCC 

NAGTNCATNTTTNNTTNCCGNNGGGACCGNNCACCCGCAGAAANANNNCACAANAGGCCG 

CCGGNCAAACGGGGGGGAGCACGGACNGTCAGGNCNCNGGGAAGGGGGCAGCGCAACCCG 

CAGGGCNNCNCCCCCCCNGGCCNNNGGAGAACCAGGGCCCNNCNCAGGGGCCCNAGGGAC 

CGCCAGGCNGGNNCAGCCAGGAAGGCCAAAANCAAGAGGGAGAAGGAGAAAGGNGNAAAA 

AAGAAAAAGGGGAGGNGG 

Sequence 536 

GGGGANCCCGCGGNGGCANATTGGGGGGGAACACACAGCAAAGANACGNNACAGCCTGAG 
AGCTTTCCTTGGGGGGGCTTAAAACCCCCCGNCCGNCCATCTATCCATCCATCTGCTCAT 
CCNTNCCTCCATCTGCGCAACAAACGCNAGAGAANCAATCCTTGGGGCAGATACTGGGGC 
TGCCCTCAAGGAGCTNNNATAGAGGNCAGGGGACCTTTGNCGCTNTTTNNCTAGGGGANC 
Sequence 537 

GGNCCCCCCGGGCTGCAGGAANNCGANATNTNCTTTAGGGNGACCAAAACCCCC 
Sequence 538 

GGCACCCCGCGGNGGCCCTNGGGGGGACAACNCCGCGCCCGCCAGNAACAGGCCACAGCC 
CAGAGCTCNNTCGGGGGCNNAAAAACCCGGACAAGCNGCANGCGGGGGGACAGGNCTGCG 
GGNCNTGGAAACACTGGACNGGATGGCACANGAACCAGAACTCCGCTCCGNTTGGCTGCC 
CAAGGANCCCACCAACNCATNCTAANCAGCGANCACNGAGGAAACGCNTTTTANNCCGAG 
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GNACNANNNCANAGAACAGGCCNACCGCAAGGGCANACCAAGAAAGGGGGGCGNAAGGAN 

AGNNAGGGGGNAACAANGNACCANAGGNCNNCAAANGNCNGACANNCANCNNNACCCNAC 

CNCNAAANGCCCNNCCNTNNCACAANANCNNNCCNGANNGCNGNGNAANAGAAAAACAAA 

CAAAGACANGGAANNACCGGGCANANNAGCAGAACCAAACCGGAAAANGCANGGAGGGNN 

CAAAAACACCACCNACAGGAAGGAANAACCCAGAGGAAAAAGGCCGAAAGAAAGAAACCG 

AAANANAAGACCNGGGCCGAAAAAGCNNACCCAGGAGGAACCCACNNNCACGAAANCAGA 

ANNNCCCCCNNCCAACCANNAAACAGGGGGAAAAAAAAAAAANCNG 

Sequence 539 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTCTTTTTTATAGTTTT 

TTTG I I I I I G TGA I I M I M I M I IG G I \ I I I GTTGTTTTGTG I » M I I I iCCTTTTTTT 
TTTGGTTCTTAGAAAATCTGAGACACGTGAGGCCAGACAAAGCAAGGCCGGGGCTGATGG 
CCTGGCTGCCTGGTGGTTGATGGTTTTGCTCCCCCTACC I M I I M I I GAGTTTATTCT 
G 

ATTG A I I I I II I I CTTGGTTTCTGGATAAACCACCCTCTGGGGACAGGATAATAAAACA 
T 

GTAATATTTTTAAGAAGGAAAAAAAAAAAAAAAAAAA 

Sequence 540 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTATTTGCTAAAAAAATGCT 

AATGATATCCAAACCATCAGCTACTTGTAATCTTTTTGCTGGTGGAGGGTTTTGTCTCA 

A 

TTTTGGTGGCTGCTGACTGATCAGCGTGGTGGTTGCTGAAGGTTGGAGTGGTTGTGGCAA 

TTTCTTAAAATAAGACAACAGGCTGGGTATATTGCCTCATACCTGTAAATCCCAGCACTT 

TGGGAGGCTGAGGTGGGAGAATCTTTTGAGGa^AGGAGTTTAAGACCGGCCTGGGCAAGA 

TGGTGAGACCGTGTGTCTGCAGAAAAATGAAAAGAAATTGGCTGAGTGTGGGGGTGCATG 

CCTATACTACCATCTACTAGGGAGGGTAGGATGGAAGGGTTGCTTGAGCCCAGGAATTCA 

AGGNTGGGCCACTGCACTCCACCCTGGATGGCAGAGTGAGATCCTGCCCTCAAATTTTAA 

ATNA 

Sequence 541 

I I II N I M I II II I I M GTTAAAAGACACAAGTAGTGATATATCAACATCTGTTTAACT 
CGTGACCGTTTC 1 111 11 1 CAACTTC I 11 i I I CTTrrCAGTGCTTTCTTGTTCCATTACC 
TTTTCCTGATTTCCACTTTCAGTTTCCATTCGTTCGCTATCTTCTGGTAGCCACAGCTC 
A 

GCTCCAATCTGCGAAATACGGCACTCTCTTTATTGACTACTGCTTCTCTCGGCCCCCGCG 

CGGCCCCGGGAGTACCTGCCCGGGCGGCCGCT 

Sequence 542 

GCCGCCCGGGCNGGNACAAAATGTTAAAGACGTTGTTTGTATNTGTAAGGCTGGTGTATT 

CAGAGAGCATNATCTCTTATTCCTCACTTTCCACCCCCGTATTTTGTAATGACCATGAT 

C 

AATGTTTNTAC I I I M GTNTAATGGGGTGGGGTGGAGTGGGGGCTATCTGAGAGTCANCC 

TGAGGTCTTTAGAGGACCANCTATTGTATCACCTTGGATACTTGAAGTTT 

Sequence 543 

CAAANACTTTGGCCANANTAAAATNGNTGGAACTANAGGTTTCTTTTTAAAAAAAGGAAG 

GGTTAAAGAAGCCAAACGGTNGCTTTTNGGGGGAANGCCANGAAAGAAAANAAGGGGGGA 

GNAAAAAAGGCCATGNCCATTCNTNTGCCCCTTGGNAATGGAAGCCCCANGGGGGGGNAC 

ACCAAGCNAAANNAAGAAAAGGCCCCACCTTNATTCTTCAATTTTTAAAATTCCTT^ 

A 

CCAGAACATTCTTCTTTTGGCAACAAGNGGTCTTCCCCTTNGGGATTGGTCGGAAANAAA 
TCACCCATTGGAAGANTGAGAGAGTNCACTGGGAAAAGCGGCCCACCTTATTCAGTCCCC 
TCCCGTTTCTTGGCGTNTGGCAACCAAAAGNTTNTTCCTGGCGGGGCGTTGGGGACCCCG 
TNTTTCAAACCAAGTAAGGAAGGGGCCTTTTAAI I I I I GGGGACCTTTATTAATGGCTT 
N 
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AGAAAAANGCAATNGGTAAGNGGCCTTTCNTTGNGGGNGAATNAAGGGGCCCCACGGAAA 
AGCTTTTTCCCCTTGGAATTGTACCCCGGCCGGNACCTTTTTCCNAANGCCCCCCTTNNC 
CCTTTANAAGGACCCCCCAAAGGTTGGNTNGGGCCCCCCC 
Sequence 544 

TCCGCGGTGGCGGCCGAGGTACCAATACTTACTTACAAATTTAATACTGCTTCAAGGTAT 
TTAATCTAAAATTTTACCAACTTTGATTTGTCTGGTTAGGATATTTTGTT^ 
TGCTTTAATTCGGATCAATTACTGCAGTAAATCTCATCCCTAAGCATGAAATGTTGTCA 
A 

CAAATAGCCAGTTCCATTTAGTTATCAATTAGCCCAAATAAGAGATACAAAGTATAACAG 

TGACCAACCTTGTACCTGCCCGGGCGGCCGCTCGACCACTGACATAGACTGAAAGCAAGA 

AGAGTGCTGTGTTTGTTGCTATATCCCCTCCAACACCTAAGGCAATGCATTTCACATC 
TT 

GCTGAGAGCAGATAACCTCAATACCTGGGAACTAGAAAAT 
Sequence 545 

AGTGAGGGGTTAATTGCCGCCGCCTTGGGCGTAATTGATGGTCATAAGCNTGTTTCCTGT 

GTGAAATTTGTTATCCGCTTCACAAATTCCACACAACATTACNGAAGCCCGGGAAGCCAT 

AAAAAGTTGTNAAAAAGCCCTGGGGGGGNGCCCCTAAATGGAGGTGGAGGCTTAAACCTT 

CAACCATTTT 

Sequence 546 

GCCGGGCAGGTACCTGATGCAGGGAATTGAAGCCAGACCCAAAACGGGCAACCCAATAGG 

ATGGCCATCTGCCCCATTAATGCCAGCTTGTCCAAGTGTAATTATTAACAGTGCCCCCTT 

TCACTCTCCAAAGAGTNCCTTGTNCAAACAGNTTAATTGTGGAA.GTCGCCTTCAAGATGA 

CTGGGCGGGTAAAGGAAAGTGGGAGTGAGGGAAGCAGGGTAGGTGGAGGGTGTGAAAGGG 

AGAGGGCCTCATCTCAGGGTGGCTTGGACCTGCACCAGCATCGGCCTGCATGAAATGTGC 

TCGTACTCTTGCCCAGGCTGAGTATCAAAGAGAAGCAAGAAATCTAGATAAAAATNCAAA 

TCCAGAAACA 

Sequence 547 

GCGGCCGAGGTACAGGTAAGCCCTGGCTGCCTCCACCCACTCCCAGGGAGACCAAAAGCG 

TTCATACATCTCAAGTTGGGGGACAAAAAAGGGGGAAGGGGGGGCACGAAGGCTCATCAT 

TCAAAATAAAACAAAATNACAAAAAGTTATTTAAAGGGCGAAANGATTrrAAAAAAAAA^ 

ATTTTTTGGGAATTTACCAATAAATriTTTACCACCGAAAAAGCCAAAN 
A 

CACCCGTTCNCCCCNTGNTGGTGGGGACCTnTGGGGGAAGGAAGGGNACCTTGGGGGNG 
CCAATrrTCCTTCCCTTTTAAGAAAGAAGGAAAAGTTGGGGGGGGTNGGGGCC I 1 I M I r 
TAAGTGGAATNGGGGCTAAAGGGGGGAACCTTTTCCCCTTGTTAAAACCAAAACCGCCAA 
TTTCNTCCAATTAATTTTTTGGGAAAATTGGAACCTTAATTTAAAAAAAAAA^^ 

ACCCAAAATTGGGTTGGCNAAATTCCAAAAAAGGTTCCCNTCNGGGCCCCCACCCAATTT 

TGGTGGAAAAACCTTTTTTGGGGGGGGGGAATNGCCTTTCCGGCCTTCCCCAAAACNCNG 

NAACTTGGCCTGGTTCCAACCCTTTTCNACCCCGGTTTNNCCAAGGI I I I I f I I lAAAA 
T 

TCCCCCTGGGAGGTTCCAAAAGGCCCCAAAAAAAAAAAAAAAAAAAA 
Sequence 548 

GGCGCCGGGCAGGTCCCtTTGTAATATCCTTTATAATAAACCAGTAAATGCTGTTTCCCT 

GAGTTCTGTGACCTGCTCTGGCAAATTAATCAAACCCAAGAAGGGGGTTGTGGGAACCCC 

AATTTATAGCTATTCAGTCAGAAAAAAACAAGGTAAGACAATCTTGGGGCTTGCGACTGG 

CATTGGAAGTGGGGGACAGTTGTGCGGGGCTCAGCCTTCAACCTGTGGGATCTGACGCTA 

TCTCTGGGTAGATGAAGTAGAATTGAACTGGGGGACACCCAGCTTGGTGTCCACTGCAGA 

ATGAATTGCTTGCTTGATGTCTAGGGAGGCCGCAGAATTATAGGAGGGAGGTGAAAAGCA 

CTTCTTATATAGCAGTGGCAAGAGAAAATGAGAAGGAGCAAAAGCTGAAACTCCTGATAA 

ACCAATCAAGATCTCATGAGGCTCATTAACTATAACAAGAATAGCATGGGAAAGACTGG 
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Sequence 549 

NACCCTCTCAGCCNCCCTGTAATTGCGCNAACTNTGGAAACGCTGCAACGATTGTCGAGT 

CGTATAGCGTCTATGTACATATAGCATNTTCNATAGTCATTGGTGTAGAGATAGAAAATG 

CTTCGTACATGTCAATGGGAGAATGGGTGGTACCACTACACCGGAACTATCCCTAAGTCC 

ATCCGCCTGGGGCGAAAGGAAGGAAAAAAAGA 

Sequence 550 

NTATCTTGTTGCCTCATGNGGGCTACACCNACGCTAGNNAGCCCAATGAGACGTTACGAG 

CGCGCAAGTNAGAAACNAGATTTCATAGAGCGCTTGTTGGGAGAGGGACATTCGCAAACC 

GCGCGTTTAAGTTACTCGTAGATATTGAGTANNTAAGGNCGTTGGGGAAACGCAACCAAA 

TACTCCTAGAGCCTTTGCCGNAACAAGNTACTACANTTGTTCNGGGGGAACGAAGGTGCC 

CCGGNTCAACCCNTTGGCCCCCAAANAGCCCCAAGNCTTCCNTTGTTNGG GTATG GCAAA 

NNNCTTAACNGAACCACATTGGGCCAANGGNNCGCNANTGGNCCCCNTGGTTTTTATCNN 

NCANTAACCCNANCNAAATGGGCGNCNTCCATAGGNAAACCTTGTTCCCNTAGCCCCnr 

NGATATTTCCTCGGCATTTTNTGGCCCCNTTTTCGCTTTNTNTAANCGCCANTTACGT 

NT 

AGCNCCCTTTTAGGCAACATCCTTTAAAAACGGNGCGGAGCGGTGTCCCCCCAAGGGCCT 

TNCCCCCCCAAANGCCCCTTTTGGTGTCGAATTTGGCAAGCCCTTTTTGGNAGGGAACNA 

AAAGGGGGGGGTTGGGGANAACTCCGGCCCCNACCGCCCCTTTGGNCCCTTGGGTAAAAC 

TCCAAATNGGGGGGANGGCAACNAAAGGCCCCCTTCNTTGTNGNGNCANTNTTTGGGGNA 

AAGAAGNACCCCAAGGNAAGTGNNCCCACCGGGGGGTTNANAAANAAAACCCCCCAAAGC 

CACCCAAGNGGAACTTACCCCTTANAAACTTTTTGGNATTANGrrNTAACNAAANNNACC 

CGNCCAAAATTTAAANAAAANANAAGGGCGGATTrAATTTTTTAAAATrCCNTTGNCCCA 

TTNGGGGGTGGAAACATNTAAAACAAATNTTAAAA 

Sequence 551 

AGTGGACTNTGTGACCTTGAAAAAGTCATTTAACATCTCTGAACCCTACTTTCTAAGTC 
T 

CTACAAGTAATATATAGTGGGTGAGGTGTTCTTTCrrTGTTCTGNTACTNGGATGTGA 
AA 

CTCTCCNTTTGGAGATGAAACCATGGCGTAAGTAATATAAAGACTnTCCCTGTAGTT 
AT 

CTTACAGACTGGAGAGAGTGCTAGTGAATGCTTTTGTCTTCAATGCCCATCTCTTGGAAA 

TATTGAAGGTGGAGTAGCAACCGGGCATTATATTATCTCTTGGAAAAGGACCTCAGCAAT 

GGAGAATATCCCCATCATCACAACTGTCATCACTCTGCCGCACGTGATTGTGGAGAATAT 

CCCTCTCCNTGTGAATGGCAGAATGAGATTCATTTACAA 

Sequence 552 

GGCCGGCCGCCCGGGCAGGTACTACAATGATTCTGAAGCACAGTGTATTCAGACAGATAC 
AGTGAACCAAGTGCAATATGTAAGGATGAAAGAAGAAGAGATGACAAAGAAATCCAAGTA 
AATGCCTTGTCTrTGCAAATG I I I I I A TNTTAAAATCATTAAGGGAAGGGAACTACTTT 
G 

CCTTTAAATGNTTATCAAAAGAGTrrrCTAACCAAGGNGTAATACCCTTANTTCTTAAC 
A 

TTTNI I I I ICTrrATGTGNTAGTTGTnTCATGCTACCTTGTGTAGGGGAAAACCTTTAT 
TTACAAGACNCATATTTANAAAAGGGCTANATTTTTAAAATACTCAANATTAATATTAAA 
AAGGrrGGCTCCTNGAATrANNAGCCAAGNAAAATTANTATTTTACCAGTrTTTCAArr 
T 

CCCAACNANGAAAATAGGCCATTTCCCATAAACCCCAACCTCCCNANAAATGNAACCCCA 
AAGGGGCCAATTATTTATTACGTTArrTTTTGGGGAAGGGGGAAANTCCAANNGGGGGGT 
T 

Sequence 553 

CGGGTGGCGGCCGAGGTACCCATCTCTGCCCATCACCGCTGGAATTTTGATGACCTATTG 
GAAAAGATCTGGGACTATCTGAAACTAGTGAGAATTTACACCAAACCCAAAGGCCAGTTA 
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CCAGATTACACATCCCCAGTGGTGCTTCC7TACTTCGAGCGGGCCGCCCCGGGCAGGGTA 

CTTCACACCAAACACTAGCTCAAGCACTGACGTTATTCTACAGGACTATGAACCTTCATA 

TCCACATTTACAGTCCGGACAGATAAAGGAAAACAACCCAAATCCAGGAGGCAATATAAA 

AGGAAGAGAACAAAACACACATTCATACACTCACACTTAAAAATAGGGGAAGACCAACAG 

GGGAACTTTTCGTTCTCTTCCTGGGATGTCTACTTAAAAATCCCATGTGGGTACCT 

Sequence 554 

NCGGGTGGCGGCCGAGGTACTCTTGAGATTGCTTTAAATTTTGTATTGAAACAACAATAC 

ATTTTGCACTGTAGTAATGGGAGCACTAACTCTTACAACAGTTAGTGAATCGTTTTAAA 

G 

AATCAGTTCAGTGTAGACATTTTGAAAAGATTGTTTCCTGTGCTCTACGATAGCTTAGT 

G 

CAATGTGCACTTCTGTTTTACTTGCCATTTTCCTGCTCTGTTTTCTCTGTGACATGAAG 

C 

AACAGAAACTGAGATCAAAGTTAAGATTATATCCTGTTTGTAGTATCAGATAI I I I ICT 

G 

TGTACATTTACATTCAAGTTTGATAACACTGGTGGTTTCATTTCAATACAAATTATGCTA 
GAGAACTGACATmCANACATGGTCATATATATGCTATTTGAATTCCTTTATCTTGATA 
CCAGATCTTGGATTGTGAATCTCTTGATGATAGATGTGCAGCTAATTTTGTCCCGAAA 
CT 

Sequence 555 

GGGTGGCGGCCGCCCGGGCAGGTACAAGACCATGACACCGCCCAAAACACTTCCTGCAGA 

TGTTGTCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGCAAGGACCTTGCTGCTGTCT 

TGGTTGTCAGCAAGAAGCTGACACACCTGTGCTTGGCCAAGAACCCCCATTGGGGGATAC 

AGGGGTGAAGTTTCTGTGTGAGGGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGT 

GTTACAGCAATGCAGCATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGA 

AGCCTGCAGCCTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGTGGGATTGGTGG 

GATTCTCTGTCAGGGCATTAGAGAATCCAAACTGTAACCTAAAACACCTACGGTTGAAGA 

CCTATGAAACTAATTTTGGAAATCAAGAAACTTTTTGANNGNAAGTGAAAGGAAAA 

Sequence 556 

GAGAGCCCGGGTGGCGGCCGAGGTACGCGGGGGGGGAGTGGCACTCGCAGCTGCAGCAAA 

TCTCAAAATAAAGAGGCAACGGCCTTTCTCTTCCTCTCCATCTCTCTATAGCACACCTT 

T 

TATTTCTTTTCTTC I I IN I I A AGCCTCACGAAAGATrTTACTTGTAGATCAACTTTCAA 

AATGTAGGAAGTCAGAATGGGTGACATCATCAGAAAAATATGTGGAGCTGATCACAAGAA 

GTGAAGAACCCAGAGCACNGAAAGCGGTTGTGACTCCTGGGCCCAGGGAGTTGACAGCGT 

CTGGGCTTCAGAGGAGCCAGCCGCCTCCGAGTTGTCTTGGAAGTGAGGCTCTGCTGTAGT 

CCTGTTCTTCTGGCTCTAAGATCTGAATGTTGTGACCACTAATTTGCTNTTTCCTGGA 

GG 

GTAAGCCCAGTTTGGTCCACAAGGGCTT 
G 

Sequence 557 

GAGCCCGCGGTGGCGGCCGAGGTACTGGATGTCAGGTCTGCGAAACTTCTTAGATTTTGA 

CCTCAGTCCATAAACCACACTATCACCTCGGCCATCATATGTGTCTACTGTGGGGACAAC 

TGGAGTGAAAACTTCGGTTGCTGGCAGGTCCGTGGGAAAATCAGTGACCAGTTCATCAGA 

TTCATCAGAATGGTGAGACTCATCAGACTGGTGAGAATCATCAGTGTCATCTACATTCGA 

GCGGCCGCCCGGGCAGGTACCGCGGGGGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGA 

GGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTGAACTGGTTC 

GTTGCTTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATT 

Sequence 558 

CCGCGGTGGCGGCCGAGGTAC I I I I I 1 I I M I I M I I M I I I I I GTTTTTGAGACGGAG 
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T 

CTCCCTCTGTTGCCCAGTCTGGAGTGCACGTGGCATGATCTTGGCTCACTGCAACCTCCA 
TCTCCTGGGCTCAAGCGATTCTCCTGACTCAGCCTCCCAAGTAGCCTGGGATTACAGGNT 

GCCTGCCACCATGTCCCGGCTAATTTTTGTATTTTTAGTrW\ANACGGGGTTTCAC(^ 
TA 

TTGGTCAGGCTGCTCTCGAAATCCTGACCTCGTAATCCGCCCGCCTCGGCCTCCCAAAGT 

GCTGGGATTACAGGCCCGAGCCACCGNACCTGGCCTGTATTCCCGCGTACCTGCCCGGGC 

NGGCCNCTNTTAGAACTAGGNGGATCCCCCGGGCTGCAAAGAATTTCGATATTAAAGCTT 

AATNCNANTNCCGTCGACCTCTAGGGGGGGCCCCGG 

Sequence 559 

CGGGTGGCGGCGCCGGGCAGGTACGCGGGGGGTGCCTGGCTCCGTTTCCTGCTTTTGGTT 

CTTACAGTAGTCGGCGTAGGCCTTAGGTGGGTTCGTGCGCCTTCTACCTCGCTGTTTCGG 

TTTTCCTGGCTCCTCGGCCCTTTTCTCCCCTGTTGCAGCTGGGAGCGGACGAAGCCGCGA 

AGCTGGGATTTTTTACTGTCTCCTGAAGAATTTAACACAAACATGGATATCAGACCAAAT 

CATACAATTTATATCAACAATATGAATGACAAAATTAAAAAGGAAGAATTGAAGAGATCC 

CTATATGCCCTGTTTTCTCAGTTrGGTCATGTGGTGGACATTGTGGCTTTA 

AA 

Sequence 560 

GCTCCCCGCGGTGGCGGCCGAGGTAC I I I 1 1 I I I I I I I 1 1 1 I 1 1 M I I I I IGATCGGCA 
A 

GCGACGCTCATACANGGCNTAGCCCCGGGAGGAACCCGGGGCCGCAAGTGCGTTCGAAGT 

GTCNATGATCAATGTGTCCTGCAAT 

Sequence 561 

CATGTGGGAAGCGCTGTGAAGAGTTGTTGCCTTNCAAGATATACTCCAAATTCCCAGTTC 
CAGCCCGTGTCATTAAAACTGCGCTGGCGTGAAAGATGACATCCTTAGCCCAGCAGCTGC 
AACGACTCCGCCCTCCCTNAAAAGGGGGATNCCAGCCTTrTAATNTANAGATGAANTTTG 
CCTTCCTTTGNTATTTT 

Sequence 562 

NNNAGCCGGGTATTCANCCTCTACTTCAAAGGCGGGTAATNACCGGTTTATCCACAGAAA 
TCANGGGGGAATTAACCGNCAGGAAAAAAGANACCATTGTTGTATGCCAAAATAGGGCNC 
ATGCTAAAAATTGCNCATGTGGAAACCCCGTTTAAAAAAAAAG 
Sequence 563 

CGATAAGCTTGATATCCGAATTCCTTGCAGCCCCGGGGGGGGATTCCCACTTAAGTTTTC 

TTAAGAAGCCGGGCCCCGCCCCCGGGGGCCAAGGGTTACCCCCCGGGGGGGGGCCCGGGN 

AAAAGTTTGGGAAAAAAAAAAAAAAAGGG I M 1 M I M I r AAGGTNGGGGCNTTTTGGNA 

AGGGGTNT7TTTCCCCCCCCCAAAAGGGAAANACNCGGGGNNNCCCCNGNCCANAACCCG 

GGGGGGG 

Sequence 564 

AGGTACCAAGTAGGATAATTACTACTGCCAACACACACATGCACGCATGCACACACACAC 

ACAGATGTATGCACGCACACACACTCTCACTCCTAGACTGCTAAAAGCAAAAAAAAAAAA 

AAAAAAAAAAAAAAGTCCCTGCC 

Sequence 565 

NGACCTCGGCACTNAGCANCGNCACTACTTAGGGGGNGTTAAAACCCCCCCCCCCCCCCN 

GNAGAAACCNCNGCGCCATGAGNTNTCAAGNGGAGGAAGAAGCGACCCGCGCANGCTGAA 

GCGCAAAAGAAGAAAGANGAGGCAGAGGGCCAAGNAAACCGNNAGCNNGNNGCACCGNGG 

AGGCNTTNTNGNNTTTGNNGGGNGGAANGCNNGACGCCCNNGGAAGNANGAACNAAGAAG 

CG 

Sequence 566 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGGGACTGGAGGACCTGTCTGG 
TTATTATACAGACGCATAACTGGAGGTGGGATCCACACAGCTCAGAACAGCTGGATCTTG 
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CTCAGTCTCTGCCAGGGGAAGATTCCTTGGAGGAGGCCCTGCAGCGACATGGAGGGAGCT 

GCTTTGCTGAGAGTCTCTGTCCTCTGCATCTGGATGAGTGCACTTTTCCTTTGTGTGG 

GA 

GTGAGGGCAGAGGAAGCTGGAGCGAGGGTGCAACAAAACGTTCCAAGTGGGACAGATACT 
GGAGATCCTCAAAGTAAGCCCCTCGGTGACTGGGCTGCTGGCACCATGGACCCAGAGAGC 
AGTATCTTTATTGAGGATGCCATTAAGTATTTCAAGGAAAAAGTGAGCACACAGAATCTG 

CTACTCCTGCTGAC 
T 

Sequence 567 

GTTTTGGGGGAACACCGCGGNGGCGNTTTNGGGGTANACCGGGCCACNCACCANCNNCAA 
GGNCGAGGNNNNTNNNTTNGGGGGGTTTAAAACCCCNCCCCCCNCGGGCNNNGNAGGCCG 
NCANNANTTTTTTAGNNNGGGGGGGGGGNNGCCCNCCGAAAANCCCGGACC TGNCCGGG C 
GGGCGTTNNAGAACNAGNGGANNCNNNGGGGNGGAGGAANNNGNNANNAAGI I I II I M I 
TTTTNGGGGGGNNNGGGGGGGGGCCCCNTAAAAAAAAAAAAGGNCCCCNAGNGGGG 
Sequence 568 

GCGGNGGCGGTTTTCGGNCGAGCCCTCTCTTGNCCATCTTCTCCCGCTGCTGAAATTTCT 
NTTGCGGGCGCTGNAANCCCAGGACCCCNCCCCCCGCGTACGCTGGATAGCGTCNTGGCC 
AGAAAGAGAGAGTAGCCGCCGAGCACAGCTAAGGCCACGGAGCGAGACATCTCGGCCCGA 
ATGCTGGCAGCTTCAGGAATCCCCGCGNACCTGGCCNNTGCGGTCTGTTCGN 
Sequence 569 

ACAAAAACCCAAACCCCAGACAGCAGNAATGNCAGAAGANCCANGGAGAACAGCAGAANC 

TNACACCGCNGCNCTCTGAAGGCTGAGAACACAAGNCAAANACATNNAACTNAAAAACAA 

CCGCTGAGAGAACACGGGGAAAAATNTNCANTTTAGAGANGNCCACAAAAAAGGACACGC 

AAAGGGGAAGGGCAAGGCGGNGAGACAACGACGNIMANNCNNGGGAAGACNGGGGAGGGGG 

NGGAGAAGAGCCNNGGNNGCCAGAANNCCGGNCGGAGGNCACGAGGCGGNGACCCACAAG 

GGACCNGCCCGGGCGGNCGGNCNAGAACNAGGGGAACCCC 

Sequence 570 

GCGGGNGGGCCGGGTTrnTNGGGGGGGGCAAACCCGCCNGGGANGGAAGGAAGGAAAAA 

ANGGGGAAGGCCAAGGGNCCGA I I M I I I I NGGGGGGGGGGNNNAAAAACCCCCGGGGNG 

GGGGGGAAACGGGGGGNNNNAAAAAAANGGGGGGGGGNAAATTTGTTAAAGGGGCNNAAA 

AAANGGGGGGNAAANCCNCAAGGGGGNGGGGGGNNCNNNGGGGGGGGGGGGGAAAAAACC 

NrslAAAAANNNNGGGGGGGGGGGNANAANNNNNNGGGNNNCCCCCNGGGGGAAAAAAAAAC 

CCCCCCCCCCCCNGGGGNGGNAAN I M M I I GGGGGGGGGGGGGGNNNNAAAAAAAAAAA 

CCGGGGGGGGGGGGGGGGGGAAAAANCCCCCCNAAAAAAAAAAAAAAAAACNACNCCCCC 

CCCCCCNNGGNGGGGGGGGGGGGGN 
Sequence 571 

CGGTGGCGTTTAGGGACCAAACGATAGCNGTTCTGTTTAAGTAGGGACCTCTCATGGTNT 

NCAGGCTNTGACAACCGAGAATCAAACTGGAGAACATTCCGAAGCCGTTCTTATAAGNGT 

CTCCATCTCTACCTGGGCTGAAATGGAATGTGGAAATGTAGCCCAGCCTGGTCCTTGGGT 

GTTGCCAGTTGATTGATGACTGGGAGCCAAAGTGGCATTTNCTTNGACCTAAACGGGCGA 

TGATGAAATAAATCGAGCGGCCGCCCGGGCAGGNACATCTGTGAATGTGAATGCCAAAGC 

GAAGGCATCCCTGAAAGTCCCAAGTGTCATGAAGGAAATGGGACATTTGAGTGTGGCGCG 

TGCAGGTGCAATGAAGGGGG 
T 

Sequence 572 

TGNAANNCCCCCGCCACGGAAAAGGNGGCCCCNGAGCCAGAGCTCCAGCAGCCCNGGGAG 

GGCGGGGCCCGAGGCANGGANAAGNGGGAAGGAAAACGAAGAACAGGAGCAGAANNGAAG 

AAANACAAAGNGAAANGGGGCCAGNCAGCATGTCAGAGACNGACCACAAAGCCCCCACNN 

CCACNGAAAAAAAAGGNGGGAAAACACCGGAANNAAAGGAAGACCCAAGCAACNNGGNNN 

CNGGCAANGAAAGCAGCAAAANAGAAAANGAGGCCAAACCAANGGCAANAAACACCG 
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Sequence 573 

GCCGGCGGCCGCCCGGGCAGGAACANAGCACTNAGGNGNGNCGGAAACNCGGCANGGGAC 
AGGACANAAAGGAAAACANAAAAGANGCAAGGGGACACGACACANANGAAAGGNGAAGGG 
CAACGNCGACCAAACGGGGGNAGAAGACAAAAAACCAAAA 
Sequence 574 

NGGGNGGGGTTNTTTGGGGGGGGNAAACCCACAAANAATACNGGGAAGGGNGGNGGNNGG 
GGNNGGAATTNTTTTNGGGGGGGNGGTAAAAANCCCAAANCCCNAAAAGGGGGGGGGGGG 
GNAAAGGGGNAAAAAAA » I M I i NGAAAGGGGGGGGGGGGGGGGGGAANNCCCCGGGGAA 
AANNAANGGGGGGNGNGGGGGGGGGGNNNNNNAANNANNNNANGGGGGGGGGGGGGGGNN 

NNAAANGGGGGGGGNNNNNNNNNNNAAANTTTTTTAAAN I I I 11 M 1 1 I GGGGGGGGGGG 
GGGGGGAAAAAANCCCCNNNGGGGGGNGGGGGGNNNNNGGGGGGNNNNCNNNCNNNNNNG 

GGGGGGGGGGGG 
Sequence 575 

GGAAAANCACACGCCAGGAACCNNGCAGCNNACAGNGACAGAAATTNGGGGGGNCGANAA 

ACCCCACNCACCCCGANNNCNGGANCNCNAGGGAANGAGTTTNAGCNCCACCGGGNGGCG 

CTCCCCCCAGAAACNNANGNCCACAAGNCACTGGGCACAGANAAGAGNGNNCGGNCNCAA 

AACNCACAGGGCNCAGGGTTNGCGTGNTTTTGGGGGGGGGGANGGGNNACCCCCCCCGAA 

AAGAGGGCNGGNNANCCGGGNNCNNCNGGAGAAAGANGGGGANNCACAGNCCANGACACN 

ACANGGNAACANAACNGAGNNNNCAANNNGAGCAGNAANNCGGGGGNC 

Sequence 576 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGTAGGAGCCTCTCTCCCTAC 
TGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCT 

TCTTGCCATCC 
Sequence 577 

CAGGTACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGGAGCTCGGCGAGCGAG 

AGGCGGCGCTGGCGTTGGAGAGCGACGGCGGCCCCCGCGTAAGCAGTGGTAACAACGCAG 

AGTAACGCGGGAATGAAGAATCTTAGGCGGGTGCACCCAGTTTCCACCATGATTAAGGGT 

CTTTACGGAATAAAGGATGATGTCTTCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGA 

ATCTCAGACCTTGTGAAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGT 

GCAGATACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGTCTTCTGATGTCATAT 

CATTTCACTGTCTAGGCTACAAC 
Sequence 578 

GCGATTGGAGCTCCCCGCGGTGGCCCGCCCGGGCAGGTACCTCACAACGAGTTCAGTCAG 

TAGCAGAAGGATCTTCTCTGTTGTTCCTGATGATTTCAAGGTCCTCACAGTCCTGATA 

AT 

CTGGTTCTTCCCGAAACTCCCAAATATCTATGGAGAGCTGTTCTAGCTTTTGCACAGGGA 

ACCAGTGGACAGAGGTATCATTAAACATGTCCATGTATTGNGAAGTCTGAGGAAACTCAA 

GCTCCTCCAGTCCTTTTAAAATCTTTGCAATGTAGGGATAATTTTTCTGCAGAATCCTT 

G 

CCAACAACCTCTCCTCAAGTCCTTTGAAACTGTTCCCAATGATGACCATCTTAGAAAGGG 
CATCTACTGACCAGTTACTCCATAAAAGATTGTTGTACCTCGGCCGCTCTAGA 
Sequence 579 

ATTGGAGCTCCACCCGCGGTGGCGGCCGAGGTACTTTGGACAGTGAGGGTTCGATCCCAA 
TTTTAGGGGTAGGGTTGGGGGTGGGAGTGGGAGTGTGGGTTGCCAGGAGGAAGAATGAGT 

CTACTTTNGANACAATTAAGTCATGGNCCTCTCTTTTTTTN 11 I I I I I I H I I nTGGCT 
ACNTAGACNTCTTTCTCATGTATTGTTACTAGAACAACTTNTATAGGGTTTTATGGTTN 
G 

GGGAAAACATrNNTAAAAAATGGACTNATCTCTATTATACAGANNTATAATATAAAAATG 

ATTTAAAGGCTATATTTTTCAGCATGTAGGTAGGTNCNCTGTCANCCTGTTGAAGAAN 

CT 
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TTCCTATTTAAGCTTATAGGATGAAAATATATAATTAAAG 
Sequence 580 

TTGGAGCTCCGCGCGGTGGCGGCCGAGGTACCATCCAAATGCTTCCCTGGTCTTGATGAT 

CTCTTCCAGAGTCGATCTGAGTGGCGTTTTCTGCACCCTCCGCTTCTTTCTCTTTGAA 

TG 

GAATTAAACCCAATTTGGAAACAACATTGACCCAGTCAAAAGCTTCTAATGGTTTCTTT 
T 

TCTTCCTCCAGTTTTAGTTTGCTTTTATTAAAAAAAGAAAATAGTGCATGGCCATAGCT 
C 

CTTCAGTTCTCTTATTGCAGACTAACCATCAGGATGGTATCAAAGCACAAATACTTTGGA 

GGGGAATGCGTTGAACTGGGGCAAGTACCTGCCC 
G 

Sequence 581 

CGTTGCGCTCACTGCCCGCCTTTCCAAGTCGNGGNAAACCTGGTCCGTGCCAGGNTGCAT 
TAAATGAAATCGGCCCAACCGCCGCCGGGGNAGNAGGGCCGGTTrTGCCGTTATTGGGGG 
CGCCTCTTTTCGCTTTTCTCGCTTCACTTGACTTCGCTGGCGCNTCGGGTTNCGGTTT 
CG 

GGCTTNGCNGGTCGNAGGCCGGGTANTTCAAGTCNTNAACTTCAAAAA 

Sequence 582 

NTNGAGCTCCCCGCGGTGGCGGCCGAGGTACCAAATTGTTAAATACTCGNAGGCCTTTAG 

GAACCTGTGACTGANrTNCATAAATANCAGANCCTATATTGTGATGNTGGTNAAAGGACAN 

GTGCTCANCTTCCAATTACA 
Sequence 583 

ACCCTCCTGGAACCGNAATAAGTTNNTGGGGGGGGTNAAACCCNGGNCCACNGAATNNNC 

GGACCACANGANCNAAACTNAAGGNCTAGCTCANAGAAAGCAAGNGNCAAGGNGGGCANT 

AGCTGCTGCTTCCCCTGGNGGAACATNGCCTGCTNCCTCATAANCCATNNCCAGACAAGC 

AAACATTNGTTNGGCAAAGCCGACANCNACNCCAACNACAAGAGACACTAAAGNGCNNGC 

NGGGGGGGCTNCCAGGGGAGANGAAANGGGAAGNCGGGCNGCAGCAACNCNGGNCAAAAA 

AAACACCAANNNCNGGGGCNCAANGGCACNAANCAGAACGGCNCGCCCNNNGGGANCCAC 

AGCNAAGAACCGGCC 
Sequence 584 

TTGGTTATACAACATTTGTTTAATAAATGCANTTTNCAAAGCTACACANGACTTAGATA 
T 

TGAAGCAGAAAAGGTGGTnTACAGTCCCTGCATTAACCTCTAATTCTTACTACCCTGGC 

CAAGAAAGCATTTTCACCTCCTGCGCTTTCCTTCCTGTGTGCTTGTGGTTGGTTCTTT 

CT 

TCTCAGGCTTTNTNATTCTGATGCTGAGATAGTTCTGTTCACTTAGCAACTTGGGACA 

GT 

GACACAGGGTTTGTTCTGTACAAGCAGGTTATCCAAGAGGCATCCATACCCTGGGTTTTC 

CTCCAACCATAAGGAAAATTGATGCAGCTGTTTCTGACAAGGAAAAGAAGAAAACATACT 

TCTTTGCAGCGGACAAATACTGGA 

Sequence 585 

AGGTACCTGGGCCACCAAACACAGCTGGACTCAATATATGGGGAAGGTAAGTGTCGTCAG 
TTTTTGGAGAGAGATTACCCTCTTCCAAAAGAGTGCTTGATTCTGGTAGTCCAAGCTGTC 
TCCGTCTGGTGGCACCCCAATTTCCCCTGCCTAGACCCACCTCCTTTCCTCAGCCCCCTT 
CGCCTGCCGCTGAAAAGTGAGAGCGGGCTCTTGCGTCCCCCGCGTACCTGCCCG 
Sequence 586 

GGGGGGNNAAACCCNGAAGANGCGGNNNACGCCNNNCAGAGCCACANNAl I I i iGGNCGA 
AANAGGGGNCCAGNNCCGAGGAAGGNGGAGGAGGNCNGNAGGNACCNNGGGCGGNNNAGA 
ACNAGGGGANCCCCCGGGCNGGAGGAATTTTNNAI U I I I I I AGGGGGGNGGGGGNNCCC 
CCGGGGGGGACCGGGACCCAGNNNCCNGNNNNGGGGGGGG 
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Sequence 587 

ATTGGAGCTCCCCGCGGTGGCGGTCGGGTCAGCTTTAAAGCATCATAATGACTAATTATA 

GGTGAATAATTTTACAGACAGTCTATATTCTAGGAGGCAGCTGTAGGCGTTTTAATTGG^ 

AATAAGCATTCTGAGATAATGATAATAGCAGTGTAGAAAAATGAAGCTAAAAAAATTCAA 

AGTGTTGAGAATCCTCCTGTCCTTCTGGGATTTTTATTTTAATCATCTCCTCCACAGAG 

A 

ACAAGCAGNAC I I I I I M I I I I I 1 I M ri I I I I I GGGGGTTATTTTATGCACAAAGAGCC 
ATCGTGGTTT7TTATTAGGTAGATGCCCTGGATAATCCTTTCAAGGAAGATCACTTAGT 
C 

CAACTTAATGAAACCAATATCCTTCGCATAC 
Sequence 588 

GAACACCGAAGAGCCAGANTNTTTAAGGNCAGAGAAANCCCCAGANNGCCGAGGNACGGG 

ANAAGAACCGGGAAGGGAANGAAGGACAGGGAAGAGACCAANGACCGGAACCCNCCCNCA 

GACTANGAACAAGCAGAGGCAGAAGCCAGGCACCNGGNCNANGAANCAGACCAAAACAAG 

GATGNNAAGCNGNCNAAGGAGGAGAACCGCCGACAAGNANGACANAAAAGACGGCAGCCA 

GGNNACAGAANNNGGGGAGGCCNNAGNACCCCGGCCGNNCCAGAACCAGAGGAACCCCCG 

GGCNGGAGGAANNCGANANCAAGCNNAANGAAACCGGCGACCCCGAGGG 

Sequence 589 

GCAGAACAGACTTGCAGCCGAC<>KATTTTTGGGGGGATNAAAACCNAAANCCCGGANTNC 

ACCTTTCCACTTTTTGAGGACANTGGCCAGGGGCNCTGGGCTACCCGATGACAAAGCAAA 

NCAGCACAGCATCCCGAANCAGGGGAAGAGAGGGGGCGGACANTGGCANAGGAAGGAGAA 

CCCGAAGTGTNCCACAGGCNCAACNCTANNCCCNGGGGGGCGAANNCAAAACCGGCCGGG 

NAANNCGNAAACACTGGAGGAACGNAAANCNCGGGGAAGCAGNCCCNGGCGAAG 

Sequence 590 

GCGGNGGTTTTTGGGGGGCAACACGCGGGACNGCANGCCACNGNCNAGAGCNNGTTTTTT 

TGGGGGGAGAAAAACCCCGCCCCCCGAACGCCGANCACCNCNGAGACCCACCTTGNCTCA 

NAAACAAAAGGCCCANGCCCGGACCACNGCCCCGGACCNGGGACAANCNGGACNANNNCN 

GGGNNNAANNGNGGCCGAGNGGAACAACCATATAANAAATTNCCNCGGGNGGGGGGGAGC 

CGAAGAANNAACrslAAAAAAAAAAANCCCNNANANGGGGGGGGGGGANGIMACCCNGCCCGG 

GCGGCCGNNCNAGAACNAGGGGANCCCCCGGGCGGCAGGAANNCGANANCAAGCCNANCG 

ANACCGNCGACCNCGAGGGGG 

Sequence 591 

CGCCCGGCAGGTACTCAGGTTTTATCTCTGCACTCCAAGTAGGATGAAANGATAAGAGCA 

AAGGCTCATGTTTGCCAAGTCTGTCCTTTTGTAACAAAAAACCCAGCAGCTTTATCAAGC 

AGAATTCCACCTGTATTTCTTAACTTGCCAGAGCTGAGTCTCATGGCCACCCTTAGCAGG 

AGTTGGGGAGGTATTTTTAACAAGGCACATTATCATCTCCCCCACCCAAAGTGGAGCTAT 

TGCTAATGAAAAAGATACAATGAGATGTTTATGAAATTATCTGTAGCTATTAATGTCAG 

G 

TTTTTGAAATTTACTGACCTGGAAGAATACTCATAATGCAATGTCAAGTGAGAAGCAGGA 

CAAAGA 
A 

Sequence 592 

TTGAGCTCCCGCGGTGGCGGCCGAGGAC I t I I I 11 M I I I I I I I I 1 I M I I I GCCCACG 

C , ^ 

AATTAAAAAAA H I I I II I I 1 GTAAAGACTGGATTTTGCCATGTTGTCCAGGCTGGTCT 
G 

GGATTCCTGGCCTCAAGCAATTCTTCCTCCTCGGCCTCCCTAAGTGCTGGGATTACAGGC 

ATGAGCCACCATACCTGGCCACTTCTTCATTCTTGTTGGCTTTGCGTNCCCGATTTAA 

AA 

TTGGNGAGAAGTTCCTTCGGCTGGGCTGAGGACCCGNGGTCATGGGTGGATCTCATGGAG 
AGAGGGCNAGGACAG 



Page 103 of 22 1 



wo 01/42467 



104 



PCT/USOO/33312 



Table 1 



Sequence 593 

GTGNATTGAGCTCNCCGCGGTGGCGGCCGCCCGGGCAGGTACATAACTCCCGCAGGATCT 
CAGGGCCTGCCGCCCCATTATGATGATGTCGAGGTTTTCATCCTGCAGCTGGAGGGAGAG 

AAACACTGGCGCCTCTACCACCCCACTGTGCCCCTGGCACGAGAGTACC 
T 

Sequence 594 

CGAGGTACAGGTGCGATTCTGGATGACAAAAGAAGATGCTTACTTCACAGAAATTCGAAA 
TTTCATTGGGAACAGCAACCATGGCAGCCAATCTCCCAGGAATGTGGAGGAGAGAATGAA 
TGGCAGTCATTrrAAAGATGAAAAGGCTTTGTCGAGCGGCCGCCCGGGCAGGTACTTTNT 
I I I 1 I I II I I I m M I I I lA AGGAGCTTTTATTGTTTTAGTAATCTTAACATAACTTAA 
AATAAGAGAGGGGAAATGACATCTGGAGATCTAGGTATGTGGCCCATTGCAATTGAGCAC 
ATTTCTTGGGTCTGTTTCTCTATCTCTAAGGGCAGTCTCAAAACCCCAGC 
Sequence 595 

TCACGGGTGGCGGCCGCCCGGGCAGGACATGGCCACCAAGTAAGAATGGTTGGTGACAAC 

GACAGAAGGCTAAAACAGGAAGGTAATCTTGTGCACCTGACAAATAGAAAGAATAAAGGA 

TCAAAATTGAAGGCANGCTATAANAGTATCAAAGAAATTTCTTAAAAACCAAANAGTGAT 

TTTGGAAGCACAAAAACTTACNGTTAACTGCTTNCCCAAATGTTCAATGATTGTGGCCCA 

AAGAACANTTTGNGGCATTNCTAAANTTTAGAAAAAATTGCNNATNTGCNAAAAAATr^ 

TANAATNGGGANACACNACCTACCAI II I I II 11 I CTAAATCCNAAATTTCTCCCCCCC 

C 

TCCTTCCCAGAAANAGAGAAATTTTGNTNAAACCTTCAATNT 

Sequence 596 

TGAGCTCCCGCGGTGGCGGCCGCCCGGGCAGGTACTATTTAAGAAAAGAACAAGGTTAAC 

TAACTAAAAGCAGGAACTCACTTATTTTTTGCTCCCTAGCCAATTAAAAATAAGTTCAT 

T 

AAAAGCACTTGAAATTATATATTTAACCTGAAAAAAAAGTTGCTAAAATTCCAATATAAA 

TGTAAATATCTTTAACTTGCTTAACCCAGCTATCCCCAAAACAGTGTAAGTGGGGCAAAA 

TGTTCAAAAGAAAAATCATCCAGTGCACGTAAGATGGGGCACCCAAGAAGGCTAAGCCTT 

CCTTGNGCCGCGTACCCTCGGGCCGCTCTAGAACTAGTG 

Sequence 597 

CCGCGGTGGCGGCCGCCCGGGCAGGACTTTN I I I i I II M I 1 I I II I I M IGAGTTAC 
TC 

TGATGTTTATTTTAATGCATCTTAGTCCACACAGTTGGTATAAAATCAGAAAATGCAAA 
G 

CAAAAACAAAAGGTCTGGAGTCTTAGCATCAGAAGGGCACCATATATACATCTACAGTTG 

GNGGCCAATACAAGTCATTGCCAGACAGTCCTTGGAGGCACAGAACAGCCCAGACCCAGC 

CAAGCTCTAGGAACTTCACGGGTCCCAAGGGGTNTAGACCNCTTGTTCTNGATGCTCCGA 

ACCCGTAAAAAAAAATGTGGGGAAGTTGATGAAGGCTTTTATGATTTACTCATTATCCCC 

GCGTACCTNTGGC 

Sequence 598 

TCACGCGTCCGGGGAGGTAGTAGAAAGGCGCTGGGTGTTCTAAAATAAGGCTCTCCTGGC 

CCACGGCTGACTGTCTTCCTTGTGTCTCTACAGTGGACCGTGACTCTGGACCCAGACACG 

GNCTACCCCAGCCTGATCCTCTCTGATAATCTGCGGCAAGTGCGGTACAGTTACCTCCAA 

CAGGACCTGCCTGACAACCCCGAGAGGTTCAATCTGTTTCCCTGTGTCTTGGGCTCTCCA 

TGCTTCATCGCCGGGAGACATTATTGGGAGGTAGAGGTGGGAGATAAAGCCAAGTGGACC 

ATAGGTGTCTGTGAAGACTCAGTGTGCAGAAAAGGTGGAGTAACCTCAGCCCCCCAGAAT 

GGATTCTGGGCAGTGTCTTTTGTGGTATGGGAAAGAATATTTGGGCTTTTTACCTTCC 

CA 

ATGACTGGCCTACCCCCCCGNGGNCCCCCGGTTCCACCGGGGTGGGGGGAT 
Sequence 599 
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ATAGAGGTTCTGACTCCTCAGGAGCAAAAAACATAACCTGAAGAGGGAGGAAGTGGATTT 

GGGGTTCACCATTTCTTGGGGCACACTTGATTGAAAACTGANACTTCTGAAGAGAAGGCC 

AGAAGATACAAAGACAGNCCATNCCAGTTGAATGCTGTCTTCCAAGAACAGAAGAAAATG 

ATCCAGGCCCAGGAATCCATAACACTGGAGGATGTGGCTGTGGACTTCACTTGGGAGGAG 

TGGCAACTCCTGGGCGCTGCTCAGAAGGACCTGTACCGGGACGTGATGTTGGAGAACTAC 

AGCAACCTGGTGGCAGTGGGGTATCAAGCCAGCANACCCGGATGCACTCTTTNAGTTGGA 

ACAAGGNGAA 

Sequence 600 

AGGTGACACAATGGCCGAAGGCTCCATGGCGGCTGGCTTCTTCCAGCCCTTCATGTCACC 

GCGCTTCCCAGGGGGCCCCCGGCCCACCCTGCGGATGCCGAGTCAGCCTCCCGCAGGCCT 

CCCTGGCTCCCAAGCCCCTCCTNCCTGGCGCCATGGAGCCCTCCCCACGAGCCCAGGGGC 

ATCCGAGCATGGGCGGNCCAATGCAGAGGGTGACGCCTCCTCGTGGCATGGCCAGCGTGG 

GGCCCCAGAGCTATGGAGGTGGCATGCGACCCCCACCCAACTCCCTCGCCGGNCCAGGCC 

TGCCTGCCATGAACATGGGCCCAAGGAGTTCGTGGCCCGTGGG 

Sequence 601 

AGCNCTNAGCTCGACGCGAAAAAAAATAAATAAAAATTAAAAAAATCTGTGCW>kTAATTT 

TAAAATGTGCTCCCAGGAATAGACACAAATGTTTTGAGTATCTTTTAAGCTGCATTTTC 
C 

TTTAGTGATGCATTTGTCAATTGCACTGAATTTAAATCTGAAAGTCAGAGGTGATTATT 

G 

ATAGTACTTTTGTATrrTGATATGGACAGTTTATTCATTrGCATACAGTTATTGACT^ 
TCCCAGCTGATTAAAAGATAGTCAAGAAATTCTGCAATATAGCTGCCAAAATAGACAGCT 
ACAI I I I l A TGATATTGTCATCTTTTCTGN fl I I I I I M CM M I M I CTTTAGCTATTT 
TACTTAAGCATAATAGCCACAATAGGACATATAAAAGATTATAAATACAGA 
Sequence 602 

CAAGATCGGNGCAGCGACGCTGCGGGCTACCCCCATGCCACCCATGACCTGTAGGGACCA 

CCTCTAGATGCCTACTCGATTCAAGGACAACACACCATNTCTNCGCTCGANCTGGCCAAG 

CTGAACCAGGTGGCAAGACAACAGTCTCACTTTTGCCATGANTGCACGGNGGGACNCGGA 

TTCGCCGGAATNTGNACTCCAGCTCTCCAGAGGATGNAAAAGGCTANTGGGCAAAGTTTT 

TGGGATGCCATTCTANCTCATAACCCACCCCANTGAAACTNCAACCCNATTTCNCAAANA 

NAACNTTAAAATTGGGCTTGTNAATAAANTCCNNGNGCCGGCACAAAGGGCCGGCCCAAA 

CCAT 

Sequence 603 

GTCCGGGAAAAATTACCTGTCTTGACTGCCATGTGTTCATCATCTTAAGTATTGTAAG 
CT 

GCTATGTATGGATTTAAACCGTAATCATATC Mi ll C CTATCTATCTGAGGCACTGGTG 
G 

AATAAAAAACCTGTATATTTTACTTTGTTGNAGATAGTCTTGCCGCATCTTGGCAAGTT 
T 

GCAGAGATGTGTGGGAGNCTAGGAAAAAAAAAAAAAAAAAGCCCTTrrCAGTTTTGTTGC 
CACTNGTGNTATTGGGACCCGTGTTAGNATTTGTATGCCAAGAAI ) I I ICTTGAAAAT 
GG 

AAAATGNTTTrGNTTTTAGNACCGNAGNATTCAATACNCCGGTTAAAAGGCANGGNAAAT 

TNGACCAAAAAGTCTTTGGC I I M I II ICTTGGGTAATTGNTTTCCTAAANGNTGGTTA 
T 

NTTGGTGGANCI I 11 I I I AACCTGGTTTAATAANTTTAAAATNTGGCCCCAAATTAATT 
A 

NAGGTTTAAAAAATNATTAAGGNAATTTA 
A 

Sequence 604 

CCCGCGTCCGAGACAATACAAAGTTACATTTTTGGACCATATTAAAACTGCAAGAAGACA 



t 
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GGGGTCTTACTGAAGATCTTTTAGAAAACTTAAATCCTGTCACAGGATATTTAGACATG 
T 

GTAGAATGTAGCTCAATTTTTTAAAAAGTAACTGACCTAGAGGGTGAAAGTTGAAACTGA 

CACATTTTCAAATTTAAGATTATGCTTATTTTGTACAGAAAACAATGTTTA 

GGCAGNATCTTGTTGTANTGTATATAAACGCTAACACCAGGAGTTTTTTAAAAACCANAA 

ATTTAAATTTATTTrrANGCTTTTAATTGGAAAGGNTTTGG I I I M I N I I M I CCTTTCC 

GAAACCCTGGGAGTTATTCAATTAATTTAATTAAAAACAGGGTNAGTTTTTTNAANACC 

C 

NAAGAAANTTAAGGCCAAGTTNGCCCCCCTTTTTC I M I I I I I I GNTAACCATTACCTT 
G 

GNATTTTGGGGAACC 
Sequence 605 

CTCCCCGCGGTGGCGGCCGAGGTACCCAAATACCACTTCAGGAAATCTGGCCAGATCACC 

TGAATCCAAATGTTCTATTAATTCAATACACGTTATCAAGTCAAATCCAAGCAAACGAGA 

GTCTCTCTCCACAACGGAGCCATGATACAATGTGATGGTCAAATTCAGATCCCGAGGTTT 

CAGAAAATCCCCCAGGAAAGGAGCTAACGAATCCCCTCTCCATCGTAATTTATCCTCATT 

AATATCTACTCCAACAAGCAATTCAATGCATGGATTGACTTTTAGCAGCCTTAAGAGTGA 

AGTATCACCACATCCCAGGTCTGCAACCTTCTTAGGCTCATGTTGATCCACTAAATTTT 

T 

AACGAACTGGTACCTGCCCG 
Sequence 606 

CTNCCGCGGTGGCGGCCGAGGTACTTACAAATAATTACTGGCAGTAGGTTATAATTGGTG 

GTTTAAAAATAACATTGGAATACAGGACTTGTTGCCAATTGGGTAATTTTCATTAGTTG 

T 

TTTGTTTGTTTTGATTTGAAACCTGGAAATACAGTAAAATTTGACTGTTT/^^ 
CCAAAAAAAAAAAAAAAAAAAAAAAGGTCCGCGGGGGCGGAGGTCAGGGACAAGATGGTG 
CCACCGGTGCAGGTCTNTCCGNTCATCAAGCT 
Sequence 607 

CGGCCGATGAGAAGAAGAAGGGGCCCAAAGTCACCGTCAAGGTGTATTTTGACCTACGAA 

TTGGAGATGAAGATGTAGGCCGGGTGATCTTTGGTCTCTTCGGAAAGACTGTTCCAAAAA 

CAGTGGATAATTTTGTGGCCTTAGCTACAGGAGNAGAAAGGATTTGGCTACAAAAACAGN 

AAATTNCATCGTGTAATCAAGGACTTNATGATCCAGGGCGGAGACTTCACCAGGGGAGAT 

GGCACAGGAGGAAAAAAAAAAAAATAAAAAAAAAAAACGAANGGTACCCTCNGGCNCGTT 

TTTAGNAACTAGTGGGATCCCCCGGGGCTGCAGGGAATTTCCNATATTNAAAGCTTTTAT 

TCTGGANTACNCCGTCCGGACCCrrCGAAGGGGGGGGGGGCCCCCGGGTNACCNCAAGCC 

TTTNTTTGGTNTCCCNTTTTAGTNGGAGGGGGGTTT 

Sequence 608 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTATGCGGGAGCTGAGAGAACAGACACAGACCTG 
TCGGAAGGTCCTCTGCAGGTCCCCCTTCCGCTCTGCCGATCGACTTCCGCCTCGGGCAGT 
CAACATACTGCCAAGGAAATCTGATGTGGAAAGGAAAATAGAAATAGTGCAGTTTGCTAG 
CCGGACACGCCAACTCTTCGTTCGATTATTAGCTTTAGTGAAATGGGCTAATAATGCTGG 
CAAAGTGGAAAAATGTGCGATGATTTCAAGC Mill AGATCAGCAAGCCATCCTGTTTGT 
GGACACTGCTGATCGCCTGGCCTCGTTAGCTAGAGATGCTCTGGTCCATGCACGCCTGCC 
TAGTTTTGCCATCCCATATGCCATTGATGTACCTGCCCGGGCGGCCGCTCTAGAACTAG 
Sequence 609 

CGCGGTGGCGGCCGCCCGGGCAGGTACTTCCGCCTTGCCGTTAGCTTGTGGAGAACGTGC 

TTCTTATTCCTGGCAGGCTTCAAGAACAGCTGCACATGTGCCGCTAACTGACCGCGTTGC 

CATTGGCGACCTGGACTCTGAACTCAGGTTTATTCTAAACCCAGTGAGAGGTGAGGGGGA 

GTGATGAAAGGGGATCAGCTGTATTTGTGTGTGTGTGTGTGTGAGCACCTGACAAATCTA 

TGAAACCCGAGTGAAAGGAGAAATGTTAGATTCTTTATTATTTTATTATATTTATATGGA 
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AAGCTCGACTCTCCCTTTGGTAAGTCCGAAGCA 
Sequence 610 

CCGCGGTGGCGGCCGAGGTACTGCG I I I M I I I CCTATTATAAAAGTGATACTGAAATAT 

GCTAATTAATATATrAATTTTAGTTAAATGCTGCTAATATGCATACCTCTT ACTTG AAGG 

TTTTTAATATGTTTTGATAACTTTAATAACTTCAGGGTGATGTCTGTATM 

TGCAGCTCTCTCTAACAAATGTGCCCTACAACTCCTGATTAAACCGGCGTCTTGAAGGTT 

CAAAAAAAAAAAAAAAAAAAAAAANGTACCTGCCCG 
Sequence 61 1 

GTGGCGGTCGAGGTACTTANGAGAAATTGGCATGCTTTGCTAATNTTTATGCAGAGGTAA 

CCATGTTGANNACATATGTANTGTTGAGAGGNATGTCTAATTTTATGGTCNTAGGAAAAA 

TTAAAAGAAAACTGCTGCTTTCCTGAAGTCTGAAATANAAATGTTTACAACTTGACNAGG 

ATCCATTTGGTGGCTAGNCTCGCCTTCCAGQGNGGNAAAGAGAATATGCCAGTTCTGTNG 

TATGGACTNTTCACANAAGCTAAGGNAGGGGNAGTTCCTTTCTTGGTGGNGACAAGTTCC 

TGCNCACTTAATrnrCCCNTCCTGNCTTCNAAACCTGGGAAA 
A 

Sequence 61 2 

GAGCTCCCGCGGTGGCGGCCGCCCGGGCAGGTACCAAAGAAGATGCAGTTCAAAATACTG 

CCAGTTTTCCAAGAAATTrrGTAAAGTTGAACATGGCCATCTACTCTTGCCTTAAAACT 

T 

TTCTCACCACACCCACCTTCCCACATGCATGATATCCAAGGTCGACAGACCTGGATTAGA 
ATCCACTCTCAAGCTTCTCATGCAGTGCGTATTGTATTTTCTGCATAAGAAAGGGCTGCC 
TCTAGAACACAGTAAGTGTATTTGCCCAGTAGTGACATTGCCTACATATAGCCAAGTGTT 
ATAGTATACCAACTTAGTATATTTTTCAAGGAGAGCTAAACCACCTTTTGTAATGNTTG 

G 

TTTCTCACTGTTATCTTCCTTTCCTATAATTAATTTATTTTAATCTACA^ 

GGCTAAAAGCTTCAATATmACAAAATATTAATTAATGNAAATTGGTCCCAATTATTAA 
GAAACI I I I 1 1 INCATTT 
Sequence 61 3 

AGGAAGNCCACTTTTGANGAGGCCATTNAAAANCNAACGGNNATGANCCCCCCACANNNC 

ACTCNGAGGGGGAGGTANGAGNANNNCACCNGGGGGCCCCGNCNGGGGAAAGGAAAGGCN 

AACNCCACGNCNGGGGCCAANGGCCNCNGCNGGGNANNNACNNNACGAGAGGCCCACCNN 

AACCAAAGAGCGANANGCCCCGGGGGGNCCAAGAAGGGCNGCACACAGNACCTGCCCGGG 

CGGGCCGCNCAAGAACNAAGGGGGAACCCCCCGGGCCNGGCANGGGAAANNCGAAAAAAC 

AAGGCCNNAACCGAAAACCCGGGNCGGACCCCGGGAGGGGGGGGGGGCCCCGGGGGAACC 

CCCAAGCCNNNNNGGGGNCCCCCNNNAANGGGAAGGGGGGGAAAAAAANAGGGNNCCGCC 

CANGGGGCGGNNAAAACAAAGGGGGGNAAAAAAANGGCCCGGGGANACCCCCGGGGGGGG 

GAAAAAANAGGGGGNAAAANCCCGGNNNCAAANAAAANNCCCCCACCCAAACCANNAACC 

GNAGNCCCGGGGNGGCAAAAAAAAAAAGGGGGGAAAAAAGNCCCCGGGGGGGGG 

Sequence 614 

CCAGAGNTAACGAAACATTCTTTATAAAGGTTTGAACCCNCNGTTTNAAAGCCAANACCA 

TAATTTAATTACAAANGGATAAATATGGTAACGGGTATTTACAGAAGGAAGGGNGTTATT 

ACGGAAAAAGCTAACGGCACGACGTTTATTTTTCCCCCACAATCTTTCATACAGGAACTA 

ACAAANTGAACTTGCAAAAGCACTAAAACATCACATGTAAACCCAGCTAACAGAAAAATA 

CATTCACAAGCGTTGNTGGTGGGGGTGNGNATNGTGTGNGCTAAGGGNCAATGGGCNGAA 

GAAACAGAAGGGAGACTNTGGCACGGCTCAATTCTTTCCAGNCNANAGNTACATGGAAGG 

TTACAANCAGGGTGCCCCANAAAAAAGGNACACCACTANTCAATACCCNCCAATACAAAA 

AGAAAACCAATNTTCTTCCNCCANTACCTAAAAAAGGAAACCCGGGGTAAAC 

Sequence 615 

CGGTGGCGGCCGCCGGNCAGGTACTTTN I I I I I I I I 11 I I I M I I AATTTTCCATGTAT 
T 
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NGCCTTNATCAAACTATAAGCTGNGGAGTGGCCAATATACTCCATTGNGATTATACACTG 

ATTTCCATCACCTGCCTTTTTACTATCAACTCTTATTAGA 

Sequence 616 

CGGCCGAGGTACTGTGCCCTCrrrCTTACTAGGTGACCGAGAGTGGTTTTGACTCCTGTG 

GGTGCTTGAAGTCATTCTCAGGGGTCTCTATGACCTTTTCCCTCCTGCAGTTCACTCT 

AG 

TTTCTTCTATTTCATCATCCCGCACTGCTCTTAGCATCGAAGTCACTGTCTGCATCTGG 

G 

TNTCTACTTTCACATCAAGTTTGAAGAATGCATTTCTCTTGNGGTATTCTGTTnn^ 

CTTACTTCATTGGAGAAGCCCCTTGA Mill CTTCCTTTATACCAGATCTGGCTTCACG 
A 

AAGCTGCATTTAGGTACCTGCCCGGGCCGGNCG 
Sequence 617 

GTGGACGAGGGCAACCCNACTAGCCTAAAAGCCCGTGACACTTGCAGCAGGTGCTTGCCA 

CGCTTGCACCCGTCCGAAAGAAAAACGCGGGCTAAAAGCGCGAGTCTGGTGACTTTGGCA 

CCCAACCGTGCAANTTGATGGTACCCCAAGCCCAAGCGACTGGNAAGATGTCTTTGGNAA 

AAATGAACCGTGGAANCTTGGCTTGGAGCCCGANGTTCCGCGTGCCGGCCAATTCAAGCA 

AGGTGGCAACCGGGACTTGGGCCGTTCAANACCCGTGGACCGTTCAANATTCCCCAACCA 

CCANTAGCACTNAGTATTTGGCCATTGGCANAAAAAGGGGAATTGGAAAAACAAAACGNT 

NCCCCGNNTTGCTTTGGNGGGNGCAAAATTCCCNCGGNGCAAGGTCGGCCCTNTAACTAT 

NTTTTTAANAAAAAAA 
Sequence 618 

CCGCGGTGGCGGCCGAGGTACTGGGACAGTTGGGTGCGTTATGGATACATAACCTGAGGA 

GCCCGGGGGAAGCTGGCCTTGGGTGTTTTACCTCAATCATATATCCACACAAGTGCTTCT 

CTTGACATTTCTCGAAAATGGGAGAAGAAGAATAAAATTGTTTATCCTCCACAACTGCCT 

GGAGAACCTCNGCCAGCAGAAATCTACCACTGTCGAAGACAAATAAAATATAGCAAAGAC 

AAGATGTGGTATTTGGCAAAATTGATACGAGGAATGTCTATTGACCAGGCCTTGGCTCAG 

TTGGAATTCAATGACAAAAAAGGGGCCAAAATAATTAAAGAGGTTCTTTTAGAAGCACAA 

GATATGGCAGTGAGAGACCATAACGTGGAATTCAGGTCCAATITATATATAGCTTGAGTC 

CACCTCGGGACCGAGGCCAGTGCCTGAAACGCATTCCGCTCCATGGCAGAGGTCGCTTTG 

GGGATCATGGAGAAGGTTTATTGGCATTATTTTGTGAAAGTTGGTGGGAAGGGCCCCCAC 

CTTCACCTGAGCCCACAAAAGACGGCAGTTTGCCCATGCCAAAGAGTATNTTCAGCAGCT 

TCGCAGCCGGACCATCGGTCACACTNTTATGATGAGGGAGAATTNAAGACCTCCACAGNG 

NATTATATTTTGGCATTTATTTTCTAAAAATAAACCAAAAATTGGAAGCC/^^ 

AAAAAAAA 

Sequence 619 

TGGCGGCCCGAGGTACCTACTATGTGTCAGCCATGGGGGGATACAAAGATCTATAAGGCA 

CAAGACCCTCAGTCTTGTAGTCGCCTGACAGCCAGCCAGCTACAACATAATGTGGAAAGG 

ACAATGGTGGGAAATGCACTCAGGTCTTCCTAATGCACAGAGTATGCTCAGGCTGTGACA 

TCNGAAGAAAACAGATATTTACCTTAACACGGACTTGGAGGACCTTCAAAAAACAGTGAT 

GGGAGGAAATCCAGTTTTAAAAGTCTTGATTTAAAAAAAAGAAAACACTTTCTGTGGATA 

AAGATAGGCTGCAGGAAATGTAACCTATGAAATTTTCTCAAATTAGCTTTCAAACACACA 

CAAAAAATTGCATTTGTTTGAGGAGCAGAATGTAACTTATATTAAAGAATAAACTACTA 

T 

TTAGTATCTGAGTGGAAGTACCTGCCCGGGCGGNCGCTCTAGAACTAGTGGGATCCCC 
Sequence 620 

GCCGCCGGGCAGGTACATTCTAATTTTTATGAGACATAGATATGTATTTATAAAAAGATA 
GATGGAAAGAGAAGAAATTAACTTAATTCTAAGAGCCAAATTTACTCAGAAGGTTTAGAA 
ACACCAAAATTAACAGCCAGTTTTCTTGATTTTCTTCTTGAAGAAGAGATTGGTGTTGC 
T 
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ATGGTGAGATATACTATGGCCTTGAGAGGCAGTTTCAACTTGAAAAGAAGATGCAGGTTG 
AGCAATCGGAGAGGACTTCAAAGAAGCTGATGAGCTCTCCCGTGGACTTACTTTGACAAT 
GTTGGAAGAATCTGGCTGGCTAGTCTGAACTGGAGTGGCTTGAGAACTCTGGGCTTCCTT 

ATTCTCAAAGTTCTTTTTGGTTTGCAACCCTTTTTTTAGTAACCTC 
T 

GATTGTGCACACCCCCTGGTATTCCCCCAGCCATGGGCATGGTCCCAGAATATAAAGTAT 

GATGGAAGGGCTTCCAGG 
Sequence 621 

GGTGGCGGCCGAGGTTAAGGACGCCTGCCCATGACAGAGCCTCAGGAAATCGCGATGACA 

GTTTACAGCAGGAAAATCCGTGGAGACAGCAGATCCCGAGAAGCGGCGATGTTTGCGTAG 

AACCCTGTACCTGCCCG 

Sequence 622 

CCCGCGGTGGCGGCCGAGGTACATTTATTTAACATAAAAGGACAATAAGTTTACTTTGTA 

TCTGAACTCAAAACAAAGTAGTTGTATATTTTAACATTCAAAATTGGGATTTCCCAATG 

T 

GACACATCATGAATGCAAACCCCTCCAGCCCATCAGACGCCAGGCTGCCTACTGGTAATC 
TGTGTATAGTATATAAACATGTAAAAATAGGTTGTATTTTACTCTATGTATGATGCTAAT 
CAATGAACACTTTATTTATTTTACAGAGAAAACTTATCTGTGAACTTTACTATATATCTG 
NTATTTTACCTTTAI I I I I I I I I I I AAATAAAAAAGGGGTTT 
Sequence 623 

CCGCGGTGGCGGCCGCCCGGGCAGGTACAGCCATTGCTCTTTGAGTTTGGTCTGGCTAGC 
AAAAAGCTGGCTGTGTTATGTAAATAAAGCCCCTATAGTAATTAAAATTTAAAAAAAGTT 
TTTTAAGCTGGCTGTTTTCCTACCACTTCAGAGTCCTTGACCCCGTAATTTAGGGTCC 
CC 

TTCAGATTTGCAGACAGAAACAAACAACAAAACAGTTAAGCAAAACTAACAATGGTCACA 

CAAATTATACAATTTCTGAGTGCTCTAAGTGCATTGGAAGAAAGCTGAAACTGCATAAAA 

ACATCACCTGCCTTCCATCATCATGAAAGCAGGAAAACTTGCCTTCTTGTTGGGAGCAAG 

TAAAACTCCAAAAAAAGAGGTGTTGTACCT 

Sequence 624 

CCGCGGTGGCGGCCGAGGTACGGCGGGGAGCCGCCTGGATACCGCAGCTAGGAATAATNG 
GAATANGGACCGCGGTTCTATTTTGTTGGTTTTCGGAACTGAGGCCATGATTAAGAGGGA 

Sequence 625 

CTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAAACTTTGATCTTCTTTGAAATGTGGTT 

GTCCACTNGCTTTTCTGTTTCTGTCACAGTAGCTATAAACAGCTGTTTAAGGATATCCT 

T 

ATCTAAATTTCTGCCAATGAGGACCAATCGATTTGTTCTCTCAGTGTCATCCTTCCAGC 
T 

CAGTGGAGTCTCCTCNATCATAGAGCTCATCCCGCGTACCTCGGC 
Sequence 626 

NCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGATGAGTCCTAGGAGGCGCTGG 

CTCTTTGGCGGCTCGGAGGAGCGGCTGCTGCTGCTGCTGCTGCTGCTGGTGGCCCCTTTG 

CAGATGTATTGCTGTCCTTGAATATTAGCCeATTTGAAAACGCCTGGGAAGTTCAGCCAT 

CAGTATGTCAGTACCTCGGC 

Sequence 627 

CCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTTCTTCCAGAAAAATTCTCCTTGAGGAA 

AAATGTCCAAGATAAGATGAATCACTTAATACCGTATCTTCTAAATTTGAAATATAATTC 

TGTTTGTGACCTGTTTTAAATGAACCAAACCAAATCATACTTTTTCTTTGAAT^ 

CCTAGAAACACACATTTCTTTGAATTTAGGTGATACCTAAATCCTTGTTATGTTTCTAAA 

TTTTGNGATTCTATAAAACACATCATCAATAAAATAGNGGGCAAAAAAAAAAANNAAAAA 
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NNNNGGGGTNCTCCCTGATAAAGGGGGAATTTCCNTGCCCGTCCACGGGGGGTTGNCCCT 

GGAAAAANTTTGT7TANACCCCCGGGNTCCCCTTNTTTTTTTAAAAAAAAGGGTC 

ACCC1 I I ill N l A AAANGGGGGGNNTNNNCCCCCCGGGGGGGGGGGGGANTTNCCCGGG 

GGGNTTN I I MI I I M Ml INNAAAAAAAAGGGGGGGGGGNCCCCC 

Sequence 628 

GGNCGCCGGCAGGTACGCGGNGGAAGACGGAGGCGGGTTCTACAAGAGACGTAGGCTGTC 
AGGGAAGTGTTTATTTCGCGTCCGCTTCTGTTCCTCCGCGCCCCTGTGCTGCTCCGACTC 
ACATACTCGTCCAGAACCGGCCTCAGCCTCTCCGCGCAGAAGTGCCGGAGCCATGGCGGT 
ACCTNGGCCCGNTCTAAAACTAAGTGGATTCCCCCGGGCTGGAAGGAATNCGNATTAAAG 

CNTATNGATAC 
Sequence 629 

CCGCGGTGGCGGCCCGAGGTACAGACGACGTCACCGTATATCTTCTTTTCGGCCAGTGGA 

GGATATCACCGAAGAGGACTTAGAAAATGTTGCCATAACTGTTCGAGATAAAATCTATGA 

TAAAGTTCTGGGTAACACGTGCCATCAGTGTCGACAAAAGACCATCGACACCAAGACAGT 

GTGTCGGAACCAGTTGCTGTGGTGTGCGAGGACAGTTCTGTGGACCATGCCTGCGGAACC 

GCTATGGGGAGGATGTCAGATCGGCATTGCTGGACCCGGATTGGGTGTGTCCCCCCTGTC 

GTGGGATCTGCAATTGCAGCTACTGTCGGAAGC 

Sequence 630 

CGCGGTGGCGGCCCGCCCGGGCAGGTACATAGTGTCGCGAACTCAAATCGGCATTTAGAT 

AGATCCAGTGGTTTAAACGGCACGTTTTTGCTTATAAAAAAAGTGCAAAAAAGATGTGGT 

TTACAAGTTAAAGCTACAGAATCCCTTTTTGCTGTAATTGCACCAGTTTTAAAGCCTCT 

G 

GCAGAGCAGATTCGTTTAAAACTTTGTTTTTCTTAAAAGCTTACAGTGTTTGGCTAAT^ 
C 

TCCTCCCCTTTTTACAAGACGGGGGCCGGAGGGfGGACACTGGTGGCAGGTTAAGGGATA 

CTGTCACTTTAAGAAGCCTGCAGATTGAAGTGTAAACATGGAGAAATTAGGGGCTGATTT 

TTTAAACTGTGTGAGATATTAACCAGCCCGCCCTGTTATAAAATCAGGAAATCCAAACAG 

CGATTTACACCGATTAACACCCCCTTTATATATTrrTTACAAAAATACACTGAGAAAATA 

ATCAAACGTTTTCATCTCTCTTGTC M I M II G M I II I AAAAGTGTCAAAAGTCTAC AT 

TTAAATATAAAAAATTAAAAGTTAAAACTCTAGCCCTTCAGTGAAGGAGACGTAAAATGG 

CGTGGGTAACAACAACTACCAAAAAAAAAGAAAAAAAAAAGAAAAAAAGGAAAAGGAAGG 

AATAAAGAAATAAAGGAAGTAAAAAGAAAGGAAAGAAAAAAAGG 

Sequence 631 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATCAGCrrGCCTCAAGTCTGGAAAGAAA 

TTGGCTTGGGCTCATCAAGTTGAAGGGACCACCAAAAGAGCTAAGATrGCTTGTAATACT 

CATGTGGCCCCTAGGATGCACCGACTGGTAGTGATGAGCCAGGTrrACAAGCAGACACTG 

GCTAAGAGCTCAGACACTCTGGCGGGGGCACATGTAAAGATTCATCGTTGCAACGAATCT 

TTTATATATCTGCTCTCTCCCTTACGATCTGTGACAATTGAGAAGTGCAGGAATAGCAT 

C 

TTTGTCTTGGGCCCTGTAGGGACTACACTTCACCTCCACAGrrGTGACAATGTTAAAGTC 

ATrGCTGTrTGCCATCGTTTGTCCATCTCTTCTACAACAGGTTGCATCTTT 

Sequence 632 

AGGTACCACACTCAGGGCAGTTTCCAGCTCCTCTCACAAACAGTAAATCTACACAACTTT 

CACAGAGAGTGTGTCCGCACACATTCACCATCAGCTTCAAGGAGGGGTTCCGATATrTGG 

TGGTCTTACACCGAGGGCAACCCTGATCGTCCATGGCGGTTTCCCTCCTACAGACTCTCG 

CAGGCGCCTGTTTCAGCCAGAGCCACCTACAAGCCCCCTCCCCGCGTACCACCACACTGT 

CCCAAArrACCTCTTCATrACCCAAATCAAAGAATCTTTCTGnTTCCCAATCCTCAAA 

A 

GGAATGAAGAAAAACCAAAGAGCAAACTCAAAAGATGATTTTTACCATAAACCTCAAATG 
TGGCTTAACAAGTACCTGCCCGGGCGG 
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Sequence 633 

GCCCATTGNTGTTTGTTTGTTTGCTTGAAGACCAAGACGGAGTTGGGCCTCTTGATTCCC 
AGTGGCTGCAAGAACTGGGATTCCCTCTCCTTCTCTCTCTTCCCCTCTCCCCCGCGTACC 

TGCCCGGGCT 
Sequence 634 

GAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTGAAAACCACTTCCAGAGTCTAAAG 
CAGCTCAGATGTTATCTCTGGGGGAATTAGTGTTCCCCTCATTTAGCAACCTCCATACCA 
CAAGGTCTCTGTCTGTAGTTACTGGGATTATCCAGATACACTATCAATGATACAAATTC 
A 

TAGGAGTATTAATGCATTTCTTTAAACACAACTTGATTAAGAAGCAAATATGTTAAGCA 
G 

TTTTCTTTTTCTGCTGCTAAATTACAGTTAGACACTTCAGTATCTTCTCTTTACATGTC 
ATATAAATTAGTAAGAACCTGCATCCAAAGCAATGTAGTGTGTGTATGTATCTATATAT 

A 

TTTATTCTAACTCAGCACTTCAGAAGCCTTTTTGAGTTACAACAATATTTT AGT^ 

CATCTGTAGAGGTAAAATTTCTATATTACCAAGCTCCAGAGGAATATGATATTTTACAGG 

CACAATTTTCTGGCTGTAGTCCCTGGGGCATTTCATTTGCTGGCCTCCA 

Sequence 635 

NCTCCCGCGGTGGCGGCCGAGGTACAGATGATGAAGCTTCCAGAGCTTATCTGTCTCTTA 
GACAGAACTCACATAAACACACAAATACAAGAGGTTATTTTCAAGACACACACTTGCAAG 
TAATCTTTCTATAGAAATGGCCACAGCATTATAATATTCAAAATATGGAAGATTGCAGT 
C 

TGAGGATTTTTANGAAAAAAAAATCAAAGGACTTGCCAAAAGGATAACTACATAACAGAT 
ATGACAATCTACAGGACAAAAAGACAACATGTCACCAAATATTGTTCATACAACAGCGTT 
AATGGAAAACAGTAAAACACCTTTTAGCAGTGTGCATGTTAAGTCTTTTAGTAAGATTA 
T 

CTGTAATGAGGTTTGAAAGTAAATCACTTAGTAGACAAAGTAAACCACCACAGAACCAGG 
AATAGCACCCATCACTGCTGCTTTGTCACTCCAGAAAGCTGAAAGTCAACCCGAACAATG 
AAAAAAAGTCAAAGAAGCATTTCCCTTTGAATTCAGTCCTAAAAA TATGA ATGCCTTATA 
ATTAATTTCAAAATAAGTATCTTACAAGTGTTTCATGAAACATTGGTTTT 

Sequence 636 

GTGGCGGNCGAGGTCTAAAGGGCAAGGTTCACCACTACAAAAAGGAAGTTGTCTAAAAGC 

AAGAATTCAATTAACNGCTGGGTAAGAAAAGTCAAAACACTAATGAGTTGTCCATGAAGC 

CAACTGCTAAGAACGCGCTCAACTATACCGCCGACATTGAAGACACTACGCACGAAGCCT 

TACTTGGCGAGTCTGAATTTCTATTAACTAAGGGCAGAGTGAGGGAGAACAAAGAGCCTA 

CTTCCGTAACATTTTAGTATCCAGATAGTACCTGCCCGGGCCGGCCGCTCTAGAACCTAG 

TGGGATCCCCCGGGCTGCAGGGAATTTCNTATATCAAAGCNTTATCGATACCCGTCCGAC 

CTTNGAGGGGGGGGGCCCCGGTACCCCAGCTTTTTGTTTCCCTNTTAAGNGAGGGGTTAA 

ATNTGCCGCCGCTTGGGCNTAATCATTGGGNCATAGGCTTGTNTTCCCTGNGGTGAAAAA 

TTGNTTAATNCCGCTTCACAANTTTCACCACCAAACCAATACGGAAGNCCGGGGAAGCAA 

• TAAAAGGTNNTAAAAGGCCTTGGG 
Sequence 637 

AGCTCCCCGCGGTGGCGGCCGAGGTACAGGAAAGGGAAGCACAGTTTGGAACAACAGCAG 

AGATATATGCCTATCGAGAAGAACAGGATTTTGGAATTGAGATAGTGAAAGTGAAAGCAA 

TTGGAAGACAAAGGTTCAAAGTCCTTGAGCTAAGAACACAGTCAGATGGAATCCAGCAAG 

CTAAAGTGCAAATTCTTCCCGAATGTGTGTTGCCTTCAACCATGTCTGCAGTTCAATTA 

G 

AATCCCTCAATAAGTGCCAGATATTTCCTTCAAAACCTGTCTCAAGAGAAGACCAATGTT 
CATATAAATGGTGGCAGAAATACCAGAAGAGAAAGTTTCATTGTGCAAATCTAACTTCAT 
GGCCTCGCTGGGCTGTATTCCTTATATGATGCTGAGACCTTAATGGACAGAATCAAGAAA 
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CAGCTACGTGAATGGGGATGAAAATCTAAAAGATGATTCTCTTCCTTCAAATCCAATAGA 

TTTTTCTTACCAGAGTAGCTGGCTTGNCTTCCTAATGATGATGNATTGAGAATTCAGCT 

T 

CTTT 

Sequence 638 

CGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGAAAACTAAACCTTCAnTACTGTGAAGA 

TCTTCTGACTGTGGCTTCCAGATGCTAGTTTACAGAACAACCACACAGCAAGACGAAGCT 

TATGCTGAGTTGACGGAACAATGAGTAAACATAAGGATATTACTGTGACTTTGAAATTCT 

GAAATrGTTCTTTCTTAACTTrrGCATTAAAATCACATTTATTTTATA/^ 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

Sequence 639 

CCCCGCGGTGGCGGCCGCCCCGCNCNGGTACATGGCCCTTAATNCCATNAGATTTGTAGA 
TCTTAACCACGGCAGGTCACCGAGGCCTCGGAANTCCCTTTNAGCTCCAGCTTTACCGAC 
ATCAGCTGCTAGACGGGTACCT 
Sequence 640 

AGACGATTGAGCTNCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGGGGCTGTCTCACCGG 
TGAGACCTGGAAGCGGGCGAGTCTCGTGCTGTGTCGGACCTGCAGTCCCTGGCCTTCCGC 

CACCATGGAGTACCT 
Sequence 641 

CCCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGGTCTTCAGAAACCAGGCTGCTTTCAGG 

AACATTGCTGTGGATTCCCAGCTTTCAGACAACACATGACTAAGACAGAATGAGACCACT 

CTAGTTGCCTCATGGGAAACTCGGGAAAAGACTGCAAAAACAACATTGTTTCTCCCTTTG 

GAATTCTGGAGTTATAAGGCAGAGGTCCCCCATCTTCCCGAACTGGCCTATTCCGCTAGA 

AGCAAGATGGCTGAACTCAATACTCATGTGAATGTCAAGGAAAAGATCTAT GCAG TTAGA 

TCAGTTGTTCCCAACAAAAGCAATAATGAAATAGTCCTGGTGCTCCAACAGTTTTGATT 

T 

TAATGTGGATAAAGCCGTGCAAGCCTTTGTGGATGGCAGTGCAATTCAAGTTCTAAAAGA 
A 

Sequence 642 

TCCCGCGGTGGCGGCCGAGGTACTTGGAGAATATTTCCACAATAGCCGATGACTTGTTCT 
TGTTGACAAGAGAAAGTTCTTTGGCTGTTACCCTCAATGATAGTGAGGTCCATTGCCGTC 
TATTAAATGGAGATGATTCCATCTTGTCTACAGACACTGAAATACCTGGCTAAAAGCCGC 
CTTTCCTCTGCGCTGCTACCAGCCCTGTCACAGGTCCCGGCGCTCTACCTCCCCGCGTAC 

CTGCCC 
G 

Sequence 643 

CCCGCGGTGGCGGCCGAGGNACNAGAAGCTCACTGGCTGTGCTAAACCAAATGAATGGAA 

AGCGCCAAAAGTGATTTTATACCAAGGGNCCATNCATACAAATAAACAAAATCCTATCCT 

CTTCTTTCTATATNNTNTTTCTTACATTTCTTATACAAATAACAGAATGCTTCATTTTAT 

TCACTTCAATAGGACAAAGTCCTTAAAGAAAGACTGAAAAGAGCTGATAATCAAAATCCC 

AAATTTTATGCTTA I I I M GGGTTAGNCGCTATCAATTTTCTGACATATTAACATAGGCA 

GGAAAACATTCTCAGTAAATTGAGCATTTGAGTCTACAAATGTCTTGAAGCACTCTGGCA 

AGTTACATGTATCCCATGTTGCTTTTGGNTTCCCATCTCTTCTTTGCTTCAAACCCCCA 

T 

GCAAGN I I M 1 N I M I I I CGGGCAGNCTGTGAATTTTCAACCTCCTTTTT 

Sequence 644 

GAGCTCCCGCGGTGGCGGCCGAGGTACACCCTCTGGCCTCTCCCAAGCAAGCAGTGAGGT 
GTGCATTGTTAGAGGTGCACCGGGAAGGGAGCTTGGTTTCGGACCCCAGGACATCCTGTC 
CGCAAGCAGCTGCTACTTCTTGGGCTTCTCTAGAATATTGAGGAATTTCCCCCGTGTCAT 
CTCTCTGGACTCATCCAGCCCCAGCTGATAGGCTAGGTTCTGTAGGCCTCGAACCTTCTC 
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CATCAAATTAGCCGTGGTGAGACTCCCCAGTTCTTTCAACATGTCGATGTCATCACGTTC 

TATCTCAGCCATCCATTTGGGTGGAGAACTAGTAATAGGACTTTTGAAGGAAGCTGCAAA 

TTCAGCAACACCTGGTAATTGTTCTGGCCAAAGATCTGGTGAGGCACGGTCAAGTTTTTC 

AAAACTTAGCAAAGATGCTTCCAGATCTGTCCCCGTCTGTGGGAGACGCCATCTTTCAAC 

CCATGTCACGTCCCCGCGTACCTGCCCGGGCGGCCGCTCGAGCCAGGAACCGTAAAAAG 

Sequence 645 

CCGCGGTGGCCGGCCGCCCGGGCAGGTACTTCAGGGAGGCCTATATATTGGCACCCAAGG 

AATGCCAGGACTGCCACCTGCTGCTCCAGCGTTAGCCTCACTCGTGTGCTTACTCAGTTT 

GACTGCC I I I ir GTCTATTTCTGGGAGGTTGGTAGAATGAAAGGGATGCTCCAAGGCAAG 

CAGATGGCCTGTCCACCTCCTATATATTGACAGTGCCAATGAGTGTAGAGTCTTGCTACA 

AGAAACAAAGTCATGAGAAATGCCAGGCTTCCTGTTACACCCAAAGACTGCTGGCCCTCC 

TACTCTATCCTTTAGACCAGAAAC f I I I I C TTCTAAGCACTTGCCTACCGGGAAGGTT 
GA 

GGAGTCTTGTrTTACCGTACC 
T 

Sequence 646 

TCNCGCGGTGGCGGCCGAGGTACCGGCCAAGCCTGGTCCCCTTCTTGTTGGGCACTGTGT 

ATGGGCGGAGAAAATCCANCTTGTTCTTGCTGATGACGCAAAGGTCAATGTTGCTTCCGG 

AGCCCAGGTTCACTGAAGATTGCCANNTGCCGATGGCTTCGCTCACCANGATTCTNGGCT 

TNGTNCTCCTCCATTGTCTGGCCTAAACTTTATCTTCAAATACAGACGATTGCTTGCTC 
A 

ANNGAGACCAAGAAACCCATNNGGTGACCACTAAGGGCAACTTATCAGNTTTGATTNCAT 

GAAGGGATAGGATGTCTTGTATTAGGGTNGGAGAGTCCCAGGTAAATCTATGCTACTNCC 

CCCCTTAANAACCTNAGNNTCTNGCAACCCAATTNTAAACNNTTTGNATACNCTTGAAAA 

AAGGCATTCTGNCTTTTNAGCNATCCGATTTGGCCTGTNCACAAACTCTGGGGGAAAGAC 

TGGTCCAGTTGNNAGAAGGGGAGrrGGGAGCNTCCAGGTTTGGAAAAGNAAA 

Sequence 647 

CTCCCGCGGTGGCGGCCGCCCCGGGCAGGTAC 111111111111111111 GAGACAGGCC 
TGGGTGACAGAGCGAGAGAGACTCTAAAAAAAAAAAAAANGAAAAAGAACTGTTGAGGGA 

TACACAATATGTCAAAATATTAAAGCI I I I Ml iA AATTGGGAACNCTCAGGATAtTGG 
G 

ATAATTAATTAGGCAATGATNCAAAGATGTTTTGTTTrAAAATTCANAACCCNCCAAAG 
G 

TNNAAACCNTNGNAANAATTTTTTGGGTTTCCCCCCCCCCCNN I 1 1 I I M I I NTNNNCC 
0 

CNTNAAAAAAAAGGGGGGCCNNCCCCCCNTTGGGAAAANNN I M I I I 1 I M M NNNNGCC 
CCCCCCNNTNI i I M I I NCNGGGGGGGTTTTTAANAAANGGGGGGNAAAAAAAANNGNGN 
GTCCCCCCCCTCNNNNAAAAAAAAAAAAANANGGGGGGGGGGG 
Sequence 648 

TGGCGGCCGCCCGGGCAGGACTTTNTTTN I 11 M 11 M 1 M II M I II I I AM I I M I II 

NAl M I 1 I M I I I 1 I I M I 1 M 11 M I II I I I I M I n I 1 M 1 M I 11 I I 11 I 11 I I 

TTT 

I I I I I I I I I 1 I I 1 I I I I I M I 1 1 I I I I I I ICCCNGGGGAANNCCCCNTTNTNNGGNNTTT 
CCCCGNNNGGCNCCNANANGTNAANCCNNCNNANCCNNGGGGNNGGGGNCCNCNNNNCCC 
NNNNGNGNNNNAANNNGGNTNNGNGGGNGGGGNAAAAAAGGGGGGGCCNANGGGGNCCCC 
NCCCCNTTTNNCTGGGGGGNNAAAAAANGGGNCCCCCCCCCCCGNNAAATTNGGGGNNNT 
NAAAAAANANGGGGNCCCCCCCNGGGGGGGGGGNNAATNTAANANAAAANTTTTNNTNCC 
CCCCCCCCCCCCNGGGGGGG 
Sequence 649 

TTGACTCCCGCGGTGGCGGCCGAGGTACACGATAGGAAGAATGTATATTCTGTGGTTGTT 
GGGTGGAGTGAATGTCTATGAGGCCCCTGACTTCTTTCATTCAGGAACACAGATTCAGAG 
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CTTCTGCTGTGCAGTAGGGGGCATCAATAGTTCATTTTC 1 1 I I lATTGTCTGCTACCAT 
T 

CCATTGTATGGATTCAACCTAGTCTGTTTATTCATTCTCCCAGGCTTTCCACCAGGCC 
AT 

CTCTTTCACTTCGGGGGCACCTTTCCCAGGGAGATGAAGAGACACAGGTrGGCCTCTGCT 

GGGACTCCACATGTCTCCCCGCGTACCTGCCCG 

Sequence 650 

TTGACTCCCGCGGTGGCGGCCGAGGTACTGAGTGGGGAAGAAGGTAAGAAACACGTTGAT 

TAACACCCTGTGTTCTGGCAGGTGGGATCAGCAATATGTAATCCAACTCACCTCCATGTT 

CAAGGATGTCCCTCTGACTGCAGAAGAGGTGGAATTTGTGGTGGAAAAAGCATTGAGCAT 

GTTCTCCAAGATGAATCTTCAAGAAATACCACCTTTGGTCTATCAGCTTCTGGTTCTCT 

C 

CTCCAAGGGAAGCAGAAAGAGTGTTTTGGAAGGAATCATAGCCTTCTTCAGTGCACTAGA 
TAAGCAGCACAATGAGGAACAGAGTGGTGACGAGCTATTGGATGTTGTCACTGTGCCATC 
AGGTGAACTTCGTCATGTGGAAGGCACCATTATTCTACACATTGTGTTTGCCATCAAA 
TT 

GGACTATGAACTAGGCAGAGAACTCGTGAAACACTTAAAGGTAGGACAGCAAGGAGATTC 

CAATAATAACTTAAGTCCCTT 

Sequence 651 

GACTCCCGCGGTGGCGGCCGAGGTACTGCGTTATGCAGAGGTGTCCAGCCCCCTTCCTCT 

TCCTGGAAATTAACATTGGCTCCACCTTCCAGCAATrGCTGGACCAGGTCAACATCTTCG 

TTTTGAACAGCTrTAATCAGCAAGTGATTGTCTTCCACTGCAGCCCTTCTACCGCTGGAG 

GACGTGGGTCCCTCCTGGGGGTTGTTATGATCCCTGCTCTCCATGACGGTAAATGCCACC 

TGCTAGCACTnTAGCCTTTrCCTTGAGAAAATGCAAATTTATCTCCTAGCACTTAATC 

A 

AAGAAGCTTTGAGTGTAAATTGGGATTCTCTGGCAACAGAGCAGCAGTATGAAGAAGGAA 

CAATGTTCTCAGTCTTCTGACATTCGACCTGCTCAACTCAAGACGTCTCAATTATTCCT 

T 

TGGCAGCCGCAAAGCCTGGAAGACTGCTTGCAGCCCGAGCAGTTTCCTCCTGCTGCCCCC 

GCGTACCAGTGAGGAAGGA 

Sequence 652 

TTGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGAGGGCCAGGTCTCAGGG 

CTCCTGGAGCTGCAGGCGGCGGGAGGGGCTACAAATGCTTGACTCAGTGATGCAGAACCT 

TTCAGAGTTAGCTGGAAGCCACAGCCCTGCCTCTTGATGCAGCCTGGATCCAGCCGGTGT 

GAAGAGGAGACCCCTrCCCTCTTGTGGGGTrTGGATCCTGTGTTTCTAGCCTTTGCAAAA 

CTCTACATCAGGGATATCCTGGACATGAAGGAGTCCCGCCAGGTGCCAGGTGTATTnTG 

TACCT 

Sequence 653 

TCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTGTGAACTGAGGAATTATAGATAAACCrr 
AGGTCAAATCATTTCGCAATTGCATTGGTGGTATTGAAAAATGATGAGATrrCTCTGACA 
GAGAGCTTTGTCCTAG I 1 I M GTTCTTCATAGGTCAAAACTGGCAATATTCTCTTGTCT 
G 

CAAGATAAAGTGTTTGTGCTTCTATCACCATATGCATGAACATGTAAGAATCAGATACAA 

TTTCTGCTTCATCAGrrTCACATGTTCATGTTGTCACTGAAAAAATGCATCTACTGnT 

A 

TAGCTCCCAAGGAGACCCCAAATCCTTnTTTCTnrTGAGATGGAGTCTrGCTCTTGTT 
G 

CCCAGGCTGGAGAGCAGTAGCGCGATCTCAGCTCACTGCAACCCCCACCTCCTGGGTTCA 
AGGTGATTCTCCTGCCTCAGCCTCCCCAGTAGCTG 

Sequence 654 

GACTCCCCGCGGTGGCGGCCGAGGTACCTGTTACCCnTCAAAAGTAAGTTCTCCATCCC 
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ATAAAGCCATTTAAATTCATTAGAAAAATGTCCTTACCTCTTAAAATGTGAATTCATCTG 

TTAAGCTAGGGGTGACACACGTCATTGTGCTATATGTATGTGACTTCCCTCCCCCTGCCA 

GAATACTCCTTGGTCAATTGTAGGTATTCTTTTTGGTTTAATTTTTGCCAATGT/^ 

AAAATGGTATGTCATTTTTAAAATTTGTATTTCTTTCATTACAAATAAGAT^ 

AGTATTGTTATTGGCTTTTCGTATTCCTCTTAACGTGAACCGTCTGTTCATTGTTmAC 

CTGTTTTCGTTTTAGCAAGTAAGTACCTGCCCGGGCCGGCCGCTCTAGAACTAGTGGGAT 

CCCCCGGGCTGCAGGAAATTTCGATATCAAAGCTTAATCGATACCCGTCGACCTCGAGGG 

GGGGGCCCGGTA 

Sequence 655 

TNCCGCGGTGGCGGCCGAGGTACGCGGGGGAAGTCGGCCATGGACTGGAAAGAAGTTCTT 

CGTCGGCGCCTAGCGACGCCCAACACCTGTCCAAACAAAAAAAAAAGTGAACAAGAATTA 

AAAGATGAAGAAATGGATTTATTTACAAAATATTACTCCGAATGGAAAGGAGGTAGAAAA 

AACACAAATGAATrCTATAAGACCATTCCCCGGTTTTATTATAGGCTGCCTGCTGAAGAT 

GAAGTCTTACTACAGAAATTAAGAGAGGAATCAAGAGCTGTCTTTCTACAAAGAAAAAGC 

AGAGAACTGTTAGATAATGAAGAATTACAGAACTTATGGTTTTTGCTGGACAAACACCAG 

ACACCACCTATGATTGGAGANGGAAGCCGATGATCAATTACCAAAA 

Sequence 656 

CGGTGGCGGCCGCCCGCCTGGTACGCCCAAGGCATTTAATGCCCACAGTAACAGGGCTGT 

TTGACAGTGGCAGAAGAGGACGGGACTAAAGTTACTTTGTGCTGAGAGGGGGAAAGAAGC 

ACAAAGTTTGGTCTGTTGCATAATTGAATTTTTAACACTCTTATCGACAACAAACACT^ 

TTCGTGTCCTGCTGTGTAAAAGACATCAGATATATTACAGATTTTCAAACAGGTGAGCAT 

NCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGGTTTTG 

Sequence 657 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATTCCAATGAAGAATTTCTTCATTCTGA 
TCTCCTAGAAGACAGCAAATACCGAAAAATCTACTCCTTTACTCTTAAGCCTCGAA 

Sequence 658 

CACGGGTGGCGGCCGAGTACCTTGTGGGCATTAGGTCANTNTTGTTATACACTTTCACAA 

AAGATrTTATCTTTGATCTCTTGGCGATCTTCTTCTTGCCCATGGCAGCTGTCACTTTG 

C 

GGGGGTAGCGGTCAATTCCAGCCACCANAGCATGGCTTGTAGGGGCNATCTGAGGTGCCA 

TCATCAATGTTCTTAACGATNACAGCTTTGCGTCCGGAGTAGCGTCCAGCCAGGACAAGC 

ACCACNCTTCCCAGGTTTCATGAACTTGCCCATTTCGGCAGCAACCACCCCGGGGCNCTA 

CAGCAAAAAAGGCCCCCCGCTGTACTCTGCCCCGGGGCGGGNCCGCTTCTAAGAAAGTAG 

GTGGGANTCCCCCCGGGGCTGGCAAGGNAATTTCCGAATATTCAAAGCTTTATTNCGATA 

ACCCGTCGGACCCTCGAAGGGGGGGGGCCCCGGGTTACCCCAAGCTTTTTT 

Sequence 659 

CTCCCGCGGTGGCGGCCGCCCGGGCTGGTACGCCCAAGGCATTTAATGCCCACAGTAACA 

GGGCTGnTGACAGTGGCAGAAGAGGACGGGACTAAAGTTACTTTGTGCTGAGAGGGGGA 

AAGAAGCACAAAGTTTGGTCTGTTGCGTAATTGAATTTTTAACACTCTTATCCACAACA 

A 

ACACTTTTTCGTGTCCTGCTGTGTCAAAGACATCAGATATATTACAGATTTTCAAACAG 

G 

TGAGCATCCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGGTTTTGATGGAGTGAGGAG 

ATTTGGTTGAATGAACGCTAAGATGGCGAGACNCACCTCTTNGATCTCAACTCTGCAGCC 
TGGG 

Sequence 660 

CCGCGGTGGCGGCCGCCGGGCAGGTACTATGACCTGAAGAGGGCAGAGGCCATCACTGTT 
GGTCCGGTCTCCACCTGGGGAAACTGAGGTTGCACAGTGTCTCTGTGGTGACGAGCAGGG 
CTTCATCCAGTGCCTCTGTCCCCACCGAGGGGACTATGGGAGACATGGAGGGTGTGTGAG 
CAACAGGTGAGACTGGAGCCAGCTGAAAACTGGGAGACCGACCCAGCCAACAAACAATGT 
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CGGTCTCTGTCTTGGCACCTGCAGGAAACAAGCTCCTACTTCCAGAAAAAGTGCTCCTGG 

GACTCCAGGATACCAGGCATCTGGGTAAGCTACAATGCTTAACCACTTAACACAATCAGG 

AAGCAACAGCCATGCATTCGGGGAAAGGAACTTCAGTGTTGTGTGGCTTAGTCTCCAGAC 

CTAACTTTTCTTTGGTACCTCGGGCCGNTCTA 

Sequence 661 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAGACGACT MM ICTCACCATGAA 
TGTCACCCCAGAGGTCAAGAGTCGTGGGATGAAGTTTGCTGAGGAGGAGCTGCTAAAGCA 

TGGATGGACTCAAGGCAAAGGCCT 

Sequence 662 

GAGCTCCCCGCGGTGGCGGCCGCCCGGGCNGGTAC M M M M I M M M I M M M I 
TT 

TTTT Af I M M iAM M M M I M M M M M M I M i M M M I M M M I M I I I 
TTT 

TTTTTGGNCNANANAAACNAGTriTTTNAATTNATTNAGGGGGA^ 

GANAANCCNCNNNGAGGGCTNTNGGGGNGTNTCCNGNGGCNNGGGGGNNAGGGGTNGGGG 
NCTNGGGGNGGGTTTNAGGGGCCCNNGNCCCNNGGCCNCTNTAAAACNAGGGGANCCCCC 
GGGCNGGNGGAATTCGATNTCAAGCTTNTNGANCCCNCCCCCCCCGGGG 
Sequence 663 

TCCCCGCGGTGGCGGCCGAGGTACTTGTGGAAGGTAGTGACCAGCACAGCCNGCGCCTGC 
TCCAGAGAACTGCACATCATGGATCTGTGGCAGACCAGGTGGCAGAGACAGACCCAGGAA 

GGAGAGCAAGGCCCCCGCGTACCTGCCCG 
Sequence 664 

TNCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGCGGTATCTGTATCGGGCCNTACTGG 

CTTNANGNGCNNNATTCCCTTCCNNGNCCCCCCCNGGGGGNCCNCAANTAAGGGTTTNGG 

ANCCNCTNTTTTTTNATCNCGNCAGCANCTTAAAATGCCTGGGAAGATGGTCGTGATCCT 

TGGAGCCTCAAATNTACTTTGGATAATGTTTGCAGCTTCTCAAGCTTTTAAAATCGAGA 

C 

CACCCCAGAATCTAGATATCTTGCTCAGATTGGTGACTCCGTCTCATTGACTTGCAGCAC 

CACAGGCTGGGGAGTCCCCATTTTTCTCTTTGGAGAACCCAGATAGGATAGTCCACTTGN 

ATGGGGAAAGGTGACCNAATGGAGGGGGACCACATNTTACGCTTGACAATGNATCCTTGG 

TTAGG M I M GGGGACCGAACCACTCTTAACCTGGTGCCCAAGCAACCTTGGNGGAATCT 

ANGGNAAATTG 

Sequence 665 

TCCCCGCGGTGGCGGCCGAGGCTAACAAGGAAAGCCCCTGGAGCTCCTGTAATAAGAATG 

TGGTTGGAAGATGCAAACTGTGGATGATCATCACCTCCATTTTCCTAGGTGTCATTACAG 

TGATCATCATAGGCTTATGTCTTGCTGCAGTAACTTATGTTGATGAAGATGAAAATGAAA 

TACTTGAATTATCATCAAACAAAACATTCTTCATCATGCTGAAGATTCCAGAGGAGTGTG 

TTGCTGAAGAGGAATTGCCTCACCTGCTCACGGAAAGGCTCACAGATGTGTACCT 

Sequence 666 

GGGTGGCGGCCGCCCGGGCAGGTTTAATCTCAGGTCTCGCTCATACACTTCTCAGCCTCA 

GCACCTAACCCTCACACAACACTCCAGTATTGATGCAGTCAATCTTGTATAACATTTTT 

T 

GAATGTCCAATGTGCAAAGCACGATGTTGGAAATTATACAGAGGTGAATAAGACAAAAAC 

TCTTGCTCTCAAAGATGTCAGTCTTTTTCTTTGCAAGGATAACACATGTAGAGTAAAAT 

G 

CATAAAGGGGACTAATTTTAAATGTACCT 
Sequence 667 

GGCCGAGGTACTGGAGAGTCGGCTTTGACCATGGCCTCAGCTCAGCTCCAGGTTTGGAGC 

GGAATAAAACAGGAGCTAGCAAGATGTCTCATCTGAGCTTCCCAGTGCCCAACTTATCTG 

AGGCCTGGGGCTGAAGCCAGCGCTGACGGAT 
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Sequence 668 

GGGTGGCGGCCGCCCGGGCAGGTAC I I I I N 11 I I I I I I N I I f CTGGTiCGAAAATTT . 



GTTGGAATTTTAAAGAAAAGAAAGGCAAAGTAGCACTCAGATGGCC I I } I I I I GTAAAGT 
GAAGTCAACCTAATACTGTGGTGCTTACTTTGC/yUTCTTTTCCATAAGTC/^ 

G . 

'TQrTTAACAATACAQTTAAGAAGTAAGGATAA<VCCCATCAAGGTCCACAGCTAAATAACCA 
GCAGATTCCCAGAAACTTTATGTATTTGGGAAAAGTAAAATATACAACAGACATATCCCT 
GCCCTGATTAAGAGGGTAGATAAAAACAAAACATAAAACAATTTTACTTGAGATAGTAAT 
AAGTTATTTGAAA 
Sequence 669 

GGATCAATAAAATCTGTGTGTTACAGCGGCAGACTGAAGGACGGGTGCCTGTTTTCAGCC 

ATGAGGTAGTCCCTGACCATCTGAGAACCAAGCCTGACCCTGAAGTGGAAGAACAGGAGA 

AGCAACTGACGACAGATGCTGCCCGCATTGGTGCAGATGCAGCCCAGGTTGGACTGAGTC 

ACTGCCTTGCTGCCCCATCCCCATCCCATCATGAGAAGCTAGGCATTACCATTCCTGTCT 

AGTAGGGATACATAGTTGGTTGCGCCTAAGTTGCTTCTGGCAGAACCCAAGGAATAAATT 

TCTCCATATCGTTTNCTAGTTACCCTAATCTCTGCACAAATTTTGTGTGTTACAGAAGC 

A 

GATCCAGAGCTTGAATA 
Sequence 670 

TNCGGGTGGCGGCGCCCGGGCAGGTACATTC I I I I I I M I I I M I AAACTTTTAGGGT 
CT 

tgcctatttgcatcctaAgggcaaaaggcttagagatatcaanggggctaatnttttatn 

gncagaccatgqcgdatgtaaaattagctgctttggtgtgggctgcaaaaataacagcta 

ccattgcaaaacgaaaatctttcattggcaccccttactggatggccccagaagttgcaa 

gcagtagagaagaatggtggctacaaccaactctgtgatatctgggcagtaggaataaca 

gcaattgaacttggagaacttcagccacctatgttttgatctccacccaatgagggctct 

cttcttaatggcaaaaaagtaattttcagcctcaaaactaaagggcaaaacaaaatgggc 

atcaacatrcataatttttgtcaaaatagcacttatcnaaaaaaaaaaaaaaa 

Sequence 671 

GCTCCCGCGGTGGCGGCCGAGGTACGCGGGGTCTTCTCATGCTCCGTGATGCATGAGGCT 
CTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTAAATGAGTGCGA 

Sequence 672 

AGCTCgCGCGGTGGCGGCCGAGGTACTCTTCTGCACTGTTCTTTCTTTCTAATAAAACTT 
TC HI I I CGAACCTATACtGTCTTCTGTAAATTCTTCTTAGTACCCTATGACCCGTGAG . 
C . 

C/>u\CCACTTTCCGATGCCAGGGTTCJGACACCTCACCTGGCATAATATAAAGTGTTTT 



TTTTATACCCTTCCACTTGGAAAGACTACAGAGGAATCTTGCACTGCATAffiTTCAAACTA 

AAAAGAGAAG/«TTA|\TTACeTGAAAAGCAAGA6AAAAC5^/jk3 

CAAGGaAAATpATri^AAGAAGTQTC"K3GTATTT^ 

QTGATAApTAAATGTTTAGGAATAAAGGATGGAQACATGQTTATTTTATTTAACTCCCC 

C ' 

CNAAAAAAA 

Sequenc^ 673 

GGATTQ/^QTCCGCGCGGTGGCGGCCGTGCCTCTTAATCATGGCCTC>}<GTTCCGAAAACC 

•AACAAAATACQAACCGCGfeTCCTATTCCATTATTCCTAGCTGCGGTATCCAGGCGGCTCG 

GGC?CTSCTTTGAACACTqTAA I I I I g CAAAGTAAACGCTTCGGGCGGCGCGGGACACTC 

AGCTCCGCGTACC 

T 
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Sequence 674 

AGCTCCCGCGGTGGCGGCCGAGGTACTGAAGCCCACCAGTGTCCGGATGGAAGTCTGCAT 
CTGAGGTTGCTCAGTGTCCCGGTCATTCATrTACACATTTTAACTTGCATTAAAGAGCT 

G 

TTCTTTTCTGTGGCCTAGACTCTTTTCACTGATCTCAAAATAAACTGG I I I 11 N CAAAA 

AAAAAAAACAAAAACAAAAAAAAACACAAAAGCTGCATGTCTAAAATTAC ATGGAGTTA G 

TGTCTATTCTTTTTCCCCTTTTGCAGCAACTTACACAGCATrnTAACACC I I M I I I I C 

TAG I M m I G TTCGGTTTTGTTTTCCATCAGGAATTTGAGTTCTCTCTAACCCAGCTTA 

CTGTGGGACATAGGAAAACTCAGTAGAAATACCTTTGGTGATCTTGTTGAGTTTAAGTCT 

GATCTTGGATCTTAAACTCA 
Sequence 675 

NATTGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGCTGTAGTGGCTTCGTCTTCGGT 

TTTTCTCTTCCTTCGCTAACGCCTCCCGGCTCTCGTCAGCCTCCCGC 

Sequence 676 

NCCGCGGTGGCGGCCGCGAGAGCACATGATGACCACGCCATCGTCCAGTATGAGTGGGCA 

CTGCTGCAGGGGGACCCGTCAGTGGACATGAAGGTAACGCATGTTGTCACTGCTGGCAGC 

TAGGTCTGCTGGGGCACACCGAGCTGTGAGGGAGGGAGGCCAGCATGCGGTGCTCCTGCC 

CG 

Sequence 677 

TCCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGGAAGGATTCTGTAAGTATGTAGCAGTG 

TTTCTTAGGTAAAAGTCTCTrnTGCTACTGAAAGGGAAATGGTCTCTAAACACTGGTC 

A 

CTGTAGCAGGTAAACACTACTCTAACGTGGAGAAATGAGCTTCATGCTGAGGTAGTGGTT 

GCCTTANAGCTGTTNTTNNTNCTGNANAAANCNAAANGGGTTTGNNTCCCNGNTANNNTN 

NAATTTNNTNTTTGNCCTAAAGTTTTCNTNTCCCNCNNGCCCNANNTTCCCCGGGGNAGN 

TTTCCCCTTTTCCCGGGTTTTNAAAAANNGGNGGGNGGNTTTAACCNGGNCCCCCCGGGN 

CCCCCCCANNTTTTTTGNAArrTCCCGGGNCGGGCCGTTTTTNAANNAANANGGGGGTCC 

CCCCCCCCNCNCGGGNNNAAATTNTNTTNAAANACAl I I 1 M I CCCCCCCCCCNCCCCCC 

TCCNGGGGGGGGGGGNNGGCCCCCCCCCCCTN 

Sequence 678 

GCTCCCCGCGGTGGCGGCCGAGGTACTTGTGGCATGACGTCGATGATCGAGTTCANGGCT 
NTCTCCANCTNGGNCNACATGATGCCCACGGNCTNGCCCCACCAGGTCTTNTGAAAGACA 
GNTGACANGAGACATCCNCGCGTACCTGNCCG 
Sequence 679 

NCCGCGGTGGCGGCCGCCCGGGCAGGTACTGGTGTTGTGATCGGAACGTGTCGATCCCCT 

CTTCTCATCACTGCTGCTCCAACTGGATTTATTACTCCGGGA^TGGTCTGAGGGGGAAAA 

CCAATGTGTTTAGCGTGCCTGCCCACCTGCGCCTGAGCACAACTATCCTGCAATCTGACC 

TGCCCCTCCTGCACAGGAAACCACCTTCCCCTCCCAATTGATGGTTCAAACA CTGCCA CC 

GCTGACTGCCCTGCATCTGTGGGTCTGTAGAACAGAAAGGCAGAACAACTTATTTnTAG 

GATTTAACGACAACCGGTTGAAAAAAACCGGTAGGGGTGTCNTGCTCACAGAGAATAAAG 

ATTTGTAGAAAAGGNGCTGAACTGCCAAGGAAGGCATTTCTTGTGCCGTGTCTGGAACCG 

TGTATCCTTACTACATCACTGAACGACACCAAAGCACCCCATGCAC I M i 1 GGGTCCAAC 

CT 

Sequence 680 

NATTGAGCTCCCCGCGGTGGCGGCCGAGGTACAAGGGGAGGTAATGATGGGAGCTCCACT 

CCTTGGACCACCAGCTGGTTCTGGACCGTATCCCCATGAATCTGTTTGAACGTAAGGAGG 

AAGTCAAAAAAGTTCTTATTTAGGGTTTCTTTGAGATGTGGGGCCACrrCCATTCCCA 

CC 

CGGCACAGGTAGGCACGGGCATACACCGACACTAGTGGGTCTCCGATCCCTCTGATCATG 
CATGTCAACCGGGGCAGGCACTCTGAAATTCCCGTTTTGGAGAGGAATTTGTTACATTTC 
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AGGATGGATGCCTCCACGTAAAATCTTGGAATGAGTTCCCTGATGGAGGCAATCTTGAAA 

AACCAATTTAGGCATGTTTCCTTGGCCGTGTCATTTGCATTCTCTGGAGAAAAGTGAT 
CT 

GGTAAGACGCTGCGGCTATCCACACACATGGAAAAGATGC 
Sequence 681 

GCGGCCGAGGTACCCTAATGTAGTAGTAAATTTAAGGCCTGTCGAGGAAATTTTAACACT 

TCCAACAGGTGACTATATCAGGAAGGAGAAAACCAAGTGCTTCCTGCTTCACCTTCTGCT 

GCTTTTGGGACTTTTTATGAAGCCTAGGTAGNCTNAGGACANGACCCTGAACCCATTTTr 

TCACTGGGAGAGGAAAACCACCAGGCTTCTCAGCTATTGGCTTGGCAACTCTTGGAGTTC 

CTATGGCTTCCATCAGGGGCTCCAGGCCCTGATAAGTGGCCTCAGGCCAGGNAGGGAGGA 

TTCGGNGTAGCCGGGATTGGGGAGCAGCTAGGTNCAGGGAAGGNTGGGAAAATAGGGGAC 

CCANTCCCCCAAAACCACCGTTTGGCCGCNATGGATGGAATTTGGAGGGGAACTGGGACC 

GNTAAGTTTCTGGCATTGCCTGGCCGGNTTGGGATGCCTTCTTCGGGACTGGCTCCCAGG 

GCCGAATN I I I N CAGGGTCTTGCAAGCCCGGCT 

Sequence 682 

TTGACTCNCCGCGGTGGCGGCCGAGGTACTCTCGTTrCAGCTGGGCTCTTATGGCCAACC 
GCTCGGCTTGCGCCCGCCGGGTTTCCGGAGATATGTTGTATTCGGCTGGGTCGAGGGTCT 
CAGGCAGAGTGCGCAGGCTCGACGGCTTATACTTTGGGAACGACATCTTGGCGAACCAGG 
GCACAATTGCGCCTGCGCGATTCTGAGGCCCTTTGTCTCCCCGCGTACCTGCCCG 
Sequence 683 

GCGGTGGCGGCCGCCCGGGCCGGTACGCGGGATGGCACATGCAGCGCAAGTAGGGTCTAC 

AAGGACGCTACTTCCCCTATCATAGAAGAGCTTATCACCTTTCATGATCACNGCCCTCAT 

AATCATTTTCCTTATCTGCTTCCTAGTCCTGTATGCCCTTTTCCTAACACTCACAAC^ 
A 

ACTAACTAATACTAACATCTCAGACGCTCAGGAAATAGAAACCCGTNTGGACTATCCTGG 
CCGGCCTTATCCTAGGCCCTAATGGGCCTCCATCCTTACNNATTTTTTAAANAANAIW^ 
NGGGGGAANGGACCCNTCNTTTANAAAAAAAAAAATNGGGCCCNAANGGTTTTNGCCCCC 
NGNGGGCCCTNGGGCN I I I I f AAAAAANNGGGGGANCCCCCGGGGNGGGGGGGANTNTTT 
TTAAAGN MINI CCCCCCCCCCCXiCCGGGGGGGGGGGGGNCCCCCCCCNTTTTTT 
Sequence 684 

CCGCGGTGGCGGCCGAGGTACCCCATGCAATATANTGGCTCTACAATCCTCAGCATGTTA 

ATCGAAGCCTTGTTGAGCrrCACAAAGGTTCCATTGAAGATTTGACNGAAGGCGAAGAAG 

CTGCAACACCTTTCGAACCTTTGGGCTCACTCCATTGATACCTCTGATTCTGATGACAAA 

CGCCAATTTGGGTTCTGCAGGTACGAGGACATTTTGCCCCGCGGCTTGTTGGGGTCTCCT 

TTACCCATGTTGACAGATCCGCGTCCACCCGAGGGTATTGGAGGGTATTCTTGCCTGGTG 

CGAGCTTTTCCTCAGAGTCCCGCAGAGCGGCCGCTCTAGAACTAG 

Sequence 685 

CGGTGGCGGCGAGGAC I I I I N I I M i I I M l I I I I I m M l I GAGATGGAGGnTCG 
G 

NTCTTGTTGCCCAGGCTGGAGTGCAATAGAGCGATCCCAGNTCACTACAACCTNCGCCTN 
CCAGGTTCAAGCAATTNTNCTGCCTCAGCTTCCTGAGTAGCTGGGATTACAGGCATAAGC 
AACCATGCCCAGCTAATTTTGTATTTTAGNANGAGATGGGGGI I I I I CNATTNTNGGNAA 
GGNGGGTTTTGAACCNCCCCCCNNNGGGGGNCNCCCCCCCTGGGCTCAAAAAAANGGGGN 
GGTTAANTANGNGGGGGGGNGGNCNNATATTCCNCCCCTTGTATAAAAAAAAAANANGNC 

CCCCCNCCCGGNGGTGTGGATATANATArrTNTACATTNTATNTTTTNTCCNCCCCCC 

NO 

GGG 

Sequence 686 

CCGCGGTGGCGGCCGCCCGGGCAGGAC M M M M M M M M M M M M TGGTTTTT 
T 
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1 I I M I I N U i M m I M I i I I i I I i I I I Ml I 11 I I I I I I I lA AAACNGAAAT 
TCTT 

CANNCTTTATNAAAAAAGGNCNTAANGGGCCTNTTATTAAAAAANGNNTAAAANCCCCAN 

AAATTCNGGGCCCCNGGGCNGGGCAGGGNTGANANCCCTTAAAGGG 

Sequence 687 

GCCGAGGTCGCGGGGGCTTACGATGGCNACAAGTATGGCGGCTGCTAGTGGTACGATTTG 

AAACGTGCTGAAGAGTATCGAAGAGCGGAAAGAACAGACCCGGAATGCCAGGGCCGAGGT 

GTTGCGCCAGGCTAAAGCCAATTTTGAAAAAGAAGAAAGGCGTAAAGAACTTAAGCGACT 

TCGGGGTGAGGATACATGGATGCTACCTGATGTGAAT 

Sequence 668 

CTCCCCGCGGTGGCGGCCGAGGTACACTCGCCAGCGGTTTTGCCACAAGAGTATACCGGA 

ACAAAGGAGACANGGCTCATTTATAATCTGACGCGGCCACCCTCCTGCTGCGTTCGGTTT 

CCATTGGCTGGGACGGGACCTCACCTTCTGTATTTGTCCCGACTGGCTAGCACTTAGAAC 

TTTTTAAAAGAGGCAAA 

Sequence 689 

CTCCCGCGGTGGCGGCCGCCCGGGCAGGTACAAACTGGGCACTGGATAGGTAGTTCCTTT 

GGTGGTCAAGGTGGCTCTACCTGTCCTTGAGCTCTCGTGTCACTCGCTTGGTGATCCGTC 

CACACATCAGGCCAATCAGGAACAATATACAGATGCTCCCACTGATCACAGAGAGAATGT 

AGTTCTTAGATGGAGACGTCATTACTTGCATGGCAAGATCAGAGAAGCCATCTGCTGGGG 

CCACCTAGAATGACACAAGGCAATGTGATTCTCTGAGAGAGCACTGGGCTGGTGGCAGTG 

CTAGGTCTAACTTATCGCTCTCAGTTCGTAGTTTAATTTATGTCTTTTCTTTTGGAGAG 

G 

GAGGGGCAGGAGATAAGAAAAATCAACACAGAGCTACAACTCTTTTTCCTGGATCATAAA 

ACTATACCCCACGTCTACTGCACCAAAATTAGGAA 

Sequence 690 

CCCGCGGTGGCGGCCGCGTTTGTTTCTTGCCGTCCTGAGCGATGGAGCCCGGGGGTGCCT 

GGTTATTGTCCGCTTTCTCTCTCAGATGCTTGGCTTGI I I I ICAAGAGAACCI II NCG 
A 

TATTCATTGCTCCATCGATTGGATCCAGTCCTTGTTCAGAAAATTGTTTCAAGGCACTT 
A 

AGGCTGCCTGAAAGCCTTGAATCCTTGCTAAATATTGCAGTTGNTTTGAAGGTTGTACCT 
Sequence 691 

GCGGTGGCGGCCGAGGTACTACAGGAAGAAACTAGAGGAAACGGGAATTTCATCCATGTC 

CTGTGTATCTGCTGGCAACAGGTCAGAACCGGCCAGTATGTTATTCCCTGCAGGCTGCCT 

AGGGTGCTCTCCTCAAACAGATCACCTGAGCCTCCTGCATCTATGAAAGTTATGACACAG 

CAACCAGTTACTCAGAGTCTGATGAGAAAAACAGATTTTAGGTTTGGGAAATGGGATTAC 

TGTAATTTACACATCCAAATGCAAACTGGAGCTCTGATTTGAATTCTACCCTGGGGGAAG 

AACTTTGATGCTAACCCAACAAGGTACCCTGCCCGGGCGGGCCGCTCTAGAACTAGGNGG 

GATCCCCCCGGGCTGCAAGGAATTTCGATATCAAGCCTTATCGATACCCGTCCACCTCGA 

GGGGGGGGGCCCCGGGTACCCCAACTTTT 

Sequence 692 

GAGTGACTCCCCGCGGTGGCGGCCGAGGTACACCAAATGTGACATCCTTTCCCAATATAG 

ATTACTTCATACCACATTGTCAAGGAAAGGACTAGAAGAATTTTTTGATGACCCAAAAAA 

CTGGGGGCAAGAAAAAGTAAAATCTGGAGCAGCATGGACCTGTCAGCAACTAAGGAACAA 

AAGTAATGAAGATTTACACAAACTTTGGTATGTCTTACTGAAAGAAAGAAACATGCTTCT 

AACCCTAGAGCAGGAGGCCAAGCGGCAGAGATTGCCAATGCCAAGTCCAGAGCGGTTAGA 

TAAGGTAGTAGATTCCATGGATGCATTAGATAAAGTTGTCCAGGAAAGAGAAGATGCCCT 

TAAGGCTTCTTCAGACTGGTCAAGGAAAGAGCTAGACCTGGTGCTTGGAGAAGAGACATT 

NTTTNGGAAGAATCATTTTGGCCCAAGGTTCAAGCNNTGGGGTTATTCCTTTGGCCCCCT 

TAAATTAAAAAGGATNCCCATT 
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Sequence 693 

TCCCGCGGTGGCGGCCGCCCGGGCNGGTACCTCAGGGACATTTAAGAGTTGGACGGTGCA 
AATATATTCCAAAAGGGTGCAACATGACACAGTGTATCCCCCTGCTTCTGTTTTTGTAT 

A 

TTTTTGCTACT 
Sequence 694 

GGTCTCTGTTGGGGCTCCCCTTTCCTGAACTTTGGCCAAAGACAACAGGATATTCTTGGG 

GGTrrTGTTGTTGTTTTGTTGGCATNNTTTCTGTGCCTGTTGGTGATTCCAGCACAGN 

CC 

AGNGANCCGNGTACCTGCCC 
G 

Sequence 695 

GTGACTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTGTATAATGGAGGCTGACCAGAGC 

AGTTTAGGAGATTGTAAAGGGAGGTTTTGTGAAGTTCTAAAAGGTTCTAGTTTGAAGGTC 

GGCCTTGTAGATTAAAACGAAGG7TACCTAAATAGAATCTAAGTGGCATTTAAAACAGTA 

AAGTTGTAGAGAATAGTTTGAAAAAAAAAAAAAAAAAAAAAAAAAAGTACCT 

Sequence 696 

NCCGCGGTGGCGGGCGGCCGAGGTACAGCAGGGTGCGTCATGCAAGAGAGGACTGAGTGG 

ATTTTCCTTAGGGATATTTATGAACCTTAAAGCAGGAGCTTAAAGGGAATTTGGGCCATA 

TTAACCACTTAGGTCATGATAAATGATTACATTTrrGGACATTTTGGTGTCTTAATGTC 

A 

GCAAGGGTTGCACGATAAGTTTTGACATGCATGCATGGGAGACATGTAGAAATTCTAGTT 
ACTTACAAGTTTTTGGGGAAGAAGCCTGGACCCAGATGCCAGCTTTAAATAACAGGGGAG 
TCTAATTACTTCTAAATTCCTCACATAAGGAGrmTGCCTCTGGATGGCCTGCTTGAT 
G 

GNCCTAGGGNGATCTTTGCCCCTTTTATACTAANAAGCCCTTGCCCTGGAAAGGGNTNTT 
TGGGCNNTNAAAAAATTGNGGGCCGGGGGAAANGGGGGAAACCANTrTTGGGCCCCCCNT 
NNNGAATTANAACCCC I M I I I I I NGGNGGGAAAAATTTNCCCCCCCCCCCCGGGGGGGC 
CCCCTNTTTTTTGNGGGGGGNANAAANCCCCCCCCTCGGGGGGGGAAAAAAAAAA 
Sequence 697 

CGCGGTGGCGGCCGCCCGGNCAGGACGCGGNGANGACAGCGNCAGGCGCTTGATTTCCCT 

GAGTCCCGGTGCCTCANCTGCCCAGNGCCCACGTTCGTAAGAAGGCAACAAGNTCTTCTC 

CTCTACAGAAGGATTTTGCAAACANTTCGGCAAGNTCCAAATGATTCTGATCGCAAATAC 

CTGGAAGATTGGGCAAGAGAAGAATTCAGAAGAAACAAANGTGCCACCGAAGAGGATACA 

ATCCGGATGATGATTACTCAAGGCAATATGCAGCTCAAGGAGTTAGAAAAAACACTTGCT 

TTAGCAAAATCTTAACTATAGCATTATTCTGAAGGGA 

Sequence 698 

ANCCTCACCGCGGTGGCGGCCGAGGTACGCAG NCCN CCTGTAGGGATCNGTNTTGTTCNT 

GACNAGCCCTACGGTAATGCAGCCCGGAGCTTGTTTTCCGTAGCTGGGGACAATCTTCTG 

TCCTTGCTGTTCATGTCGTGGAAGAGAGGGGCAGAGTCTTGCTCTGTCACCCAGGATGGA 

GTGCAGCGGCGTGATCTCAGCTCATTGCAACCTCCACCTCCTGGGTGCAAGCGATTCTCC 

TGCCTCAGCTTCCCAAGTAGCTGGGATTACAGGCGTGCACCACTACATCCAGAGAGTGGG 

ACTACAGGCATGGATTTTCAGGTTTATAACATGGCAGAGTGAATTCTGGCAACACAGTGA 

GTGATGCTTGNCAATGGCCACTATCAGGAATTTAAAACAAGATTT 

Sequence 699 

CGGNGGCGGCCGAGGTAC i I I I M i I I I M I I M I I I GTTAGTGTTTTCTGAT GTCTT TT 

CTAACAAATCTTTGCCTGCCCAAAAGTCTCAAAAACATTCTCACG TTTCTA GATTTTTAG 

CTTTAGCTTTTGTGTTTGGGACTATGATCCATATTTAGTGAATrrATT TTTG 

GAGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAATTTTTGTGAATTGC 

GGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTACGATCCAACGCATGCCTGG 

AGTGGAGGACTAGATCATCAATTGAAAATGCATGATTTGAACACTGATCAAGAAAATCTT 

GTTGGGACCCATGATGCCCCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATG 
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GTCACTGG 
Sequence 700 

CGGCCGACTTGATGAGCGGAGAGACCTGCACCGGTGGCACCATCTTGTCCCTGACCTCCG 

CACCGGAAGCCCCCGCGTACCT 

Sequence 701 

ACCGCGGTGGCGGCCGAGGTACGCGGGGGAGAGAGGAAAAGAACACAGATCTCGCATGGT 

TCAGATTTTTCTTTTTAGGTCCAGGAGTAAGATATATCATACGAAAATGAAAATTATAAT 

NCTTCTTGGATTCCTGGGAGCCACATTGTCAGCCCCACTTATCC CACAG CGTCTCATGTC 

TGCAGCAATAGCAATGAGTTACTTCTTAATCTTAATAATGGTC AACTT TTGCCACTACAA 

CTTCAGGGCCCACTTAATTCATGGATTCCACCTTTCTCTGGAATTTTACAACAGCAGCAG 

CAGGCTCAAATTCCAGGACTCTCCCAGTTCTCTTTATCA GCTCT AGACCAGTTTGCTGGA 

CTGCTCCCAAATCAAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAGGAGCCCAGGC 

AGGCCAAGGTTGATCCCTTACAGCTTCAAACACCGGCTTNAAACACAACCAGGCCCCAGT 

CACGGGGATGCCCTATGTATTCTCCTTCAAAATGCCTTAAGAGCAAGGGCCAGATGGTTT 

CAATACCTATNCAGGTTTACATGGGC 

CCGCGGTGGCGGCCGCCCGGGCAGGTACTGCAAGCAACAGTTACTGCGACGTGAGATCAT 

CAAGAACACGTAGAGAAACCCAGCTGTAATCATGCATGGAGATACACCTACATTGCATGA 

ATATATGTTAGATTTGCAACCAGAGACAACTGATCTCTACTGTTATGAGCAATTAAATGA 

CAGCTCANAGGAGGAGGATGAAATAGATGGTCCAGCTGGACAAGCAGAACCGGACAGAGC 

CCATTACAATATTGTAACCTTTTGTTGCAAGTGTGACTCTACGCTTCGGTTGTGCGTACC 

T 

Sequence 702 

GCGGTGGCGGCCGAGGAC I I I I I I I M I I M I I I M I I I I ATGAATTATTTATTTTCTTT 
CTCANAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCAGGATGTGGTTCTGGATCTGCC 
CACAGACGGGGTGGTTCTAGACGGCCGCTCTAGAACTNGTGGGATC 
Sequence 703 

GGTGGCGGCCGCCCG6GCAGGTACAAGACCTTGACACGCCCAAAACACTTCCTGCAGATG 

TTGNCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGCAAGGACCTrGCTGCTGTCTTG 

GTTGTCAGCAAGAAGCTGACACACCTGTGCTTjGGCCAAAGAACCCATTTGGGGATACANG 

GGGTGAAGTTTCTGTGTGAGGGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGT 

TACAGCAATGCAGCATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGAAG 

CCTGCAGCCTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGTGGGATTGGTGGGA 

TTCTCTGTCAGGCATTAAGAAGAATCCAAACTGTAACCTAAAACACCTACGGTNTGAAGA 

CCTATGAAACTAATTTGGGAAATCAAGAAGCTGTTGGAGGGAAAGTGA 

Sequence 704 

CGCGGTGGCGGTCTGCCCAGATCCATGATGTGCAGTTCTCTGGAGCAGGCGCTGGCTGTG 
CTGGTCACTACCTTCCACAAGTACACGGGTCTATTTGGCNGTGACCTTGCTCTGGAGACN 
ANGATATCCCTTCAGCCTGAGGGAATTGATGTTGATGAACCCGGAGGCATCAGTTGGCTC 
ATAATCACCCTGCACGTTCATGCTCACCAGCTCCTNATTGTNNAGAGACAGNCNGGGACT 

CCCGGCCGAGGATGTACCT 
Sequence 705 

CCGCGGTGGCGGCCGAGGTCCGACGCAGCAGGCTCCGAAGATCATACAGACGCCATTACC 
ACTCTTGGCTCCCAGAAACCTCTGCGCCCCGCGTACCTGCCCG 

Sequence 706 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGTAAATTTTCATTACCTTTAATTAGGCAATG 

TTTCTTAGATAACCATAAAACTGCAAAAGCAATTTTTAAAAATGTAAATAGGACTTCATC 

NAAAAGTAAACGCTTCAAAAGATACTACTGAGAAAGTCACAGAATAGGAGA AAAAT CTGA 

TGAGACTTTATGTCTAGAGTAATGAATTCTTGTTAACGAATAACCAACCCCCTTTTAAAA 

ATGGGCAAAAGATTTGAATAAACATTTCACTACAGACAATAAACAAATGGCCTTAAGCAC 

AAGAGATGCTCAACATCAGTAATTATTAGGGAAATGCCAATCAAAACTACAACGAGATAC 

CCTATATCCACTAGTATGGCTATAATAAAAAAGAGTAACAAACCGTTGAGGAGGATATGG 

AGAAACTCGAGCCCTGGTCAGGTGTGGTGGATCACACCTGTAATTTCAACAGTTTGGGA 

Sequence 707 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCATATCCAAGGCTTATTGCAACTTTTAGTCTT 

GCCCCTGCTACTTACACAGTCCAGAATCACTTGGGTGAGCATTCCAGTAGGACGGTGGCA 

TTTTAGGATTCAGAATATTAACCTATAAACCTGTCATTTGATTCTTGATTATTAATGTCT 
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GGATCGCCTGTGGTAGGGGTGTAATCCCAGGAAGGCATTAAATATATTTGAATTAATGTA 

TATrrTGAGAATAAAAGGCTArrrCTAGAAAATATTACACACTTGTCTTATGTTAAATAA 

AAATTTGCTATTTATTGAATATCCCTTACCCACCCTTCTTCCCAATGAAGATCTTATGCA 

TACCTTCACTGGAAGGTTTAAGATGTGACAATCTTAATAGATCTTTGTGAGACCAGCCAT 

TTCTCTGTTTATATTTTGNAACCGCCANAGCAAGGGCCATGCCACCTTTCTCATTGGACC 

T 

Sequence 708 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCCTTTTGCATGCTCAAGAGCCCATTCTTT 

TCATCATTCGGAAGCAACAGCGGCAGTCCCCTGCCCAAGTTATCCGACTAGCTGATTGCT 

ATATCATTGCTGGAGTGATCTATCAGGCACCAGACTTG GGAT CAGTTATAAACTCTAGAG 

TGGTAAGTGTCTTCACATTCTTTAAGCACTAAAGAAAACTTTTAATTAGCTACGTTGCTT 

CCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAGTTGCTATAAAGTATTGACTATTA 

GAATGTCTTGAACTTTGGTTACTGNGAGCCAAAGTCGGTGCTCAAAGTATATTTCATAGT 

CTCAATTATATAGTAATTTANGTTCTGAAAAATAGGTTCTGGCTTTGCATATGTAATATT 

TTGTGAGTATTTACTTTGGAAAGTTTGGTCGACCTAATGGATAAATTTAGAAGTTTATT^ 

TCCTT 

Sequence 709 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGCATGGTCCATACCACTGTTTACTTTTCTAG 

AAAGTTGTTAGACTAATTTTTCAACAAAAATTCTTTATTGTCTTGGTAACAAAAGAAGC^ 

TACTAAAAATTCTCAATAAGGCACAGTGTCTNTAGAAGCTTGAGCATTCAACATAAACTT 

CTAATTAACACGAACTTGTGCTCTTATTTCAGCCATTGCTGTGTGGGCTT GGAG CCAGGA 

GAAGATGCAGAGGAATTTTACAAT GAAT TACTTCCATCAGCTGCAGAAAATTTTCTAGTT 

TTGGGGAGACAATTACAAACATNGTTTTA 

Sequence 710 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTAATCCCAGTTATGAGGGCTCTGCC 

CATGACCTCATCACTTCCCAGAGGCCTTACCATCTAATACCAATACATTGGGTTTAGAAT 

TTCAGCATGAGAATTTGGGGGAGACAGTCAGACTGTAGCGATGATTCTGGAGTATTCATC 

ATTTAAGAGACACTTAAAAATGATCAGAAAGGAGAGGATGAAGGCTAGAACTAAGACTTT 

AGCGTTGAACATGGAAAGGAAGTGATGACTGCAGATATCTCCAGTACCTGGGCCGCGACC 

ACGCTAAGGGCGAATTCCAGCA 

Sequence 711 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I M I 1 I I I 1 I I I 1 M I M I i I I M INGAT 

AGCCATATACCAAATAAATGTTCTGTGACTAGGGGTTATGGCACAATGGGTATTGAGACA 

CTAAAAACTCTGCTTCAGGCTTCCATCCTCTTA ATTTT AMAATATCTCTGATTTCCTAAT 

TTTCTGATTGACATCTTTTGGTAGATTATCGGGTTTTTACTTTATGTTATTGACTGA^^ 

TTTAGAATGATTrrCTTTTTGTTCTGGGAAAAAAAATGCATTCTAAATCANATTC^ 

TACTTTGATTCACTTCCAAGGAT 

Sequence 712 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTACAAAAATTTTTAACATTAGGAGGTAATTAT 

AAGTAGATTCTGTGATTAGGACTTCATTCATGTATCTTTTGCTACATAAACCTTTGTTAG 

ATTAAATGGAAGACACCTGCTAGGTGATACTTTTTATAAAACATATGAGTAAGTCATATA 

TCTTTGTTAAATTTCTGTATGTTC I M M I GTATAAAGATGGAGAGAAAGGATGGAGTGA 

TACTAAGGACCCTAATAACATCTCTGTTCAAATTAATTACTAAGTGATAGAAGTATTCAT 

ATGCCATTAAAGATTTGCCAATTCTATTT 

Sequence 713 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGACACAAGGACTCCAGGCCACACATATCT 

TCTTGAAAGCCCTTTTCCTGTrrGAAAAAAAGATCGTTTGTATTTGATAGAGCAAAAGAA 

GGCCACAAAATGAATTGTCTTCTTGTGGGCTGTGTTTCAGAACGGCCGGTTTGTGGGCGA 

TGCTGACCTTGAAAGACAGAAATTTTCAGAT TTGA AACTCAACGGACCCCAGGTAATTCT 

TTGGCTCAAGACCTGGGTTGCTTCATTCATATTTrCTTATlTCCCCAGCCTATAAGAGCA 

TATTTGTGTCTTGTAAGGTGCCTGG 

Sequence 714 

CCGGGCAGGTACATATGCACTATTTAGAATATGACATTAATCAACCACTAGAATTAAAAT 
CAGGTTATAAATCCTCAAAATCACCAGAAGTATAAATTTAAATGAAAAACCCAGACCACA 
GAACAAAAACAGAAATACCAAAAAATAATCACAAAATATTAAAAACAGTATATAAACACA 
GTGACAGAATTAGGACTAAACATATCTGTAAAACAATAAATGTAAGGGTAATCTCACCAA 
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TTATGAAAAAGACCTTCAGATCATATTTTAAAACAAATTTAAAAACTCAACTGTATGTTT 

ATGCAAGAGACAGATTTAAAAATAAAGAGACTCAGAAAGCTGGAAATAAAAAGAAAGTGC 

AAAGAAATAGCAAACAAATACAGGCATAAAAAAAAACAAAGATCCCAATAGTACCTCGGC 

CGCGACCACGCTAAGGG 
Sequence 715 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTGTGCTGGATATGCAGGCTTGTTACATAGAAT 

TGGTGTAAAATTTGAAAACCATGAAAAAATAAAACAATAAAGGATCTAGATGCTAATAAT 

GTGGTTAGTTAACATGTTGACCATTTCAAAGCAAAATAAGTCTTTGATGTTTTATACTAT 

TCATAGCAAGATATAAGTATTTAATCTGCAAAGACGTGGATTTGAAAATTCAGCTGCCAA 

ATGTAAAGAACAGATTCCTAGATTATTATTAATAATATCTCTATAAATATTATATTTATC 

AATAATGGGTACCTGCCCGAGCGGCCGCTCGAAAGGGCN 

Sequence 716 

CCCTTTCGAGCGGCCGCCCGGGCAGGACAGTGGTGTGATCTTGGCTCATTGCAACCTCCA 
CCTCCTGGATTCAAGCGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCAC 
CTGCCACCATGCCCCGTGAA M i l l GTAT i TTTAGTAGAGACAGGGTTTCACCGTGTTGG 
CCAGGCtGGTCTTGAACTCCTGACCTCAAGTGATCTGCCTACCTCGGCCTCCTAAAGTGT 
TGGGATTATGGGCGTGAGCCACCATGCCCACCTC CTGGGTCA TTCTTCTGGATATTACCA 
GGCA Mill ATGCTGATCTAAGTGAAAACCTGGATA MINIM CTCCAAAGTTATTTCT 
TAGTTCTACCTATGACATGAGGGTGATCTTTATAA M M II II I GTTTTCACTGAAGAAA 
TAAAACATTGCTTAANGGGAGAGTTTGGGGGAAGTGCATANGGGATCTGCAGTTGGGACT 

GGAI I I I ICGGGT 
Sequence 717 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATCTAAATGCTAGACAGTTCAAGTGTAGCTT 

TGGAGACTTACAGATAGCCAGCTAGAGAACTACCAATGATGATATCCATCACGAGGAGTT 

TGGTGGCCAGCCTCCAAGATGGTCCTCAATGATCTTTGCATCTTCATATTTCCACCCTGT 

GTAGTCCCCTCTCTCAGGGGATTAGGGTTGGTCTGTATGATCACCACATGGCTGCAGTAA 

TGGTATGTCACTTCTGAACTTAGGTTATAAAAGACTATGACTCTCATCTTGGGTGTCCAC 

TCTCTGTCTCTCTGATCTTACACTCTAGTGGAAGCTGCCATATTGTGAACCTCATGGAAG 

GCCCACAGGGTGAAAAACTGAAGCATCTAATCAACAGTTAGCAAGAAACTGAGCCTGNCA 

ACAACCATGTGAGTGACCCCGGNAAGATTTTCCAGTCCCAGTCAAACACTTGANATAACC 

GGCAACCCTTAAGCTGACAGCTTAACTGCNANCTGATAAAAGACACCCTTGGGNCAAAAC 

CATTNGGAACCATTCATACCCCA 

Sequence 718 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCNTTTCGAGGTNTTNGGGGCGGGATAAA 

CATGGCGACGTCTCTGCATGAGGGACCCACGAACCAGCTGGATCTGCTCATCCGGGCCGT 

GGAAGCATCAAGTTCACAGCAGTAATGCACACTGTGGCAGGAGAATCGCTTGAACACGAC 

AGGCGGAGGTTGCAGTGTGACGAGATTGCACCA TTGC ACTCCAGTCTGGGCGACAAGAGG 

GAAACTCCATCTGAAAAAAAGGAGAAATTCTTTTATTTTCTACTTCTCTTCAGATTTGTC 

TTATGCATTTTCCAACTATGTATGCATCACAAGCTATTC Mill CTGAGTTATAGCTACA 

GTTTTCCTACTGTTGTCTNCATGCCATTTTCATTTCACATGGTACCTTG 

Sequence 719 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTNNNTTTTNTNNNTTTNTTNTNNNGGAGAC 

AGGGTCTCGCTCTATCACCTAGACTGGAGTGCACTGGTGCAATCTCGGNTACTGCAACCT 

TCACACCCCAGGCTCAAGTGTCAATCCTCCCGCCTGAGTAGCTGGACCACACGTGCGCAC 

CACTAAACCCAGCTGTTTAATACACCATTTTTAACCCAAAACAT TAAG AAAAATATAGGA 

ACAGTAAGTAGATTACATTTTGTAAACAGACAAAGCTTACAAAGTTTTCTCAAATATGAA 

AGTCATACTAAACTGGGAGACTGTTAACTTCTTGATGGGGTTAATCTCTAATATGAAGCC 

NCAGTCATAGCTAACTACAAATTACATATACAATGCCAAAAATNTTCAAAAATAACATTT 

TTTGCCCTTAATGGATTACAAATGCTAACCNACATAAAGACCCTGGGAAAGGGTTCANAA 

TCTNCTCATTACATACTTTCAAAATATCTTNCCTTTACTTTCATGAAATGGACCCCGGAA 

TCTATGTAAGTGATGACNT GNCCG GNGTTCCAGGNGTTTNTTAACTNAAACTTGAANAAA 

GGCCCTAACTTAAAATGGG M M 1 GAAANCCTTTTCCAAATTNGGGTNTTTGGTTTGGAC 

CCCNTTNAAANC ri I I I I ANCAATTNTTTNTTT TAAAC CCCTTGGGGGGGGGGGGCCCCC 

AAAANAAAAAANGGGCCCTTGGGTAACCCCCTTTTTGGG 

Sequence 720 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAAGAACATGGTAAAAATATGTTCACAATAA 
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TATTTTATCTTAGAAATGTATTCAGTAAAAAATCTCTTTATTCAACTATCCTCTTGATTC 
AGGGGAAAAAAGGATTAGCATGGGAGATAAC AGAATA GGAAGTTTAGGAGATAATGAGAC 
TTCTGTTTTAGTAAAGTAAATAAGCTTTAATAG I I I 1 I 1 GGTCATGTATTCAGTTTACCA 
GCCTTGAAGATATTTGTAGGAAATTTTAAAAGTTTCTCTATTTCATCCCCCATGATAAAA 
ATTATATAGAATAAAAGCTGAATTGAACTTTCTTCACAGCACACTGAAAAAT ATCTTCT A 
TAGCATTAATCAGATCACAGAATGCATATTTAAACCAAAATTTGACTAAATTAI I I I 1 lA 
ATTATTTAA M l I I I I GTGANACCGGAGTCTGGCTCTTGTCNCCCAAGCTGGANTGCAAT 
GGCNGGAACTNACTTATTGGAAACCTCCGCCTCCTGGGTCAAGCCAATTCTTCCCNCTTG 
GNCCTCTAAAGTGCCTGGGATGGCAGGCG TGTGCCAN CCTTCCTGGCCCCANAGNNCCGG 
GTTTTGGATGGTTGGGTNGGTTNGGGGGG f I I M M M CCCTAAAAACCTTNAAATTTCC 
CCTTTTGGTTTTTTTCCAAAAAAAAAAAAAAATAACCCC I N f M I II lACCCCCCCCTT 
TTTT 

Sequence 721 

GCAGTGTGATGGATTCTCANAATTCCCCTTGACGGCC GCCG GGCTGGTACGCGGGGTTAA 

CTATGTTTTCTTTAACAGAAAGTTCTG Mill GToATCCTTTTAAAAATAAAGCTTCACG 

GAAGGTATGAGAATAGTATTTTTCAACTrrAAATTTCTCATTACCAGAAGACCATGTGGT 

AATTCTCTGTATACAGTTAGAACAGCACGGAAACTTGAAG GCCTAAA AAATTAGCTGACC 

TTGTTAAAAATGTTGGCGTGAGCAGTATATTATTACCTATCI I M M I ATTGTGT GTGTG 

TGTGTGTGTGTTTTAAACTAATTGGCTGAAATATCTGCCTGTTTCCCTCTTTACA TTTT^ 

CTTGGTTCTTTCCTTATTTATCTTTGTCCATCTTGGAGATCTACTGTAAAAGTGAATTTT 

TTTAATGGAAAACCAGTTCCCAAGTTTTACTGTCAGTGGGTTTNGGGACATCAGATGTAA 

TTGAGAGGCCAACCAAGGTAAGTCTTCATGTCAGTNGTTTGGTTGAAGGAAACGAGCCTA 

TGAGGGTCAGTmrCCCCAAAANGGAA 

Sequence 722 

NGCCCTTAGCGTNNTCGCGGCCGAGGTACATGAACCTATTAATAAAC CATTCA TGCTTCC 

CAGTTTGGCAGATGTGAGCAAACTATGTATAGGAATTCCAAAGGTAACTTTTTCCTTTCA 

TTACTTTACAGAAATACTGTCAAGTCCAATAGAGAGCACAGAC7TGGGAGGCGGATTGGG 

TGGGTTTGAATCTCTGCTCTGCCACTTTTATTAATCATGTGAGTTGAGTATGTGACTTAA 

TCTCTTTTAGCTCAATTTCCCCATCTGTAAAATAGGAATAATAAAAATACTGACTTCAGA 

GAGGTTTGTGAGGATCAATTAGACAGTCATGTTAAGTCTGTAAATTGTTTCTGTAATGGG 

CAAGATAGCAAATATTTTAGATTTTGTGGACCATGCAGTCTTTATCATAACTGCTTAACT 

GCCATTATAGTGAGAAAGCAGCCACAGACAATATGTAAATGAAAAAGTGTGTCTCTGTTC 

CAATAAAACTTTATTTTCAAAAACCAGCTGGCTTGNCACATCTGGCCTATGGGCCCATAA 

GTTGGCCCATCTCTAATGTAAAGAAAGGACTTTANCCCAAAGCCACAACTTGCATAGTAA 

TGCCTTAAAAAAATGGTAACATCTTTACTGGTATTAATAATTACTACTGCATCTATTACC 

AGNAGCCAATTGGAGTAATGAATCCATGAATGGTATAATGGTAAAATACTAACCCTTT 

Sequence 723 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCC CGAG GTACTTACTTTGTTGCTCT 

TITTCTAAGTTTTAAAGATGGATGCCAATCTCAGGCTTCTTTTCGTGT GTGT ATGTGCGT 

ATGTCCATAAATTCTCTTCTAATTACAGTGTAAGCCACATCCCACAAGTTTTGATAGTCA 

CAGAACTGTATCGTCACACTA I MM lAATTTCAGTAAGTTCTTCACTGAT CCCTG TGTA 

ATTTAGAAATGTrrCATAATTTCCCTACATTGGAGGGGAAGAT AGTTT TGNTTTTAT^^ 

TAATTTCTAGCTGTANTTGAGCTCTTGTCAGAAAATATGGTTrATTTTAAGTC 

Sequence 724 

CCCTnTNAGCGGCCGTTNNGGCAGGTACTCCTCAGCTTGTGCTGCCCTTCTCGAATGAC 

TCGCGTTTCCTGCTTTCATCACTACACCTCCCACCGCTCTCCATCACCTGCTCTGCTCTT 

ATAAGGATCCAGAGAAATGGAATAATCTTATTGCTGATCTATGTAAACAAGTTGAAGAAT 

CGTCTGAAAGAAAATACAGTGTGTCTAAACTGGAAAAGTCCTGTAATAGTTTGTTCATGA 

GCATTTGCACAGTGGAGTTACTGTTCATCATGGGGGTAC 

Sequence 725 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAACTATTCCTAAATATTAAACACTGGTCAACT 

AAAATGCACAAATTCATGAATTGGATTTGCACTCAAACAAAAAAAAATACCATAGGCAGT 

ATCATTTCTACCTTTGTAAGAGGCAGGAATATTCATTAGACTCTATGCTTGACTTTTCAT 

ATGTATTTTAACACTGTAGTAGGCTATCGGGTCTAGTTTAAGCTTCATTTCTAAACTACT 

CAACAGCTCAGAACTGACAAAGATCACAAGAAATCAACTATTAACCTCTTGCCTGAAGAC 

ACAAATGAAATATTCCCTATTTTACAAAGCAAATTAGATTCCAAGATTTTCCAAAGCCAT 
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ACTCCTGCAGTTCACTGGGTTTCAAACTTAAAAATCAT 
Sequence 726 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTCACTTAAATAAATAATTGGTAAGATGATT 

TTATCTGACAATTAAAAAAAGGTATATGTGAAAAACCTTAAAA AAAAT CTATTTCATTAC 

ATGTTGAAATGTTCTGTGCTTAATCCAATACATCATTTAA ATTCT TTTCACATTTGGACA 

ACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCTAAATTGCAAATC 

AAAAAAC 

Sequence 727 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATTCTATTGTTATC 

TCTATTTTTTGGATGAAAAAACAGCAGCACAAAGAAGTTCAGTAACTGGCCTAAGGCCAC 

ACAGCTTGTCTTCCTGAAGACTGGACCCAAACCCAGGCAGTCATAGAACATGCTGGTCGC 

TATTGGGCCGCTTGCTCTATGGGGGACGGTGCTCCAGGAACACAGCAATGCGGTTTAGGA 

TTCCAGGACCTGGGGCAGCTGCTGCTTCTTTCTTAGTTCTCGACAGACCACTGAGTGCAG 

TTTTTCTAAATCTTTTCCCCACTTTGATATGTGGTCCATAAAACTGCTTCCACACGTATA 

ACCCACTGTGAAGTTTAAAATGATTTCATGTTTGGGCAAATTCCTACTGAATGTTAAGCT 

AGATAGGAAACAAGTTCTGACTAACACAAAATGAAGGGCTGAATGAAGAAGTCNTACTTT 

TATAAAGGAATTTTNCCC7TCCTCACCAAATC 

Sequence 728 ^ 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC I I I I M I I I M I i f M M I rrmTGGTAGAG 

ACGGGACCTCACTGTGTTGCCCAGACTGGTCACAAACTTTTGGGCTCAAGCAATACTCCT 

GCCTTGGCCTCCCAAACTGCTGGGATTACAGGGATAAGCCACTGTATAGAGTATGAAAAG 

TATTTAAAAGAATCTTCCAAAGGAGGACAGCAGAAATGAAAATAAAGTAAGTTCAAACTA 

GAATCCTTGACACAACTGGTTTTATTCCCAATGCCTCTTAAAAAGAATCGTTCCATGGGT 

GGCAGGAGGGGTGTTTTCATGGTGTGATGCACCGTGACTTGTTATTNAAGATGTAAGTCC 

AGTGGTCCATCTATCACGTTTTATACCTTTCGAAAAAAAAAAAAA 

Sequence 729 

TCTNGATGCATGCTCGAGCGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTT 

CGANCGGCCGCCCGGGCAGGTACTTATCAGGATGAAATCAGAATCACAGTTGGCCTTTrG 

CCATAAGGGAAGGGTATTTGGAGAAGAGTCAACCACCACTCATGCCTCTCCCCTGCCCAG 

CAGCACCTTGGATTTTCCTGGCTTTATGCCTCCTGTTTCCCCTGGCTGAGTAACTGCAGG 

CATTAGGTTCCTCTACACACGATATATTACAGGGAAATGGCAGCGATGGTCTGGAAGGGC 

AACACTGGCCTTCTTTCCTCCTGAGCACTAAAATCCTAAACATGCAACTTAAAAAAAAAT 

TCTAAATGTGAACACCACCTTTCAGT 
Sequence 730 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACTTAAATAAAT 

AATTGGTAAGATGATTTTATCTGACAATTAAAAAAAGGTATATGTGAAAAACCTTAAAAA 

AAATCTATTTCATTACATGTTGAAATGTTCTGTGCTTAATCCAATACATCATTTAAA TTC 

TTTTCACATTTGGACAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTT 

ATCTAAATTGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTTCTCCTG 

GCTG 

Sequence 731 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTTCTGAAGAATACATCTTCGTT CAATG TGG 

TCGTATTCTTAA I I I M I CTATAATATTGCTTGTAATCTTTAGAGTTATGGTTTCATTTT 

TTGACTATTAAATTTGAAATTGTTGACATCAGCAGTTGACTCTTCTGTGTAGATCATAAT 

TTTTTAATTAAGAAGACACTCTCAAGTGTTGAACTATAATTGTAGAGTAAATTCTAAGTG 

GAGGATATCGTAAATTC i I I I 1 I GTCTTGGTATTGACATGTAAATGTTAACATATGTGAA 

TAATTCAGTCCCCGATTGTCACAGGTTCTATGTCTTTACCTCCTTTCAAAATACTTTCTT 

TAACAAATACTTTGACAAATTTATTAACCATTTATAAGACAAGACTTACCAAGGTGGTGT 

TCGTTTATGAATCTTTAAATGTTTTCCAATACTTAAGATACATCAAAATTATAGGACTTC 

TCAATTCCATCCTATTGTTACCAGAATATNAAA 

Sequence 732 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I CTTTC M M I 1 I I I I I I M I N GAGATG 
GAGTCTCGCTGTGTTGCCCAGGCCGGAGTGCAGTGGCACAATCTCGGTCACTGCAAACTC 
GGCCTCCTGGGTTCATGCCATTCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGTGCC 
CGCCACCAAGCCGAGCTAAI I I M I I C I I I I I I I IGTAl I I I I AGTANATACGGGGTTTC 
ACCATGTTAGCCAGGATGGTCTTGATCTCCTGACCTCGTGATCTGCCTGCCTCGGCCTNC 



Page 1 26 of 22 1 



wo 01/42467 PCTAJSOO/33312 

127 



Table 1 



CAAAGTGCTGGGATTACAGGCGTGAGCCACCACACCCAGCCTATTCCTTTACTTTCTTAA 

ACTTTCTTTCACTrTACTCTATGGACTCACCCTGAATTCTTTCCTGCTCAAGATCCAAGA 

ACCCTCTTTTGAGGTCTTGGATCGGGACCCCTTTNCTGTNACACNAACTGTATCCCCCTT 

GGCAGACATATGAATTTGCACCCCCGCTTGGGTCTTCAATNTCCAGGGGATGAAACAAGG 

GAGGNAAACCGAGGGGAAAA 

Sequence 733 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAACTATGTGAGAA CGTA TACTACTTCTCGGC 

CACAACTACTATTTTTAGATATTCATAAAATAACCTCTGATTGTGTTTrCACAT TGCCC A 

TTCAGTTCTGTCCCAATCTTATAATTCTGATTAAATGTTCTGGCCTCAAACTAAI I I I lA 

AAAGGCCACTAACTCCAAATCTAGGAACAAAACACTCTGTAAAGACTCTGTAACTTGTAT 

AAAATTAACTTGAAAAATTCACTCACTCCAATAAAACTATGATTTATGTAGCTCATAAGA 

GGGTGAATTTTGAATATTTACTCTATGAAAAAAGCCTAAGCAATTCAATAAAAACTTGAT 

AACTGCACGTTTAAGTTTGCAGCATC7TGTACCT 

Sequence 734 

NGCCCTTTCGNTTTNNCGCCCGGTCAGGTACTTTCTCTG AATT TCATTAGCTACATTAAA 

AAAAGAAAAGATCAAATGCAATAGATAGCACTGTAATAGATTTTGCTACATTAAAAAAAA 

TCCATTTGAATACACAGTGAACTAAAACACCAGAGTGGCTAAAAAGTCCCTTCATGCATA 

TTTACTTAGCAGAGAGCTCTTGAGAAAGACCCAACCAATAAACCCCAACCAAAGCAAATC 

CAGCTACTTCTCTAGCTGAGAGGGTGGAATGACTCCAAAATATTGTTTCAAG CTCAAA AA 

GCCTAAAACAACTCCACATAAAAAAACAAAAATCTATCTAATTGGACATTTACC M I I I G 

GAAATAAAAGGCCCAGTGGGAAAAAAAAAAAAAAAAAAAA 

Sequence 735 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I III I I I I I I M I I M I M I I NGNCACAGAC 

ACAGGCTGGGAATTTCCCAAATCTTACAAGTTCTCGTCCCCTTTCCCTTAACAACTCTTT 

CGGAGTATCTCCGTCCTTTCACACTTTATTGTAAGCGAGGAGAGC AGCC AGGCTGCACCT 

TTAACATTTCATTCACAGGATCTCVVGCTCAGCCAAGTCCTCAGCCATTTTGTAATGAGGA 

TCACTTTCTTCCGGTTCCCCGTGACCTGTCCCTCGCCTCCTCTAAGCCTCAGCAGAAAGG 

CCTrCAACATCCACTTTTCCACAACATTCTGTCTATGATACCTGCATTCTCTGAGATGCT 

AGAAGCTrrCTCTCCAAGCTCTTCCCTTTCCTNTCTGAGCCTTCACCCGAGTC 

Sequence 736 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGTCTGCTTCAATAAAATTTGTCTT TGATT 

TCACTGGTGGAAGGGTGCTrGATCCAGCTTrrGCTTCTCCATGAGGAGGACTCTGTTTTT 

CAGTTTCCGCTTTTATTTCCTCTGAGGGGAAAAAAAAGAAGCATACATTANAAAACTGGA 

CAGCAGAAAGACTGAGTAATTTCTTAAGTTCTATAAACTCATnrGGAACTTCTA CAAAAA 

GTTGGAAAGAATGCAAATTTAATAAAAATTAGATGCTAAAATTGTTTCATCTAAA mil 

TAATTTACACAAATAACATAAAACTATATGAATAGGTACCTCGGCCCGCGACCACGCTAA 

GGG 

Sequence 737 

NAM I 1 M I I I I I I I I I 1 I M I NGTTTTGAAAACCCTTTATTCGGTTTCTCAGTAACAGT 

GATGCATTATAGAAATTCTTGTCTGCTAAACTTCATAG CAAAC CGATCCCAGTCCTCACC 

TNATTGTGTGGTAGCCCAGCAGCAGAGAAGATAGGAATTTTCTGCCCCCTAGCAATACTG 

TTCATCCCATCAGATGGCCGAAATGCCA GTCT GAATCATTTCCTCTGGGTAGATTCNACA 

TTGAGGGTTGATTGGCTGACCTAATGTNTTTTCCAAAAAGGAAAATTTCAACAAGTTGCC 

CGCATTATTCATGAATGANAATTAGATNTCATATCAAATTAAAAGAAANGAAAAAGCACC 

AGANGACCAGAACTACATAAAGCATCTCTTTACTACAAAAAA 

Sequence 738 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCTGCTCTGAATTAAAATTTAG AACAA AAAT 

CACCTGCCGTGCCACTACACATGGACATAATCAA CTGC TAAATTATGATTTGTTTTCTTC 
CAGTTACTTTTCCAATTATTTTTACATATACAAATA TTTTC TTGGTAGAA GAACA AAAGT 
GGCACTATTCATTGTGTAG I II I I I I GTAACTTATATTTTACCCTAAGCATTTTCTCGTT 
GTCTTAAATTATTAATNGAAAATTATTCATG GCTAA ATAATGCCTAGGCTGCCATGAGTC 
TTTTCTCCTTCTATAAACCGTGTCAGCATTCTTTTATATATATCTTTCAGCACAT CTGCA 
ATGATTTCTTTGGAATAAAATTTCTAAAGTTCGCTGGATCGAAAG AATC AGGGA MIMA 
AGTGTTCTTTCAATTTGGCAAAGTA I M II I C AGAAACAAGCCC ATTTTAAGTTCTGAAT 
AAACAAATTCTTTTTTATGGNGCATTTAAAATCTACCTCCTTGTAGCCATATGCNNGGGA 
AAAATGGAATTATTTGGNCAACCATGCTTTCAGATACTTGGAAGAATTGGTCCTAATTNC 
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TTCTrrATGACCTATTCTGNGTTCCTGGGACTNTACATTAATCTTTNCCCATGGATATTT 
ACCATTGGAAAGGG 

Sequence 739 

CCCTTAGCGGCCGCCCGGGCAGGTACACAGTTTCCTTCTTCGAAACAATCCAGAAGTAGG 

CTAGCAATGGTCACCCCTACATACTTCCGCACACATCTTrCAAGAACAGGACACCATTAC 

CACACCCAAGAAAACCAGCATTTAATGAATTTATTCAGGAGTNTCATCCAACATACTCAA 

ATTTCCACAGCTGTTCCGAAAGTATCCTTCAATTCTGGATCCATTGATGGNTCACAGGTT 

GTATrrGGCTGTTACATC I i I i I A GTTGTTATCCTTCAGAGTAAAACTGGCCTGCCCCTC 

TTTCTTTCTTTACAATATTGACTCCTTTGAGGAACCGGGGCTGGATGTGGAGCATTCTCC 

ATTCATCTGATTGTTTCCATGTGACCAGATTCGGGGTCACAAAATTTNTGGCAAGAACCC 

rrCACAGATGACCATGTNTTGGTTATTAGGTAACAATAGATTCTCAAAGTAGAGAACTGG 

GAAATTGACCTTTGTCCATTCACAAATAGAA U 11 IN M GAAAATCTAGAATTCCTCAN 

GAATNAATTGATTTCTTTTCTNTTTTC I I 11 I I 

Sequence 740 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATTGTCTGCATTTTGAGATTTTCCTATTAT 

CTTTCTGGTGTTGATTTCTGTTTAATTATACTGTGATCTACAAGCAGCACTGTAT TATTT 

CCATTCTTTTAAATTTGTTAAGGTGTGTTTTATGCTCAGAATGTC 

GTGAGTGTTCCATATGGACTTAGAAGAATGTGTTTTCTGCTGTTGTTAAATGAAGTAGTC 

TATGTATGTCAATTATTGTTTGATGATTGATGGTGTTGAAATCAGTTATGTCCTCACTGA 

TTTTCTGCCTGCTGGATATGTCCATTTCCAATAAAG GTGT GTTAATCTCTAT CTATA ATA 

GTGGATTTATCTATTTCTCCCTGCAGTTCTATCAGGTTTTGCCTCATGTAAGTTTTGGAT 

GTTCTGTTAAATGCATACACCATTAAGGACTGTTAGGTATTCTTGGGGAATTGACCCCTT 

TGGTTTCTATGTAATGCTCTTCTrrATCATTGGATAACTTTCCCTTGCTATAAANGCCTG 

GTCTGNCTGGGAAAAAAANACACAGGTNGNTACNTCTTCCCTT 

Sequence 741 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAGGTTAGAGATGACTTCAATATATGTCG 

CAGACCTCCCAAGGTGAGCATCACACAGCACTTATCATAATCCGAAGCAGCTCCACAGAG 

GCTAAGATGAAAACAAAAATCTCAGGAAATTTATGTTTATAAAAATGATACTTG CAAAA A 

AATGAATGGAACCATCTCCATTGCTTATTTAGAGTGTTGACTCACTGAATAAGATTTTAA 

ATTAGTCAATAGTATTGGATGCCTCTATATCTGCATATCAATAGGCTCATAAACAAGGTT 

GCTCAAAGAACTGCCCATCAACCACTTGGTTTCATCTTTGGACACCACACTGGTTATCTT 

NCTTTGGCCTCTGCCATAACGGGTCCAGGCTACGTGCACCAAAGGGAAAAGAATTGGGGT 

NCTTCTTCCCTNCCCTGGTTTGGTTAGGA 

Sequence 742 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTTCCCTTGCCTCAACTTCTC ATCC TGGGT 

GATGAGACTGTTACTTTCCTTCTTGTATAAAGAGGGCAACTTTCATGTAGAAAT TTTAC C 

TCCTACTTTTAAGAAAAAGGAAAATCAGAGTGCTTTAAAGGAAAATCAGAGTGCTTTTCT 

TGCATCTGCTATTTTTCAAGTGTCTTTAACTCAAAAAAATCAATATGCCAAAGTGGCATG 

TTTGGGGGTATCTGGTTCTGAATTCCTTCAGGAAAGATAGAAAGCAAAAGCAAAATAATA 

GGTTTAAAACTAAAAATATCCAGGTGCGGTGGCTCACGCCTATAATCCCAG 

Sequence 743 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTCCTTGGCAGCATCAATCAGGCAGGGCT 

CAGCCCACACCCGGCTCCTAAAGACAAGAGAGCAGAGAAAGCAGAATGGTGTTTAGAGAC 

CATCGCAGTGACCTGATCCTGAAAGCACCTGTAGGAAATTGGCCTCCGCCAAGTGAATGT 

GACAATGCAGTCAGCCACAGTGACGGAGTGCAAGATCGGATCACCACACAGATCCAAGAG 

ACCGCTCACCACACCTGAGAAACAAGAACCCAAGACAGCCTCATGGAGGTGGAACCGTGC 

TACGCAGTTATGGCTTCACTACTGAATGCGATCTTGCAAAAG 

Sequence 744 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTG I M I I I 1 M GGGTAATTTTCTTGAGT 

TAGAAATGTAGTTAGAACTGTGACTAACGGCATTGCCTGGAATGTGCTACAAACACGATT 

AGATATTCATTTATCTTCCTCGTATTAGACTGCTTGTAAGAGACTCAGTGTT TAGACA TT 

CATTTCTCTTCCTTGTATAAGACTCCTTGTATAAGACTCGGTGTTCATTTATCI I I I lAA 

ATTAAACCACAACAAATATATGAGTTTTTAACCATTGCAATGTGCAATAAATAAATATAT 

CTGAAGTAGCATTAGCCTTCTAGTTTTAAATAATAA 

Sequence 745 

CCCTTAGCGTGGTCGCGGCCGAGGTACC 11 i I I I I I } I i I I I I i I I I I I CGTCAAAGTCA 
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CTAT7TGGGCCCTAACATAATCCTGCTCAGAGCGACGGAAAAAAGGCAAGCCTTTTCAAA 

CATAACTCTCTCTACAAGCCAGCTATTATGGCAAGGGAAAAAAGAAAGCAT CTAGAT AAA 

TATCTATCAAAArrAACTTTAAGAGAAATACTCTCTTTCCTTAAAAGCCCTTATTTTT^ 

AGACACTAGAAAATAAGT TACTATA A AAAG TGGTGGTCTGGGGGCTAAAAACAAAACAAA 

AAAAATCCTCTTTTCTACA I MM lAGTTTTCT 

Sequence 746 

CCCTTAGCGTGGTCGCGGCCGAGGTACTT TTi M I M M M M M i I I AGTTAAAATGCT 

TTACCTCAATGGTTGAGATATTTTGAATGGATTTTTCAAGGGGGGGAAATGCTT ATTAT A 

ATAATAAACCAAAATACrrAACAGAAAATTGTCAGCTATTCTGACAAAAATAAACATTTT 

GAGAGACTTTATTTCTTTTGTCCGTTTCTGTG GTATC ACTCATT GTCG TTAAGTAAGTAA 

AGCTTTTTATATrrAGGTAAGAACTGATTTTATTTTTTAAATTATAT^ 

GCACAGAAGAATAATGAGAGCCACATTTTAGTTCAACT 

Sequence 747 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTTTTGTTTAGGTATTTCCCTCCTGCTGTG 

TCCAGGATTGCTGTGTGGTGGTGATGAGTGCTGGGAGGTGAAAAATTAAAATAAGCCATT 

TACCAGTCAGCATCCCAATTAAATATTTGATGTAACTGTGATCTTTGAGCCAGGCTTATA 

TATTCATTTTCAAGCAGAGGAGTTCCCCATT TTAAA TAGAGGCATTGTCTGATGTGTTTA 

TGGTTAACTGCATCTGGCTTGGGTCTTTCTGTTTTCCTTTCTTTGCTGAATTAGAAGGGG 

TTACTCTGAAGAGTCCAGGTCTTACAGTGTGGTT 

Sequence 748 

CCCTTGAGCGGCCGCCCGGGCAGGTAC M M M M M M M M M M M M M M ITT TT 
NCATNCAArW\ANATAATTTTACNCTTATTNTTTGAAANANAAATTNTANGGAAT^^ 
TCTTCTAATTNAATNCCANAATACNTTCTNTNANCCCTATGCCCTNATACTANTANCTTG 
ATGGTTAGCGGGTAAGTAGGTAGTAGTANAANANCANAANGGGAAATTNGGGGAGCAAAA 

ANGGGANAAAAANAAAAAA 
Sequence 749 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTCACTACATTACAAAATAGTCTCTAACA 

TAAAATTGCCrrAATAACTATACTATTATAGAATCTGATAAACCTT ACATTAT TAAATTG 

ATTATAAAATCTTCTTGGAAAAACTTTGGTATGTATCTTCAGAAGGTTTTTTAAAAATAA 

TATTTTAAGGGCCTGTAAACATTCCATTCTATTAAAGCACAGNAGAATAAGTAATGGATA 

TTCAACTGCATACAGAATATATAATCAAAAAAACAATrTATTATTGTATTTGTAGAAAAT 

CATTACCAGAGTAAGCAAAAA 

Sequence 750 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGATTGTGGCATATTCAACTATGATTTTAG 

ACAAGATGTGTGTGTGTGTGTGTGTGTGTGTAGA CAAAA TAAAATTCAGAAAGAGAAAAT 

CTATTCTACAATGAAATTCAATCTCTTACTTAGCTATTTTGAAATTGTGTCCCAATACCA 

CATTAACAGAGCCAAAATGAAATTTAAAATTATGGTTATACTATTATTCACACTAGGTAG 

GGTCAGG M M M I GNCTGAATTAAATGGCTCCTTTACNCTAGCTACTTANGAACCACTT 

NCCATACCCTNAAGCTAGAGTAATA 

Sequence 751 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGATTGTGGCATATTCAACTATGATTTTAG 

ACAAGATGTGTGTGTGTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAAT 

CTATTCTACAATGAAATTCAATCTCTTACTTAGCTATTTTGAAATTGTGTCCCAATACCA 

CATTAACAGAGCCAAAATGAAATTTAAAATTATGGTTATACTATTATTCACACTAGGTAG 

GGTCAGG M N n I GTCTGAATTAAATGGCTCCTTTACGGTAGCTACTTAGGAACCACTT 

CCCATACCCTCAAGCTAGAGTAATAGATACCTGACC 

Sequence 752 

CCCTTAGCGTGGTCGCGGCCGAGGTAC M M I M i M M M M I I H I I I I GGGAGCCAT 

GGCAATCTTTrTACACTTGATTTTAGCCAAAAGGCCAAGAAGCAATGAAAGCCATGATAA 

TCTTTTTATGCAATGTrATCANGTAAAAAAATGGCTAAAGTATATTAGCATTrACCCGAG 

TGGTArrCTnTATAGAACTCAGCTACTAAAACCAGGGAGAGTACTTGGTGTATTTCTGA 

AACACTCTGCGAAGTTGTGGATAGCTrCTGGTGGTAAGGATGGTATrGAACACGTTTACG 

TCTGTCCCCTTTCTCCTTTCTCCTGCTTCATACAAG 

Sequence 753 

CCCTTAGCGTGGTCGCGGCCGAGGTAC M I M M I M I M M I M M M M I GGTATTAT 
ATAAAATAATAATGCATCTTACAGGGGAAGTCATAAATCCAATGAAATAAAGTATrrACC 
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TGACATATTTTTCCCATCTTCTTATTTCAACCATTTGACTGGTTGTCCAGCCCCAAATTG 
TTGGACTTTTTTAAACAATTCACACTGACTGGCAGTCTTCACCTTTAAATNGT TGAGT TC 
CATCCCTTTAAAATCATTTAAAAACATGATTTTTAAATTTATCTCGATTAC^ 
NGTTTAC Mill t ACTTTTATTTATTTCCT 
Sequence 754 

CCCTTA6CGTGGTCGCGGCCGAGGTAC I f I N I 1 1 M I I I I 1 1 1 I GGTGGGGAGCTGTAT 

TTATTTCCCAGGGCTGTCAAAAGAAATATCCATAAATTGGGTGGATTAGAACAACAAAAA 

TTTATTNTCTCTANAGAANAACGTTTTCTTGCCACTGCCTGGCTGCTGGTCATTGCTGGC 

AGTCCTTGTCCTTCCCTGACTAGTANCTACATCATTCTCATTTCTGC CTCTG TCTTCATA 

TGGCTGTCATTTCACTGNGTGCTTGTCTCTGGGTCTTCAAGTGGCCTTTTTATAAGGACA 

CTGGTCATTGGATGTAGGGCCTACCCCAATC 

Sequence 755 

CCCTTAGCGTGGTCGCGGGCGAGGTACATGTTGGAAGGG 1 1 1 I lAAAATGTTTTGAAACT 

GTGCACAGGCCAAACCCAACTTTCAGGACATGGGTTTTCAACTTCTGGATGGTATGATGG 

GGTGATAGTAG6GTATAAAAGTATCCT6AGAAGTTGAAAOCAGTGTGTGAATGGGGTGTT 

CTTTTCTCCCCACAATCCTTTCCCATCTGCTGACAGTAGACTTAGCACCTCACAGATGCT 

TGGGCCTGGAAATGAAGCCATGAAAATGAAGCCCTCAGCCTTCTTGGAGATCAGAGCCAT 

GGTCCTGACCCACAGCACATGGG 

Sequence 756 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAAAATATTAAATAGGATATTTATTTCTAAGC 

CAAATTTCAGAAAACAATTTACAAAC I Mill lAAAGTATAAACATAGTGTATGCTTACT 

ATAAAAGGAAAAGTATAAAACATTACTCAAGTATATATAGAAAATGAGTGGGCTGCTGAT 

CCCCCTCTATATTATCTATTGCTGTGTGACAGTATTACCACAAATACAGTAGCTGAAACA 

ACACATTrGTTTTCTCACAGTTTCTGTGGGTGAGGAGTTCAAGCATAGCTTGGTCCTCTG 

CAAGCTTACAATGCAAGGGTTG 

Sequence 757 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTC II M U M I I M M M I I M AAATGAGTAG 

GAAGAGATGGTATCACAAACACAAAGCACAGGTTACTGTCTTTAAAAATTTGCGTTCTTC 

TATTCTCCAATGGAAGTGGGAACAAAGAGAAAACCCCTGTGTGTCCTAGCACAATATGGG 

CATTTGTGTGGATTTAATAAATGGGCATTTGGATTGTTGGGAAAATGTGATCAATCAGCA 

GGCTATAGAAACACAGTTTGATACGATGGTGAAAACTTGTCTACAATGATGTTTTTTCAG 

AAATGTTGGTGTGATTAGAACAAGTCAGCAATGATGATGACAAAATATTTACATAATGTT 

ATAGATGTGGCTTGCTAATGGAAATACCTATCTGAGGCTGTTTAGGAATACACAAATTGA 

GAACCGTTTAGTTCAAGTTTGCTTTAAAACAGTGGTTTTCTGAACCC I I I II ATGTTCCG 

NGACCTATGATTAGNAACCATCTTACCATTTTANAATCACTGCTTTAAAAAGTNGTNTCC 

GTACCTGCCCGGGC 

Sequence 758 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTTTAAAACAATGTTGGAAATGAGGAAAAT 

GAGCAATATCAACATTTTATCCTGAGGGACAGGGAGTAGAAAACAAGGCAGAGGCTGCTA 

GTTACATAGTTCAGTCTTAGGGATGAAGGGATTTATGTCTCTCCTCCCTCAGGTACGCGG 

GGACTACACTGGTGTCTGACTTTTTTCCTAGAGATTTCTCCCTGAAAAATACAAGGGCTG 

TTGGTGAGAGCAGACTTGAGGTGATAATAGTTGGCCTCTGGTCTACAAAGATTTCATAAC 

TCCTTGGAAAGCTTC 

Sequence 759 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCGATTGCCTCTCCCATGCTTCTCTGCTTT 

CCAAAGAAAAAACTGACCTTGTATAGATCCTGTCAGCTGATTGCAGTGCTCTTAACTTCT 

CCATTGTGAGTTGTTCAGTCTGAGGAGTTAGGTATAAACCCAGAGTGGTATTCTCTTTTC 

TGTTGTGTTTGGTTTTGCTTACATATTCAGGAGCTGCTCTTTACCCCCAGAACATCCGTA 

TATATG I I M r I 1 CTGTTTCTAGATTTAAAAATATTCCAGAAGCCTGGCCTCAAGATAGA 

TAATATTTTACTTTT 

Sequence 760 

CCCTTAGCGTGGTCGCGGCCGAGGTAC M I M I M I 11 M I M M M I I M i AAAAAAAT 
ATCCrrNATNAGGNAAAAATTTTNNTTTNAATTAACNGGAAAGTTTTNATAAAAAAAGGA 
TGTTAAATNGATTTNAATGCTN Mil I GNATTNGTNNATANAI I I 11 I I AAA I I I I I AAA 
NCGNGNAATTGGGTNNTTTAATNGGGNG I II II M I AAA 
Sequence 761 



Page 130 of 22 1 



wo 01/42467 



131 



PCT/USOO/33312 



Table 1 



CCCTTAGCGTGGTCGCGGCCGAGGTACAGATATAAAAAGGCTACTATTCCAAGAACAAAA 

TCCTGGAAACAAATGTCTATCAAGAAAGCAAAGATAATCTAAACAGCAGCATATTCATAG 

GATGACAAACTATTCAACCATTATAAAGAAAACCGAATCAAAAGCACTGGCTTATTAGAC 

AAGAGTTTCCCAAACTATCATGCTAAAACAGTAACAGCGAGCTTCCAAATTAATGTTGCC 

I n M I I I I I 1 1 1 1 I CCAAACTGAAAGGAGGGTGGGGAAAAGAAACGCATCATATGTAAA 

GCACTGAGTCCAGCCT 

Sequence 762 

CCCTTCGGCCGCCCGGGCAGGTACGCGGGTATGGTTTTACGAACAAATTTTTAAGGAAAA 

AAATTATCATGGTTCTAATCTTACATGTTAACATTTCCTTGT TATGT AGGGATCAGACTT 

GTTATAACATAATTCCACTTTATAATTCAATGAAGAAGAAAGTTTTGTCTGATTCTGAGG 

TATGTAATATTrCATTATTATTACCATATTGATAT TCTCTAT ATAAAAAAATTTACATAT 

TGTAGTTTTCAGGTAAAAGCTGTTGTGAACATTATTTTTTGTCTAGTGTAGTTAAT^ 

AAAAAAAAAACAACTG 
Sequence 763 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCCTAAGGGANGNNNGGAACTCATNAAAGAGAC 

AAAANGTGCimTTTGNTTNNAAGGCATGCTGTGGTGGTTGGGCGCAATAAAATAGTTGG 

GGCCCCCGANTGCCANTGACTTGCTTTNTNGTNGGNAACNAAATGGCCCATCANGT^ 

CNCACCTGNCCANTTCACAAAGACCTTGNCCCCATTCrsTTGGGAATGNAAGGGAGNGTTAA 

AAATAAAAAAGTGTTGACCACTCCCTTGGATGGGTTTAGCCAAACCTTGGGNTCCANGCC 

CCTGGAAAATTGGTTTTAAAAGGGGGGGNAGNTNGG GATCC AAAACCCTGGGGGGCCAAA 

ATAAGATACAATCCGTANCTTGTTNGGGAAANTTCAAATTTTAATTGTTCCCCCC^ 

TTNGAATTANNAAAAAAAACCCCAAAATTTGGGGGAAGGNAAAAAAANGT 

Sequence 764 

CGCCAGTGTGATGGGATATCTGCAGAAATTCGCCCTTAGCGGGCGCGCCCGGGCAGGTAC 

CGCGGGATTCATTTGAGTGGGAATCTCAAAGCAGTTGAGTAGGCAAAAAAAANGAACCTN 

rrCATTAAGGGAWAAAAATGTATAAGGCCAGCACCGTGTAAACCTTCGACTTTCAAAGA 

ATTTTCCTGGAAANCCCATAATTGGTAGGTNATGGGTTTTCAATTTGGTCCGT^ 

AGGGGGGGTAAAGTTNGAATTCCCC TTGG GGCNAA GTTCCAAC GCCANTAAGGCCTTCCT 

NAACNTTTTNGTTTTNNAACC I Ml I ill I I AANGNCC 1111111 I G AAATCCCAA AAAA 

AAAAATTCNTTTTAACC I M I I I I I AAATAAAGGGGGAAGGCCAAG I II II 1 1 I ICAAAA 

ACTTCCCCTTAAAAAAAATGGNTTNGGAAAATTAANTAAAATTTAAGGTTCCANGGNTTT 

AAAAAAATTTTCCACCCCAAGGCCCTTACCCNCCAANGGGGNAAAATTAACCAAGGGGGA 

ACC I I I I I II NGAA 

Sequence 765 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGT 

GGNTTGTTGAATCCACAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATT 

TCAGAAAATCAGTATTTCATACAATCANGCTAATAGCCTAATTTGTTGAGCACAAGAAAA 

ATACACTGAACCAATTCTGATTATTGCANGAGAAATGATTGGCAGGATATTGGG AAATAA 

GAATGAAGGGCGGANAGAATTTCACATGGATTCAATATACTCTCCGTCAGNGAATTTTTG 

TT 

Sequence 766 ' 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGT 

GGTTTGTTGAATCCACAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATT 

TCAGAAAATCAGTATTTCATACAATCAGCTAATAGCCTAATTTGTTGAGCACAGAAAAAT 

ACACTGAACCAATTCTGATTATTGCAGAGAAATGATTGGGCAGGATATTG GGAA ATAGAA 

TGAAGGGCGGAAANAATTTCACATGGATTCAGTATACTCTCCGTCAGGAATTTTGTTCCC 

TTGATC I II I I GTGGTTTAATGCCTTAATTTATTGGGGCCCCTCTCATANGTTTGGGGG 

Sequence 767 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATCAAA GGAG TCTAATGGAACCAAGTAGCAAT 
GTTCCCGAAAACAAACAAACAAAAAACCCCAAACATTTTGCTGTTTCT TTCCC CTCTGTA 
TTTGCTAACTTTATCATGACTTTATTCTTAAAGCCTATCACTGGTCTGCTTTTATTAATA 
GATTAGTGGAAATTTTCACCTGGCCTATTAGCACCTTATAAAGAAATAGATTAAGAGTAG 
GAAATATATAGATGAAGATGTACTGTATAGAAGTTGTGTAAAATCAGTATGAAA GTTCAA 
TGTTGCTGTTCTTGCTCAGTGGATTTTAAAGAAATTGAGTAGTTCCTATGTGGAI I I 11 I 
I 11 I I I CTTTTCTAAACTG 
Sequence 768 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATNNANAAGCGTGCATG 

GGGATGAAAAAAAAATTTTTNNTNTATAATCNNGNTACAATATATACAATAAAACACCTA 

AAACGCAGAGGCTTGCCTTGTTTNTCCACAAATANGTTAAATACCCAAATTAGTAATTAA 

ATGGATTGGTGGTTATGGTAGGAACACCAAGACNAAAAAGCCAGGCCGGGACCGTNATTT 

TAATTNNGGGCCAGTACCACCACNATATAAAGGCCACCAACCAAAAAAAGTCCANANANG 

CCAANAAANAAGNCAACCGCCCCAAGTTNAAATNGTTTTGTTGGGGAATTGNCCCAGTTA 

NTTCCAAAANGGAATTTTTGGTNCCCANTTANTTAAGGAACCAATTTAAATAATTCCCCC 

AGGTTTANGGAACNACCTTNGTTNAAATTAAGG I I I I I I I N N GGGGTTNACCCCTTTC 

GGGGGCNCCGCCNGNAACCCCANNCCGTCCNTTAAAAGGGGNGGCCCGAAAAAT 

Sequence 769 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTA I Villi r ACTAAGGTTTTGTTTTGGAGA 

CTTGTTTGAAATAAAGTGATCCTCATTCAGGATTTAGAAACAAAAGTTATACTCCACATG 

CTAGGGATTAGGAAGGCTAATGTGAACTGATCAAAAGTATGAATTATGGAATGCCTTTAG 

AATAATCAACTTTTAGGTAATTTGATACTGCTATAATTTCAAGCTTAGAGAAAA GTTG TA 

AGAATGGCATAAGGAACTCCTATATATCC . rrATCTAGATTCACTAAATGTTCATTTTGT 

GCCATTTGTGTTATTCTTTGTCTCATCCTAGCCCAGTCAGCCTAACACCACCCAGGGGAT 

AAACCAGTAGTCTGATA 

Sequence 770 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACCTCTCATTTGTCA 

CTTTTCAACACTTCCTGGCAGGCAGGCAGCATAACTGGTCC TGCTG GGTGATCCAGACCA 

CACTCTGCAACTCTTTCTTCTGAGCCAGGCTCCCCTACTGTC7TTTCA7TTATGTCAAGG 

CAGGGGAAGACCTCAAAGGGCTCTTGCATCCCAGTCTCACTTCCCAAGAGAGGCACGAGG 

CCCTCCAGGATGTGGGGACAGGAACTTTGGGGCAAGCCCGGGGCTGTCCAGAAGATCACC 

AGGAGGGCTAAATAGTAGAAAGGAAAAGTCTTATTGGTGATATGTTTGCAAACTGGGAAA 

AAGATAGCCTCCAGTGTGGAGCAAAGATGCTCCTTCTTCAAAGAGGGCAAGGGCAGCTTG 

GATTTTGTGCCTTACANGGTCNGTATTATATAATAGAGTCATGCATATTCANTAGGTTTG 

GGGGAAAAGCTATATATAT7TATGAAGGGGAGCCAACTACATGGGCAATGGATAAACATA 

CATGTAACACATCCATGTTCACTTTAGGGGCA 

S^equence 771 

GGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAAATAAAGTATTCCA 

AGGGNGGNAGAATNGAAAANGANGNCTNNCANCTTGNTNNCNTTTGGGAAATTGGGATAT 

CCTTTGGGGAAATGTAGTAATCAGTATATTCTGGGNAAAACATTAGTTAGAAGAATTGAA 

NTAAATAAAATTTCCATTGAATTTGGAATATGTTGTCCATTCTCCCTGTAAACTAATGCT 

ATCAANGATAAAGTANGAAATACCACATTTCAGNAAACAAGCTTGGAAGTAGNACAAGGT 

CCTTCATTAGNGCCNTAGCCTTGGNAAACCCTTAATAANCCTATNTAAATAAAATTGAAA 

AN I I II I AAATTTATNACTCCTGG 

Sequence 772 

TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCACCAATAATGAGGCCCACATT 

GTGTATGCTAAAAAAAAAGTGNTTTTNNTTNTTCCTTGGGCCTACAAGAACATGTTTCTG 

TCCGCTAAGGAGAAANTNAAGAAAAACAATGGCCCCCTTNCCTTCCCNATNAANCCCAAA 

ANCCTTAAAACNTCACAGGGGANGTTGNAATTTTAAGGAANTCCACCCCTTTNTNGGGGN 

NNCAN M I 11 I I CCCCCCCCAAANAACCCA ACNCC CCATTTACCCTCCTTNGTTAAGAAA 

TTTTCCNTTGGAATTNAATNGCCNACCTTCCTTTTAAANAAGGNANAAGCCCTNNACCNA 

AGGCTTTCTTTTTCCCCCCCAATrTNCC CCCCTT NATTCNTTGGAAAAAANGGCCCNAAC 

GGGGGAAACCCCCCACCCTTTGGGCCNTTTTTTGGNGGGTTCCCAAGGG GGAAA AAAACC 

AAGGGGCCNATTTANCCNAAAACCCAATTCCCANGGANATTGGTTTGGNAATTTTAATTA 

AAAAAATTNGGGGGCCCCNACCCATAATTTTCTTTAAAAAAAANGGTAAAA 

Sequence 773 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCATCCCCCAAGGCCTTTTAC AGTC TGAAAT 
ATCAAAATTGAAAGCAAAAATAGGATGACCAAAGGACTACTATTTNACTCTCTTTTCAGN 
AAC NTCNTACAATATGTATG AAAACCTAAAATATCC ACTNTATGGGATCATCAN NGGGGG 
GAANNTAAANTGTTGCCCNTGTTTTNGNAAANGGGGCATTCANGATGTATTTGGGATGTN 
CNCANGGNCCTGGGGCANTTTTATNTCAAGGATGNAAGGGGNTNNCATTAACCTGAACCA 
AGTGGANTGACANGNGTCTTCNCNTTATAAATACCAANGGGG CCGNGT TNTGGCNAACCC 
CANGCCACCCCAATTGGAACCTTATGGGGGGGCCTTNGGCCNTTTTTTANAAAANAACCA 
AAAAA i M II i I CTTAAAGGGGGAACCTTTTACCCGGNCCTTCCTTNTTTTGGGGGG 
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Sequence 774 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAAACAAAATTACAATTATATACCAAATAAAAAC 

CACNCTAAACGCCANNAGGGCATGCTTGTTTATTCCCACCATATTAGNTAATAACCCAAA 

TAGATAATTAAANTGGAATTGGGTG 

Sequence 775 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 1 1 M I I II N I I M I I GAGAGGGGTCATC 
CTCCAATCATTAACTACTTCTAATCrrCACTGCTACACAGAAGTTTCCAATATTTAGCAA 
CAGATGGCTrrGCTTTTACCTTATAGATGAGGCCAAAGCACCAGGTAGGTGGAAGGTTCT 
TGTATCGGTTCGAACCCCNACAGCGCGCCAAC 

Sequence 776 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 M II M II II M II II M I I M IGGNCTGCC 
GTGGAGAGGATGGATGGGAGGGGGAAGAACGAGAGCTTTGTTTAGAGGCTGCTGTANTAA 
TCCAGGTAAAGGCTTTTAATCATGTCCTGAACAATGATCAGCAATGGCAATGGANATGAC 
AGAACANAATTTAANAAGGAATAAAAAAGGCTT3CTGACTACTTGGATGTGGGTGANG 
Sequence 777 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAAGCCAAATGCAATGAACAAACCAAGGTTA 

TTGATAATTTTACATCACAGCTCAAGGCTACTGAAGAAAAGCTCTTTGGATCTTGNATGC 

ACTTCGGGAAAGCCAAGTrrrCCGTAAGGGTAAAATCGGNAAANTGAAAGNAA AACCT TT 

AAGACCAGNCAGCTTTGAAGGTCAGCCTTGAGTAANACAGNAATTTAATACCAATTTTAA 

GAAGGAATTTGGAANAAANGAAAATGGCCTTGAAANAGGTTAGGCCAAAGGGGCCTTAGG 

GTTAAGTTCNCTTTAACCCCAAGGAAAGGAAGGCCTTNCCCATCGGGGGGGGAAGNAAAG 

NANGNCCTTNAAAAAGGCCCTTTTAACCCTTAAAACCCCTTTTTTCAAGGGGGAAAAAAA 

AATTNTTTGGAAAGGTTNGNAAAGGGTCCCANGGTTTCCANAAGGTTN GGAAAAAA GTAA 

AGGAACCTTmTGGGGGATAAAAAAAAGGGAAACCCTTTCCCAAGTAN 11 M 11 11 GGG 

AAAAAAGG 

Sequence 778 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGTTATCAGGATAATACTAGCTTCACAGAAGA 
AGCTGGGAAGTATTCCCTCCTCTTCTA I I I II I 1 GGGAGGACTATGTGAAGAACTGGTNT 
TAATAAAAACTCCTTATTAAGGAAATrmTAACATACCAAAAAATAGTAAGAATAGTAT 
CATGAGTTCCTGTGTTGTATTCCCGCCTAACTTCAATAATTATCAATAGTCCACCATTCT 
TATTTTACTTATACTTCCCCTCCCCAACACCTTACTCTTTTGGCGGGGGCTGAAATTATT 
TTAAAGTAAATCCCAAGAGATATCATTCACCTTTAAATACTTCAAATGTATATCrrCTAA 
CAGGATAAAGGAC I M M M I 
Sequence 779 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACGAAGCTGC AGAT CATTACGCTGATATGAAT 

GACTGCTTGAAAGAACAATGACTCTGGCACAGCCACTGCrrrrCACCCAGGAAAGCAGrr 

TrTCACAGAATGGCTTTGATTTATACrrTGCACACCArrGAGAGAATAAAAAGAAAATCT 

AAAAGTrAGTCTTAGAGCATACAAACATT CTAT ATACTATrrCATCAACTTTATGTGATA 

ATGATATATAATTTATATATACTGAAATTATTTTCAGGATCCACT TAGTG TGCTTAAACC 

CGAAAGTGAATGATTAAAGAGGCAATGGAATTATCTAATGTATCrnTATAAATTAAGAA 

ATCAA 

Sequence 780 

CCCTrrCGAGCGGCCGCCCGGGCAGGTACAGACAGTGTGATGGATGATGCTGCTGGTTGT 
AAATTTC ATCGTGTGTGTCTAA i M I I M I CCTGTATG AATGG GGTAAAAACAAAACANN 
AAC I i I I I I I l A GGAAGATTGTAATTrTGCNTGTCATGTTTTTNGTAG GNAAT GAGGGGN 
ACTCGnTGNAGTCTTCACCTAACNCATCCCTGNGNAGTrrNTGAAGTTTTGGAAAGNCC 
ATTGAAANNATTGTGTrGCCCCCCAATGNCCCTrGGACCNGCCTTNACAGTCCGNCNCTT 
N NGGATTCTTGC AACCGTTGTC 
Sequence 781 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I 1 I I I I H I H I I H I TTGGCGGATGAG 

TCTTTTAATAGAAAAACACACGTGCAACAGTATCAANACACATTTTTTNGCAATCCTGAC 

AGCAGCTGAACTTCAGTTCTTCACCTTGGGGGGTGGCCTGTACATATCAAAATCTATCAA 

ATTGGACCCTCAACTATGCATTTTTCTGNGTGCAAGTTATATCTCAATTACAAACAAACA 

AAAACACAAAACCCTATGGTTAACCCAAAACCTAAACTATNACCAAGAAATATCAATTGG 

GGTTATGGCATGACCATCCTCCCCAAGAAAATAAAATGCTTGACAGATTCTGAGCGGGA 
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Sequence 782 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATAAATGAGTTTGCAGTGAATTGGGCCTT 

CAAATTACCTCAAGTGACAGATAGTAAGAAAAGCTTNTTTGAGCAGGTGGAGGTCACTGA 

ATCCCCTACTATGCACTTATCAAGATTTTACTTACTTTAAT TTACTGG AAA TTGA i i n i 

TAAAAAATGACTACACTGTAACAAGGGAAGGGATCTGGGTT TTTTTG TTGTTTTATTCTT 

G M I 1 1 I f l A AGTAGTTCAAATTCTGAAACTGTGATTTAAAAATTTTTTACAGTCAAGCA 

TTCTGATTTTGAACATAACTCCCTTCCCTTTCTGTGTAACAAAGGTCTGTCTGTTATCTC 

TTAAATTT 

Sequence 783 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTCACTGTCTTTGCCATGAAACTTTATAACA 

TGGCTCTCCAGGTGTTGAATCTGGTGCCCTGTCACCCTGTGCTCA6GGAACACATGGCGG 

CAATCAGCATGTGAGGCGCAGAGGGAGGGCAAGCTCCCCTTGTGATATTTGAGGTATCAG 

CTGACTCAAGTCTCTCTCCCTTCTCTCCTTATTCTCATGCTACCTNTCCCAACCATTGTC 

TTAACTTCCCTGGCCAGGATGCCTGCCATATTAAATGGAGAGGAGGCAGTTTCTAAATGG 

CTTGACTTTGGTTGAAGTCTCAACTCAGGAAGCTCTGAAATTAATCCACCC 

Sequence 784 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACTCGATTGTCAACGTCAAGGAGTCGCAGG 
TCGCCTGGTTCTAGGAATAATGGGGGAAGTATGTAGGAAGTTGAAGATTAGTCCGCCGTA 
TTTCGGTGTACCCCTGGGAGGTGCCAGTCATTGAATAGATAAGGCTGTGCCTACAGGACT 
TCTCTTTAGTCANGGCATGCTTTATTAGTGAGGAGAAAACAATTCCTTAGAAGTCTTAAA 

TAT 

Sequence 785 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGAGG ATATGT GTGCATTACATGCAACCACTA 

CACCATTTAATATCTGGGGTGTGAGTATCCGTGGGTTTTTGGNATCCGTGGGGGTCCTGG 

AACCAATTTCTCCTGGATACTGAGGGATGACTGGATTA CTGT GTGTTTGTGTGCTTGnr 

TTAAGCTTCAAAAGATTATGTGATCTAGGAGTTGTTAGATTTTATTATTGGTCTTAAAAG 

ATAAGCTTANATGTTGTTACTTTTTTGGAGTTTTTAGTTT ACAG TGATTTCATGAATCGG 

GCAGCTTCANACCACAGGAGACATNAAGCAGGTTTNAATTTTCAANGAAAGGCNTTTACA 

AGGCAAAAATATTTTGATTTGGTTTAGA 

Sequence 786 

TGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTAAAACTAAAAC TGAGC AGTTTAAA 

ACATTCATTTAAAGGGATATCTAATGTGTTTATTATTAACATAAATAATGTTTT TATGA A 

AAATGTAACCTTNGTTTTCCAAAACAAAAATGTTTAGGGCAAGAGTAACATTATTTTACA 

TTATTGCATCTCAGTTGAAAAATAAATGGCAACAAAAATTCTTATATCTGCTTCTGCAGT 

TAATCTGNTCATTTTGTTTTGGTTGAANTATATTGAAGGAAATCTGTTCCTCCACACAGT 

TTGTGTAGTGGGAAAAAGGGGGGAC 

Sequence 787 

CCCTTTGAGCGGCCGCCCGGGCAGGTACGCGGGATTCCTGGTTA AGCAGGC ATTGCTTTG 
CCCTGGAGCAGCTATTTTAAGCCATCTCAN ATTCTGTCTAAAGGGG I M M I I GGGAAGA 
CG I M I I CTTTATCGCCCTGAGAAAGGATCTACCCCCAGAGGGAGNAA TCTGT AGNACAT 
TCTTTGCCTACTTNTTACTTTTATTTAGGCTNTTCTTCCCTNCAATTTCAATrrrCCTGT 
ATTACCACCC I 1 I M 1 CCCC I I I II M t GGGGGGGGAAGA 
Sequence 788 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGC 

TTNTATTTCGACCGCGATGATGTTGGCATCTGGAAGGCGGGAGCCACTTCCTTCCGTGAA 

ACTTGGCCGTAGGGAGTAAGTCGCCGAGGGTCTNCNAGNCGTTCTTTNCTTGAAGGATGC 

ANAANACCCATGGCGTTGNGCGGACCGCGCNTCTTCTrrCCATNGGAACATTCAAAGGNN 

AGNCNCAAGTTTTGNATAGTANTGTAANTTTGGGNGGGTTAAAAAACCTNCCCAANGNAC 

CGGCCCTATTGNAAAAAAGNCCTTGNCTCCAANTGNG GCCCC CCTTGGGGTAAGTNAAAA 

AAAAAAGTCCCTTGTAANCCCCAAGGGGCCCCCCC I I I II M GGGGGAATTTCC 

Sequence 789 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTAATTTCTTTATAATTTGTTCAGCTATTT 
AAAAAGATAATCCACAATCTCCTACCGCCATTAGAGCACAGGAAAAAAAAATTCAAAAAT 
AAAGGAAAAACATGGCTCATATATCTACAGAAGTCACAAAAATACTATAGGGCACATATA 
CCCAGGCCTC AGCG GTGGGAAGAAAACATACAACCACCGGGCAAAATGTTTGAACACTGA 
AGACGGGAAl I II I iAGGGCC 
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Sequence 790 

CCCTTAGCGTGGTCCGNNGCCCGAGGTACTCAAGTCGCCCTTATGGAGCCCTTGATTCAG 

GCTTCAATAGTGTGGACAGTGGTGATAAGAGATGGTCAGGGAATGAAGTAAGTGTTTTTT 

ATGTTCCGTGTGTTATAACACCTGATTAAGAGAAAACAGAATGATGAAAATGAAAAGCCG 

TCTTAACTGGATTCAAGTTTCTCACTACATAAAATACAGAAAAGTCAAGGTGGAGGCAAG 

ATTCCCACCCTCTCCAGCAGAATTGGCATTCTGCGTCCTTACCGGCTTTCTGTCACGTGG 

ATTTCCGCCTGTTTCCTCATTGCCTCATGGAAATAGTTTCATATCATAGAAAGGCAAACA 

GGAGCTGAGCCAGTTTGAAACTGAACCTACAATCTGAGGTGGGGGGTAATCTCGAGCAGA 

AGTGCTAGATGGTGAAAAAACAAGTAGGACTTTCGGCTGATGGGTAGAAACA AGGACC TT 

NGTAAAGAATATTCATGTGCTCAAAAAGGAATAACTTCCTGGCTAATTCTTGCGTTTTTC 

TCGTrrrrAAAATTAATTGGATATTATGTTTTCTGCTCTTAAAAATT^ 

AAGTCTACCAAAAAAAAAAAAAAAAAAAA 

Sequence 791 

GATATCTGCAGAAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTAATTCTTTTCCTCT 

TTCCTAGACCGATTCTAGTTTGTTGCCTTCCCTTTCCTCGGAAACCCCAAGTTTGTGGAT 

GCTGCAGACACTCTGTGCCCCCCTGCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAA 

GACAGAGACGATGTGGCCTTTGTCCTTAAGAATGAGGTTTGAAAGCCTCAGTTCTTCCAT 

GTTAGGTGATTNCTTGCAGCTCTTGGTATCTGCAGAATTAGTGTGAATGCTTAAAAAATA 

TTAACAGCTTTATATCATCAAAGrnTAACAGTACCTGCCCGGGGCGGNCCGCTCGAAAG 

GG 

Sequence 792 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I N M I I 1 I I M M I I I I I I I I M I I GAA 

GCTGAAGGCCACAGTAGCTAGCTAAAGGCCACACCACTGAACACTAAAACTTAACCTTTA 

CTGGCTACTTTGTANATAACATTCACAGCTCACCATGAATGCAGCTGCAGTCAACTAACA 

NATATGAAGTTACCACTGTATTACATGGTTATATTAGGGACTGCTTNTACCTACTGGAGG 

CTGGGGAGGAATGTAACAGCACAAGCCATAATGAAGTTTATATACAGGCTTAATATAAAA 

NAAAACCCTAGAATGAACTCAACACAATTAT 

Sequence 793 

I I I I IGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCATGCAGGGATAGCTG 
AGTCTTCATCCTCCTCAGCCCCTATCTGTTCAGTGCACTGAACACCAGCTGCTCTCTTCC 
TCTCTGGCTCCCATGGCAGCCATGGTCTGTTGCAGAGAGAAGAGGATTGCCTGTTCCCTC 
TTTAAGGGAACCTCCGTTTTGCTTTCTGGAACCAC 

Sequence 794 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGAACTTAAATTTATGATGAATATCTTTGAT 

AATGAGAAATCCTGAGAGATTTTACTTTCAATrrTATTTTAATTTGAAAGAG 

ATCTGGAATATTTTTAACATATAGCCATACTGTTTATTTAAATTTGTAATAAT AGAAA TA 

GAGTAATTCTACTGTTGGATTTrAAl I I i I AATC ATATTAAAGTTTAACTG GATTT TATT 

TTAGGACTAAAATATTTAGGACTAAATAAAATTTTATTAATTAATTTAGGACTT^ 

AAAGATATTTCAGAAGTTCAGTGCATATCAAAAAAGCGAACAACAGAGGCTT CATCTT TT 

GAAAACTTCATTGGCTAAAAGTGTCTTCTGTAATACTGATAGTGAAGAAACTGTTTTTAC 

ATCCCGAGATGTGTTTGATG 

Sequence 795 

GCCTTCGAGCGGCCGCCCGGGCAGGTACCCTAGGTGATCTTTGGCTTCCTCAAGTTTTTG 

CACCACTCAGAATCATTTCATATACCACCTTTGGCAAACATGCCAGACCTGCAGTAGACT 

GAAGGAAGCTCTCCCAAGCTCTAAATTGATTAATTTATTAGTTCCTAGAAGAAAGAGATT 

ACATGTTTATCTTTTTGTTACAGAAGAAACTTTGAATAGCAGTTGAAAATTrGGCAGGGT 

GGACCACCTAACTTGACAGTGTATTATTGTGTCTGTTTTGAAGGAATAAAATGGAATTAT 

TTATAAAGTTTTCATTTGTATTAGAGA 

Sequence 796 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTATCTGACCTAATCCTCAACACAAACTAAGG 

CAGGAGACACAGGGCTGCAAGGACATTTGCTGCCATCCAATTTGTGCCAGCCTGTTTTAT 

CAATCTGAACCTATATTATTTTTAAGACCTCACGGCATCACTGAAAGATGAGTATTATTA 

GTTGGAATTTTAGGGATGAGAAAACTGACCCTCAGGGAGAATAACTGACTTGCCCCGGCT 

CCAACAGTAAGTGGCCCTGCTGGGATTTGAACCCAGGTGTGTCTGACCCCGAAGCCTGAT 

CTGACCTCTGACAGTCGTGATAAAAATAAT 

Sequence 797 
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CCCTTGGCCGCCCGGGCAGGTACCGAAAAATGATTTTGTTATATATATTTAC CACAAT AA 

AAAAGTTTTAAATTTATTATAGGTGACACTGTTTGCTCACTGTAGGTCAGGTA I i I i iTG 

G n I I I M I I CTCTTTATTTTA 1 fil l GACCAATGGATTCACGTCACCAGGTGA I I I I i i 

AAACAGCTTTATTGAGATATATATCACGTGCCATAAAATTCACCCATTTAAAGCA CACA G 

TTAAATGTTTTTTAGTATAGAGTTCTGCACCTCTTATGACAATAAATGTTAGAATATTTT 

CATCACTCAAAAAGAAACCAGTATCCATTAGCA 

Sequence 798 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATTTTTATGTTTACAGCTGTAACCCCTGAG 
rTATCAAGAGATGGAACATTAGATATGArrTATT CCTATTTAAGA TAATAGGACATTGCT 

TGATTACATTTTCAGAAGATATTTATCCAAAGAAA I I I II I I M M AATCTAAAGGAAAG 

GTTTTGATTCTTATGAGAAAAGAATGAGATTTCTTTAACTGGAAAATTGATTTATGTCCT 

ACAGTCCATTGTGTAGTGATGTTGGATCAATCAGGTATCNCTAGGGTGTCTGNAGAAGTA 

TCTATATATTGC I I 1 1 lAAGTTCTTAT 

Sequence 799 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATGTAGCTCTACTTTTCCATATACAGAGTT 

GTTTCCTAGCTTTCTGCTAATCTAACTGGATTCCTCTTCCCCATTTCCTCATT TACT AGA 

TTATAATGCACATCACATAATAAAAGCTTAAAAATGGGCTTTCACAGTTACTGTrrrCT^ 

TTTAAATAATTGTGAGAGAGCTTTTGCATCATTTATTATC TAATC ATGATTCAAGTGACT 

AGGCTGTAGCACCCAAGAACCTTGCCTTAAAACA GTTTA TTTTACC CAATA ATACTACTT 

TGCCTTCTTACTTAAAAATGTCCCGTGCTTAACCCTTTTGCTCTTTATTTTGATT^^ 

ACTTGACC 

Sequence 800 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNTCTATTTTTAACAAGGCTCCCTCAAGATATT 

AATGTGACAAACTTACATAGCCAGCTGTAAGATAATTCTTTCAAATGCGCAAG TAACC TA 

ACAGATTTGTGCATGTCAGCCAGTAATTTCAACATACATTATAAATATGGCCAATTTTCC 

CAAATTGTAAATGAATGGAGATAAAATGCTATATAATAAATATGTTAGAGCACCTTTCTT 

GAGAAACTTNTAAAAGGAAAAAATAAAAGACATAATTATACTCACACCACCAGTAAAACC 

TCTGGTCACCTGTTTTGGGTTGTGGGAATGCCCCCAGCAGCCGAGAGACCTATATT 

Sequence 801 

GATGGATATCTGCANAATTCGCCCTTAGCGTGGTCGCGGC CGAG GTACTGATTATTCTCC 

TGCTTAGGGAGAAGCGGAAGAAGGCCCTTGGAACTGTGAGTTTTGCATTCCAACTTGCTA 

ATTCAACATAGATCCTAATTCCTTAAATGCTTGTAATTAGAAATTCTCGTGAACTGTATT 

GGTTTTTGTCAAGCAATCTGTTTGGGGAACTTGAGCAACTGGGGCAC TGCT GGCTAGGGT 

GAAGTTTATTrAATTTGGTTTTATGACATTCT TCATCT TGGAAATGGGGTm 

TGCTTTCCCAAGCATCATTACTTATTTGCTGGTTTTTA 

Sequence 802 

CCCTTTGAGCGGCGCCCGGGCAGGTACGATAGGCATGCAATTAAAGAAGACCTGCCTCAA 

ACATTTTCTGTGTGACCTGAGGCANGTCCTTTTATAGCTATAAACTAGGGACAATATTTG 

CTGTCATTTTTTCTACAAATGTCACAAAGAACAAATTTGAGCC TGTCG CTGTGAAAGAAC 

TTAGCAAATGAAAGCATCCTAGGGAGTGTTTTAGATATCGATATTTTTATCCAATTAACT 

TTTCAAAATGAGTTTATTTGCTCACTGAAACTGAAGTACCTCNGGCGGGACCACNCTAAG 

GG 

Sequence 803 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGTTCAGCTGTCTCTTACTTTTAAC 

CAGTGAAATTGACCTGCCCGTGAAGAGGCGGGCATGACACAGCAAGACNAGAAGACCCTA 

TGGAGCTTTAATTTATTAATGCAAACAGTACGCTTGGGAGTCCTCAGCAGGGGGATCATT 

CACAGTGAGGACAGACACAGGTGAACCTATGGGTCGTGGAACAAAAGTTATCCTACACCT 

GAAAGAAGACCANACTGAGTNCCTNGGCCGNGACCACGCTAAGGGCGAATTCCATGACAC 

TTGGCGGC 

Sequence 804 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTTGCACAGTGCCTTTTAAATTCATTTTGCTG 

GACAGTTGGCAGGCTCTTTCACTTGAGAGGCTTATATCTT AACG ATTTAGAATGGAGAGT 

TTGGCTCAAGCTCCCTGTGTGTGGTCTGTGCTTTCTATACTTTTATTCTTGGTATTCCAG 

AGTCTGGAGGCTTCTCTTTTTAAAAATTGCTAGGCTCCTGCCAAATGTTATAATTTGGGG 

ATGTGAGTTCACTAAGAAATCAACTGACAAGAGGCAGATTAATAGGAGAAATGACATCGA 

AATTTATTAGCATGCAGGGGGAAAAAATTGATTACCAAATATCCCAGTAGGGTAGAGATG 
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CTTATATACCCCACCTCTTAAGAGAGAGGGAAAGTGGATGATTTTAGGGGAATAGTAAAT 
ACTTTTTATGGGAACTCACTGGGCTTGAAGAATATAACAAAGGCCTGGGACAAAGTCTGT 
TGGGCCCACCAGAACAAGACAGTGGTTTATGACAAAAGTCTGTTGAGAATGTATTGAACA 
GACTTCAATCTTTCTTCTTGGAATATGATTCAAGTTNAAGGAAAACTAGGGAAGGGACTA 

GAGGGAAATNGT 

Sequence 805 

CCCTTCGAGCGGCCGCCCGGGCAGGTCCGGGCAGGTACTATTACTAGGTTCATTGTTTCC 

AGAGGGGTGAAACGGGGCTTTGGAGAGGTTAAATAACTTGCCCAGGGTCACACAGCTATT 

AAGTGGTAAAGCTGGGATTTACATGAGCCCAGACAAAGAACCCAAGAAGCTAAGCTATTC 

TCTTGTAATACCTCCAACATAGGAGGCAAGAAGTGAGGTATTATACAGGTTGAGGAGATA 

AAGGGGAGAGAGGCCTGCAGTGCTAACAGGAGGAGCTGGGATTCATCGTGGCTTGTTCTG 

ATAGGTCAGTTAGTCTTAGAGATACCCATGAGGTCACCTACTCAAAATGGGGCTCAGAGT 

AGCCTTGTCCCATTCTTGTCCAGTGGGCGCAGCTACAGTCTTCCTGGCCTGGAGTGACTG 

GAGGCTGTCCCCACGTCCCACTTCAGTGAGGCATTCATGTGCACCCAACACACTTTCTAG 

CTTrATTTGCCTGGAGGGGAAGATTCTCCAGAACCTTGTTAAGATGCACAGTGTGGTCCT 

CGGACTGGCAGTGTGGCCTCGGCAGTCCCTGGG 

Sequence 806 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATATATACACACATATATAGATATATACACC 

CACATATATATTTGCTGACATTTTAATGTGAAGTTTTAGT CTGG GATATAA AATGG AATG 

TATGACATCCTCAAATGTCTGAATACTGTTCACTCCTATGTTTTACATTTAATTTTCCAA 

AGCAAAACATTTCAGTTGAGGATTTTATTAGAAAATAAATAATCATTTAGCCATATCTAG 

AAACCAGAATAAACAATGCCATAAAGCCTATAGGAAAATGCAGGTCAGATTCATAAATAT 

TCATGTGTTTACTTTCAGTACAGGGAGGAATTTGAAGTAGATAGAAACCGACCTGGATTA 

CTCCGGTCTGAACTCAGATCACGTAGGGACTTTAATCGTTGAACAAACGAACCITTAATA 

GCGGCTGCACCATCGGGATGTCCTGATCCAACATCGAGGGTCGTAAACCCTATTGGT 

Sequence 807 

CCCTTTCGAGCGGCCGCCCGGGCAAATTCCCATGATGTCAGACCACTGGAGTTTCCAGGG 

GCAACACCCCATAACCGTCCCGCTGCAGAAGAGCATCANANGTTCAGAAGAATGCAAAGG 

ATCTCAGTGGGAACGCGGACAGGAGAGCGCCAAACCAACACATGCTAGGGCTCTCTAGGC 

CCTTTCAGGCTAGATCTTGACGAGAGAAGAGTAAAGATCTTTCTGAGGTTGGTGCAACTG 

AGGAAACGAAAGTTTCGGCCTCTGCTGTCAGATCTATGAAAGGAAAGAACTGTGAACTTG 

TCCCCTTTTGTTTTCTTTGACTTAAAACAAAAGAAAATCACTGGAACAAAGTCTTAAAGT 

AATAACAGAAATGTCAGAAAAGTTGAACATCTTATGGGCACATGCGGTGAGTTACGCTAA 

CTTATAGCATCCACTGAGATTAGCCCGCATAGGATTCTTCCATGTTAGAGCTAAAAGGA 

Sequence 808 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCCCCTACCTATAAGGCATTTATAATGTGCT 

GGGCATTGTGACAGTTTTCATATATTATCTCATGAAATCCTCACAATAATTCTGAAGGTA 

GCTGGTATTTTTATCTCCACTTTACAATTCTGAGGCTTACAGAAGTTAATTCAGTGGCCC 

AGGGTCACACAGTTTACAAGTGCCACATTGGTGAATATAAAGTAGCAACTTCTAAGTTTC 

ACTGTCCCACTTCCCTAGTTATTTTCCTAAGGCATGAATGTCTGGGAAATAGCATGCATC 

AGATTTTCCACCTCTTTAAAACTCTTCAGTTCATATAATTTAAGGGTGTGAGTATTCATA 

GATACCTTTGAGCTAATCTTCTGGGAGCCAATGTAACCGCAATGCACACTGCAAAACAAT 

GCACGCTTNCTCTGTAAATTAAAAA TGCC AACCCGAGCTrrGGGAAAAGCCCATCTTTTG 

ATATGAACAATTAGGGCAGTTTAAGTTTTAGAAATNAAGAAAGTCCACTGGTCCTGCTTT 

T 

Sequence 809 

CCCTTTCGAGCGGCCGCCCGGGCAG GTAC TTTTTrCTTTTC I I I I Ml I I M I N I GGAA 

GAATATTGCATACCTATTAGAAAAGTCTTTTAACAATTAAAATTGGAAAATGACTGACAA 

ACTTACACTATTTGATTTAAATAAATAAATAAATGGTCACATGATAACAAT CTCC TGATT 

GATATGCTTTATTTAACCAGGTTCTCAAACCATTGGATGTGAAAACCAAATTTTACAATG 

CANAGGTAAGTGTTGAGTGTTTAATGGGATTTCATATTAAACATTAAGATGGTATTTGAG 

TAAAAATCTCTTATATACATTTCTAATACTGAAGCAAATCGCCAACGTGACTGTAAATTA 

TTTGAAAAAATCACAAATTTCAGTTAAAATTG AATAAT TTTATTATAG GTCTC ATAATCT 

TTTTCAGCTTACATGGAATCAATGTGTCTTGAI I I I I ATTCTCGGTAATTTTATAAGGCC 

TTCATCTCCTTTCGGTTAAATGATTGCCCTCTCATTCCATTTAATGGNGGTTGTTACACT 

AGCAATCTGTTGGAATATTTACATGTGGGTTCGGGATTTTCCAAAAATTGGAATTANTAG 
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AACCTACCGCTGCAAAATAGATTAATATTCACATGGGAAAAATCCTGGNCAAGGGGAANT 
TTCNNCATTAAATTNTTTNCAGGGGAGTCCGGTTGGCCANCCAGAANTAAGGTNCTGGGT 
TNGGGGGAATGGCTTAAAAGCCCTTGGGAAAAACAAATTGGCCAAAAANGGGAGTTACCT 
TTTAATTGAANAAN 11 I IN I I I A CCCTNAAAAANGGGATAAAATGNACTTGNCCNAAAA 
AAAAAAA 

Sequence 810 

CCCTTAGCGGCCGCCCGGGCAGGTACTCCATTTCTTTTTATTCATATTATTTCACCAAAT 

AATATTCCACTGTGTAGATCTATCACATTTCGTTTAGCAGTTTATCAGCTGGTGGACAAT 

TTGGCTGTTTCCA I I M M G GCTGTTATGAATAATGCTGCTATGAGTCATAGAAACCATT 

CCTGTTACTCAAGAAACAGGTTGTCCAGAAACTAAGCTAAACTTGTTTGAAATGTAAATT 

CTCAGGTATTCTCAGTATAGACCTATAGATTCACTTAGCTGGTGGGGTCCACCCAACTTC 

TTTTAACAAGTCCTCCAGTGGATTCTGATGCAATGCTAACATTTGTGAACACTGTCAAAA 

TCAAAATGGAGTCACTTGTGTTTAAAAATCCTGACAAATAAAGCCAGGGACAGCTATGAA 

GAGAGGGTTCTCATGCATCAATGCCTGATTAACAAAAACTATCCCAAATGACTCTGCAAA 

AACCC 

Sequence 81 1 

CCCTrAGCGTGGTCGCGGCCGAGGTACAATCATTAAAACTATGTTGTAATAC TGTTT GTC 

TTTGTATCCATTCTGGCGTGTCTCCATACACTTCACTAATATTTGATATACCTGTTTTAT 

ACCAATATAATGCTGCTGCTGTACGTAGAAGCTGTAGTCACCATATCCTCTATTTGTTCA 

ATTATTTTTTCATCTrCTGGCACACTAGGATCTATAACAATGACAATATCTTCAAAGCCA 

TTATTATTCAGCTTAATGAAGGAAGTATTTGACTGGTGCAGCAGGCACAGAACTAAGAGG 

AAAACAAAACCTCTGAATAACCCCATTGTTCCTCTCTAGTTATTCCTGGCTCAAATGTTG 

GTTTGTTCCCCGCGTCCTGCCCGGGCGGCCGCTCGAAGGGCGAATTCCAGCACACTGGCG 

GGCCGTTACTAGGTGGATCCGAGCTCGGAACCAA 

Sequence 81 2 

CCCTTAGCGTGGTCGCCGGCCGAGGTACCTAAGAGTTATTAATACTAT TTCA GTAAAAAA 

AAAAATTTAATAAACCCTGTGTGATCCCATTGTAACAGAAA6GCTGATGTTTTCTGTTGT 

GAAATACAAATGCAAGGAAAAAATCATTTCTTTGTTTCAAAGGATGCATTTCTTCCATAA 

AGAATAATTTGTATTTATTTTTAAGGGTTTATTTTAACTTATAC^^ 

TACATTTCAAAATGATCTGTGCTCTTTAAATTACCAAAAGCAA 

Sequence 813 

CCCTTGAGCGGCCGCCCGGGCAGGTACATGTGCATAAGAGGGAATGCTTCCCTACATTAC 

TCCAGAATACAAAGCTTCTTTCTGCCTTTCTCATCCACATAATGGAAGAGACTTCTTGGG 

TGAAATACTCCACANTTATTTCAGTTCTCACTGGTGAGTCTGAATATAAGCTCTATGAGA 

GCAGGGACCTTGTCAGTCTTATTCACAATATCCCCAGCCTCTAGAACAAGGCTGGCACAT 

AGTAGATGCACAAAAGGTGTTTGCTGAATGAATGGATGACTGAGTCTGTGTGGGGTAATG 

ATAGGGCTAAGGATGGGACTCTAAACTCAGGTTTCCTCTGTGGGTTTCACAGTTTACTGG 

TCTTAAGAGGAGAGTTTCCTAAACTTGCCTTATGATAAAAACCACCTTCAGCATTTGNTA 

AAAATTACCCATTCCTGTAGATTCTGAGTCAGTGAGCTGAAGTGGAGCTGATGAATCCT 

Sequence 814 

CCCTTAGCGTGGTCGCGGCCGAGGTAC i I H I I I M I IN I I Ml I M rTTT TNGNTNTT 

M i I M I m I M I Ml 11 I I M M I ! I I 1 I I I I I 1 1 I 1 I I I I I I I H I I I NTTTTNNCA 

ANNATTAAAATAAAAAATTATTTTTACTACAAACAGANAAACGAATTAAACTANNANCCT 

AANATACTTTNTGGAATTGAAATGATACATTATATATACCTATNANGATAATNGNNTATA 

NCGNNNCTAAACTACAAATTAGTCATAAAAANGACTTNTGTNCTATATCAATTAAAAACT 

GGTATTAAAATTGANTATNATAAGACAATA 

Sequence 815 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTATTATGTATCCATAAAAATTAAAAAAT 

CTTTAAAAATGCATATGGGGGTCAGTAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGC 

CGGGGAGCACAGCTTGCTTTAAACATGAGATCCAGCTCAGTGATCATGC GGGG GAAAAGG 

CCCGGCATTGCTGGAACTCCTAATATTTAAAAAGATGATGGAAACTTGAAATTTTATATT 

TAATCTTCTCA II II I AAGTGTTGGCAATGTATTGAAGACTTTGAAGCCTCTCTGCTGGT 

CAAACAAGATGTATCTGTAGGCTGGATTTAGTCCACAG 

Sequence 816 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTT 

AGATTTGGTGACATCAGTTTGATATTCTCTTAAAGGAAATAAATATTCAAGAACTGATTA 
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TGTTCTAACATGATTATATTCATGGTGTTACATAGGCCTC AATTT TTTCACAGAAAGATT 

TTTGGAACAGGACTGTGAAGTGAGGCTTTTTAAAAAATTATTTTATAAGCAGAGAACACA 

GCCTGATAACTTAGTCAAGGATATACTGTCTGTCTCACTACTTTGGACTTATATGGCTTC 

AGATTAAGTCATCCAAGAAACATACAT 

Sequence 817 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACATGTAATAGACACTA 

TGCTACAGCAAAAGCTTTTCTTATTGTCTTTAAAATTTTCCT GGGT GCATAAAACTATGT 

GGGTAACTCTTTCCCAATTTTTAACTTTTACATTACAAGTCATTITCAGAGTAAAAA 

ATTTAACAAAGGCAGATAGAAAGGCCTCAAATCCNTGAGGA CCAAA AATCCCAACACATT 

rrCAAAAGGGAGAAAATTTCTrrAAACTTC ATGGG AAAAGTATTTTTAACATAATAGAGA 

GGCTTTATGCAGTCTTTGAGAAGATGATACTTTTGGAATAGAACAAGGAAGAGGAAAATA 

TTTCATATTATAAA 

Sequence 818 

CCCTTAGCGTGGTCGCGGCCGAGGTAC t I M II M M I I I M I I N m TTNAI M I Ml 
N I I I I I II n I I I II I CNNTTTNNATTTTGGAC i M I I I M I II II I M INNA AAAAAA 
ANTTAANTTTTTNAANNNTNN I I I I I I I I I I I I M I NAATNTTTNTTNNTTTTATTAAAA 
ACAAANGAAAAANTNACTTTTTTNTCCAAANANNCGGCCTGNAAAAACN TAAAAAAC AAT 
GCNNGGATGGANTCAAANTAAAAAA 11111111 C CTAC GGAAAAAANAAC I M N I I GG T 
TmnTTTAACAAAAANNTAGNAAAATT^ 
Mill I AAA 
Sequence 819 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAACTGTAATAGCTATTGGTCTTCAAGTGGGTT 

TAGATTTGGTGACATCAGTTTGATATTCTCTTAAAGGAAATAA ATATTC AAGAACTGATT 

ATGTTCTAACMTGATrATATTCATGGTG TTACAT AGGCCTC AATTT TTTCACAGA^ 

TTTTGGAACAGGACTGTGAAGTGAGGCTTTTTAAAAAATTATTrrATAAGC^ 

AGCCTGATAACTTAGTCAAGGATATACTGTCTGTCTCACTACTTTGGACTTATATGGCTT 

CAGATTAAGTCATCCAAGAAACATACATACATTCTAAATGGTATATATTGGGAATATATG 

CCCCTTTAAAAGAATCAGGTCAGAAATGCAATAACAATTAGACTAGACTGTTGCCCGTGT 

TAGGAGAATGTGTGGGTCATCCTAGTTACTAATTACTCTCACTCAAGATGGAGATGTTGT 

CCAGTTTAACATAGTCTTAAAGTTrrCTTAAACCCAAATAATTTATGA 

Sequence 820 

CCGTTAGCGTGGTCGCGGCCGAGGTACTAGAATTAGTTCCAACTACTGCTGGTGATAAAC 

TCACCATCTACCTTCACTTGTTTTCTCTTAATTCTCCAAGAAG TAATCA GGTGAATAAAG 

AATCATCATCAGATAATATTCTCCAAGATTCTTTAAGAAATTAATTTTTATCTACTCT^^ 

AATGATTGC^CAATTATAGGATAGAAATTACTATCTTGTGCTC TAATT CAAATTGCTCTT 

AATGATCCTAGAGAGAAATGAATTACTAGAGATAAAAGATAAATTTTGCTGTGGTTTGCG 

ATCTTTGTTTCTTTCCTTAAAACTTAACA 

Sequence 821 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGAAACCAGACCTTACTTAAGCCCACCAAAGG 

CAAGGTTTGGGCCTGCCACAGCGGATTTCAAAAAGACAAAGCAATGCAAGCCACGTGTTC 

AAAATGCCCTAAGTGGCTATTCAGGTAATATATAAAAGTAAGACCAGGCTAATTAGTATA 

CAATGGGGTAAACCAGAGAGCAGAAAGCCCTTCTTTAAAATGAGCCTACCACTGCTTGGC 

CTCAGTGTGAA7TTAGACCCCATCTTCTGATATTTCAGGAGAAAGTAAAAATCTAGATTT 

TTATCTAAAATC I I I I lAAl I I I I AAACAGTCACCTGATTT 

Sequence 822 

CCCTTGAGCGGCCGCCCGGGCAGGTACAGAGCATCTTAAGGTTGGAAGGACTCTTAGAGA 

CCATAGTCCAGCCTCCCACTTGATACTGAAACACGTTTGTGAATTCATGGCCGATGTCTA 

ACTTCCCTCACCACCTTTCCGATATGGACAGTTCTCATGCCCAGAAGCAAAACCTTCTTT 

ATTGTGCCTGTCCTCCCTTGACTGTCATGCATATAATCAGCATCTTTCCCACTAAGTGAA 

GGGCCCAGACTCGAGCACAGGAGCACAGCACCCCTTAAACTCACGAGGGGCTGCATTCAC 

ACCATCAGCAGGGAGATTACACTTGTGTCATTT 

Sequence 823 

CCCTTAGCGGCCGCCCGGGCAGGTACCAAGACTTTAGAGGGCAAAGAACAGAGGATTCTT 
GAGAAAGGGGACTTGAAGGTGAAGAGATAAAGGCTGGTGCTTCCAGGAGCGTGGGTCTCC 
TACGTTTGTGTTCCTGGGAAGAATCTTGGACTCAGGCGTGGGCAGCTGGATGCCTGGGTT 
CCTTAGGCTTCCTCCAGGCAATGTAGTTGCCTCTTTCTCTCCCCGCGTACATAGTAAGTG 
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TATGATAGATGTTTGATTTGTAAATTACAAATATAAATTATCACCCCCATTTCCATTTAT 

TTTCTTGATATATCAAAATGTGTTG 

Sequence 824 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCCCATTATAGTAGGGAGACTGAATCTTCAAAG 

TTACAGGGTGAATCAATGATAATGATCTTTGCAGCTTTCTGGAGTTAAAAAGCATCAAAA 

TTGGGAGATATTAGATGATGACATCTAAGTATTAAAATAAGGAGATATTAAATGATGACT 

CCTAGAAATGAACCTGAATAAGGACTAC CGCA ATGTGTGTGGTGTGGGAAAGGACAGTTC 

TTTTAATGGCTGGCTGACCCAGCCTCAATTTTCTTGCAGCTTCGCCGACACGAGGTGACC 

ATCTGCAATTACGAAGCATCTGCCAACCCAGCAGACCATA 

Sequence 825 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCTCA TGGCTT TTTGGTTCCAGCANTGAGGGC 

ATTGGTGAGATCAGTGGTAAACTGTGCAAGCTTTCTTTTTATCATTAGGAAATGTGAAAC 

GTNANGACAAATTTTGAGTTTTAACAAGGACAAAAAGTTGAAAGAAAAGGCACAGTT^ 

AAAAAAGGGTGGCTAGATTTATCTTGGGTGATGGAGGAAATGAGAGAGGAATGCTCTTGA 

AAGGTGGTCTGTGGATCTGTCTGAATAG.\AAGAGCACAGTNAGTATGCATTGCCGGAGAA 

AACGTCCTTGAAGCTGCTTGTCTCATGTGTATGATGTG 

Sequence 826 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAACAAGCAGCTGACTTATGTTTTATTGGACA 

TTGTGATACAGGAACTGTTTCCAGAGCTCAATAAGGTACGCGGGAAAGTCAACTCAGTTA 

CCTCTGTTTGGTGTGTGTATCACTTGCAGATGCTGTCTACCACCTTTTCAGTG ACATC CT 

AGAAGCTTCTCTATTACCACAGNAACTGGCTAACTANANATGATCTTTCCCTAATTTTCA 

TGAGCATCTTTTTTCTGATATAAACCAGGGAGGGAAAAAAACAAAGTTCCTTCACTTTGA 

AGGGAATATTC 
Sequence 827 

CCCTTAGCGTGGTCGCGGCCGAGGTACATATATGAAAAGCCAACATTCTAAAGTAGAGGT 

TCACTTAAI M I I I I I I M I iCAAGAGAGGCTTCT TGGTAG TTTCATCACA CAGTGG TTT 

TATTAGGGGATGTAAGGATTACAGAAACATCGTATrTTTTAACATATAGTATTTTT^ 

TATGATTTGAATTAATATAGAAAAGTGCATTTTTTCCAG ! I I M 1 I AGGGAAAAGGAGAT 

ACTTCACCAGGAGGATAAAAAGGAACAAGAG GGG AAGGGGAAATAAAAATTCCAGAAAGA 

TGAAAAATTGTTGATGTAAGATGGAGGCACATTTT 

Sequence 828 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAACAAGCTT TGTTA AACTAACCCTTGCCATCC 

TGGCTACTTTACCCAATTAACCACCCTAGCCCAGGACGTTTTGCTTTATCACATGTTCAC 

AGTTTGCTArrCTTTGTTCAATCTTGTAACTGACTGCAACTGCTTCTGTGGGTCTCTGTT 

TCTTTATGAAGTTTCCCAGGCCATACAAAACTTGTGTTAGCCTATCTTCTGTCAGTTTAA 

TTGTGGAACTCAGCCAGGCCCTTAAGAGGATGGAGGAGAGTTTTTCCCACAGCAGTTCTG 

AATGGGATGAAGTGAAAAATAAAATCTCCCC ATTGCCACTACA CCACCTCCTGATGAGTC 

TTGCAGCAGAAATACCGTTTAACTGTTTCTGCTTTTA N I M I I C TGATTAT CATCCAGT 

TTTATATATTTCATATCTGGGGGCTTTGATAATTATATATACATACTTTTTTGAAATTAT 

TTACTTATTCTTTACATTGAAAAGGAACTTGCTTTGTAAATCTAAATTCCCTTTNCCTTC 

TACAI I I I I I 11 

Sequence 829 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACAAGCAATAACAGATTCATAGATCAGTT 

GACATTGGCTGGTCTCCAGGACAGGAATGTGGCCAAAAGGGTGCTTTGT ATAGA CGCGGG 

GCACTGAATCTGTGTCTCCCCTGTTACCTACTTTTGCCAGTGAAATTTAAGTTTTAAAAT 

ACTTTCAGAATGTA I I I I I ACTACTGCAAG » I M I GGTCTTTAAAAT GTCAAGT AGCATC 

TCTCTCTTTCTCTCTGTCTCTTTCTGTTTCTCTCTCCAG I M I I I U II I M I I I AATTT 

CCATATGGGCTAAAGAATCCAAATATTTTAAAAATCTGNCTCTCTTT TCTTC TCTCATAA 

AGTGAATTATTCCTC I I I I II GTTTTATGTAAGTGTATATATTCTTAGTTTTTCTTGAAA 

TCATTGTAATGCTAACTTTGTTGTTTCAAATATCTTGGTGATTGCTTCATTATCTCTTCA 

ACAAAAAAAACCTTTAATT 

Sequence 830 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGCCATTGAAT AAGC CTCTTCC M i U M 1 
GCTCAAACATTCCACATCCTTGTGGATTCCCCTGCATTGTTTGTTTTATATAACATTTGA 
TATTTGTTGTAGCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTCTCTCCA 
GTATGACCCAGGTTTCTTGACTCTGAGTAATGCACCTTCTATAACTATCTAAATTTCTAT 
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TGAAGC i i I M GGATTATGAGTATGCTGACTTTTCACGATTGGCTGGTGCATGTTTAGAC 

TTAAATGTCATATCCTTCATGTCTCAAAGCCAAAATAGTAACATCTCATCTCAGAACAGA 

GCTGTGACCACATGCCAATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAAG 

TCTCCTTAAATGTTTCACA 

Sequence 831 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGCTGGAAAACTGAACGTGAAGTCACCACT 

AGGCAAGCTGCCTGTAATTGAGCTTGCTTGTATATGACCAATC AACCT TTGCTTGTTGAA 

GGGTTAGTTATCTAGTTTCCTTCTTTTC I I I I I I GGAATTrGGTCTTTTAAGGTCTTGAT 

AATCTTTCTAGTCTAGAGCATGTGAACAGAACAGAAGGAAAATCAGGACTCAGTTTACTT 

AATTTAAGCAAGCATTGGTTGCTGCAGTTCAGGGGAGGTTAAAGTTGCTGGGCTCCACTC 

TCTTATTAGCATGGATGCTTAAGAACTTCANGGGTTTGGAGGTCAGCTTGAACAGCTGTT 

TTTTGCACTCTCCCTGGTTTTTAGTAGCCTGAGTCTATAAAAAGAATACCACTCGGGTAA 

AAGCTAATATCCTTTAANCCArrTTTTACCTTGATACCATTGCATTAAAAA^ 

CAATGGGCrrTCATTTG C I M il I G GGCCTTTTTGGCTTNAAANTCAAAGTGTNAAAAAG 

AATTGCCATGGNTTTAAAAAAAAAAAAAAAA 

Sequence 832 

CCCTTAGCGTGGTCGC6GCCCGANGTACCCTAGGCAGGGACAGTCAAGAAAACTTCATGG 

ATCTGTAGTGTAAAGCTAGGGAGAAAGAGGAAGAGATGCCTGT7TGAATTTCTGTAACTA 

GCGTATCTCCAAGATAATGCATGAACAGCCAGTAAAGATG AACG CAGATTATTGATGGAA 

AGAACACACATGGAGAAGAGAAAAAGCAAGTCCACAGAGCTTTTAACATACACTCCCTCA 

CCCCTACCCCCAGCTTAGAAGGGCAGGAACCTGCTGTCCAAAACAGGAAATATAGGAAAT 

CCAGCTTGAGAAACTATCCACT 

Sequence 833 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 1 1 I I M I I 1 1 1 1 I 1 1 i I I I I IGGGNCA 

AGTAGAAATCAAACAGTCCTAATGGAGTTCATATCTTATGGCATTATAGAAAGGCTTAGT 

TATGAAACTATCTTGTTATTGTTACTATTACATTGCCTGGCTCATATATATAAAGCATTT 

AGAGAGACTGTTCCAATAACTCTCATTTAATTGGTGAAAAAATTAAATATTGGTTTAGAT 

ACTTACCTAAATATTACTAGTTAAATTCAAAGTAAATGAGTCTGTATCTTTAAAACTACT 

TGGCAGTAATAAI I 1 1 lAAAAGTAGAI I I I lATTGCTTTTCTTGAACTAACTAGTGTTCA 

TACAACACAGGTAGTTTTATTTGTGCCTGGAATTAAGGAGTGAGACACATTTGTAAAATG 

TTCACAATCAACGCCTGTCCCATTTTAAAATCTCACAAGTTTTTCTTCATGATTAACACA 

ATTCACAAAATAAGAAATGGTATTTGGTCATTCTCTGAGTTCAATCTGTGCTCTAGTAAA 

TATAACTTGNGAGGAAAAAGTAAAAAGGNCAAGAGTCTAATTCATTTTCAGTTTTTAA 

Sequence 834 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M I 1 I M I M I I M M I i M M I I IGGNTTTT 

TTATCTGACCACTTCCAGGAACAAAGCCAGGGCTCTCTGGGCACCTGAGTATCCATTCTC 

TTTGTATCATCCATTCCATGTCCAGAACACATTCACATCCATGCTTATAGTTCCTCATTG 

CCTGAAGCCTGCTGGGTGGGGCATAGTATGAATACTTGCCCTCATCATCCCCATTTCACA 

GATGCATAAACAGAGGCCAGTCAGTATGCCTGCAGACTGTGGATAGAGCCCGAAGCCTCA 

GGTTAGGCAGCTTGCATCCAGCTGTGAGTCCCAGCTAGGGGAACTGAGTCAGCCTCCATC 

ACTCCGTGTCTCGGTTTTCTGACGTCTCAGGTGGGTATCATGATGCTGGCTTTGGAGGGT 

AGCTGTGAGTATTAAATTACGCTGATGCAGGGCAGGTGAGCCCCCCAAATTGGGGTTTAG 

CTTGCGAGAGTTCTTGGCTTTGCCTAGGAAATAATTCA 

Sequence 835 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I 1 I M i 1 M I I I I I I M I I I I M M 1 I lA 

ATTTAATGGAAGAAAAGTCCAACTTAATAACTTTAATGGANAAAGAAGGAAGCANTATAA 

ATTTGTGGAGACTCCAATCACATGTCCTCCACTCTGCTACCCTGGGCCCAAAATAAGGGA 

GGAGACACTCANAGCCAGGTGTTTCCCTTGATGGGAATGTGATCAGGNGCGACATGGGCT 

CACAGCCTCNCTGAGGCTGGATCTTTT 

Sequence 836 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAGCAAAGAGACTTACACATTAGTGAAAAATC 

TAAAATCAGCCTTACGTGGGATCTGCCCAAAGTATTATTTGCAAAAGTATCATTTTCAGT 

TTTAACTTTTAGGGGGAGCAGGGTAGGCTGGGGTGACACACACAAATCTAGGCAGGCAGA 

GAGCTTGCTTTCCTCAGCTTCTTACCCTTAGTAAGACCACTTTAGTAGGACACTTAAGTA 

TTTCAGTCAGCGGATTTGAATCTGACTTCTTGGATGCATCTGTATCAAAACATACCATTA 

GATGTGTTACAGAACTGAGCAGCATATCATTAGATGTGTTACAGAACTGAGTCCTACTTA 
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CAATAATTAATTTAATTTCAATAGCGATCCCCACCATTTATGTCCTAGGCATCTACACAA 
TT GGTCT CTGAGCGAAAACACAGCCTTATCTGCAATAAAAGCCTCTGCTTTGCTTTGGCA 
TGTnTTACAATCCCGCGCA 
Sequence 837 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC n I I I N N I I I i 1 I M I I I I I I I GCAAACT 

TTAATAGGTTTTCTTAGCTTGACAACTCATTCTCTATATTCACNAACATCTCCTGACTTG 

TTCCTTCAGTGGANATACCCTTTTCTAGCCAGAGTTGGCAAAAGTAGCAATAGCATGCAT 

TGGCTTGTTTGANAGGCCCTGGGTGAGCCTTTGTTGCATAAAGTAGGAGGTCTGrrATTG 

TCTTGGTAGCATATGCCTTCATTATAAGTTTGCCTCTTTGAAAGAATATTCAAAGACCAA 

CACAAAAGAGAACATTTCCAGATCCAAGAGAGTGTATGTAGAAACAGTGACAAGTTAGAA 

AATCAACTTAGGTATCAGATAGCAGCCACAAAATATGTTCTGAG GAAA AATTCATAGCAA 

TTTATAACAGCTGAAAAAAAGAGGGAGGATGCGGGAAGGTAGATTTTGTCAGAACTTACT 

AGACTAAGGATTTATTGCATATTTTTTACTAATTAAATG 

Sequence 838 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACAAAAATAATGAAGCCAGCTAATTACCAT 

CAGGTTACAACTTTACAAAGAAGTGAAGCAGCAAAGAGCTGAAGCAGAAATGACATAGGA 

AAACAGCAGCAAAGTCCTTGAGTCCCAACAGTCCAC CTCAAAGACAAACATACTAAA GAA 

CAAAGGCCCCTAATCCACCTCCTCACCCGCGTAC I M 1 1 I I M I M 1 1 I 1 1 1 1 M I I INC 

CAGTTTCTGTTTCAAATTCTTTATTATACATCATGGTTGCACAATITGAGGCTGGT^ 

TACAATTGGTTTTCAAAATCTCTTTGAATATTTTCTGGCTTATTACATGCAAATGACCAT 

GAAAATATTTGGCATTTTAAAATTCTGAAACTCTGAATAGGCACTTGCATGAAGGAAAAC 

AT 

Sequence 839 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGACAAGGGGGCGACTGGCATGTGGTTTGTTTC 

TGGTCTTGTAGTCGGTTTGGAATTrTCTAAGTCAGGGTGGGGTGGGGGGACTGTGCACGA 

GTCATGTGCAGACTGGAACCCATCTCCCCCTCGGTCTGCAAGTTAAAACAATTGGGTTGT 

CCTTCTCAGCATCTGCCAATGTCTCTTACTCAATCTTGGATCAAAAGGGCGTTGGAGGAG 

GAGGCTGGGAGGGAAATCCAGACAGTTCTCCGCCTCTGACATCAGGTCCAGCTGTTAGCA 

TCGTGCTGTGGGTCCCTGAACAAGAAGCAAAGTCAGGACTGGTTTGGCCAGGTAGGTGAG 

GATCCAGTGTTGGGTGATTCTGATCCATGCAGCCCTTAGAGGCGACACAGACGTGAACTG 

GACATTCTAGGAAGAAAGAGCCGACTGCCGGGTGACCTGTCTAGT TCAC ATCCACTCACC 

ATTTCCCTCCTCGTTCCTATTCTTAGAAATAAGACTCTGACGCTCTCTTTTATACAGGCT 

AGTCCCCTATAGGCATGTCATGGTGATTATTTGCAATCCTNCTGACTTTCCTAAGAAGAG 

ATCANACTrAGCAGGGTTAGTC 

Sequence 840 

GTGGTCGCGGCCGAGGTACAAATAAATGTATCTTGGGTTAAGTGCTATAAAGGAAAAGAA 

CAGGTTCAATGGAAGGAAAAATTAGAATTGTTGATACATGAATGGAAGTAAATGACCCGG 

ACTTCCAACTCTAAATCTCTGTCTCATTTCACCTCTTTGTAAATAATCATTGCTATTATG 

TTAAATATCACAACTACTGTCATTTCTTGTTTACCCACTACATTCTAAGCTTGGTGCTGA 

CATCrrTGTATTTATTATATAAAATTCTCAAAATTACTCTGCCCGTTAGGCTTTCrrATC 

ACTTATTTCAAATGCAAAAATAAGGTCCAGGGAAGATAATTATGTNACTTGTTCATGATT 

GGAGAGCTAATAAGTGTCAGAGATGAATTNAACCAAAGTTTGGTGTGACAAAAGCCTCTG 

GTTTTAAGCAAAAGGGGAAAAAAAATTCTCATTAACTCCAAGGATTATCATCAGGGAGTC 

CAACAGGGTTCCCAAnTGGGAACTACCTATArrCAATTATCATATGGCAAATGGGTCCC 

CTTTTGTTAGATGGAGAAGGGCCAAAAAAAAAAAAAAAAAAA 

Sequence 841 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTAAAAATGTATGTGCTGTTCTAATGCTACT 

TATTATTArrCCCTTCCTTTGTAGAATGTATCAACACTAAAAGTGrrTAAT CCTG ACTAT 

AACAATrATTTGrrAACTATTAAAGGGGTAATTATACTCTAAGCTTCCAGTnT CAGTTA 

AAACAAAAATGATTAATATGCCTATACAGAACTTTCTCCAGCACrrGGTAAGTATTTTTT 

AAAGTGAAGTCTATTCAGACTGCAACCAGTAAACTATTTATGCTTATAATTTTTCTCACG 

ATGGATTTCTGTTCCrrTGGTGCATTGGTTGTGTTTATTTTATGTGATCI I I I I lAGCTA 

CAAGGTGGGAAAAATGACAGTGGTTTAGAAGATAAGAAGCACATGAATGTA AAGTA AAAT 

ATGTGGAGArrTTrGGCCACTCTGTAAACTACTATCTGAAGTAGTTTTAAATATnTAAG 
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CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGCGTGATCATAGCTCACTGCAACCTCCAC 

CTCACAGGCTCAAGTGATCCTCCCACCACAGCTTCCAAATAGCT GGGA CCACAGGTGCAA 

GCCACCACACTTATTAATGTAGATTTCCTTTGTAGATGTAGATTTCTTTTACAAAGTGAC 

AGCTTTTCAGAGCTAGTCCTATGTCTGCAGTTTCTCAGAATAACCAGC TCAA AATATGCC 

AGAGAAGTATATTTTGGGGTGGCATATTCTAGTCTCCTCCAAGTCATATTTTGGGGTGGT 

GTGTCCTGAGCCCCAACAAGATAGGTTTCATrrTTGAAAATTGCTCTTTCAGTCCCACTG 

TTCATTCTCATAAGCCCAGGAATCACCACCTGTTGATTTCCTAGGCATCTTCTTGCTCAN 

GGTAGTTAGATGTTTGGTGGGACTAGAAAATGCAANGGAGGGAGAAAAAGGAAAGGCTTG 

GTGNATGTCAAAGATTTTTAA 

Sequence 843 

CCCTTAGCGTGGTCGCGGCCGAGGTAC n I M I I I I I I I I I N I M GCCTATTAATTGAT 

TAGGAAAAATAGGTAGACCCTGAGTGAAAGTAGAAAAGAACCATTCTGGTAAAAATTCTG 

AAAGTAGAAAAGAACCTTTAGCTTTAAAGGTATGTCTTAATAGAGCAGTGCTAAGACAGG 

TGGTTAGGTATGTGAATGCATGCCACTTAGA AAAGA ATATGAAGGAGAAGGGACCAAGAA 

GGCAGATACATTGCCCCTGATAAAGAAGTCATTTTTCTCTCACCTTTACATAAATATCAN 

GCCACTAAAAATCTAGGAGCACAAATAATGAAAG 

Sequence 844 

GAGCGGCCGCCCGGGCAGGTACAAGAGAACGGACGGCACTTACTGAGCCCATCGCAAATG 

TCAGGCTCTGTGCTATACTTACATTATCCCATAATC1TCAAGACCCCTCAAGACCCCACA 

AAGTAACACAAAGCAGGAAACTAACTCANATTTACTTGCCAAAGGTCACACAGTTAATAC 

ATGGTGGAATCAGGACTCAAAATCANGCCTGTGTGACTCCAAAGTCCAGTGC TCTCT CCA 

CTTrACCAGGTAACCTTCATAATACCGGATTGGAAATC AAACCT GTCAGTTTACTTTTCT 

ATGTCCCTGAGTGANTCACAACTTTrrCTTCANCCAGCTTTTTTCATT 

Sequence 845 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGAAATTGGTTTGATTGCCATAGGCTAACCT 

TGGACCAATCACTGTGGCCAAATACATGAGGTATCCTTATTGGCTCCTTCTAGTAGCAAC 

AGATGGTTTAGAGAACAGTGTATCACAGAGAAATGGGGATCACTATTATAGGCAGATTGA 

ATAATAAATGTTCACTCTACTACTCAATAAATATTTGTTGAACAAATCAAAGCTGATCCC 

TTTTTTCAAAATTTTTAATGTGACTCTTAGGGGATGGTGGATCCAGGAGAGAAGA^^ 

GCCACACTGAAAAGAGAATTTGGTGAGGAAGCTCTCAACTCCTTACAGAAAACCAGTGCT 

GAGAAGAGAGAAATAGAGGAAAAGTTGCACAAACTCTTCAGCCAAGACCACCTAGTGATA 

TATAAGGGATATGTT 

Sequence 846 

CCCTTCGAGCGGCACGCCCGGGCAGGTACTTTATTTATTTATTTATTT ATTTA TTGTT^ 

ACTATTTCACAAAACAAAATGTAGCTTTCTTAAAATTTGTAGTTAAAATGTTTTCTT^ 

TTTCCCAATAAAATGTAAAGTTTAATATGTGATGGCTAAACTCCTAGGGGGATAAGGAGG 

CGCTAGGAGAATAGGCAGGTTGGAAAAGGGTAGTCGGGACTTGTCCAGATTCTTGTGTGG 

TAGTCTGGGTAGTCTGTATATTTACCATATGGGCTACAAGACACACACACACACACACAC 

ACACACTCACACACACACACACACACACACACACCCTTGTGA GCAT TTATTAATTCGCAG 

TTGATGGTGCATAGTTTGGGGAGTGGGTAAAGGATATGTTACTTTTGTA 

Sequence 847 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGTGTGTGTGTGTATGTG TGTG GTGTGTGT 
GTGTTTTAAGTTTANCCTTTTG I II I i G I 1 1 U I GGTTGGCAGTAACCCNATTTTAATGA 
CTAAGCTTTTAAAAATACAGTACTGATCATTCTATTTCCCCCTNTATTGATCCCCACCTC 
CAAATATCTCATCAACAACCGACTAATCACCACCCAACAATGACTAATCAAACTA 
Sequence 848 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGTGTTATGCTTGTGCCTGTGTGAAATTCTAC 

AGTGCTGAAAATCTCATGCACTCTAGCTATGAATGCAGGTCTACTTGAAGCAAAACTCTT 

CAATCTAATTGTTTTCTCAATCTTTGTAAACCAGTTTTAAGAGTCACCAGAAATCTGTAG 

TTTAAGGCACCAGATACATTTCTTGGCTGAGCCTTGTAGGACCAATATGCTGGACCAATT 

CGGTAAAATACACCATAAATTATGACTGCTTTATCTGAATGCATGGGAC ACTTG CTACGA 

TGGCGGGAATTATTACCAGGAGTTTAGGAGCCAGACATGGGTTCTGTATTTTTCATACAT 

TGGTGATCAATTCAAATCTCTTTCCTTTGCANCCCAGGTTTGGTCAGTCTGGCCAGGAGT 

GCAGATTATGACAAAAAACAAAGCTAAAAGACCTGAGCCATTAAGGTTACAGTCTCAATA 

CCACCGAGTTAAACAACCTATTTAAATGCAAGACTATTGATTGGAAT 

Sequence 849 
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CCCTTAGCGTGGTCGCGGCCGAGGTCGGCCGAGGTACAAAAGTTCTGAAATAACACTATA 

GGCTTAAGGAATAAGGGACCAGAAGTAGCCTGGTAGCCAGTGTATTTCTGGCTTTATACA 

TTCCTTAGGAAAAAAAAACTTTATAGATGTATTTAAGTAGAATTAAGGTTTACACAAATG 

ATTTTTTGAGAGAGAGAGTCCCTAGGACCTAAACATTCGTTCTACGGAGATAGGGTCAAC 

ACGCAGATATTTATTTAGCAGCATGGTCTGCAGAAGTAGGAGGAGGTGACCAGATGTGAT 

GGATTATGCCTGTAATTCCAC 

Sequence 850 

CCCTTAGCGTGGTCGCGGCCGAGGTNCCACCTAACAAATTGGAGGAAATGAAAAGACGAA 

TCAACAACATTTTGGAGAAAAAATTTATTCTACTTCTAGAATTTCATTACTA 

TAGTrCTTGGTTTGGTANATGAAGTGAAATCAAAATTGGATATTTGGAACATTAAATATG 

GGAGCAGAGAATCTGTGGAATTAT TGCT GGANGACTGGCATAAATTTATTGAAGAAAAAG 

AATTCCTAGCTCGACTTGATACTTCTTTTCAAAAATGTGGAGAAATrrATAANAATTTGG 

CTGGAGAATGTCAGAATATTAATAAAGAGTATATGATGGTGAAATCTGATGTTTGTATGT 

ATAGAAAAAATATATATAATGTGAAGTCCACTCTACAAAAAGTGCTGGCATGTTGGGCTA 

CTTATGTGGAAAACCTTCGCTTACTAAGGGCTTGCTTTGAGGAGACNANGGAAGGGAGAA 

ATTAAA 

Sequence 851 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATATTCTATGCAAAATTTATAAAATAATC 

CTTGAACATGAAAACTCATCTTAAAATTACACGAATTAAGTAAGCATGCAATACAGACAC 

TTGCAGGATGCCTGGCCTCTGGGAACTGCTCCTGTCTCTGTGTGAATGTAGAAGTGAGGC 

TCAAACTCTCTCTTAGGAAAATTTTCCCTTCCCACTGCCCATCCATTTCTGCTGACTCAA 

CAATTCCCACAGAGGAAATGGGAATAGTATCATCAACTAGCAGTCCTCCCATGCCAACAG 

ATTTGGGGTCCTTATCTAAGTGTTTCTGCAGCCCGGTCTTCCCTTCCTGACTTCCCGTAT 

TGGCTCGTTAAAATGATTAGCTGGCAATACAGGTATGTTTGGACTGCTATTGGTGGTGAA 

GTTTAATCTTCTAACTGTGTTTTGTGAAAGGAAATATTCCC TAAAAG CTTTGGTGTCACT 

TAAAAAAAAACAACTATATATGATTGAAAGAAATrrGAGATATTTTTGTTTC 

Sequence 852 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGCAGATGATGGCACAGTGACAGCTGGGAGGG 

ATGGGATGTGCTTGCTTCATGTCCCCTCCCCTCTGCCTGCTCAAGCCTACACAGTCCTGT 

CTGGTGACCGTGCCAAAGTCCTTCCTGCCTTGCAGAGAGGCCTNTCTTCGTCGAACATGG 

GCCTCAGGAAAGACAGCCTGAATGCCACTACCCCAGGCTTGTGGAAGGTTCTGCATCAGT 

GTGGCATTGTTGCGATAGCCCTCAGTTGATGCTTGTTTGTGGTGTTGGGAGGCAGGAACT 

ACTTTAGGAGGGTGGAGGGGTGAGAATGAAAAGAGGACTTGCCCTGAGCCACCCAGCTGT 

GGTCACCTGATGGC 

Sequence 853 

GGNCGGGCCGAGGTACGCACATACATACACACTAACGCTCAGCATAAACTTTCCATTACA 

CTTAGACAATGACTTGTGGAGGAAAAACAAGGATAAACAAGAGTCTCAAGAACTTAAGAA 

AAACATCAGAGTTGATTATTTAGCACTTTCTCAGGATTCTAAGGCAATANGCCTAANTTC 

AAAACGTGAAATTGTTCTCTATTTCCCATTAGTCATTAAATGAGATAAATGACAAGCTAT 

TGCTGCTTCTCCATTCTGTTTTCAAAGAACATTACAAAAATAAACCAGTGNGTTCTCTAA 

CAGTTCTAAAAACAGNTTG 

Sequence 854 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAGCAAGGCAGTTTA GGGA CAAAGGGCATG 
AGCTTAGAGTCAGATTTCCTAGGTTCAGATCCAAGCATNACTACTTATTTTCTTTAAGAA 
CTTGGGCATCTGTAAACCAGGGATAATATCTTCTTCAAAGGGCTGNTGNGAAGATTCAAC 
AAGGTAATACATAT 

Sequence 855 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGGACTACCCACCACCATGCCCGGCTCATTT 

TTGTA I I I I I AGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTAGTCTCAAACTCCTGA 

CCTCAAGTGATCCACCTGCCTTGGCCTTCCAAAGTGCTGGGATTATAGGTATGAGCCACC 

GCACCCAGCCTTC AA I 1 I I M I I I AATTCTGATAGAGCACCATCTACTACATGCTTAATA 

TTATCCATAAACAGACATGTCTGAGCACAGAAGATCATGTTAATGAAAGATTATTGAAAG 

GTACCTGCCCGGGCGGCCGCTCGAAAG 

Sequence 856 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGAAAAAAGCATAATGAATACAACAACTAGCA 
TCAAACTCAGTGTATATAAGAATGGCTAAGTGACCATTAGTCATGTGAAAAGCTTAACAA 
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CTATTAAGCTCTTATTTTCTTACTAAAAAACAATTTTAAGTTCTTTCAAGGCTATAGTTA 
CGCTTTACATAAGAGGCCCTATTACCCACTAATTCTTAAAATTTCTACCTACTTAAAATT 
TCTTTAGACATrrCCAAAGGTTAGTAAAGGAAGACATAAGATATGCTTACTTAAATCCTT 
GCTGGTTCCATGCCTGGCCATACAT 

Sequence 857 

CCCTTGAGCGGCCGCCCGGGCAGGTACCATGAAATAGGACCTTCTACGGTTTAAAATAAA 

TGTTTG I mi l IC TAGCCCTGTAGGTGAATGAATGCCTGACTCCAGTGACAGACCATAA 
TTATCCAAATCTCTCATTTATGAATATGGAATATAAATATGCTAAATTGATTATGTCATG 
AATAGACTTC 1 1 M H G CATAACAATGTrrGGAGTTTCTCACCTTTCTCCTNNCCTTNTT 
TTTCT 
Sequence 858 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATGTGAGTTCTTCTCCAGACCATCAATATAG 

ATTGGATTTATACACTGATCGCTGTGTCTCTCCTTCGTAATAACCTTACCCCATGTTGCA 

ACAAACATGGACTTGTTACAACATCCCAGAGTGAAATCTGAATGTGGTCAAGAAAGTTCA 

GAAACAATAAGAGTGATGCAATGCATACCACAACTCAGGCCCAGTGCAAAAGTCAGGCCC 

CAGCCCTTCCCATATAAGGGACTTGGTCATTTGAAAAATCAAAACCCAAAAGGAACAACT 

ATAGGGACCTGTAATCAATTAGAATATTC 

Sequence 859 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGCTGGACTTGAGGTGG7TTAAGTTGGCAG 

CTACATCGAAGGACTTCTGAAAAGCTCAAGTGACAGTTACACCTTTGCACTCTCCACATT 

CAGCTGGCCTTTTCCCTCAAAACATGGATAATCTTCAAACCTCCCTGAACAGGTGGAAAT 

GCGTCTTTCCTGTAAGCCAAGTTCTCAGTCCACATTAGTCCATACTTGGCTACAGAATTG 

ACGTTTGTGGCCACAATCCTACTAGAAATGACCTTTGGGTAATATCCTTATGTTGTTGAT 

CTAGTTAGGGTCAAGTAAA 

Sequence 860 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATGCAGAAGGAAAGCAATTGCAGATGGAAA 

AAGCTGAGATGCTATAAGGAATTACGGATTT TATAA AGAGATCACCATGTGGGTGAATGT 

AAATATAGATGAACAATGAAGCATAAACAAAATTTTAATATCTTACAGGCTAAAATATTT 

AGAAATGAAAGACAACAATAGCATATAAGTTAAGAAAGGGGGTAAAAAGAATCAAGAGCA 

TTCTAAGGTCCTTATATTACCTGGAAGGAGAGTAAAGATAATGAGTATCTTCAGGCTGAT 

AAATTAACAATGTATGCTGCCATTTC 

Sequence 861 

CCCTTTGCGGCCGCCCGGGCAGGTACCAGCACAGCAATTGCT GTAT GTTTGTTTTTAATT 

ATCGGTTTTCACTTGGAGGGGCCAGTTCTCTATATTTCAATCTATnTCTATATCAGAAA 

TGAGCAGGCATTTTAAAAAATGGCTTTCATTGATGGAGAGGTAAAAGTGAAATGGCTTTG 

TTGTATTTATATTATAAAAGGCCATTTCCCAAATCTAGAA TTTATTA CTAAAAATCA AGT 

TTGCATTGAGGGGAGGAGTATGATTTGCTCAAGCTTAC II I I M 1 ATAGGTGGGGTTTTT 

ATATTTTCAATGTGATTACTCAC 

Sequence 862 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTCCATGCTGGGTCATACCTGAGTGCCAGT 

GGAATATAATTTGGAAGGAATAACGTTGTTGAAAAACATCCTCTACAGACAATATGAACA 

ATGCCTTAGTCATCTATTGATTATGACAATATACTCTTGAACAAATTGTTTTCGGTTCTG 

GTTTCTGTGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 863 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACACCTCACCACCTGGGTGTCTCTCAGACG 

TTACCAAGAGACAGAGTAAACCCATGCTTTCTCCTATCCAAACCAGTCTCTCCTGTTCCC 

TGCTTTGTCCAAACCCAGTTGCAGGAATTTATGTCTTAAAGTAAACCATCGTATGATAAT 

TTCCCCTGAAAATGTGCCTATTAAAAAAAAATAGGATATGATGGGAGGCAGACATAAACA 

TTCTGGTCAATTTATTGGTGTTATTATTTATTTCAGTTAATAAACTGCCCTTTCGCTATG 

CTTCACTTTCCACGTGTTTAGGCAG 

Sequence 864 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCTCTAAAATGTAAGGATTCATTTATGAG 
AGAGTGAACATACTGCTTGTAGCTAAAACATTACAGGAGACCTTAAAAAGGGGTATAATT 
GGTCCCTATGTGAAATGAACCTGACATATTTTTATAAATTATTTGTGCATGACTATCrrr 
TGNTGATAGCACTAGGAAGACTTNTAACGTTTAAATACTTTATTTGCC CTCAATT ACTAT 
TTAAAAGTCCTATAATTTTAAGTAATTTTACAGCTGACAAAGATAAATA I II 11 t I CTTT 
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TAG I M N CTAATGTCTTGGAGGTAAAGTGGAAATGGCCTGTTTTGACACATAATTTCTA 

GAACTTGGAGTTAATTTTGATCAGTTCCATTTTGGGT 

Sequence 865 

CCCTTAGCGTGGTCGCGGCCCGAGGTACATGrrACTGGGTATTAAATGCGTTCATAGTAG 

GGTATTAAATCAGCAAGGTCCCCATCCCAGAAAAATGTGCAGTTTGTCCAATGGGAAAGA 

TGCANAGACAGTTTCAGTTAATATACTAAGTGCTAAAGATTGGGATGTGCACAAGAAGCT 

GGAGGTAAAAATTCTGGAAAACTGAACGTGAAGTCACCACTAGGCAAGCTGCCTGTAATT 

GAGCTrGCTTGTATATGACCAATCAACCnTGCTTGTTGAAGGATTAGTTATCTAGTTTC 

CTCCTTTTCI II I I IGGAATTTGGTCTTTrAAGGTCTTGATAATCTTTCTAGTCTAGAGC 

ATGTGAACAGAACANAAGGAAAATCAGGACTCAGTTTACTTAATTTAAAGCAAGCCATTG 

GTTGCTGCAGTTCAGGGGAGGTTAAAGTTGCTGGGCTCCACTCTCTTATTAGCATGGATG 

CTTAAAGAACTTCAGGG 
Sequence 866 

TAGATATAGGATAGTGATACNTTGAANAGGACTATGAAAAGGGACAGTAGGGCTTAGTGG 
AAAAAGTnTAACGANNTCTACNGTTATTGAATNAAANTACATATAGCGNGATTCTTATT 
ACTTGAAATTAGGAGGAGAAAGAATTrnTGAGGTAAATTNGAAAAGACATAAAATAGAC 
TA 

Sequence 867 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCCGGGCATGCAGCCAGGCTAGACCGGCTC 
A 

GCCCCACTTCAAGACAAAATCTCAGCACCCATTACTCACCATACATATTTATGCAGTGAG 

CTGCATCATGACCAGCTATCATCTTACCTCATAG M i i I M CTCTG GTAGA GATAATTAA 

CTTATTATGCTTGATCAGrrAACTCTTGCTTAGAAATTTAAAAAATATTTTTAAGTGACA 

AArrCTTTGTAGAAATTnTGAAAATAGAAATATTTGAAGTAGAAAGTTAAAATCACCCA 

CAATTCTGCTTTTGTTAACATTTGAATATGTTGTCTTCCA TGATA TATAACAAAATTTGT 

CTGGGTATrGCATATGTCGCCTTTCCTTCTTAATATTGCATTTTGAGCATTTAACCNGAA 

CACTAAATATTCTCCCTAGAACATATGGArrrTGAATAATTTAGCTAATTATAAAAATAA 

CTTCCCTAATGGTCCTTTGGGCTCTTTTAAGGTTTTGCTGGTATATGTTCAGGGGA TGAA 

CCACTTAAGGCTCTTTGACCACCATACTGNCCATACTGCCATACTGGCATACCTGNTTTT 

AAAAAAAAA 

Sequence 868 

CCAGTGTGATGGATATCTGCANTTTTCGCCCTTTCGAGCGGTTNTTNGGGCAGNTTNTTT 

CNNCCTTTCTGTGNTATTTGTGGCGGNATGTTGNATACTCTCTACCATGGGGATGAAGAC 

ACAAGAATTATGATAGTTCATTGAAAAAGGTTGAGAATTCAGAACTTGTCAGmrCCACC 

AATAATGGCAAAGATACAATATGACAAAGTTCAGTTGCTTAAATGAATCTAGGAATGAAG 

AATCTAGAAATTATAATGGAGAGGTGATTAGGAGTTTAAAATGGTTTAT 

Sequence 869 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTAAATTAAGCATACTAAAGAAAAAAGGAATG 
TTTTCTTAGCAATTTAAGAACTTGCTTAAAAAGAAAAAAAGATCAACCACTCCCTCTAGT 
GACAAAAATrAGCCACAAGATGAAATTCAGTTAAAATTCCAAACACTGTGGAGATGGAAA 
GCCTTGTATrrTAGATGAAAGGATTTATGGCTGGAATTAAAAGAAATTAAAAGGCAGAAA 

AGTGGGTGAATGGAAAACATTTAC ill M G II I II AAGTGTTAATAGCCAC I 1 I I I GTCC 

AGTCTGNATCTCCTTTCATTAGTCTTTATATATATATATACNCACACACCCCNCACGTAT 

GTTATATATACATATAATGGTTTATGTATTATATATGNGGATATATACACCTTATATGGT 

TATATATATGGG I Mill I CNNGAGCNTTATATCATGGTGAAATGAGTTCAAATGGACCC 

TGGCCCGGGCNGGCCGNTCGAAAAGGGCNAAATTCCACCACACTGGCCGGGCGNTTACTA 

GTNGGATCCCCAGCCTCGGGNNCCAANNCTGGGCGTAANCATNGGGNAATAGGTGTTTNC 

CTGGGNGGAAAATTGGTNTNCGGTTAAAAATTCNCCCCAACATTCCCANNCCGGGAAGCC 

CTTAAAAGGGGGTAAAAGCCCCTNGGGGGGGGCCCCTTANTTGGG NGNG GGGNGCCCTTT 

AACCTNCNCCNNNTTTTAAAAATTrTGGCCNNNTTTTTGCCCCGCCCTTTTNANAAAATT 

TTGGGGCCCCCCCNCCN MUM 

Sequence 870 

CCCTTGGCCCGCCCGGGCAGGTACTAATATTCTTCAACAGAATGCAATAAAATACGAGCT 
ACATAAATCC AAACTTGGTTCAAAGGTAGCTATG I I 11 I I I AAAAAAGGTTATTATAAC A 
GACAAAGCAAATGCAAACTTATCCTTCCAAACCCTGATAATTGGTAATACCAAATAACTG 
GTATCTAATAAATATACAAATCAAGAGAATACCTTGCTAGCTAAATTAAAAAAAAAAAAA 
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AAAAACT 

Sequence 871 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGGGCTTCT7TGGTGATAG7TTCTACTCTCTT 

TAAATACTGTTCTGTTATTTTTGAAATCTGATCAAGAATTGACACAATAAATCTCTTTGA 

TATTTATACTTATGCCTACTTTTAACCTTTTAGGAAAACTTTATGAATTGGAATAT^^ 

AAATCCTGAAATAATTTGGAATATTCTAAAATTCTGAAGAGAATATGAACGGATTGTTGG 

AATGGAACTTTTACCCGATTCCCTCAGACTAGAGTGTTCATACGACATTTTGCCAAGAAG 

TTCCTATAGAGGCAATATCACTTTTAGGATGGATGGGTCTAAAAGGATCATATTTAAGTT 

TCTGGTTATTCATGGNTGCACTCACTTTAGAGGATGTGTTCCTATTAGGGTTGCTGCTAC 

TATTTGTCTCTCCTAAATAACCAGTATGGAATTATAGAAAGAAAGGTGGGGA GAAT AGTC 

CGTGTGATCTNCTGGGCAGCATTAAAGCCTGTTCCATCCAGCCCC TGAC TATTTTGGTCT 

TTCTTTGCCTTTGAAGGCCCAGAAGACATTTNCATrCCTTCGA AGNTTTTA TGGTCTATA 

CCCCTCTCTTGCCTNCATATTNTTTTGCAAGNGGGGGCCAGAAII I I I I I IGGATTCCCNT 

TAAAAATGGACCTTGGGGTNTTTTANCCATAANCCTGTGAAA ATTCCAANG GGGGGGGGG 

CCCCTTNTNCCCCCCCGGGGGGCCCCGGGGGGNCCCCNCN I I N M I I GNAAAAAAAANN 

GGGGGGGNCCCCCAAAAAAAA 

Sequence 872 

CCCTTTCGAGNNGCCGCCCGGGCAGGTACAGTTCTGTGTTTTrCAATTGATACATACTAC 

TTATGTAAGAAAAATGAGTAAAAATAGAGGGCCACACAGGCAACAGCCATTAGGTTATGC 

ACAGAGAAGGAAAAACTTCAGAGGTTGTGCTGCCATCTTCTGGAACAAACAAGAATCTAC 

AGGAACAGAAACATGATGGAAGAACAAGGGTTAGTTACTGCAACGAAAAAACATGGCAGG 

AAAAAAAACCATTTTGAAGCCAAGCTTTTGATTTAACCATGAATGAAAACAAA 

ACAACAACNACNAAAAACAAAACAAAACAAAAAACAAGAATGACCAAATACAGAAATTAT 

TA 

Sequence 873 

CCCTTAGCGTGGTCGCGNTCGAGGTACTTGTTAAAATTCAGATTCCTGGACCCACCCTAG 

ACCTACTGGATCCAAATCTCTGCAGACATGGCCTGGACATCTTCATTATAACAAGCTTCC 

ACATAGATTATTTTGTCAGTGGCCATGTC7TGCTTTGCTTCTGTGGAAACTACTCTCCAT 

CTTCTGGAGTGGAATGTCCCCCATTGCTATCCACATGGTCCTCGCCTCCCTGATACTGTA 

GTCTCAGATGGCACCTNCTGAACTGGGCCCGAGCTCAATCACTTTCCCAGACCCTGCCCA 

CCTCGCTNGGAGCNTCAGTGGTCCCATGGTGGGCAAAGGAACCCAGGTTTNG 

Sequence 874 

GATATCTGCAGAATTCGCeCTTTNCGTGGTCGCNTTTCGAGGTACTGAGGA TGACT AGAT 

GACAAATAATAAGAAAAAATGGCATTGACTTTGTATAGAACTTAATAATCAGATTTTTAA 

AGAGGTTAGTCTATTCTCTTATTTGAGAGATATGGAAACTATCTAGGCCTAAAGAGTGTA 

AATCTGCCTGGAATCAGATAGTTGGCAGCAAAATCAGAAATAGAAAGCAGTTACTCAACA 

ACCAACAGTTTAATTTAAGAAACATTTGACAAGCATCTCCTGTGGATAAGACCCTATGCA 

AGATGTCATGAATATAAATATGCACAGTAGTACCTGCCCGGGCGGNCCGCTCGAAAGGG 

Sequence 875 

CCCTTANCGTGGTCGNNTTTNGAGGTACTTTAAAAATAACAGAGTGTGATTTAAGAATAC 

TCAGACTAGAGCCTTCAGTGAGTTGTCTGAGGGAAAGGAGTGAAGTCAGGACTTAGATAG 

AAAGATTACAAAGAAAGTCAAAGTAAGCAGAGGAAAAAGATACCAAAATGACAGCTTCAG 

AATAAGCAGTAAGGGAATAAAGAAAACAAAGTTGTGTGTGTGTGCATGTATTAGATGATA 

AATCCATGGAAAAAGAACTCGCAATTTACTAAAGGAATAATTCATGGTCATACCAATTTC 

TGTGTCCAAAACTAACTTGATTAGTATCAGAAGGAAAGTCAATGTTTAAACAGTCCTTCC 

CACATCTGCTACTTCCATAATGCCTATGCAACTGTCATAAATTAAGAGTAGAGAAGGGCA 

CAGGGCC 

Sequence 876 

CCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGTTCGAGGTACT 

TGNTAAAATTCAGATTCCTGGACCCACCCTAGACCTACTGGATCCAAATCTCTGCAGACA 

TGGCCTGGACATCTTCATTATAACAAGCTTCCACATAGATTATTTTGTCAGTGGCCATGT 

CTTGCTTTGCTTCTGTGGAAACTACTCTCCATCTTCTGGAGTGGAATGTCCCCCATTGCT 

ATCCACATGGTCCTCGCCTCCCTGATACTGTAGTCTCAGATGGCACCTCCTGAACTGGGC 

CGAGCTCAATCACTTTCCCAGACCCTGCCCACCTCGCTGGAGCTCAANGGGTCCCATGGT 

GGGCAAAGGAGCCAAGTTTGGGCAACAAATCCCTATGCATTTAGAAGTAGATGGGGCTGC 

ATTACAACACACAAGCACTCAAGGACTCTCTGTAATATCTGGACTCATAGGAAGGTGATC 



Page 147 of 22 1 



wo 01/42467 



148 



PCT/USOO/33312 



Table I 



ACAGCAAGAGGGCAGATGAAGCNGACTCAAGAGAAACAGATNAGACCAGAGAGACCCTGG 
TTCTTGGTTTGTTCTGAAGNCATGGNCCATCTNCTATTCTAGAATTANAGAGTTCCTGGA 
AAATTCTTACCANAAAAAATTTCCTrrTGGNTTNGACGCTTAATTGAGGNTAATTTCTAT 
TNTGGGCAATNTCAAAGNNATTCAANGAAAAAAAAAAGGG 

Sequence 877 • 

CCCTTAGCGTGGTCGCGGCCGAGGTAC r M I M 1 I I I lAAI M I M I t I I I I I I I lAATA 

GAGATGGGGTCTTACTATGTTTCCCAGGCTGGCTCGAACTCCTGAGCTCAAGTGATCCTC 

TCACCTTAACCTCCTGAGTAGCTGGGACTACAGGTGCANACCACTGTGCCCTTACTTCTA 

TTCTTACTTGACAAAGGAGAGGAAAAAAAAAGGAAGTTTAGAGAAATTAAGTAGTAACTT 

GTCCAAG7TTACCCACAACCACTAAGTGGTAAAGCTGGGGTTTGAACTTCAGCAATGTGC 

TTAAATCTCAGTAACTGAAAATCACTATGGAGGACCTTTAGGT 

Sequence 878 

CCCTTTGAGCGGCCCGCCCGGGCAGGTACATGTTTGTAAAATTCCTTAAAATATTTATGC 

TCAAACCAACATTTCCATTTTATCTATCTTAAATATATCTTCCTCTTCTTTACGCCTAAT 

TTCTTAAACTCCCAGAG 11 r I I M CTGTA \GATCTAGTCATCTGTAGCACTTCTCACAAA 

TTAAGCTCTCTTATGCCCCAAACAGTAACGAAAGAGGTCTCTTAGTTGGACAATAAGCAG 

TGAAAGATATTTCTTATGGGACAAGAAATTAACATTATTAGTCAAATGTTGATGCCGGTA 

GGCTGAGAAATGATTCTCACTTAAAAGCCCCTGGGTTTTAAACCTCTCTTAGAAAAACAT 

TAGT 

Sequence 879 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAGGAGCTAGATCATCAAGGAAGGTCAGGGCA 

GGGTTCACAGGATGAGGGCACTTTGCCATTCTTTTGTGATTTGGTCAACAAATGACACAG 

GTTATTTACAATCTTGACCTTTTGGAAAAGATACAGCAGGTAATAGCCTACAGGAAAGAG 

GAGGTAGAAAACAAGTGCCACAGTAGA 

Sequence 880 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACAATAGAGTATTATTCAGCCTTAAAAAGGA 

TGAAAAAATCCTGACATGCTAAAATATAAATGAATGTTGAGAACATTATGCTAAGTGAAA 

TGAGCCCATCTAAAAAGGCAAATACTGTATGATTTCACTTAACTGTGATATCCAGAGTAA 

ACAAATTCATAAAAACAGAAAGTANAATAGAGGTTTCCAGGGACTGGGAGTTACTTGATA 

TAGAGTTTCAATTTTGTAAGATAAAAAAGTTCTGGATATTGGTTGCACA GCAA TATGAAT 

ATACTTAACACTACTGAACTGCACACTTAAAGATGGTTAAGATGGTAAATTTTGTTAGGT 

GTTTCTTACCACAATTTAAAAAAGAAATTTTAATTAAAGGAATTAAAAAATTT 

ACTATTCATCATTGNGTTTCCAGTn'ATATTCAACCACAGCAGTATTTCAGGTATAGTAA 

TTAACTTACmrCA 

Sequence 881 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTGCACTCCCACCTGGGTGACAGATCAAG 

ACCCTGCCTAAAGAAAAAATTTAAAAAAATAAAAAATTTAAGAATTTTCTATGCCCTTTA 

CCAGGCCAGCTTAATCAGACTTCTCTAGGCCTAGGACAGGCTTAAGATCAGTTAATTTAA 

AACACTTCTGATGTTTCTTGAGCATTGAAAAGTTTTATTCTTTCTGCTTGT^ 

CM M IGTGTTTGTCTTTTACTAAGGCTAGAAACACGTATTTGGTTTGGTTATCTGAAGT 

TTAATTGCATTCATTGTGTTTATAGTATTTATCCCTGTAGTGTTGGAATTACCAGTCACT 

TACATTCATATTTNAG i I I I I i GCCT 

Sequence 882 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTCTTGAATATTTCCAGGGCACAAGATA 

TTCTTATACAGAAACCTCAGAATGGAAAATAGCTAAGACATAAGCAGTGTTTCACAGAAC 

CATCCATCAGTC I I 11 I I AGGATGTAGCAGTCTTCCATGTATCACTTAACCAATCATTAT 

TCTTACCCCATCTTTTTGGGCAGGGGGTGGTAGAATTTAAAATTTACCATTACTAAGACA 

GGGTGATAGTAAGCATAGAATTTTGGGATGTC 1 I I I t I I I CCTTGCCCTAAACCTTCAGA 

GTTCTGCCAGGTGATTCAAATGTTTAAGATCCCATAATCTCGCCTGTGTGCTCAAGCGAA 

CACTAACACTTTAAAAAGTGGGAATGAAAAAATCTGAACTGGTTGAATTAGACACAGTAT 

TTGGCCCCATCTTTCAATTTCAG 

Sequence 883 

CCCTTAGCGGCCGCCCGGGCAGGTACTCAAAAATTTAAATAGCCATCTAAAAACATCTCA 
GGTAAAAAATCTGTCCCCTGCATTTGAAACCAAAATTATTTTTTCTCACTAAAACACATT 
TTATTTAATAGTGAGGTGAAATTACATTAGCCCTCTTCACATTTATTTGATTCAAACCTT 
TTTTAAAAAACTTAGATTCTTTTAAAAAAATAAATTAAAGAAAAATGACATCATTCAT^ 
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GATAGCCAGCTACATGTGTAGTTTGATCATTCAGTTTAACCGTTTTATCACTGTTGATAT 

GAACATTGAGTACCTCGGCCCGCGACCACGCTAAGGG 

Sequence 884 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGATACATGTAAAGTGCAAGGCACCTTGCTA 

GAGAGCATANGAGCTATACTAAGATATAGAGTCCTGCACAAATCCACAAAATAACATGAA 

TACAAAGTGTCCTAAAAGTCATGCCAAATAAAACAGANCATATAACTGGGCAGAGGGATG 

GAGAGTCACATGCTGGAGGAGGTGAGCGTTGACATGGTCTTATGGGATATGAACTTGAGA 

TGTTGAAGTAGAACTGAGACATTTCTGGAAAACTANATGTATNAACAGAAGCANGAGGAA 

TAGGAGATGGTTTGGAAAACATCAAGCAGCTCAGTTTCTTGGGGTGGTCCAGGAGAAAGA 

AGCTCAAACAACATTCAGTGATAACACTTAAAANNATCAAAAATTT 
Sequence 885 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATAAACAAGACAGTGCCTGCTTGTGACCAGGG 

GCTGGGCCTCTTCATAGCTCTTTTCCCTGCCTTTTGTCTTCAG AGTTG ATCTGCTTCTTA 

CACATTCACTTTTTCAGAGTTTGCTATCTTAGAAGCAAGGATCATTTTTAATTGGT^ 

TTACTTCAAAGTCCCACTCATCAGAGGCAGNTGTTTCGCTTATATTTGGCT CAAC TACTT 

TNTCTGCTTGGTrrAGTAACACTAATGTTTACTAACATTAAAATGAAACCAGTTTTGCAG 

CTAGCATCTATTGACCAAATATAATTATTTATTTCAAACTGTATATTCCAAAATTTAAAC 

ATATTCAATGCTTATTGAACATCTAAACATATANCCTTAATGAATAANGGGAAAATATAA 

CCATCTGGTTT7TGGATCTGAAAGCCACAACCCACCTGCTAGANTANTTTGGGGAAAGGC 

TTTTTANTrCCAAGTrCAAAGGNTGAATTCTCCCGAGGGNNGNNGGGGGNCTTCCCTTCT 

NAACCAGCAANAAA ACGTNG CNCCAGTTTGGGATTTTGGGNGGAAAATAAACCCNAATGA 

NGCATTTTACTTTCC 1 1 I I I I 
Sequence 886 

CCCTTAGCGTGGTCGCGGCCGAGGTACATATGGCTCGGCAAAGGGGGACTGGATTAATAA 

ATTCTGGTAATATAGTAAGGACAAAATAAATGTAAA AAAGAT AGAAGTAAATGGAGAACA 

TCAACATGAACGCGTGCTCCTTTGAGTAGAAAGTAATTrrrCTGCTTTGTCACTCAAATA 

GCTGGCAGACCTGACATCACCCTGCCTCTGCTTCCATGCTCTAAAACTTTCCTGGGCCTC 

AGATTTGGATGCTAATATGATTTTCCACTTAGTGGATAAGAGCTCCCTGGAGAAGGGCTC 

ATTCTTGGATGGACAACAGAATTAGAGCCTGAGTTCTAAGAGCTTAATAAAACAAAAG 

Sequence 887 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCCGATGAAAGTTTAAATCTAATCAACAGTATT 

ATGCACTGGTTGAAGAAAACCAGGATTAAGACGGAGGATAGTCAGCATGGAATCTAANAA 

GGGAAAAGTCCGNTAACTATATGTGTTCATNAGATTCTAAAGCTGTTAAGGGAGAAAGAC 

CCTGAGTCTAATGAATATAAACTTTAAATTTAAAGAAAAACATGNTCTGTTATAGAAAAG 

TGGGCTTTTAANTTTTGTAAAG 

Sequence 888 

GCCTTAGCGTGGTCGCGGCCCGAGGTACCATTAACCGTCTTTTAAAAAATrATTATTAGT 
TTCAGTGCTGTTTCTTGAGGGAGCACCGGTGGTGCAGGTCAGGTTTGTCTTCTNAAT 
Sequence 889 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAACAGGCCAGATATATTCTCTCATTAACTTA 

TTGCCTAGCAGAGAAGACCAACATTTTTAAAAGTTTATACATATAGTTAATTTCTATTAT 

GATTATATGATACAAATGGAAAGTGCTATGAAAATGTGGAACAAAAGAGAATAATCTGTC 

TGAACAGTCAAAGAAGACTTCTGGGAGATGACATCTGAGCTAAAGGTTGAACAAGGAATT 

GGAAAACAGCTGGCATGTGCAAAAGACTTGAANACTGAAGGAGTTAGCCTTTAAAAAAAT 

GAAGAAAGTTCTATTTGGCCAGAGCAGAGTrrCAAATAGTGCCTCACAGGCCACGTTAAA 

GACCTGAGGCCTTTA7TCTAGGAGAATAGGGAGCTGCTCAAGGAATTTAACTTGANAAGT 

GACAAAGATCAGATTTGCAATTGCCTTTCAAGGTGGTAGGTTACAAGGGAGTTGGGTCTC 

TTGACCCTTTGCAAATTATACCCCATTTCTTAACCTAAGAAATGGG 

Sequence 890 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGCTTGCAAAATTATATTACAAGAAGAAG 

CACACTTGTTATAGAAGTGCTGAATTGTATGGAACCTAAATCTGTCAAGTTACCTGTCTT 

TCAGGTCCGTCTCCCCACCTCCCAGACCTCATTATATTATCCCGAAAAGAACACGATCTC 

TTTAAGGCTAGGCAAGTATTGCGCTGATGAGCCAGGGACTG CCCAC CAATTGGCAGGCCC 

ATTGGGTGATAAATGTCCAAGGACCTCTAGGCTGACGACACATTTTTCATCATTAATCCA 

GTCTATTGTAACCAGGGCCACTCACATTGATTCGGACTAGGGGGCATCATCTGCTGTTAA 

AGAGGGTGATGACTCGCTAAAAATGAGGG 
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Sequence 891 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTTCATGGCTAAGCATGTGCGGGATGGAA 

CCGGTCTTCCTGGGCTTACATCTTTGCTTTGCCTCTTCTTTCCTGTGATGAGTCTTGGGG 

TAGGCCTCAAAGGCTGAATCTTCAATATAAATACAACAGTGAATGAACAACAAATGGTTA 

TTTTAAAGATCTATCTTGGATGGCTATTTAATTTCACTAAACCCCAGG TTGCT CACCTGT 

TGACTGGAACAAACAATAGTCCCTTCTTCATGCGGGCATGGTGAGGGTTTTAAC CCCGC A 

TTGTCCACAAAGACCGCTTAAATTATAGTAGATGCTCAGCAAATCTGAGCTATTA7TTTT 

ATCACGACTGTCAGAGGTCAGATCAGGCTTCGGGGTCAGACACACCTGGGTTCAAATCCC 

AGCAGGGCCACTTACTGTTGGAGCCGGGGCAAAGTCAGTTATTCTCCCTGAGGGTCAGTT 

TTCTCATCCCTAAAAATTCC 

Sequence 892 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTACAGAACAGGAACAATCTGCCATGTGTGTTT 

ACAACTTCAGAAAGCCCTGGAATGACAGTTGCCAGGGCAGTTCTTTGAATTTGCAGGTCA 

GAATTAGTGGATGATGA A I Mi ll IC ACACATGGTCAACTCTGTGCCACCTGCTACAAGA 

TGTTGGAACAGGTATATTTATTTATTTAATGATGATC 

ACATCAGGGAAATCAGCTAGTATAT GCTC TTTTTGAGGATTTTCAGCTCCAAATCCTGAA 

AGCATTCATGAAACTACATAAATTACTTTTGTTAAGCAAATCATCATAAGTAAATCCAGT 

CATATGAAtCTGGAAGGATTTGCT GGTG GGCACTAACACTGACCACATGTTTCAAGTGTG 

GGCAAGTTTACCATCCATCACGGATTTTGTGCTTGGTGAATTGTAGGGAGTGAAAGAGAG 

AAGGATGTTTGGCCCAGTTGTCTTT frTA CCTAT ATCTG AAATTCTTACTTAGTCAAAGA 

ACAAAACATTTAGACATTTCATTTCCTTTTGGGGGTTTTAAGTGATACATGTTTA 

TGTATATTTTAGAAGAAAATTGTTTTTATTATATATAATTTATTAAAATTCNG GNGGA ^ 

AGACCAAATTTTATCCTGAGNAAAANATTTAAATTTGAAGNTTAGGTTGGC I I M I l AAN 

ACCCNCCGGCCNAACCCCAAC 

Sequence 893 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGCATTAAAAAAGTCCTACAAATTATTAGA 

GAGAAAATACAGGTTGCACGCAAAGCATAAAGAATGAGAATGGCATAAGACATCTTAACA 

GTGCCACAGAAACTAAAAAGTAGTTCTGAGTAAAAATGAACTATTTACCCAGCCAAACCG 

TTAATTAGGTATAAAGGTAGAGTTAAGACATTTATAGACATACA AGAT ATTAAGATTACT 

GAGTCAATTGATATTCAACAGGGGTGCAAATGGAGAAAAAGTCTTTTCAACAAATAGTGG 

TGGGACAAATGGATAGCCACATGCAAAAGAACATATATATAAGAGCTAAAACCATAATGC 

TTTrAGAAGAAAATATAGGGTTTATCTTCATGACCTTGAATTTGACAAAGGATTCTTGGA 

CATGACACCAAAAGCACATGCAACAAAAGAAAAATTGGAGTGATATG 

Sequence 894 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTCACACAGCACATCAGTGGCTACATGTGAG 

CTCAGACCTGGGTCTGCTGCTGTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGG 

TGTCCAGGGATACGTCCATCCCCGTCCTGCTGGAGCCCAGAGCACGGAAGCCTGGCCCTC 

CGAGGAGACAGAAGGGAGTGTCGGACACCATGACGAGAGCTTGGCAGAATAAATAACTTC 

TTTAAACAATTTTACGGCATGAAGAAATCTGGACCAGTrrATTAAATGGGATTTCTGCCA 

CAAACCTTGGAAGAATCACATCATC 
Sequence 895 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTCACACAGCACATCAGTGGCTACATGTGAG 

CTCAGACCTGGGTCTGCTGCTGTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGG 

TGTCCAGGGATACGTCCATCCCCGTCCTGCTGGAGCCCAGAGCACGGAAGCCTGGCCCTC 

CGAGGAGACAGAAGGGAGTGTCGGACACCATGACGAGAGCTTGGCAGAATAAATAACTTC 

TTTAAACAATTTTACGGCATGAAGAAATCTGGACCAGTTTATTAAATGGGATTTCTGCCA 

CAAACCTTGGAAGAATCACATCATC 

Sequence 896 

CCCTTAGCGTGGTCGCGGCGAGGTACCTTGAGCTGCCTCAGCACTCTTTTGCCATTCGTG 

CTAGAAACAGCCAAAGCCAGACAACCAAATTACAGATGCTTAAATGTTAATGCCAGACAC 

CAAGGCTCCGTGAACTTCCCTGTTGAACATCTGACCCCGACTACTTGAGGA CATGA AACC 

TAACTGTGCAGCTAATTACACCTTCCAAGGGCAATGACATCGGGTCCTATGATTTTATTC 

AGGAAAGCAATAAGGCAATCGGGGTCACTGTGAACATCATTTGAAGGGAAGTAACTTCTT 

AGCTTTATTCCACAAATGGTCTAT 

Sequence 897 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGGTGTAGTGTATAGAATGGTTTGTATCAAACT 
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AGATCTACATTACTTTACTAGAAATATAGGGCAATAATAAAATTTCCAAAGCCAAACTGA 
ACGATAATATATATTTCTTTAGAAAGTCTCAGAAAA CCCA TTCCTGAATGACAAAACGGA 
GAGATAACTTACAACTAGGTGATATCTGAAGTTAAATrrTCTTGGrrATCTATTTCAAAA 
ATTCACAACTATTCTGCACTAAAATGTTTCACTGGGTCAGGCACAGTGGCTCATGCCTGT 

AATCCCAACACGTTGGCAACCTGAGGCAAGAGG 

Sequence 898 

CCCCTTCGAGCGGCCGGCCCGGGCAGGGTACCNCGGGGTNGGACTCTNTGG i I M I NAAA 

ACCTTATGAACCATTAACTTGGGAACCCCGGCAAAANTAAGCCTNGGG6GGCTTGAGGGG 

ACTTrrANGANNrWkCCNTTTAAACATTTGGTNTNNTT NAAAAAAAAATTNCAGG GT^ 

CCGTNCCTTTTCCAAAGGGGGGAAAAANGCNCNAACN I II I I I N M 1 1 II 1 11 C 

Sequence 899 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGACAGATGCCTG GGTA ACCATGTCCAATGT 

TCAATTTACTTTCTGCTGGACAGATAGAAGGCTCTCCTGCAGCCTTTTCGTCTTCGGGTG 

TCCGCTGGTAAGAAATCCGCCACACAAGAAAGCACTGA CATTT GGA GCCTC ATCAGGTTC 

AGAGTTGAAAGTGAAATAAAGGATAATAATCTTTGTCTTATTTTCTTTGTTTTAATGT^ 

CCCAACTTACGTTAGGACAATGTCAACAAAGACAGATGTCCCTAATAGTAATTGCAGGAC 

ATGTGTTTTCTCATTCCTATC 
Sequence 900 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTGGAGGGGGCCATATCCAGGACCTGTGATG 

TGTATAGGCAGACCAGACTGGTAGGGAAGAAAAGCAGAGATATCAAGTGGGGGACATGTG 

rrrGCCCTGGGGCTCTATTGGCCTGGAATTTTGTGGTAGGAGG AAGGC ACAAAAAGTAGA 

CTGGGATTACAGGCGTGTGCCACCGCGCCCGGCCTAAAGTGTGT TTTAT AATAAAACCTC 

AATCTGAAACATTTTAATAAAACCTTTAGATGACTAGATITATGTTTATTT^ 

GTTTATATGAATAAAAAAAGAAAAAAGACGAG 

Sequence 901 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATGAGATGCATTTGAAAACTTACCTTGTTTA 

TATGTTTCTTCTGTTGCAATTTCTTCCATTACCTGGGAATAGCTGCTTTGGACGGCAAAC 

CAAGCAATGCCCTTTCACAGCTGTGGGATGAATGGGGAA AGAAG TCTTGGTAAGGAAGCA 

ATTCAGAGAACATGGGAGCATCTCATGGCAGCAGTCACAATTTTGTGTTGCGTAAT ATTT 

CAGGA ACTTG CAACCCTGATAACTTGTGCCTGCCTGTCTGTAGGCCTTTAATGATGTTTT 

ATTGAATTTTGG 

Sequence 902 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTATACAAGGCAAAATGAACTCTAAGTAAAA 

AAGAAAATCACACTTCTAAACACAAATTAACCATTTCAGTATTTAATTGCTCCTAAAAGG 

TGTATTCTACTTCATTAAATGTAAGAGAAAAGGTTACCTACATTACGCAGTTTAAGAAAC 

AGGATAAACTTTAGCATATAAACCAGTCTTGATTACAATTTCA CACTT TCAACCATCTTA 

TTTATACCTCTACATTAGATAATCTTTAAATTTCCATCATAAGGrnrCCCATGGTTAAC 

CTNCCATATAAAATTTTGGTAATCCTGCCC 

Sequence 903 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGTGACAGGAGAGAGCTCATGTGACCCGAGT 

CTGGGTGGTCTCAGGCATGGTATAAAGAACTAGGCCAACCAACTGCACTAGACATAGAAA 

CTAGCTGAATAAACTCATCCACTCCGATTTCATTTCAGGTATCTCATGAGAAACTAGAGG 

ACAAAAACAATTGCAAAATTAACAAAACAAAGTTTACTCTAGCCATCAGTGCCAATGAAC 

ATAAATGACTGCCTGAGAGTTATATTAACAAAATAATTAATTCAGACGAATTAAGGAATT 

AAACCAGCTATGGGAAATATACACTCTATACTTAGATGCACATT 

Sequence 904 

CCCTTTCGAGCGGCCGCCCGGGCAGGNACTTAAATAAAATAAAATTAAAACAAATCATTT 

TAGAGATAAAGAGTGAAGTTACTAGAAAAAGGTGACTAGGACTCTGTTTATGAAGAAAGG 

TTAGTATTTAAATCATGAAAAAAAGTAAGAATACTTAATTATTCAAGTAACTTAAAATTG 

TAATTCAGAATGGCTTTTATGTATCTAAAACAATCTGGGCTGCTATAAAAATTCAGTCAA 

CTTCTAAACTTCCAAACACAAAATAGTTATACTCAGTCTAAGAATATCCGACCTACCGTG 

CAGGACCAGAGGGCTCATCTC 

Sequence 905 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAAATAAAATAAAATTAAAACAAATCATTT 

TTAGAGATAAAGAGTGAAGTTACTGGAAAAAGGTGACTAGGGACTCTGTTTATGAAGAAA 

GGTTAGTATTTAAATCATGAAAAAAAGTAAGAATACTTAATTATTCAAGTAACTTAAAAT 
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TGTAATTCAGAATGGCTTTTTATGTATCTAAAACAATCTGGGGCTGCTATAAAAATTCAG 
TCAACTTCTAAACTTCCAAACACAAAATAGTTATACTCAGTCTAAGAATATCCGACCTAC 
CGTGCAGGACCAGAGGGCTCATCTCTTGCCGAGCTTAATACAGTTT 
Sequence 906 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGCTTTAAATGCATACTAAGCTGTGAATGA 

CTGATATCAGAGACTTTCTTGGAAGTAGGTrrCATAGGATGGAGGACAAATGAAACTTTA 

TGGGCGAAGAAAGAAGGGTCAGTTGGGTGGTGCATTGAAATAAGTGGTTCCAAAAGCAAA 

CTAGGTCAACTTTTTAACTGGCTAGTGAAAATGAGATTCCTCAGGATACAAAAGCAAGGA 

GAAGACAGGAATAAATCAGGACTCCAACAGGCAGAACAGGATTTATTTAGGGCATGCAAT 

GTGGAGGGCCCTAATGGGAACATGACAGTGT 

Sequence 907 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATTGCATTGTCAATTTATATrTGTTTCCCCA 

CTAAAGCCTCCAAACCTTGCTTGTTTTGTTTAAGTATCCCTGGGGCTCATCACAGGGCCT 

GTTGAAGTTCTTTTGAAATGAATTGAAGAATGTGAATAATAGTTCTAGTTCTTCGG GATA 

ATGGAAAGCTAATAAGGTTTATGCTAGAGGCTCTTACTGCTGGGACTCTCTTCTTGTTTT 

TGG7TTTTAGGAAAAAAGCTAGAAAATCCAACTTCAGCTAGAGTAACAGTAGTAACTGAC 

TTGAAAGTATGTCAAAACAAAAACTGTTAA 

Sequence 908 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATGAGATGCATTTGAAAACTTACCTTGTTTA 

TATGTTTCTTCTGTTGCAATTTCTTCCATTACCTGGAATAGCTGCTTTGGACGGCAAACC 

AAGCAATGCCCTTTCACAGCTGTGGGATGAATGGGGAA AGAAG TCTTGGTAAGGAAGCAA 

TTCAGAGAACATGGAAGCATCTCATGGCAGCAGTCACAATTTTGTGTTGCGTAAT ATTTC 

AGGAACTTGCAACCCTGATAACTTGTGCCTGCCTGTCTGTAGGCCTrrAATGATGTTTTA 

TTGAATTTTGGT 

Sequence 909 

CCCrrCGAGCGGCCGCCCGGGCAGGTACCCTCTTCTCAATTTTGCTATGAACTTAAAACT 

GCTCTTAAAAAAATAI 1 1 H M lAAAAAAGGAGGGNGTTATTATCAGAGATCCCATAGAC 

CTTAAAGGATAATGAAAGAATGCTATGGGATAACCTTCATGCTAAAAAC7TCAACAACTT 

AGAAGTATGAAATGAATGAACTNTCTCCAAAAAAAATACAAGTTACCAAAATTGACATGA 

ATAATAACAGAAAATNTNGAhfTAACGCTCTAACTATTAAAGGAACGTGAAGTTTGTCAAA 

AGCTTCCCCAAAATAAAATTCCAGGACCAGATGG 

Sequence 910 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAATGGGGTAGGGTGTCTTG GGATC TGACT 
GTTTCTTAGACCTTCAATGCTTCTTGGCTTTCCTCACTGCTAGTTATAATTCAGrnrCT 
CAGGTCTAAGTCATTCATCACTCTTTTGTCTGCTTTTCA GCTTCC AAAAATtCATTGCTA 
TTATCTCCTCTCCTGTTTTCCCTATTGGTGTGTTTGTNTC 11 I I I CTTTAAAAAAATTCC 

TTTGTGG 
Sequence 911 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACCTAGCCAGCTGCACAGCAGCTCTCCAAGAA 

AAAGGTGTATATTAGACAGATTCAATTATTCATCTTGTGATTATGAGTAGTAACCAAATT 

GTCTATGTAATTTTCTTATGGTGAACTACCCAAAGCAAGGCCTCACCTTAGGCTACCAGC 

TTGACTCTTAAGTGGACAGAAAGAGCCAAAGGCTAAAAGGTTTGTGAGAAACCTCATGAG 

CACTGAGTGTTCTAGTTCCAGATGAAAACCGGTTTCAGGTATGAAGCAAGAGGGAGTGCT 

AATTGGTAGAAGTAATTACATCTT 

Sequence 912 

CCCTTAGCGGCCGCCCGGGCAGGTACAACAGAGCACAATGCTTAGATTTGGGTGGATTTG 

AATAAGATGAAAGATAAATTATGATTTTGTTCAAGTGTTAAAATAAAACTAAGACACTTA 

AGGACCACAAAAATTTAGACCAAAGTATCTTGTAAATTCTACCTGGTGAAAGTTTGATAT 

AGCACACATATGACTTTTCTATATTATTTTCTGTTTTGAGTTTAGTAGTAAGCAGATGGT 

TTGTATTTTCTTTAGTTGCAACTAAGTGATCAGTTTCATGATTTCTCTTACTATGAAACA 

I I I I I M I 11 I I 1 CTTAACAGTTATCTT 

Sequence 913 

CCCTTTCGAGCGGCCGCCTGGGCAGGTACCACAAAGTTATTGCCTACATCCAGGTCAAGA 
AGATCTTCTACTGTATTTTCTTCTAAGAGCTTTTACATATAGGTCAATGATCAATCTAAA 
ATTAAGAGTTGTGCAATCATTAACTCTAGCTTTAGACTGGTATACTAATTGGTTTGTATA 
CGAACTGGGTTAAAGGCATAGGACACATGCAGGCTGTGTTCATTTCACAGCAGGGCTCTG 
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TAATTAGGCAATAATTACTTACCATCATACCTAGTGAGGCAATATGGGAGAAACAAAACA 

GGCCATACAGCTTCACTATTATTCCTACT 

Sequence 914 

NNCACCCCTAGCGTGGNCGCGGCCGAGGTACTTGAGGACCAAGCCACAGAGCAAGCGCTA 

AAAAAAAAGTTAACTAGAACCTTACCACTNTTNCACGCACCCCAATTNCATAAAATGTAT 

CAGNAAAAAAAAACAATNATCTAAAGArWKAAAAGNAAAGAAAAANNATNNANCACATAG 

GNAACNGGGTGTCAACTAGGNAACNGACCTATANNAANNNAGGAAGANAGNGNCTNCCTT 

CCTCAATNNNCAGANNNACGGAGGGGAGGCTCAAAAGGCCCGAGAGGCTCNCTACAAGGA 

GAAAG 
Sequence 915 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAATGGTAAATATATGAGTAAATATAACAC 
ACTTTTTTCTTTTAAAATTTTATTTAAAAGGTAACACTTTGC^ 

GTATTGTGGGTTATATAGTAGTAAGATGTTTGACATAAATTACATAAATAATTGGAGCAG 
GGAAATAGAAGTGTGTTGTTGAAATGGTTTGATATTATATATGAAGTGGTATATTATTAT 
TTCAAGGTAGCCTTGATAAGTTAAAGGTTACATATTGNAAACCCTACAATAATCATTACA 

AAATAAAGAGATATAACAGNAAG 
Sequence 916 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCATAGAGGTCCAGACCCCTTGCGTCTGGCAT 

TCCTTTGGTCTATAATTCAGTAAACTCTGCTAAAAAGGAAACGAGACTAGCTTGCTGTGG 

CCCCTTAAGCGACCCAGGGTAGCTTGTGATGGTTCAGATTATGATTTGTTCTAGAGCTTT 

TCCAGAGGCAGATGTTGAGGAGTTTATCCTATTTGNCCCCTNCCCTTTAAACAAACAAAA 

GTGCCGGCTGGACGCANTGGGTCATGCTGGTAATCCCANCI4TTNTGAGAGGCTNAGGCAG 

GCGG 

Sequence 917 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCCTGGCATGCATCTTCTCGATGGTCTGTT 

ATCTTGTGGGAATGACATTCGTTAAGTTGTTTTCTGTGTGCATCCCACGCAAATAAAGAA 

TGTTTCATCAGCAAAGTGAATTGCCGTATAGTCATCAGACTCTAGAAATAAATTATCAAC 

GATGACTGCAGTGGGTGAGGCTGT7TGTT TATCA CATCACTTGAGAACAGAGTAAAGTGA 

GTTTCATATTTTCCTGAGTCTTGAATTGTCATTTTAGACATCTGTTCAGAAGCTTTCTM 

GCCATGGAGTATTCTAAATGAGC 

Sequence 918 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAATTATAAAGTTACCAATAACT TTACA TTA 

AGAAAATCATTTTCTTCCCCTTGAAAACAAAGTATGTCCTCACTTTCCCTGCTCTTTTAT 
TCATGGCAGTATGAAATGTGTCCCTGATTCCCTCCGACCTGCCACAGAATACTGAAACAG 
TGGCCGTGGGAAGAAATACCAGATGGTATGCATATGGCTTTGGGAACAGCTTTCAGCAGT 
GGTCACTTGTC M l I I I I A ATGCATTTCAAAATGTGTTTGGTTAGCAAAAAATAATGAGA 
TAATTCCCTCAAATAAATG 

Sequence 919 

CCCTTAGCGTGGTGGCGGCCGAGGTACAACAATTTATCCATTCCTTTAGCAATAGTTGGA 

CACTTAGAATGTAAAACTGTTCAAACAAATTGGTATATTGGAGTTTGGGTAGAAAGAAGG 
GCCGTTGGAAGAGGAGGAAAAGAGGGTGAGATGATACATTA ATATA AATTACTGAAAGGT 
GGTGTTCACATTTAGAAI I I M I I I I I AAGTTGCATGTTTAGGATTTTAGTGCTCAGGAG 
GAAAGAAGGCCAGTGTTGCCCTTCCAGACCATCGCTGCCATTTCCCTGTAATATATCGTG 
TGTAGAGGAACCTAATGCCTGCA 

Sequence 920 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCGCTATTTCTAGTTCAAAATCACAGATTTTCA 

GATTGAAAAAATTTCAATCCACTTATTTTTCAAATGAGATAACTGGGACAAAGAGAAATT 

CCATGACTTGCCCAAGATTACCTACAGTTTAACTGTCAGCGGGGCTTAAAACCACAATCC 

ACATCTCCTGACTCCCAATCCTTTCACTTAAAACAAACAAG CAAAC AAACAAAAAAGATT 

TCTAATAAAGTGGAATAATTNTAAGAAAGGCAAGTATCACTATTTTAC 

Sequence 921 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACATGTAAACTTCTACTTTCCCCTTCAGATT 

ACAGCAACCATCATGCCAAAGCTATACACTCTCAGGGAATCCCTGTGGATTTCACTGATG 

ACCACTTGACCAACTATCATAAAGATCAAGGCCAGGGGTTCTCAAACTCTCAACATTTGT 

GTGCTCATCTCCCCTTCACCCAGAGACTCCCCAGGGCTGCTGGGCCACACTTTGGT7TGT 

TTGACTGGAACATAGTTTGAAAGGGATGGAAATTTCCAAAAGGTGTTAATAGACACATAA 
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AGATTTTTAAATATTAAAAAAAAGAAAAAGAAAGA 

Sequence 922 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACAGTATGCACTCCCTTCTCTGTGTTTTTTG 

TCTGAGTTGATGAT7TGGAGCTCAAAGAGCTAGCGGAGGGAAAAGCTGAAGCCATTCAAA 

CACATAATGAGAATTGGAGATGTAAAAGAAGGCTGAGTTCTAGGAGTTGCAACAACTTAG 

GAGATAACAGAACCAATTCGGAATGAGCAGGAATTGTAGGAATGCAGGCGAGGACTAGAA 

GAATCAGCTACATGCTGTTTACTGGCAAAGCAGGAGAAATGTGACTGAGGACAGTATGCC 

ACTGAAAACTGATGAAAGAGGAGGGAGACAGGAGG 
Sequence 923 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTGTCTCATGCTCTCTTTCTGTTAATAGCAC 

CTCAATTCTACTCTGGGGGACATTCCTCCTCTC I I I 1 I GGTCTGGAATGTCCCCTGGC7T 

CAGGGACAGCTCAACATGGGCCTGGACAGTCAAATTCCATCCCCAAGCTTGGGACTCAGG 

GAGACCATCCAGTGACTTGTTCCTGAAGTGCTGGGAAGGCAGAGCNTCCTTTCTGCGGGG 

TGCTGAGTGATGGGACGACAGNGTGGAGCTACTGNGCTCTCCAAGCCGGNGCCCAGGACC 

AGCCTGCCTGAGAACGAAGCCAGC 

Sequence 924 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCCTTGCAAAATTATATTACAAGAAGAAG 

CACACTTGTTATAGAAGTGCTGAATTGTATGGAACCTAAATCTGTCAAGTTACCTGTCTT 

TCAGGTCCGTCTCCCCACCTCCCAGACCTCATTATATTATCCCGAAAAGAACACGATCTC 

TTTAAGGCTAGGCAAGTATTGCGCTGATGAGCCAGGGACTGCCCACCAATTGGCAGGCCC 

ATTGGGTGATAAATGTCCAAGGACCTCTAGGCTGACGACACATTTTTCATGA7TAATCCA 

GCCTATTGTAACCAGGGCCACTCACATTGAT 

Sequence 925 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTACTGTGTTGAGCCCTCTTCCATCTCCTGTA 

GTTTCGTCAGATCCTAGGAAGTGTCCCTGACGGAGAAGTTTTACAAAATGAACTTCGAAC 

TGAAGTATCCCGATTGAAACGGAGATCTAAAGATCTGAATTGCCTTTATCCCAGAAAAAG 

ACTTGTGAAATCTGAAAGTTCAGAGTCTCTTCTTTCTCAGACAANTGGTAATAGTAATCA 

CTATCATCATCATGTGACATCCANAAAGCCACAAACAGAGCGGTCCTTACCAGTGACTTG 

TCCATTGGTTCCAATTCCTAGC 

Sequence 926 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAAACACAAGATTGCTAATAGACTGCTAATAA 

TAGAACTTAATAAATGAAATAATTTATTTCATTTATTGTTGCTTGGAATACAGAAAGTGC 

TTAGTAAATATTGAATGAATCAACAAAGTACCTCCCAATATAGAGAAATCACTTCTGAAA 

AGGATAAAACCAAGTTGATCCTATTCAATCGAAGGCATCTTTTGGGGCTGTTACAGTTAT 

TTCCTTTATTTGAAGAAGGAATATGATATACCTACTTTGTTCCAAGTCACTGCTTATAAT 

GTGCTAATGGTACCT 

Sequence 927 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTGAAGACAGCTACACCTGGTTTCCTCCCTC 

ATGCCTTGATCCCCAGAACTGCTACCTTCACACGGCTGGAGCACTCCCAAGCTGTGAATG 

TCATCTCAACAACCTCAGCCAGAGTGTCAATTTCTGTGAGAGAACAAAGATTTGGGGCAC 

TTTCAAAATTAATGAAAGGTTTACAAATGACCTTTTGAATTCATCTTCTGCTATATACTC 

CAAATATGCAAATGGAATTGAAATTCAACTTAAAAAAGCATATGAAAGAATTCAAGGTTT 

TGAGTCGGTTCAGGTCACCCAATTTCGAA 

Sequence 928 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGAAAGAAAACAAATACCAAGTATTTACAGAT 

CCAGAGAAAGTTCACAAGAATGGGAGGATGCCAGTTCCAATGCTTTGTAAAGTCAAAAAT 

AGCCACATTGCAAAACAAACAAAAAAAAACGAGAACGTTCCCGAGTGTGCCTCCAAAACA 

TAAAGGAGAAAATCATACAGAAAAACCTCATGTAAGGGTTGGAACTTGAGCAACCAGCTA 

TCCAAATACAGAGGGGAATCCTCGCTTAGCTAGGGCATGGCCTGAGAGAAGCCCCTTCCT 

GCTTTCAGAGCCTACAAGTAGTCCCCA 

Sequence 929 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAAGCAATAAATCTGAGCAATTATCAGGTTAT 

TTTATTGCATTTCTAATGAGTTCTTCTAAAAAAAGTCAATCAATTATCACTGCTATATAT 

GTTCTGTGTGTAAGGAGTGCTTGAGAGTCTTTAATTGTAACATTTATTAAATAAGAATAA 

GAGGACATTTTTAAAGGAATTAAAGGAACATTAATTCCTTCATAAATGTATAGTGCTTAA 

GCTCTGCT7TAAAAGGTCTTTCCATGTGCTCTTGGGTAACCACTTAGGGCTGAATTCATA 
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GTATAAATATCAATAAATGTTGCAATCACAA 
Sequence 930 

CCCTTAGCGTGGTCNCGGCCGAGGTACGCGGGTGGGAAAGGGAGGATGACTCACTTACTC 
TGAAATCTGGGCCCAGGAAGGACCTCTCCCATCCTTGGAGCCTCCTCATTCTCCTGTCTC 
TCACNNGTCCCCCCACCTCTACCATGATGTCCTCATTCTGGGAACCCCGAGCA GGGAT AG 
TGGCrrGGGCCCTTCNTCTGGCTTTTCTCCCCACNCTTTGCTCCACTTCTAACAl M I IC 
TNCCTTCATCTNACATGAAAGGGACAANGGGTTAACCCCAAGNAGGGAGGGCAGAAAACA 

ANGNNCCCCACATCCTGGCTNTGCCTTCTGAC 

Sequence 931 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCAGGGATTTANAGACAGGGTCTGGCTCTTT 

TGCCCAGGCTGGAGTGCAGTGGAACAATCATGGCTCACTGCAGCCTCACCCTCCTGGGCT 
CAAGAGATCCTNCCACCTCAGTCTCCCTAATAGGTAGAACTACAGGTGCACACCACCACG 
CCTGGCTAATTTAAAAA I M I I I I I A TAGANACAAGGTCTCACTATGTTGCCCACACTGG 
TAAAGTATTTTTAAATTTGAGACATGAATAATGATGCAAATCATCCTTTNTATGGGTCTG 
ATTCTGTTCTGTTACCTTATTCAAGGACTAA 

Sequence 932 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M I I I II M M M II I I M I M M I I I IGNAT 

TTTTAGTAAACACGGGTTTTCGCCGTGTTAGTCAGGATGGTCTCCATCTCCTGACCTCCT 

GATCATCCGCCTTGGCCTCCCAAGTGCTGGAATTACAGGCATGAGCCACCGTATNTGGCC 

ANANAAATTTTTTAATATAAATrTTTTCAGTTACCACTTAAAGGGAAATATGAT^ 

AACTAAATAAAGAAGAGCTTTAGTAAAACCATGCCCTCTTGCTAATCTATTAANAGTCAA 

ATCTGAA 

Sequence 933 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTATGTTTCCACTTATGGACAGATAATTAC 

GTAGTAAACATAGAAACACACGAACTGAAAGGACACACACCAGTATCAGAACTAAGTCAC 

CCATGGGGAGGGACAGAAGGAAATAGGATGGAAAGGGGTTGAGGGACTTCAACTGTATTT 

GTGATGTTTTAGTTCTTTAAAACAAAAATCTAAATGACATTTGAAATATGAAACAAACGC 

AGAAAACATCAAAATGTCAACAATACTTAAACCTGAGTGTTGGGTGCCTGAATGTTATAT 

TGGTCTCTGCA 

Sequence 934 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCAGTATA TGAG CAATTGCTCAGCAGTGTTT 

GGATATAGGGAGTGGATAGCTATTATTAATTGCAGATTATTTTGGAAGGAAAAACACACA 

GAGAATTATGTATCTTTCAGTGTAAATGTTAGTTCTAAAAACAATCATATrATTTACAAA 

GCTGCAGTTATAGAACACAATTCTGATTTCTGCCTCACCCCCA CGGTTA ATACTGTAAAA 

CATTTCCTACGTTTCATCTGATAGTGTTATTAAAAATAGCTGTTATTTTTAATAGC^ 

CTAAAACATAAAAATGTTTAGGCCAGGCGT 

Sequence 935 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAATTCATAAGATAAGGATTAAATGAATTAAA 

ATATATAAATCCCTTAGATAACAATGCTAGGCATATGTTAAGCACTATGTTAGTATCATC 

AAATGTTGTTGTTACTGTTATGGAATTTATCACAAATATGTAATTATATGTTTCGTAGTG 

ATTATTCATCACCCCTACTGGACTCTAAGGTCTGTGAGGATATGTCTATTTGGTTTACCA 

CTGTATCCTCAACAACTGCTGGTTGTCCCTATTGTAGGTGTTAGGTATTAAGTGCATGAT 

AGTGAATACATAAAGGTT 

Sequence 936 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAGATTAAGTATTAATATGCTGTGAGTGCAG 

ATAGAGAACAGAAACAGGCTGTTTGATTTCACCATG GTCAA TGCTCTGATGTGCCA AACA 

CAGGAGGTTGTGGGAACATATAGACAGTGACCAAACTTTTAATGAATACAGGAAGATtTT 

CTGGAAAAGATGACATGTAGCAGACAGCTGACAGACGAGTTTACCAGG TTCAG AACTTAA 

GTGATAATAATCTTTTTATCATAAAATTTTAAGTGTGGTAGAGAATAAAAGTTrrGAA^ 

AAATGTTGAATGAAATGTGTTAT 

Sequence 937 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTAAAAATAGAATATAAGGCAGTGAAATCA 

AATCCTGGCTCACTTGAAGAAATAACAGTCTGTGGGCAACTNGGTTGTTTCTCAGGTCAC 

CTCAGGGGACAGATGGTCCCTAAGGTGCAAAAGAATGAACTGGTGCTGATATATGACTGA 

TAAGTTTCTGTAACGGGCCACTGACCATTTCAATTCCCAAGGAACATAAATTACCTTTTA 

GCCTGTGTATTTACACACAAATATGCAACCTGCAAACTTCTTCTGAGGACAGATGTCAAC 
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TAG I I I M CAI I i I I m I I t A CAGTCAAA 
Sequence 938 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGTATACTTCACCAGATATCTATAGAACATT 

CCACTCAGCAACAGCAGAATCCAGCAGAATATATATTCTTCTGAAGTGTATGTGGAACAT 

TCTCCGGGATAGACCATATGTTAAGTCATAAAACGAGTTTCAATAAATTTAAAAGGACTG 

ATATCATACCAAGTATGCTCTCTGACCAGAATGGAATGAAATTAGAAATCAATAACAGAA 

GAAAATTTGGGAAATTCACAAATATGTAGAAATTAAAAAACACACTCCTTAAACAACCAG 

TGGGTCAGAAAAGAAATCACAAGG 

Sequence 939 

CTTCCATACTCTTTTAATTGGATATGCCAGTGTGTNTCANTAATTTCCAGTGGCTGTAAA 

ACTTTGAGAAATTTTGTAGCrTTTAGAAACCACATACCTGTATTGCCTGAT TGCTTATT A 

AGTGATCTCTTAGAGGTTTCCAAAGTTATGAGTTTGAGTTTACAAGTGCAG I I M I I I CC 

ATGAAAATTTCAGTGGTGACAAATTATAGAATTTAT CATT CAATTCAGTCrrAACTAGAA 

ATAATrGCATATAATAAAACAGGTTCTTGACTGTTCTTTT 

Sequence 940 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCCACTTCCATTTTGTAAGTGAAGCCCAGA 

GAAGCAAAGAAATGTGCCCTAGGTCACATAGCTAGTCGGTGGCAGAGCTGTGATTGGCAG 

GTTGGTCGAATGCCTCCAAAGCCCTCGACCTTCCCACTATACTTCACGCATCTCTAGAGA 

AGAGACAGAAGTAGCCAGGATGAAGGTCTTCAGGTTTAAGAAGAACTATGAAAAAGCAAA 

AGATTTTTGTTTTCGTGG I I III I lA CTATAAAGGAAAACTTTAAATAATAGCAAGAGTG 

CTATAGGTAAGATATCAGA 

Sequence 941 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCGTGGTTGAACTTATTTGGGGACAGAATTGA 

GACGGAAAAATTTGATATCAAAGGAAGTATCAAAACCCTTGATGTGGTTAAGAGCATGGA 

TAGTGAAACTAACCTCTGATGTATGGTGAGAGAGCAAAAGAGAAAGGATTGCAAAGAAAC 

TGGAATGTAGAGGATGAACATATTGGTAATAATAATACTGGTGGAATTGTTATTCAGGAA 

AAAATAGCAATTATTCCTGTTCATATCTCAAATCATTGTATGTTGTTTATTTAAAGGGAG 

ACATGGTAGAAGATATCAAATATAAAAA 

Sequence 942 

CCCTTAGCGTGGTCGCGGCCGAGGTA CATGAA AATGGCTGTTT TTCCCCACATT AGTCAG 
CTCTGGATTTTGCATGTGTGGGGC I I M I I I I I GATAGTTATTTGTTTTTTATTTTAAAA 
ATTTATTTTGCCAACCCAGTAGAGAACAGCTGAGCATCTTCTCATGTATTTATTGGCCAT 
CTGCATTTCTGCTGCTTATTGGCCATGTATTTATTGGCCATTTGCCG TCTGC TGTGAAAT 
GTCTTAAATTTTTTGCCCATTTTTCTAGTGATAAAACACTGAAGCACATTT^ 
TCTGATGAI I I I lATTGT 

Sequence 943 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAGGAGA TACAT TCTGCTAGTTTGGGGTG 

GTGTGTTCTATAAATGTCAATTTAATCCAGTCGGCTTATGATrrrCAGTTCTATATTCTT 

ACTGATTAATGTGTATATACTAGTTCTGTTACTAAGGAGGGATGTTAAA TTAATC CCTAG 

CTGTAATTGTGCATTAGTTTGTCTCTTTTCAGCTGTTCTAGCTTCATAAATT TTTGG AGC 

TGTTAGGTGCATATACGTTTAGGATTATTTTGTCTTCTTGGTGAACTAGACCTTTTATCA 

TTAGGAAAC 

Sequence 944 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAATCAACTTTCCTTTTTACTATCTGGAAAT 

AGGAAAATGTTCCATTCACTATGGTGACAAAACTGTAAAATAGGAATATATTTCTGAGGA 

AAGTATAGGTATTTACAAATAGATAAACTATATTCTTAGATGAGAATACTTAATACCCAC 

TTTACAAAATTAAAAATGAATTACAGCTTTTTAAAAATAGATTAAGCTGGGTGTGATGAC 

ATGGCACCTATAGTCACAGCTACTCAGAAGGCTGAGGCAGGAGAAGCACCTGAGCCCAGG 

AGTTTGAGGCTCTAGTGAGCTAT 

Sequence 945 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGCAAGTCCAAAGAGGACCAGGAGGATCCC 

CGCCAAAAGAAGGGTAATCGATGGGACACCAAAGTTATCAGTCAAGTAAGGCAGAAATGC 

TTGAATGAATAAATGTATATAGATAGAAAGTAGAGACCTTGATAAAGTCAAACTCCTTGC 

CTTTACAAGTGTGTGTTCAGCAGCCATGCAAGGGAGATGCCCATCTGGCAGTGGCCCAGG 

GCAAGGTGTCAGAGCCCTAGTGGCAGGGAGATGGCATCCACATATGAGGGAGGGTGACAT 

GGTGCTAACTGGGCATCTACATAGGGCAGGG 
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Sequence 946 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCATATTTAATGAATTATTTTATAAATTGC 

TGTTGTGAAGCATTTGTGAATGACCTGC CTCC TAGCTTTCAATGCTAT rGCCC AGGCTNG 
ACTTTTATTGCAACTGTTTTATGATACAGTTTTGCATTGTATGTGTTTACi i i i lAAAGA 
AGCATTTCCTGGGAGGTTTCTTTTTCTGGTTATGAAAATAATATATGCTTATGGGGAAAA 
ATTGGAAAATAGAAACNAGTATCTAGAAGAAAAATCACTCATAATTCCANCACCCTGTTA 
ATACTTTGTCTTTTCTTACAGTTTCTAATA 

Sequence 947 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGTAGATGAGAACTACTTATTTAGAGTGGCAG 

AGCATGCTATAGAAACAAAATATGAGTAATTCTAACTGTAGTTATGTTATATTAGCATAG 

TGAGATAGTAACATTAATAGAATTCCTTAGGTGGAATTTCTTTAATGC 

Sequence 948 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAGTGCATATTTAATGAATTATTTTATAAATTGC 

TGTTGTGAAGCATTTGTGAATGACCTG CCTC CTAGCTTTCAATGCTA TTGCCC AGGCTGA 

CTTTTATTGCAACTGTTTTATGATACAGTTTTnCATTGTATGTGTTTAC I I ll i AAAGAA 

GCATTTCCTGGGAGGTTTCTTTTTCTGGTTATGAAAATAATATATGCTTATGGGGAAAAA 

TTGGAAAATAGAAACAAGTATCTAGAAGAAAAATCACTCATAATTCCAGCACCCTGTTAA 

TACTTTGTCTTTTCTTACAGT 
Sequence 949 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGAACTAAATTGTGATACGATAGGTGACT 

TATGAGTAGCACAGAATGTAATAGGCCCATCTCTACCTAGTTCTGGTCACCACACTTCTG 

TCAAGGTAGCTCGGAGAGACGGTGTCTACTTATTCACCACATCATGAGATCACCTCAAAC 

TGAGCAGGCAGCCAATGAAAACCGTGAGCTTTCTTTACATTAACTTTCTGAAAGTCATTT 

TTTCTTATTCCACTTTGTGCCTTTTTTTAAAAGCTGCAGCTTCATGGAAT^ 

TATTTAAAAGACT 

Sequence 950 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGTAGGTTGATCTCTTTCATTCTCATGGT 

TTAATTACCATCTATTCACTGATTACTCCCAAAACTGTATCTATAGTCGAAGACTGTTTC 
TAAAAGGTCTGCACCCACATATGCAAATAAATA 

Sequence 951 

CGGCCGAGGTACTC7TAGGAAAGAGTAATGGGGTTGAGGATGGTTAATTTAGCCCATCCT 

AACTTCTAGTGAG AI 1 1111 ICANAATArnTGGATGGTrCTCTCACTTTNGTTATTAAG 
CATTAGGGAAGAAGATTCTGCAGCCTACT CAGGT GAGCCAATCTCATGGCATTGAACANA 

NAANATATGTTTTCACGTCTTTAACCAhrrGTTTTTCATAGTGNAAGTC^ 
TTTGATCTAAGTGGAACCAAGAGGTTAGATACTCCCTTTNCTTTAGTTATATAATGGGCT 

TCATGTAACT 
Sequence 952 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCTGTAGGTCTACAGGTAAAAAGCTATTACG 

TTGCAAACATTATAACGTAATGTAAGGTCTGGATTACATGCCTAAAAATCCAATGATTCT 

TGGAACCATCAAATCTGTTAAGACTGAAAAGAATACCAATGTTTAAATATATCTATAAAA 

TGCAGGTCAAGGGGCTAAGAAAATTGCAACACTAGAAAACCAACAAACTTAG GTTGTTC T 

AACATACATACACAAATACAGGAGGGACGTTTATGGGTCACATCTGCGAAACAi i i i i iC 

CCAAAAAGCTGAATTTT 

Sequence 953 

CCCTrAGCGTGGTCGCGGCCGAGGTACCACCAATAATTATGCCCACAATTTTATCGTAAA 

TAAGAGTGATTCCCTGTTCCTTTTCCTACAGAACATGTTTCTGTCCGCAAAGAGAATAAG 

AAAACATGACCCCTCCATCCAGAACCAAACTAAACTCAGGAGTGATTAGAATCACCTGTG 

GGCATTTTCCCCCAAACCACCCATACTCTGTAGATTCTGATAAGCGCTCTTAAAGAAGCT 

ACAGCTCTTCCCCATTCCCTATCTGAAAGCAAGGAACCACTGGCTTTGGTCAGGAAACAG 

GCATACAACATCAGATGTGATTATAA 

Sequence 954 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGATGTTGTAAAATTTACTATAATTAATAGGA 

ATTAATTAATGAATGCCAAGGGGCAGAGCCACACTTCCTATGATAGTTCCTTGCTATAAG 

GTGCTATTTTGTTNCTCCTACATTTACTCCATAGTAAGCTNTTGTTTGAGAAAAAAAATG 

CCAGTTTGGTGCGTAGTAGATACGCAGAGGCCTGNGAAAGGGACNGATGAC NCCATTA CC 

CCATGGGTACAGAATGTATAATGCTTCCCCTCTCAAACTTGGGTTGNTTTGGNTTTTTTT 
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TACA 

Sequence 955 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTAAGCCAGA7TCATGGTATGAAGGCAGCAG 

CATAGCACCTCCATTGACCCACATGGGGGCCTGCCTTGGGCTTC ATCAGC CCTTTGGAGT 

CTCAGATCCCTCACCTGTTAAAGGAGAGTAATACTACCCACTTACCTTTTTGGGTTGTTG 

TGAAACACACATAAGACAGTATTAGGAGAAGTAAGGTCTGAGGGCTGGGCTTTGGACCCA 

GCGGCCCCTAGGTAGAGGCCTGTTGAATTGGATGACAGTGAACTTTGCAGCATTTCCTAA 

CCTCAGAAGTTCAAGA 

Sequence 956 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTGCTTTATTCAGTCTAGGTAAGAAATGTAA 
TGGATGTGTGCAGGTGACATAATTTCAGG GGATAA GGTAAAAATTAGATGAAGCCCAAGC 

AAATATTCTTAAAAAGAAAAACTTAGGA I M I I I 11 lACAAAAGTTAACTTAAAATGCAT 
TATCTAGAATAATGTTATAAATCAACGTATAGAGACGTTAGTGAATAGTTCCCT TCATTA 
GGATGTTGAAGGAATATGGTTTCAATATTCAACAAATGTCGTGATGCCTATAAA I I I I I C 
TACAAACAAGAGTATTGT 

Sequence 957 

CCCTTAGCGGCCGCCCGGGCAGGTACTTCAGGAGA TACAT TCTGCTAGTTTGGGGTGGTG 

TGTTCTATAAATGTCAATTTAATCCAGTCGGCTTATGATTTTCAGTTCTATATTCTTACT 

GATTAATGTGTATATACTAGTTCTGTTACTAAGGAGGGATGTTAAA TTAATC CCTAGCTG 

TAATTGTGCATTAGTTTGTCTCTTTTCAGCTGTTCTAGCTCCATAAATT TTTGG AGCTGT 

TAGGTGCATATACGTTTAGGATTATTTTGTCTTCTTGGTGAACTAGACCTTTTATCA'^^ 

GGAAACTGTCCATATAACCAC 

Sequence 958 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCTTTTA AATGG GCAACTTC 

TAAATATTGATACAACCATTAATAATAATGCTTATAGGGTAAAAGAAAA IN U GA AGCA 
CTGAATTCAGTAACCTGGGTCATGGTCCAATTTTGCTCACTACTTCATATCTTTTATGTA 
GATTATTCCTATAAACATGTTCCCTAAATTCCACATCAGTTTGTAAAGTCAATGGATTAA 
ATTATTCAAATGTAGCTATTTAACGGTCAGTAACAATGCCTAGAAACCTAT 

Sequence 959 

CCCTTAGCGTGGTCGCGGCCGAGGTAC M I I M I I I I I I I I I I M I I M I I I M I I AANA 

CAGTCTTGCTATTTTAAGTCCAGGCTGGACTCAAACTCCTGAANATTGCTCAAGCAATCT 

TCCCACCTCAGCCTCCCAAGTAGCTGGGATTACAGGTGTGATGTCCAGCTTAGGTTCCAG 

CTNTTAAAANANTTGTCAGTGTGGTGGGCGAGGTGGGTCACATACACATATAATTATAAG 

GTAAAAAATCACAACTACTACAAGAAAGGTGCAAACATTTATGAGAAAACCAAAGAAGGG 

Sequence 960 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTC 

AAAAAAAATTATCAGCANAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATC 

TCTAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGA 

TATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTCT 

CTAATCTTCTGCTAGTATCCCTATTAATTTAGCCTAATTAGAAGCTGGAAGGTAGGAGAG 

CCTCCATGGGCCAAAAAAGCTGTTGTAGAGAACATGGATCCTTGAGGGGGGTAAATGGGC 

AGATAATTCTAGCCACAGATTG 

Sequence 961 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTC 

AAAAAAAATTATCAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATC 

TCTAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGA 

TATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTCT 

CTAATCTTCTGCTAGTATCCCTATTAATTTAGCCTAATTAGAAGCTGGAAGGTAGGAGAG 

CCTCCATGGGCAAAAAGCTGTGTAGAGAACATGGATCCTGAGGGGGTAAATGG 

Sequence 962 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAGAATATGATTGTAAATTTGATCAGCAGCT 

ACAACATTTCAATGATGCATAr 11 M I I I rCAGATGCATTCCTTTGATTGAATTTAAAGT 
CAAGCTTGTGCTTCTGGATGGTTGCTTTGTCAGTGAACACTTGGAT TTGG AAAATACAGC 
ACCTGGGTTGGTTTTGAGAGAAAATGGTTTCAACTTTATAATTACAGTT TTAAC CACCAC 
AACAACAAAATTAGGATGGTAGTGAAATGGAACTAAATCAAATGCAAGGTTTTAGTTTAA 
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TANAACAATGTCATCCTTTAATAATCTTTAAAAGAAGAACAACTAAATAACCCAATNACA 
AAATTTGAAAATTAGGGTCAAACCT 

Sequence 963 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAGAATATGATTGTAAATTTGATCAGCAGCT 

ACAACATTTCAATGATGCATAI I M M I I I CAGATGCATTCCTTTGATTGAATTTAAAGT 

CAAGCTTGTGCTTCTGGATGGrTGCTTTGTCAGTGAACACTTGGAT TTGG AAAATACAGC 

ACCTGGGTTGGTTTTGAGAGAAAATGGTTTCAACTTTATAATTACAGTT TTAAC CACC^ 

AACAACAAAATTAGGATGGTAGTGAAATGGAACTAAATCAAATGCAAGGTTTTAGTTTAA 

TAGAACAATGTCATCCTTTAATAATCTTTAAAGAAGAACAACTAAATAACCCAATAACAA 

AATTGAAATA 
Sequence 964 

CCCTTCGAGCGGCCGCCCGGGCAGGTACACTGCATAAAGCCAGAGTTAAAACTTCACTGC 

CAGCCTCTGAACAGAAGGCTGTTCTATCCACACTATCACAAGACCTGGTGGAGTTGAGGC 

AACTGCTGAATTACCATACAGGGAAGAATGAATTCAAGAAAATTCCCATGCAAGATAGGC 

TCTTAAAAAATAAATTTACACAAGAAAATCAGCACTGTAAAGGTAATTGATAAGCCCAAT 

AGAAGGGAAACCTATACAAAGAAATAGAAATAACTAAGCAATCTGAAATGGACTTTAAAT 

AATGATG 
Sequence 965 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACACTGCATAAAGCCAGAGTTAAAACTTCACTG 

CCAGCCTCTGAACAGAAGGCTGTTCTATCCACACTATCACAAGCCTGGTGGAGTTGAGGC 

AACTGCTGAATTACCATACAGGGAAGAATGAATTCAAGAAAATTCCCATGCAAGATAGGC 

TCTTAAAAAATAAATTTACACAAGAAAATCAGCACTGTAAAGGTAATTGATAAGCCCAAT 

AGAAGGGAAACCTATACAAAGAAATAGAAATAACTAAGCAATCTGAAATGGACTTTAAAT 

AATGATGTTTACAATTCTCTAAGAGGAAAAGGAGCATTANC ATCAGT GAAACAAAAGTAG 

GGCTATAGAAAAAACAATACTTATGAAAAAACCAArrGGAAATTTTTAGATGGAAAAGCC 

TGAAAGTAAAAAATTCAACACATGGTCTAAAAGAATAAACTGCACACAGCTTGAAGGGAA 

AATTAGTTAATTTTACCNAAGAAA 

Sequence 966 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCAAAAGGATGAAAATGTTTTCTGTC 

AGAATGAAATTCAAGAAAACTTAAAGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAA 

AATCGCAATGTCTGGTGTCCAGTCAGTTACCAGGCATGGAAAGAGACAGAAAAACATGAG 

CCATCATGAGGAGAACAATTAGCAGAAACCAAACCAGAACTGACATACATACCAGAATTG 

GCACACAAAAGGATATTAAAACAATAACAACTGCGTTCCATATGTTCAAAAAGTTAGAAA 

CATGAAAGA 

Sequence 967 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCAAAAGGATGAAAATGTTTTCTGTC 

AGAATGAAATTCAAGAAAACTTAAAGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAA 

AATCGCAATGTCTGGTGTCCAGTCAGTTACCAGGCATGGAAAGAGACAGAAAAACATGAG 

CCATCATGAGGAGAACAATTAGCAGAAACCAAACCAGAACTGACATACATACCAGAATTG 

GCACACAAAAGGATATTAAAACAATAACAACTGCGTTCCATATGTTCAAAAAGTTAGAAA 

CATGAAAGATACAAAAATAAAATCAAACTTCTAAAGATGAGAAACTGTAGTGTTTGGAGG 

GGAAAAA 

Sequence 968 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCGGTCTGTGCCCCATCACCATTTCTAA 

AGCACCCTACCCTCATGGCAGTGTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGA 

TACAGTCAGCTGACGTCTGGCACCGCCTGTGCTGGTGTGCGCTAGCCTACTCACTCCCTC 

GGCCCTCCCTCAATCCTTTCAACTATATTTATTAGTTCTCTTTAATGGAAAGTATATAAT 

CCCTTAATGTCAGACCTTGAGTGGGCACTCAGCTTTATTAATTTATTTAGGTAATAAAAT 

TTACCTTCCTAATTAAATTCTCAGTAAGTCCTGGGAAGCTGTATTATTTTAAACATNTTG 

CACAATTGT 

Sequence 969 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCGGTCTGTGCCCCATCACCATTTCTAA 

AGCACCCTACCCTCATGGCAGTGTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGA 

TACAGTCAGCTGACGTCTGGCACCGCCTGTGCTGGTGTGCGCTAGCCTACTCACTCCCTC 

GGCCCTCCCTCAATCCTTTCAACTATATTTATTAGTTCTCTTTAATGGAAAGTATATAAT 

CCCTTAATGTCAAGACCTTGAGTGGCACTCAAGCTTTATTAATTTATTTAGGTAATAAAT 
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TTTACCTTCCTAAATTAATTCTCAAGTAGTCCTGGGAGCTGTATTTATTTTAAACAT 
Sequence 970 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGATTATGATAGCCTGTNAA AACAAAT TGGA 
GGTTATAACCI I I I i CTATTCTCTGCAACAGTGGATATAGGATTGGAGTTA I » If i I ICT 
TAAGTrTTTGGTAGAAAACTAGCCCAN TNGA AGTCATGTGGGTTTGGGATTNTTCTTTGT 
ANGANAGGNTCCTAATTACTAATNAGCTTTTCAAAATAN 
Secfuence 971 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGATTATGATAGCCTCTTAA AACAAAT TGGA 
GGTTATAACCTTTTTCTATTCTCTGCAACAGTGGATATAGGATTG GAGTT ATTTTT^ 
TAAGTTTTTGGTAGAAACTAGCCAGTGAAGTCATGTGGGTTTGGATTTT CTTT GTAGGAA 
GGTTCCTAATTACTAATTAGCTTTTCAAAATAGTTATGAGAATATTCAG GTTT TCTAT^ 
CTTCCTGTGTCAATTTTGTTGTC I I I M CTATAAATTTGTTCATCTATAATTTTAATATT 
TTTGGTATA AI I I I i l I CAAAAATAATCTTGTATTTATTTTACAAGGACAGGGATCTTTA 

Sequence 972 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGGGACAGAGTGAGACCCTGNCTN 

AAAAAANNI Mill IGNNTNTGANNNNNGANTAANGAAAAGAAAAGGAAAAGAAAAAACA 

AGAAATTAGCTCATGATAGNCAGCTTTATATTATNAATTATGTGACACTTTGGATATTTC 

AAAAGCACATTCACAAAGTGTATrGTCACTTAAATACCTCAAAATTTCCCTGTTATACAT 

GCAGATCATTCCCCATTCANCCCTGGGTATGGGACTGAACTGTGTACCTTGCCCGGGGCG 

GGCCCGCTTCGAAAAAGGGGCGAAATTCCAGCNACACTGGGGCGGGCCGGTTTACTTAGT 

GGGATTCCCGAGNCTTCGGGTTACCCCAA 

Sequence 973 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGACCCTGTCTC 

AAAAAAAAAAAAAAGAAAAAGAAAAAGAAAAAAGAAAAGAAAAGAAAAGAAAAAACAAGA 

AATTAGCTCATGATAGCAGCTTATATTATAATTATGTGACACTTTGGATATTTCAAAGCA 

CATTCACAAAGNGTATGTCACTTAAATACCTCAAAATTTCCCTGTTATACATGCAGATCA 

TTCCCCATTCAGCCCTGGTATGGACTGAACTGTGTACCTGCCCGGGCGGCCGCTCGAAAG 

GG 

Sequence 974 

CCCTTTCGAGCGGCCGGCCGGGCAGGTACAAAGCTAGAAGCAGCCTGGTCCAGATGGCTA 

TACAAACCCNANACTGTCTACACCCAGACTTTATTCTTCTACAACCAAATTCCTCAAACA 

CACAATCTTGACCAGTANCAGTTGAAANGGGAGTTTAAGGTGGGGGTGA 

Sequence 975 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTACCAAACCTGCATNAAAAATTTCGGT 

NGGGGCNAANAAANGNNNTTNNCCNANCCTCCGAGCAGTACCATGCTATATTGGTCACTG 

TAGCTCTGGTACATANTTTTNGAAGATTGGGGTAATGTGGA TTCCTCT AGCTTTGTTAAG 

CTCTGTTGTTTTCACTTAGTATTACrnTAACTATTAGGGCTTC HUM GGTTNCATATT 

AAATrTGTAAAATAAAATTT 

Sequence 976 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTCATTTGTCACTTTTCAACACTTCCTGG 

CANGCAGGCANCATAACTGGTCCTGCTGGGTGATCCAGACCACACTCTGCAACTCTTTCT 

TTTGAGCCAAGGCTCCCCTACTGTCTTTTCATTTTATGTCAAGGCAGGGGGAAGACCTCA 

AAGGGCTCTTGCATCCCAGTCTCACTTCCCAAGAGAGGCACTGAGGCCCTCCAGGATGTG 

GGGACAGGAACTTTGGGGCCAAGCCGGGGCTGTCCAGAAGATCACCAGGAGGGGC7TAAA 

TTAGTTNGAAAAGGGAGNAGGTCCTTT 

Sequence 977 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTAAAAAGTAAACAAATTTAACTGAAGCATGG 

CTATTAGTTAGTGATTCTTTGTAGATrrrCTGGAAAGTCTTGTTTGTTTGTATTAAACAT 

TAACTCTGCTGTATGCTGTAAATACACTGCTAAGATCAATATTGAAAAACGAACAATAAT 

ACCAATTCATATGGACCTTCAAAATTAGTCTTATAAAATTTTTATGGATATTGGNATTAT 

CCCAAGCCAACCTGACTTTTGAGGACTGACAAATAATATCTTAACTTTAACCCAGGGGTG 

GATTTCTTGCCATTTNCCTTTTGGNTTT 

Sequence 978 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACTTCACAACACCAACCACAGGTCTCAAGG 
TCAAAAAATGAGCTAGGAGTAAAGTATCTGCTCCAGAATCTACCCCCATCCCAGAAAGAG 
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CAACCCAACTGTGTCCTGAGTGGCTCTTAGAGTTTAAGACTCTGAATGAATGCCTAAATT 
TANAAAGGGTGTGGACCAAGGGATTTTNGGTTAATGTATCNCTAAAAGCANGCTGACTGC 
CAGGATTTCAAGT 
Sequence 979 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGCAGCAGAGTAGGCACTAATATGTGTTG 

AATGAGTAGGTGAAATAAACAAAAACCTAATGGCGATGGAATTTTATGGAAATAAGTAAA 

CTTCATTATTGCTGAAAATACCGCAGATAAATAGAGGGAGGCAGTGTAATAGAGTGGAAA 

GAGCAGTAGACCAGGAGTCAGACAGTCGAGGATCTCATTCTAAATTTGAAGGTGAATAGC 

CATGTGGCTTTAGACAGGACTCTGAACCACCTTGTTTTCTTATCTGTAAAAGGGGGGAAG 

TCATAATAGCTACTCCTGCCTAACTCATANGTTGTTGAGAAAATGAAGTGATT 

Sequence 980 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTACCTTTTATGTATGCTGGAATAAGAACT 

TGTGTCTACATGCATGTAGAAACAATGGAAGGATAGGCAAGGAAAATGAAAAAAAAATGA 

TAACCTATGGGGAGTGATGGCCACTAGATGACTGGGGACAGGGGCTGGTGAGTGAGCGCA 

ATTATCTATTTAAACAATCAGAAATGCTCCCTAAATTACAAGTTTCTAGTTAAATGCAGT 

AAGAAATTCCCCACAAGCTCTGCAAAATAAGTTCTGTCAATCAAATCTTACATGATGCAT 

TAACTGAGCTATTTTAAAATACTACCATGGAATTCATCTTTAAAGGGTGACCTTTGTAAA 

AG 

Sequence 981 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTATTGTTGACTGGCTAACAGAGGACCAATTA 

ATAAGCCAAAGAAATGGCTCTTTAACAATGAACATTTCTGCCATCAACTGACAGATCCCA 

GGAATAAATGTTTTCCAGTGAGGAGACTTCTCTGGTTTTCAGAACACCTCTGGCTGCCCC 

TGCCCACCCCArAGAAGGGCTATCCCTCCAGGTCAGGTTAGCATCATCACCTAGAGCCAA 

CAAGTCAAGGAGGTGATGGTTTGCCTTTGACATCTCTACCCAGACCAGACTCCACTGGAG 

AAGACTCTCCC 1 1 I M I CATCACTGCCCTACCTAGTTAGGTTGGTCCTGC 

Sequence 982 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAGATCAGATGGATTGAAACATGACAGCCCCA 

TTTCATCTGGCCGGTTAAGGTCCTCATGGAATGAAAAACACTTTCGGGCACTCTCCTATG 

AGAGAGAGAATGGGTTTCTTTAATTGCCAGATTGTCTGAACACAGCCTCAGCTACTTCTA 

GGAATAAGACGAAGCAGTGAGGAAGTTGCCAGTTGAGTGATTCTTGGGGAAAAAAATTAG 

CATTCAGTGCCAGCTCTCTAAAGTGTGGATTCTGGATTCTGGTAGAAGCCAGTAAAGAAA 

CGI I I I IC TCTGGAGTGGAAGCCTAGTAAGATTTATTT 

Sequence 983 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGACATTTCAAGACATGGCCCAATGCACAAG 

CAACTTCCCAAAGCTGTAATTCACGAGATTCCTCAGGGTCCTCTAAGCTCC TTGAG GGCA 

GAAACTTATCTTTGTATTACAGCTAGCCTTCAATCAGTAGGTGTTGAGCTGATTTTCTTT 

TTCI I I I I lAAACTCAGAAGTTAAGTTCCAGCTTCAGTGGCTATGCCCAGATGGTCTGAT 

TCTGAAGGACAAGAGAATTCAGNTGGCATAAGCCCTGTGCTTGGCATGTAGTANGT7TCT 

CAGTAAACTTTANCTGGCGGGA 

Sequence 984 

GAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTAGTAAAGATGGGGTTTTGCC 

ATGTTGGCTAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCCACTT CGGCCT CCC 

AAAGTGCTGAAATTACAGGTGTGAGCCACCGCGCCCGGCCGAGGACACTAI I I I i I IGCT 

TTGGAAGAAATGAATCCTAGTTTTGGTTCAGAAACTGTCAACAGCATTGTGCCTCTTCTA 

TGACTACTAAATTTCAAGCAAAGAGAGCTGAGTTGGGGGTAAAAGCAGGGCTATTCCCCG 

CCTTCAGACAATGCTTGTCCCTTATCAAGGGCAGACTGCTGTCTGG 

Sequence 985 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTACTTAA I I I I M I I I I I I I I I I I AGTAGAGA 

TGAGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCTG 

CCTCAGCCTCCCAAAGTGTTGGGATTACAGGAGTGAGCCACCGCACCCAGCCTGTGTGTG 

1 M I I I [ ACTTAAAAA I M I I AAATTTAAArTTAAATGTTTAATTGACAAATAATTTTAT 

ATATGGGGTATAATGTGATGTTTTGATGTATACATTGTTGTATACGTTGTAATTGTATAC 

ATTGGGGTTGTATACATTGGGATGTATACCATTGAAATTATTTGNATCCAGAAAATrAA 

Sequence 986 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGAATACATAATTTTGAAATGGAGTCAGGGC 
TTTCCTAATGATCCATTTTGTAATTCACCTAACAGCTGAGGGAAGGTCCAGAGAAGGAAG 
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AACTCAAGGTTAGTAGACAAACTTGATATTGAGTTGCACTGGCTGCCTTCTCTTTTTGGT 

CCCCTAAAGAGTATTTATCATCTTAGATTCAGC TTAAG TTGTGGACAAATATCAAGGGGA 

AAAGTATTTACAGTTAACGTTGGAATCACACGGTTTTCCGGGGTTGTGCCTCTTTACCCT 

TCAACTTTGGTGGTTTCTAAAGAGGGACCGATTATTAGTTGCTTTCACTAAGGAAGGGGA 

AG 

Sequence 987 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGCCTAGAAAATA I N 1 1 M I I I I GAAATGG 

AGTCTCACTGTGTCGCCCAGGCTGGAGTGCAGTGGCNCAAATCTTCNTCTNAAAAAAAAA 

AAAAACAAAACAAAAATAAACTTTACTCAAATATCACTTTCTGTTAAATGTTCTTAATTC 

CTTCAATCATCCCCCTCTTCTAACTNTNACAGCACTTTCTTCCACTACGGCAGGCATTAC 

ACGCCAACTACTCACCAGTTCACGTTTTCCGCCCTNTNTCCCACTTGCCCAATCACAGAN 

TTCCTAAAGAACCAGGACTATGTTGTACTAGTCTTTGTAGCCACTGCACT 

Sequence 988 

CCCrrTCGAGCGGCCGCCCGGGCAGGTACTCCTGTTTCTACA AATTTA TCTTATAATAAT 

TTGTCAAATGTTGAGTGCACAGATTTATTCATTGCAGCATTTGGTTTTTCATATCAAAAG 

ATGGGAAACATTGTGCAAACAATGCCCATCAGTAGTGGATTGATTAAATAAATTAGGTAT 

ATCCAATAATTGAATATTATGCAAGTATATAAAAAATAAGAATCATGAATATGGAAAGAT 

TTCGAAAATATATTGCTAAGATTAAAAAAAAGGAAGGGGCAGAAGAAAATAAGTTGGGTA 

AAAAAAACCCCAGAAATGTTTACTAATAATTATATTTAAAAACTCATAGGATAAACAAGG 

AAGGGTAATGAAATAA7TAAT 

Sequence 989 

CCCTTAGNNTGGTCGCGGCCGAGGTAC I 1 1 M I M I I I I I I I 1 1 II 1 1 1 1 1 1 IGGTAGAN 

ACAGGGTCTCACACT7TGTTGCCAGGGCTGGTCTNGAATTNCTTGGACTCAANCAATCCT 

CCCGTGTTAGCCTCCCAAATTGCTAGGGTTATAGGTGTGAGCCACCCTGCGCAGCCTATG 

TTTATTTCAGATGTTCAAAACAACAAACAAA AATA ACACACTNGAAAAAATGATCAGAGA 

ATACGTGTTAAATGAGAAATNGTTCAGGGCTTTT ATAA ATTTGTGACCTCCACCCTrCCC 

CTTANTCCTTTTTCTCCATAAACTCTAATTNCAAATTTTACTACCACAGCAAAAAAGAGG 

Sequence 990 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTGATTGTCTGTGTTGAGACTATTACAGAGC 

TCCAAAAATTAAAATAAAAATAATAATTTTACAGAAATACATATTTGCATTGGAATATTT 

AAGAAAGTTGAGTTTGGATGCCACAAGATTATTGGAGTNATAGGNAGCTGGGCACAGTGG 

CTCACACCTGTAATCCTAGCACTTTGGG 

Sequence 991 

CCCTTAGCGTGGTCGCGGCCGCGGTACCCTAAAACTTAAAGTATAATAATAATAAAATTA 
AAAAAACGAAAAACAAAGATTAACAGAAAACAAAACAN CAAAAAA ACTCCCAGCATATAC 
ATTGAGTCATTTGCAGGTTTGGGAGGGGGGGAAATGCTTTTTTGTATTAGGAGAAAGGGA 
AGCTTTCATTTTAAATGGCTATATTACTTAAAGTTTGCANTAAATATTTATTACT^ 
Sequence 992 

TGCTCGCTGGACAGAGGGCAACCCAACACTCTAGCCTAAAGCCCCGTGACACCTGCAGCA 

GGTGCTTGCCCACGCNTTGCACCCGTTCCCGAANTAAAAAGTCGCCGGTCCTANAAGGCG 

NCGAGNTCTTGGTNGACCTTTGNGCANCCCCACCCGTTGCCAGTCTTGAATGNGGTTACC 

CCANAGNCGCCNCAGGCTGACATGGGAAAGGATGTTCTTTGGGAAAAAAAAAAATGGAAC 

CCCGGTGGGTAGNCCCTTGNGGGGCNTGGGNAGCCCCCCGGANGGGGTTCCCCGNCNGT 

T 

TGGCCGGGGCNCAAAATTCANAAGNCAAGGGTTGGGGGNATCCCCGNGGGGAACCTTGGG 
G 

Sequence 993 

ATGCAGAATTCGCCCTTTGAGCGGCCGCCCGGGCAGGTACCCCATCAGAGTGTTTCTCTT 
GGCTTNCCTGTATGTAAACCTTACCTAATACTTTCAGTCACCACTCTTTCTGTGTTCATT 
TCCCTTTTAAGNCAAAAAANGGGANGNAAGTAAGTTGGNNATTTGGNGTTTCAAAGNGNC 
CAATTGNCTTTTGNC I Mil I GAGA 

Sequence 994 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGTTGTTCTCAAACTTTCATGTTTGT GTAT A 
CAAATCAGCTGAGGCCTTCACTAAACTACAGATTCCATGGCCTGGCCCTCAGAGATTTTG 
ACTCAACAGGTCTGAGTTGGGACTAGAAATATGCATTGCTAATAGGCACCCTGACAATTC 
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CGATGTAGGTGGTCCTTAGAACATATTTTGAGAAATATATTCTGTAGTCTGGCAGATAAA 

GAATTCTTAACAAGGAGGTCCTGCCCGGGCGGCCGNTCGAAAGGGCGA 

Sequence 995 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCATCTGTTTCCCTCTGGTTATAAATCTTTA 

ATGAAAACGGATTTAAAAAGTCACATTATGATGCTCGAAGCTCTGACCTCTCATCACAAT 
GAGAAGCAAAAGACATGCCATAAAGATGATATTTCCCACAGGAACGATATTAGAATTATG 
TGATGCAATCTCATCCAAGGTCATGGTATCAAACCAGACACAGCTAAAAATGTATCATAA 
TAGCAAGGATACAGTAGCAAGGATGGGCCTCAATAAACATTTAAAGTGGAAAAATTGTTC 
TCTAACTCATATCAAGTACCTGCCCGGGCGGC 

Sequence 996 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAAATAGATAAGGATCCTGTTTTTTGAAAT 

GAACCCCAGTTGCGCCTTAGGCATTGTGAGTTGGCTCATTTCAAGCCAGTTGTAATATGG 

TTTTTTATTCTCTAAATTTCGGGACCTGATGCTAAGGAATGTGAATATACAGTTAGGTTC 

CTGCGAACCCTGTGTTGGTTCAAAAAGGCTGGTGGAGGGAAATTTATGACACTAAATGCT 

TATATTAGAAAAGAGGAAAATTGGCCGAGCACGGTGGCTCATGCCTGTAATCCCAGCATT 

TTGGGAGGCCGAGCCAGGTGGAT 

Sequence 997 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGCAACAATAGCTACAAAGGATAGGATACTC 

AATTGCAAGTAGACTTTTCAAAATTAAATTCACTTACTTCTATTCCCAAC TCAA TCTAGA 

ATATTATTGGTGATAGTGAAAAGACCAGACAGATGACATTACTTCCAAATTTTACCAATC 

TAATTGrrrTTACTCACACCTGTNGATGTC^CTTTAAAAATGTGAATATTAATTTC^ 

AAACTAGTCCAATTTAAGTAATGAGTTAGAGCTTTGGCAACCATTAAGGCTCTCTm 

CAACTCTAACAATATGTGGTAATGTCTTCCCTGACTTCATTTTATGTTTACACAAAATCA 

AAGGTTATATTTAAAGGGTTTrCTACA I I M I M GGGATATTTACCTCCTTGNAATTTAG 

NNTTATATGTCTGGATTACAAAAACATATNATATTCAAAGAATTTNTAACACTTAGA 

AGAAGTGAAATTACAGGTTGAAGAATTATTTAAA 

Sequence 998 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTGTTTTACTTGGTGCTGTAGGTAATGCTAATT 

CATGATAAATTTTGAGAACCACTCTAGGGTAGTATGTrrCCAACAGTTTAGGTCATGAGC 

AACCTTGAGAAATACACTTTTAATCATGACTCAGCACA CACA CTCACATGCA CGTGTG AC 

TTAGACGTrCCATGAAACAATGCTTATCTTACAGTGTGTTTTCTGCTCTGGTATTTTTAC 

TTATATTCTATTAAATAGATATGTGTGTATAAACTTATTGATATAAAAATGTGGTCATGA 

TCCACTAAAGTGATTTTACAAGCCACTAATGG 

Sequence 999 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I Ml M I IN I I I I I M H II i I 101 fl M I I i 

I I I I N I I 11 I I I I I I I H M I I M M I I NAACTTGGGTTNTCC I 1 1 1 INATNATTCTGN 

AAAATNANAAAAAGCNAAANCCTGTTNATNTAGGGTTTTNATG GNTAN AGTTGNANAAAA 

CTGNNTTTTGTNAGTTTNAANAAGNCCATrmAATGAGTNAAATTTrrNAAAA 

AANCNAACAAANCTGNAAAAAAGTAGGGGNGGGGGTNAAATGGTTNATTTNAAATGTTTG 

CCTTCANTANCATGAGAGGG 

Sequence 1000 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAACTGAATATTTATTTAAAAAAGCATTAAT 

TTATCTATCTATATAACTAAATGTATCAAATATTCTTTAAAACACGAACCAAAGTTAATC 

TGAAACTCTTCCTGTGAAAAAAGTCATGTATTATATGC CTTCAAC ACAGAATTTG TCATT 

ATTTCCTGTGGCATTATACTATGCCCTTTGTCATATGC I I I II I I CCCATAGAGCATTTT 

TTCCCATAGAACTTTGTATTCCTGCACTTCTACCACCTTTCTTTGAAGAACTCTTATTTA 

CCATTTCTTGGACTAAATTAGGAA 

Sequence 1001 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGAATATGGTA TATCTC TTCATTTATTTAGC 

TCI I I I I AAATTTGTTTTGGTAATATTCTGTG A I M II I f I I I I I I I I I IGGTATGGAGG 

TCTTACATCTTTTGTAAAATTTATTCCTAATACTTTGGATTTTGACATTATCATAAAAGA 

AAATTATTTCACTGACTTTTCCAGTTTGCTGCTGGCCTAAACATATANTTAATTNTTTAT 

ATTTTAATCTrGTATCCTATNACTTTGCTAAATTCATATA 

Sequence 1002 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACTTGGCATTAATTAGATTGTGATCATAAG 
TCAAAATGTCATTGGTTATAAAGTGGTCATCAGACCATGCAGACTATTACTAATATTGGT 
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TATGTTTTAGTTTATTGCAGTGAAAATACAAAATTTAAAAGTTATTGTAGAGAATTATCA 

TACCCCCCAAAAAGTGTCATTGGTCCTCCAGGACTCTGTAGTCCCCATCCAAGAAAGACT 

GTGATAATTGTCAAGGGGTTAGTATGGTCTGAGCATGGTTGATGGTGCTCTGTCATTCTG 

GTATTAAACAACCTGCCAAATGTCTTGATTACATGTCCT AAAAA AGTG AGGGGA AGAAGT 

GTAGGACAAATGCAAAATAAAATAACACATTTAGCTATACTTTTAAGTAI l I I I I ATT 

Sequence 1003 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTG TrTCT GAAAGCATTrrTCACTGAACCAA 

TTTTCTATACCr I I I ICTTGTATTCTnTCCTTAGCTTrTGTTTATATGGTTGCTATATT 

TTrCAAGCCTCATACCAGTCATATAAAACCATGATAAAACTTCATCAAAGCATACTTGGG 

CAAATrrCAATTATCAAGTAAAATTGTAAAGAAAAATTTTTTACTAGTTrGGAAATAG^ 

CTACATGTrrGATTrTCTTrCCTTCCTCCCTCCTTTGTTrCTTGTCTTTCTCTCCCCTTT 

CCTAAAAAGTTAATGGCTATCATTATCTTCACCAAATTAGTGrrTGGTATACCCATAA 

Sequence 1004 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCT GAACrTA AAAGrTGA ACAACAA AAAAAGA 

AGGAAAATGCGTTAATACCTrATTGTAATTArrATrrTTrGGAAGACTATrTTTTATAT^ 

CAGAAGAAGTGTCAGAGTCAGCAGAAAGGGATrATTTCTCCATTTACCTACAAC AATGG T 

TTTAAATGACTGGATAGATAGAAATCTCTTTCAACTT AACTG CTTAGCACATTGCATrrr 

TCTCTGTTrCAAGTTAGTTrrCCAAAGGArrACTGACTTTrTACCTAATTrGCTAAGGGA 

TCTCAGGCCTTAATGACATATTTCTCCTCAAATAAAGGATACAACATGC 

Sequence 1005 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGGTATTACAGCGCCACCCACTGGCTAGAAG 

TCCTCATAGCACATATGAGATGTAGCCATAAAATAGATGAATTCTTGAAATANGGAATAT 

AACACTTGACTATTCTGATTCAGNAGAACATAAAAAATGTTCTAACAAAACAGAACCAGA 

CACATTTATATNTATTTCTACAAGTNAACAGAATATCTATTAGA 

Sequence 1006 

CCCTrrCGAGCGGCCGCCCGGGCAGGTACATAGTTCTGCTTGCATTGGTCCCATTACAAT 

CCTGTCTAAATCCTGAAGTAAAAATGAATACCATAGTGAAGAAATTACTTGTGCATGTGA 

AAGAGGCTGGTCCAACTCCTTAATTGCAACAGGGATTTGATT CTrCTAC TAGTAGTTAGG 

AAAGGTrGCATTAATATTCAGTAGTTAAAATGTGCGATTCTAAArrrrrTGTAATTTCCC 

ATGAGAGAATAAATITTTTCAAAAATATTCCCAGTAGGTGAATGGCTTTAATACATGGTA 

TCTGTGAAGATGGCAAATAAAATGAC 

Sequence 1007 

NTNTTNGNNNAATNCNCNNTTAGCGNGGTC6AGGGGCGNGGNNCATNTAAAANGTGATGC 

TAATACTTTAAAATGTGTTAAGATATATGATTTAAAAAGCATTGTNAATTGTATACTGCA 

GTGTCGTCTACATGGCATTTGGACAGGACANTAATTGTAAAACATA AANAGT GCNAATrG 

TTACACTTACATATGAATAGCTGAAATGNGCAACAGTGGACGCAANTTmTNGTTCTTC 

AAGTTTTANTAATrACCCCAANAANACCTATTTAACNAGGCTGATNCTAACNTGGGGGAT 

ATTTAATGGNTTTCTTATTAATTTGGACCNAAAAANTCrrrrTGGAATTAANCT^ 

ANTTCGCAACCAAAACCAAATTTTAAT 

Sequence 1008 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGGCTCACCTCTCAGGGCTTTGCTCCTTGGG 
AGGCTATTCAAGCTCAGCATCACCTGTCTCACATCTGTCTGGGATCCTCAAACCTGACCT 
TTGTAAATTTCCACTAACTGAAGATTGTAGAGGAAAAAAAAAAACATC TTATC GAATTCC 
TGCTCTTATAGCTGATTTrAGCTATTAGGAAAACATCCCAAGTTGAGCTTnrCTATrCCT 
AGAATTTCAGATTTCTTTCC Mill AAAAATnTATCTCCTnTATAGTAGTAAA AATAT 
TTTCC I I 1 I I I I U GGAATGGGAGGTCrTAAGCTCAGTGTCAAAAATAAAATCATnT 

Sequence 1009 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCTTCTTGCCTACAGCGnTAGCTCCGrrTGrr 

TTGCATAAAGATCTGTrrrCTGACTTCGCATGAGGGGTAGATGTrCAGCTTATTCTCACT 

ATGTAAATTACTTAGTAAATAATAGGAAGAGATGTTGAAATACAAACTTTCTGCCACCAG 

ACCTTCACTCTATTGCAGTCArrrrCTCCCACTCTCCCCC CTCTCTCCC ACTTCCTCTGA 

GGATTACCTTCCCCTCTCTCANCATTCCTCTGTCAGTGGCl 1 I I I II i ICCTTTGGCATG 

CAAACATGCTCAAGTCTGTCTTATA 

Sequence 1010 

CCCTTAGCGTGGTCGCNTNTCGAGGTACTCTrrrCAGATGAAAGTGTTCGGTCACCTGGA 
ACCTGTGAGTATGTGG I 1 I 11 GATCTGTGACTAAACTGTCCCCATTrCCCAGTrrCTCTG 
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CTCCGTCAAATATCAACATrTTACCAGGTTTCTCTGTTGTTGCCAAACCTGTCATTTTTA 
TTTGGTGTGGCTTCTTGGGAAACTTCCATGGCCCATTTGATGGGAATCAAACAGTGAAAA 
CAAGGACAGATGCACCAGAGGTGGCATCAGGAACAAATGGGTCATAAGAACTTACCTTGG 
CAGCAGCCCCAGAATGGTNAGGAGGAAAGGCACTNTAAGGTATCAGAAGGTAGAAAGGAN 

AGGTTGGATNATAGNAATGGGGGAAAGGG 
Sequence 1011 

CCCTTNTNNTGGTCGCGGCCGAGGTACTGAGACACTGGATCCTAAGAAAATCAGAGTTAT 

AGCTAGTGGCAGTTATCAAGGGAATGCAGAGGTTTCTGTATTCTGAGCATGTTCCTGTAA 

TAGGATAGATAGGCGATGTGGCAGCAACAACTCCCAATTCGTAATGTCTTAAAACAAAAA 

CAAGTTTTATTTCCCATTTATGCCATGTTTCCAGCACAGTTTCTCAGAGGGCTGTGCTCC 

ATGCATTTACTCAAGGTCTGGGAATGATCATGGCTACACTATCTTGCAGCCACCATATTT 

GGAACCTGTTGCCACTCTGATGGCAGCAGAGAACAAAAGAAA 

Sequence 1012 

CCCTTTCGAGCGGCCNTTTNNGGCAGGTACGGGCTTrrnrGTTCTTGTGCAGTAACAGTG 
AGGGCATGATTAGCCATCTTTGCCAGCTGATGTCTTGTTGGACACCTGCCTTGTTACCAC 
TCTAACAGGCCCGTGTCAGCAGCTCCGCTTCCTCCTGACAAGCTGCGAGCACAGGGGACA 
GCACAATCTGAAACTCTTACNGATACCAACAGCAACAAAAATGAAAGCAGTTATGGTGGG 

CAAGCATTAATCTAAAAI I M 11 I lAA 
Sequence 1013 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGGTCTCACCATGTTGGCCAGGCC 
G 

GTCTCAAATTCCTGACCTCAAGTGATCC TCCC CCGTCAGC CTCCCAAAGTGCC AGGATTA 

TAAGCAGGAGCCACCGCGGCCAGCCTATTTTGTTTCTTAAAI I I M MGNI I JC AGTCA 

CCACAATrrCACCATGCATAAATCACAACGGTTAACAATTTAG CATCT TTGCCTTCTTTT 

CCTGTGCACTTACG I I I I I ATGTAGCCAAGATCACACGTTGCATTTTGCTGCTTTCCTTA 

ACAGCGTCTAAGTCATCAGCACTCTATTGTGATGATTTATCTTAAAAATATTCCAAGCGA 

TCATTTTTAGTAAGTGTGTAATATTATATCATAAAGTTAAAACATAATTTGTCATTCAAT 

TGTTGAAATrrrrAGGTTACGTATATTTTCTCTTATAAATATGTAAATATGTTTATAAAA 

AGTTATATACAGI I I I I lATAAATCTTTGTGCATACTTTATACTGGTTCCTTAGCATAGA 

GACTGTGGGAATAGGATTTCTTGAAAAAANGTA AAAAGTGTGA GTATGCATATATACCTG 

GTACATATATGTTATTATTATAAANGGTAATATTC 11 I I I I I 1 I I GGAGAAAGAANTCTC 

ACTGNACTTCANNCTGGGGTAAAAGTGAGACCCCTGTCTNAAACCAACCGGAAAAAAAA 

Sequence 1014 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTATTCAGACAAG AGTTC TGACTCTCATGCTT 

GAGGATAAGATTATACATTTCAGTATTACATTGAAGA TATTT CATTTTTAACCAGACTAA 

CTTAGTATATrGTTATTTTTAATGTGACCAAAGAAATATTTTCAT AGAAG CTAATGGTGA 

GTCTTTTGATAATTTGCCGTATCTTAGTCAATCCCAAAAAATTTATTTTCTACTATTTAC 

ATATTATCCTAGTGGATATTACATTACTTACTGAA GCCT TTGGTTCTATGTTTCATCTAC 

TCAGACTTAATTCAGGAAGAGCTTCATCCAGATGTTTTGTTTATTTGTTTCTCGATTACA 

TGTATGAGATTTCAGAATTTATGAGATCATAGGTCAAGTGAAAGGTCACAGTTGAGAGGT 

CAAGTAAGAAGCTAAAATTTGTGAAACCAAAGAAATGACAGGACAGTGCCAAATGAAAGG 

TCAAAAGTCAAGTGACAGACTCAGTACCTCGGCCCGCGACCACGCTAAGGG 

Sequence 1015 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC GCGG GAGAACCAGTGACAACTGTCAAATTA 

TTGTAGTTAGCCAGTGAATTTCA I I I I I GAA M I I I I CTTTCCTTTGAGACAGGGTCTTG 

CTGTTGCTCAGGATGGTCTCGAACTCCTGAGCTCAAGCAATTTGCCGGAGCT CAAGTCT C 

AGCCTCCCAAAGTGCTGGGATTACATGAGCCATCGCACTCTGCTGTTTCTGAATTTTTTA 

AACAAATAAATATCAAGCAATCAGATGCCAAAAATTACAAAAGAAAATCAGTATCAAAAA 

TTTGGAGTTTGAGGCCAGGCACGGTGGCTCAGGCCTATAATCCCAGCACTTTGAGAAGCT 

GAGGCGGGCAGATCACGAGGTCAGGAAATCGAGACCATCCTGGCTAGCACGGTGAAACCC 

CGTCTCTACTAAAAGTACCTCGGCCCGCGACCACGCTAAAGGG 

Sequence 1016 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTATAATAAGTTAACATATTTCCCCTATATG 
CGGAAAATGCTGACTATATCTTTTGGTTGCTTTGGAACACTATCTCCTCACAACAGTCCT 
TGTCTACAGAAATGGGAAAGGGAAGGACACATTTTGGTTTCTGCAACATGGCAACATTCG 
TAAAACCAGAAATGATGTGTGACAAGAAACTAAAGAACTGGACGAAATTCACTTCCATTC 
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ACCCTGGTTAAAGCTTCCTTGAATCAGAGATAAGAAACAACATGAAAAATCTATTCCTTT 

TAGAAAACAAGTCTTTAACCCAGAGGTTGGTTTATTTTGAAAAGGAATTAGACTCTGGGC 

CCACATACCGCTCGTTCAAAATATAATGCTGTGGTTTCAACTCCTGCTAAATGTTGCTGT 

GACTTTTAAGCAGAGAACTTCTAAAAGGAAGTAACCTAGGGAGGGGCTGATATAACTCAG 

ACATCAATAATTCATTTTATTGGAAATAGGAGTAGTAGTATGAAATGCTAGCANACTGTT 

TCATTTGCAGGGAGGCATTTTCTA 

Sequence 1017 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATTCAACTATCATTCTGGTTGCGGTGGAAGAT 

GGAGACTGGCTATAAGGTAGAAATATGGTTTGGGGTCTTGGATATAGTCATGGGTTGCTT 

TGAAGGACTGGTGACAAAGTTTGGACTTTACCTTGCAGACAGTGGGGAGCCATTGAAGAT 

TTTTTTGAGCAGGAGTGCAGGAATCAAAGCAAATTAAATTTAAAAAAATTrAAATT^ 

CTAGCAGGATTCAGTTTTCAAACTGGCCAGCTGTGGACTAAATCCAGCCTACAGATACAT 

CTTGTTTGACCAGCAGAGAGGCTTCAAAGTCTT CAATAC ATTGCCAACAGTTAAAAATGA 

GAAGATTAAATATAAAATTTCAAGTTTCCATCATCTTTTTAAATATTAGGAGTTCCAGCA 

ATGCCGGGCCTTTTCCCCCGCATGATCACTGAGCTGGATCTCATGTTTAAAGCAAGCTGT 

GCTCCCCGCTGCAGCTCTCTCGGTTCTCTTTTCTrrTAGCTACTGACCCCGATATNCATT 

TTTAAAG A i H I MAA I I M lA TGGATACATAATACTTGNNCCTGGCC 

Sequence 1018 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGTCCCTTATTTTCTGGTGTTTACTTGGGA 

TGCATCAGTGAACAAAACAAAGGTATCTGTCCTTATGAAA7TTATATCATAGCAGAGGAA 

GACTGGAAATGAATAAATAAATAAAGAATGGAGTTTGTTGGAAGGTAATAAGTTCTGTGG 

AAACAAGGAAAACCAAGGCATGGAGGTTTGGAGTGCTAAAGTGAAGGTGTGAGAACAGAT 

TGCTCTrGCTCAGTTTTCTGTCTTCTTTTGTTTAGGAAATTGTCATTCTCTGTATGCTTC 

ATTATAATATATAGAATAAATATGAATTGTTATAATTTAAGATAAATTATATAAATATAA 

ATTATAA 

Sequence 1019 

CCCrrTCGAGCGGCCGCCCGGGCAGGTACTTAGTTACTCCTTGCCCATAGACGTGTTTGA 

CCTAGAAAAATTTCTTATACGCAACAGATATTCATAGAAATATATATTAAAATAAAGCTT 

GAAGGGTGAATTAAATAAATATTTACTTGGAAGCTACAGTGGGTGAATTAAACAAATATT 

TACTTGGAAGCTACTTTATAGCCACTGGGCTGGATTTCATATACAGAGTTCTTGCCCTTG 

GGAGTTNTACAACTGCTTAACACTTTGTCTATGCTAGAATACA 

Sequence 1020 

CCCTTAGCGTGGTCGCGGCCGAGGTACC TAATG CTTTCAGCCCAGGAGCAGAAAGAGAAG 

TGGGCTCTTTGCTTTGAGAGTCTCTGAAAATTTTCAA TACCC TGGGACAAATTAAATGAG 

GTAGATCCTTCTTTGAATTTGTTAATAAAGCATGCTTGTTTTGTCTCCATAA AACAG GCT 

TTGACCATTAAGGTTTATATTTTAAATGGGTAAATTTTATTGTAATACACTAATrT^ 

AAAAGAATTAACTCATGGCTTAAAAGCAAAAACCAGACCTTGGATTTC ACCC ATAACTTT 

AAGGCTGGTCATTTTAACCCTGATTTGACACACTCTTATTATGGTGTCTTTTCTCCTTAT 

TTGGCTAAATATTTCTGACCATCATAGCAATCTTTTCTATAAAGGAAGCAGGC AAGAG AG 

CTAGAGTGAAAATGTTAAAAACAAAACAAAAAAGACAGCATACTGGCTACCAGTTTTTCT 

TAATTAAGATGATCTGTTTTCGCAATTGCGTAAATTAGAATAAAATGTTATTTAACTCAA 

GGATATTTCrrCACTGAAAGAAAACT 

Sequence 1021 

CCCTTrCGAGCGGCCGCCCGGGCAGGTACTTACAGTCTTAAGATATCCATACACCCCCAC 

ATCCGTCCTTTGTGCTAGAAGATTACTGAANATTTAATTCCATrTA TGTCAT TGG ATTT G 

TAAAAAACCCCTTCTGGATTCAAAGATGAAGGCCTCACTTACTTTATTTT TGTCAT TTTC 

ACAGACCCCTTATGTAAATGCCTCAAGAGTAAAGAATCTTGCTCAAGTGATTTTTGTATC 

TCCAATGGCTAACAAGGAGCCTGACATAGAAGTAGCTGCTTGGTAAATATGTGTTCATTC 

ATTCAACAAATACCCCCCAAGGGACCTCGGGCCGGGGACCACCGCTAAGGGCGAAATTCC 

AGCACACTGGGCGGGCCGGTTACTAAGTGGATCTCGAGCTCGGTACCAAGCTTGGCCGTA 

ATCATGGTCATAG 

Sequence 1022 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCGTGTGGGCCACTAATACATAAGCATCTGTGT 
TGGCTGGGGGTAGGTGTAGGGGGTGCTTGGGGAGAGATTTAAACAAACCCTTTCCTCTAC 
TTGCAACATCTCTTAAAAGCTTGTCATCATGTTACTTCCTATTTCTTTAGAGTTCATTTG 
TTTAAGACGGAAACGTGCTTCATCTTGTTCGCTTTTTCTGCATTCTTTGTAAACTTAATA 
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TTCTAATTANCCCCAACACGGAAAAGAATGTAACACAACTGTCTTAGTTGTGCCATAGAG 

TTAGAATCTATCTATTAACATGTTTTAGGTNATAACAAGAAAAATAATAAAAACAAACCT 

ATTATGAGAAGCTGCCCATGCCAATAAATTTTGAAACATTACCAGGAAATATAAAAGGAA 

NG 

Sequence 1023 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATATATTTCAAACAACATTTTCTAAATTAATT 

AATGTTTTCACTCATAATTATGTGTTCTTCCCACTTCTATATTCTCTATTTGGGGAAATA 

ATCCCATCAACCACCCAACGGCCCAAACCAGGAACCTGAAACTAACCATATTTCCCTCCC 

ATTGCACATAAATTAACTTCTAATCCTAC CTACT TATCTTTGAATCCACTCTTCTATTTG 

CAGTGGCAATACTTAGGGCTTNCCTTACTTnTACCAGGACTATTACTAGAGCTNCCTAA 

ATGCTTTCTATCTGTAGGCTTACTCTTCTGCATTTCTAT 

Sequence 1024 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCACAATGGAAAGATGATCTTCCTGCATTGTGA 

AGGTTGTTCTCATCAACCAAGCCTGCAATGACTAGACATTCTAAAGAGAAGAGTGATGGC 

AATGGAAAGAGGACACATCCGCTTGCCAGGTCACTTCTATCAGTTGATGACXATGCCATAT 

TGTTATGGCTAGGTCAGCTTTCCACAAGTATGCACATGCAAAATAGAACTTGGGAAAAAA 

ATCTTTGATTTGGCCCTTTACCAAGTGGATCAGGTGTGTCAGAGTTCAAGTTGAGCAAAG 

GTCAGAGTTTAA 

Sequence 1025 

CCCTTAGCGTGGTCGCGGCCGAGGTACTtGTTTCTCCCCTTCGGACCACTCTCCCCACTA 

GACAGCTGTATGGCCGGCTCCCTCACTCTCCTCAGGTCTATCAGAGGGTGGCCACTGACC 

TCATTGTCTCAAACATTATATAGAACACACACGCACCCATGCACGCACACCGTCGTTCTT 

CATCCGCCTGGTTCCGTGCACTATTCCAGGACCTACAGCAGTGCCTAGAACACAGAACAT 

CCATTAGCAACATTTGTTTAATGAATTTATAGTGCCTAAACCTGCACAACTCTGACTTTG 

CCTTGCTATTAGAAAATGCAAGGCCAGGCGCGGTGGCTCACACCTGTAATCCCAGCACTT 

TGAGAGGCCGAGGTGGGCGGATCACTTGAGGTCAGGAGTTCAAGACAAGCCTGGCCAACA 

TGGCGAAACCTNTTCTTTACTAAAAAT 
Sequence 1026 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGGCTAATGGTCTTAGTTGGGATAAGGAGAG 

TGGGGAAGGGGCAGGGGGAGATGATGAAATTCATTTATCCTCTGTGATGCTATGGAAGAA 

CAATTAAGATCATGTTTCCTACTTGATTTTAGTTGCTAGTCATTTCTTAATCTAAGCACC 

CCCTATAATTTACCTATGTCATCATGCAAAATCACCATCGGTAATAATGTGGGGGCGGGG 

GAAGTCTATACAAGAATATTAAGGCCCTGTGCGTGAGCATGTCTATAGTTAAAGACTTAA 

TGAGAAAGCATCAAATTGTGGTGCAAACAGCTGAAAG TAGAAG TAAATCACAACGTAATA 

AGATGCAACTTTGGAGGAGCTCAAAGCAACANATACGTTTTTTATCCAAAAAGGAGTAAA 

AGAAAAAATCGCNACGGCAGTTCCTTCAGATAATCAACNGATGATTTCATTTGANAACCA 

TAATTAACTAGCGTTGTTTGTAAAATAACTTTrrTCATTTATACNTTTTAATG 

A 

Sequence 1027 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATTCTTTTCCTCTTTCCTAGACCGATTCTAG 

TTTGTTGCCTTCCCTTTCCTCGGAAACCCCAAGTTTGTGGATGCTGCAGACACTCTGTGC 

CCCCCTGCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAAGACAGAGACGATGTGGCC 

TTTGTCCTTAAGAATGAGGTTTGAAAGCCCCAGTTCTTCCATGTTAGGTGATTTCTTGCA 

GCTCTTGGTATCTGCAGAATTAGTGTGAATGCTTAAAAAATATTAACAGCTTT 

Sequence 1028 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 
TCCTTTGTGTGAAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAATCTCTGT 
GCAACAACTTACTCGGTGTGGCAGGGGTNTCCNGGTGTCTGGCTCTGATCTTGGTCGCTG 
GATAGNCGNCTGTNTNTCTTTAGGtGCCCAAGGCGACGGC 

Sequence 1029 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAAACATTTAGACTCCTTTGTGCCTTNTGG 

AATGGGAATTGCTTAAGCTGTCCTGAAAAAATNGCCTTTAACATCTGTTNGATTGAGATT 

TGTGATACATAGAAGTTGGGAGGAAGATGTCGGAAAGCCCTAAGAGAGCTACTTGCCAAC 

CCCACCATNAGGTCTNCCTCAGTGTTCCTAGTCAGGACAGACGAGGCCGAGTCTGAAATT 

ACGATAAGNCTTTGAATGCAGCATAAACAGACC 

Sequence 1030 
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CCCTTTGAGCGGCCGCCCGGGCAGGTACTTTGACCTGTATGTAAACTCTAGTTACTTTGG 

TCTTCTCAGGCTCTTGACTCTTrCACAATTAAAGTAGTCTTTGAGGCTCAGCNCTGCTTT 

CCTCATAGCTATGCTATTGGCCTGGACACTCAAGGGAGTATAAGCTNGAGGCAAACATGG 

ACTCATTTGTNTTTCTAACTTTCAGGGGATTATTTGNCCATCATTGCCTGATGTCCAGTG 

TCT 

Sequence 1031 

CCCTTAGCGTGGTCGCGGCCGAGGTACGA TTGT TTTGTTCAAAATCACAATTTAAATACT 

TCGTGATTTTAGAAATAATTGGAGCCACCGTTTTCACCATTAAGGTGAGTGATTGTTCAG 

ATACATTTGGCACTGTCCATAGGTTTATGGCTTCCAACTTGTTTAAGACCATTCCCAGAG 

TGAGAGCTGATTTGCCATGGTTATGAAGCTTTCAGGATATAAACTATAAGAATGACAAAC 

TACAGCAGTTGAAAATGTGTCTTCAGATACTCACTTGCAACTCCCATTTATGTCTCTAGG 

GATTGAGAAATGAGGATCGAGGGACCAAATCTGGCTTGGTCAGTAAGAGTGTAGGTAACA 

TATAAATATTAATGTTCGTTGNAGTTAGTGTGGTACCTGCCCGGGCGGCC 

Sequence 1032 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGTGTGATCGCAGCTCACTGCAGCCTCAAC 

CTCCCGGGCCCAAGCAATCCTCCCACCTCAGCCTCCCCAGTAGCTGTGTTCCAAAGAAAT 

TTATTTATAAAACAGGTGTTGGGCTGGACTTGACCCGTGGGCCACAGTTTGTCAACTGCC 

ATTCTGTAAGCTTAACATGTGTTAATTACTGCAATCTGAATAACAATGCTATGATATAGA 

CACTGTGTTCCTTTTAATAGACAAAGGAACCCAGGCACAGAAGGATTGACTAATATGACC 

AAAGTCACACTGCCAGTGAGTAGCAAGCCTGAGCTCTGAACCATGACAGTTCACATCTTC 

CACGACAGCAGCTTCTCAATGCTCTTTGGAGGGACCAGAGCCCAGGCAGTAGCAACGGCT 

ATGAGGTGGTGAGACATGACCAGCAGATAAGCCCTGGGCAATGGTCCAGAGCTGGAGGGA 

GTGGAGAACTAGCCATTTGTGACTTTGTGAAGAATCCCTGGGGGAGTCTGGAAATTA 

Sequence 1033 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGATTGGGTGTGTGTATTAAGAGAAAGACAGG 

AGTCAAAGATAGTTCCAAAACTTTTGAACAGAACACTGGATGAATACTGTTTACTGAGAT 

GGGGAACACTTAGAGAAAAATGCATrrGGAAAGCAGAAATACGATCAAGACTTCCATTTT 

TGATACATTAAGCTTGGTATGTTTAATTCATAGCTATATAGAGGTATTAAATTGGCAGGA 

CAAAATCATAGCTAGAGATAAAAATTTAGAGTTCACCAGTGTAAAGATGATATTTGATGG 

CACAGGATGGACTTTCTTCTGGGATTTGAGTATACATAG 

Sequence 1034 

TCGCCCCGCGTCCGNGNACGCGTGGGCAGGCATTAN TTNNN GCCCAGTTTATGAGTGTGA 
GCATACCACAGTACTGATTACTGTGA AGCT GAGNCCCATT TTATA TGTTNATTGATGTTT 
AAGATTTTCTGTTCAACAAATTGTTCATTTTCTTTGCCCGTNTTTrCTT^ 
CTTTGTATATTCNGGATGTTGATCATTATGGATTATAAAA 

Sequence 1035 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTTAACTGAGTGAAAGCTTTACAATTGAG 

GGGTTACTCATTAGCAGGACCTGGGTTTTGTTTTTAATCTCATTAACCCCTTGTTACCCA 

TTTGATAACAAAGACTTCAAGGAAGAATTTGCTCAAAAATCTCTGGGAGACAGTAATAGC 

TTCTTGGGCCTGACTGATAAACTTTTTGCCTCCAGCAATGGAAATGTGGGAAAATTCCAG 

ATGCTAAATGATCTGGCTTGGACCCAGCAGGTTGAGGTAGTGGAGCCTTTCGATTGAGGC 

ACAGCCCAGGACTGCTGCAAGGGAGAGGCACAACAGAT 

Sequence 1036 

AGTCGACCACGCGTCCGGTTCGAGCGGTACCACGAGGACGCACATATGCTGGACACTCAG 

TACCGCATGCATGAGGGCATCTGTGCCTTCCCCTCTGTGGCGTTCTACAAGAGCAAGCTG 

AAGACGTGGCAGGGCCTGAGGAGGCCGCCCAGTGTCCTGGGCCACGCTGGCAAGGAGAG 

C 

TGTCCTGTCATCTTTGGCCACGTGCAGGGCCACGAGCGGAGCCTGCTGGTGTCCACGGAC 

GAAGGGAATGAGAACTNCAAGGCCAACCTGGAGGAGGTGGCTGAGGTGGTCCGTATCACC 

AAGCAGCTGACCCTGGGGAGGACCGTATAGCCCCAGGACATCNNCGTCCTCACGCCCTAC 

AACGCGCAGGCCTNTGAAGATCATCAAGGCCCTTCGGCGAGAGGGCATCGCCGGGGTGGC 

CGTGTCCTCCATCACCAAGAGCCAGGGGAGCGAGTGGCGCTATGTGCTGGTGAGCACCGT 

CCCGCACCTGTGCCAAGAGCGACCTGNACCANCNGGCCACCAAGAGCTGGCTCAAGAAGT 

TTCTGGGCTTCGTTGTGGACCCCAACCAAAGTGAACGTTGGCTTTCAACGCCGNCCCAAG 

ANGGGCTCTGNCTGATCNGAGGACCACCTTCTTNT TGCGC TTGTTGCCCCCTTTGGCCGT 

AANCNTNCTGGACNTTTTGCGAGGNTTAAAAAAACC Mill CCCTGGCCGGCCAGGTGCC 
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CCTTNTTCAGGAAGGCCAATNTGCCTTTCTGAAAAGNCTTTTCACCTGCAAGNTGCCAGG 
ACTGGGANGGGAAAGTTNAGGGCCCCCC 

Sequence 1037 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC CATTT AACTGAGTGAAAGCTTTACAATTGAG 

GGGTTACTCATTANCAGGACCTGGGTTTTGTT7TTAATCTCATTAACCCCTTGTTACCCA 

TTTGATAACAAAGACTTCAAGGAAGAATTTGCTCAAAAATCTCTGGGAGACAGTAATAGC 

TTCTTGGGCCTGACTGATAAACTTTTTGCCTCCAGCAATGGAAATGTGGGAAAATTCCAG 

ATGCTAAATGATCTGGCTTGGACCCAGCAGGTTGAGGTAGTGG 

Sequence 1038 

CCCTTTCGAGCGGCCGNNCGGGCAGGTACTTTGACTATTTTTTAGCAACAAATTACTTTT 

GACACACAGCACAATTGATTTAACACTTCCAATTTTGGAAGTATTGGATAAATAATGATG 

GGATTTAAATAAAGCAATCCGATTCTACTATTACAGCATAGGGTCTCTTGTAGTCCTCTT 

AGTAAAAACTATTGTGACACTTCCTTCTTTC TCCAAATA TTCGGCCTGGAAAGACCTAAA 

TACAATGCAGGGA1TGAATCAAATTCACACA 1 11 M I I I CCTACGGAAACAACAACCTTT 

CTTGCTTATATTTAACAAAAACTAGTATAGATTCCCTTTATATTAATAGTTATATGGTAT 

TTTnTCTCAGAGTAGAAATCAGGTTTATAGGCTAAAGAATATAGGCTAATTT 

Sequence 1039 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAGATCAGATGGATTGAAACATGACAGCCCCA 

T7TCATCTGGCCGGTTAAGGTCCTCATGGAATGAAAAACACTTTCGGGCACTCTCCTATG 

AGAGAGAGAATGGGTTTCTTTAATTGCCAGATTGTCTGAACACAGCCTCAGCTACTTCTA 

GGAATAAGACGAAGCAGTGAGGAAGTTGCCAGTTGAGTGATTCTTGGGGAAAAAAATTAG 

CATTCAGTGCCAGCTCTCTAAAGTGTGGATTCTGGATTCTGGTAGAAGCCAGTAAAGAAA 

CGTTITCTCTGGAGTGGAAGCTAGTAAGATTTATTCTGTGGTGATGAAGCCATCTGAAAC 

CTTACAAGCAGTGTGGTTGTATCAGCATATGGGAGCTGACTGCGTCAGGACTTTGGAAGC 

CTGCTTCTCTGTGCCTCANCCGGAACTCAGGTTACTCAGTAGTCATTTGCTAATTTCTGA 

GAACGCANCACTCCTGAAGGGGATAGAAAGCATGAAGAATACCC 

Sequence 1040 

CCCTTTCGAGCGGCCGCCCGGGCAGGACTCTTATCAACTGTTTTATAGATGAGAAAACAT 

TAGCCAGAGCTTAGCTTATTTGAAGTCACAATAATATTAACTAAGTAAGAGCAAAAGCCA 

AGATTCAAATGTAGATTATTTTACTACAGACTGAGAAACGAATTAAACTAGGAGCCTAAG 

ATACTTTCTGGAATTGAAATGATACATTATATATACCTATAAAGATAATTGGCTATAGCT 

TCCTAAACTACAAATTGTCATAAAAATGACTTCTGTCCTATATCAATTAGAAACTGGTAT 

TAAAATTGAGTATTATAAGACAATAGAATGT 

Sequence 1041 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTGCAGGGCCCAAGAGCATACAAAGCTAGTTAT 

TTGGATCCAAAGTTGGTCAAGTGTGCAGTGTTTAGACATCATGATCTAGGCAAACAGAAT 

TCCTGGCCTGAAATATGTCACTAGTTAGAAACATTAGAAGCTTTCAGGTAAATAAATATA 

AAAAACCAGTCAACCGTATTCTTATTTCTTCGTCAGAGAATCATGTGTC GTTTG GTTTAA 

CTTCCTGCTGGATTCTGGATGGGAGTTGTTGAACATATTAATCTCATTATTTTCTGTAGA 

GGACAGGTTGTCCCCCCTTCCTCATTAGCG 

Sequence 1042 

CCCTTAGCGTGGTCGCGGCCGAGGTACC CTGCT TTGATTATTTCCGAATCCAGTGGGTAG 

AGAAGGTAAAGGCAAGGGCTCACTGGATATTTTTAAATTGTAGGGATGTCCTTTGCTCTG 

GGTCAATTTTAGGATCAAATATAAAAGCACCTATAGCTCAGAGTATCTTCTAACATAAAA 

CTTCTGAGATACCAGAAATTTTCCAAAACATGGTATAAACAGTAT GAAACAC T GGGT AGA 

TAAAAGCTTTCTCTAAATCTTAAAGTGCTCAAATATCATGACCTGATTTTTTAGTTTTAG 

AAATCAGATA I 1 M I CTATTCCATATCTTAAACTTT 

Sequence 1043 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCGTTTGTCCATGGCTATTCCAAATACCCCCAT 

GTTTATTTAAAATGTATATATAATCAGTTACATAAAAAGAGGTATGCTTAAATTCTCATG 

ACTCTATGGTTGGACCTCTGTGGTTGGAGCAGGCAATAGAAATGTCTGTAATTCATTTAA 

AAAAAAAAGTGACTTTCCTACCTTTAGATAGTGAGGACAATCTGTTAACTCTTTGTGTTG 

ATAAAAGCAAACATTTCAGGGCACGGTGAAAGAAATCTCTACCATGTATAAGGTTATATA 

TATACCAGAAGCAGTGGAGTTAGGACCAAATTAAGATTTGA 

Sequence 1044 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAATGTAATTGTTACATATAATTGTTGTATAC 
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C ATAACTTACT A I I M NC I M I M A l M l I A TATATAA I i i I H I i I G GTTTGTTTGTT 
TGTTTTTTAATAAACTGTTATCACTTAAAAAAAAAAAAAAAAAAAAAAAAAAAANGTCCC 
TGCCCGGGCGGCCGCTCNAAAGGG 
Sequence 1045 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTTCCTGGGTTGTGAATCTTGGAGGTTGCCC 

TGTCAGACTGGTGAGATCCCAGTTTAGCTGTGCTAGCTAAAGCAAGGAGAACAGAGAGAG 

CCATAGATACTTTTGCTTAGTAAAATCTTTCTTTGAGGGTAGGGACTGGAGTATGGAACC 

TTTTCAGAGGAATGAGAGGGGCTTGTGACGAAAGGGTAGAGGAGGGAATACCTCCCTGCA 

AAATCTTACACAACTAACTAATGTCATAAGGCCGAGGATGAGAAAGTAGCACTTAACTGT 

TTCATCCTCATCACACATAAAGCATTCC 

Sequence 1046 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCACTTTCAAAGTAGTGGAATATAAATCTT 

TCCATTTAACAGCAACATTCAAATATTTCCCATTCTGCTTATTATTCCTCTCTGAAGGTG 

ATACATAGAAATATAGGAGCAAACACAGCAATGCAGGCGCTCTATGATCTGGTTTGCTCA 

CATAGATCTTAAAAGGAGAAGAATGAGGGATTTGCCTACAACCCACAGCCAATCTATGTG 

GACACAAAGGGTGACTTCTTCCTTCTATTACGTTCCTTGAGGTAGAAATGGTAAACTAGC 

ATGACCTCGAATCATAATTTAATATCATTCTA 

Sequence 1047 

C CCTT TCGAGCGGCCGCCCGGGCAGGTACATTATTGGTAGTATCTCAGAATCCTGCTTAG 

CTTTTGAGATAAACCAAGTCATGATATTTTGGGTAATATGGCCATAGGTATCATGCAAGA 

TTGAACTGCCCAGTATTTGCC M il l C AATATTTACTTTGTAAGAACCTGACACTGTAGG 

TCCTCACCACACCAAAACCTGCAACATAAACTTCAATTTTGGGCAACTCATAGACCAAAA 

AAGCTAAACAAAACAAAAAGGAAAAAACCCTCTATATACAATCACCCTGCTTGTCTACAT 

TTAATTTGCTTCATTCAAAATAAGCA 

Sequence 1048 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACACTTTAAAAAGTGAATTNTAAGGTATGT 

GAATATCTCAATAAAAACATTTTTTAAATAAAAACAATTCCCAAAGGCCTGGAAATTCAG 

GAACATAATTCAAAATAATTTATGGATCAAAAAATAAATCATATAAAGATCTGAGAACTA 

CAATGTAAAAATATAGAAAAAAGTCATAACAATATTAGANAAAAATTTGAGCTGGATAAC 

AAAAATAGTACCTCNGCCNCGACCACNCTAAGGGCGAATTCCAGCACACTGGCNGN 

Sequence 1049 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATAAACAAAGGCATCATAAATAGATATAA 

AGCCAGAAGAAAAGGGATCTAAAGTAGACAGAGAAGATAGGCTGACTCTCCAGTTGCAGA 

TTTTCATTATCAGCTCATCACACCACCGAAACTCTCTGGTGATTTGCTATCCACATCCAT 

GGCGTTTGGTGGCCCTAAAGATTGTAACGGCCCCCATCCTCTTGGTTAAAATGGCAGGTG 

TGTTGACAAGAACTGTCTTAGGTACCTCG 

Sequence 1050 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTCATCTCCAAATCAACTAGACTCTTATG 

TTAAGAATACTAACAAGAAAAAATCCAAACCCCCAATAGAAAAATCCCCAACAACAACAT 

ATACCCTTAAA CACAAG AATTGTATTATTCAATGAAAGCAATACAAGTAAACACAACAGT 

TACCTTGGCTATTT7TTCAATGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1051 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCATCTCTTCCATTCTGGGAATCTGGGAAAC 

TAAGCCTGTAACTTGTAGCTTGTAGAATGAATGATGGAGTAGAATAAATAAGAAAGGAAT 

ATATCATTAAATGCACAGGTTAAATAAATAAAAATCTATTAATAAAGAGCCTAAAGAAAG 

AAAG ATGACATTTCAGCACATATTGGGTGAAATAAGTTGTTTAGTCCAGCACTTCTCAAT ' 

TTTTAGTGGATATGTGAATTGCCTATTAAAATGCAAATTrTAAATTAGTTAATCTGGGTT 

GGACCTGAGTCTGCGTTTCCAACAAGCTCCCAGGTGATGT 

Sequence 1052 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATAGCTATATACTCATAI I I / I ATT 

TTTATGTAAAATTTCCAAAATGCTTAATATGGCAGTATAATAATrATAACTAGATTTACT 

TCAAAACATAGACATAAAGAAGATTACATGGCTGTAGAAGTTCATrGAATTAGGAATCAC 

ATGCTATTTATmAGCAGATATCTTCTTAATTAAATGTTTGACCCATGTGAAGTCATTT 

AACAGATCTGTTACGCATTATTCACATATGCAAAATAATCTATATGATCTGAATACCATT 

TCGATCTTTAAAATTACATATTCC 

Sequence 1053 * 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATCAAAAAAAGACAAAAAAGAAATGGTGTT 
AAAAGCCACAGTAAACATAAACCTCATATCAAGTATAAAACCACACACACTTTGCTCTTC 
ATCCGGACAATGCCCAAAATTATACTGAGGTATTGGGGTGGGCTGATACCTTC AAACAGG 
GAGAGAGGGACCATGTTCAGGAGGTGTATTCCTCGATTTAGGTGGTGACTGAA i i i i i i i 
TTTTAAGACAGGGTCTCACTCTGTCACCCAGGCTGGAATGCAGTGACGTGATCTCGGCTC 

ACTGCAGCATCAACCTCCTGG 
Sequence 1054 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAATGAA AATTA CAAAATACTGTTGAGAGAAAT 

TAAAGAAGACAAATAAATGAAAAGAGACGGAACATGTTTTCGCTTGTAAAACTCAGTAGG 

ATTAAGATCTCTTCTCTCCCACGACTCTATAGCTTTAAAGCAATCAAAATCANACTGGTT 

TTGTCTGAACGTTTTTGAATAAGTCAATGGCTTATTTCAAAATTCATATGAAATTTCAAA 

TGCCAAAGANTAGGCAAAATATTTCAGAAAAGAAGAAAGATTGA6GATTTGCAATAACCT 

GACTTCAAAACTCACTAGAAGAACGAGGCCAGACTGCCCAGGGG 

Sequence 1055 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCACCACGTTCATGTCTCCTCTAGCCAACTATA 

AAGTTATTAACACAAGAACCCTGTCTTATTCATCACAGTATCACCCACAGGGGCTGAGAC 

AGTGCTTACACAGAAATGGCCCTTGATAAAATATGGGCT GAATGA ATGAACATATGAATT 

TGACAGTTTGAGAACTAAATTAAAAGTTATTTCTACTAGCAT TTTTA ACACAAGA^ 

TGAGATTACTTATATATTAGTAGTAAAATG TTTGC TTTATTCATTTTGATTGCAAAACTT 

ATAATGAACTCAGTGAACCTTGNCCCACCTTTTT 

Sequence 1056 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTAACTCAGTGACTTACTCTGGGTTGCTAT 

TGTATTAAAATTCTGTATAGACATTACGTAGCCTCAGA GTTGA ATTTGGACTGCCCTTAA 

AATAAAAAATTCTTAAATCTTTAGTGTGGTGTCTATTAATTTTTATGATGATTTACA^ 

TGGAAATGATTACTTTGCAAGTCATAGTrrACTTTGAAGTTAATAAGAGTGATTACAGTA 

AAGGAAAAATGCCATATATGGCATTGTTCTTAACAGCTTATGAAATTTGGAAAACGATAT 

TTTAGAAAGCTTTCTCTTGNTGGCTGGAATGAAGTGGAGACCCTGCT 

Sequence 1057 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGCTTGTTCAGGATAT n'CTT CTATTTTTCCT 

TTGAGTTCTTGTTCATATTCTAGTTAATTTCTAGTAGTTCT TAATGT ATTTTAACCAATA 

GAGTTTTGTCTTCCTTCTGCTTATGTATTCCTCG TAAAT GCTTTTTGTGACrT GTCTAA G 

TATAAACAACTTTACTATTAGCTGTAAAATTTTCATTTTTAGTATGTCATCAATC mil 

TTGTGNTTTAGTATGATTA AATGG T TTTTCA CTTGGAAAGATATTGAATAGTCTACTTCA 

TTGAI I I I I I I I lAAAGTCATTTTCAl Mill 

Sequence 1058 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATACCAGAGTTA AATTG CCTGTGTTCTTTT 

CTGCCATTAACTGGCTTTGGGTTGGGAAATTCAGATAATTCCACTTTTCCAACTTTAAAA 

TGAGATCTCATTCAAAACAAAATTGCCCACAACCATTTGGAATATGTGTTTAAATTAGAC 

AGTAATGCTTTGGAAAGTGGAATTAAACATTTCAGAATAATAGCTGTTAGGCCGGGCTCA 

ATGGCTCACGCGTGTAGGGAGGCTGAGGCAGGTGGATCACCTGAGGTCAGGAGTTCGAGA 

CCAGCCTGGCCAACATGTTAAAACCCTATCTCTATTAAAAATACAAAAATGAGGCATGGT 

TGGCAGGTGCCCGTTGTCCCAGCTACTTAGGAGGCTGAGGCAGGAGAATTGCTTGAACCA 

GGGAGGTGGAGGTTGCANTAAAGCTGAGATTGCGCCAGTGCACTCTAACTTGGGCAACAA 

GAGTGAGATTCTGTCTCAAAAAATAATAATAATTAAAAAATAATAGTTGGTAGATT GAAC 

ATAGAAAACACGTTTTGTAGATAAAAANTGGCCAAGTNTTAGCCACCTTTGACAAl nil 

TAAAA 

Sequence 1059 

CCCTTAGCGTGGTCGCGGGCCGAGGTACTTTAACAAATTAAA AACAA ATTTTAATTTAAA 

ATATTTTAGAAATTTTACTTAATACATTTATTTAATGAAGGCTG CTTTTA AGA^ 

ATCCTCACGTAAACACCACCACCTGCAAAGTATTAATATCAACTTTTTCAACAAAATGCC 

TGCTATGTATAAGCTACTGAAAGAAGACAAAAATTAATAAAATGTGTCCCTCCTCTTAGA 

TATCTATAATCTAGGAAAATGAACACATTCTTTTCAGACACTAAACTCCATAAGAACAGG 

CATCAGATCTATCTTATTTACCACCACATCCTGAGAATGGAGCACAGTGCCTGACACATA 

ATAGATGCTCATAATAGATGCTCAGGGTTTATAGTCAGTGAATAAGTAAAGAAATGAGTG 

AGCAAATATCTCTTAAAAAGAACAGACTTTTAAAGTTAACAAGCAAGTGATGTGTTATTC 

AGTAGCAAATAAGATTGTTTCCTAATGTCATAATTCAATTTT 
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Sequence 1060 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGTTACCAAAACCCATCCAACTAAAAATTTAA 

GCTTTTTGCArrTTAGTGGATGCAAATTGTGTCTTAGTAAGAAGAACATACAAAAACTAA 

GAAAGATAATGTTGAAGAAAATAACAAAGCTTAAGGACTTAAACTATTACCATCAAGACA 

TGTATAACTACAGTAATTTTAAAAACTGrrTTCTTGCATAAGTATAGAGAAATGTACCTC 

GGCCGCGACCACGCTAAGGG 

Sequence 1061 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTACGCT7TATGATCTTGAATATTTTCAGNGT 

NTAAGGAATCTCTTCCTTCTTTGATCTCCACTGCATGAAGAACTCTGTTGCAGGTGTTAA 

CAAGGAAGTTTTGAAATACAAAGCCAGAACCTGCCCCCCAAAGATCTGACAGTAGTANAA 

GGAGATCCATTTTGAAGAAGGTATAATGGCAACC 

Sequence 1062 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTAACAAATTAAA AACAA Ai i i lAATTTAAA 

ATATTTTAGAAATTTTACTTAATACATTTATTTAATGAAGGCTG CTTTTA AGA^ 

ATCCTCACGTAAACACCACCACCTGCAA a GTATTAATATCAACTTTTTCAACAAAATGCC 

TGCTATGTATAAGCTACTGAAAGAAGACAAAAATTAATAAAATGTGTCCCTCCTG7TAGA 

TATCTATAATCTANGAAAATGAACA 
Sequence 1063 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACACAAATTCTAGGNAATCTAAATTATTTAAAT 

GTCTAGA A I M I I M i CTTTTATGAACCANATCACATTTCTGGACATGCTAACCATTAAA 

ACGGNGAAGCrrCAGCTTGGTTGTTATTCTTCCATTA AACT GTTTCAGAAACATrCAGGC 

GGCAGATAACTCATrrGGATTGTTAAGAAACACCAGGTTTTCCAGATGCTACATTAACAC 

CTCATAGAAGTGGTCTTTCATATGTAT GTTATG NATGATGTNA ACCA TAATATATATGGN 

TAAAATTTTAGTAGGAGTTATCCTTTGCTTTTTATAATTTCCAGTTTTNNC^ 

ATTCCTTTTTTCGGATTCATrrrrrAGGTAAAAATGG TTCCC CATTANTT^ 

AAATAAAGTCTTACTTTTGAGTCTTTTAA GNCGT NNATTTTNGCCANTNNTGTTCCCGTT 

GGAACNAGAAAGGTNNTAAANCCNTAAATTTTTGGAAATTAAAACNGCCNTTTNAAAGNN 

ATGGAAAGATTCTTCGACCACCNNGNTTTTANTAAAAAACCNTAAAANTNG AATCCNGAA 

NNAANGGGGGGGGGNNGTACCCGNGGGNTTATTNAAACCTTTAGNANGNTTT TNTT TTNT 

TCTGGCTTTAAAAATrANTGGNNTTTTGCNNTAAGGGCCAGGAAACCNTAGGGTTTTGGA 

AAAANCNAAAANTGGCCTTNGGGGGCTTNTTCNAAACCCGGGGCNCCAAAAAANAAAAAA 

AAAAAA 
Sequence 1064 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACTACAAGCAGCAAAAGGAAGCTCTAGAA 

CAAGGAATTAAACACAGTGTTTGTTTCCAATCGCAGAAGAGGCCATGAGCACCATATGTG 

TGTCAGGCTTATCATCTGAACCAAAGAAAGGCCAATCCTTCACCTTTCTTATGACTCTTA 

TAGGCTGCAATATTTCACTTGGCCATAAACAACTTAATATCTCACACCTAGTAGTATTCA 

GTGACACAGAAAGGGAAAGAGAAAGGATGAAGAAAAGAGGAAAGAGAAATAATTTNCCCA 

AGATACAAATTTAATATTCTTTCCAAAGCATAAGAACAATTAAAAATATATTTCTCTGNT 

GNAAGTGGAGGATGGA 

Sequence 1065 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGAAACAATATAGTAGTCTTCCCCTTTACAA 

AGCTGAATTAAAGTAAAAGTGTGTGTTGGGAATAATAGGGGAATGTGGATTGTAGCTGTT 

TAATAAAGATTTAGATACATATAAAATTGCTTAAGGCCAGGCGCTGTGGCTTACGCCTAT 

AATCCCAGCACTTTGGGAGGCTGANGTGGGTGGATCACCTGAGATCAGGAGTTCGAGACC 

ACCCTGTTCAACATGGTGAAACCCCATCTGTACCTGCCCGGCGGCCGGTCGAAAGG 

Sequence 1066 

CCCTTAGCGTGGTCGCGGGCGNGGTACCCACATGATCCCAAAGAGGAGGGGCCC TGTAG A 

AACAAGAACCAACCAACANAAAGCAGTGNCTACAGGCACCATGACAACAAAAGGAGTTTT 

AAAGTGCATCTTCAAATAGCACACAATTTTCCAATTTAAATAGTTTGGAATGAATCAAAN 

GGGAANAAAGCATTANTTAGATACAACTGAATTTCTCAAAAGTATATTANCACAGCCTAC 

AAATAAATCCTTAAATGTA 

Sequence 1067 

CCCTTAGCGGCCGCCCGGGCAGGTACCCTCCGTGACTTTTCAGGGTCTCCTGGTTGAATG 

AATTTGCANAAGGATTAAAATGTGTGTTCTTATTTGTGCTTTGTATTCTCCCATAANTAG 

TGTGTTGGAGGCTATTAGAATAGCTGAGAGGGTAAAACATAAACACATACGTANGAGCCT 
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GACATAAACACATAGGTAGGAGCCTGCCATAAGCACCGTAGGTAAGAACTAAAAGGGTGT 

GTTTCCATTTCANGNGGTCCAGNCCTTCCTTNCATACTCTNAGATGACAAAAACACAAAG 

TTGCTGGAGCTCACACAACTAATGACTAAANCCAGAAAGTTTGGACATGGAGAAACATTT 

TT 

Sequence 1068 • 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTATATTAGTGTAGCAATTTTCCAAAAGCCA7T 

CATCTTAGAGGGCTAAATGATTTTACCTTATCAATTCCTCCTGTGAAAAAATATCTCTAA 

AGAGGTTTTCTGCTGGAAAATATTGTTGCTGTCACATTGATATGCCAACAAAAGCTAAGC 

AGGGAAGTCAGGCCAAGAAATATCTNCCTGCAAGAGAAGGCATCGCACATGTATCTCTCC 

ATGCTATTTAAAATTTGCATTCTGCAACATAGAAGGG ATAGG CCATGCTGCAGAAGCCAG 

GTCCAGGAAAACTGCTTTCTTTGGCCNTTACACATCCTTTTTGGAGAAGATGCTGGTGAA 

AGCAGCAACTACCATCTGCCTCCTGTTGACTTAAGTG CAACA GGTGGAAGGGANGAAGGA 

AGGGCATCGCAAACATCATTCTATTATCTCAACCTTGCTTTTCTCGG 

Sequence 1069 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGCTTTGATTATTTCCGAATCCAGTGGGTAG 

AGAAGGTAAAGGCAAGGGCTCACTGGATATTTTTAAATTGTAGGGATGTCCTTTGCTCTG 

GGTCAATTTTAGGATCAAATATAAAAGCACCTATAGCTCAGAGTATCTTCTAACATAAAA 

CTTCTGAGATACCAGAAATTTTCCAAAACATGGTATAAACAGTAT GAAACAC T GGGT AGA 

TAAAAGCTTTCTCTAAATCTTAAAGTGCTCAAATATCATGACCTGATTTTTTAGTTT^ 

AAATCAGATATTTTTCTATTCCATATCTTAAACTTTCATGTTAAATrCTAGTTCTGACAA 

TGTAGGGTTCTA I I I M I I CAGGTGATTGTTGGGAGCGTATAGAAGCATATATAAATATG 

GAATATGTGTTTCTTTTTTCCCCTTCTGAAAGAAAGTCAAGCCTCTAAT CAAAT AGATTG 

ATGCTTCAGAAACTTAACAGAATATTATCTGCAATTTGGCATAAATGCATTTTTCTTGGG 

GAAGTTTCCATGGTCAAAATTATTAGTCATTGCAAAACAGAAAAGTTTGACACCTGGAAA 

TGCAGACCCTTTTCCTT 

Sequence 1070 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTATATTAATGAAATTTATCTAGTCCTTGCA 

AACTTGTGCCTATTGATTTTCATTAGTGTAAAC TAAAG AGAGAAACTTCACACTGACATT 

TATAATTGTAAGAACTAAGAACCAACCATCAGCTTTTCTATGCCAATCCATGCCCTTCAG 

GAAGTTCTTGAGGCCTTGAGGTTGCTAGT TTAGTA AATTGCTTACTGGGACATTAAAGCA 

GCTACATTTTTGGAAAGANGGAGAATTAAGTTTTTGGTG 

Sequence 1071 

CCC7TAGCGTGGCCGCGGCCGAGGTACCAAAACTGAAAAAAGATTGTGTATCCAAACATT 

ATTTCACATAAAATGTATTTTGATAAAGTAAATTCCCAAACCATGGTGCTCAGAGGTTGT 

AACAGTCCATGTAAGTTGAAGAAAAAGAGTTATCAATCAATACGTGACTATCAATCATTT 

ATTTAATCATTATTTAGTTTTCACATATCTAGAAATTTCAG TAGAA GAACCAGCCCTTCA 

TAAANGTGGCCATTCCCTATACCTGCCATCGATTACATTATTTTACT 

Sequence 1072 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I N I I I I I I I I I M I M I GAGACGGAGTTT 

CACTCTTGTTGCCCAGGCTGGAGTGCAATGGCGCAATCTCAGCTCACCACAACCTCTGCC 

TCCCGGGTTCAAGAGATTCTCCCGCCTCAGCCTCTTGAGTAGCTGGGATTACAGGCATGT 

GCCACCATGCCTGGTTAATTTTGTATTTTTAGTAGAGACAGGGTTTCTCCATGTTGGTCC 

GGCTGGTCTCGAACTCCCGACTTCAGGTGATCCT CCTG CCTTGGCCTCCAAAAGTGTCAG 

GATTACAGGCGTGAGCCACCACGCCCTGCTTAAGTTTTAATAAGATCTCTTGGCAACTTT 

TTACGACTGGCAACTTAGGTCTCACAAACACAGAAAAGCTTGTCTTTAAGTATATTGTCT 

TTGAAAAGTTAATACACTCTCTAAATGCTCCATTTAAAATGATTTACTTTATAAATGCAT 

GCACTGAGAGAAAAGATATTTGAATGATATACACCACAATGTTAA ATTAA CTGN GATTG T 

TTCTAAGTATTGGCACTATGGNCAATTTTCTTTTTCTTGGTTATGCTTTTCTG^ 

AAAC 

Sequence 1073 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATTGTATCAGAAAAATGCTAATTAATTTTTT 

GCACATAAAGGGCATTITAAACTTGGTTrrATTCTTTGTGATAAATATGGATGATGAATG 

GTAATGTTAAACAGAATTCAAAAGTTATCAGTTTGGCTAGCCAGACACAGTAGTATATGC 

CTATAGTCCTAGCTACCCAGGAGGCTGAGGCCAGAGGAGCCCGGAAGTTCACGTTTAGCC 

TGGGCAGCATAGTGAGACACTGTCTTTTATAAAAACAACAGCAAAAATGA TCAG TTTGGG 

ATAGTAAGACAAATGGCTTTCTTTTGTTAGGAATTTCTCTATTTAAAGGACTTTTAGGCC 
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TAGAGTGGTGGCTTACGCTTGTAATCCCAGCACTTTGGGAGGCCAATTGCAG GAGAA TCA 

CTTGAGGCCAGGAGTTGGGGACCAACCTGGGCAAAGTANGGGAGACCCTGTCTTTNCAAA 

AAAAATTCAAAAAATTAGCCCAGTGAGGGGGGNGCTTGCCTGNGGGTCCTAGCCACCTGG 

GAAGGCTTGGGGGTGGGAANAATTACTTGGGC CCAN GAATTTGANGGTGTAGTNGAGCCT 

TTGATNCCCCGTNAACCGAGTANAAGACCCTTNTTTTNTTNAAAAACTTTAAANTT^ 

NTTTTTTA 

Sequence 1074 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGTCACTCTGCCCCAGCTCTCCAAAGGCATC 

AAGATCCGACTGCTAGGAGCCCCGGCTTCTTCCCTGACCTGCCCGTCTCCTACACCCTCT 

GGTCCTGCTCCACACTGGTCTAATAACTGGTGTTCCACATTCCTCTAACGTGCACAACAC 

AGTCCTGCCCCCGTGCTTTTCACCTCCTGTCCATTCCTCTTATAACG 

Sequence 1075 

GATATCTGCAGAATTCGCCCTTCGAGCGGCCGCCCGGGCAGGTACTCTTCAAAGAGGATA 

AACTTAAAGAAAATGACTAGATACACATCAAATTAAGCTGCTGAAAACCAAAAACAAAGA 

AAAAATTTTTGAAAGCAGCTAGAAAAAAATTACACACCACACAGAGGGGAATAAGGTTTA 

CATTACAAAGATTTTTCACCAGAAATCAGAGAAGTGAAAAGACAGCTAAATGGCATCATT 

GAGGTGCTCAAGGAAGCAAGCATCTACTCGGAATTATATATCCACCTAAAATATCCnTA 

GGAATGAAAGTAAAATAAATACATTCTCAAAGAAAAACAAAGAGAATGTATCCCCAGCAG 

ACTGATCTGCTAGAAAAGCTAAGGTCAACATTAGGCTGAAAGGAAATGCTGCATC7TCAG 

GAATGAAGAAAGAGCAATAGAAACAATAAATATATAGGAAAACACAAAATAC 

Sequence 1076 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCACTGATTTATGGCAAGTCAGCCAATCCA 

TCAGTGCTCAAAGCTCCTTGTATTGTCAGGNATGNNTNNCATTATTTGTCACTCATTCAG 

AATTAAACTGCCAACTAGTAGCATTTGTTTTGTGTCTGATAGATTCrrC ATGCAG AAAGA 

ATAAGTAAAATGAGATGGGACACAAATCTGAGTATAGCATTGTCATTACTTTTTGCTGCA 

CAGATTACTTGCAAGAAATATTCTAGTCTGGGGCATAACAAA ATCCACA AATTCCAGATT 

TAAAAAAGTAGGTCTATATAAAGCCTTATTTAATATTTGGTATATTTTTTAGGTACCTCA 

TTGGGNGNNCCTTTATNATGCCAAGGCAI MM i GGGGATCCTGGGTTTCTTAATT AAAA 

ATAGGAAGAAAATCTTAACATTCNCGTGGTGGATTAAGAAACNCCNCCCCACCCTNTTTT 

TTGGATTAANGGNGNTTATTAAGTAAAAGCTTACCGTTNAAGTAAGCTTCCCGAAAAGAA 

AATNTTTA 

Sequence 1077 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGTAACCATGACTTACTAGGTGTTATGATGA 

AGGTGTATGTGTGTGTATATGTGTGCATGCATGTAGATAAGTGTG TGCA TTTGCACACAT 

AAGAGTTTTAAGCTGCTCCTGTCATTTATTGATGGTCAAAGGTTTCTTrTGGCTATTGCT 

GGACTCTTAAGATTGTCTTGTAATTGTCTTTTTGTTGTTGTTGAAAATTAAGGGTGTATA 

TTAAAGGTAGTTTTTACCCAGATCTTATATGTGTGATAGCTCACGTCTGTAATCAGAAAC 

CTACTGTTTAATGGCCACCCAATTGCCATTAGCTTCCTAGAGGGTGATTTAATAAACTAT 

CTTCTTTAAAACTCATTTAAAATTAAGAGACATGTTTGCATACAATGGATTAATGACGTT 

TTCACACTAACCCCAAAAGTCTGCTTGCACTTTCTTTTGTAGGCCTAACATTCATTTCAT 

ATGCATTGATTATTATTGTTGAACTTGCATTAATTACATCGNGCATATATGGACATACAA 

TGTCATCTGCAGAAATTAAGGAI M M lA 

Sequence 1078 

GAATTGGGCCCTCTANATCNTTCTCNACCGGNCGCCANTGTGAT AATTCTCCTN TAATNN 

GCCGCCCGGGCNGGTACAGACTTTNGTTCCTTTGCTTTTA M M M M M M I M GCATN 

GATATGAATAGTTTCACTAATTCCATTCATGGTTCTGTAAACNTTCTTAAAACTTTGTTT 

TATGGGATTATCAGAGTAACAAAATAATGTAGTCCCTTTATGGGACTATAAGTAACTTAA 

TGCTTTTCTTTCCCTATTTCATATCCCCATATTTGGTGCAATAATTTAA^^ 

Sequence 1079 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGCTCACATTCATGGGGAGGAAAATCAGGGCC 
TGTCTTTAGATAGGAGATGTATCAAAGAATTTGTGGACATATTTTAAAATCACAGCACTA 
CTCTTGATGTACCTGCCCGGGCGGCCCGCTCGAAAGGG 
Sequence 1080 

TAGGGAGTCGACCACGCGTCCGCTGCCTCGCCCAATGGGCTCATAAACAAAGTGGCCATG 

GTGGCAGGGATAGACTTTCTCAGCAACATGGACTTTCACTCACCAAGGCAGAGCTGGCTA 

CAGCCACTGCTGAGTGCCCCATTTTCCAGCAGCAGTGCCCAACACTGAGCCCTTGATATG 
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GATCATTCCTTGGGTGATCACACAGCTACATGGTGGCAGATTGATTATATTGGACTTCTT 

CCATCATGGAAAGGGCAGAGGTTTCTCCTCCCTGGAATGGACACTCCAGATATGAGTTTG 

CGTATCCTACACGCAATGCTTCTGCTAAGACTACCATCTGTGGATTCACGGAATGC 

Sequence 1081 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCGATGTGGCTGACA TTTGG CTGGAGTCTGCT 

AAGATGTTTTCTTATNCTGGATGGACGCAGACCTGTAACACC CTGT TTTTCATCTTCTCC 

ACCATATTTTTC^TCAGCCGCCTCATTGTTTTTCCTTTCTGGATTT^ 

ATCTTGCCTATGTATCACCTCGAGCCTTTCTTTTCATACATCTTCCTCAACCTACAGCTC 

ATGATCTTGCANGTCCrrCACCTTTACTGGGGTTATTACATCTTGAAGATGCTCAACAAG 

ATGTATATTCATGAAGAGCATTCCAGGATGTGAANGAGTGATGACCAAGGATTATGAAAA 

GGAAGAGGAAGAAGGANNAAGAAAGAAG 

Sequence 1082 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I M I I M I 1 1 i I I 1 1 1 1 I I I M NGCTGGTTA 
ACAAATATTTTAATTCATTAAAATAAAACTTAAAAATTCATGCTTAGTCTACACAAGT^ 
AACTTACTTTAGTCACTTAGTGAATTGTGAATTGGCTCCCATTAGTGGTCAGGANAATGT 
ATTTGGTGTANAAACCAAATAAATCAAGGTATTATCGCCTTGTGAGTACCTCGGCCGCGA 

CCACGCTAAGGG 
Sequence 1083 

CCCTTCGGCCGCCCGGGCAGGTACTGGGAAGTGCACTTGGACGAACAAAAAATAAAAAAA 

AAAAAAAAAAAAAAAAAATTAAAAAAAAANGGAAAAAAAA AAAAAA A AAAAA AAAAAAAT 

NNNTTGGAAAAAANAAAAAAGGAAACANNNANNGCGGGTTTTTT^ 

AA A I 1 r M I I l A ANNANNCCNTTNAANNNTNNNTGAAAATGTG ANNTTTNNN NNGAATNG 

ANCNTNNNTCTrNTrrrGGNTGATTTTTTATGTGTTCCAAATNGI I 1 1 I I I I lANNGAANA 

AAA AI M l I M I INNGAAGNTANACNTNNATT NAAA NNATTTATNCNTNNTAAAAATTNN 

AANAAATTTTAAATNNTTAATGGNNTTNAAArsrrTTTAAAATTT 

Sequence 1084 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTTTTCTGAAATGTCCCCCGTGATTAAGTT 

GTGAACAAATGAACATGCCACATGTCAACAAACTGAACAAACATGGATTGTTAGTGACTT 

ANAGGTGGAGGGAGGGCTAGAGAGAGGCTAGCTGTGTTGGTCTGCCAATCTCCTGTGTCC 

CACACTGGCTACAAAAATACAACCACTGGGTAGGTAGGGCTCATCTAGAACCAAAATTAG 

GAATAAGGATTGAGAAGAAAACTCAGCAAGGGTGATGAATGAGTTTCAGCTCATTGCTGG 

AGTTAGCTGAAGAATGAATAGGACACAGTGGATGAAGGAACAANGCTATTCCNGGGACCT 

TTTGAAG 
Sequence 1085 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAG CGTGG TCGCGGCCGAGG 

TACCACCTAACAAATTGGAGGAAATGAAAAGACGAATCAACAACATTTTGGAGAAAAAAT 

TTATTCTACTTCTAGAATTTCATTACTACAAGTGCTTAGTTCTTGGTTTGGTAGATGAAG 

TGAAATCAAAATTGGATATTTGGAACATTAAATATGGGAGCAGAGAATCTGTGGAATTAT 

TGCTGGAAGACTGGCATAAATTTATTGAAGAAAAAGAATTCCTAGCTCGACTTGATACTT 

CTTTTCAAAAATGTGGAGAAATTTATAAGAATTTGGCTGGAGAATGTCAGAATATTAATA 

AACAGTATATGATGGTGAAATCTGATGTTTGTATGTATAGAAAAAATATATATAATGTGA 

AGTCCACTCTACAAAAAGTGCTGGCATGTTGGGCTACTTATGTGGAAAACCTTCGCTTAC 

TAAGGGCTTGCTTTGAGGAGACCAAGAAAGGAAGAAATTAAAGAGGTACGTGNCCCGGGC 

GGGNCCGNTCTAAAAGGGC 

Sequence 1086 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTN I I I I 11 I I I I I I I I I I I I I M M GAGAC 

AGGGTCTCGCTCTATCACCTAAACTGGAGTGCACTGGTGCAATCTCGGCTCACTGCAACC 

TTCACACCCCAGGCTCAAGTGTCAATCCTCCCGCCTGAGTAGCTGGAACCACACGTGCGC 

ACCACTAAACCCAGCTGTTTAATACACCATTTTTAACCCAAAA CATTA AGAAAAATATAG 

GAACAGTAAGTAGATTCATTTTGTAAACAGACAAGCTTACAAGTTTTCTCAAATATGAAA 

GTCATACTAAACTGGGAGACTGTTAACTTCTTGATGGGGTTAATCTCTAATATGAAGCCA 

CAGTCATAGCTAACTACAAATTACATATACAATGCCAAAAATAT 

Sequence 1087 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

CCAGAAGGGCAGACTTCAACCCAGAAACAACTGTGAATTGTGATGGAGAGATGGGCTCTA 

GTATCTGAACAACGAAATTATACTTATAGACTACTTTCTTTTCACAGAACAAATGAGCTT 
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TCTTGGCTTTTAACAAAATTATCATTGAAAACTACAAAATTAAGATCACCCATAATCCCA 
GCATTCAGAGGGTTAATCTTTTGTTTAAAATCCTTCCAAAAGTCTTAAATGTGTTTATAT 
GCCTTTTGGAAAAAAAATTTATTTTATAATCATTTNGGATTTACAGAAAAT^ 
TAGTACCTCGGCNCGCGACCACGCTAANGGCGAATTCC 

Sequence 1088 

CCCTTNCNAGCGGCCGCCCGGGCAGGTACATCCTTTTGCATGCTCAAGAGCCCATTCTTT 

TCATCATTCGGAAGCAACAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCT 

ATATCATTGCTGGAGTGATCTATCAGGCACCAGACTTGG GATC AAGTTATAAACTCTAGA 

GTGGTAAGTGTC7TCACATTCTTTAAGCACTAAAGAAAACTTTTAATTAGCTACCTTGCT 

TCCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAGTTGCTATAAAGTATTGACTATT 

AGAATGTCTTGAACTTTGGTTACTGTGAGCCAAGTCGGTGCTCAAAGTATATTTCATAGT 

CTCAATTATATAGTAATTTAAGTTCTGAAAAATAGGTTCTGGCTTTGCTATGGAAATATT 

TTGNGAGTATTTACTTTGGAA 
Sequence 1089 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATATCCCTATCTACTATGTAAAGACAAAAA 

GGCAAATGAAATGATGTAATACAATGAACTCCTCAGAAAATAAGCTCTGTAAAATCTCAG 

ACTGCCTGTrrATCATATGCTAGAGTAAACTTACATTCCTTTCTTGTTAGAGAAAAATGA 

TGGTAAAATCCATGCATTAATCAAAACTAAAAACATGAAAAGGCAAGCCAACTACAAGAG 

AAATACAGTTGGCCCTTGAACAACACAGATTTGAACTACATGAGTCCGTGTACGTCGGCC 

GCGACCACGCTAAGGGCGAAT 
Sequence 1090 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGTGCAGAAGAAGCTACCAAACAGCAAATAT 
GGAAATAGTCAG I H I IN H I 1 1 l A AAGCCTCAGTAGAAGAGTGCAGAGTTACACTGTC 
CTGTTTGGGGTGCCCCCCTCCCCCTTNCGACCTAAGTGCTGCCAAGG 

Sequence 1091 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGCAGTTTTCTAAGGGCTCTTAGTGCTTTT 

AACTAGAAAGGGGTTTTTCGTTTGTTTGTTTGTTTTAAAAGGGTCCTTAGTTO 

TCCCTTCCTGTAAAATCCTGTGTAAAATGACAAAAGTGCACAATTGATCATTGTAAGTTC 

TAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1092 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATCTAAAGTTGGGGTGGGAAGGAAGG 

AGAAAAGGGGATTGArrrrAGTGGAAGAACAAGAATGTTCTGAAATTGATTGTGATGGCT 

GTATAATCCTGTGAATATACTAAAACATTGAGTTGTGCACTTTACATGAGTGAATTGTGT 

GGTATGTGAATTTATATCTCAATAAAGCTATTTTTAAAACGAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAGGTNCCTCGGCCGCGACCACNCTAAGGG 

Sequence 1093 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGTCACCTGTATCTTGATCACCAGAGAGCAC 

ACCAGCCTGGACAGCAGCACCATACGCTACAGCTTCATCTGGGTTTATGCCACGGGATGG 

TTCCTTGCCATrGAAGAACTCTTTAACCAGTTGCTGAATCTTTGGAATTCGAGTCGAGCC 

ACCAACAAGAACAATTTCATCAACCCGCGTACATGCTAAGACTTCACCAGTCAAAGCGAA 

CTACTATACTCAATTGATCCAATAACTTGACCAACGGAACAAGTTACCCTAGGGATAACA 

GCGCAATCCTATTCTAGAGTCC 

Sequence 1094 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCCAAAGACTTCGCCATAACTTTTCAAGT 

TAATTACACCTGCTACTGTTTCACTTAGTGGCACTTTGCTTAACCTGTTATACACAGAAG 

GGGTTGAGAAGACAAAACACTGTTAACTTCATTATACCTTTGACAAAGTAATATTATGTG 

ACATGATGTGTTTTCCCCAAAATATTAGAGCTGCAGATTTAGCTGATTCAATTTATGGGA 

CAATTTGTTATGTGATCTAACAATTTGGCATATAATCTAGAAAGCAGCTTTATGATCAAA 

AATTGATTTTATATATATACATATAAAT 

Sequence lOffS 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I M I I I I I I I I I I M I H I I I I I I I I I M I AC 

TTCAAAATAACATTTTTATTATATAAAAATGTAAAAATCCAGCAAA ACCAG AAATACGGA 

ATATA I I I I ICTGGGCTTTCACATTTGTTGAI I I I I ATTCGCGATCTTTTTCAATACAAT 

TTACACCCTCATCCCCATTTCCAGTCTGATTATACAAGNGCTAAGTGGCANAAAGGTCTG 

GAATAAATACATCAAAAAGAAGAGGCAAAGCTGTGAAACTAAGTTGCA 

Sequence 1096 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATCTGATACAAAATCTGAAAGAAAGAACAG 

TCTTGTAATCTTTACATACTTGTAAAAGCATTTCTCAAATTTCAGCTTACTTTCAAAATA 

AAGTTCTTACTGTCTAATATGCTCTCTTTAAATTTATTAAGTATrrTAAAAATACCGT^ 

CTCTTTATCTAGTTTCAATCTAAGTATAGAAAAGCATTCTCTGTAAGGCTGTCTTAAAAA 

AAAGAAAAAAAAAAAAAAAAAAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1097 

CCCTTTCGAGCGGCCGCGCGGGCAGGTACATCT6CAGACATACTGAGTGTCACCGTTGAA 

GAGAGTGGAGTGGCTTTTGTAAAGAAGTTCAGGTACATG TCCAGG GGCCCAGCCTCTGGG 

CCCAGTAACTCAGCTACTCTTTGTGGCTTTCTTCATGGCTTTTTTTGTGGGCTGCC^ 

CCATCTTTATCACCAGAATGAGGAACTCC TGGAA GTTAACTGCACCATCAGTGTTGATAT 

CCAACTCTTTGAACCAGACGTCTGCACCCTTTTTCCTGATATACTGAGGACACTCGGTCT 

CTAGCAATTTCTTCAGGTCATCC 
Sequence 1098 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACCATTCCATACAATGGAATATTACCCGAT 
GAAAAAATAAAGTTGAACACATGCTA CAAC ATGGATG AACTTTGC TTATAAGAACATTGA 
AAAGAAAATGCCAAAAGAAAAATGAGTTTTAGCTCAAAI I 1 1 1 1 1 AAGAGGCCTAGCCTG 
CTCAAGATATCCTGTTAAAAAAAAAAfSlAAAAAAAAAACTCTTCCCATATCTAAGGTGAAA 
ATAAAAAACATTTTTAAAAGTTNAATATAAAAGAATGAAATAATTTCAGGTCAAGTTTAT 

TATACAGAAATTATATTAATGGGTGG 
Sequence 1099 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCC 

GGGATGAAGGCCGTGTTGGGGCTAAACCACACTCTGG AATTC TGTCAGCAAATTCCTCGC 

TGTGTGAACTTGAGCAAGCCATTCACCTTTCTTAAGCGATTTTCTTGATATTTCACAGAG 

CCTCACCAAGTATTCAACGAGAACATGTAAGTGAAATGCTTCACAAAATGCCTGGTAAAT 

AATAGATGCTTAGAAAATGGTAGAGAGAGAAAAGAGCAGTCTCTGCCCTTTAATGTACCT 

CGGCCGCGACCACGCTAAG 

Sequence 1100 

GGGGNCCCGGGGAAAAATNATTTTGGGGGGGGGGGNCCCCCCCCCCTTTNCCTTTNANNA 

NNTTAAAGGGCCCCNNTTGGGNCCCTTTCCCGGGAANGGCCCGGGGGGCCCCCCCGGCC 

C 

CCCAGGTTNGGTTTGGGANTGGGGGNANTTANTTTCTTTGGCCAAGGAAAATTTTCCCGC 

CCCCCI Mill I CCGGAAGGGCGGGGGCCCCGGCCCCCCG 

Sequence 1101 

CCGTTAGCGTGGTCGCGGCCCGAGGTACTTGTTGGCTAGGAGCTGAGCTTATCACAACAA 

ACAACAGCATTACAGGAATTGTCTTATATGTGGTCAGTTGTAAAGCTGATAAAAATTATT 

CTGTAAATCTTGAAAACCTAAAAAATTTACGCAAGAAAAGACATCACTTGTCTACTGTAA 

CATCCAAAGGCTTTGCCCAGTATGAGCTCTTTAAGTCCTCTGCCTTGGATGATACAATCA 

CAGCATCACAAACTGCGATCGCTTTGGATATTTCCTGGAGTCCTGTGGATGAGATTCTTC 

AAATCCCTCCACTCTCTTCAACTGCAACTCTGAATATTAAAGTGG AATC AGGAGAGCCCA 

GAGGTCCTTTGAATCATCTCTACAGAGAACTGAAATTTCTTCTTGTTTTGGCTGATGGTT 

TGAGGACTGGTGTCACTGAATGGCTCGAGCCCCTGGAAGCCAAAATCTGCTGTTGAACTT 

GTCAGGAATTTCTGAATGACTTAAATAAGCTGGATGGGATTTGGTGATTCT 

Sequence 1102 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGG CCCGA GGTACGCGGGA TTCCC CCAT 

GTTTTCTTCTAGAAGTTTTACAGTTTTACGATCTACATTTTT GGTCTATG ACCCAT^^ 

AGTTAAATTTTGTGTAAGGTATGTTATACATGTGGAAGTTCA 1111111 GCATGTAAATA 

TCCAATTGTTTCAACACCATTGGTTGAAAAGACGGTATGTTCTCCTTTGAATGCTTCTGC 

GCCTCAATTAAAATCAGTTTACTCTATCTGCATAAGTCTACTTCTGGGCTGTCTACTCTC 

TTTCATTGATCTGTATGTCTGTCCATTTTCCAATACCACTGTCTTTATTACTGTAGTTTC 

ATAGTAAACCTTGAAATCATAATTCTATAGTAAGTCTAAAAAAATCACACAGGTTGGAAA 

TGCACAATTAGTATGCTAANATCAGAGCAATCTTGTTGGTTCANAATGGTTTATGGGAGA 

AATATTAGCNCAGTGNNCTTCACATGCCTCATTGATGATAACTGGAGCTTAATGTGAA 

Sequence 1103 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTT GTTAGCGT CTGCGTGTGTATGGAAAGTTGA 
CAAAAAATGGCATGAAAAGATCATGATTGGATTTTCTTTTAA ACCTGC CCTTCTGTAAAA 
AATAGTTTATATA I I I M AAATTAGTAGGTATGTGTGGCTTCC I 1 M M CCTAACATTCC 
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CAGCAAATTTTTGCTGCTAAGACTATCACTGTTAAAGTGAAAATT ACAG GGAAAAATGTG 

ATGAATATACCGTAACTCAAAATGTGATATTTTCTTAAAATCACTCTTTTATGCTTTAGG 

AACTGGTTGGTCTCCACTTTGATTATTAGTGTAAAGAGCCTGAGTATACGTGGATTTCAT 

TGTAAAATTTAACTCCTTGTCTTTTACTTGGG GCAC CGGGGCCCCTGGAGGG CTTCCC TA 

CTTTCCCCACTATGTTAACAGGTAAATNCTGATTTTATGCCTTTAGTTTG ACTTA mil 

ANCNAAATATTAGAAGTTATTGCTTTTAAAATGTTTAATGTGGGACTGAAATTTTCATCT 

TTTNNTrNAGAAATCTATGAAGTGTATTCAAATAACGTGGGCCTAAAGGCAAAGGNGGGG 

TATTTTGGNAATTCTGAAATTGNTTTGGCATCTGGNCCAAAAACCTAAANTANTCCCCGT 

GGCCC I I I i l l I I I I I M M 1 
Sequence 1104 

CCCTTTCGAGCGGNCGNCCGGGCAGGTCACTATAGGGCTCGAGCGGCCGCCCGGGCAGG 
T 

ACTTGCAATGTTTTGACATTAAGAGAGAGACTATACATTCAC AGAGG TT GGGA GCTTCTG 

TCTAGCCTGTTGTCCAAAACTGCTTATAAAA TTTAG CAACTAATTTTCACTTTTGACAAC 

TATTTTAATTCTAGAAAATAGGTTTATAAAGATTTTCTTAAAGTGTTATCTATCCTTCCA 

ATGACTTATTATAAATTTTAGAATGTATTTCTATAGGGTGGAAAAATCTCCTTTAGTCAG 

AATTGAACAGTTTTCATGAAGAACATGTTACACCATGTAGAAACATGGGTACCTCGGCCG 

NGACCACGCTAAGGG 

Sequence 1 1 05 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCGTTAGCGTG GTCGC GGCCCGAGGNACT 
I II I I 1 M I I M I I NTN I I I I I 1 1 I I ATATGGCAATATTTATATTTATTTTTGCAATTCC 
TTGGATAAAAACCATTTGAACAATGTTTGGTAAGGNGTTATTCTCATAAAAACTTCTTTN 

AAAATGAAGGTTTTrNTATTTTCCACAAAAGTTAAA 
Sequence 1106 

CCCAATTGGGCCTTTNGATGCTGCTCGAGCGGCGCAGTGTGATGGATTCTGCAGAATTCG 

CCCTTAGCGTGGTCGNNTTNGAGGTACNACCTGCATGGTGTTTATG CACACA GAGATTTG 

AGAACCATTGTTCTGAATGCTGCTTCCATTTGACAAAGTGCGTGATAATTTTTGAAAAGA 

GAAGCAAACAATGGCGTCTCTTTTTATGTTCAAGCTTAT AATGA AANTCTGTTTGTTGAC 

TTATTAGGACTTTGAATTATTTCTTTATTAACCCTCTGAGTTTTTGNATC 

AA 

Sequence 1 1 07 

GATATCTGCAGNNNTTCGCCCTTTCGAGCGGTCGNCCGGGCAGNTTCNTGAGATGTTACA 
CTAGTATTTTGAAAAAGTATAAAAATGTGGCCGGNCGTGGTGACACATGCCTGTAATCTC 
AGCCACTTGGGGAGGCCAAGGGCANGGAGAATCGCTTGGAACCTGGGAGGGCGGAGGTT 
G 

CAGTGAGCCAAGATGCAGCATTGCACTCCACCTGGGCA ACAAGAGTGAAACTC TGTCTCA 
AGGGTAAAAAAAAAAAAAAAAAAAAAAAAAGTAC I II M II I II M II I I I M II I I GGG 
TCATTAGTTATTAATTTTACNCNAGTTAACACTTGAAAAAATGAATGATATTTAAATCAT 
TGTCACTTACTGAGAAGCAAGAACCAATGAGTGAGCCCAAAGGAGTGTACTACCCATACC 
TATTAAGGGTAGGGAAAGGGTTTAAGT 

Sequence 1108 

CCCTTTCGAGCGGNCGTTNNGGCAGNTNCAATGAAATGTCTTTTA AAAAA AGTTTGTTGT 

AATTGTGTATGTAATTCTGACAGTAATTCAAAACACAAAATCACACATTTTCCCTAACTT 

CCCATGTTCTGGATCTGGGGACTGCAATATTACAGAAATATGCAAAAATAAGTTTAGTGC 

TCAGAGATAAATAATTTTNCTTATTTCAATGCATCAATGCGCAAAA ATTTC AATTCAAAA 

AAGCCAACCACTGCTATATGCAAATAAATAAAACATTTGACAACACTTTTATAATCAAAC 

CCAACATTATACAAAAAATGTGTGGCACCGTGCACATACNTGTGCATATGTGTATGCAAT 

GCCTATTTAAGAAAAAAGGTGTCTTGATGAAAATGATTTTGAAAATAGTCACTGACACAC 

ATTATATACAAAACCTTTTATATAAAAAA 

Sequence 1109 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTT GGGC CTTTAATGCCATCTAAACAATTTG 

CTGTTAACGAAACTCAAAAACAGAAATACCTATATTTTCTCGCTAAATCCAATTGTTACC 

TATGATGAGTAAAGACACTAGATCTGCAGGTCCTAGTACAATCTATACATAAAAGGCCTT 

CAGATTTGAGGCACAAAAAAAAAAGGGCAAAAAAAGAAAAAAAAGAAAAAAAAACCTTCT 

ACACATTTCCTTCTTTTATCTGCAATATGAGAAGGAATCCTTTCTAACTCTAATAACATA 

TTAACAAGAATTAAGAACACGATTGTCGGGGAACTCAGATGTTGGCAAAGCTTAAAAATA 
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AAAAAACAAGGGCTGGGTGCAGTGGCTCANGCCTATAATCCCACACTTTGGGAGGCCGAN 

GCAGGAGGATTGCTTAAGCCCAGGAGTTTGGGATCAGACTGGACAACAAAGTGAGACCCC 

TATNCCTATC7TNTNCNAAAA7TTTAAAAATTAGCTGGGCCCAGTGGTGGTGGTGCCTGT 

AGCCCCAGCTACTTANGANGCTTAAATGGGGAGGATCCCTTGAGTNCAGGANTTTGAAAA 

TTGCNTGAGCCTTTGATCAAAACTTTACTTTAACCCTGGGGTGGACCANAACCAANGGGG 

TTTTAAAAAAAAAAAAAAAGGGAAAAAAA ANANAAA ANGGGGAGGTTTCCCCCTTG 

CCCCGGGGGGNCCGGGGGCCCCNGGN I I I M I I GAAA 

Sequence 1110 

CCCTTAGCGTGGTCGCG6CCGAGGTACTGGGATTACAGGCGTGAGCCACCGCACCCAGCC 

AAAACTGAATGCTTTTAAGAGCACCCAAGTCAACTCTTGAGTGCTTTGGTGCTTATAAAT 

TTATTCCACCAGATACCCTANATCATCTCTCTCAAGTTCGAAGTTCCACAGATCTCTAGA 

GCAGGGGCAGAATGCTCCCAGTCTCTTTGCTAAAGCATAGCAAAAATCACCTTTGCTGCT 

CCAGTTCCCAATAAGTTCCTCATCTCTGTTGGAGACCACCTCAACCTGGACTTCATTGCC 

ATATCAAGATCGGCATTTTGGCAAAGCCATTCAGCAAGTCTCTAGGAAGTTGCAAACTTT 

CCCACATTTTCCTGTCTTCTTCTGCACCCTTCAAACTATTTCAACCTCTTCCTGGTACCT 

AAGTTCCAAAGGTACTCCACATTTTCAGGTATGGTTACAGGAAGCAACCCGNTTNTACCG 

GTACCTGCCCNGGGCGGGCGNTCGAAGGGCGAATTCCAACACACTGGGCGGGCGTTACTA 

Sequence 1111 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTTATGTTTTAATTTTTTGTAGAGAAGGGC 

TCTTGCTATGTTGCCCAGGCTGGTGTTGAACTCCTGGACTCAGGTGAAGTGATCTGGCCA 

CCTCAGCCTCCCAAAGTGCTAGAATTACAGGCGTCAGCCACCACGCCCAGCCTGNAGCCT 

ATTTTTATAAATGAAGrrTTATNGGAACATANCCATGCCTGGNCATTTACATACGTCTAT 

GGCTTCGTATGCCATATAGCAACAGAATATATTAAACATTTACTACCTGGCCCTTTGCAG 

AAAATGTTTGACAGCTCCTGCTGNATAAACATAAAATCTGCCAAAAAATGCTGATATTAC 

CCCACATGGAGAAACACTGGAACCCCTCTTCAGAAATCAGA TGCCAATTTAAATATT ACT 

ATCAAGAGAAATACACTCTGA 111111111 CCTATTCCCTTTCTTTTATTTTCTTTTTTG 

AGACAAGGTCTTGGCTCCGNTGNCCAAGCTGGAATATGATGGNGCCATCATAGCTCACTA 

TAACCTCNGATTNCTGGGCTCAAGTGATCCTGTTGGCTTANNCTCCTGAGTAGCTGGGAC 

TATNGGCGTGGGCCCGCCCCACCCGGGCTAAArrr 

Sequence 1112 

GCGCTNGTGTTTCAATCCCTTACGCNCCGCAGCCNTGNTGATGGTCTAACCAAATTCTAG 

TNCCTGCTACAATGGGATGGCCTGGGGGATTAATGGAACTTTGCCGGGAGCAACTTATGA 

TAAGTGGGAAAGCACTTTAGGGCTGATCCCATATANGTGGTGAACACTGCACTTNTGGCC 

AAATGGACACGGAGGATAANCACCATNTGACACTGGGGGTGGTNCAGTTGGAGCTCTGGA 

AGGAAAAGNCTTCCTGGGGTGGATCTCTAACAATATTAATACCTCNGCCGCACCCGCTAA 

GGCGAATTCCAGCACACTTGCCGGCCGTTACTAGTGGATCGAGCTCGGTACCAAGCTTGG 

C 

Sequence 1113 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTrrC I I I I M I C I N I I M I U I I I GAGAC 

AGAGTCTCTCTCTGTCACTCAGGCTGGAGTGCAGTGGCATGATCTCAGCTCACTGCAACC 

TCCACCTCCTGGGTTCAAGCAATTCTCCTGC CTCAG CCTCCTGAGTAGCTGGGATTACAG 

GCAGGCACCACCACACCCGGCTAATTTTGTATTTTTAGTAGAAACGGGGTTTCTCCATGT 

TGGTCAGTCTGGTTTCGAACTCCCAGCGTCAGGTCATCTGCCTGC CTCGG CCTCCCAAAG 

TGCTGGGATTACAGGCGTGAGCCACCGCGCCCAGCCACTTCTGTATTTTTAAAAAAGTGG 

TAAGATTTGAGTATTATACTGGGATAGAACTG AAGTT GGGGGCTTAATTTGATCTATCAG 

CTTATTGAAAACAAGGACCTTTTAAAAAAATGGTTT TGTTAGGT TGGAAGAAGTGAAGT^ 

TTAATTCCGTCATTTAANTTAGCCNAGTATGTTGAI I I I M 11 I GGNGAAAGNGTACCTG 

CCCCGGGCGGGCNGTTCGAAANGGG 

Sequence 1114 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACANGGACCCAAGGACCTCTAGCTGTGTTTGG 
TGAGGCAGGTCTTTGTCAATTTAAGTAATCCTGTCAGATGGTGTACCAATCT TGTAACT C 
ACGACAAAGC ACTGTTGCTGAGATACTGTGATTTATTTTCCTTAATGGGCAG I I I I I I I A 
TATATATACGTTCCATTTTCAGACAGGTGGTGCTrrGAGTTGAATTTGCAAGTTCAAGTG 
AAACATGGATCTC I Mil I ATTTAACTCCCTTTTCTTCTNCTAAGGTGCTTAATTTCCAT 
GCTTGACATCGTACCTGCCCGGGCGGCCGNTCGAAAGGGCGAA 
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Sequence 1115 

GTACAGAAGGGTTTCACCATGTTCACCACACTGGTCTCAAACTCCTGGTCTCAAGTGATC 

CATCTGCCTCAGCCTCCCAAAGCACTAGGATTACAGACTTGAGCCACCGCACCCTGTCCC 

ATCACTTTATATTTTCAAGAAGGTGGTGAGGGTGTGTTGGTGCCTGGGGTCTCTAGCTGA 

AGAAAAGGGAAATTTTTCTATCTCTGGTAATGTCTTTATGGATATAAACCTCAGTTAACT 

GGAATAGCTATGGAATGTATGCTTCTGGTTAACTAAAAATTAACCAGTAAACACTCTGTA 

NTAACCATTACAGAAAATACTTCTGCTTTAAAAAAGTACCTGCCCNGGCGGGCCGCTCGA 

AAAGGG 
Sequence 1116 

TNTCTGCANAATTCGCCCTTAGCGTGGTCGCGGCCCGANGTACCATCCCAAGGACACAAG 

TTTCCAGGCAGCAGCCTNCAAGAATTTTGTTAGAGATGTCCCATCACTTATGGCCTACAC 

TGTTACATCTGGACTCTGGATTGCAAGTGTAAGGAAGAAAGTG AAAAT GAAAGAGAAAGT 

GGAACAAATATTGGCAACAGAGCCCCCAGAGGACAGTTGTCCCTTTTCCAACAAGTTAAG 

TGGAAAATGCTGTTGCCATGGGAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1117 

TTTTAAAANNCAI I II I M I I NCAGGGGGNGAAAAAAAAAAA AAGG GGGGGCCANTTTTC 

ANCCTTGGAAAAAATGGNNTTTTAAAAAATNAAAAAAANAANTTTTCAAANC^ 

NANNACCNCCCTTTTTNAAAAATAAAAAAAAANNCCC CCCGG GGGGCNTNAAAA AACC TT 

TTTTTTTAANTTTTTTTAAAAAACCCNCCCCNCNNCCATT^ 

NAAAAAAAAATAAANATTGGTTTTTTAAAAA AAAAA TTCCCCCCCCCNATT T^ 

CCAATTTTTTNTTTAAAAAAAAAAACCCGNNTTTTA 

NNTTTAAAGGGGGAAAAAAAAAGGGN M 1 I I I I I GGGNNAAAAAAAAAAGNCCCCCCCCA 
AAATTTTTGAAAAANAAAAGGNTCNCTTTCCAGGNNTT TTNAAAAAAAAANAA AAAAANT 
TTTCCCCCCCAAAAAAAAAAAAAAAAAAGGGGGGG I Ml I i H i I H H I I I ING NAAAA 
AAAAAAAAAAAANGGGGGGGGGCCCCCCCGGG I I 1 1 I 1 1 I I I AAAAAAAAAAN ATTTTTT 
GGGGGGGGGGG 11 M I I M I II M NNCCCC 

Sequence 1118 

CCCTTAGCGTGGTCGCGGCCGAGGTAC f I I I II I I M I I I I I M I I I I 1 M I I AAAGAAA 

AAGTTGGCCCAGCCCCAGGGAATAAATTT TGAC TGTCTAAACAACCACAGACCAAGGGCC 

AAATCTGGCCCTCTGACTGTATAAATTAAGTTTTACTGGAATAAAACCAGGTCCATTGAT 

TTATCCATTGTCTACATACNCTTTTAGGCTCGATGGCNCCACTGTGTCCTACAAAANANG 

TTATCTAGACAAAAAGCCTAAAATATTACCGTTTGCTCTTTATNGAAAAAGTTTGCCATT 

CCCTANTCTAAGGGTTANATTCTGACTTATCATGTTATCCTACCCCCCCCCGNGTACCTG 

CCCGGGCGGCCGTTTNAAAGGG 

Sequence 1119 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

AATATGGAAAGGTAAGATCCATACCCAAAGTTAGGTAACTGTTTGAGTTGCCCATGTAAA 

TAGTTTAAACACTGTAGAAGTATTANAGAGATCCTTAGGGAATGATGCAAGTGGCATTTG 

AGCTATTCATTTANAGAAAAAGTTTAAAAACATGCNGTCTAAAANGGAAGAGATNGAGGC 

CATTNGAAAAAATNTTCTTAAGATTAACAGCTGGTTATCCCACTGGCTAACTTCGGATGG 

TGNGGCANAAAGCACCGTNTTGGCTAAACAAAGNGGGAATGGCGTTTAAAAAATAGGAAA 

GGGCAAGGCTAAANATTTTGAACTTAATCCTACTTGGGTGCAGGGAATA ACATA GCTTAT 

TCTTCATGAAAGTNTTrrrrsnrCACACTACCTAAACAGNTTATACATTTGCTT^ 

GAGGGATGGAAAAACCAAAN M I I I II I II GCCCTTTAATCCTTAAAATTGAAACTAACT 

TTTNTNTTTNGGGGGTTGCCAAAAAAAAAAA 

Sequence 1 1 20 

CCCTTAGCGTGGTCGCGGCCCGAGGTACACACATCTTTTTGAGATC CTACCT TCAGTrCT 

TrrGAGTATATAGCCAGAAGTGGTATTACTAAATCTTACGATATTTCTATTTTTAATT^ 

TTGAGGAACCACTGTAG I I I I I CATAGCAGCTGCACCATTTTA CGTTC TCA CCAAGAG TG 

CACAAGGGTTCCGAGGTTCCCACATCCTCCCCAACACTTGTTA TTTTC TGCI I M I HAG 

ATTGCAGCCATCATAGTGGGTGTGAGGTGACATTrCATTGNGGTTTTGATTTGCATTTCC 

CTAATGAGGAGTGATGCTGAGCATCTTTTCA TATG CTTACTGGTCATTTGTATGTTGTCT 

TTGGAAAAATGTCTATTCAAGTCCTTTGACTATTTTAAAAATTGGGTTATTAGAAGTTAT 

CGTTGGTGNTGACTTGTAGGAGTTNCTTTCTATATTCTGGAT ATTAA TCC CCCT ATCAGA 

TATATGATTTGCAAAAATCTTCTCTTAATTCCATAAGGGTACCTTTTTCACTTTTG TG^ 

TGGGGTCTTTGATGNATAGAAAGNTTTTANGNTTTGAAANANCTAAATTATCNGGTTTTA 
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CTTTTGGGGGGCTGGG 

Sequence 1121 _____ 

CCCTTAGCGTGGTCGCGTTCGAGGTACTTTN I I I I 1 I I M I M M II I AATATTTAGTAG 

AGACGGGGTTTCACCGTGGTAGCCAGGATGGTCTTGATCTCCTGACCTCGTGATCCACCC 

ACCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGTGCCGGGCTGAAAAAT 

AACCCTTTAGATATCTACAGCTTTAAACTGTGTGCAGTCATGAAAAGCAGACATTAGAAG 

TCATTGGCATTTAATAAATTGCAGTAAAATTATACAGTAAATACATTACAAT CATTA A 

ATAGGCTTTAATGAGAAGAATTTAATAAATAATCVKTTAAAAAGACAGCAGAAT^ 

TGGTCTCAATATGGTNGCTGCTCTTCTTATC AAATC TATAATAAAAGTATN TGACT ATNA 

TATAGAT7TCAGGAGCTAAAAAAAGCCTTATATTTTC AAAAT TAAAGAACNATTTTAATT 

TTGCNAAATCAATNAGCATTACTGAAGTTTAAGGAAATT TTGGA ATAAAATATATGGCAN 

TTANATNCCGCCTAAAAAGAATGNAATCTTAANGATTNCTTTTTGGCTCAGGGGCNTAAA 

ATTCCA 
Sequenoe 1122 

NGCCCTTCGGNTTTCCGGGCAGGTACGCGGGGGCGGCTCGTTCAAGATGGCGGAGCTCGA 
CCAGTTGCCTGACGAGAGCTCTTCAGCAAAAGCCCTTGTCAGTrrAAAAGAAGGAAGCTT 
ATCTAACACGTGGAATGAAAAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1 1 23 

CGCCAGTGTGATGGGATATCTGCAGAAT TCGC CCTTTCGAGCGGCCGCCCGGGCAGGTAC 

CTTTTATCCCTCAAAGGACCCTTCTT GGGTTTT GAATGGAAGCCTTTAT TCCGG TTAAGA 

TGTTTTCTTTATTTTGCCACTTCCATC M I M I I GTGGCCCTCGATCCTATTTTTCCCTG 

ACTCCATGCTTGGTTGGCCCTTATAAAACTTGTGCCCAAAAGATTGTGGATTAGACTTTC 

CGAGGACTTACCTGTCCTAGGGGAGTAGGCAAGCACTTCACTAGGGAGGGGGTGGGGGAA 

AGGAATGACACATGACATACATGGCATACACATTAAGCAGTTGATCA TATGT CTGACTGG 

GTTCCAGTTTCTTGGGAATGTTGGGTCCCCTTGTTCAGGCTTGCATATTTTAAACTAAAA 

ATTTCAAGTCTATTGTTTTTAGTAACTTCATTTATANNCCTCCATAACAAGTTAGAAGGA 

TGTATCTGCTACCATTTATTCCTATAATTTTAAGAAAGNTGGGGCTTGACATTATACTCA 

TTTAGTGAGAGTANATGCCAAAAAAAGTGGAGGGG 

Sequence 1124 

CCCTTTCGANCGGCCGCCCGGGCAGGACGCGGGTAGGGCAACTTGGATGTATGCTTAGGG 

TTCGCAAAAAGTAAACAAAAATACAAGGGAAAAAAATTATTGACAATGAACTGCTTTGGT 

AGTGATTTGTGATTTTGTTTTTTCTTGATTAGTAACCAACAGCACAGCCACCAAGAAATT 

ATGCACATGTGGGACCACGTCAAGCTGAAGCGTTTGTGCCCAACA AAGGA AACAATAAAG 

AAAATAAAAAGGCACACTAAAAATTACAAGTTTGGGATAAGGGATTATTTTTGAAAAGGT 

ACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1125 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC AGAAAA AGACACATTTAGATAAACTGAAGCAG 

ATTAAAGTGACTTTATAAGACAACATCTTTGTTTTTATGTTTAATTTCAAGTATGGT^ 

GCACTAATTTAATTCAGTGCTTTCTGCTTATTCTGTTTCTAGTAACTCTTACAGAAACAA 

GTGTAGTCAGTAGCCAACATACATCCATGTCAGCCTATATA TGAC TTACTAGGAGGGCTT 

AAGTTTrTTAAAAGAGATGAAAAATAAAGAGAAGGTCTAGTATTTTCCTCCCACATTCCA 

ACAGATCATTTTATGTGCCCCCTTTGGGTGAGCACATTCCATGTTGTAGACCATTGATCA 

TAGTAGTCAGAGCATGGAGCTCTGGAGTTCAGAAAAANTATTTTATTATTGGTGGTATGA 

CAAAAATAATTCCATGAAAAAAAAAAAAAAAAAAAGTACCTGCCCCGGGCGGCCGCTCGA 

AA 

Sequence 1126 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTACTGTTCTTTTAAACCTGGAGAAGCCTC 

TATGGCTTATTCCCTTAGAAGCAACAAATGAAATGATGTATAAAGCATCAAGTCAAAGAT 

ACAGAGAACTGGACACATCCACTAATTGTTATGACAATCAAAGAAGTCATCTCCGTAAAT 

ACCTAAGGGTTGTCTAAGGCTATAAAGGTCAATTTGAAAGCCAGTTAGGGATCCACCCGT 

GTTTCATAAAAGTGTCTTACACTCATGTTTGGCTTTCAAGAAGTGATATGCCTACTAAAG 

CTGTTATTTTGAGACTATCCCGCGTACCTCGGGCGGCGACACGCTAAGGGCGAATTCCAG 

CACACTGGCGGNCG 

Sequence 1 1 27 ^ 

CCCTTTCGAGCGGCCCGCNCGGGCAGGTAC I I I I I I I M I I I I I M I I I I I i I' I IGGCCT 
CCAATTCCATTTTAATTTTGTTTCTTTGTTTGTCTTTCCTCAAATATACAGT^ 



Page 181 or22l 



wo 01/42467 



182 



PCTAJSOO/33312 



Table 1 



TTGGCTCAGTGCATGTCACCAAAAATTCTCCAGGGATTTCATAGTCTCGGTGGTGTGGCT 
GGCCCAGGACTATCCATGCAGGGAGGCCTGCACCTNTGACAGTCGGCTGCANCTGGGGGT 
GCCCATCTTNTGTGCTCTGTGGTACTNCTACACAC ATAAA TTCAGGAAATGACTAGATGA 
GCCTGAGTTGGCTTTANTATTAATGTGCAAATACAGrnrrCTATACCAACAAACCC 
Sequence 1128 

CCCTTTCNNTNNTGCCGCCCGGGCAGGTACTATCGATTGGGTCGGGGGTGATCTATTATC 
ATTGAGTAGGGAAACTTACTAGGNTAAATAGAAAGTATATANAATGTATTTGGTTATAGA 
TATGTGAAGGAAAAGGCATANTTATATGGTCATCCATGCTGGGGAATATTTNGNAGNTNT 
NrrTTGTTGAGAGAAATNGNNCATNTTGGATCAATAGNATTAGACAAATATCTTGNGCAT 

CAAGAGACCTGGAAACATG 
Sequence 1129 

GATATCTGGAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAGT GGCGC AATCTT 

GGCTAGTGTAATTCAGTCTTTTGAATAAATG GAAA AAATAAATTGTATGTTA TTTTTA TA 

CAGAAAAAAAGGCCTTAATATCATAAGG i M I H I ATA GCCCT CAAAACTGA I I I I I AAA 
TGGAGGTAGGCAACTGAGAAAATAAGCATTTAAATTAGTTTTCACCCCAAAGCCCCCCAA 

AATTTTGCTTACAAAATTAGGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1 1 30 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTN I M M I M I I I I I ITrm TCCTTTT 
! I i I I I I M I U I I I U I I I 11 1 I I I I I I N I n M I l A G ANAACn M 11 I H I rTTATN 
GNNANNNNAATTTTTNTNCNGGGGGGNTTAAAAAAI 1 M I M I I NNNNGNTTTCCNNNTA 
NTNNATTTTAANGNNNGGGNNNTNTTTNNNCCCTTTGNTNTNGGCNAAAAA AAAAAA AAT 
I N M I I NTTAAAAACCNTAAANGGCTTCCCTNAANANAAAAAANNATNTTNN M II I AA 
AAAAATAAGGNAAANAAAAANTmr 

Sequence 1131 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCCAGAGGGAGAGGCTAGCAGTAi i i i lAAA 

TTGGTTTCTAAATTTTTTATAGCTTGATGGTAGATAACACATTTGCTTCATTGA^ 

CTGAAAAACCAATCCTCAAAAGACCTCTCAATTAGAATTCTTAAATGACAATGTTTTCTT 

TATCATATATTTGAGAGATTGATTTAAAGAAAAATAATGCTTGACTATCTGAAATAATAT 

TTTAACCCTATCATAAAATCTCTGCCTGGTAGAACAGCTGACTGTGGAAGGGTAAAATGC 

AGAGAACCAGTCATTGGGATCTCCCTTCTCTACTTTGTACTGAAATCTTGAACCTGTAGA 

ACATTACTTATCACTGTGTCCTTTCTAATGGGGAAAATAATAATAAACACTTGCAGAGTA 

TTTTTTAAAAGTTTTTAGCTTTAAAAAAAAAAACC 

Sequence 1 1 32 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATCACATGGTGAAA 

GCAGGAGCAAGAGGGATAGAGGTGCCATACACTTTTAAACAATCCGATCTCACAAGAGCT 

CACTCACTATTGCAAAGATAACTCCAAGCCGTGAGTGATTGGCTCCCATGACCTGAACAC 

CTCCCACCAGGTCCTACCTTCAGCATTGGGGGTGACAAAGCAACATGAGATTTGGGCAGG 

GATAAATATCCAAATTATATCATTCTGCTCCTGGCCTCTCCCAAATCTCATGTCTTCTCA 

CATTGCAAAATATAATTATGCCTTCCTAACAGTCCCCAAAAGTCTTAACTCATTCCGACT 

TTAACTCAAAAATTCAAAGTTGGCCAGATGCAGTGGCTCACACCTATAATCCCAGCATTT 

TGG 

Sequence 1 1 33 

GATATCTGCAGAATTCGCCCTTAGCGTG GTCGC GGCCCGAGGTACTGAAACTACAGGTGT 

GAGCCACCATGCCTGGCTTAAACATTTGTTTTrAATTAGCCAGGCTTGGTGGCACACATC 

TGTAGTCCCACCTACTCAGGAAGCTGAGGTGAGAGGATCACTTGAGCCCAGAAGTTCAAA 

GGGGCAGTGATCACTCCATTGCACTCCAGCCTGGGTAACAGAGTGAGACCCTGTCTCGCC 

AAAAAGAAAGAGGTTAAGGAGGAGA AGAC TCTAACCA AAAGA AGTAACTGATATTATTGA 

AAATTAT7TGATAGCAATCGCAATTATTTTGGATAACTATTTTTACATATTGTAAGCCAA 

CCAAATAGGGTCTTAAAAAGTTTCAAGACCAAATGATTCATGTTCTCTACTTCAGCCTAA 

AAAAAAGTTAAAGAATTCTTGAATTACCAAAAGAACAGTTATTCTATANTTACAAAAAGA 

CTTGAAACTTTTCACCTGAATGCATCTCTT TGTTACA AAACCTTTAAAGGAGGTAGGGGG 

GAACTTCATTGATTCATCAATGCTGNCTGGTTTTTTAAACCCA 

Sequence 1 1 34 

AGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTT 
N r M II n I I I I I I II I M NANGAGCCTCTGGTTACGTTNNCTTGTATATTTACTTTCTC 
ATCCTTTCTCTTTTCTTACCTTCCTCTTTGACTCCTTATCTTTCTATGCCAACCCTCTCT 
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AAAAAGTCAGTATGTAATATAGTTGCTCTTTTATTTAAAAAATTTTAAGATTGATATT^ 

CTTACTATCATGTTACGAGGCTTTATTTATATGTGTATTACAAAT ATATTT GTTAACTAC 

TAGCAAATATTTTATGTAATAACTTCGCTATTTTATTAAAATCCTGTTTTTAA^ 

AAATGTCATTTTAAGTATAGGAGACAGGTGAAATTGTTCAAGGT TACTA CTAAACCAGGG 

AATAAGGGAAGCTTAGATTCTTGGNCTTlTTTCAAAAAAGAAAAATrrrA 

Sequence 1135 

CATGCTCGAGCGGCCCGCGAGTGTGATGGGATATCTGCA GAATTC GCCCTTAGCGTGGTC 

GCGGCCCGAGGTACAGAGGAAATGGGACTTTGCAATTATATTTTTCTAAGTGGTCTGAAC 

TTGGTCTCACTACCCACATCACGTGGAATGGTTACCAGGCCTCAAAGGACTGCCCCACGG 

GCTAAAGAGCTGATCCGCTCTCTGAAGCCAGACAGTCTTATCTGGGAGGTCCTTTACAGA 

TGCCACTGTTGAGGGCCCGAAGCTGAANAAAAGTGACTCCATCCTCAAGTAGTCCTTATC 

rrCCTmGAACCAAGCCTTGCTGTTCTNGGG CCGC ATTTGTGAATnrGGNGTGGAAGTN 

NNNGGTTCTTTAAAAANAAAGNGATGGGGTCCTTTTAAGGTAATrGAAATAAGGTGTTTG 

ATGGTGTTAATTGGGTGATGATGTACCTNGNGGCNGNCTGGATAAAAGC 

Sequence 1136 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGATGAAGATGTG TTAAATA TCTCAGCAGA 

GGAGTGTATTAGATAAATGGAATTATGATATATATGATATACAAA CTTTTTT CTATTTAA 

AAATATATTAATGGATCAACTTTAAAATTGTTAGTTGCCAGTGATCTTTTTTG 

AAAATGGGGCATTTGTTGATTTATTTATTTTCCGTCTCTAATTAGTT^ 

TGAAGCCAGTGAAGTTGTGCTTTTCCTCTACTTCTACTTCCTCTCCCCGACCTTTTTCTG 

CCCAGTGTAGGGTGTATTCTTAAA TTCA GACAGGGGGAGGATTCTTTCACATA TNACT CA 

GCTACCTCCCAATCTGGGGGAGTTTTTCTTACAACTTGATACCAGATCCATTAATTTTAC 

ATTCCTGAATAAAGGCCTAGTA 

Sequence 1137 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCTTGGCTCACCGCAAGCTCCGCCTCCCG 

GGTTGAAGCGATTCTCCTGTCTCAGCCTCCCCAGTAGCTGGGATTACAGGTGTGCACCAC 

CACGTCCTGCTAATTTTTGTGTrrTTAGTAGAGATGGAGTTCACCATGTTGGCAAGACTG 

GTCTTGAACTCCTGACCTCAAGTGATCCATCCGCC TTGG CCTCTCAAAGTGCTGGGATTA 

CAGGCATGAGCCACCGCACCTGGCCCTGTCAGGGTTT TCTTA ACATTAGCAACTGCATTT 

TGATTCTGACAACTGTCACAACATTTTGGGCCAGGTAACTTTTGGTGGCTTGTGCCCTGT 

AAGATTTTAGCAGCATCCCCGGCTTCTACCCACTAGATGTCAATAACATCC 

Sequence 1 1 38 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAAACAGAACAA GTCT CAGTTTTCAGTGCAAC 

ATTTCAAAAAATATATATGCTGCAATCTAATAATTAAAAGGAATTTTACCTATTATGAAA 

CATATTACATTTTTTAAGTTAGATAATCANGTTTCAA AAGGAGTAT TCAGGTTATTTAAC 

TTTGTTTTTAAATGGCTGCATCAGAAAAAAATGTCTA I M I I M M ATTAA AATATTTCA 

TCACTTGTTAAAACATATTTTTGATCTGAGTTrGGTAAAAGTATTATTTTACCTGCTGTT 

GCCCTGCCCGGGCGGCCGCTCAAGGG 

Sequence 1139 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCTCGAATGAAGTTAAAAACAAATTAGAGGG 

AAAAGGTCAGGTTAGCATGTTTTAGAACTATTGGTAAACTATAATTCATGGGACATTATA 

TAATCAAAAGATTAATATTTTAAGCACTAAGTTATAAAGGGTTTACACCCATGAATAAAA 

AGATTACCATCACTTACTATGAACCACCATTCCATGAATCCATGTAGCTGAACACTCCTA 

ATGAAAAGTTTAATTATCCTTCAACCTGTAGTTGAAGAACTCAGTTCAT GTTCA TTGACA 

GATrrCCATTACAGACCCACTATATTGATGTTACTTTCTTTGACACTATATTTTATATAG 

GATATATTAAAATTGAAAACTTAATGCT GTTT AGAAGGCTATTAATA fACTATTAATTTC 

TGAAAGCTTTGAGTTTTCTGAAAAGGCTTTTAAGATCAAAATTTCTGAAACACTCCACAC 

ATTCTTCCTCACCCACATTTA 

Sequence 1140 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGATTATGGACTCTGCTTCT GGTG TGGGTAGT 

AGGTGGAGGGTAGCCAGGAGGGCTTGGGGTGGGTCATCACCTCACAATTTTGAGATGGGG 

TTTTATTTTGCAGATTCATGCATTGATCACAGGCCCATTTGACACTCCTTATGAAGGGGG 

TTTCTTCCTGTTCGTGTTTCGGTGTCCGCCCGACTATCCCATCCACCCACCTCGGGTCAA 

ACTGATGACAACGGGCAATAACACAGTGAGGT TTAAC CCCAACTTCTACCGCAATGGGAA 

AGTCTGCTTGAGTATTCTAGGGTAAGAGGAGACTTTtAAGTAGCCAAGTCCGGTTGTTAA 

GCAGATAATTACTCTAGGTCAGCCTTTATCAACCGGAGTCCCTCATCTGAACTACAGAAC 
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ACAGAAAATGATTGAGTGACTCTTCTCAAATCTCCTTCAGGATGGTATGTGACTAGTATC 

ATTCTAGATGCANAGGGGGAGAAGTTAATTTATTACAGTGGTAACCTTTAGAAGTGGTCN 

CTTAAGANTGTGGGCCCTGAACCATCTGGGGAACTTGTAGCCCAGCCNGTTTCTGGGGCC 

CTTATCTTAGACCTACAAAAAGAAACTTTGGGGGTTGGGG 

Sequence 1141 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I N I N I I I I I I ! GACGGAGTNTGGCTC 

TCTTGCCCAGNATGGAGTGAAGTGGCACGATCTCGGCTTACTGAACCTCCACCTCCTAGG 

TTCAAGCAATTCTCCTGCCTNAGNCTNCTGAGNAGTGGGGATTACAGGTGCCCGCCACCA 

TGTCTGGCTAA INN GTGTNTATAGTANAGACGGGGNTTTACCATGTTGGCCAAGGCTG 

GTCTTGAACTCCTGACCTNANATGATCCACCTGCCCTGACCTCCNACAGTGCTGGGATTA 

CAGGCATAGCCACCGAGCCNGACrMGGGCNNTTTTANCAAGGAAAACGTGTGGAATGAAT 

GGCTGTTGGTGTGCANANAANTNATACTGTGNTACATGTTGTGAAACCTGAANTTTNTTT 

GNTNNGATTTNGTATGANGAATGANNNNCGGACNCAANCACCCNTAAGGGGNGAAATTNC 

AGACANANTGGACGGGCNGTTACNTATNGGGATCNNNATNTTNGGTAACAAAANNTNAGG 

CTGNANTACNTGGTGNAANGGTCATGTTACATTGTNTGNAAAGTTGGTAATCNCANTTCA 

NNATTTNTANANANCATACTANNNNNGNGGCTTGTTTrGGNNANAGGAGGGGGGGGGGCC 

AAACCCCCCNCCCCNCCCCCCNTTTNNCCCCCCCC 

Sequence 1142 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATTAGCAACTGTGATG ATGAT GATTGTGAA 

TCTTATTTTCATATCTTGGGTTTTCTTACAGTGAAATATTTGTTGTGTTATT^ 

AAAAATAAACCATGTTTGCATC7TGGTCTTCTTTCCATTTGGATTCAAAAGTTNTATAGT 

GATTCCTCCTAGTAAAATTGCATTTTCTCCCTAGGAGTACCTCGGCCGCGACCACGCTAA 

GGG 

Sequence 1 143 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTACACACATATATGCATATATGGTATAATG 
TATCAATATTTACAGAGACCATAGTAAACACAGCACAA AACC AGG CATTAA GA GATGCA T 
GGGAAATAGCATTTAAATGGTAAATATGGTAAAGATTGTTTTATGGTTTTTGGG I M I 1 1 
I NN lA ATGATCATA I I I I lA ATGTTACTTTAAAATAGATTAGTGGAATGTGATTCAAT 
T 

Sequence 1144 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATAAGTAGNTGGTTTGTATGANATGGTTAA 
AAAGGCCAAAGATAAAAGGTTTG i I M M I I CC M I I I i GCTATGAAGTTGCTGTTTATT 
TTTTTNGGCCTGTTTGATGTATGTGTGAAACAATGTTGCCAACAATAAACAGGAATTTTA 
TTTTGCTG 
Sequence 1145 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTGTTTGCTTAAACAAAGTGACTGTTTGGCT 

TATAAACACATTGAATGCGCTTTATTGCCCATGGGATATGTGGTGTATATCCTTCCAAAA 

AATTAAAACGAAAATAAAGTAAAAAAAAAAAAAAAAAAAGTACCTGCGCGGGCGGCCGNT 

CGAAAGGG 

Sequence 1146 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGGTGAAATTTGAATGTGTGAACGCATTGTT 

CTGTGGAGTTCTTTTCAAAGAGATTTCAAAGCCACAAGTTAGATAAGGCCAAGAAGTAAG 

GCCAGAGTGAGATCGAAGTAGGCCTTTCTTTTAAAAAATAATAGCTTTTArnTATGTCA 

GTATCTTCTTTACAAATCTAACCTTCCCTTTTCACGC 1 1 M I GAAAAGATAGCTAAAATT 

CAGTGTGTTCCTCTTATTATAAAGGATTGGGGTAATAGTTAAGCATTTCAAAACATTTCA 

GTTTCGTTAATCAGAAGCTGCAAGTGGGTTTGTTTTATAGCCAGTTTGCTTTTAAA^ 

GCCATGTGGGCTTTAAGTTCAACGTATTTGTGTTCTCTTTATNGTTACTCTCTCCAGAAG 

TATTACCCAAACTGTGAAGTTGTGGTTATGGGGATGGCAAACATTCATTCTATTCGGAGG 

AGTTTTCAAGTCTNTGCGGTTGCTGTGCACTCAGAATGCCANATCCCGGGAAAGTAAGTC 

CTT 

Sequence 1147 

AGCGGCCGCCCGGGCAGGTACATCTGTCAAAAATCATATTTATGTGAGATGTGTCAATAC 

TANACTTGTGTNATTNATGCTACTTAGAANGANGATAAAAAATATCCTGTTTGGCTCCAA 

AAAAAAGAAAAGTCAGCCCCTCCTGCACGAGTNGGAGCTGCAACCCTTTANAATTGATAA 

TCACAAACCCCTNAGACCCANAGTAAAATAAAAAAAAAGATATGTNACATTAGGCATTGA 

TGGAAAAGGACTAGATCCTAGTATAAGCATCCTAATAAAAGGAGAGGTTNAAAGACGCTC 
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TCCAGAACCAGNNTTNCAGACTTTNTATGATAANCTAAATGTGCCANTCCTCGGCCNNTG 
ACCACNCTAAGGGG 

Sequence 1148 

CCCTTAGCGGCCGCCCGGGCAGGTACTATTGAACCAACAGGATATC TTTTT TATTATTTG 

CATGAGTTAATCCTACAAACAAAATTAAATACCTCTTTTATAAAACATCTTTTCCAGTGT 

TCTAATTGATGGAGATGCGGATCACTCATCTATA AAAAAT GACTTACAGCTTCAGCTTAA 

TCAGTTGCTATAATGTGAAAACAGGAATGTGTA F I I I I N CAA CTAG GTAA AAGGTG CAT 

ATAATTTGAATTGTTAAATGTrrrATTAATGAACAAAGTAAACCTTTT AGTAA T^^ 

ATTACTGGTCTTAGGTGTTTGAAACAAGGTAAAAGTATACATTCCAGTTTTGCCCAAAAG 

TCACTTAAAATATCTACAAATTATTTAATCTGTGTGTGGTAACACCATTATTGCTCCAAT 

TTCTGGAAAGAGTCTATTTTCAAAGTTTAAAAAAGAGGAAAAACAG CAAAG TGGCTAACC 

TTTGCAGTGGAAAGAAAAAGTGTCCTTCATGGGTTACACTTTCATATTTTTATGCAGC^^ 

TAAGTTATCTACCGTTATGGGGGAACTTGGGGTTT 

Sequence 1 1 49 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATTGTTCTTNTTACANNTNTTACTGTCTCA 

GNTATAATTTTGCAATGGCGGTTTCNCAACTNGCCTGNCCNNACCCNNNTGTNTCATAAN 

TAATCTACGTAAACAAGTTAAAATAGGTAAATGNAATGTGATNAATACTTGNGGACAACC 

TGGTCATAATTTANAATCTCAAGGCTATATTAAATAATACATATTTCATTATT NGGGT AT 

TTTCCAATANAAATGTATTGGAGGAAAACCTTTCCCANAAAAAAGNGTAACCTTTTTAAN 

AAGGNGAATNANNNTTTGTCTAATTCAAAAGCTTATTTAAAGGTTATGTGTAAAACACGG 

TNAAAGAACCNTNAAATAAAGAAAGATNTAANATAAAACGTTACCAAAAATAAAGTG 

Sequence 11 50 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC t 1 1 I I I I I I M I I I I 1 1 M I N IGTTTTAA 

CAAAAATAATAGNGNAGAAGCTGGGCACAGTGGCTCATGCCTGTAATCCCAGCACTTTGG 

GAGGO^AACTC^GGAGGATTGCTTTAGGCGAGGAGTTGAANACCAGCCTGGGCAACAAAA 

AACAAAAAAATTACCCGGGCATGGTGATGTGTGCCTGTAGTCCCAGCTACTTGACAGGCT 

GANATGGGAGGATCCCTTGAGCCCTGGAGTTCAAGGTTGCAGTGAGCCATGATCTCCCCA 

TTGCACTTCeANCCTGNATGCCAGAGCAAGACACAGTNTCAAANAAAAAGAAAAAACNCA 

ANAGAGGTGGAAGGGCTCANCAAGTGCTTTCCACATTCGCATTCCCTTAAAATCGGGAAT 

GCTCTAAAGCTAGAGGACTTTTA 

Sequence 1151 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M I M M I I 1 1 I I I I I 1 1 IGGGGI M I I I I M 

I M l M l M I G AGACGGAATCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGTCT 

CAGCTGACTGCAACCTCCGCCTCCTGGGTTCGAGATTCTCCTGCCT CANCC TCCCAAGTA 

GCTGGGACTACAGGCACCCACCACCACACCTGGCTAA I M M I IGTAI I I I lAGTAAAGA 

CGGGGTTTCACTATGTTGGCCAGGCTGGTNTCGAACTCCTGACCTCGTGATCCACCCACC 

TTGGCCTCCCAATCTTATTrGCTTTACAAGTCCTGCTTCAGGGTTACCTT CCCTG ACCAC 

TGCTGCCTCCCTCCCAACATTTCCAAGGGACTGTCATTGCCTTAAGTTAI MM ICTGTT 

NAGN I M I M M [G GCG t M M N M M M I M NAAACAGCGTATTAATCTNTCGCCAAAG 

GCTTGGAAATCANTNGCCCAAATTAAAAGCNTTGTTGNAGCCTTGAACTTTCTGGGCTTA 

AGCAAATTCCTNTTACCTTNAGNAAANTNGNGACTACNGGGCCCATGCCCACCACGCTTG 

GGCCTTTAAAATTAATTTNTGGGTAACAAAAAAAAAACTTAAGCCCTANGNAAANCTTTG 

GTTTAAAAATNACAAGAGGGACTTNNATNTTNCATTNATACAAATGGAAAANATTAANTT 

TCNTCNTTANNANGANAAAGGAAAAAAAAAAAAAN 

Sequence 1 1 52 

CCCTATCGAGCGGCCGCCCGGGCAGGTACAAGCAAGACTTTCCTTTAATATTGATAAAGA 

ATTGAGTATCATGTATGCATTCCCTTTTATGATATACAATTAATTGAAGTTATTT CCCCT 

TGTATGCAACCATCCAC A 1 M M CTTCTGACCTTTTCCTCAAGTCTTACAACTACTT TTA 

ATGACTGCAT7TTGGAGGTGGTCCCAGGAGAACAGATGTTTGCCTTATAATGGNGTTTTT 

CCA I I I I lATCTTTGATTGNGCAAGGGGGTTGGAAGTATTATTTAGTCATTATATGGATT 

CCTCTAAAAATTGTTCAATANAATATATATTCATTTATTCACTTTACTTATTGTTTATT^ 

ATTGCCTTAGAGTATACCCAAACACNGGAGGATTCAATAAT GATC AAGACAGGTCTAATT 

TCTGTCCCAAANGAGCTTAAATATGNGAATTAGAAAAGGAATTTT 

Sequence 1153 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACATAGAAAGGGCTTGGAAGTCTGATTCAGGA 
AAGGAAATCAGGAAAGAACAAAGGAAATGAAGGAAGAATAAAAAAGAAGAGAAGTCATTG 
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AAAAAGTATGAAAAAATATGAAACAGATAACAAGAAAGTAGAGGAGATTCCAAAAAATAC 
AACCCAGGTTTTCTGCCCTCATTCTATAGAGTCTTGAGAATTGTAGGGTGTAAGAAATAA 
AGAATCAAGTCTGAGAGATCCCTTTTGCTTCTTTCTTGTCTCACTGATCTGGAACCCAGG 
TTGCCAGCTGGCTATTCACAGGCCCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1154 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAACTATCACTTGTCATTTGTCTAGGAAGGT 

AAAATACAGGAAGTTCCCAACTTAAAAATGGGCTTGACGTAGCAGTCATTTGTAAGTCAC 

TTGCTTGGAATTTAGAATGCTTCTTCCCTCTGCAGAGACAGCTTCCATATGGTGA TTAGT 

ATCCAGTCAGCCCACAGAAGTTATTCAGTCTGTTGCTATAGATGAA ATTATCCTTAT TTT 

TACTTCCCCTTCGAATAGACCACCTACTGTTTCTTCTGAGTGTGGTCTT7TTCTTTTCTC 

CTATTCCCTCCTCAATCCTC i M I 1 I I I I I M I I I I I I NCTGGGTTTCTTCATTATTCTC 

TAATTTCTTCTTGGCTCAAAATACTTCAAGTTCTATTGNGGTAGCCTAGATTTAGGGACT 

AGTTTGG 

Sequence 1155 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGCAGGAACAATATTCCTGTAGCCATGGAAGA 

GGGCCAAGGCTCAGTCACTCCTTGGATGGCCTCCTAAATCTCCCCGTGGCAACAGGTCCA 

GGAGAGGCCCATGGAGCAGTCTCTTCCATGGAGTAAGAAGGAAGGGAGCATGTACTTGCG 

CTTACTTTGTAGCCTTCATCAGGGTTTGCTGAAGATGGCGGTATATAGGCTGAGCAAGAG 

GTGGTGAGGTTGATCGGGGTTTATCGATTACAGAACAGGCTCCTCTAGAGGGATATGAAG 

CCCCGCGTCCTGCCCGGGCGGCCGCTCGAAGGGCGA 

Sequence 1156 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCATTTTTGTATTGCTATTAAGAAATA 

CCTGAGACTGAGTAATTTACAAAGAGTAGAGATTTAAATGGTCAAGGTTCTGCGGGCTTT 

ACAGGAAGCATGGTGCCAGCATCTGCTCAGTTTCTGGAGAGGCCTCAGGAAGCTCTTAAT 

CATGGCAGAAGATGAAGGGGGAGCAAATTAATCACATGGTGAGAGCAGGAACAAGAGAGA 

GAAAGGAGATGTACATATACATTATGTAATTAAAAAGCGTGCATGTGTATGTATTAAAAA 

TAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAACGCANAGGCTGCTTG 

TTATCCACAATANTAATACCAATAG 

Sequence 1157 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGGCTCCTGCCTTTAAGAGCACTGTTTTGCTT 

TTGGGGCAGAAAGCATGGACTTTTAAAGGGGGACTTGGCATGAATGCATTCAGAGGAGGG 

AGTGAGCAGTTGGGGGTCTGCGTGACTCGCTTTCGTGCTTAATCTACTGGTGGTCGAGCT 

GGCTGCATCACAAGCAGAGCTAGGTTGTATAGTGGCCTTTGTCTCAAGACACTCTCCAGG 

TGGGAGAGCCTTCCATCAGGGACATACTTTAGGTTGCAAATTGACTGTTGTCTCTTGAGG 

CAATCTCCTTGTGGGAGAGAGTTTCTGCCCTGGAGCTTCAAAAGTAAGCACGTAGTTAGA 

TAAGCTTCCAGTGTANNTGAGTGTCTGGTGAAAGGGAAGGTAAAGGTTATGATTGCATTT 

TCTGAAAGAGCTAAGGTANGGAAATGGGGAACATAAAAAAAAAAAAAAAAANAAAGTC 

Sequence 1 1 58 

GAGAAGGCTTCATTAANGGAATCTCACTGNGAATATCTCCTGAGAGATGGACAATGAAAT 

ATCAGNNGGNGGATATGNGTGATAAGCTGATTTCAATATTGAAGTATNGAAATAAAATAT 

TGTTTACACCTGAAAAAAAAAAAAAAAAAAAAAGNACCTGCCCGGGCGGCCGCNCGAAAG 

GGCGAATNCCAGCACACNGGCGGCCGGNACNAGNGGANCCGAGCTCGGNACCAAGCNNG 

G 

CGGAANCANGGCATAGCNGNNCCTGGGGGAAAANGGNAN 
Sequence 1159 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCAGCCTGGCGACAAGAGCGAAACTCCATC 

ACACACACAAAAAATTAATTAAAAATAAATAAACATTGGTCAAAAATATAAAGCTGTATC 

AACTGTATATAAATAATTCAATTAAAATATCATGCATAAAATCTGGGTGTAATAAAAACA 

AAGAATA A I I I I 1 1 I A AAACCCAAAGCAAGGCAAGGGGTGATGTTACCAAACTGCCATGT 

ATCAGAGATGTGATTAGAAGGAAATCCTTCAAGGGGAGCTTATTTATGGTACCTCGGCCG 

CGACCACGCTAAGGG 

Sequence 1160 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTACAGATATGAACTACCGTGCTCCCTG 
ATACCCTAAATATTTATCAAAA I M I I CACTGCTATTTTCCTCATAGGATTAAAAGGGCT 
ATTTATTA 1 I I I I I ATAACTACAGCTGACCCTTGAACAAC ATAGGGGTTAAAGGTGCAGA 
TCCCCCGTGCAGTAAAAAAAAAAAAATCATAAAAAACTTTAGATTCCCAGAAAACTTGAC 
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TATrAATAGCCTACTGTTGACCGGAAGCCTTACAAACAGTTAATACACATTTTGTATGTT 

GNATGTATTATATAATGTACCTGCCGGGCGGCCGCTCAAAGGGCGA 

Sequence 1161 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATAAAGCTTT TGTTC ACACACACTCTGAAGAA 

TCCTGTAAGCCCCTGAATTAAGCAGAAAGTCTTCATGGCTTTTCTGGCTTCGGCTGCTCA 

GGGTTCATCTGAAGATTCGAATGAAAAGAAATGCATGTTTCCTGCTCTTCCCTCATTAAA 

TTGCTTTTAATTCCAAAAAAAAAAAAAAAAAAAAAAGTACCAGTCTCACATTTGGCCCAA 

ACCTCAGGATTCTCCCTCTGCCTGTCTTACTTCATGGTACCTGCCCGGGCGGCCGCTCAA 

AGGG 

Sequence 1 1 62 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAACCC TATTT TACAGATGGGAAAACTGAGGCT 

CAGAGAGGTTAAATCACTTACACAAAGCCACACAATTTTGAGTGGAGAGCTGGAATGTGA 

ATCCAGGCAGTCTGACCCTGCAGCTTATGTGCTTAACGATACTGCCTCTCATGTGGGCAA 

AGGATGGCCCAGGAGAAAGGCAGGCCCAGATTCCAAATCTGGCTTGACCGTCTAAGAGGC 

TGAGTCTTAACCTCTCTGAGCCTTTGCTGTTTCATCTGTAAAGTGGTCCTCCTGACAGCT 

GCCTCCTAGGGTTGTTTTGAGGATAAAGTGAAGTAATGGAGGGCCCTTGGGATATGGTAC 

CTGCCCGGGCGGCCGCTCAAAGGGCNAATTC 

Sequence 1163 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTTTCACCCTCTGAAATTACTAAGCAGGCTG 

TGGGGTGGTGCTCTGAAACTAGGTAGAAGTCCTCACCCCCCAACAAACCTTTACCAGTGG 

TTTTAGCATGCAGAAGATTCTGGCCTGAACCAGTTACTACTACAGAGGCTGCAAAATGAT 

GATTTTTTCATTCATTCTTTNGTAAATACCCGGTATTTTTCACAGGATGAATGTACC^^ 

CCGGGCGGCCGCTCGAAAGGGCGAATTCCA 

Sequence 1164 

ACTTTNI I M M I I I I I I I I I I m I I CTTCTTAGCAGGGTCTCACTCTGTCACCTAGGC 
TGGAGTGCAGGCAACAGGCCAAGACCCTGTCTCCAAAAAGAAAAAAAGGAATAA7TCTAA 
AAGACTTATATTGATlTTTTCCCCAATrAACATTAAACGCCTCCACCTGCCCCGTGGGAA 
ATTGGGTTGGCATGTCACTGAAAGGCAAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1165 

CCCTTAGCGGCCGCCCGGGCAGGTACAAACTTTCTTCAGTTCTAATTTCTAAGA TGTTT C 

ACTCTTTAAGTAGAAATGAAAGTCATCTGACTGAAAATTATAGCAGTATCTAATTGTTTT 

TCATAACTAGCCAAATTCAGAAATG TCCT GGATATATTTCTGGACAATGTAGATGCTGAT 

ATCCTTGGATTTAGGTTATACTGACTTTTATCTTTACCAAACCATATTAACATTTGCATT 

TTATAATTGGAATGAGAAATTTAGAGTAAGAGATCTGGATCATGCAGGCAGGCAAGCATC 

AACCAACAATACTTTTATGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1166 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCG6GC AGTGG TTTTGCTCTATACCACTGAAAA 

GCACTATAACATAATTGTTGNCCATGATACTGAAGCTTTTCCCCTCACTTNTAGGTTGTT 

TACATTCAGAGCTCTATCAATAAGANGAATACATATTACAGTGAATTCGACAACCGCACA 

AGTNGGCAGTNGGTATCCCCAACCTAATTTATCTTGGTAAATTCACCCTGTTTCCTAGTG 

CTGNTGGATAAAAGAGTGTTTACTTTTTATTGCTNTTAGACAGAGTAGNCTANATAANTT 

TTCAATTTATCAACATANCCTAGACTTCTGTAAGTGGAATGNTCATTAGTAACTCATCTT 

TTTGTTGNTATAATTGGAAAACAGAAACGAGGCTTATTGCTATT GCAG AAATNCNAAACT 

GGCAAAAGGCCNAGTATTTNTGGTATTCCATTAATATAACCAGCrrTTGAAATTT ATGTG 

TTTGGATTANTGCCTTCTGGGTTACCNAAGTATTGACTCTGNTTAGTTTGGCACCTTTTC 

CGGNCTTAACANAAAAATNGNAATTTGGTTAATTCTCTTAAANATTNGGTNGNANCTAGT 

NGANNGGAGGTNATNNCCTAGGAANTTTACNAAGAANNTTNGNNACTTGCCCNGGGCNGG 

CGNTTTNAAANGGGCGNNTTCCANCAAANTTGGCGGGCGTTACTAAGTGGGNTCNCNNCC 

NTCGGGACCCGAGCTTGGNCGTATTNTTGGGGAGNACCCCCTCCCNCCCCCNCNTTNTTT 

TGGAATAGAAATTCCCCCCC 

Sequence 1167 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTrCTGTCT TCTAAT T TTTAAAAT TATTAATG 
TCTTCT AI I I I ICTAAGGCTG AI MM I CTAATGTCTGTATTTTTCC I IN I I ICACATC 
TTGACATAAGTAGAGTTCATTTATTTTCATTTATTCTTGTATAATAAAATTACTTAAGGT 
TAGGAATAATTAAGTTTTGCTCCCATG I I I I I ATGTGTAACAATCTCAATGTTGTATGTC 
ATCTACTTCAAAATTTCAAGCTTCCCCTTTAAAATACTGTTTAAAAAACTTTATGAAACC 
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AGTATTTCTCTCAACCCTTNGTGTAATACCTGGTTTTACTTTAAATGTGGTCAAGATAAT 
TTAACCTGT 

Sequence 1168 ^ 
CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCAGGGATATACAAAGGTGAAAAGAAACCT 

GAAATATTTGTTGATGGCTGGAATATTTATTTTTTTGATCAAATAGATGAACTGC^ 

TATTGGTCAGAATGTGGAAAAAATACAGAATCTGTTGGGCAGTTATGGTTGGGCCTTCTT 

CGTTTCTACACAGAGGAATTTGArrTTAAAGAACATGTTATTAGCATCAGGAGAAAAAGT 

CTGCTTACAACTTTTAAGAAACAGTGGACCTCAAAATACATTGTTATT GAAGA TCCCrrr 

GATTTGAATCATAATCTCGGAGCTGGATTATCAAGGAAAAATGACAAATTTTATAATGAA 

GCTTTTATCAATGGTAGAAGAAGTATTTGGGATTTCCTGGTCAAGGGGATTTCAAANGAC 

TACCCCTCAA 

Sequence 1169 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTGGTTTCACAGAAAACAAAGCAACTCTTAA 

ACACCAGCTGGCAAAATGATAGGGCTTTTCCTTTGAATTANTCACCACAGGTGTGAAAGA 

CAGAATGACTAATCCATCTGATTAAACATANACCTTTTAGAAATCAATAACCTTATTTAC 

ACAGATGACAACTGCTACTGTTCCAAGGOfCCTAATCATGGTTCAGTTCTCAGGGCCTCA 

AGTCTTTTTCCATTCCATCNCANAGTANTACCTGCCCGGGCGGCCGCTCGAAA 

Sequence 1 1 70 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGCAGCTAGGAATAATGGAATAGGACCGCGGTT 

CTATTTTGTTGGTTTTCGGAACTGAGGCCATGATTAANAGGGCGGCCGGGGGTGGCTATT 

GTGGGAAGTCATAACCCACAGATAGATCAACCTAAGAATCCTGGCCCTTCTCCACTCTCC 

ACCATGCAGGACAAACATCTTGTCAAGCAGTCAACGTANAATGCTTGGGAAATAGTCATA 

ATTACCCACATATAGTAATTAATAGATGGTAATTAATTGATCCTTGATGTGATGTTCTTT 

TGCATATTTCCTTCATTCTAAAGNTGTTCCCTGCCCGGGAGCGTTGGCTTTCGCCTGTAA 

TCCCAACACTTTGGGAGGCCAGGACAGATCGCTTGAGGTCAGGAGTTCGAGACCAGCCCA 

GCCAACATGGCGAAACCATGTCTCTACTAAAAATACAAAAATTATGGTGACGCCTGCCTG 

TANTCCCAGCTACTCGGGANGCTGAAGCAGGAGGATCGCTTGAACCCATGAAGTGGAGAC 

TGCAGTGAAGCCGATATCGCACCANAAGNGCTCCAGCCTGGTCGACAGAGTGAAGACTCC 

NTTCTTAAGAAAAAATAAAAATAAANGTTGTrNTCTTGAAGAAAAAAAA 

Sequence 1171 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGAGGAATGTTTGGTTGGGAGAATCACAGC 

TTTACAAGGGTGTTTATATTTGATTTGTGTTTATATTTG AGGC AGGTATTGTAATATAAA 

GGAATCCATTACCATGTCCTATAAATGACCTCTAGCCATTTTATGATTATTGTTCTCTGT 

AAAACTCrrCAAGACTTCAATGAGAAGTTTGTTTATAAGAATTATCTTCTCATACCTTTC 

CTTGTGAAGAGCGTATTCTGTTTTTCTATCAGTTCGACATGAAGTCCACATCACATGCTG 

TTCTTTTCTAGTTACATGATGTGCCT 

Sequence 1172 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAACCC TATTT TACAGATGGGAAAACTGAGGCT 
CAGAGAGGTTAAATCACTTACACAAAGCCACACAArnTGAGTGGCAGAGCTGGAATGTG 
AATCCAGGCAGTCTGACCCTGCAGCTTATGTGCTTAACGATACTGCCTCTCATGTGGGCA 
AAGGATGGCCCAGGAGAAAGGCAGGCCCAGATTCCAAATCTGGCTTGACCGTCTAAGAGG 

CTGAGNCTTAACCTCT 
Sequence 1173 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACGAAGACAGCATCCTTCAATCCCGCCAGCTCA 

TGTGCATCTGAGGGTGGGGCTCTGTCTTCATGCTAGAAACCAAACTGCTCTCACAGCTTC 

CTGCTAAATCACCACGGCTAACGGATAAGCAGAGACGGACTACCCGCGTACCTCGGCCGC 

GACCACGCTAAGGG 

Sequence 1174 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTGCATAATAATTTTTAGATAAATGTCAGG 

AACAGAATCACATTCTTAAAAGGCNGAATTTCTATAAACGTGTGTATATGTT GAAC AGAT 

GAGCAGCTCTGCAAAGATGTGTATAACTGCATTTGAAAANGACAGTGAAAATTTTGGGTT 

ACTGTAGATGTCCCACAGTCTGNCTTGGAATTTAGTTCTGTGACTAAAGGAGGCTTACAG 

NTGCTCCAATTTTGGTTCTGNGGGGTACCTGCCCGGGCAGCCGCTCAAGGGCGAATTCCA 

G 

Sequence 1175 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGTCACAACAGATGAGCAACTGATATCACTC 
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ACACATGCTATTAAGAACTGTCCTGTGATAAATAACAGACAAGAAATTCAGGCATCAGAA 
AGCGGAGCCACAGGTAGAAGAGTTATGGACAGTCCAGAGCGTCCAGTTGTAAATGCCAAT 
GTCTCAGTGCCATTGATGTTCAGAGAGGAAGTGGCTGAATTCCCACAGGAAG AGTTG CCC 
GTTAAACTGTCTCAGGTGCCAGACCCTCCAGATAACATGAATCTGGCCAAGAATTTTCCA 

GCACATATTTITGAGCCAGCTGTGTTGTTAACACCAC 
Se<)uence 11 76 

CCCTTTCGAGCGGCCGCCCGGGGCAGGTACCGCG GCCG7T AAACATGTGTCACTGGGCAG 

GCGGTGCCTCTAATACTGGTGATGCTAGAGGTGATGTTTTTGGTAAACAGGCGGGGTAAG 

ATTTGCCGAGTTCCCCGCGTACCAATGACTGGTTCCATGATCCCCTAAGAGAACACAACT 

TAGGAATGTGGATTCTAATGATAGCTTTATACTGCTTAGGCAAATTTACTTCTGAGCCTT 

ATGTGCCTTCAGTGGTGCAAGCAAATTTCCTTTACACTTTAGAGAGGTTGATTAACGAGT 

ACCTCGGCCGCGACCACGCTAAGGGCGAATTCCAGCA 

Sequence 11 77 ^ 
CCCTTAGCGTGGTCGCGGCCGAGGTACACTGAAGAATTAAGCTGTAATGAGGCAACACGC 

CTGCAACTTATTCTTTAATAGTTCAGAAATATTAACAATTGGGTAATTTGGGTGAAAGGT 

ATAAGGAGCTATAAATGTTATTTCTGCAACTTT rATGTAAATTTCAAGTTATTTAAAATG 

AAAAGTTAAAAAGTTTAAAACATAACAGAATAGAACATAAGCTATTAAATAAATCTGAGT 

CCAGGCATGACACAGTGGTTCATGCCTGTAATTCCAGGGAGGGACTGGGAGGCCGAAGTG 

GGCAAATCACTTGAGGTCAGGA 

Sequence 1178 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAATTGTTTTAGAAGC AAACT ACAGGACTT 

AAAAAAAGGTGA I I I I H H I I i GGCTGCAAGTAGGCACTTATTGTAA I i i i lATTCATG 
CTATGAACTCATGATTTTCCCrrrATTCTCCTTTGATCCTACTTAAATAAATTTATAGAG 
TATTGAATAATATAGAACCAAGATAAGAACCCTAAGAGACTTTAGATGTTTATTTGTTCA 

TTAGCACTCTGAGTACGTCGGCCGCGACCACGCTAAGGG 

Sequence 1 179 

CCCTTAGCGTGGTCGCGGCCGAGGTACI I M I M M I I I I I I I M I M I I M I INCTTTT 

n I M 1 1 1 i 1 1 1 1 1 1 1 n m 1 1 1 1 1 i 1 1 M I M n m 1 1 cngtnaaaaaaaaactgcn 

tcctttaanggnnnaaanncaattnctggattaaaannccccnggaaaaangnnggggag 

cntttttggaaaanaaaattanggaatttaaaaangg gggg ngaaaatattcnntgcggg 

nnattnnttnnaaaaaatacanttttantttnancatnttttnnaccnnncnacntttaa 

anttttnaaai^ggtttttacncttttttgttaacaaccccnggnaaaaaa 

1 1 1 1 1 

Sequence 1180 

CCCTTAGCGTGGTCGCGGCCGAGGTACI N I I I I I I I M I I M I M M III I I I ICT TTT 
I M I N I M I I I I I I M m M I IN M I I I I H II I H I i N I I CCCCNANCTNNTTTT 
TTTNCNTTTTAAAAAAAANTTTTTNN NAAANGGl I M II I AAAAANTTTNNNN GGNN GGA 
AANTTAANANNATNANNNGGNANAAI I II I I I I I I I M I NCCCCAAAAANTTNTTTTNGG 
GGCNTTAANTTTAAAAAAAAANTTTNNNNCCGGNTTTTGGNNNNGNNNGGNGGGAAAAAA 

AAATTTAAAAAA 
Sequence 1181 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGGCTTTCATAAAAATACAGCAGGGCAAG 

AGGACCAAGATGGAGGCAGTGATCAGGGAATCTCAATGAGGGTGAGACTGCGACAAAGAC 

TTGAAAAAGGTGGAGAAGCAAGCCTTGTGGGTATTTAGGGTAGCAGTAGTCCAGGCAAGG 

GGAACAACTAGTGCAAAGGCTCTAGGAGGCAATGTGTTTGAAGTGTTTTAAGAACAGTAA 

GGAGGCTAGTATGGTTAGAACAGAATGAGCAAAGGGGGCCAAAGTGGTAGAAGGTGGGGA 

TCAAAGAGGTAATGAGGCCTTTG 
Sequence 1182 

CCCTTAGCGTGGTCGCGGCCGAGGTTCTAATGAAAGCCAGATAAAGGGATGGACGATCAC 

AAGGTGAAGTCCCACANTAGGCTATCTGCAAGCTGAGGAGCAAGGACCANTCATCCAACC 

TCAAATAGNANAAAANGGNNNGNAAGCCCGACAGGGCAGCCTTCAGTCTGTGGCTGAAGG 

CCCTAGAGCCCCTGGCGAACCACTGGTGTAAATCCAAGAGTCCAAAAGCTGAAGAACTTG 

GAGTCCAATGTTTGAGGGCAGGAAGCACCCAGCACGGGAGAAAAGATGGGCCGGAAGACT 

CAGCCAGTCTAGCATTTNCACATTTCCCCCGCGTACCTTGCCCNGGCCGGG 

Sequence 1 1 83 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTCTTTTTGTGTATTACTTTTCACTTAGC 
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ATAATGTCCTCCAGCTTCATCCATAGCAGCTTCATCCATAACTTCTGGGTGTAGCCATGG 
CAAGGGTAAACTGATATGGCACACTGGTGGGCATGTCTTCTGGAGAGGTGCTTCCAACTC 
TTCCCTGTTTTAGCTAGTCCTCAATTTGTCTGATGTCTGAACCCCACTGCCAGAGTTGAG 
TCTTGCCTGCTGAGTCATGTCCAGACTCCTACCTCAGAAGTATGAAGCATAACTGGTGTT 

ACAAACACCATCTTCAGAACA 
Sequence 1184 

CCCTTCGAGCGGCCGCCCGGGCAGG TACGCG GGGGAAGCTCATTCTATACCC GAAG AGCA 

GTCTCAGAAAGCAAGATTACTTTTGTGTTTTTTAAAAAATGATTCTTTAATGT^ 
CTAAACATTCTGATTGGAAGTAGTGGATTCCTAAATGATTCCAAAGTCATCTGTAATTCT 
TCTG Mil l GTTTTGTTCTGTCTTTTCTTCAT TTTGGC TTTGG GTGG GGGGAGGGGCAGG 
TGACACAAAGGAI I H M I I M I M I I I I I I AATTT TTGG AATCTTTTNCCAATAACCCA 
GCTAAAGATTTGCAGTGAATACAACTTGTATGCCTTTTGCAT 
Sequence 1185 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTCCTGTATTTGTTCTTATGAAATGACTATCTG 

CCTTCTCGTATCTAGTAAGATTGGCTGGCTCAACTTTCTTCTGTCAAATTATA TGGTT AT 

TTTTTATATTACCACATCAGCATTATATTAAAAGTGTTTTTAATAGTTG 

CCAACTACTAGTATAGACTCAAATTTGCTATTTAATTTTTAAAATACAATTTAT^^ 

AATCCTTTAAAAAATAtTTGGTTAGTTTTGGATTAGAAATGATTTATGTTAGCCATGTGT 

TGAAGATGAAATTG 
Sequence 1186 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCCCTATCTACTATGTAAAGACAAAAAG 

GCAAATGAAATGATGTAATACAATGAACTCCTCAGAAAATAAGCTCTGTAAAATCTCAGA 

CTGCCTGT1TATCATATGGTAGAGTAAACTTACATTCCTTTCTTGTTAGAGAAAAATGAT 

GGTAAAATCCATGCATTAATCAAAACTAAAAACATGAAAAGGCAAGCCAACTACAAGAGA 

AATACAGTTGGCCCTTGAAGAACACAGATTTTGAACTACATGGAGTCCCGTGTACCTCGG 

CCGCGACGACGCTAAGGGCGAATTCCAGCACACTGNCGGCCGT 

Sequence 1187 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTCAAATAACCTGTGAGTTGGGAAATTCCT 

CTCGTCTTGAGGTCCCAAGATGGCGTGGGGTTCCTGGGCCTGTCGGAAAGTGGCA7TCTT 

TACTAACCACAGGTCAGGAACCCTGCACAGGAACTGTGTAGACAAGGTATGAGGCCAGTT 

TTCCCAAGGAACTTTTATTGGCTCCATAAGTCAAGTTTGAGTCCTTAAAGGAAAGCACAC 

CATTCCCATCAAAGTCCTGGTAAAACAACTAGTTTCTCTAATTGTGTCCTGTTGCAAAAG 

AAAACAGATTCTTATTGCACTTGTGCAAA 

Sequence 1188 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCTTACTTGATTATTT TATTT TCTATCC 

CACCAATCCACACCTTCACTGGAAAGTAAGTTCCATAGAGGCGGAGACTTTTGTCTATTT 

TGTTCAATGAACATCCCAAGCACCTAGAACAGTTTCTGACACATAAGAAGTATTCAATTA 

TGTGCTGGCTGAATGTATGAATTAATAAGTTGAGATTCGATCACTAGTTGAAGTATAAAT 

ATATATTTTTGCAAGAATAAATGCTACAGTAACTGATTATGACAGCTAATTCTGTGTACC 

TCGGCCGCGACCACGCTAAGGGCG 
Sequence 1 1 89 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGGCATAGTTGAGTAGTCACCACAGGACCTA 

GCTGAAATCCTAAAATATTTATTATCCCTTTATAGGAAAAGTTTGTTAATTCCTACAATA 

GACAACGAACTATCAGAATCTATCATACACAGCAATGGTGAACACCTATTCCAGTTGGGG 

TGTGTGTGTGTTTGTGTGTGTGTGTATGTGGTGGGTT 

Sequence 11 90 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTGGTTTCACAGAAAACAAAGCAACCTCTTA 

AACACCAGCTCGGCAAAATGATAGGGCTTTTCCCTTCGAATTAGTCAGCACAGGTGNGAA 

AGACAGAATGACTAATNCCATCTNGANTAAANATAGACCTTNNNAGAAATCAATNACNCT 

TATNTTACA 

Sequence 1191 

AATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTCTACCATCTTTTGTCTACTTTCGTG 

ACTTAAACTGCCATCTGTGATACATGAGGACTTACCTAAAATGTCTGAGAACTGACTTAC 

GCTTGATTACCAATGTTTTGGAGTTTATAAAGCTCAATTCTAACAGAACATGATGATGTA 

TAAAAATAATCTTAAAAAATAAAATATGATGGTATAGTAATAAAGTAAAAATAAATATGG 

TACCTGCCCGGGCGGCCGCTCGAAAGGG 
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Sequence 1 1 92 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAACAAATCTGAAATATCTTATTAAACAAG 

AAAGTAAAAATGTTATCAAAAACTACTGTCGTCTCATCVVAAAAGATTCAGAAGCCAATTT 

AAAGAGTCTCACACTGGACACAAAAATAATTTGAGCTTCAAAATAAACTGCAAGGGATTA 

AAACACATAAATTGTGTTAAAATCCACAAGTTCATAATGATACTAAAAAAAAAAAATCTT 

GTTGGTTTCCTCTAGAGGCTACTAGAAAATCAGCTCATTATTTCTGATATTGGTTTAAAT 

AGAAGAAAGAAAACCAAGCAT 

Sequence 1 1 93 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACC 1 1 I 1 1 1 I I 1 1 M I I N i I I Ml M U 1 1 1 1 

TCATNCAANAAANATAATTTTACACTTATTCTTTGAAAGANAAATTCT^^ 

TNTTCTAATTNAATTCCAAAATACATTCTNTNANCCNTATGCCCTNATACTAGN^ 

ATGGTNAGCGGGTAAGTAGGTAGTAGTA^W\^IAACA^IAANGGGAAATTNGGGGAGCANAA 

AAGGGANAAA 

Sequence i194 

CCCTTAGCGTTGGTCGCTGGCCGAGGTACATATACATTATNGTAATTAAAAAGCGTGCAT 

GTGTATGTATTAAAAATAATAGGTATATAAACAAATACANTATNTACAATNNAAACACCT 

AAACGCAGAGGCTGCTGTTATC 

Sequence 1 1 95 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAGTGTCGCGAACTCAAATCGGCATTTAGATA 

GATCCAGTNGGTTTAAACGGCACGTTTTTGCTTATAAAAAAAGTG 

Sequence 1196 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAGGGAAGTTGCTAGGAAATANAGCAGGTAA 
TTTNTCGTTAATTATGGAAACCATNGCAACACAGTAAATATTATGTCTCTNAATTTGTCT 
TTCAGTGNTTTTTTGGCATGANTGTNATGGAANAGTAAACAAAA 
Sequence 1197 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGAAGTGTCCGGAGGAATATAT AGAAAA CT 

GCTAGGCTTAATTCTCAGAGGGAAGATTGGGTGTTTGGAGTGGGAAGCAAACATTTTTTA 

CTGTATACACTTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1198 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGCCCGCTCCCCCGTCC ATTCC ANTTTCCTG 

CCCTCTACTGGCCATGACGGTCATCACAGTGCCCTCCTCATTCCTAACTTTTAAATACAC 

TTGAGACCCGCCTGATTAATNTTGCACTANGAAAAACAAAACAANAACAAACAANNAACA 

AAAACAAGACACTCACATACAATGTTTTTTAATGCTTGAAAAGTACCTGCCCGGGCGGCC 

GCTCGA 

Sequence 1199 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACATTCCTGCTCAGAAACTGCTCACTTCCTTA 

AATTGTC Mini CCCCCAGCGTGAAATGTATCCATTTATAACTTGCCTATTGCCTGTTC 

TATTAGCATCCAAAAATGTGGAAGGCCTCCCAACCACCATTTCTNGCTGTGTCCTTAGGA 

TGTGCAGNAAAAAATATAGACCTAACAGNTTATGTTATAGAATGGGTTTATTTACTTTGG 

GTGACTGTTrATAGTTTTTAAATAAAAGACTGAACATTTTNTCGAAAAAAAAAAAAAA 

ANAAGAAAGTACCTGCCCGGGCGGCCCGCTCGAAAG 

Sequence 1200 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTACAAAAAAGCAAGAGAGAACAGTGGTTAAGG 

ACGCTGACTCTGGAGCCAGATTGTTTGGGTTCAAATCCTTGCTCTGTCTCTTACTGTGAC 

GATTTTAGGCAAATAACCTAACCTCGCTGTGCCTCAGTTTCATCATCTATAAAATGGAAT 

TTATAATAGAACCTACATCATGAGTTGGTGTGAAGATTAAATATATTTATATCCCGGCTG 

GGTGCGGTGGCTCAACCCTGTAATCCCAGCACTCTAGAAGGCCAAGACAGACAGATCACG 

TGAGGTCAGGAGTTCAAGACCAG 

Sequence 1201 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGAAGAGTAAGTGGGGAGGGATGGGAATGGT 

TCCTTGAGACAATCTTTTACTACAGTAGATGCTTCATGGATGGGAGAGTAGGGACTGGTG 

ACTTATTTATAGCCTTCTCTTTTAAAAAAGGACCCATTTCTCTCTTGAATGGTGTGGTGA 

AAATTAAGAAAAAAAAAAAAAGAAAAAAAGAAAAAAAAAGTACCTCGGCCGCGACCACGC 

TAAGGG 

Sequence 1202 

CCCTTAGCGTGGTCGCGGCCGAGGTGC I M M M M I M M M M I M I MCC M M I M 
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I N I I M I I I i I M M N i M I I i I i I i i I I 11 I n I I I M 1 I I NATTNAANAAANNTTT 
NTTAAANNTTTNTNTNCCAAAAANTTTNNTTTGGAA ATNCA AAAAANAAAAAGGTTNNTT 
TTNNTNCCNTTAANGANCNAAANTTTNAANAAAAANTTTr 
Sequence 1203 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGTCCATTCTCACACTGCTATGAAGAAATA 
CCTGAGACTGAGTAATTTATAAGGGGAAGAGGTGTAATTGACTCACAGTTCTGCAGGGCT 
GGGGAGCCCTCAGGAAACTTATAATCATGGCAGAAGGTGAAGCAAGCATGTCCTTCGCAT 
GGCAATGGCAGGGAGAAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1204 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTrTTCCTACAAATGAGTAATTGAAGAATTTT 

GTTTAGCCAGACCATTTAATTGTCATCAATTGCATAATATTTCTAGT TAAAT CCGAACTT 

CATTCTATATTAAGTAACATTTTATTCAGATCCATATCTAAATAGCAATTTTGTGAGATT 

TACTAAGAATTTTTCCTGGTATGTATGGTTTTGGTGTATTGGAATGTACCTGCCCGGGCG 

GCCGCTCAAGGGCN 

Sequence 1205 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAGCTAATCCCCAGCGGGGTTGGTTTAAAT 

AGGGACTAACTACTTTGGAGGACATGGAAGATACCTCAAGTrTAAATGCTTATAAACCAA 

GGCTCAGCAATATTCTAGTTAATACTCTAGAGGAATGCTTGCACAGTGCCCAAGAAGGTA 

TTAAAAGAATGTrTATTCAGGTGTTATTTGTCATAGTGAAATACTGGAAGCACTGTAACG 

GTCCATTACAGAAGAACGGATAAAAACTATTGTGACTAATTTATATAACAGTATAG 

Sequence 1206 

CCCTTAGCGGCCGCCCGGGCAGGTACAAACAA I I M I M lAACTAGCAGGGCATGGTGGT 

TTGTGCCTTTAGCCCTAGCTACTTGGGAGTCTGAGGCA6GAGCACTTGCTTGAGCCCAGG 

AGTTTGAGAATACAGTAAACTGTATCACACCACTACACTCCAGCCTGGGTGAGAGAACAA 

AACCCTGTCTGAGAAAAAAAAAATTAAACTGAGATGCATTTCCCCCCTTTTACACTAAGA 

AACAGACCCTTCTTTGTTTCTCACTGGCCGCCAAAGGGAATGCTGTATGAGCATTTCAGG 

TGCAGATGCAGCTGCGATATCAGAAGACCCC 

Sequence 1207 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTGATCTCTAGCAACGAGGGAAAATAAGAA 

AGATCAAGATTATTGTGTCTAAAGAAAACTGGGAATATATATACTTGACCCGCTTCACTT 

GCTTACATTGTCTGTCTGATTCTTCCAGGCATTAATTAGAATTTGCAACTCCTAGCTGGG 

CACAGTGGCTCATGCCTGTAATTCCAGCACTTTGGGAGGCCGAGGCTGGTAGATTACTrG 

AGGTCAGGAGTTCAAGACAAGCCTGGCCAACATGGCAAAACCGCATCTCTACTAAAGGTA 

CGTCGGCCGCGACCACGCTAAGGGCGA 

Sequence 1208 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCATATTGCTAATGCTAGGATCAAGATACCACA 

TAGCCAGAACAAGAAGTTGAAGGTAAACATAGAATATnTATACAGGCACTCACACCTGC 

CATTTCGGAAAAGGATTAGGAATCCAGATGCCGTGAATTTAACTATTCGTTACAGGCTrG 

TCCTGCAATATGCTCTGGAGCAACTTGCCTGCAGAGATTTCTGTATCCACGGACATTTAA 

ATATCGCAAAGGCTATCTCCAGGCAAGTATGTTCCTTTGCTTGTCATCCCCGCGTACCTG 

CCCGGGCGGCCGCTCGAAG 

Sequence 1209 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGGTCTCGATTCAGTAGGTGGCCC 

GGGATGAAGGCCAGTGTTGNGGCTAAACCACACTCTGGAATTCTGTCAGCAAATTCCTNG 

CTGTGTGAACTTGAGCAAGCCATTCACCTTTCTTAAGCCATTTTCTTGATATTTCACAGA 

GCCTCACCAAGTATTCAACGAGAACATGTAAGTGAAATGCTTCACAAAATGCCTGGTAAA 

TAATAGATGCTTAGAAAATGGTAGAGAGAGAAAAGAGCAGTCTCTGCCCTTTAATGTACC 

TCGGCCGCGACCACGCTAAGGGCGAATTCCAG 

Sequence 1210 

CCCTTAGCGTGGTCGCGGCCGAGGTNCATTGTGAGAACTCTGGAATTATTATTTTTATTT 

NATTATTACTATATTTTATCTGACTAGAAGCCATTTATTACCAAACCAATTTATTTCTTA 

NAGTTGAAAACCGTCTGTGAGAAGCTTCTCTGGCCTGGATGGAGATCCAGCGC I i I I I M 

TTTTTTGAGGCAGAGTCTTGTTCTGTCNCCAGGCAGGAGTGCANTGGCACGATCTNTGNT 

TACTGCAACCTCCACCTCCTGGGTTCAAGCAATTCTCCT 

Sequence 1211 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTGCCAAGAGGGCGACAAGTTCAAGCTGAGT 
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AAGGGGGAAATGAAGGAACTTNCGCACAAGGGGCTGCCCAGCTTTGTGGGGCATTCCAGA 

GAACCATGTGCTGTGAGGGCCTTCCGAGTCCATCTGTTTAATCCTGTCATTGGAGACTTG 

AGAAACCAGAGCCCAGAAGGGAAAAGTGATTGTCCCAAGATCACACAGCACTGGAGAAAG 

TGGATGAGGAGGGGCTGAAGAAGCTGATGGGCANCCTGGATGAGA 

Sequence 1212 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATACAGTTTACATTGTGGTAACAAAGTAGGAC 

ATGCTATGAAGGCCCTTTGAATTCGCTTGACAAGAATGACAGAGATCTACTAGACCCAAT 

TTTTAAATAATATTGCTGGTTTTTGCTCAACATGAATTAAAATATGGTGGCTAATGTGCA 

GATTTTACAtTTGGAGAACTTTAATTTTCAGTATTAATTAGAATTTGT^ 

ATGCATTTAATGACACTTAAAATTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1213 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAATAAGCATACCTAGAGTTGAGATTTTGGTTT 

CTAAATGCCATTCTCCAATTAAAAAGGAATCAAAGCACCTCAGATAAATGTTTAATTCCA 

GGGCTGGGGCAGGGAAAGTGAAAGAGAATCACAGAACATCCTGTAATGACAGAAAAAAGT 

CACAATAAATGGTGGGATTATGTCAAAAGGACATGGGATTCAACTTGAAAGATCTTCCAA 

TAGCCAAATCTGAGAAAAGTTAAGCAACAAAAAAAATAACAAAATCTTATAATCTATAGA 

AAAAATATGAATGTATA 

Sequence 1214 

CCCTTAGCGGCCGCCCGGGCAGGTAC I I I I I M M I I I I I I I M M I 1 I I I ANAAATNGG 

CGGCAGTTTATTAGTCACAACTGCTCACAGGGAGGGAGGTCACCACATGCCATGCTGGGG 

TCACAGGANAGTTGCATTTGGGAATANAGTGAACCANTAGGGGCTGTGGAAGGCAGGCTT 

TGCAGTAACAAGAGGAAGAGGCGATTCCTGGCTCCTCCAAATGTGACAGGCTTGTTTGAA 

TAATTTTCCAGGGTGGAGGGAAGTGAGCCACGTTGANACCCANGGAG 

Sequence 1215 

AGCGGCCGCCCGGGCAGGNACAATTAATTGTGTTCTTGTGACCTGATGATTTTrNGAAAA 

TTTGCTTTTCTCTTTAAGAAATrrAAGTmCAAGGGCCGTATTAGTTATCTAAA 

TGGGCTAATGTTGACTTATAAATAAATAAAAATTTAGAAATATATTCAT GATGA CAATTT 

TGTTACTTACACTGCCTATTCTTTATTTC I MM lAGTTCAAAGGTGAAAT TTTG ACCTT 

TGTATTAACAAAGCCTCAAGAAAAGAGAAATTCTGCCTTTTAAACATTGGTTTTCCTTGC 

AT 

Sequence 1216 

CCCTTAGCGTGGTCGCGGCCGAGGTACANGGAGGAANTNAGANGTAAATNNAAACCAGAN 

CTGGATTACTCCGGTCTGAACTCANATCACANTAGTGACNTTAATCTGTTGAACAAACTG 

AAC 

Sequence 1217 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTGTGCTNTAGCCTTGGTGACAGAGCAGAGA 

CTGTCTTAAAAAAAAAAAAAACANAAAAAANAATTNATTAAAAATTTAAAAAAAATGAAA 

AAAAGCTGCATGCTTGN I t I MGl I I I I AGTTATTCTACATTGTTGCCATTATTACCAAA 

TNTNGGGGAAAATNCAACTTACAGACCAATNTGAGGAGTTAAATGTTACTACGAAGGCAA 

ATGAACTATGTGTAATGAACCTGGTAGGCAT^ATrTAT^GAATrNT^IANCATTCCA^4ATG 

TCCAGCACATTTTTAAT 

Sequence 1218 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGTTAAAATAATCTGACTrTTCTATGATTTG 

GCmTCTGCCTTGAGTAACTATNTAAGATATCTAGCGTGATNTTNTTTNAT NTGGG CTA 

CTrrTTAGAACAAAACANAGGTNTTTANAANAAACCACTTGCCCACANGGNCTTTTGAAC 

CGTTTACCTAAGTCAAGTGTAATTGAAAAACATAACCAAATGCACCANGGGGTNTATTGT 

NAGATAATAAAA 

Sequence 1219 

CCCTTAGCGTGGTCGCGGCCGAGGTACC I M M I I I 1 I I I I I I M I CGTC AAAG TCACTA 

TTTGGGCCCTAACATAATCCTGCTCANAGCGACGGAAAAAAGGCAAGCCTTTTCAAACAT 

AACTCTCTCTACAAGCCAGCTATTATGGCAAGGGAAAAAAGAAAGCAT CTAGAT AAATAT 

CTATCAAAATTAACTTTAANAGAAATACTCTCTTTCCTTAAAAGCCCTTATrnrTTAAGA 

CACTANAAAATAAGTTACTATAAAAAGTGGTGGTCTGGGGGCTAAAAACAAAACAAAAAA 

AATCCTCTmrCTAC A I MM lAGTTTT 

Sequence 1220 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAArrATCAACTGATTTGGTCAGTTGCTTCCA 
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ATGCTGGTTGATTTCCCTCATTGTGTAAACATTGACAGGTATGTGACAAATGGGGAAAAA 
AAATCCAAATAATAAAGTGACATATTGGTGTTCATAAAAAAAAAAAAAAAAANAAAAAAA 
NAAGTCCI I I M I I I I IN I I I I I m I INTTACTTNATAAAAANACNGAGTTTTATTTCA 
NATGTNTNTTNTTTGNGNCCCCACCNTTTNNATGTTTGACCACCNNTACNACTNTNTCCT 

NTNATAACATTNCCATACATACTTAAAAC 

Sequence 1221 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGAGCCAGGCCAATCAAAGTGTTTCTCAGGAA 

TTAGGAATTTCACACATAAAACCTGGAGAGATAGCACATGCTCTTTCTTTCTTCTTGGAC 

TGTGAGCTGTACCTGCCCGGGCGGCCGCTAAGGG 

Sequence 1222 ^ 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC I 1 M M II II M 11 I III M M II I I lATTTT 
n Ml I I I I I I II H N I I I NAACAAACCCTGTTNTTGGGNGGGTGNGGGTATAATACTA 
AGTTGANATGATATCATTTACGGGGGAAGGCNCTTTGNGAANNANGCCTTATTTNTNTTG 
TCCTTTCGNACTGGGCTGGAANA CCTAAA ACTACNTGTAAAATGTAAGTAGNGACCAATA 
AAAAATAAGGNTACCTTAACTTCCTTTTTTCCT 
Sequence 1223 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGAACAATTTGTTAAGATAGATCTCACCT 

TGTGTTCTTACTGAAAAAAAAAAAGAAAGAAAATAGAACAGAAAAGC AATTG GATTTTAA 

TTCTGGAAACTCCTTTCTCTTCCTTACATCCAGGAAATTTGCTGTTTATTTTGAAAAGCA 

AATTTAAACCTATTTAAGGGAGAGAGAGCTCTTGTAAAAATTCATTTATTAGTTCTGGAC 

CAATGTTATTTATAAGCTATTATTTCAAATGATAAAAAATAAATGCATAATACATTTGAT 

GATAGAACAI I I I ICI I I I I 

Sequence 1224 

GCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTTCTCAAGACCTCAGTTTTATC 
TGTGAAATGTGGGGAAGGTTTATAAGTAAATGAATGA GGGGT GAGGTTGTTACCATTAAT 
GNGCCTTGAAGTNATATTTGTGGATAGCTAAAAGCAATTTTTGGTTTATTTGGTT^ 
TTTGGTTTA 

Sequence 1225 

CCCTTAGCGTGGTCGCGGCCGAGGTAC ATCAT TTGATGTATGTTTTTGI I M I I lAAC AT 

AAAAGGATTATATCGTTTTCCGCCAGCTGTTTTCACTCAATACATTGTGAAAATATTTTC 

ACATATGTTGCATGGGTTTCTATAACATTTGAAATGACTGCCA AATAT TTCACTGTATGA 

TCATCATTTAATATTATTATCAATTTTGTATATTTAAGTTAGAACTTTTCCATTA 

AACATCATTATGAATGAGCTTTCTTGAACTGTATTTTAATATACTTCCTTAGGATAAATG 

CTTAAAGTAATAA 

Sequence 1226 

CCCTTTCGAGCCGGCCGCCCGGGCAGGTACATATACACTATGTAATTAAAAANGCGTGCA 

TGTGTATGTATTAAAAATAATGGTTATATAAACAAATACAATATATACCAATAAAACACC 

TAAACGCAGAGGCTGCGTGATATCCACAATAGTAATACCAATAGTATTAATGATGTNTAT 

GTAAACACAAACAAAAGCAGCGGACCGTATTAATAGGCAAACACACAAAAGCACACAAAA 

GCAAAGCAAAAAGCCCGCCAGTAATGTT 

Sequence 1227 

CCCTTTCAAGCGGCCGANCGGGCAGGTACCCGATATGTATGTTGAATTAAGAGGATTTTT 

AAAAAATTACCCTTAAGTCTTTGACATNACAGCCCCTGTCACTTCTTGTCANAGTTTGTA 

TGTGTTGNTAATNGGAATGTCTATTTCTTTAAAGAGCAGAGAACTACAGTTACAGGGGTT 

ACAGTGTGAGGGGTGACACATTGCTGGATTCTGAGCTCAGGCAAGTCTGTCTGTGTCTTT 

ATTAATAGAGGTCTATCTTTTCTTAATACTGAATGCAATGGACCATTCCAACCTAAGTTA 

TCTNGATATACTGGGATTACAATA 

Sequence 1228 

CCCTTAGCGTGGTCGCGGCCGAGGTAC M ! II I 1 I I I II M I I I II M I I I I M I ANANA 

CAGAGTCTCCCTGTGTTGCCCAGGCTGGTCTCAAACTCCTACGCTTGAGCAATCTTCCCC 

CTTGGCCTCCCAAAGTGCTGGGATTACAAGCATGAGTCACCATGCCCAGCCAATAATGAT 

TTCTTGATTGAAGGAATGAATGAATTAAAAGGTTCATCTTTGGACACAAAGGCANACAAA 

AGTTTGACAAAAGGCATTTTTGAAACTAGGACCTTTATTNTAATATTAGTCTAAACAGNG 

GGA 

Sequence 1229 

CCCTTTCGAGCGGCCGCCCGGGCAGGCACAGAAAAAAAATCTACACCAGGTAACACTGGA 
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GGATGCAGGGCTACATTTGCCACTGAAGAAACATTGTTCTCTTGCATCTGAATTCCAGTG 
CTTTCCAAATAGATGCGTAGATGATGAAAAATGGAGCAGCrrCTTTTATTTCTTCTTCTT 
TCCTCCTTGAATTCTAGTACTTTGTGAACTGTTGAGGTGTCCCTTCCTAAGTCACAATTC 
ACACTGATGCATACACTATAGTGAAACACTGGCTTTAAGAAAACTGATTAACAGAAAACC 

GGCAArTGTTATTTATTTTAAA 

Sequence 1230 

CCCTTTGAGCGGCCCCCCGGGCAGGTACAGGTTCTAAAACGAAAGTATTTGGGTAGTCCA 

CTTAGTGATATTAGTGGATNGTGTAGACAATAATATTAGTCCTAGA 

Sequence 1231 

CCCTTTGAGCCGGCCCGCCCGGGCAGGTACTCCATAATATAATCTTTTAAATGGGCAACT 

TCTAAATATTGATCAACCATTAATAATAATGCT TATAG GGGTAAAAGAAAATN NTTGA AG 

CACTGAATTCAGTAACCTGGGTCATGGTCCAATTTTGCTCACTACTTCATATCTTTTATG 

TAGAATAATTCCTATNAACATGTTCCCTAAATTCCCATCAGTTTGTAAAGGCAATGGATT 

AAATTATTCAAATGTAGCTATTTAACCGTCAGTNACAATGCCTAGAAACCTATTTATTCA 

TCTGTAATATTAAGAAGGCTGAATTTGATTGGATCTTGAAAAATCC 

Sequence 1232 

NAGGGGGGCCGGAAATTTGGGGGGCCCCCTTCTTAAGAATGGCCATTGGCTTCCGGAGGC 
CGGGCCCCGGCCCAGGTTGGTGGATTGGGGAATTATTCCTTGCCCAGGAAATTTCCGCCC 
CCTTTTAGCCCGTTGGGGTTCCGCCGGGGCCCCGAAAGG TTACCA TTTTTNAAAAAAAG^ 
GGGGGGATGGCCTTAAATAACCTrrTTTNAAAAAAANAGGGTTTlTAAAAGAAAAA 

AAAATTTTTTAAAAAAAA 

Sequence 1233 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCTTTTA AATGG GCAACTTC 

TAAATATTGATNCAACCATTAATAATAATGCTTATAGGGNAAAAGAAAATT TTTGA AGCA 

CTGAATTCAGTAACCTGGGTCATGGTCCAATTTTGCTCACTACTTCATATNTTTTATGTN 

GGATTATTCCTATAAACATGTTCCCTAAATTCCCATCANTTTGNAAAGNCAATGGATTAA 

ATTATTCAAATGTGGCTATTTAACGGCCAGNAAACANTGCCTAGAAACCTAT 

Sequence 1234 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTTTTGCNGATTGCNNNANGAN TGCCC CATG 

AGGGGGGANAAAAAAAATTN I I M I I I I ATTATNTTGGATCTAGCCTANNTCTA I I U IC 

CACCTGCCCCAATTAGGTATTTCCCANTTGCNACCGGC CTAAT TCCANAATTAAArrrGT 

NCCTNTTATAArrNGTTTNCTNNANTCCAATTGAAACCCCTTTTGGGGTTATTGNNTCCN 

CNCACACTTTTTTNATTGTTTAAANNCCANTAAAAAACCANTNTTCN TCGG NtATATAAA 

ATAANACGNCCTTTTTACNTTATNGTTAATTAAAAANCCNCAATTCCTTTTNGTTNGNCC 

AACCCACTTGGAAAANTTCCAANTAAACCTCTNCCTTCCACCANGNGANGG ACCAA AANN 

AGGAAAGTAACCCCCTTANTGNNAAAAGGNNTGGGGGAAANNTTTNGGGCCTTTTGGNGG 

TTNCCGNAAAAANAAGGGGNTAAC 

Sequence 1235 

CCCTTCGGCCGCCCGGGCAGGTACTCTGTAAGTCTGGAAGAACAGGTCACATTTATTCAG 

ACTTCTCCCCCACAATTrrrAATCAAGCACCTCCCAGTAACAAGTTATTTAATTAGATCG 

ATTTTAAGTTGACAACAGATGTATCAGATGAGGAAAAAATTG AGCA TGTGTGGTGTGATT 

ATATAATAGAATTGGTTTCTATAAACCATTTATAGTATTCAACTTTTATAGTATTACTTT 

TTCAGATGTATGGATATATAGACTATTATTTACTAACTGAGGCTCTGCGAAGTGTAGTGT 

AT 

Sequence 1236 

CCCTTAGCGTGGTCCGCGGCCGAGGTACTCGGATCTNTTATNNNGTNNAATAANNCCTCT 

rrCGTCTACAAGCCACACTTATNCAAAATTNTGTGGACA ACTC ACACTNGCTATNATACC 

TGCTTANATrCTCCTANTTAGTCCCTGAGGGTTTATACCTnTATTCTrTCATTGAAATr 

TTAACAGAGGTTTCTGTCGGAAGCAGAGrrAAATGCCTATGTrNACTCCATCATGGTrAT 

CTGAAAGTCTGAGGNGCAATTTCAAAAACTCA 

Sequence 1237 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTGACTAAACTGGAATTATGAGTGAGGAAGA 

GNGNATTACTANATAAATGACTGGGGCAANGCAAAArrGAGGAGGAAATTANAAACTGTr 

TGACAANACTnTAAAGAGCCTACTrTGAAATNACAGAAG TCTTG ATNAATNTTGCAAAT 

AATGGCTAGAAAGTATGGTTTAACTGGACCCTATTATGCCTnr 

Sequence 1238 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGCTAGAAGCAGCCTGGTCCAGATGGCTA 

TACAAACCCGAAACTGTNTACACCCAGACTTTATTCTTCTACAACCAAATTCCTCAAACA 

CACAATCTGAACAGTAGCAGTGAAAGGGAGTTTAAGGTGGGGGTGAGGGAGAAGGGAGTA 

ATATGG I [ I I I l A GTAATATAGTAATTTACA 
Sequence 1239 

CCCTTTGGCCGCCCGGGCAGGTACGCGGGGCGGTATGTNGGGCCAGAGCATCC6GAGGT 
A 

ANANAACCTNTTTTNTNCrrAGGAGCCACTATGAGGAGGGC CCTG GGAAGAATTTGCCAT 

TTTCAGTGGAAAACAAGTTGGTCCGTTACTAGCTAAGATGTGTTTTGTACCTCGGCCCGC 

GACCACNCTAAGGGCNAATTTCCAGCACACTGGCGGCN 

Sequence 1240 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTACCAAACCTGCATTAAAAATTTCGGT 

TGGGGCGACCTCGGAGCAGAACCCAACCTCCGAGCAGTACCATGCTATATTGGTCACTGT 

AGCTCTGTAACATAGTTTGAAGTTGGGTAATGTGA TTCCTC TAGCTTTGTTAGCTCTGTT 

GTTTTCACTTAAGTATTACTTTAACTArrAGGGCTCTTTTTTGGT^^ 

AAATAAATmnrCCAGTTCTGTGAAGAATN i CATCGGTAGTTTGATAGGAATAACATTGA 

ATCTGTACCTGCCCGGGCGGCCGCTCGAAGGGCGAATTCCAAGCAC 

Sequence 1241 

CCCTTTGAGCGGCCGCCCGGGCAGGTGGATCACTTGAGGAGTTACAGACCAGGACTGGTC 

AACATGGCGAAGCCCCATCTCTACTAAAAATACAAAAATTAGCTGGGCCGTGGNTGGGCG 

TGTGCCCCGGTAATTAANTNCCCNANCTTACCTTTGNGGAAAAACTTGAAGGGCCAGGGA 

AGAAAATTNCNGTNTTTGGhlAAACCCCCNCCI^AAGGGTTGGGGAAGGGATTTGGCCAAG 

GTTGGAAGTTTCNAAAAGGAATNTGGCCAACCACAAGGNTGNCCAACC TTCNCC AAAGCC 

CCCTTGGGGGNCCCAAAANNI^^AGNTTGGANGTAACCTTTCCCCAATTCTTTTNAATNAT 

ATTACANNTATNTAGATANACNNTATAANAGNGANNNGANANTGGGNTNACCCCCTTNNG 

GAGGCNCCGGNCNGNAACCCCCANCCNNNCCTTTAANAGGGGGGGGCCG 

Sequence 1242 

CCCTTTGAGCGGCCGCCCGGGCAGGTGGATCACTTGAGGAGTTACAGACCAGACTGGTCA 

ACATGGCGAAGGCCCATCTNTACTAAAAATCAAAAATTAGCTGGGCGTGGTGGCGTGTGC 

CCGTAGTAGTCCCAGCTACTTGGGAAGACTGAGGCAGGAGAATCGCTTGAACCCGCGAGG 

TGGAGGTTGCAGTGAGTCAAAGATTGCACCAGTGCACTCCAGCCTGGGCAAGAATGAGAC 

TCCATCTCAAAAAAAAAAAAAAAAAAAAAAAGTCCTNGGGCCGCGACCACNCTAAGGGCG 

AATTCCAACACACTGGCGGNCCGTTACTAATGGATCCCAGCTCGG 

Sequence 1243 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAATTCAGTTTCTGGGGAAAGTGA AGCN TGAA 

GGGAATCATANGAAAAATTTGATrrTTGTGTATGGTGTAAGAAAAGAGTTCCGATT TTCA 

ATCI I I I IGCCACANTGGGATTNTCCCAGGCCTTT TTTCCC AACANCCCATTGTTA TTTT 

GGAAAAGGAAGNAACTTACTCNTTNTTTCCCCCGCTTTTTT GGTC GGG AANTATC CTTTT 

GGGGNCAAAACCTCTTATGNTTTGGGNAAAAGAGNGCCCCTTTTCACCTTTTTTGNCCTT 

TTTCNAACCTCTTNCAATTGGGGGTCTTTCCACCCAATTAACCCAAAAGGNTTGGAACCC 

CCTTNGGAAGNTTTNCANCCCTTCCCCCAATTCCTTATCNNCCTTGNGAATTNCCAAAAA 

AACCNTTGGTTGCTCCNGTTTCCGTTTCNTTTAAAANTTTTTCCTCNCCGGGGNAAGTGG 

GAAACCTGGTTTTGGCNTTCCAACCCTTNGNCATTTGNCCATTGGAATACCCCCTCAAGN 

AAAGNAAAAGGNCCTTNGNTTTTGTNNGGCCNTTNGTTGGCCCCAANG 

Sequence 1244 

CCCTTAGCGTGGTCGCGGCCCGANGTACAAATAANGTCTTCCAAGGGTTCAGAATAGAAA 

ATGATNTCTTCCAGCTTGGGGACATTTGGGAAATTGGGATTCTTTGGGGAAATGTACGTA 

ATCAGTATATTCTGGGAAAACATANTANAGAATGAATNNATAAATTNCATTGAATTNGGA 

ATATGTTGTCCATTCTCCCTGTAACTAATGCTATCAAGATANAGTAGAAATACCACATTT 

CAAAANCAGCTGGAGTANACAGGTCTTCATAGGCTAGCTTGGAAACCTAA TAGCT ATTAA 

TAATGAAATTTTAATTATACTCTGGATTCTAAACAATGAACACACANTGATCTTTTTGAC 

TT 

Sequence 1245 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATGTGTCCTTTCTTATAGTCNGTCAATGCTG 
GGAAGTAACAGGCAGATGTGACTTCACTTGANCATTTGGANGAANCAAAAAAGGTTGCGC 
TTGNTCGNNCCTTAGGGTTTAGATGGGCAAGGACCTTGCTTTTTGCNTCCCCAATTTCTT 
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AGGGTAGNTGTTNTTCTTTGNGTTGCANGGGATNNGTANACCGGTACATCCTTCTTGNNG 
GAACCAAGGGGN N N ACNTTATGAANTGNAAAAGGGGANGTTCCTTTGTAGTAAANGGCCT 
TGGATTGGTTTTCAAANNGGNAAGNTGGGGTTCCACCA 
Sequence 1246 

CCCTTAGCGTGGTCGCGGCCGAGGATAC I I I I M I I I I I I I I I I M I I GNCTAATTACTA 

CCTTNTATTCTAATTGTGAACCATGGCCCTGAAAGCTTGATAANCAAGACTTGGCTGAAN 

CCAGAAGGGGNAACTAAGTGNGGTTCGGCCAAGNAAAAGGGATTANTTGGGGATGNGAAA 

ANTCAANTGGNCTTN1TCCC7T 

ScQUoncs 1247 

CCCTrGGCCGCCCGGGCAGGTAC I I I I I I IN I M M M N I I HA I II I II I l A NATGA 

AAAANCTGTAATTCTTTATTTGAAACAANTGCrmCAAAAGAA NTNAA AACACTTCAAGG 

ACTTCTAGTAAACATAAAAGGTCNAACAAACTGTGGCAAAAANTTTTGCAATTNGTANAT 

AAGCTAAIMTAGGGGTTAACNAGTACCCCAGGCCANAATTAAG6NGGNATNNCNTCAANT 

ACTTCCANTCANNNAAAAAGGG 

Sequence 1248 

CCCTTTCGAGCGGCCGCCCGGGCAGGTNCTAVCCCTATGAGGCATAATTATAACAAGCTC 

CATCTGCCTACGACAAACAGACCTAAAAATCGCTCATTGCATACTCTTTCAATCAAGCCA 

CAATAGGCCCTTNGGNTAGTTAACCAGCCCATTTCTTCATTCCAAAACCCCNCCCTGNAA 

AGCATTNNAACTCGGGNNGCCANNTTCAATI^CTTACAATNAAATCCGCCNCCCAACCGG 

GGCCTTTTAACAATTNCCCTNCCAATATTACCTTAATTTNCTrGGGCCCTTAGGCCAAAT 

AANCNTGCAAAAACCTTAACGGNAAACCGGGCAACCTTCCANCCCAAGGNTGCGGCCAAT 

TtCNATTAAAATTNCCCTNCNTTCCTACCAANAGGGGGA 

Sequence 1249 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATATGTTGCTCTCTCAGTGGCAACAATGAAGT 
TTTTGCAATTCTAGAACTTGGAi M I II I 1 1 lAACAAAAGTCCCAAAACACCA AAAAT GT 
AAACAAGATANNGAGATTAATATTGNAGTGGNNGTA ATTTAA TTAAAGTTATATTrTGGG 
TTA A I I I I lA ACAACTGAAGTCTTATTGTTGAAACTT A I I I lI CA 
Sequence 1250 

CTNTACATGCATGCTCCAGCGGCCGCCATGTGATGGATATCTGCANAATTCCCCTTAGCG 

TGGTCNGCGGCCGANGTACTTAGGTGCCTACAACATAAACAGCA 

Sequence 1251 

CCTGTAGATGCATGCTCGAGCGGCCNGCCAGTGTGATGGATATCTGCAAGAATTCGCCCT 

TCGAGCGGCCGCCCGGGCAGGTACGCGGGCAACAGTTAAATCAACAAAACTGCTCGCCAG 

AACACTACGAGCCACAGCTTAAAACTCAAAGGACCTGGCGGGTGCTTCATATCCCTCTAG 

AGGAGCCTGTTCTGTAATCAATAAACCCCGATCAACCTCACCACCTCTTGCTCAGCCTAT 

ATACCGCCATCTTCAGCAAACCCTGATGAAGGCTACAAAGTAAGCGCAAGTACCTNGGCC 

GCGACCACGCTAAGGG 

Sequence 1252 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATTATTATTTCAAATTTAAAAACTTCTTC 

TTTTTTAAGAGATAGGGTATCACTATGTTGCCCAGGCTGATCTTGAACTCTTGGCCTCAG 
ATGATCCTCCTGGGTTCAAGTGATTCTTCTGCCTCAGCCTCCCTCTTATTTGCTTTACAA 
GTCCTGCTTCAGGGTTACCTTCCCTGACCACT GCTGCCTCC CTCC CAGCATTTGCCA GGG 
ACTGTCATTGCCTTAGTTTA I I I II ICTGTTTTGI M I i M 11 IGTCGI I I I IGTTTTTT 
TTTGAGACAGCGTTCTTAGTCTGTCGCCAAGGCTGNGAGTTGCAGTTGGCCGCAATC 

Sequence 1253 ^ 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I II I 1 I I M 1 I I 11 M I I 1 1 I I 1 1 1 1 I I lACTT 

TANTAGAGATGGGGTTTTACCATGTTGGCCAGGCTGGTCTTGAACTCNTGACCTCAGGTG 

ATCCACACGCTTCANCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCACGCCCAGC 

CTAAATATTTNTTTATAGCAATGCAAGGATGGCCT AACACAC TGCCTAAATCAAAATTGC 

TATTCACTTCAAGGGTATTTCATTTACCTGACTAGCTTTTTTGGGTGCATNTGGAACATA 

ATGTA 

Sequence 1254 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTCTTTTATCTTGG GATA AAATGGCTAGAT 
GAGTATGGACAGGGAGGCAGGGCAGATACAGTCCTTGCTTCTGGTTTTAAGAGTTCTTCT 
GAACCACAATCAACTTCTCCAAACACCCACCTTTGTCTTCTACCACAATAGGGGTCAGAT 
CTATTGCTGACTTTTCCTCCACCTTCTCTACATCAGCAGCACCTAGGGGAAGAAATGTTA 
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TTGAGACTATACCTAAAGGAAGAACATTCTCCTCTGTTGCACACTATTATCCAATTGGAT 

AGACCCACATCTAAATGTCTGCAATTACAGTAATGTCAGCTGGGCATTGGTGGCTCATGC 

CTGTAATCCCANC 

Sequence 1255 

GAATTCGCCCTTAGCGTGGTCGCGGCCGAGG TAC f N I I I M IM U I H III I I I I I I C 

M n I i I M II M I I I N M I A hWVTAACAAAAAATTTTTTA CTNAAAC ATAAANATTTN 
CAGANGTTTCCNNACAANCCNTNCAAAATGGTCACAANCTTTTTTNA 

Sequence 1256 

CCCTTAGCGTGGTCGCGGCCGAGGTACTG I I I M I II I I I I M I M I I I I I I I II ! AGNT 

TTCCTTTTTAATGAGCTCACCCTTTAACACAAAAAAAGCAGGGGTGATGTATTTTAAAAA 

AGGAAGTGGAAATAAAAAAATCTCAAAGCTATTTGAGTTCTCGTCTGTCCCTANCANTCT 

TTCTTCANCTCACTTGGCTCTCTANATCCACTGTGGTTGGCAGTNTGACCAGAATCATGG 

AATTTGCTANAACTGNGGAAGCTTNTACTCCTGCAAGTAA GCANA NATC GCACTG CCTCA 

ATAACTTGGTTATTTGAGCCNCGTNTTTTTGCAAAAACTACTTTTTCCTANTT^^ 

AATrrACTTTCAATNGTTTTTAAAAAAA 

Sequence 1257 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I II I I I 1 I I I I I I I M I I I I I I NGGGTT 

TCAAACCTCAGTTTGAAAATGAGAGGAAAACAAAATAAAATGATTTACATAATCAAAGGA 

TTAACTGATACAGACTTTTATTCTAAATGCTCACAAGCACAGAAACCAACAAGAAATCAG 

ATCTTGAACGAATTTATAATGATTCTTCCAGGAAGCACCGNGGCAGCCACATAAGCCGCT 

NTTCACACCTGGCTGCNTTCTGCCAAGTTTAGTCCTCAAAGAGAAAAACAAGGGAGGNAA 

AAGACCNAAAAAAAAAAACAAAA 

Sequence 1258 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTGCTGGTTAATATAACTAAGATTTTGCCTTT 
ATTGGGTTAGGTATC I MINI lATTTTAGCACCTGATAGCTGTCTTTCTACTGAGTAAA 
GAATTATAACTTTTAGATGTCACAGAAAATTAGAGTATTTATTGTCAAA 

Sequence 1259 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAACAATTCCAAAAGTTTTTGACTGAAAT 

AAGCAAACTCACTAATGATTATGAACTGAACATAACCAACAGGCTGTTTGGAGAAAAAAC 

ATACCTCTTCCTTCAAGTAAGTTTGCCATGCCTACCATATCTGTGAGTGGTATTCTGGAA 

TGGCCAAATGGCCCTGGTAGGACTATGGGTCCTGAAGTCGTGCTGCCTGGCTCTGGCCAC 

ATCCCTGTGGTGCTTTTCCATCCTGATCTACAGATATTCAGAACTGCAGGGAGTTCCTTT 

TAGTCCTGGCAATCTGAACCTGAI I I I I IGC 

Sequence 1260 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGTGGGA TTGTT AGACCATCCCAAAAAGGA 

AGTGCACCTTGGAGTCTGTGGAGCTCTCAAGAATATCTCTTTTGGACGTGACCAGGATAA 

CAAGATTGCCGTAAAAAACTGTGATGGTGTGCCTGCCCTTGTGCGATTGCTTCGAAAGGC 

TCGTGATATGGACCTTACTGAAGTTATTACCGGTGAGTTCTAGGCCTAAG GAAAA TTGCT 

AAGTCAGTGTTACTCTCTAGTGATGTTGAGAACTAGAGGGATTTCCAGACCTTTTA CTTT 

TTGATGAAAGGTTGTGAACTGGTGGCTGTGGGTCAAAATCCATCTCACAGNATTTGTTTT 

TGGATC 

Sequence 1261 

CCCTTAGCGTGGTCGCGGCCGAGGTAC M M i I M 11 II I I M I I II mTTCTTTTGCC 

TCCTCTGACTATATTTTCAAATAGTCTGTCTTCAAGGTCAGNAATTCTTTTCTTCTGGCA 

TGATCAACTCTGCTNTTAAAGGACTCTGATGCATTCTTCAGTATGTGAACTGCTTTTTTC 

AGCTCCANAATTTCTGCTTCATTCTTTTAAATTCAATCTCTGTTAAATGTATNTGGTAAA 

ATTCTGAATTCCrrCTCTTTGTTATCTTGAATTTCTCTGGAGTTTTCCTCACTTATTTTG 

AATTCTGTCTTGAAAGGTCACAATCNCTGTTTTCTTAAGGGATTGGGGCCCTGGGTAACT 

TTATTTTAAAA 

Sequence 1262 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCCATCAAGCCTGGTTCCTAGGATGCTGGAC 

TTCTAGCTTAGTGAGAATGCAGTATAC I I I I I GAAAAC TTCG TGCAGGAATCCCT CAAA T 

GCTGTAACTAGGAATGGGTCAGTGAAGTTCAAACGACTTTTCCTTGAGGGAGTATTTTAA 

TCGGACAAGGGAACTCTTTTTCTTTTGGGCAATGGCCAACAGGACTGAGAAGCCAGAGAG 

CTTGCACCTGAGCCATCTCAGCCGTGAGAGTAACAGTCCTAGGAAAATAGATGGGGGCTG 

GGGGTAAGGAAAT 
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Sequence 1263 

CCCTTAGCGTGGTCGCGGCCGAGGTACTC M II I I M I i I I I I I I M I 1 I I I I AGGGGTT 

TTCTTTGTAGAGACAGGGTCTCACTGTATTGCGCCAGGCTGGTCTTGAACTCATGGGCTC 

AAGTGATCCTCCTGCCTTGGGCTCATGAAGTGCTGGGATTACAGGTGTGAGTCACCATGA 

CTGACCTATATTTAATTTTTTAAAGATTAGACTGGTGTTAGCTGTAAATAGTTTGAAATA 

CCTCTCTGATAGGTGCTAGCTTATCGTTACTCTTAGTGCTTCTTGCATTTGCAT 

Sequence 1264 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGTGTTTAAGAGAAATTCCTAAACTGGAT 

ATATGTGGCAGGCTGAAAGCACTGTGAGTTGAAGTCAAGGGGAGAGGTCCAGGCGCAGTG 

GCTCATGCCTGTAATCCCAGCGCTTTGGGAGGCCCAGGCGGGAGGGTTGCTTGAGGCCAG 

AAGTTTGAGACCAACTTGGGCAACATAGCAAGACGTCGTCTCTACAAAAGATCNNNAANT 

NAATANTAATNTAAATTAAAGTTCCTTTGGGCCGNNACCACNCTAAAGGGCGNAANTTTC 

CAGCCACCACTGGCCGGC 

Sequence 1265 

CCCrrrCGAGCGGCCGCCCGGGCAGGTACCTTATTGTTAAAGTGAGTCAGATAAATCTTC 

AATTCCTGGCTATTTGGGCAATTGAATCATCATGGACTGTATAATGCAATCAGATTATTT 

TGTITCTAGACATCCTTGAATTACACCAAAGAACATGAAATTTAGrrGTGGTTAAATTA 

TTATTTATTTCATGCATTCATTTTATTTCCCTTAAGGTCTGGATGAGAC^ 

GCCTCTAAAAAAATTTTTCACTGGGGGCCCACGTGGGGTCATTAGAAGCCAGAAGCTCTN 

CTCCAGGGCTCC7TCCCAAGTGCCTANAAGGGTGCTTNTAGGGAAACATTAGGATTCCCA 

GCCCAGGGGGCT 

Sequence 1266 

CCCTTAGCGGCCGCCCGGGCAGGTACTCAACACTGATTTGAG AAGAA AAGTGTGATTTGC 

7TACCTGTGATTTTGAGACCTATATAGTGAAGGTTTGTTGCCACI I 1 1 lAGTTTCCTCAA 

ACATGCAGAAGTAATGAGGTTTGACAGAGACATGAGACTATAAGATG TCTGT CATTGCTG 

CCAACCATGGAAAAGATGTTAAGATGTCCAGCTGCCCATAAAATCATATTTTCAAAGTGT 

GAGACACGAAGAATATCTTTCTCTTATTTGGAAATATGCTGAAGGATAGGAATAAAGAAA 

AGGATTNCAGTAAAATGGGAGNC 

Sequence 1267 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTA II II M I I II N I I 11 i II GGNTTCTGTAA 

ACTNTNATTTTACACTTATGGGCCACTTGCCAACTCAGGGGNCCTTGGCTTCTTGACTCA 

TTTTCTACAAAGGTTTACTTTGGTTGTAAAAGATGTAGTTAANA GGGG TANGAANAATTT 

NNGGAATNTATTTTNCTTGGCTTNGGTNAAAAACCTCAACAAGTTTTACC TTTNN CCCAG 

TTCCCAATTAAATATTAAANAANTTNGGNCAACCGTTTTG TTAC CNTCNCCTTTTCNAGG 

AAAAAAATTCCTTATTTGGNACCTTNTTTCTTGGNAAATTTTTTNANTAAAANAA^ 

GGGCCAI M I UNI M I I 

Sequence 1268 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGCTTTGCAGATGTGATTAAGCAAA 

GGACCCCAGATGGGGAGATTATTTTGAATTACCTAGGTGGGACTCCACGTCATCACAAGG 

GTCAGAATCCAAAGAGATGTGAGAATGAAAAGCACAAGTGAGAGCAGTGGGATAGCCAAA 

TTTTAAGAGGGTTGTGAGCCAGAGAATATAGGCCGCCTNTAGAAGCTGCAGAAGGCCGGG 

GTGGACAGAGTCTCCCTGCGAACCTCCAGAAGCAGCACAACCCTGCCCACTCACGGTAGA 

CTCTCGATCTCCGGGCTGTAGAAATAATACATCTGTGCTATTTTAAG 

Sequence 1269 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 
TAAGANATAAGATTTAAAAAGCATTTGTAAATTGTATACTTGCANANGTGCGTNCTACAT 
TGGCATTTTGGAACAAGGNACATTAATTGGTT 
Sequence 1270 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAAGCAACAGTTACTGCGACGTGAGCAGCAA 
CAGAAGTATNCTCTCCTGAAATTATTANGCAGTACTTGNATCAACCACTCCGCCGTTACC 
CATACCAAAGCCGTCGCCTTGGNCACCG 
Sequence 1271 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAI I I I I AGTCAAGGGATTGTTTGATACTCTTT 
AAGTTCACTGCCAGGCCTACCACTTATCTCTGTCCCAGGAGGAGAGTTCCTTGTAATGAG 
AGGTTTTTAAGACGTCCTTTGTTCTGGGATGAATCATAGGGAATGACTGCCTTTGGAGCT 
CAGGATATTAAACTGAGTGGTGTCAAATATTNCCAGGATCAATTCGACAATGCCATGTGT 
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ACCTGCCCGGGCGGTCGNTCNAAAAGGGCNGAATTTCCANCACACTGNCGAGNCGTTACC 

TANTTGGATTCCCGAGTCTTCTGNTTCCAAAANTCTTTTGGCGGTTA 

Sequence 1272 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAATGTCACATTNNCAT AGGAA AGGTTATATA 

TACACTATACACTTCAACCTTGAAATGTGGACCCAAAAAACATTCTATTTTTCAGTAATC 

NA7TGAATTTNGGTGAGGGGTCCNACACCCTCAAATCCTAANTTTATCACANAAAAAGCC 

GNTNCTTGGCTGCCAAGCGCTGGCNGATGAACTTTGTNTTGCTGNANCTCTTNATGANTT 

GGATNCCANAGTNTCNTGATGATCGTNTTCAATGTTTANGAGCATNTGACCNGNCATGNT 

GTAGNGGANTGACTTTC 

Sequence 1273 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC r f I I 1 1 I N I I 1 1 I M 1 1 M IGI M I 1 1 1 N 
I I M M I i M I Ml i I M 1 1 M l I I m I I I II I I lA TAAAAAACNTTTNAAATTAAAAA 
ACTCAAAAAAAAAANAAAAATGAGCATTTTAAAAAANGGAAA^t ANTTNNA ANNNNNNNNG 
GNAAAAAAAAAAAAAAANNGIW^AANNAA AANTNNNG NATTGNTTTTTTGGCAAm 
AANATCNTCCCCCTGAAAAAAAAAAAG I I M I I I 1 1 I I 
SecfuencG 1274 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAAACAACAGAAA TTTAT TGTCTCTCAGTTC 

TGGAGGCTAGAAGTCCAGAATAAGGTATTAGTAGGTrrGGTTCTTTTCTGAGGGGTGTGA 

AGCAGAATCTGTTCCATCCCTCTCTTCTTGTCTTCATCTGTTCTATGTCTGTCTTTGTTC 

AAATTTCCCGTTTATATAAGGATAGCAATCATA7TGGATTAGGCCCAGTCCTAATGACCA 

GATCTTAACATTTGCAAAGGCCCTATTTC7CACTAAGGTCGTATTTACAGGTATAAAGGG 

TGTAGACTTTAACATCTTTTTGGGGGAAGACACAGTTCAATCCGTAACAAGATGTTAAGT 

CCTTTCCTCTCCTAAA 
Sequence 1275 

ATAGGGGCCGGAAATTGGGGGCCCCTCTAAGAATGCCATGGCTTCCGAGGCCGGGCCCCG 
CCAAGTGGTGGAATGGGGATATTCCTTGCCAAGAAATTTC 

Sequence 1276 

CCGTTTCGAGCGGCCGCCCGGGCAGGTACTATAAAAGG7TGAGTAAAAACAGGAAAGCGT 
GCTATAAGTTCAAATCTGTTGTATTACCCTAAATTAAGATAAACCAACCTGAATTATAGT 
AGATTTCTCAATAGATGAGGAACTGAAAAATACTATGTAAAATATCTTCCAAAATGCTTT 
TTATAC l I II il l A TTTGTAATTTGGTCTATCTAAAATGTTCGTTAGCTTAACTTAATGG 
GCGTTATTGGATTCATATGACTAACGTTTCCTCAGTATTGTAATGCTTGAAATATTTGAA 
AGAAAAAATGTTG I I I I I I AGTTGAAACTGGTATATATAATTTCAGTGCTTGGCAGGTTA 
GTATAI I I I lATGCAl 1 M I 
Sequence 1277 

GTACCAACACAATTGTTAATTTCCTCACAGGCTNAAGGCATTCTGGGAAGCTATACAGGG 
GACAGGAAGCATTTTTTGGGAGCCTAAGGGGAGCCAGTTTGGAAGAGACAGCATTCTCCT 
GGCTAGGACAGGTGGNGGNGGTGGCCGGGTTTNAGGNTCTNCAAGGGACCCTNTGCAGAT 
GCCGGGGCCCTGTTTATTCTGAGCAC 

Sequence 1278 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAACTAAAACTGAGCAGTTTAAAACATTCAT 

TTAAAGGGATATCTAATGTGTTTATTATTAACATAAATAATGTTT TATG AAAAATGTAAC 

C7TAGTTTTCCAAAACAAAAATGTTTAGGGCAAGAGTAACATTATTTTACATTATTGCAT 

CTCAGTGAAAAATAAATGGCAACAAAATTCTTATATCTGCTTCTGCAGTTAATCTGTTCA 

TTTTGTTTTGGTTGAAGTATATGAAGGAAATCTGTCCTCACACA GTTG TGTAGTGGAAAA 

AGGGGGACTATTGTAACAGGGCTGTGCACATAATTGTGGATGATTTTCTTTGATACAACA 

ACAAAACTTGGTGGAT 

Sequence 1279 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAATGTGATTrATCAATTAATTAAATTTGAATT 
CCATGGAATGAAATATAAGTCAACAAGTATGACAGTTTCGCTTTGTTTATTATGGAAGAA 
TCATTAATAATTTGATAATTAAATGGTCCTGAATGGTTAGCCATGTTCTCCGCATTTAAA 
TAAATAGTATAAACATAAATGAAAATATTAAAGTAATTTCAACGTGATAGAGACCGCTTA 
I 1 I I lA GTTCAGGTAGAGTTCCAACCTAATGGTAATTAAGATTCCAGATCCGAAAGATGT 
CATGTGAATATTGCTCTGAAAAACCAAAATTAAAGCTTTCTTAAAG 
Sequence 1280 

CCCTTAGCGTGGTCGCGGCCGAGGTAC J I II I I I M I I I I II I N I M II II NGAAGGCA 



Page 200 of 22 1 



wo 01/42467 



201 



PCT/USOO/33312 



Table 1 



ATTTAATAAGATTTGAGCATAGATATTAAACTTAGCATGGACAGAGAAACTTATTTNTTG 
GGGGACTGGCATAAGTGAAAGAACAGAATCAGTNTGACCAGAGAGAGCATAAAAACTTT 

Sequence 1281 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTGACTTTCTAACAAATTACCATAAAGGA 

AGAATATTTTTCGTCTACTATTGTTAGAACACCTT AGAAC CATCAAAAA TATA ATTACAT 

GGCTAATAGAAAAAAAAGAGCAGTTTTAAAATATGTTTTATGTAACCTATTTTCATT 

TTTCATTTTGTTGTTGCCGAATAGTAGTTGTTCTAAGTAAATACAGGTCTCAATTTCACT 

ATGAATAAAAAAAAAAAAAANGAAAAAAAAAAAAAGTACCTTGGCCGCCGACCACGCTAA 

GGG 

Sequence 1282 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTTCT TATnrCTTA ATCAATACAGCTAAAG 

GTTTGTCAATATTGTTGATCTTTTTAAAGAACTAAAATTTTGTTTTG^ 

M III I I I N CTGTTTTATTTATCACCACTCTTATTTTTAGTATTTCCTTCCTTCTGGTA 

GCTTTGGGTTTAGTTTGTTCTTAAGTTCCTTAGGTGTAAAGTTACGCTGTTGAAATGAGA 

TCTTCTTATTTAATGTATGCATTTATAGCTCTAAATTTTCTCTTAGCACTGGTTTC^ 

CATGCTCTAAGTTTTGATA 

Sequence 1283 

CCCTTAGCGTGGTCGCGGCCGAGGTAC Ml I M I N I M I M I II II II M I IC i i i i lA 

ATTAAAAANCNGGANTTGGTNGGTTNCCCAAGCTNGNNTTGAANNNCTGGGNTTAAACAA 

NNANNCTNGTTTGGCCNNCCAAANNNCTNGGATTANNNGNNTGAACCANCNNACCCANNT 

TTTAAAANCNNAATNTTTTTNNGGNAANr^ 
GGGAAAAACNTGGANNTTTGGN M i I I 1 I I I 

Sequence 1284 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACAAATAACAAGACAAATTTGACCTGTTCAA 

TAAATAGAAATGAAGTGGCTAAAAATGTTrAAATGGA AGTG GAAAACAGTCGT CTTCTT T 

GTACTTGGTCTCTACCTCAGATAATTCTTCTTTGAGCTTTTGAGTAGCTTCTCC i i i i i C 

ACTTAGTTCTACATGTATTCTATGCAGTGAGGTTTCAGATGCAGAC AATCT TGACTGAAG 

CTGTTGACAATCTAGGTCTTTTTGATGAAGGGTTGCCTGAATATTCI I I I lACTCACAGA 

TTCTTCATTATGTTTCTCCT 

Sequence 1285 

CCCTTANNTTGGTCGCGGCCCGAGGTACTTTTTAATCTTATTATTAAACTAACCCCTGTG 

GTGGTGTGGCTACATTCTTTGAGTTTAGAAAACGA GATAAAG AATTGCTCATATCTTCCC 

AAATTGTGTAGTATAAAAAGAATGCTGTCCTGGTTGTTrnTGTAGAATATGGAAGTCCC 

TGCAGTAAGTAGGCAACATGCTACCCTTCTATTCAACACAGCACTAGAACAAG6CAAGTG 

GGACCTTTGTCGACACATGATTCGATTTCTTAAAGTCATTGGCTCTGGAGAATCTGAGAC 

ACCTNCATCCACACCCACAGCTCANGTTAAGCTGCAAAAGTTACACATCTTCTCTAGGCC 

ATACACCCACGTAGCATCTTTCTCTAATGGTACCTGCCCGGGCGGCCCGCTCGAAAGG 

Sequence 1286 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGGATGTGATCAACAAAGTTCTATTTTAC 

AGGAGTATGATCCTGTCGATACCTTGCCGTAGGT TATGT AACATGATTGGAGCGCAACCA 

GCTGTTCTCTTGCACAGATCGAGAGTGAGGGGTATTTTGTGACATTACACAGCATCAGGA 

GCCTGGTGCCTCATCAGGTGTAAGTTCTTATAACCACTCTTGGCAAATTTATTAAAGACA 

GGAACACAGTCAATCTGTAACTCATAAGTAGCTCTACGTTTACTTGAATTCACAATCCCT 

AACCCATCTGTCCCTGGCAGAAAGAAGGAAAGATGACATGCATGGACAGTGAACAGAAAG 

GGATGAAAGCCAGGATTCCTGGGATGAACAGACAGTGGCAATTAGGATGTGAAGACAGGT 

CACAACCTATTACTATGTCTAAAAACGACCAGAGCAGAGAGCCAGAA GAGAA TAAGCCTG 

AAGTCACCTTCCACTNAAAAAGCAGCCAAACTCCCTCAAAG GAGTAACT TTTAAAACCTG 

GATCTAACCTGGAANGGGCTAAAAANTGGCTTGGTTCTGAG I I M I I I I 

Sequence 1287 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCCAGTTCTTTATCTGAATACAAGCGTTTTG 

CTTTTATTTCCAGTTTCTTGGACCAGAACAATAAAATACATAAGACATCGTTTCTATATG 

GTCATATACTATATAGAATAAAGAATTGTTATGTAAA TTATTAAATGAGTA TACAGACCT 

TTACATAAAAACTAAGGTAC I N M M M I II I I I I I G1 I II I M I M II I I 

Sequence 1288 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTGTGCAGACCGCCTAC CTCAT CCTGTGACTT 
AGAATGCCTAACCTCCTGGGAATACAGACCAGTAGGTCTCAGCCTTATTTTACCCAGCCC 
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TTGCTACATTCAAGAAGGAATCACTCTGGTTCTAATGCCTCCGACAGAATGGTCAGATTC 
TCAGACTCTAAAGCAAAGAAGACTATGTTCAGTGACAGCAAGACTGTTGAAGAAAAATAA 
ACTCGAATGGCCTTGAGGAGCTATTATCAATAAAAACAGTATAACTTATAATTATCTGTT 

GTGTTACAATGAAGTATATGATCACTGC 
Sequence 1289 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAGGTTGTTAGCCCTCTGCTGGAAGAGAGT 

GTATTAGTCCATTTTCACACTGCTGATAAAGACATACCCGAGACTGGGTAATTGAGAAAA 

AGAGGTTTAATGGACTCATAGTTCCATGTGGCTGGGGAGGCCTCACAATCATGGTGGAAG 

GTGAAAGGCACATCTTACATGTTGGCAGGCAAGAGAGAAATGAGAGCCAAGCAAAAGGGG 

AAACCCCTTATGAAATCATCAGATCTCGTTAGACTTATCCAGTACCACAAGAACAGTGTG 

GGGGAAAGCACCTCCATGATTCA 

Sequence 1290 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATAGGCTCTGCCTATCTCTGTGGCATGGATCC 

TACATCCACAACTACACATTATTTATTTATTTATTTTTTGCAAATCCCAATTCCCCAGM 

ATGGTCCTCACCTCATTGACATATGCAGGAAGAGCCAAGGGGGAAACAGCAACTTGGAAA 

TGACTATGACAGACTAAGACAAAGGACAAGAAATGGCTCTCATGGGATGTAGGTGGAAGG 

AGAGGCCTCTGGCATTGGCAGCTCCCTACCAGAGGTGTCCTGCCCTCTGTTCTCTTGGGG 

TAAGGGAGCCACTGGGCAGGA6TAGGCA 

Sequence 1291 

CCCTTTGAGCGGCCGCCCGGGCAGGTACAT AAGC TCTGCCTATCTNTGNGGNATGGATCC 

TACATCCACAACTACACATTNTTTATTTATTTATTTTOTGCA 

ATGGGCCTCACCTCATTGACATATNC 

Sequence 1292 

CCCTTAGCGTGGTCGCGGCCGAGGTACAI 1 1 M I I ICCTCI 1 1 1 1 1 1 1 1 1 I 1 1 1 I I M lA 

ATTCTGAGATTTCCCCAAGCTGTGGATTCTTCCTACTCC TTAAN AAAAAAA CTTTG GTTT 

TATTTAACATCTACACCTTTTNGTCAGTTGTGTTAGCGTGTTrrCCACCCCATT^ 

TACTCTTAAAAGATGTAATTGTTGTCATTTTTGAACAGTTAAACATNT TTGN GTATAAA^ 

AGAACCCCAATGGTTTTAGTTATNGCTTTGTAAATTT TTAT rrrTT^^ 

AAACTTTCAACTAATGAAATAAGGGAAAGAAACTGTCTTTT 

Sequence 1293 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACCTGT TTAA GGACATACCAGAAAAAAAGTAT 

TGATTTTTATCCTATGCTAAACAGTGCTGTGATAACTTTTGTATCACTTGGAGAATGCTC 

CTGAAATTATGCAACACTACTAGATAAC CCCTG GATCAAAGAGGAAATCAA AAGGG AAAT 

TTCACACTGTATTGTAAAGAGAGGAGACTTTTATGCCAAAATACAGTAAGTCTTTTAGTC 

AGATAAAATTAATAATCTTAAATTCCATTCATGTTAAAGAAGAAAGACAATTAAGAAATC 

TGACACTAATCAGAAGAAATTAGGAAAACGAATAAGTAAAAGAATCTGAAAAGGAGAAAT 

AAAA 

Sequence 1294 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGGAGAGTGAGGTGGGAGAAGAAGAGTGTC 

TGGTTTTGTGTGCTNACATGTCTTCTTGGCATGAGAATGTTTAATTTGGAANTAGTGGGN 

CNCTCAGAGCCNTCCTACAAAGGCAGTGGCAAAGCTTCNTTAC CGTGA CATTTGTTNAGT 

ANTAAACTTTGCCTNGGCACGCGNCNTCCTGNAAA NTGTN TrrGTTTTGGGCCTArrrCT 

TGCTGAGNTNCCCTTTANNGGNrrGTNCCTTCGNNTTTTTCATTTCNANCTAATT TNGCC 

TCCCCATATNGAACAANATTGGTAATTTCAACNATGGGNGNGNCCAACNTTGGCTTTTTT 

C I I I I I I I GNGACTATGNCCCCCCTAANTAACNACCCTTGGGATNCAANTTNGTNAANTT 

TTCTTTTCCTTTTCCTNNNGGNGGGGNGCCT TNCCT TNNCAANNGGGAAAACCCCCAAAA 

ATTTTNTTTTTNGGCCNANCCNTCCAANCAAATTTTTC 

Sequence 1295 

CCCTTCGAGCGGCCGCCCGGGCAGGTACNGCGGGCTCTCTCCATGGGTCTGTGTTCCAGA 
AAGCTATGACTCTTTAATGCATCTCTTAG I 1 M 1 I CCTTATTTCCTTTATTCTTAGTATC 
ACAGTCCATGATATCCACTGTCCTTGGGGCGCCCAATTCATTGTGCAAAAAGCATTTAAA 
TCAAAATACCCCTATTTGTrATTN I I I I I AAAAAGTAAAGTGGGGGATG 
Sequence 1296 

CCCTTTCGAGCGGCCGCCCGGGCANGTACAATGCACATGCCGAANGACCTTANTNTTGGA 
TGTGATGAAATGTTTTCTATGCCTGGAATAAATGCCTTNCTTTGGGNTGTAATATCTTAA 
ATACGTATTGCTCCTCNATCTGTGAGTTATTTAAI I 11 I I I CTCTGAAGNAGCTNTGATT 
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TCTGGGCTTTCTAGTGTGATCATCTA 

Sequence 1297 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TAAGATATAGCATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCNGTCTACATGGCA 
Sequence 1298 

CCCTTCGGCCGCCCGGGCAGGTACGCGGGCTTCCTACTTCCACCAACCCCTCTTNGCAGA 

GACTGCTCCATTCCATTAAAAGGNGAAGGTTCAACTGGANACCTNCAAAGTTGGCTGGGC 

CT 

Sequence 1299 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAACGTGATGAAAAATATGCCAGACCTGGCCG 

GGCCTGGTGGCTCAACGCCTGTAATCCCTGCACTTTGGGAGGCCGAGGCAGGTGGATCAC 

GAGATCAGGAGATTGAGACCATCCCGGCTAACACAGTGAAACCCTGTCTCTACTAAAAAT 

ACAGAAAAAANAANAAAAAAAAAGAAAAANGGTCCTTTGTNTACTGCAGTTGTCNTNTAC 

ATGGCATTGGACAGGACATAATTGTAA AACATA AAAAGTGCAATTGGTTACACTTACATN 

TGATAGTGAATTGGCAAACGTGACCAATTTTTT 

Sequence 1300 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATACAAAAAAATCATTAACTCATATATTTCAA 

GAGTAGGAAATGGGAACTGGTGTTAAAACTCTTATAACATATGTCACTGNCTTAAGGGAC 

AGTGTTTTAAAAACGCATACCTCGGCCGGGCGCGGTNGGCTTCATGCCTGTAATCC 

Sequence 1301 

CCCrrrCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TNTAAGATATAGATTTAAAAAGCATTNGNAAATTGTATACTGCAGTGTCGTCTACATGGC 

ATTGGACAGGACATAA 
Sequence 1302 

CCGTTGAGCGGCCGCCCGGGCAGGTAGGGCGCGCAGCAGCACTCGCCAAAGTCGTCGGA 
G 

ATGCGGCAGGCAAGGCACAGAGGAGCAAAAGTGCCGCACAGACAGACAGGCATGTCGTTG 

CAGCAGTCCGTGAGACCTGTGTGCCAGTCACTGAGCTGGGTCTGGTAGCAGCTGGTGGTG 

GCGCACTGGGGCTGACTGGTCACAGGGTAGGACATAGCTTTGCCTTTCACGTTGTCGTGC 

ATCTCAAACTGCATCTTGCTGGCCCTGAGGAGGTGGCGTTGGGGACGGCAGAAGTGGCCT 

GTGGCAACAGTGGCAGNAGTCTTGTCCAAGGGGAC 

Sequence 1303 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAAAAAACAAAACAATGGAGTATGTCCTGTTG 

GTAGAAAAATTTGAGCAACAAAATAAATAAAGTAGTATAGGATTATGACCCCAAGTATAA 

AATAACCATCTATGAGTCCATACATATATAAATAAATGATT GAATA AATATATAAACGGA 

GAAGAAAAAAAGACTATCCATAGCAGAAGAATTCCAAATAATTTTATAGACAGCTCCCCT 

TTAAGAAAACAGACCTACTGAGTGTGGTCTACAATTAATGCTCGCGTACCTGCCCGGGCG 

GCCGCTCGAAAGGGCCGAATTCCAGCACAGTGGCG 

Sequence 1304 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTGATTAAG CCAAA CTTCAGCAAAAAAGGAAG 
TGCTGCATTGNAGCAGTATTGAAAGTTATGTAGGTGGATTTTTAAAAAAATATTACAGCC 
TAAATTTTCTTAGCAAAAGTCAAATGAGTAACAACACACAGTTTGGAAACATTTGNAGAG 
GAGAAAACAAATATCTGACAAGAGTACCTGCCCGGGGGGCCGCTCNAAAGGGCGAAT 

Sequence 1305 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGAAAACTGGACATTATAACATTAATTTT 

ATTAGCTCTCTGGGAGTGAGCTACATGATGTTGTGCACTGAAAATTACCCAAATGTTCTC 

GCCTTCTCTTTCCTGGATGAGCTTCAGAAGGAGTTCATTACTACTTATAACATGATGAAG 

ACAAATACTGCTGTCAGACCATACTGTTTCATTGAATTTGATAACTTCATTCAGAGGACC 

AAGCAGCGATATAATAATCCCAGGTCTCTTTCAACAAAGATAAATCTTTCTGACATGCAG 

ACGGAAATCAAGCTGAGGCCTCCTTATCAAATTTCCATGTGCGAACTGGGGTCAGCCAAT 

GGAGTCACATCAGCATTTTCTGTTGACTGTAAAGGTGCTGGTAAGATTTCTT CTGCT CAC 

CAGCGACTGGAACCAGCAACTCTGTCAGGGATTGNAGGATTTATCCTTAATCTTTTATGT 

GGAGCTCTGAAATTTAATTCGAGGCTTTCATGCCTATANAAAGGCTTCTGCCAANTGATG 

GNGAATGATTTTAATTACCTCATTGGCATTTTTTCTTGGGAACAAGCAGCCCTGGCCTTT 

ACCCAGGGTANGTTTTCTTTCATTTTTNAAAGAAACACCTTTACCATTATTGNTTNCT^^ 
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AAGGGATTAAGTCTAAACAATTGGGCCTTTTTAAAATAANTTATTTAAAAACCCCCAAAA 
AAA 

Sequence 1306 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCAGTGGAGGACACGAATTCTATACCTGTAGG 

ACAGTGCATGGAGAAAAACCTAATGCCGGCTGTCCCTCAGAAAGCCTGGGGCCAGTGCCT 

GGGCTGTCACCTCATCCATGCTATCAGTCTACTTTCCCTCTTAGCCACAGAAAGCCCTGA 

AGAAAGTGGCATAAAAATGACCTGGCTGGGCACAGTGGCTCATGCCCATTATCCCGGCAC 

TTTGGGAGGCCGAGGTGGGCAGATCACCTGAGGTCAGGAGTTCAAGACCAGTCTGGCCAA 

CATGATGAAACCCGGTCTCTACTAAAAATACAAAAATTAGCCGGGCATGATGGTGGGCGC 

CTGTAACCCCAGCTACTCANGAAAAGTGAGGCANGANAATCTTCTTGAACCCAGGANACG 

GAAGTTTGCAANTGAGCTGAGATCGCATCATTGGACTTCCAACCTTCAAGCGAGAACCAG 

CGGTTNGAATTTCCCTTTTGTATGAACTG GTCTTTTTAATG TTCCTTTAACCC AT^^ 

TTTTTCAAATTGGTTTCTATTGGG I I I I i I U I I I CTTT7TTGGANGTTGGGAC I I I I I I 

AATCTACCTTGG 

Sequence 1307 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCrTGTTACAAATATACCATCATCATCAGGTCT 

GAATGGGTTTCCTCTACCCCCGACACCACCTGATATGCTAAATCCAAGTTCTGGATCCTT 

TTCAACCCTCAGTCGAATCTCTTGTTTTGCCAGTTCATGGCCTTGTCTAGGAGAACAATG 

GGGCTGTGTATATGGAGACTGGTGGGCCACTTTCAGCATCAAGTAATCAATTAGTTGTTC 

TCTAGAGGGATGCCTTGCCACAGATGCCTGAGGGGGGTGATGTATTTGACTATAATTTGC 

CTGAGGCCTGAGAGGCTGGCCCATCTGTCCATTACTCAAAGGCATCTAAGAAAAACATGA 

AGTATCTTAAAATGACCAATAATAATGTCTTATTTCAAATATTTGGATTTCTTCTTGGAG 

CATTACAAAAGCACTAGAGTTTTCACATTCTAATTAAGTCAAACAATACCATGCCACTTA 

CTATTTTTCTATAATTTTAAAACTTAAAA GAAATA AGCTATTAATGGCTTAATrCTAAAG 

TTCCTGAGTGCTTGGTGGTACACTCACTTTnTAAGCTT 

Sequence 1308 

TTTTTCGCCCTTNTTNTGGNCGCGGCCGAGGTACTTTGTGN n M ill I M IM I M \TG 

GGNCACAGGANTCCTGACTGGGAAAACCCTGAGCTACAAAAGCAAGATTTTACTGAAATT 

AATTATTTCACAGACAGACTGGANATCACAGGTGACTGAAA AGTCATT TCACTGAACAGA 

GCTAAGGATCTAGGATAAATTGTAATAACAGCAAAGGGAAAT I 1 1 I I lAAAGAAGAGCAA 

AACTCAAAGTCAAAACATCACATACTCTTATGCCTTTGGAAAAGAAATAATAAAAATAGA 

AATTTGCCNCCATCAAAATTATAATACTATTTCTGAATTCAGGGAAAAGACAGGNGNAAT 

TAAAGGGAATTAA7TAAATATATCAAATNTCTACCCTATTATNAACATACCAAGAAAATG 

AAACAAAAAATTAATTAAAAACAAATTNTTTGGGCTCCACCCGAAAAAGAAAATNCCTCC 

AGGNGGCACACACACCACNNCACCCCACACCACGGCCACAACAAAAAAC 

Sequence 1309 

CCCTTTCGAGCGGCCGCCCGGG CAGGTAC I M M I I I I II I 1 I 11 II I I I M NCTTT CTT 
I I III 1 1 I I I I I I n I M I I I I I I M M I I 11 I I I I I I A AANAACCNNAANCCN I M I I i 
TTTTNACCNAAGGGGTTNNNCTNANTAANNCNACCCCNTTTNAAANNACNNNNTTNAAAA 
NNNTTNTTANAAAAANNATTNNACCCCNNTNTNAAAAAAAAAAA 
Sequence 1310 

CCCTTTCCAGCGGCCNCCCNGGCA GGNA CAAACCCTNGTAGGNTAATCCANCTCTAATTG 
ANNGGGGAGCNNACCTTCTGCTTCCTTTTAATCCCAGATCNGAGGCCAAGGG 
Sequence 1311 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAAACTAAAATTATGGGAGAAGAAACTATGA 

GTGAAACGATGAGAAAAACCTAATGCATGATGTAGAACTGAGTGGTGTTAATAGCAGAGC 

ACTGGAGGGAAGGGCCACAAAACTCTTCACCC CAAG GTCTAGAATCATTCTAGAATCATC 

CTACAAGCCTAGTTTTCATGAGATTCAGCCCTATTTTATTTCTTGCTC TTGGA ATTATAT 

GAAATTACGAATTTCTGTGTGTTGTCAGCTGTAATAGAATCCCTGGAATTTTATTTACTT 

TTAATTTTGTTTATTTATTTATACTTATGTGCCATCTTCTCATGAAAAAGAGGCAGTATG 

TTAAAAGrrTGAGTTCAGATTTTCTGATGTAGATAAATAAGCTAAAGAAGGCAGGGTGAA 

GTGTGATATATGAGAATTTCCAGAGCAGGGTATTCGTAACTTGTAAGTATTTAGTCCAAG 

TTCCCTCTCCCAACACATTTTACACTAGAATAAGATTGAAAGGCCAGATGTGGTGGCTCA 

CGCCTGAAATCCTTTTGGGAGG 
Sequence 1312 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 
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AGTAAGCCAAGATTGTGCCACTGCACTCCAGCCTGGTGACAGAGCGAGACTCTGTCTAAA 

AAAAATAAATAAATAATAGAGGTGAATGTCTGCATTAGGATCAAGACAAGAAGAAGACAG 

ACAATCACTTTGGAATTCTGAGACTACCTCCAAGAATCATCCACGGAAGGATGTCAGCCA 

TTTAACCAGGGCTACGGATCAAAAAGGAAAAAATACAGTCAGTGGACAAGTAGAAGAGTC 

TCCTGAAAAATATCCGTATTTGAAAAGGCAGCAGGAGTTGATAGAAAACATAACTAAAAA 

AGTAGAAGACACTGTTAAATTTGAATCTGGATCCTATATAGCTTCTTCTCTGGGATCTAC 

TGAGGAGTGAAATCTAAATGAAGATTTAGCTTAGA AAGCA TGAAGATAGTATGTTCCAAT 

TTTAAATAAAAATTATATTGTCTGAAAGACAATACAATTTTAGTACCTCGGCCGCGACCA 

CGCTAAGGG 

Sequence 1313 

CCCTTAGCGTGGTCGCGGCCGAGGTAC III I M M I N I M I Ml I I N GG NTNNT TTTT 
m I i I I N I i 11 M I I I I I I I I m I N m I I M M l NAAAAAAAAANGGCAATTTTA 
ANAAAAAAATNNAAATTTGACNGGNNAATACCA AANG GAAAGTGNNTGA NCCN CNNAAAA 
AAAANAAGGTTTTACNTTTTTCNAAATTTANNTNT TTTANAA AAAANAAAG 
TTNNGANTTTTAAAACCNCTTTTNAACTGNAAAAATTTTTTNAAANANCTT^ 
TTAATATAANCNAAAATTTTNNTTTTTTAAANTA/^XAATTANCNACCCNAATT^ 

Sequence 1314 

CGCCCGGNCAGGTACCTNCTTAGAAACCTAGACTCCANA GAACACT G rrTGA CAACCACT 

GCAGTAGAACATAATATATCAAGATTNTAGGAGTGGGT TTCTT TTTTCAT TTTTA C^ 

TNTAGAATAACATGCATAATCAAAGCTAATAATAC TGTGT TTTCTT TACTC TTTTATTTG 

CCTCTAAAGACATCCACNCATAGNGGTGAACTGATTTTTAATGCGTTTTAAATAAAAGGC 

ATTGAAAAATATTAATAATTGI^GTTACTAAAAGTATTTCTCTTTGCGATTCTCTNATCT 

GTGTTTCCAGACCGGTTGGGAGGGGTGACAGATCAGAAGGCTCTGGTCAAGAGAATGAAA 

ATGAGGATGAGGAATAATAAACTCTTTTTGGCANGCACTTA AATGT TCTGAAATTTGTAT 

AAGACATTTATTATATTTTTTTCTTTACAGAGCTTTANTGCAATT T^ 

TTTGGGAGTTTTTCCC M i I I I I M GGGATAACCTAACATTGGGTTTTGGA ATGATT GGG 
TNCCATGAAATTTGGGGAGATTGGTATTAAAACAANAACTAGCAAAAATGGTTT TTAAAA 
CTTTTTTGCCCGTGTATrGAAGGAAGTGCTANNAAAATGCNAAAAGTGCCAATATTT^ 
CCTA 

Sequence 1315 

CCCTTTGCGGCCCGCCCGGGCAGGTACATTTGGTGGAGTTTGAGACCAGCCTGGGCAACA 

CAGTGAGACCCTGTCTCTAAAAGCATTAAAGCATTAATC CTCGCATTTC GATAGGGCTAT 

GTAGCTTTTAAGTAAGCAATGTTAGAATGAGTTGTAGAGTTTTATTTTTGTGAATATA 

GAGTGACAGATGGCAATTACATGAGGATATTTGAACGAAGGTACCTCGGCCGCGACCACG 

CTAAGGG 

Sequence 1316 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCAAAGACACTTATTATTCTAACATGCATCAAG 

TAAAGTAAAACAAGGAGAGAGGCTGCGGTGTGTGGGTAGGGGATGCAGGAGAAGCTGTGT 

AAGGTAGTGGACAGCTGTGTGGCTCTGGGGATGAGACAGACTAGACCAGGCAAGTGCTTC 

AGGCAGGTGCCCCGTCGGGAGGCCTCTGGAGTTACTCATCTTGCAGCCTCGGGCTACTCA 

CCATCAGGGAGCCCCGCGTACCTGCCCGGGCGGCCGAAGGG 

Sequence 1317 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTNNCANG i I I M I I I I I I I I I I M I M 1 M I 

I I I I I I I I I 1 I I I I I M M n I lA CNCTGAGTCAAAAAATTNTTrrAATAGTTNCAAAAT 

I M M i I i I I I I I M I I n l ACAAAATCANTTTAAAANANCNGGNGATTTNNCCNTAATT 

ATCAAAATTNTTTNTTCTTGGGGTNTTGGCTAAGGGGGGCTNAAATAAAAAAAAGGCCTT 

NGANTNTTGGNTCAAAAATTNTNNTAAAAANCCCCCCCTNTTGANNTTTGACATGCTTAC 

CCCrrATGAAAANNCCCCTCNNTTAAAAAAAA 

Sequence 1318 

CCCTTAGCGGCCGCCCGGGCNGGTACTACTTTTG II I I I I I I 11 I I II I GGATCAATAAG 
TNTATTTATGTTGNATCACACAATAGTTACACAAGCATTTAAAAACACATGCNCACNTGT 
TTATTATACCATACATACAAACACACATACAACTTAATATTTACAAGCACATACAAGCAC 
ATACAAACATATAAACAACAAACAACACTAATTNAACATACATACAATACTTACAGCTTA 

CGTTT 

Sequence 1319 

CCCTTAGCGTGGTCGCGGCCGANGTACATGAAAACATCAGTGTGACAGTTAATATTAAAT 
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GTCAACTTGATTGGATTGAAGGCTGTAAAGTCTTGTTTCTGGGTGTGTCAGTGAGGGCGT 

TGCTAGAGAAGACTAACATTTGANTCAGTGGACTGGGAGAGGAAGACCCACCCTCAATAT 

GGGTGGGCACCATCCACTCAGCTGCCAGCGAGGCTGGAACAAAACAGGAGGAAAAAGGTG 

GGATAGGTGACTTGCTGAGTCTTCCAGCTTTCATCTTTCTCCCCTGCTGGATGCCTCCTG 

CCCTTGACATCAGACGCCAGGTTCTTTGGCCTTTGGACTCTCAGACTTACACCANCGGTT 

TGCCGAGGGCTCTTGGGCCTTTGGCCACAGACTGAAGGCTCTACAGTGTTGGCTTCCCTA 

CTTTTGAGGCCTTTGGACTCGGACTGGGCCACTACTAGCTTCCTTNCTCCTCANCTTGCA 

GGTGGCCTATAATGGGCCTTCACCTTGTGAACATGTGANCCAATTCTNCTTAACAAACGC 

CCCTTCATACATACATA TATCC TATTAGTTCTGGCCCTCTGGAGAACCCTAATACACTCG 

ATAAAATTTCAATTAAAATTTTTAAATA 

Sequence 1320 

CCCTrAGCGTGGTCGCGGCCGAGGTAC I M I I I I I I M Ml M M I M I mTCl I I I M 
IINMIIIMMMiMMIIIIHm i lllllimi MimiNINMimil 

Sequence 1321 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I M M I I M I 1 I I I I I I I I I I M ICT TCTT 
I N If I I I I i n 11 M I i M I I i I I I I I I I I I I I I M M i i i M I I N M I H M I I I n 
M I III I U Ml IN I I M I I M I I M n m N I I m lA AAAAAAANT 

AAA 

Sequence 1322 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGCTTCTTCCTATTAAGTGCCTAAACTATAG 

GCAAACTTTGGTGTTCCCACTAAAACACAAGAGCCTCACACAATTAGGAAAAAAAAATCA 

AAAGAAACAAGGAAACTGAGAATGGAAGTTAGTGTAAATCTCTGCATTTGGGGAGTTGTC 

ATTAACTCCAGAGCCCAGCATAGTTTCCATGGAGCCCTGAAGGGAGGGGACCTCCTGCCA 

CAAAGAGTTTCGTTCCAGACGAGTCGTAGCAGTGGGTGTAAACAGCATTGGGGAAGAAGT 

CAATGTCTGAAAAGTAATTCCtCCAGGTTTCATCATGATTCTACGGGAAGAGAAAGAGAC 

TACAATTAGCACCTCTAGCCATGGGGCAGGAAAAGGGGGAGGAAGGGACAGGAATGCTTT 

CTGGTCTCCTTAAGGGAACAGGGTTCTACAGGTACCTGCCCGGGCGGNCGCTCGAAAGGG 

CGA 

Sequence 1323 ^ 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I N M I It M M I i I U M I II I N ICTTT 

I M I I I I I I I I I I n I I I I I I I I I M I 111 I n I I I I I I M I M M M I I M II I I M I I 

n I U M I I I I I M I I I lA AAAAANAAA AAAAN NNAAANTNAANGGGNGNNAAAAAANTT 

TTNAAAAAAANTTTNCCAATTNGGGTTTTTTAAGGGAAAAAAAAAAAAAA^ 

ATTNCCCNNNAAANTTTTNACCCCCCCCCNTTNNAAAAAAAAAAAAN I I I I I N NAAAAA 

Sequence 1324 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGTTTAGTTATGGCTGTTTTTT GCCTCT AAC 

ACTTTTATTTTAAAAAGAAAATTAAAATAGGTTATTGGGATCAAAGATATAGG C I I H IG 

TTACTTTGAATGATTTTTGTAATTCAGAATATGCACTTGTTATTTCAGTTCTTAT^^ 

TAATTATTGGTAGAGTTCATCTAATTACCCTATAAATCCCTGGAGAAAGGT GGCCC CCAT 

ATACTTTATTTCTTGGTTATATGTATAAAAATCAGTAGGCAATGTAAAAATG I I 1 1 I GTG 

TGAATTTATGTGAGTTATAATTCTAATTCTATGTCAATATTCACCTCAGATTACCACATG 

AAAGCTCAGTCACGAACTATGCCTCATACTGAAATACCCACTGATTAAATCAAGTTGACA 

ACCAGCTCCTATCGTACCTGCCCGGGCGGCCGCTAAGGG 

Sequence 1325 

AAGCAGGCATGGCATATAANCAAGC I I I I I I TAAGGCTGAGTGACTTATGTGGCTGATAG 
AGGAAGGATAGGAGGAAAGGAAATATAGTGAAAAGGAACAGAGAGGAATAATAAAGCTGG 
CAAGTCACAGACANCATAATTAGACTATCAAAAGAANATTTGGAAGAAAGGCATGGACAG 
GAATAAAGACCTNCTTCTAAAGCAAGGTAGGGAGAGCAACTNNATGTAGATTGAANAGAA 

AAAGGAAAGAAAAATG 

Sequence 1326 

CCCTrrCGAGCGGCCGCCCGGGCAGGTACGCGGGATATTTATTTACAAAACACTTCATTA 

TTTATAAAGAATTTACTAACAGTTTATCTTATTTATACCCATACATCTGCTA CTTT GGGA 

GGCCCTTTACATAGAAAACAGCATTCTTTTTGCCAAATATGACCAAATTACTTTTATTTA 
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TAATTTTTGATTTATGTTTCAGCTAGATCTAAAAAGCATCTGAAGGAATTTACAATGAAA 

GATACCTATGCAATAACATTTAGGATAATCTTTGACATTTTGGAAAAATAAGAATTGATO 

AAAAAAGTGTATCTTTCAAGTAGATGCAAAGCATTATAATGACTGACACTTGTATCTAAC 

TCCAGTCTTACAGATAACTAAGGCAAAAAGCTAAATAAAC AATATGTA ACCTCTAACATT 

TGGTAAAAGGAAGTATACTGGTCTGTTAGCAGAGACAAAC I I 1 1 1 1 lAGAATTGAAGTCT 

GAAACAAACAAAAG 

Sequence 1327 

GCCGANGTACANGCCGNGGAAGAGACTCAAGTAGGAGCGCCTGCCCGAGCTGANACTAGA 

TGTGAACCTTTCACCATGAAAATGTTAAAAGATATAAAGGAAGGAGTTAAACAATATGGA 

TCCAACTCCCCTTATATAANAACATTATTACATTCCATTGCTCATGGAAATAGACTTACT 

CCTTATGACTGGGAAATTTTGGCCAAATCTTCCCTTTCATCCTCTCAGTATCTACAGTTT 

AAAACCTGGTGGATTGATGGAGTACCTGCCCG 

Sequence 1328 

ATCTCCACCGCGGNGGCGGCCGCCCGGGCAGGTACCGGAAATCTGCAGATCGCCAAGTAA 

TTCCTATAATGATGCCCTCCTCACGTTTGTCTGGAAACTGGTTGTGAACTTCCGAAGAGG 

CrrCCGGAAGGAAGACATAAATNCCCAACGAGGAGGGACATNGGANCTCCACGACNTNNC 

TCCTATTACTCGGCACCCCCTGCAAGCTCTCTTCATCTGGGCCATTCTTCAGAATAAGAA 

GGAACTCTCCAAAGTCATTTTGGGAGCAGACCAGGGGCTGCACTTCTGGCAAGCCCCTGG 

GAAGCCAGCAAGCTTCTGAAAGACTCTGGCCAAAAGTTGAAGAACCGACATCAATGCTTG 

CTGGGGGGAGGTCCCGAGGAAGCCTGGCCTAATGAGTACCCTCGGGCCGGCTCTAAGAAA 

CTANGTGGGAATCCCCCCGGGGCTGGCAGGAAATTTCGATNATTCAA AGCTTT ATCGNAT 

ACCCCGNCCGACCTTCGGAGGGGGGGGGGCCCCGGGTACCCAAGNCTTTTTGTTTCCCCT 

TTTAGTTGAAGGGGGNTAAATTGGCGCCGNCTTTGGG 

Sequence 1329 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAAGGTTTGGGATTCAGCATCACTTCCAGA 

GATGTAACAATAGGTGGCTCANCTCCAATCTATGTGAAAAACATTCTCCCCCGGGGGGCG 

GCCATTCAGGATGGCCGACTTAAGGCAGGAGACAGACTTATAGAGGTAAATGGAGTANAT 

TTAGTGGGCAAATCCCAAGAGGAAGTTGTTTCGCTGTTGAGAANCACCAAGATGGAAGGA 

ACTGTGAGCCTTCTGGTCTTTCGCCAGGAAGACGCCTTCCACCCAAGGGAACTGAAAGCA 

GAAGATGAGGATATTGTTCTTACACCTGATGGCACCAGGGAATTTCTGACATTTGAAGTC 

CCACTTAATGATTCAGGATCTGCAGGCCTTGGTGTCAAGTGTCAAAGGTAACCCGGTCAA 

AAAGAAGAACCACGCAGATTTGGGGAATCTTTGTCAAGTCCATTATTAATGGAGGGGGCA 

GCATTCTAAAGATGGAAGGCTTCG 
Sequence 1330 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGTGTTTTGATAGTTGACTAA CACT GACCTG 

TAATGGTCCTACACCCTCTCCACTTACTTACACTATCTTAGGTAAATAAGACTTTTATTC 

CTAAGTGTGAATTTTCACAGGAGGAGAAATCTGGCAGATAGATCCTCACCATCATCTGAA 

CACTCGAACTGGACTTCCTTTTCTGAATTGACCAGTCAAAGAGAAAG GAAAAGAAAA AAA 

ATATGACCCGGTTGAATTTAGAGTATCAAAGCATGGAGTATAGAATAATTTTGTTTTTAA 

AAGAGGAGCTATTAAGTTGAATGGAAGGAAAAAGTTCTGGAAAATGCGTTCCATGTAAGG 

ATAGTAATCCCG 

Sequence 1331 

TATCTGCAGAATTCGCCCTTAGCGTGGNCGCGGCCCGAGGTACTGTTTGCATTAATAAAT 

TAAAGCTCCATAGGGTCTTCTCGTCTTGCTGTGTCATGCCCGCCTCTTCACGGGCAGGTC 

AATTCACTGGTTAAAAGTAAGAGACAGCTGAACC CCCC GCGTACCACTGTAATCATTATT 

CCCAATGTTATGATTACATTGACAGATAACTCCAGTTTTGCTAACCTGAACTGAT GTTAT 

GGCCATAATATGTTGTTGATTCATGGCAAANGGTGATGTGTGAGTTATGATCCTGTTTTT 

CTCAAAATGGTGGTGGAGGCCGGGAGCTTATATGTTTATTTATGTATGAATGANGATAGC 

AAGAGATGGCATATAATCACCAGACTGATCATATTGGATTCTTTG 

Sequence 1332 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGATTTTTGCAAGCCCTCTATTTAAAATTC 

CCCAGAAATTAAATAAGGAGGCTTTGGAGGGAGGAATGCCCTANA CAAATTGTGG AGTGG 

GTTTGTTTTGTTTATGGAGATGGTCTTTAAAGTCTAAATTGTCCCCGTTTTATT^ 

CAATTGAAGAGGGGCTGAACTCAGCTGGGAGGGAGGGGA TGGTT GTCAAGCCTACAGCTT 

TTAGTTGAAACCAAGTCCATTCTGGGGCCAAGAAGCTTCCATTTTTAGCAAAGAGAGAAA 

GGGGAAAAATATACANACTCGTACCTCGGNCGNNACCACGCTAAGGGGCGAATNCCAGCA 
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CA 

Sequence 1333 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAATTCATTCTACTTTGTGTTAACTATCTT 

TTTATGTGTAGGTCTCATCACCCCAACCAGACTATAAATTCCTTTGTCATTATTTAAATC 

CATGCATGGAACTCCCATAGACATCAACCAATCACCAATAGACAAGCCTTAGAACATGTA 

TTACAGGAAAAATAGAGTAACACATACAACTAATACAGAGGAAGAACANTTGACATTAAA 

ATAGAANAANAAATTAACACTCTTTGGANTCTATAAANAAATGNAAACAGAAAGAAAGAT 

NGAAGGATAATNCGTNAACTTAGAATATTCATTTGCCTGCTTCAACATTCAATAATTAAA 

Sequence 1334 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGTTCAACAAAGTTTGTTCTTGATTAAAAAA 

AAAAAGAATGAATATCTAATGTATAAACAACTCCAACTTAGATTTCCAAAATCTTGCATT 

CATTCACATTTGTGCTTCTTTCTACACAGCTGTCATTTACATTCCTAGGCTTGTATTTCA 

CTATGTAAAATGGGAATTTAATCTTTATAAATGAGGCATTTATGTAAAAAAAAAAAAAAA 

AAGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAGCACACTGGCG 

Sequence 1335 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATAAACCAGCCAAAGAAAATAACCAGTTAG 
CACTTAAATAAGAATCTACCATGTAAAAAACACAGTATGGGACACTACAAGGTAGTATTT 
ATATATTTTTTAAATGACTGAGGTACAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1336 

CCCTTAGCGGCCGCCCGGGCAGGTACATCTATCTGACCCCAGAGTTACCCTTTTCTATCA 

TGCCCCCGTAGGATATTGCCTGGGGACACCTGACAACAGAAAGTCTAAGGTTTTCATCTA 

GGATTGGGAGTTACCCCAACACCAGCAGGATGCAGGAAAAAGTAACTGACCGGATGGTTG 

CCTCAATCTGTTGATTCTTCAGTGAGTTAGCTCAGATTTTGTCCAGGAACAGCTTTCAGA 

GCCAAAGATTACCGTATTGAACTCTACCAAGGCATCTGGTGACTAGAAAACTCCTGGAAG 

GTGGTCATAGCAGAAATTGTTGGGAAAGTTCTCAGCATAATAAAAGAGAAATTTTTATTT 

CCTTCATTGATCCACTCCTACAGGGAAAAATAAATGGCANATGAACCCATGTATGTCANA 

CTCTGNAATAAACATCAGTGAGATCACAGTGTCAGNGAAATTTCAGCCTGAATTAAA 

Sequence 1337 

CCCTTAGCGTGGTCGCGGCCGAGGTAC M 1 I I I I M I I I M M I I I I I I I I GGAAACCTT 

ATAAATAAAAAGTGGTATGCCAGTAAAGTTTCAATTTACATTTCTCTTCTGAATGAAACT 

GAGCATTTTCCATTTTCCTCCTANATTCTTAGGAAGCCTTTGTATCTGCGATATAAGTTA 

CTTTCTCCTTCTTTGTCATGTTGTTTAACTTTGCACTTTC I I I I I A AAACCTGCAGTAAA 

TTTTAAATCTmCATTCAGTGCTTCTGGTTTTCAAATCACATACAGAAAGAATCTCCCG 

AGTCANAGGGTGTGACCACAGACTGTTCTGGTGCTTCTATGGCTTCATCTTTTCACATTT 

GAATCTCTGACGTAGTTGGAATTTATTCTGGNCTATAAGGANCCGACTTTATTTTAAGAA 

CAAAATTTTTTTNAACAAATGGTAAACTTAACTCCTAAAGGCAGATTNT 

Sequence 1338 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTGGTAAAAGATTTTAAGAAGGCATGGGAAT 

ATGAATTTCTCACCTAAGTTTAGAGGGTTAAAGGATTGTGTTAAGTGAGGAAGGAAAAAA 

TCTAAAGGTTTAAACAAGTTGTGAAAGGTTTATAAAAAATTAATGTGTGCAAACATATCN 

GGCTAAAGTTAAAGAGGTATTATTCTG Mill CCATAAATTGAACATTGGAATAAAAGTG 

CAACAGAGTTTTCCTAAATCATTGNTCTGCTCTTTAACAAAAAAAANATTGTAAANGGTT 

ATAAAAGGNTTATAANAATCTTACC 

Sequence 1339 

CCCTTTCGAGCGGCCGCCGGGGCAGGTACTAAAAATTTCCACTATCAGAAGATCCTGATT 

AAAATAAA6AAATACATAAAACTCAAACAGTAAGTCAATGTGATTATTTGTTTCATTTCA 

GAAGATCTATGGGTCCCACTGGCCGCCACACGTAGTCTCCTGGGTTCTCAACGAAGTGTG 

ACCAGCTCTTCTGAAGAGGTAGGGTGAATGGCGACTGTGTTGTCA 

Sequence 1340 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTAACTATTTGTTTCTTCTACGATAATTGGT 
TTGTTGTGACTTTATCTACCTAGAGTAAATTTTGGCAATTTGCA Mill CTCAAAATAGT 
TTTTGAATTTATTGTGTAAAATTGCTCAAAATAGTCAATTTAAACAAATTTCCTC 
CTATTTCCCCCTTGTCATTTAAA I M 11 GTATTTGTGCTTCCTCCCGCGTACCTGCCCGG 
GCGGCCGCTCGAAAGGG 
Sequence 1341 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACT TTGA CTATTTTTTAGCAACAAATTACTTTT 

GACACACAGCACAATrGATTTAACACTTCCAATTTTGGAACTATTGGATAAATAATGATG 

GGATTTAAATAAAGCAATCCGATTCTACTATTACAGCATAGGGTCTCTTGTAGTCCTCTT 

AGTAAAAACTATTGTGACACTTCCTTCTTTCT CCAAATA TTCGGCCTGGAAAGACCTAAA 

TACAATGCAGGGATTGAATCAAATTCACACA N I I I I I I CCTACGGAAACAACAACCTTT 

CTTGCTTATATTTAACAAAAACTAGTATAGATT 

Soi^uGncG 1 342 

GGTCCGTGGTGCGGGATCGAGATTGCGGGCTATGGCCGCCGAAGGTTTTTCGTCAGTACT 

GGGATATCCCCGATGGCACCGATTGCCACCGCAAAGCCTACAGCACCACCAGTATTGCCA 

GCGTCGCTGGCCTGACCGNCGCTGCCTACAGAGTCACACTCAATCCTCCGGGCACCTTCC 

TTGAAGGAGTGGCTAAGGTTGGACAATACACGTTCACTGCAGCTGCTGTCNGNGCCCGTG 

TTTGGCCTCACCACCTGCATCAGCGCCCATGTCCCGCGAGAAGGCCGACGCCCCCTGAAC 

TACTTCCTNGGTGGCTGCTCCNGANGCCTGACTCTTGGAACACGCACGCACAAACTACCN 

GGATTGGCGCCCGACGNCTGCGTTGTACTTTGGCATATCGGGNCTT CCTG GTCAAGAATG 

GNCNCGGNTTGGAGGGGCTGGNNAGGGTGTrrGNAAAAACCCAATGTTTNAGCCCTTGTG 

CCTTGCCGGGGACCTTTCAGCCCTGCAATAATGCGTCCCAGAAATAAAATNNTGTGGTCT 

TGGTGTNNGAAAAAAAAAAAAAAAAA 

Sequence 1343 

CGCCCCGCGTCGGAATGCAGTGAAAGTGACACTGCCTGACCTTCAAGACTAGATCATCAA 

AGGTGCTACAGCTTCTGCTTTGGCTTACCCTCTCTGTCGTGGGACACTCACCCTTGGACC 

CAATCTCCACACTGTGAGAACTTCTATGCTACCTGGAGAGGCCTTCTATAGATATTTCAG 

TCAACAGGCCTAGTTAAAGTTTCAGCCAGCGTCAACCAGCCAACATGTGGGTGAGTGAAC 

CCTCAAATGATTGCAGCTCCCAGCCTTTGAGTCTTCAGTTGCGGTCCCAGTCATTGAAAC 

AGAGTCAAGCTGCCCCCGCTGTGATTTATCTGAATTTCTGACCCACTGGGAGCATAATAA 

ATGATTGT7TTATGTTNAA 

SeqiiGfice 1344 

GGGAGTCGACCCACGCGTCCGTCCAGAATTTCTAGAGTGGGTGGGCATGATTCCAGTCAA 

TGGGGGACCGCCCGTGTCTAAGCATGTGCAAAGGAGAGGAGGGAGATGAGGTCATTGTTT 

GTCATTGAGTCTTCTCTCANAATCAGCGAGCCCAGCTGTAGGGTGGGGGGCAGGCTCCCC 

CATGGCAGGGTCCTTGGGGTACCCCTTTTCCTCTCAGCCCCTCCCTGTGTGCGGCCTCTC 

CACCTCTNACCCACTCTCTCCTAATCCCCTACTTAAGTAGGGCTTGCCCCACTTCAGAGG 

TTTTGGGGTTCAGGGTGCCTGNTGTTTCCCTTTNCTGTNCCCAGGTCATTCCAAACCCTT 

CTGTTATTTATTANGGCTGGNGGGAAGGG I M I I I CTTC I I I I I I CTTTGGAACCCTGCC 

CCTGTTCTTTACACTTGCCCCCATTCCTTAAANCTCATACAAGAATTTNCATCNATNGGG 

GGGCAATGGGNTTGGAAGCAAAAAGGGGCTTCCNTTAACCCCGGGCAAG GCAAA ANGCAA 

TTNGGTAAAANGGANGCACCTNCCCCCCTTTTCTTNGNCCCCTTNCTTAANTTTTNAATA 

AAANAACCNGGGTTTTNTANTTTTTTAAAAAAAAACCTGTTTTNTTANCANA>^^ 

AAAA 

Sequence 1345 

TAGCANTTCAGCCCTGACCTGGGTCCGCAGCCTCCAGGGCAGGGGCTGGAGTGGGTNTCT 

CAAATTAGTGCTAATGGTGGTCANAACTGACTACNCAGACTCCGGCCCATC 

Sequence 1346 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGATTGGGTGTGTGTATTAAGAGAAAGACAGG 

AGTCAAAGATAGTTCCAAAACTTTTGAACAGAACACTGGATGAATACTGTTTACTG AGAT 

GGGGAACACTTAGAGAAAAATGCATTTGGAAAGCAGAAATACGATCAAGACTTCCATTTT 

TGATACATTAAGCTTGGTATGTTTAATTCATAGCTATATAGAGGTATTAAATTGGCAGGA 

CAAAATCATAGCTAGAGATAAAAATTTAGAGTTCACCAGTGTAAAGATGATATTTGATGG 

CACAGGATGGACTTTCTTCTGGGATTTGAGTATACATAGAGGAAAGATGTGAGGATTGAG 

CACCAGGGGACTTCAACATTGACAGGCTCAACAGAGGAGAATTCCCAAGAGGATGAGGTT 

CCACCTTTAGGACCCGCCAAAGAAGACTTCCCAGACAAAGTACCTGGCCGGGCGGCCGCT 

AAAGGGCG 

Sequence 1347 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTAACTATTTGTT TCTTCT ACGATAATTGGT 
TTGTTGTGACTTTATCTACCTAGAGTAAATTTTGGCAATrrGCATTTTTCTCAA A^ 
TTTTGAATTTATTGTGTAAAATTGCTCAAAATAGTCAATTTAAACAAATTTCCTG^^ 
CTATTTCCCCCTTGTCATTTAAA Mill GTATTTGTGCTTCCTCCCGCGTACCTGCCCGG 
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GCGGCCGCTCGAAAGGG 

Sequence 1348 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATTACTCTGTAATATTGCTTT CTATT AAAAG 
GGTGTGGI i I i I I I M I I GTTGI I I 1 1 M I I I i I i I A GCTAGTCCAGTGGTC I I I I IGAT 
GTTGGTTCAGCTTAGTGGTTCTCAACCCTGGAACAACCCGTANACCCACCTGGGGAGCTC 
TTAAAATTATCAAGTGCCTACCCCACCTTCCAAGATTCTGATTTAAATCCTGTAGTGTTT 
TTAAGGCACCCCAGGTGATTGTAATGTACCTGCCCGGGCGGCCGCTAAAGGG 

Sequence 1349 

CCCTTAGCGGCCGCCCGGGCAGGTAC Ml M M 1 M If I Ml I I I I I IGGGI M i Ml I I 
I II M II I M I I I M M I M I M M M M I I I I M M M I I I II M I I II I I I I 11 I I II 
NAAAAAAANGGNTAAAANNAANTTTTTNTTTNCCCCCNAANGGGAANGGGGNTNAANTNN 
NAAANNTTTANNTrTTGGNAAAAAAAAAAAAATNNNANTTTNAAAAANCC CNGGGGGNG N 

I I I M M I lAAAAAAAANNNNTAAANANNI Mill I NGGGGGGGTTAAAAN I I I I II I II 
NNGGGNCAAAAAAAANNNNCCCCNTTTTNNCCNTTTTNAAAAA ANGGAAG GGGGGNNNNN 
NTTTTANNTNNCNNTTTNAAAAAAAANTNNTNANGGNNTNN NNAT Mill lAA ANNNAAN 
NNNNNNNGGAAANNTTTTAAAAAAGGGAAAAAAAAAAANGG I I II M I I II INNNGNGGC 
CAACCCNNGGTGGNGGAAAAGNNACNCCNCCNAGTnTNCCCCTGGGNGGAAAAAGNTTT 

TTTAAAAAAA 

Sequence 1350 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGTCTTCTAATTTCAAAAATATAACTTAAAA 

ATGTAAATATrCTATATGAATTTAAATATAATTCTGTAAATGTGTGTAGGTCTCACTGTA 

ACAACTATTTGTTACTATAATAAAACTATAATATTGATGTCAGGAATCAGGAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAANGTACCTGCCCGGGCGGCCAAGGG 

Sequence 1351 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTATTATGTATCCATAAAAATTAAAAAAT 
CTTTAAAAATGCATATGGGGGTCAGTAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGC ' 
GGGGAGCACAGCTTGCTTTAAACATGAGATCCAGCTCAGTGATCATGC GGGG GAAAAGGC 
CCGGCATTGGTGGAACTCCTAATATTTAAAAAGATGATGGAAACTTGAAATTTTATATTT 
AATCTTCTCATTTTTAAGTGTTGGCAATGTATTGAAGACTTTGAAGCCTCTCTGCTGGTC 
AAACAAGATGTATCTGTAGGCTGGATTTAGTCCACAGCTGGCCAGTTTGAAAACTGAATC 
CTGCTAGCCTTAATTTAA A I Mil l i A AATTTAATTTGCTTTGATTCCTGCCTCCTGCTC 
AAAAAAATCTTCAATGGCTCCCCCTGTCTGCAAGGNAAAAGTCC 

Sequence 1352 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I M I I I M I I I M M II I I M I II I I I I lACA 

GNTATACTCGNGGAAAGTTATTCAAATTTCAAATTTATTTACAGNGTTTGAAAAGCACAC 

AACAGAAGATCTTCATTTATGCAACAAGTCAATCATTTGCAGTATGTATGGAAAATAAAA 

ATCTAAGGTAAGTCAAACATACAAACTGTACCTNTTGCTTTCTCCATTANAATATACACA 

TTGGAAATCTAAGTTCCAAACAGTTCCTNTNTACTGAANATAGTGAAATTTAGTGCAAGC 

CCCCTAATTACCAA I II I M GG 

Sequence 1353 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGGTTTGATCTGGAAAGGCAGGACAACCC 

AAAGCGGGCTGGGGACAGTTCCAAGTTATAGGAGGTTTTCCAATTGGCAGTTCGTTGAAA 

GAGTTTATCTTAAGACCTGGAATCAATACAAGGGAGTGTGTCTGGGTTAAAATAAAGGGG 

TTGTGGAGATCAAGGTTCTTATTAGGCAGATGAAGCCTCCAGGTAGCAGGCTT CAGA GAG 

AATAGATTGTAAATGTTTCTTATCAGACTTAAAAAGGTCCCAGACTCCTAGTTAATTTTC 

TAGTGGATCAGGAAAAAGACCTGGACAGGGAAGAGG 

Sequence 1 354 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M I I M M M M II II I NGI M M M M ITTT 

II I I I M I I I I M M II M I I I I I II I I 11 II I M M M M III M M M II II M I M I 

II II 11 NTNTNTN TTTTTTTTN ANTTN N AAAAAAAAAAAAAAAN N NAN I I II II I IAN N N 
N AN AN AAAN AN N N N ATN AAAN N ANTTTTTTNAN AAAAAATTCTTTANNAAAGGGGGGAAA 
AAAAAAAAN NTNN AAAAAAAANTTTTTT 
Sequence 1355 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAACCTGCCTGAGTATGACCTCTCCACCTTAT 
AGrrTATGAATGTCTTGTTTGTGAAAGTGACTATAACCCAAAC M M II I I M I AAAGAG 
GATTTGGAAGTTGTATGGA I I M M GTTATCTTCACTTTACTGCATAGGAAACAATCTAC 
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CTCATCATTTAAAATGACATGGGTGTCGGTTTTGTAGATCTTTGG I HIM IGTCAGGTT 
TAATTTCAGTTAACAAAATGTAAAACATGACATTCCCTGCAGATATTGTTGTATACCAGT 
ATGGTTTCTTCTCTTTCTTTAAATG I I I 1 1 GGCC ATCAAGTA 

Sequence 1356 

CCCTTTCGAGCGGCCGCCCGGGCAGG CAC1 11 H H I M I IN I I M rTnTT GNGTTTT 
I M M I M I I II N 1 1 1 11 I I M I M I I M r II I I I i U I IN II I li III III M UNA 
AAAAAAAAAAAAATTTTirNNAAAAAAAATTTTTNTT 

AAAANCCANGGGN I F M 1 1 If N AAAANNTTTTTNCCNGTTANGTTNTTNAAAANNANTTG 
GGGGGGGGGNCTTTTTTNTAAAAAANGGGNNNNNCCGNCCCGNAAAAAAAAAAN 

Sequence 1357 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACACTTTAAAAAGTGAATTTTAAGCTATG 

GAATATCTCAATAAAAACATTTT7TAAATAAAAACAATTCCCAAAGGCCTGGAAATTCAG 

GAACATAATTCAAAATAATTTATGGATCAAAAAATAAATCATATAAAGATCTGAGAACTA 

CAATGTAAAAATATAGAAAAAAGTCATAACAATATTAGAAAAAAATTTGAGCTGGATAAC 

AAAAATAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1358 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTACATGGAAATAAGTGTTAAGAAAAGGATTGC 

TTATTGGTAGCATATAGATTTAGAGTCAGGAATGATGGTGATTTCAAACAACCACAGAAC 

GTCCACATGGGTGGCTGGCCAGGATAGTGACACCTTTGCTTTCTAATGGCTTAGTGTACC 

TGCCCGGGCGGCCGCTCGAAGGG 

Sequence 1359 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGAAAAAGCTAAGGAACGGTATGTATATTAA 
TCCCTTTATTAAAAATGTAAAAAGCCAAAAGCAAGATAGACGCAGATATGTGCCAAAATA 
TGTA M I II I I I I CCTGGAACAAATCACAAGAAATGTAATAACAGTTACAGTG AGAGGAG 
CCTTTGACATCTCTTTCTAAACTATTTGATATCATTTGTATACTAACGATGTACCTGCCC 
GGGCGGCCGCTCGAAGGG 

Sequence 1360 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATAGGCCTTCTTGTTATTATTTCAAAGA 

AAGAGACTTGACGTTTTATGAGTGGGGTGGATTGTAGGTTGAGCAG AACTA ATGGGAGAG 

GTGCTGGCTAGAGAAAGTTAAAAATTTCTGTTAGCrrTGCATTGAGCTTTTTAATATCAT 

TTGTTCATTTCACCAGTTCAGAGGATTGGGGGTGATGGGCACAACAGAAATGATGGAATA 

TAGGCCAAATGTTACAAAATAGATAAAATTACCTGACCAGTGAAGTGTGTTCCTCAGTCG 

CCATGGANCCTCAGATTTGAACTCCCAAAAAAAAAAAAAAAAAAAAGNN 

Sequence 1361 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATAGCTTCAGTGTGGTTTAGTAAACTTAGCCT 

AGGAGGCCAAGATGTCTCCCTAAAACTTAGTCTCTGTCCTATTTACTTTGTTTATAAGAC 

TGTGACCTAACTTCCCATGGCCAATTCAATCGACTAGGTTATCTTTACTCCAATGGACCC 

AGGCCTTTTCCCAGTCAATCCATGTCCAACCCTTCATCTCCAGCGTGATCACTCAACTCT 

TCAACATGCCTGCTTGCTGCAGGNTTAAAACCACACCCACCATCCTGTGCTTNCCCCTTA 

ATCGCCCATTGATGCCCCGCANGGTAAAATAAAAACTA 

Sequence 1362 

CGANGTACATGAAAATGGCTGTTTTTCCCCACATTANTCAGCTCTGGATTTTGCATGTGT 
GGGGCI I 1 M I N 11 U I I GATAGTTATTTG I MM I ATTTTAAAAATTTATTTNGCCAA 
CCCAGTANAGAACAGCTGAGCATNTTCTCATGTATTTATTGGCCATTTGCATTTCTGCTG 
CTTATTGGCCATGTATTTATNGGCCATTTGCCGTCTGCTGTGAAATGTCTTAAATTNTTT 
GCCCATTTTTCTAGTGATAAAACACTGAAGCACATTTTTAAAAGA 

Sequence 1 363 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTC 
ATAAGATATAGATTNAAAAAGCATTGTAAATTGTATACTAGCAAAAGTCGTCTANATGGC 
ATTGNACAGGACATAATGTAAAACAT 
Sequence 1364 

CCCTTAGCGTGGTCNCGGCCGANGTACTTAAACTrrnrCAGCCTACTACTGCACACCTAG 

GCTATGTGGTATAGCTACCTTGTATATGTGGNCTGTCACTGACTAAAACTTNGTTACACA 

GNGTATGACCCTACTATTCANCCTTGAGAAGATGGAAATGCTGNCATTTGCAACAATATG 

GATGAACCTGGAGGACATTAAATTAANTGAAATANGCCAGGCACAGAACGACAAGTAACA 

CATAATC 
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Sequence 1365 

CCCTTAGCGTGGTCGCGGCCGAGGNAC r I I N M II I M I 11 I I I I NTTTNACTTNATTN 

TACTTTAAGTTCCAGGATACATGTGCAGAGTATGCAGG TTTGT TACAGGTATACATGTGC 

CATGGTGGTTTGCTGCACCCATCAACCCATCACCTA GGTTT TAAGCCCCACATGCATTAG 

GTATTTGTTCTAATGCTCTCCCTCCCCTTAACAGCAGTTTTTCTATAGGNCAAAACAAAT 

TTGGGAACCAGAATNGNCTACTGTCTTTATATAAATGATCATTACGATTTGGGANGAGGG 

I I I m I 

Sequence 1366 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACAACGTTTCTACTCTATTGTGTAAGCTTT 

AAATACAAAAATACCACAACCACTCCCGGACTCC TCCA T TATTT CAGTAA TACTG GCTGC 

CCTAGTTTTTCAGGATACATCATGCAAATAAGTTCTTTTATTTT^ 

CTAAAGTATCTTTAATITTTCTTTTTGGTTATACAGCTTAT^ 

AATCTTCATTTGTTTCTAAAGTATATAATTTTACAAAAGT^ 

AAAATTTGCAAGGTCTAAAAAAATAAAAAAATTTTAAAAAGTAAAAAAAA 

Sequence 1367 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATATATTATGAAGCATGACCACTTTATTTT 

GAAACTTAGCAATTGTATTGCTGGGGTTTATTGTATCTGTAGCATGTCACTGATTATTTC 

AGTTAGTTTTATAATGATTTTTAAAAAACATATCTATTTGGAATAAGATACAGCAAC^ 

CATTGCTATTGACTTGTTCAACCCCTTAGTTACACTGTATGATCAACATATAACAAGATA 

CAGTGGGAATGGCCCATACAGTATATTACTGTTGTGTGATGATTGGCTTTGGAAGCAGTT 

TGATTTTGAAATGCTTTGATATTCTAA7TGACATGGAACAA 

Sequence 1368 

CCCTTAGCGGCCGCCCGGGCAGGTACATATGATGGGGCCAATGCACAATACTTTTATCAC 

AATCAACTTTTTCTTTGTATCCCTATTTCAATGAGCAGTCAGTCTCAAGAGGTTACTGCA 

TTTCAGTTCTAACTAGACATTTGTACTTGTGAT CACA CTACGGGAAT CTCTGTG GTATAT 

ACCTGGGGCCATTCTAGGCTCTTTCAAGTGACTrrTGGAAATCAACCTTTTTTATTT 

GGGGAGGATGGGAAAAAGAGCTGAGAGTTTATGCTGAAATGGATTTATAGAATATTTGGA 

AATCTATTTTAGNGTTNGTTCGNNTTTTAACGGTCATTCCT 

Sequence 1369 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTTTCTCTGCCTCACGTTTCAAGCTTAATGC 

ATCATCTTAATTCATCTTTCGACATCTATTTCTACTACATGCTGCTCTCTTTCTCTATCT 

TACATCTCCCAGAATGTTTTATTTCAACAAATTGCTAATCTGTGCCAGGCATTGTTATTA 

GCAAAATGATAAGCCCTGCATGTAGCAAAGTTCCTGCCTTCACTTGCATATGCATTAACA 

AGCTCTGATTAGTCCCACTTAAAAACCATTTGTTCCCCCGTCATGCAGAACTCCATTGCC 

AAGCCACACAACACCCCAGCCAGTAGGGTAGCAGCTNCCTGGAGCAAGGGA 

Sequence 1370 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I M M M I I I M I I I M I AM i I I 1 I I I 11 U 
I I i M M I f U I I I M M I m I I I 1 I M I I m m N II ill I I I U II M i IT TTTTT 
TTTTNNCNNCCGGNNNAAAAAAAAGGNCNAAAAA AAANGGN I N M I I IGCATAATNAAA 
AANNNAAAAGGGGNTTTNAANGGANTTGGNN II I I I I I I I I I NGNCCNNGGNAACTTTNA 
AATTTTTTTAAAANCCNGNAAAAAANTTT 
Sequence 1371 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGT CGTTTCC TTCCTACCTCGTCCTCACCCC 

ACCCCGAGTGAAACTTTTCGAGTGTGAACCTTAC II I I I I CCCGTTCTCCTCAAGGCAGT 

TTGAACGACACAGGTTTGGAAGGAATAGTTAACTCTCCAGTATTATTGGAACATCTGGAC 

ACCACCAACAAAAAATCTTAGAAAAGGGTCATTTAAGGCCTATAAAAAGTGCCACCTTTC 

CCAGAATTAATTCAGAGAGAAAAATCTTATCTGCCTCCTGGCAGCTACAGCGCANAAAGT 

ACCTCGGCCGCGACCACGCTAANGGGCGAATTNCCAGCACACTGGCGGCC 

Sequence 1372 

CCCTTAGCGTGGTCGCGGCCGAGGTACT M I II I M 1 M i I I 1 I I II IGGI 11 M I II I I' 
I I 1 I 1 I I I I I 1 I M I M I I I I I INTNI I I I I I I I 1 I 1 1 I I I 1 I I I AAAAAANCCGGNTNC 
GCGGGNANANAAGGTNCANNATTNTTTNAAANNTNANTTTTTANCAAAAAAAACAAAANT 
TTANCCCAACANNTTATTTTTAACAGCAANANGTAAAAAANCCCAANCNACNTTCCANNT 
AANAAAAI 1 II I I I 
Sequence 1373 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTATTCTCAATGGATAATTCTATAAAATATT 
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TAAAGAAGAATCAACACCAGTTCTCCACACTCTCCTCTAGAAGAAGAGGAGGATGGAATA 

CCTTCCCCCTTAATTTATGAGGCCAATATTACCCTGATGCCAAATCCAGACAAAGATATT 

GTCCCCCAAAATAAAACTAACGATCATAGATAAATACCCTCTTATAAATTTAGATGCAAA 

ATCTTAAGCAAAATATATTAGCAAAATGGAATTCAACAATGGAATA AACC TATTATACCA 

CCAAGTGGGAATTTATTTCTAGCTATTGCAAGACTAGCTTGGACCTTTTGAAAATTGATT 

Sequence 1374 

ATATCTGCAGAATTCGCCCTTTGCGGCCCGCCCGGGCAGGTACTGGGAATACAGGCATGA 

GCCACCGCACCCGGCCAGAAATTATAAATCTAACCAGGATTCCAACCTACAATACAATGA 

AATATCATTTCTCTCTTATAGGTTTTTGGTTTTAACCAATCTATTTTAAAAGGGGC;^ 

CAAGGATTATGGTTTATATGGNGGGATTrCTGTTTGAATATGATCAAATGTTCACTGGAG 

AACAAGCAATAATTTGCAAAAGGCATATNTATGCCTTACATTAAATGTGGATCCTCTTCT 

AAAACTAGAATAAGCATCAGTTCAGTCACCCAACGGTGGGAAG 

Sequence 1375 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGATATGATTGGCCGGCGAATCGTGG 

TTCTCTTTTCCTCCTTGGCTGTCTGAAGATAGATOGCCATCATGAACGACACCGTAACTA 

TCCGCACTAGAAAGTTCATGACCAACCGACTACTTTCA 

Sequence 1376 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCTTTTTTTCTTTTTC I i M N I I I I I I I 

il ium IG AGACAGGGTNTCACTCTGTCACCCAGGCTGGAGACAGAGCAAGATCCCGT 

CAATTAAAACAACAAATAAATAAACAAAAATGCCCAACAAGGAAGAGAACGGGAAGTCAT 

AGGCAATCTCATTCATGAACATAGATTAAAAACACCTGAAGTATATACATACCCACACCC 

CCGACATGAATACATATGAGATGTGTAAATGTGAATACTTACATGTATGTATATGAAAGC 

AAACCAAATCAAACAATGTAAAATAAAAATAACACATNATGACTGACTGGCATTTGTCCC 

AAGAATGCAAAGCTACTTGAGAAAATCTATTAATTCATCAATTTAATACTTTAAAAGAG 

Sequence 1377 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATAAAAACAT TCCA GTGTCAACAGCACTTT 

AAATTTTCACAGTAATATATGAAAGAACAGACTTTACACTTCTTTTG CACA GAATTATCT 

TTGCTATGTTTTAAAATACTTAAGAAATAGAAACAAATTTAAGAGAGTTTTCAC^ 

AATTTATTACATAAGCTATACACACAAAATGAAATCCTAGTTATAAAAGATGCATCTAGA 

AGAATAATTTATAATAAACCAACAAAAATGAGAATGTGTATCTCCAGGAATATAAATATA 

TTTAAATGTTCTCAGTGACTGGCATTGCTTTATGCATTACATAAGATAGTATGTACCTGC 

CCGGGCGGCCGCTCGAAAGGG 

Sequence 1378 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAGGGGCTTGACTTTTTCAACTTCGTTTCCTT 

TGTTGGAGTCAAAAAGAACCACTTGTGGTTCTAAAAGGTGTGAAGGT GATTTA AGGGCCC 

AGGTCAGCCACTGTTTGTTTACAAAATCAGGTAACTAACTGCATACACTTTTTCTCTTTC 

CATGACATCAAGACTTTGCTAAAGACATGAAGCCACGGGTGCCAGAAGCTACTGCGATGC 

CCCGGGAGTTAGCCCCCTGGTAATAGCTGTAAACTTCCAATTTCTAGCCATACGCTCAGC 

TCATCCATGCCTCANAAGTGCATCTGGAGAGAACAGGTTTCTAAGCATAAAAGATGAAAG 

AGCAGTTGGACTTTTTAAAAATTCAGCAAAGTGGTTCCCTCTCTTAGGGACAGTCAAAAC 

CAAGTCACTTAGGTAGTACCTGCCCGGGCGGCCGCTAAGGGCGAAT 

Sequence 1 379 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTGAATGGAATGCCTTGCAATATGAA 

TGTTAATATAATGTGTAAAGGGAGATTAAAAAGTTTGAATGATTATCCTAAAAAAAAAAA 

AAAAAAAAAANGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1 380 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGTAATTTTGGAAACCTCTTTGATGTCTGG 

CTTATAGAAGACACCTGGGTTCTTATATCTGCTTCTGAATCGATCTAT TGTAA TGNNGTT 

ATTTTGGCTGAAGTATGTTGAAGAAAATACTACCTTACAAAGATATGTATTTTCA 

Sequence 1381 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGCCATTGAATAAGCCTCTTCCTTTTTTTT 

GCTCAAACATTCCACATCCTTGTGGATTCCCCTGCATTGTTTGTTTTATATAACATTTGA 

TATTTGTTGTANCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTCTCTCCA 

GTATGACCCAGGTTTCTTGACTCTGAGTAATGCACCTTCTATAACTATCTAAATTTCTAT 

TGAAGGTTTTTGGATTATGAGTATGCTGACTTTTCACGATTGGCTGGTGCATGTTTAGAC 
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TTAAATGTCATATCCTTCATGTCTCAAAGCCAAAATAGTAACATCTCATCTCAGAACANG 

AGCTGTGACCACATGCCAATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAA 

GTCTCCTTAAATGTTTCACAAAATGTCAACAAAGCTTGNTTTGNTATTGGATATTTCCGA 

GATTGGGCACATTTAAGACAGTAAACGGGGAAAGGTGGNGAAAATCTATAAGAAAGATGC 

TGTATCTTGAGAATTGGAAAAATGANGAATCNTGACATGGTTTGAAAAATCAT 

Sequence 1382 

CCCTTTCGAGCGGCCCGNCCGGGCAGGTACCAAAATTCATTCAAGAAGAAATAGATACCA 

GCCTGAGCAACATGGCAAAATCCCATCTCTACAAAACATCAAAAAAAAAAAAATTAGTCC 

GGGCATGGTGGTGCACACCTGTAATCCCAGCTTGTCAGGAGGCTGAAGTGGGAGGATCAC 

CTTGAGCCCAGGGANGGTCANGGATGCAGTGAGCCATGGGTCTCACCACTGCACTCTAGC 

CTGGGGTGACAGAATGAGACCCCGTTCTCAAAAAAAAAGAAGAAGTNGATAATCTTGAAT 

AGCCCTATATCTATAGAAACTTAANAGTGCTGGGGAGATATAGGTATTATTATCCCTCAA 

TTTTACNAGATGGTGAAAATTGAGGGTTCANAAGAAGTAAAAGTC TATTGCTC AAGGTCA 

TGGTGGCTAAGAATATTGGCANANNCATGAATTCAAAATCCAGGG M I M ! I GATTCTTT 

ATTCCAAGGGGTCCTTTNNTAGCAATACCCTTGGTTGNCCTNTTAAAGAATTGCANTTCC 

NTTTTTTACTAANAAAATTGGTTCCCTTGGCCCAAATCNTAAATGTTCNAACNTTCAACC 

CCAN M I I M I I I i A AAGCACCTATGNNTTGGGNGTTTTATCANGCATTA ATNTTGNAT T 

GGCTTTTGGAAAANACCGNGTNTCNTNTNGGGGAAAGGGAAAAAAAAAN M I I I I I I CCA 

ACTTGGCCCTTCGGNCCAANTTGGGAAAAA 

Sequence 1383 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTGTGTTGTTGGTATCCAAAATTAGGACTCT 

GAGATTCTTGTGTATTCAGAGAATTTTTAGTAGGAAACAAGGACAAATTTGCATATGAAA 

TGAAAATAGTTATTACATGACAAAATATGTAGATCTGATTTCTAGAAACTGAATTAGTCC 

AAAACAAGTAAGAGTGGGAAAAGCAGTAAAAAGTTCTTCTT GAATA TTGCTGTTGTCATC 

CAAAGTATTCTTATTTCTTTTAGGTGAAAAATTTCCATTACTCTTTTGNGATATTC^^ 

AAGAAAGTTTAGGATTTTACAGGNGTTCTGAAATACTGAATCTTAATTCANGTATTTCAA 

TAGAGTATTATTGATTTGCTTCCTTATCAGTAGATTXTTAAANTATTTATTTCTA 

TAGATCTTCCTAAAAATATAATCCAAAGTANNTTAAAAA GCCCG ATTNTAANCCAA AGTA 

TAAAAGATCTCTTTTTTGGGAGCCTGCTrfTNTTTAACAGTTTrrCCCAANNTTG 

GTTTTTGGAAAACANGAAAATAThrrGGTNCI^AAAAGCCAANCTTTTANTTCT^ 

GGGTTTTCTCGCCTCANAANAAACCNNTNAAAAATTTANGTTTAAATTGGGNANGGGAAC 

CCCGNGNAAAAAAAAAAAAAAAAAA 

Sequence 1384 

CCCTTGAGCGGCCGCCCGGGCAGGTACCTCACTCATCTCATCCTTGGCTCAGCCCTGCTG 

GTTAGTATTTAGTATTTATTTTAGTAAGATATTTGTGTCTGTATGATGGTCAGAGTTGAA 

CTGATCTGGCTTGTCATTTTTCAGTAATAAAAAAAGTTACTGAATTTAATTGTTGAATAT 

GATGCATATCTCATTCATTACGATTTATCAGAAACCAAAGATTTAA ATTGC CTAGATTTG 

TGGTTCTTTCTCTTCCTAAGTTCCCAGCGACTGCTTTCAAATACTATTTTCTAAATTrCA 

CCAAAGGAGCAACCGAGGATAAAACAACACTCCATAAAGGCCTCTTGGGATGTCAGAAAT 

CTAAAATCTAAAAGAAAACAGACACAGAGCAAGACAATAACATCACAAGCTAAAAGCCAG 

AGAAATTTAAAATTACCAACATCCTTGTTGGAGTAAGACAGTAAATATCAGCCTTGCAGC 

AAGACAGCTCTGAGCAGCTGTGGGCAAAGAGGTAAACCAGTGGGGGTGC AAGG AGACTGT 

CTGCAGCTTGGGGCAGAAATGGTGGGAANCAACTTGNGAAAAGCTTCATGTTTTACAAAC 

CAAAAAGGTCAGGTAGCACCAACNTATTGNATGGTCAAATCAATAAAAGGTTACTTTCAA 

AAAAAAAAAAAAAAA 

Sequence 1385 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTA I M I M I I I i I I I I I I I I I M I I Ml IT 
I I ! n I I I I M M U I M I I H N I I I I I I I lA AA A l » I I HI I II 1 III I I I I I I M NT 
TTNNAAAAAANTTNTNNNNNNTTTTGGGGGNNNGNAAAAAANNTAAAAAANTnTNNGGG 
GNNTTTTAAAANNTNAAAAAAAAI 111111111 f NTNGG NCCCCCCCCAAN CATNNTAAA 
ATTTNGGNGATNNAAAANANAAAANTNNNAAAAAAAAAI M II M M I M ICNTGNNNN N 
TNAAAAAAAAANG I N I I M li NCCNNAGGAGAnTTAAAAAAGACTN I I I 1 II 1 I I UN 
NCAGTTTTTATTTAAAAAAAAAAA 
Sequence 1386 

CCCTTGAGCGGCCGCCCGGGCAGGTACGAAAGCAGTCATAGACAGTATGTAAACAAATGA 
GTGCAGNTGTGTrCCAATAAACCTTTATTTACAAAAACCGGCAATGAGATGGATTTGGCC 
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TATGGGCCATCATTTGCAAACTCCTGATTTANAACAACCCTGCCATGAGTTCTTCCACAG 
GCTTGAAAACAGGAAGCAAAATACAAAAAGTACCTCGGCCGNGACCACGCTAAGGG 
Sequence 1387 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I III I I I I M I IN I III M I II M I i I I ICCT 

M I I M I I I I I I I I il l M I M I I I I U i I I 1 ! I M n I I r IT f A TTTNAN 1 1 111 11 1 1 

I I M II I I M I I I I NGTAANTNN I I I M I I I N NA TNTNTNGGGN CNNNNNAAA ANTTTT 
TTNGNGAAAAAAAAAAAAAGNGNTTNNNCNNNN I M I I N I I I NAANANNNCCTTTTTTN 
TATNTAAAAAANNNTATNNGNGNTTANGTNANAAAAATAAAAANTTTCCCNCCCCANAAA 
AAAAANCNCCAAAAAAAAA I I I I N I I I I I I I AAAAAAAAAGGGCNNNAAAAAAN TTTNN 
CNCTTTTATrTNAAAAAAAANTTTGGN I I I I I I I I AAAAAAAAN AAAAAANNTT NNTTTT 
TNNAAAAAAAAArrrNCNCCCCCCNNANANAATAATTTNANC I I I I I I I I I I I I NGGGNAA 
AAAAATNTTTANAAAAAAATTTTTNTTAGAAAAGAANAANATATATGANAATTCTCTC^ 
AAAAAAANGANNTTTTTAAAANANTTTrW\ANAAAATAATACTNNCTCTCCTTGGG 
GGGGNGGGAANNAAATrNTTTTTTAAAAACATANATNTTCTATAAAAAAAACCCC 
Sequence 1388 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTN I I II I I M 1 1 I I I I I I M GGTAGTAAAAA 

TATCCCAATCTGTTAAATGTATAGGTGAAAAATACTAGTTTCGAAATGATTCCTTAAAAA 

GCAACAATAAAAATACTCTTNTTCACTTGAAAGAAAAAACCCAAAAGGCAGTGTTCATAC 

AAAGTCATGAAGAGAATTTAAATTAAGGTTTTGGTTCCACTTrGTCTCAACTTTAACT^ 

TAACAGTTNTTTATAGGCTTTTGAAACCTACTTTGGAGAAGGAAAAAAAGTAGGAATAAC 

TGTTCTTCAAAAATTTTACAAAAACAGTTTGACTCAACTTCAGTTGTTAAATTTGGGGTA 

TTTTTCTATGTTGAAACAGTATTTGAAAATTCTAACTTATACTGGCAGATAAAATGATAA 

AAAAGACATTNTACTCTTNANAGGATTATCAAATGCTGGTGATTCCCGCGTAGGTGCCCG 

GGCGGG 

Sequence 1389 

CCCTTAGCGTGGTGCGGCCGAGGTAC I I I I M CI I M I M I I GAGACGGAGCATCGCTCT 
TTCTCCCAGGCTGGAGTGCAATGGTGCTATCTTGGCTCACTGCAACCTCCACGTCCCGGG 
TTCAAGCTATTCTCATGTCTCAGCCTTCCAAGTAGCTGGGACTACAGGTGCCTGCCACCA 
TGCTCAGCTAAI I I I IGTAI I I I lAGTAGAGATGGGGTTTCACCATGTTGGTCAGGTTGG 
CCTCGAACTCCTGATCTCANGTGATCCACCTGCCTCGGCTTNTCAAAAGTGCTGGGAATT 
CAGGCANTGANCCCACCATGCCTNGGCCGCATGTGGTCAATTTCTTGGGGGGTAAAACCG 
GATCCGAATTTTTGCAGGTTGCTTTTTGTGACCAAACTTNTTTTTNGGGGG^^ 
Sequence 1390 

GGATATCTGCAGAATTCGCCCTTCGAGCGGCCGTCCGGGCAGGTACTCTCAAAAGCTAGG 
GCTGCTGACTGAGCANCTACAGAGCCTGACTCTCTTTCTACAGACAAAACTAAAGGAGAA 
GACTGNACAAGAGACCCTTCTGNTGANTACCCTTGCCAAGNTGTCTGCAAATGCTTNGCC 
GANTTTTCTACTGAGTT 

Sequence 1391 

CGCTTAGCGTGGNCGCGGCCGAGGTACTTTGTTTTNGGNT GGTNGGTrTTTTAA ATAACA 

GCTrTACAGAGAGATATNATTCATAATTNATAAGGNTTTAAC I I I I M ICI M I II lAAG 

AGAAAGNTTACCTTCTGTCACATTGAAAAATCTCCTATATTCTNGGAAGATTCTGAGCAA 

TACATTCACGACCCAGGTTTGGGATTNNGCATACTATTGGANAAACTGT7TCCTGAANAT 

AAACACTTCAAGAATTTGAGAAAAATAAAACTAAAACCCGAAAACATTGAACACAAAGGC 

NCAAAAACATTTGCCTTAACATTGCANNAAAAATTACTTTAAAA TCCCG GAThfrGGCTTN 

GNANAAAAAAANAAGNTTTTrNTTTGTTTTGNNTTNGCAAAAACT TT^ 

ATTGAANCTTTAN NANGGGGGGAACCNCCNTTCCAAAGGGAAAA I Ml I M I NCCTTTNA 

GAAGGGAATTGGANCTNAAAANAAAAATNTNGGGTTANAAATAAAAAAAAAN I I 11 I I I I 

TTTACAAGTTNGCNAAAAAATTAAAANAAAAACTTAANCCrrTCCTACCCAANAACCCCA 

TTTTTTNGAAAANTNGGANAAGGTTTTAAAAAAATTCNAAAAAAAA 

Sequence 1392 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATAATGT AATTGTTACA TATAATTGTTGTA 
TACCATAACTTACTA I M I IICM II MAI M i lATATATAAl M I I I I I IGGTTTGTTT 
GTTTGTTTTTTAATAAACTGTTATCACTTAAAAAAAAAAAAAAAAAAAGTCCTCGGCCG^ 
GACCACGCTAAGGG 

Sequence 1393 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACTGCCCTACATTTCTGCCTAAAGGCAATTTC 
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CAGACTACACANACNGAGANGAAATGCAAATAGAGCCCANCTGTCTCTGAAAAGAGACAA 
GAGAAATCTAATTTCT 

Sequence 1394 

CCCTTAGCGTGGTCGCGGCCGAGGTAC M I I I I I I I I I I I I 11 I I I N I I CAGTATGGGG 

TCTGTGTTGCCCAGGCTGGAGTGCAGTGACTATTCATAGGGGCAAGCATTATGCACAACA 

GCCTCAAACTCCTGGGCTCAAGTGATCCTCCTGCCT GAGC CTCCCGAGTAGCTGGGACTA 

TAGGAGTGCACCACCACGCCAAGCTGGCATTCTCTGTTrrCTTATTTCCTGATTCTACTT 

TTAGCTTTCTTAATATGCTGATATGTTTTGTTTGGTATATCATAT ATTAA AAAAACAGTT 

CATCTCATCCCCATCATTNTATCTTTAAGAAGCCCCCCAAACCATT TTACA CATTTAGGN 

AAACAATGGGCAGGCAATAAGGNTAGNGAACATTCCATAGCCCTCTTTTGATAAACCACA 

TCCTTACCTGNTrTTACTNGTNAAAAAAGGAATTNTACAATTGGGTTTCTGGCNCCCTAA 

AAATTCAAAACCTTAAC 1 I N N I I GGGAGGGAGTTGGGNGGATNCCAATAAAANGCCNA 

TNN I I n M I GAAAATCNTTGAATGGAATTGACCTG GATTG AATTCCCATTTAAAGTCTT 

TTACTTTATTANGGTTrrNAANACTTTATTTTAAAAA TTTTT CC^ 

CNNCTTGGGGTTCTTAAANNTTAAGAAAACNNAAAATTTTNTCCAAAATTTTAAAAAA 

Sequence 1395 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCGGGGGCGGAACTGGGGTTGCGGCGTCTAAGT 

GTTTCCGGTGGATTCCCAGGGACTGTCGGAGGTGTGGACTCTGCCTGCCTACCTGGTCTG 

GNAAGATGTTCTACCATATCTCCCTAGAGCACGAAATCCTGCTGCACCCGCGCTACTTCG 

GCCCCAACTTGCTCAACACGGTGAAGCAGAANCTTCTTCACCGAGGTGGAGGGGACCTGC 

ACAGGGAAGTATGGCTTTTGTAATTGCTGNCACCACCATTGACAATATTGGTGCTGGGTG 

TGATCCANCCNGGCCCGAGGCTTTGTCCTTNATCCAGTTAAGTACTAGGTGACTTGATGA 

AAACTACTTTGTTGAGGCTGNTGGAGCAAAGGNGCAAAC TAACTATTNNTG CAATNAAAA 

NTAAAAAGTGACACATTANTAATCC7TNAAAGGAAATTCAATTTTCI I 1 I 1 I INCTGGNN 

CTTCNTTTTTGAANCATGGTTATGGGAAACCTTAA GCCTG TNTTAAANNGG AGTA TTCTT 

TTANTTAAAANNTGNAAAANNGCCTTTTTNTACTCCTTTTAAAAAAATAGNNATT^ 

AATNCAATNGAAATTGNNTNGGGGAAAAAA 

Sequence 1396 ^__„ 

CCCTTAGCGTGGTCGCGGCCGCGGTAC I I I I IGTTTTATTTTTTAI I 1 M I IGAGAGGTA 

TGATTCTTTCTAGAGA M M N CTCATGGCTACTATTAGATCAGGAATG GGTGA TTGGGA 

GATTATTAGATCTAGGTTAACTTCTACCACTTTACCCTAAT ACATA AAACTTTTTCCTAA 

ATAAATGATGGAAGGAATNATACTTGGGTTACCTGGCATTA TTTTC AGTAAGAAAAAAGC 

TTTACTAACCACTACATTTATGGAAANTTGTAGGGGTAAGTATTTTATAGGTCATAAAAA 

AACACCATAATATTAACGAATCTCATTTTTCTTTTAAATGTGAATTAAAATCCTAACAGG 

CATTCTTTTATAAAAATGACCCATAGGCTAAAAAT 

Sequence 1397 

CCCTTTCGAGCGGCCCGCCCGGGCAGGNACATGTGTCGCCTTANATCATNCAACCTTTCA 

GTCACTACTATGTGTAAGGCAGTCTGCTAGGTTCCAAGG AATGTG GGGCTAAGTGAATAA 

GATGCAGCTCCTTACTTTAAGTCTGGCAAGGAAGATGCATTTTTTACNTAACTTCCACAG 

TGCATTGTGAAACATGCCATATGGAAGGGATAAACACTGATGACAAAGTNATTGCCAACT 

TTTACTAATTTTGTCAAATTTTAAAAGAGGTACCTTTGGCCNCGACCACCTTAAGGGCGA 

ATTCCAGCACACTGGCCGGC 

Sequence 1398 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTTGTAACCCCTGATTCTGTGAATGTGAC 

CTTTCTGGAAGTACGGTCACTGCAGATGTAATTAAGTTGANGATCTCAAGATGAGATCAT 

CCTGGATGCAGGATGGGACCTAACGATAATGGCTGGTGTCTTTATAAGAGAAAGGAGAAN 

GANATTTNAGACNCANACATGGANATAGGAAAGCCNCNTGGAGACGGAAGCCAAANCCTA 

GAGTGNTTAACCTACAA 

Sequence 1399 

CCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCCGGCCGAGGTACT 

TACATAGATCTAATTTATACAGTGAGTCAAGACGTAGAATAAATGCTCCCACATAGCCTN 

TCTTTrGCTTTTGCTTCTCTCCTCTGAAGTGTGAGTNGAGTNCTCATTTAGGTTTGTAA 

ATGGCTATTTCCTAAGTTGTAAAGTNCTGCATTTATAANTGCCANTGTTGNAAGGTGGTG 

TTTCTANACCTTCCCTGATGCGATTTTA 

Sequence 1400 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M I f 1 I I I I M I M 1 I M I I ICTTTC I I I I I I 
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n I I 1 1 1 1 1 1 1 1 1 1 n n 1 N N II I M l I I 1 1 1 M 1 1 1 1 1 1 M M I M M M M I n r I 

i M I I I I M I I I I I I I n I I I I i I I I II I I I M l NAAAAAANTTNAAAAAAAAN I I I I II 
TNAAAAAAANTTNAAAANNANNAAAAAAAANNNNNAAAA AAAAANT TGGGGGGAAAAAAN 
TNCAAAAAAAAAAANATNNNAMNTNNNAGGGNAAAANNTTTTTTNAAAAANNAAAANAA 
AAANTTNATTTTTTGNCNNGCTTNANCAANTANTTXTTAAAATC 

TNAAAAAAAAAAAN I MUM I A AAAAAANTNNNNAAAANTTTTAAAAAAANCCCCCCCC 
AAAATTTTCCCNAANTTNAAAAACCNNTNGAAAAAAAAANANCCNCCCNA TNAAAAATN N 
AAAAAAAAAAAAAACCCCNNTGNNAAACAAAAAANNAAAAAAAAAAATTNN M I II M II 
TAAAA 

Sequence 1401 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAATCAGATGTTAAATTCTTCAATGTAAATGC 

TCTGTCATGCCATCCTACCTCCTGTCTCCCCCACCCCCTCACACACACCTAAAAGCACTC 

TGGGCACAGTAGTTACACAATAAACGCTAAAAGCCTGATTTAACAACTGTATATAAACAA 

ACTACTTTTATGTGACTACTATACCTCTGGGCATGGTATTAACCTATCCCAACCAGAGTA 

CCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1402 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTAAAATATATATTTTCTAATTTTGAAAC 

ATTCAAGCTGCGCATAATGGTTCACACCTGTAATCTTGGCTACTTGAGAGGCTGAGGCAG 

GAGGATGGCTTGAGGCCAGGAGTTCAAGACCAGCATGTGCAATACAGTGGGACACCTTCT 

GTATTTAAAAAAAAAAAAAAAAAAAAAAAGGAAGGAAATGTTCAAATACACAGAAAAGTT 

GAAAGAATATTATAAAGTGAATATCTGCATACTTTTCCCCTAGG7TACCTGTCACCTTGA 

CATGCCTTCTGAATTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1403 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I II M M I M I M II M M M I M I II I 1 1 I M 
II I II I M I II I I M I lANAANGGTGGTATTNTAACATTTATTAAAATAATGCTGGGGGT 
TAATANAAACNNCAAANAA(XW^NAATTAAAATGCAAGCTNTTTAAAATCCCAACT 
Sequence 1404 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTAATTTTTTCTATTTATGAATTGCTTA^ 

TGCTTTGCTCATTTCTCTAGTAAGCTGCTTTTGTTAATTTGTGAGTAATTTA TTCTA GGT 

ATCAGGCCTCTGGCATGrrrCAAATTTCCTAGTGTCTTTGTCAAAGAGAAATTTTTAA^^ 

TCAACATAAGTAATTTGTCATCTTTGTCCTTTAG Mill GTGATTTTAAGGACATAATAT 

CTATTACTTTAAAAGTATTGAAAGCTGTATGTATATTCTTCAACTAGCCACCTTATTTCT 

GTTCTAGAGTTTGAATTTCTTAACTCCAAAAACACACAATAATTTTTAAAGTCTT 

AACTCTGTTATCTTCTGCATAGTCTATTTTTCAGCATTCCATTAAATGAATTGAGAAAAA 

GGAGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1405 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGCTACAGTA AATGC TCAAGGCCCTTTGT 

TATTATTTCAGATGGTCAAGAATAAATG 11 M I CAAGGATCTTCTTTTTGTAGACAACTG 

TGTAGTCACAGTTTAGAGTCGTAAATTATCTGCCTGGCAAGATACTTTTTAAAATTAAAA 

TGTAAAGAACCTGAGGGGATTCACTCCCAAATGT7TATGGACAAACTGAAAGGGCATTTA 

CACAGATATTACCTTCTACATTTATGTGAGAAAGTGCTTTAAGACACTGTACCTCGGCCG 

CGACCACGCTAAGGG 

Sequence 1406 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACAATAGAGTATTATTCAGCCTTAAAAAGGA 

TGAAAAAATCCTGACATGCTAAAATATAAATGAATGTTGAGAACATTATGCTAAGTGAAA 

TGAGCCCATCTAAAAAGGCAAATACTGTATGATTTCACTTAACTGTGATATCCAGAGTAG 

ACAAATTCATAAAAACAGAAAGTAGAATAGAGGTTTCCAGGGACTGGGAGTTACTTGATA 

TAGAGrrrCAATTTTGCAAGATAAAAGAGTTCTGGATATTGGTTGCACAGCAATATGAAT 

ATACTTAACACTACTGAACTGCACACTTAAAGATGGTTAAGATGGTAAATTTTGTTAGGT 

GTTTCTTACCAC AATTTAAAAAAAATTTTAATTAAAG G AATTAAAAAATTTAC AAAATAC 

TATTCATCATTGNGGTTTNCAGTTTATATTCAACACAGCAGTATTTCAGGTATAGTAATT 

AACTTACTTT 

Sequence 1407 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGAAGACCTTCCTCGCCACTCTCTCCACATGA 

GAGAGTCAGCTGCCCTTTCTCCTGTGCCTCTGCAGGAAGAACTCTCTTGCATGGCACATC 

TCAGCTCCTCATTGAGGGATAGTTTTCTTTGATAAGAAACCTGGAGTCCATTTACTCTGA 
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CCTCTCTTTAAATCTATATCCAGAGCCACTAGCCCAGGAAAAACTTGGGTGAC CCGTA AT 

TTCTCTTCTCCTGCTGTCCTTTTGCTCTTACGCCCCACCCCAACTCCCCTTAAATTTTAG 

AGGCTTATGACAGTTTGTATGTGCTCAGCCAATGAGCAGAAAACCTGGAAAGAATTTCTG 

GACTTTAGCCCACCAGTTTGTCTGGTTGACTAACCTGCTGAGAGCTAAAATTGGCACCCA 

TTGCCCCGTGCCTTCAGGCAGTCTCCTGGGGCAGAAGTATGCCACCATCCGAATATCAGG 

CACTGAGTGGGATGTGGGTGATGCTCACATGACTGGC TAGAGCTTTGGGGG TGGGGTGGG 

GGNTNACTACT AI (Mill I G GNCANGATCTCTTTCCCC F I I M M M i III 1 1 

Sequence 1408 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTTTATAGGAACCCTCAAATTAAAAAAAAATG 

TCTTTTAATGGATGAGAGGGAACCACTATAACATGAGTCCAAGC CCAGA AGACTTCTGTC 

TATACAAT A I I I M I M f A ATTTTGGAGATAAAAGCTTTAAGAAACTTTTTGAGTTAATT 

ATACTCATAAAATGAGTTTCTTTAATAAATTAAATTTTATTGTGTAAAATGTA^^ 

ATAAAATGTGTTTTTGAATCAATGCAGTTTGGGGATGAATATAATTAAAATATGTTTAAT 

AACTTAGAATTCAACTAATAAAAATTTAGCCACACTTACAAGGGGGAGGAAGTCCCTAGT 

TTAAAATGTATAACTGAGTGGTAGATCAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1409 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGNNTNTNNTGTTNCTATTACNNTTAATCCT 
TNCTTTNGTTGTGAGCTTGThlAATGCATGTNGAGGATNTGNAGCACTGTCCACTGAGTCT 

CTGTG 

Sequence 1410 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGCCTATAATCTCACCTACTCGGGAGGCTGAG 

GCAGGAGAATTGCTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCCGGGATCATGCCACTG 

CACTCCAGCCTGGGCAACAGAGCGAGACTCCATCTTAAAAAAAAAAAAAAAAAAAAAAAA 

AGAGAGAGAGAGAAGGAGGGGAGAAAGTGAAGTCATAAGTGTAGACCACTCCTTCTGAGG 

GAGAATCCACCCCACCTTCCTCCTAGCTTCTGGTGGTTGCTGGCAATCTTTGGCGTTCCC 

TAGCTTGCAGATGCAGCACTCCAATCCCTGCTTTCATCTTCTTAGGGTGGTCTCCCTATG 

TACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 1411 

CCCTTAGCGTGGTCGCGGCCGAGGTACTT m M I M l I M M I II I M I IGM 1 1 I I M 
i III I 11 I M M I H II I II NAAGG GAGN AAGTrmTAATCCACTTAAAAATACA ANAG 
CNCAAATCCACATTTATTTATTGATTTTTCGTTAGTTTAAATCCTTGAGGGGNAC I I I I I 
TTTTTTTTTTTTTT 
Sequence 1412 

AACTTNCCCACTTNTTTNAANGGGNGGNCCGGNAANNTTTNGGGGGGGCCCNCCCTTNCC • 
TTNANGNATNANGGCCCCATTGGGNCCTTTNCCCGGNNANGGCCCCGGGGGNCCCCCCGG 
GCCCCCCANGNTTNGGGTTNGGGNAATTNGG GGGGNAAT TNAATTTNNCCTTTGGGGCCC 
AAGGGNAAAAATTTTTTNCCGGGNCCCCCCC1 M I M II I i NCCC GGGA AGGGNCCCGGG 
GGGCCNCCCGGGCCCCCCCCCGGGGGGGGCCCCAAGGGGGGTTTTAANCCCGGNCCCC 

GG 

GNGGGGGGNGGGGTTTGGGGGGAAAAAAGGGAAAA AGGTTT TTGGGCCN I I I M CCTTTG 

GGAAAAAATTTCCCCCAAGGNCCCCCATTTTTNCCCCTTTrrrCCGGGGGGGGGG GTTG G 
GCCCAAGGGGGGAATTTCCTTTAATTTTCCGGGCCTTTNGGGGGGAAGGGCCCAATTTTN 
TTTGGGGCC I I I M I I NNTTTTCCCCCCTTTNAAAAAGGGGGGGAAAAAAAAAAAAATTT 
AAANCTTTCCN M I I I I I NGGGGGTTTNANNNAAAAANGGGNNCCCCCCCNAAGGGGAAN 
GGGGAAAAAAAAAGGGAAAAAAAAN I I I I I M NAAAAANTTTNCCCAAAAGGNCCCCCCC 
CCNCAAAAAAAAAAAAAANNTNNNTCCCCCNCNANNNANAAAAANNTATGTNTCNNANNN 
NTTNGGGGCCCCN 1 M I I I I I 1 I I M I I I I NGGGGNGNAAAAAAGGGGGNNCCCCCC 

Sequence 1413 

CCCTTTCGAGCTGGCCGCCCGGGCAGGTAC I I M I I M M M M M I I I I I I I I G TTTTT 

I M II M I I I M I I I I I M I M I I I I I 1 M I M I I I i I M III I 1 i M 11 II i i H I M I 

I I I I II II I I M I IGGGGGGNNTCCCNAAAAANTTTNNTNN GNNAA NTTTNCCAAANTTT 

N AAAAAAATNC N G N NTTN N N AACTN AN N AAAAN N NAAAAAAI I I I I NAAG NNNCNTNAA A 

TNNNNCNNAAAAAAATTTNTTTTNTNNTTTTACNNCNAAAANNNANAAAAN II M 1 1 I I I 

AAAAAAAAA 

Sequence 1414 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCAATTATCTTTATCATAAACATTTTAC 
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ATGCAGCTATTTCAAAGTGTGTTGGATTAATTAGGATCATCCCTTTGGTTAATAAATAAA 
TGTGTTTGTGCTAATAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGCTCGA 
AAGGG 
Sequence 1415 

CCCTTCGAGCGGCCGCCCGGGCAGGCACAACCTTTCAGGATGCAGTTCTTTCATGACCAT 

AGTG I I I I I I I I CCTATTACTCTTTCACTTAC TCACAGG ATTCAACCCATCTGACTCATC 

TGTTCCTCCTCCCAGACTCTTCTTGATCTTTAI I U I I I AATTTACCA GAGAAGAGC AAG 

CACGTGAGCAGTGAATAAGTTGCAAGGATGCAGAC I N I I I ATTTTGCGATGCTACTTTT 

ATAAAAACAAACCGTAACATAAATAACTCTTTAATGAAAACTCAGAAAAAT ATTAA ATCT 

ATTCTTAAAAGGGTTTAGAAAGAAAGAAAAGACAGCTGTTAGGTTATTTGATTTTCAAGT 

TTATCAAATAAAATTCAAATAGAATTGGCAAATCTTTAATGGCATATGAATACTTCTATC 

ACTTAGTAATrAATTTGAACAGAGATGTTATTAGGGTCCTTAGTATCACTCCATCCTTTC 

CCTCCATCTTTATACAAAAAAGAACATACAGAAATTTAACAAAGATATATGACTTACTCA 

TATGTrTTATAAAAAGTATCACCTAGGANGTGTCTTNCATTTAAT 

Sequence 1416 

CCCTTAGCGTGGTCGCGGCCGAGGTACACGTGTTTTCCTGAGTTCTGGGCACAGCTTTAG 

CAAATTAATCAAACCTAAGAAGGGGGTCATGGGAACACTGACTTGAAGCTGGTTGGCCAG 

AAGTTCTGGATGAGGCCTGGCCTTACAACTAGTGTCTGAAGTGGGGGCAGTGTTGTGAGA 

CTGAGCCCTCTCTCAGCCTGTGGGATCTAATGCTATCTCCAGGTAGATAGCATGAGAATT 

GAATTGGATTAGAAGGTGCTCAGCTGGTGGTATCTTCTGCAGAACTGATTGCTTCTTGTT 

GGTGGGGAGAAATCCCCACACATTTGGTCACAGAAGTCTACTGTGTTGATGATTGTGGTG 

TAAGAGCAGAGGAAAAGCAATTTGATTTTTCTCCACAAGGGGAAGAAAATGTTTCATGAT 

TCAACTAATGATTTACCT7TCATTGTAAGGTTATCATGCTCAAGTATTAATGTAGGAAGG 

C 1 I M I I GATGCANAGTGTGTGTGTGTGTGTGTGTGTATATATGTGTGTGTTTGGAGAGG 

GCTAACATTAAAAAGGGAAATGTATAAGGAAGAAGAAATGGNGNTCTAAACTTAA 

Sequence 1417 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATCACACCTTTAAGATGGTCCTCC AAACA AA 

AGATTCTACAACTTTAGTTAT7TAGAATTAGCTTTGAGACTTTGGGCAGGTCACAATTTT 

TCTCTATCTCCTATCCTGTAACTTGAGAACCAGACACACTACTAACATCATAACATCCAA 

ACTTGG I I 1 I IGI I I I I I II l A ACAGATAAAAAATGTGACTGGGCACAGTGGCTCATGCC 

TGTAATATCAGCATTTTGGGAGGCCAAGGTGGGAAGATCGCTTGAGGCCAGGAGTTTGAG 

AGGGGCCTGGGCAACATAATATGATCTCATCTCTACAAAAAAAAAAAAAAGGAAAAAAGG 

CAACATTAGTGGGGTGTGGTATTGAGCACTGTAGTCCAAGCTACTCGGGAGACCGAGGCA 

GGAGGATTGCTTGAGCCCAGGAGTTCAAGACCAGCCTGGGGGAAAGTTTCTAGTGGGCTG 

CAAAACAGCATCTAGCCATTGTCCTCTTCAATGTACCTGCCCGGGCGGCCGCTCGAAAGG 

Sequence 1418 

CCCTTAGCGTGGTCGCGGCCGA6GTACTAATTTACACCAACAGGTGAAGTTTCCTAGAAG 

AGTCGTCAACTGGTAACATGGGATTAGCTGCTAGAGGGACTGAGGACTCTAAAGAGAACA 

TAAGCAGCAAATTGCAAGAGCATCTGTAACTGCTGGGCTAAGGCAGGGGACCCAGGAGGG 

AGCAAATCCAGGAATGGGGTGGCTCCCCAGGGCCGAGATCCAGACCTCATTAAACAGGAT 

TTGGTCACGGCCCACTGGATAGTGGGGAAGCCTGTGGGGTTGTCCATGTGGTGGCTGGCA 

AGCAGGGGCCTGCTTTCTGGGGGTGCTGGTGGAAATCAGTAGACAGTTACCCTGTGGGTG 

CCTGCAACACTTTCTGGGCGTTATAAGGAAGATGGCCTCTAGTGTGCTAGTGGAACTCTC 

TGGAAGCTACCTGGAGGGTGATGCCAAGAGAATTTGCTGGGAAGCCATGCTCTGGGGAAC 

TGGTGGAACTCCCTAGGAAACTGCCTGTGGGTATGGTGCCACTGAAATTCACTGNGAAAC 

CTCCTTCTGNAATTTTCTTTCTTCC I I I I ICCTTTCCCI I I M I I II M 

Sequence 1419 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATAAGTTCATTCTTGGCI I I I lAAATTTTAT 

GGAAAGACTAAATACATTTGTGTCTATTAATCAAAATATGAATTTAGAAGGAAATAATTT 

TGTGTAAAAAATTGTATGTGGTAAAATTTTACCTAATTTAAAATTGTTGTTCCATAATTT 

TTTTAAAAAGAAAAATTACAGAAATAAGACTTGGGGGGTGGGGGTTGAAAAGTGGTGAAA 

GAACTAAACAAGTAGAAGAGGATTTCTAAAGCACTGGTCTCATGAAAAAAGTTTCATGTG 

TGACTGGGTCCACTGAGATTGAAAAGAAATTGTTTATACGATATTCTAAAAA TTAAA TGT 

TGCTGTCAGGGATGACATGATACAGGACCAGAGTCTGTGTAAACAACAAAGTTTTCTTAA 

AGTATTGATACACGCTTTTAAAAATTGCAAGAGGTTTTAAGTTTAATTCAAAAATCTGTT 
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TAACAGCCATTTTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAGCACACTGG 
C 

Sequence 1420 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTCAGA GAGGA CTTGTATCTAGACCAAGAGG 

ACTATGCCTGTGGGCCAAATCTAGCCCAAGGTCTTGTTTTTGTAAAGTCCCTGTGAGCTA 

AGAATAGTTTTCATACTTTTTAAAGAGAGAGAGAGAGTGTGTGTATGTGTGTGTGTGTAT 

AATGTGACAGAGACT7TATATGGCCCTCAAAGCTTAATTTCCTTATTGGCCTTTAAAGTT 

TGCTGACCCCTGATGGATGCTATAAAAATAATTTCAACTATCAATACAAAGAAAACCAAC 

AACCCAGTGAAAAAATGGGCAAAGAACTTCACCGTACCTGCCCGGGCGGCCGCTCAAGGG 

Sequence 1421 

CCCTTAGCGTGGTCGCGGCCGAGGTACGACGTAACTCCAGACATAGGCTTTAGACGTTCT 

CATGCCACCCTATCTTCAAAACCACAGAGAGTTCATGAGCCAGTCTTGCCCATCTCCAAT 

CAGGGAACTTCTAAAATAAAAATCTTAGCAATCTCCTTGGCCCAAAACTTCACCCCATCT 

TGGAAGGGAGGGGAGAGAGAATGTTCTGATCTATATCTGATGAGGGCGTGTGGTTGGGAC 

CTGAGCATCCTCCTGGTTGGGCTAGTGATC3GGAGAGAGGGCTGTTACTCACGACTCCCT 

CCAACAGAATACCAGAAACAGGCAGGCAGCTCAGGTGTATGTAAGGATGTGAGGCCAAGA 

AACCAGCCCTCACCAAGTTACCCCTGTAAATCCTTGTCTCCCCATGCACCTCTACTTTGA 

GTCAGAAATGGATTCATTGCAGGCTCAGTTGTTTGTATTATGTGAATGAAC 

Sequence 1422 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCAAATTCTCTTATCAGTCAGGGTTCAACCAGA 

GACACAGAACCAGTAGGAGACACAAACCCACGCAGGCACAAGAAAGGAGAACAAACCAAC 

ACGAAACCCAGGGATGAGTAATCGGAGGGGAGCAGCAAGCACAGGGAAAAGATGACTGGG 

AGTCAAGAAACTTGGGGTTCAGTCCCAGCTCTGCCCTGTCATTTTCCCTCACCTGTAAAA 

CTGGATCAGAAATCTTACAAAAACAAAAAACAAAAAACCTCTTCAGTATTTCCCTCAAAC 

AGGATCCTCCTCACATCTGTATTTATATTTAAAAAATAAAAACAGAAAAGAAAAAGAACC 

AGCATGACATCATTAGGTGTGTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1423 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCATAGGACTAGTCACTTGTGCTTTCATGG 

ATACTGCCTGGGTGGGGGTTCACAACACTTATAAGTT AGAG AGTTTGAGAGCCAGTGGAA 

AGTAAGTGGAAGTTGTTCTGAAATAAGCCCCTGGCAATTTTCTGCAATGAAAAGGAGCAG 

AGGTCATTTTCTTATAATGCTCAGCCTCAGAGATAGAACACTGCCCGCGTACTCTGGTTC 

GGGTTCAAGTGAGAGGCTTTTCATGAAAATCTTAGGATTGAAGAGCTCTAAGTTCAGGAT 

ATCTCAATGTTCAGAAAGCCTGACTAAAAGAAGCCAAACCAAAACCATTTAATGTGAACA 

CAAACCTCTTTTCTTTTAGTAAGTTTTACTTTTAATACCAGAAGTGA/^ 

Sequence 1424 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTN [ I HI I 1 I I I I I I I I I H M I GG GTANT 
I I M I I M I I I I M I I n ICCTTTCI M I I I M N I I I I I I I M I I I I I I INI I I I I M I 
TNGGGNNAAAACCATNCTTTNTNAANNNNTTNTTTTNANNCATNCGGGGAhlAGGNTTNAN 

ANNNAAAAACNTTAAANGCATTTTANNTTTTTTNAAACCAAATTTTTN^^ 

CTGAAAANANNTTTGGGNTTTCAAATNAATTTTTTAAANCAAAAAAAAACTTTC™ 

TNTTTAN NTTTTAAAAAAAANATTTAAAAAAAANGNTNTTATAAA AGNGG GNTTGAAAAA 

NNCNNTNNTTAGAAAATNANATTCCATTTTTTACNNGNTTNNNGTTTTTNGGTTA 

CNN TANCTN GTTCCTNAAAAACAANACCCCCTGNCNTTTTGNGTNATTNTAAAAAAATTN 

AAACTTTTTCTNAAATTTTTTNGGNAAAAAAAAAAA 

Sequence 1425 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACCATCTTAACAATATTAAGTCTTCT GATCC A 

TGGCCACCAAATGTCTTTCCACTTATTTGGGTCTTCTTTAATTTCTTTCAACAATGTT^ 

GTAGTTTCCAGAGTAAAAGTTTTATGCTTTGTGGCTAAAGTTATT CCTAT CAAATrGTTT 

TCATGCTATTGTAAATGGGATTGCTTTC 11 I I 1 CTTTTC 11 M I II I I I II CGAGAGAGG 

GTCTTGCTCTGTCGCCAAGCTAGAGGGCAGAAGTGCAATCTTGGCTCACTGCAACCTACA 

CCTCCTGGGCTCAAGCGGTCCTCCTGCCTCAGCCTCCCTAGCAGTTGGGACTACAGGCAC 

ATGTCACCCAAAAAAAAATAA I II I I GTATTTTTTGTAGAGACAGGGTTTCACCATGTCG 

GCTAGGAAGGTCTTGATCTCTTGGACCTCGTGATCTGCCCAGCTCGGCCTTCCAA AAGTG 

TTAGGATTACAGGGCNGTGAGCNGGTTTTCNTTTGNTNTTGGTTTNGAAAATGGANTTTT 

CCCTTTGCTGCCCAAGCCCGGGAANNTGCAAGGGGTGTGNATCTTAACTTCACTGGNAAA 
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CCTTCACCCTTTTGGG 
Sequence 1426 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGCTTCAGGGCCCTGTTCAACTAAGCACTCTA 
CTCTCAGTTTACTGCTAAATCCACCTCGACCCTTAAGTTTCATAAGGGCTATCGTAGTTT 
TCTGGGGTAGAAAATGTAGCCCATTTCTTGCCACCTCATGGGCTACACCTTGACCCCCGC 
GTCCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1427 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAT TGCTT AGAGCAGTGCTTTCAGATATGA 

ATCATTTCTAGAATGGATTATAGAAGGATGGGAGCTTTTAGTATTTAGTAGTTTCCTTTC 

TTCTCCCTAAGTTTACAATCCATTTTAAAAAATGAATGAATTAAGTATCTCCGAAACAAA 

CTGGCAATTGCTCTGAAGACAAGTTTAGCAATTTCCGTGAAATAATTCTCTGGCTTCGGC 

CAAGGCCACTGATTGATTTCTAAGCAAAACAACAAATCCCGTCAGGATCAGGAATGATGG 

CAGAGTGGCCCTGTTGGCTTTGTAGCTAAATTGTGCTCAGCCAGAGAAGAACCACGACCA 

ACAGAGCCCTAAACTGAAGTCCCCAATTCTGTCTACTCTACCGTGCTGCACAAAACTAGT 

ACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1428 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTCTTATTT TCAGC CTAAAGAAATGGACAC 
TTCTCAGCATAGGCGGACGTGATTGGTTGTGGTCGAATCCTTTTCCTAACCAGGATCCAT 
AATATCACAGACAAGGTAATATAGCACTGTGAAGGATGTGTCTTTCTTCAAATGGAGCCA 
TGAGAGATGGTGGTTTTTTAAGTTGATTTGATGTTGGATGTAAGTAAGTCCTGTGGGAGA 
GA A i 1 1 I 1 1 i A AATAAAAAATACTGTTTAAAAGTGTCTCTTCTAACTTGATCTCTACCTT 
TTCCCCTCTNCACTTCTAACTGCCCCCCACCAGCTACACTTTCCCAGTTTGAA ATAATGA 
ACAATACC7TTTGCTGACAGACCAAACCTTAATTTCTGTGGGCAAATGANGGG M I I M I 
CCCCCCAACAATGAAACAAATTTTCTTTGAAAAAANTCTTCTCAAAGATGGTTCTTA7TG 

NAAATAACCCTTCC 
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>Sequence 1 

ACTTAATATTTATATCTTATTTTTATT ATAA TTTATTTATTTAACT 

TTTTTACTATATITACCTTATATAATATITTCATTTCT^ 
TAAACCCNCCCNNO^AATGCCTTTGCTCTGAGCTCNCTCCGGANGGCGGC 

CGAGGTAc ri rn 1 1 1 1 1 ii i rni 1 1 1 tggacatact gagag aatttgg 

AATTATATGTrATGGTAGAATAAAGATCGAGGTCCATTTTTCTATACATG 

aaaatttaaatatttagtttgggatttgagacttctattaggcctctgta 

tttctttctagttttttccctaccattcittaatc^ 
aatcaccctgtatcctatgtcctaaagcatcitgaattggttgttcatgt 

TTTTTCTTCATGTGGAGTGTCTTTTGCCACCXriXrrTAGCCT 

CACTrAGCCTCTGAGGTTCTGTrAAGTTCTCACCTTCTTTATGAATTTTC 

CCCAGCCATAATGATCTTTTTAACCTCTTTGAGCTTTTACTATTTATACT 

CTTTACCTAACCAACTAAATGGTTITTGTGAAATGTGAGAAGATATAAAT 

ATGAATGGATAAAATACTGTATGTACAAAAATT TTTAA TATTTACAACTA 

ATAGCAATTTTTTGTGATGGACCTTTTTAGGGAATTTTTATT^ 

AAGGGATTAGGGTTTATGCCTAATTAAATTAATTACCATGCC 

>Sequence 2 

TTTTCTTAGCTCATCGCGGGCGGCCGGAAGAGCAACCGAGATGAAGGTGA 

AGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAAC CAAG 1TGGAC 

TTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGT 

CCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTAT 

TTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAAT 

TGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTG 

TCATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTA 

CCT 

>Sequence 3 

TTGTCTGTTGCATCGAGCCGGGCGTNCGGAGAGGAGTCCTTTACTTAGAG 

TCAAGCTGAAGGAGCATCACAACCCCAAAGACTGTTATGTTGTGAAATTT 

AGGCTGTGTTTTAATAATACTGATGATGATAGGATGAAATAGTAATTTAT 

TGATTACTATATCTACTATATGTCCGTAAGATAGCAGGGTCTTTATACTC 

GGAATCTCATTTGATCCTCATAGTTTTTATTGGTTATTATTATCCTCATT 

TTACAGATACAGAAACTGAGGCTTCAGAGAGGCTGTGTAATCAAGAGTTT 

GTATGCCTTTCATCTGAGGAGGTTGAGGACAATCCCAAGTTAGAAAAATA 

AATGTCTTTAGCATTATTTTTCCTTAATGTTTAGAATATTAATAA 

TCAGATAATCTATTGGAATTTCTTCATGGCAGGGGGAAGAGGCTAGAGTT 

GGTTTTTGGTTTTTGTTTTTGGCACAGGGTCTCACTCTGTCACC^ 

AGAGTTTTGTGGTGTGATCTTGGCTTACCGAAGCTTCAACCTTCTGGGGT 

TCTACCTCAGCCTTCCAAGTAGCTGGGACTACAGGGGTGCATCAACACGC 

CCCCGTGTACCTCGTCCGTTTAGAAATG 

>Sequence 4 

TGAGCCGTATGCATAGAGNCTGGCGTCCGAGGTACTCAGTTTCCTTATCT 

ATAACATGGGGATAATATTCGTAGCTACATCGTTGTTATGAGGATCAATA 

TCTGTAAAGCTCTTAGAACATGCATTTTTCTTGTACTAAATTGTAAGGTC 

TGGCAGGCGCGGTCGCTCACACCTGGTAATCCCAGCACTGTGGAAGGCTG 

AGGTGGGGGCAGTGGGGAGCGAGGGGTTGITACTACTCCAATGTAACTGC 

TTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCC 

AACAATTATAAACAGTCTXriXK:CnTrAAGGAGCTTATAGT^^ 

AACCAGACTTAAACATATOAAAAGTTAAACATKKSTCAGGCACAGT^^ 

CATGCCTAtAATCCCAGCACrrrGGOAGGCCAAGGCAGGAGGATCACCTG 

AGTGTAGGAGTTCGAGACCAGCCTGTCCAGCATGGAGAAACCCCATCTCT 

ACTTAAAATACTAAACTAGTTGGGCATGGTGGCGCCTGCXrroTC 

GCTACTTGTGAGGCTGAGGCGGGAGAATCATTTGAACCCGGGGGGAAAGG 

TTATGGTGAGCTGTGACCGCCCCATTGCC 

>Sequencc 5 

GGCGGCCGCCCGGGCAGGTACCATGGAAACCCACTCTTTCATTGAAAGGA 
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AATTAGGTTGAACCTCCAGGAGCCCGTCAGAGTCTGAGGAGAGGCTGGCT 
TGATGTCTAGATACGACGACAGCAAGGCTGCTTAGAGCTAACAGCGCATT 

GCCTTTCACTACCGGACTCTCCT 
>Se(|uence 6 

CATCTGTGCCOWATTTGAAATGCGAGCTTCACCGCGGTGGCGGCCGCCC 

GGGCAGGTACCTATGACCATCTTACATTATTTTTATGGGTGGGGGGCATT 

GGCTGTGGAATGTGGGCAGTAACTTGCACAGTCAGTAACCGTGTGAGTAA 

CGGGTTGTTGGCATCCCCATTCTGGCACTCCTCCTCTAGGTCTCACCTAC 

ACGCTGGTTTGTGGGCGGAGGGGCAGGTTGGTGCGTGGG GTGTC CGGGCA 

CTGGCTGTGCATGCCirCTTCCTCTTCTGTCrCTTGGCCACC^ 

AAAGTCACCAGTGACCAATTCTCCCAGTGI'I ICI i lGGGACTCAATGCCT 

TGGGCTTGGCATTGGGTAAAGCCGACTGGCCAGTTTCATTCTGACCAGCT 

CTATAGTAGTCCGGTGTGGACCTCTGCCCTCCCTGCTCTGCGGAAGCTTC 

CTCAGCCTTTGCTTCTCACTATTTACTATTTGCGGGGCCTGGGGGTACCC 

T 

>Sequence 7 

GGGCGATTTGCAGGCCTCTCCGCGGTGGCGGCCAGGTACGGATCAATTCC 

GCTGAGTTAGATTCCAAATTCTAACCTCTCCATCACACGCCCCAGAAAGG 

ACAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTGACTCCATCACG 

GTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAGTT 

TGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGT 

AAAGCAGGATCATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTC 

GCGGACATAATrGTCCGGATTCCGGCTCAGCATCTTCACCTTCATCTCGG 

TTGCTCTTC 

>Sequence 8 

GAAATGTTAGTCCACTCACOTGGCCGAGGCGACCGGATGAGCAACCGAGA 

TGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACC 

AAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCC 

TTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGG 

AACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGAT 

GGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTC 

TGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATT 

GTATCCGTACCT 
>Sequence 9 

TTTCTGTTGTCTGTCCGCGGGGCGGCCGAGGTACCACATGCACTGATAGC 

TCTCTTTGTATGAACAGAGCTGTGGCAGGCCCTATGCCAGGGAGAAAGTA 

AGATTGGAAAAGAGCTTACCAAGGAGGTGGCATTTGCACTGTGCTTAAGG 

GGCAAGAAAAACGTCTTCCAATCAGGAGCCACAAATGCTTGGCTGAAGTG 

CTACTGCTCTTTCATCCTGGAGCTGGAACAGACGTCACCAGTCAATCATG 

ATGGCTGCTGGGTGCACTGGCTAACATCTATAATCCCAGCACTTTGTGAG 

GCTGAGGGTGGGAAGATTGCTTGGGGCCAGGAGTTTGAGACCAGTTTGGG 

CAAATTGCAAGACCCTGTCTCTGCAAAAAAATATAAAATGTAGCTGAGTG 

TGGTGGCACCTGTAGACCCAGCCCCAGCTACTCGAGAGGCTGAGATGGGA 

GGATCGCTTGGGCCTAGGAGTTCGAGGCTGCAGTGAGCTATGATTGCACC 

ACTGGACTCCAACCTGGGTCACAGAGCAAGACXrrGTCT^ 

AATrAAATCAAAAAAAAAAAAAAAAAAAAGTACCTGCXX3GGCGGTCGTr 

>Sequence 10 

CkjTGCGCTTACOGGGTGGCGGCOGAACATOCATGTTTT^ 

CAAAACCTATGTGTTACTATCAAAATAAAAirrAGAAAAACAA'll 1 f CTT 

ATAAAATTTTCTGTTTGTATTTGGACTACATAAACTGGCTTTA 

GAAATATGCCCTAAAACCATAAGGAAAAAGCCAACAGAAAGAACAAAAAG 

ATCACAGCAATTAGGCCGTTCTATTCA ATTTTGC CATGAGCTAAAAATCA 

CATTCTTCACAAAGTAAATTACGCCCTGriTTTTATTCTTAAGCACTAGG 

GTTAGGATTGTGATCTGAG<nTTACTAAATCGGAAAAGAAAATCT CAATT 

ATAGAACATTTAGTTTATTTATACCTTAATGCCCGGAGAGGTAATATTTT 

ACTTTAAAATGCATAACCCATGTGACATGCTAGGTCTTCCAAAAC 
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>Sequence 1 1 

CGAAAGACCCTATCAGGGGCGGCCGCCGACAGCTACGCGGGATTGCTGGC 

CTGGTTCTCCAGGGAGCTGAGATCACTGAAGCTGTGGTCGCTGCCGTGAT 

GTGGAGGAGGCAGAGCTCAGATAGAAAAGGAGGGAGTGACACTCAAGCTG 

CAAGCAGTGACAGTGCCCAGGGCTCTOATGTGTCTCTCACAGCTTGTAAG 

GTGTGAAGACAGCTTGCCTTTGATGTGGGACTGGAGTAGGCAAAG AGTT G 

GTTCCATGCCCTTCCCXriTTGGTGGACCTTGGAAAGAACCCCTGGACm 

TGTTTTCTGCCAAAAGGGCAACCTGGCAATGATGTTCTGATGGTTTCGTC 

GTTAGGGCCATAAATGNTTGTAGGGAGGGTGGGGAGTAAGTAGGAACCCC 

GCAATCCGGGAATCGCATCAACCCATAGGGCCCCCTTGATTTGTCTAAAC 

GACCTGAACCCXnTGGTTGCCTTCAATTTGACTAACAAATTGTAACCTTA 

TTCTCCAGTTTTCCCCAGGAGAACCGGGGGCGTTGTACCAACCCCCCTT 

>Sequence 12 

AGGTACTTTTTTTGTTTTGTATTTTTAGTAGAGATGGGGTTTCACCGTGT 

TGGCCGGGCTGGTCTTGAACTCTTGATTTCAAGTGATCCGTCCACCTCAG 

CCTCCCAATGTGCTGGGATTACAGGTGTGAGCCACCATGCCTGGCCTTTT 

TCri ri"i rri rri'l AAACGAAAAAATGTTTTTAATTGACAAATAAAAATG 

ATGTATATTTATGGTGTTTTTTCTCTTTTGCATCATCAGTCTCTT TCTC^ 

TCACTGAAACCTACAAATATTTTAAAATCTTTCCATTAAAAAAATTTTGC 

TGATCATTCAACCTCTTCAAATTATTAAGAGATACnTACTTTGTATGAAA 

AATTTTGTCGAGATGTATAATCCATTTTTTTCTGGGAAGAGAGTCAGTT 

>Sequence 13 

TGGGGTTGCTTNCCATCACITAGGGCGAATTGCGTCCGAGGTACCAGGTG 

TCATTCCTGCAGCAGGATTTAACAGATGCAGATCTGGCCCCAGTGTGAGC 

ATCTGTGTTAATGGTATCAGACTTAAAGAAGGAAA GACC TGATTTGACTG 

CTGTTGGTTTGGTAGTGTTCCCTGATCCGGAGCCAGTTTTGTGGGAGGGA 

GTCCCAAAGCAGGTTTGAGCTGTGGTAATGACCGAGTTGATCCTAGAAGA 

CAAAACAGTAGAATCGTACCTGCCCG 
>Sequcnce 14 

CTTANNTTGCTGAGACTTCTATCGCGGTGGCGGCCGAGGTACGGTATTCT 

CTTAAACAAGAGCAAGCCCATGATGATGCCATTTGGTCAGTTGCTTGGGG 

GACAAACAAGAAGGAAAACTCTGAGACAGTGGTCACAGGCTCCCTAGATG 

ACCTGGTGAAGGTCTGGAAATGGCGTGATGAGAGGCTGGACCTGCAGTGG 

AGTCTGGAGGGACATCAGCTGGGAGTGGTGTCTGTGGACATCAGCCACAC 

CCTGCCCATTGCTGCATCCAGCrCTCnTGATGCTCATATTCGTCTTTGGG 

ACTTGGAAAATGGCAAACAGATAAAGTCCATAGATGCAGGACCTGTGGAT 

GCCTGGACTTTGGCCTTTTCTCCTGATTCCCAGTATCTGGCCACAGGAAC 

TCATGTCGGGAAAGTGAACATTTTTGGGGTGGAAAGTGGGAAAAAGGAAT 

ATTCTTTGGGCACGGGAGGAAAATTCATTCTTAGTATTGCATATAGT CCT 

GATGGGAAATACCTAGCCAGTGGAGCCATAGATGGAATCATCAATATTTT 

TGATATTGAACTGGAAAACTTCTGCATACCCTGGAGGCCATGCCATGCCC 

ATTCGCnTCTTGACCTTTTCCCGGGCTTCCAGTTCC^ 

TGATGGCTACCATAAGATCTATATGGCC 

>Sequence IS 

GAGGTACTGCTCCCTGCACGATCCAGTCAGCCCCTGCCCGGCTTO 

TAACAAACAAGTCTGTGTCTGTGTGGAGTGTTGCAGOACGAGTGGAAATG 

ACTGTTTCCAAGTTCATGGCAATrCAGAAGGCCCrTCAGCX:AGACTGG^ 

CCAGTGCCTCTCCGATGGAGAAGTATCTTGTAAGGAAGCAACTTCC^ 

AAAGGGTCAGAAAGtCTGTTGACCGATCACl"iCll 1 1 C f TGGATAACTGT 

CTGCGGCTGCAGGAAGAGTCAGAGGTTCTTCAGAAGAGTGTGATCATTOO 

AGTGATTGAAGGTGGAGATGTGATGGAAGAGAGGCTGAG GTCA GCACGAG 

AGACAGCCAAGCGGCCTGTGGGTGGCTTCCTTCTGGATGGTTTTCAAGG 

AATCCAACAACCCTGGAGGCTAGACTACGCTTGCTGTCATCAGTCACTGC 

AGAGCTGCCGGAGGACAAGCCAAGGCTCATATCTGGTGTTAGGCGGCCAG 

GGGAGGTGCTCGAGTGTATTGAAAGAAGAGTGGGACTTATTTGAGAAGTT 

TTTCCCTTATCAAGTAACAGAGCGGGGGTGTGCCCTGACTTTAAGTTTGT 
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TACCAGCCCAATTCCGAGAGACCCTCTCCATCAAAGG 
>Sequence 16 

tggtcgttgattctccx:gcggtggcggccgcccgggcaggacgcgggaag 

aggtaattttaatgccattttcatgggacacttgggagctagattag^ 

aagccaagactagaatcggggagatgagttgcagagggaagtggtgaagg 

tctgaaggaaggtaggaaaaggtcggacacattccagacatatttagggg 

tggaggtggttggatatggggagtttaaaggggaagg aatgt ggggtgat 

CTGGGTGGTGAGTCAGTCGGTATTGGTGACTTGTAATCATTTTCGGTTGG 

aaaacagtttgactgtgcgctctttcatattttaactt tgga gcctctcg 

CCTTTCTAATTTTGTGTATTCTCATTTTTACTGGTTCACTTTTGGGGTTA 

tcagaaccctccgtttttaaaattttccccggtttccaaatt tccctt cc 
cttaaatattgttcattttggcccttttgtaatatttctaaaatttttcc 
atttttcaatattttggatgctgtgaaatttttaataaaatatctgttgg 
caaaattatattgtttaccatatcagtcattggggttccttgccctcatt 

acattctatacccctttggcc 

>Sequence 17 

GGGAGTCTGTGCTCATTCGGGTGGCCGGCCGCCCGGGCAG GTGAC TTTAG 

TCCTCACTCTGTGGGCAGGGGCATTACAGCATAGGGGTCCCTTTTGTCAG 

GGATTTATGATGGCATCACACGCAGGATTCAGAGAGCATGAATTGAAAAA 

TACATATGATTGGCTGGGCGTGGAGGCTTATGCCTGTAATCCCAGCACTT 

TGGGAGGCTGAGGTGGGTGGATCACCTGAGGTCGGGAGTTCGAGACCAGT 

CTGACCAACATGGAGAAACCCTTTCTCTACTAAAAATACAAAATTAGCCG 

GGCGTGGTGGCACATGCCTGTAATCCCAGCTACTAGGGAGGCTGAGGCAG 

GAGAATTGCTTGAACCTGGGAGGCGGAGGTTGCAGCGAGCCGAGATTGTG 

CCACTGCACTCCAGCCTGGACAATAAGAGCGAAACTCCATCTCAAAANAA 

AAAAAAAAAAAAATGGTACCTT 

>Sequence 18 

TGGCGATCGAGACCTNACCGCGGTGGCGGCCGAGGTACGATTCTACTGTT 

TTGTCTTCTAGGATCAACTCGGTCATTACCACAGCTCAAACCTGCTTTGG 

GACTCCCTCCCACAAAACTGGCTCCGGATCAGGGAACACTACCAAACCAA 

CAGCAGTCAAATCAGGTCTTTCCTTCTTTAAGTCTGATACCATTAACACA 

GATGCTCACACTGGGGCCAGATCTGCATCTGTTAAATCCTGCTGCAGGAA 

TGACACCTGGTACCTGCCCG 

>Sequence 19 

CCGGGCAGGTACri I'l'l'l 1 1 1 11 1 11 l l l'l l Al 11 Tl-l 11 rm M 1 1 1 1 

1 1 1 1 Tl IC CCCCGGGAGAGGAATTGGGAAGAGCAAATTGCTGCTGAAAAT 

TTCTACATTGATCCAGACAAACAAGTTAGAGCAGGCTGAAAAAGAACCCT 

TGGTGTTTTTACTGTGTTCAACCAGATCAACTGGAAAAGTATAGATACCT 

TAATTAGCACTGTGCTCTGTGGGATTCTGGTCAGCCTGGCCCAGTGGTTT 

TirrCCCCTGAACACGCCTGAAAGGGGAGCTCATAATGACTGCTGTGCAG 

GTGGGCGGGGAGGGGGCTTCCTATTTGATTTAGTGGCTGATCAATGCCAG 

TTACCAATTATTGGTAGCCCCATTTATACATGGTGGAAAAAAAGTACCT 

>Sequence 20 

TGGGGTGTTGGCTGGTAGCGCGCTTCGGCCGAGOCACCACAA'l'rrrrriA 

agttctaaggtagciu"icix:aaagaaaaccatttcagggtgtccattaaa 

agagcatcnxk:gaatrgtttttgcagggactcctaatcagtt^ 

tagaatgtaagcaaagtcacaaacctxxx:gtaagaatttggttcacx:agg 

ACACAGCrcCTXrrcTTATGAAGGGATGAGAAGCAGACOCX^ 

CCACAGTCTCXXrrGGAAACAGCAGCAGGCTTtKKK5AATG<^^ 

CTATGCCATTCAAGGTCTCAGGTTITTTGGTTAAAAATACAACTTAGGCC 

AACTGCAGTGGCTCATGCCTGTAATTAATTCCAACTCTGGGAGGCCCGAG 

CGGGTGGATCTCCTGGGGTCAGGGGTTTGAGACCAGCCTGGCCAACATGG 

TGGAACCCCATCTCTACTAAAAATCCCTGTGGGTACATTTAATGAGGAAA 

AAAAGGTCCTTGCCCGGCCGGCGGTTTAAACTAAGG 

>Sequence 2 1 

TGGGGAACGTTGTTCGACTCCGGGTGGCGGCCGAGGTACGATTCTACTGT 
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TTTGTCTTCTAGGATCAACTCGGTCATTACCACAGCTCAAACCTGCTTTG 
GGACTCCCTCCCACAAAACTGGCTCCGGATCAGGGAACACTACCAAACCA 
ACAGCAGTCAAATCAGGTCTTTCCTTCTTTAAGTCTGATACCATTAACAC 
AGATGCTCACACTGGGGCCAGATCTGCATCTGTTAAATCCTGCTGCAGGA 

ATGACGCCTGGTACCTGCCCG 
>Sequence 22 

TTATGTACGTCGACTCACCGCGGTGGCGGCCGAGGTACAGAGTAGAGAGA 

GTTCTGCAGGGATGAAGTGGGAGACGTTGATAGGACCAGACCAGACCAGG 

CCTTGTAGGCCATGGAAGGACTTTGGATTTTACACCAAGTGCAACAGGTA 

ACTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGACAATTT 

GAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGA 

AGAAAAGGAAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATAT 

GTAATGGTGGCTTGGCCAGGGTGGTGGATGNNCATAATTTTTTTATTGTG 

TGAAATTTATTTCCTTATTAATTTTTGAAACAACTTACTAACTCTGAGTA 

TAAAATTTAAAGACTGGGTTTCCAAAATATGATTCCTTATTTCATTGAAT 

GTTATAGCTCTA ATTGTTC r 11 11 1 1 i 1 TTCTG ATACATTATTTTTCTAC 

TATATTACTAAATCTTAAAATCTCGGTTAGAGTCTGATATAT AATGGGT C 

CATTTrAAGTGTCTCTCri l i i iACAAA TTGCGTAGTAGT TTG 11111"! 1 

TACTTTTAATTAATATAAGTCrrTTAATTTTTTATm^ 

> Sequence 23 

GGGTGATGAGACTTCATCGCGGTGGCGGCCGAGGTACACAGTAGAGAGAG 

TTCTGCAGGGATGAAGTGGGAGACGTTGATAGGACCAGACCAGACCAGGC 

CTTGTAGGCCATGGAAGGACTTTGGATTTTACACCAAGTGCAACAGGTAA 

CTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGACAATTTG 

AACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAA 

GAAAAGGAAGAGAGCAGTTTGGAAGCTACTACTGTTGTCC CAGAAATATG 

TAATGGTGGCTTGGCCCAGGTGGGTGG^^^^^^^^^^^ATATAAATT^^ 

TTACATTGTAACCTCGTCTACTATTTCTCAACCAAATTATATATTGGTCC 

TCATTTAAAATAAGAACTAGTTCCCAAAAATGAATATATCTAAGGTCTTA 

CITACCGGTATGAGAACCATTTTAACCTGTTTGGCCCGCTTATATTTATT 

GAATTCAJCCTATTTTGCCTGAATAGAACAAATTCGCTTCTGGGGGCCTT 

ATTCGTTA 11111 CTATTTAATTGTATTCCGTC ATTCA ATAGTGTGG GCC 

GAGGGTCAGCTTTTGTTTACTGTTTAAGTTTrrTTATCCrrc 

TATTGACAAAAAAT 

>Sequence 24 

TGGAGTATCCTCACCGCGGGGCGGCCGAGGTACAAAAAAAGCACAGCCTG 

GCTCTGGGTTAGAGACATGCTGACTGATGAGATCACCAAGGCAGCTGCAA 

AGGAGAGTCCGGTAGTGAAAGGCAATGCGCTGTTAGCTCTAAGCAGCCTT 

GCTGTCGTCGTATCTAGACATGAAGCCAGCCTCTCCTCAGACTCTGACGG 

GCTCCTGGAGGTTCAACCTAATTrCCTTTCAATGAAAGAGTGGGTTTCCA 

TGGTACCTGCCCG 
>Sequence 25 

TGGGGNATGTATCAGCTCCACCGGGTGGCGGCCGCCCGGGCAGGTACGCG 
GGAGGCACATTCTTTTCTACGTGAAGAGTTTTGTAAACTGAACTTTGTT^ 
TCAGTTCCGGCTCCAGCXVlTCCTGGGGTAGCTrGOCAATAGATGAATCCC 
ACTCGTTTGACCa^TGACGCTCCTTCTTlTC^ 

OVGCAGTGCATGTCCACCATACCACCTGAGAGTCTGTGGAATCTAATrrr 

CTGTTATACTTCTTIXXnTACACTCATT^^ . 

CTAA Cri ' lilCl CCTCVUUlGGGATAGCTGC Cnitj C IIlC AT GAAAACAC^ 

CTTTTCTAATGGGGAATTAAAAGAAGGCCTTTCCATT^^ 

CCTTGACAGAATTTATTAATAAATAGGGCCTTTCAAAGGGGAAACCGTTC 

CAACATGCCTACAGAATGTTTTATAACCATGAAATATTTACTGGCGTTAA 

GTCCAAAATGCTGACTATCCrGGTCCGTATCCITTCGACCACTG^ 

TATAAnTTGCAGGTGAATGGTC 

>Sequence 26 

TGGGATGTGCCTCATCGGGGGCGGCCGAGGTACGGATACAATTCCGCTGA 
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GTTAGATTCCAAATTCTAACCTCTCCATCACACGCCCCAGAAAGGACAGT 

AGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTGACTCCATCACGGTGAC 

CATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAGTTTGGTA 

GCATTTAAAGCTCITATATATrCTCGTGGGACCTCAAAAGGATGTAAAGC 

AGGATCATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGA 

CATAATTGTCCGGATTCCGGCTCAGCATCTTCACCTTCATCTCGGTTGCT 

CTTC 

>Sequence 27 

CTCCCTCATATTACTATTCTATCTCGTAATTATTGTTAATTAATTTACAA 

TATTTTATCAATTAGTAATCTTTTCTTAATTTAACAANNANCNCAN^^ 

GTCTGTTGTCGATCCGCTTCCACGCGGCGGCGGCCGAGGTACGGATACAA 

TTCCGCTGAGTTAGATTCCAAATTCTAACCTCTCCATCACACGCCCCAGA 

AAGGACAGTAGCCAGCTTGTCTGGATGCTTTGCCAAGCAATTGACTCCAT 

CACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCC 

AGTTTGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGG 

ATGTAAAGCAGGATCATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGG 

TTTCGCGGACATAATTGTCCGGATTCCGGCTCAGCATCTTCACCTTTATC 

TCGGTTGCTCTTC 

>Sequence 28 

TGGACTGTGCGCCTTTCCGCGGGGCGGCCGAGGTACTCAGTTTCCTTATC 

TATAACATGGGGATAATATTAGTAGCTACATCGTTGTTAT GAGG ATCAAT 

ATCTGTAAAGCTCTTAGAACATGCATTTTTCTTCTACTAAATTTTAAGGT 

CTGGCAGGCGCGGTGGCTCACACCTGGAATCCCAGCACTGTGGAAGGCTG 

AGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACTGC 

TTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCC 

AACAATrATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAAGA 

AACCAGACTTAAACATATGAAAAGTTAAACATTGGCCAGGCACAGTGGCT 

CATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAGGATCACCTG 

AGGTCACGAGTTCGAGACCAGCCTGACCAGCATGGAGAAACCCCATCTGT 

ACTAAAAATACAAAACTAGTTGGGCATGGTGGCGCATGCCTGTGATCCCA 

GCTACTTGAGAGGCTGAGGCGGGAGAATCACTTGAACCCGGGAGGTCTAG 

CGGCCGACCGGGCAGGACGCGGTGAT 

>Sequence 29 

TGGATTATGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACTCAGTTTCCTT 

ATCTATAACATGGGGATAATATTAGTAGCTACATCGTTGTTATGAGGATC 

AATATCTGTAAAGCTCTTAGAACATGCATTTTTCTTCTACTAAATTTTAA 

GGTCTGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAG 

GCTGAGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAA 

CTGCTTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAA 

ATCCAACAATTATAAACAGTCTCTGCCnTTAAGGAGCTTATAGTCTAGTT 

AAGAAACCAGACTTAAACATTGAAAAAGTTAACATTGGCCAGGCACAGGG 

GCTCATGCCTATAATCCCAACACTTTGGGAGGCCAAGGCAGGAGGATCAC 

CTTGAOGTAAGGGTTrO^GACCCGCCTGACCACATTGAGAAAACCCCTTT 

TTTCTTAAAATCCAAACCTGTTGGCT 

>Sequence 30 

TGGGGATGTTGCAGCTXrroXCCGCGGNGGCGGCXXjAGGTACrrCAGTT^ 

TTATCTATAACATGGGGATAATATTAGTAGCTACATCGTTGTTATGAGGA 

TCAATATCTGTAAAGCTCTTAGAACATGCA11"111C1"ICTACTAAATT^ 

AAGGTCTGGCAGGCGCGGTGGCrcACACCrGGTATCCCAGCACTC 

GGCTGAGGTGGGGGCAGTG<KK5AGCGAGGGG'ITGTTACTACTCCAATGTA 

ACTGCTTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGA 

AATCCAACAATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGT 

TAAGAAACCAGACTTAAACATATGAAAAGTTAAACATTGGCCAGGCACAG 

TGGCTCATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAGGATC 

ACCTGAGGTCAGGAGTTCGAGACCAGCCTGACCAGCATGGAGAAACCCCA 

TCTCTACTAAAAATACAAAACTAGTTGGGCATGGTGGCGCATGCCTGTGA 
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TCCCAGCTACTTGAGAGGCTGAGGCGGGAGAATCACTTGAACCTCGGAGG 

TCGAGCGGNCGCCCCGGCAGGACGCGTGGGATGN 

>Sequence3l 

GACTGATGTCGACTCCCCGCGGTGGCGGCCGAGGTACTCAGTTTCCTTAT 

CTATAACATGGGGATAATATTAGTA GCTACA TCGTrGTTAT GAGG ATCAA 

TATCTGTAAAGCTCTTAGAACATGCA ri'l I IC'I TCTACTAAATTTTAAGG 

TCTCGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAGGC 

TGAGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACT 

GCTTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAAT 

CCAACAATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAA 

GAAACCAGACTTAAACATATGAAAAAGTTAACATTGGGCCAGCACAGTGG 

CTCATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAAGATCACC 

CTGAGTAAGGAGTTCGAGACCAGCCTGACCAGCATGGAGAAACCCCATTC 

TACTAAAAATACAAAACTAGTTGGCAATGTGG 
>Sequence 32 

TGGGATGTGCCCCTCCGGGGGCGGCCGAGGTACGTATGCACTTGCTTGCC 

ATCTAAGCAGGGACAATGGCAGTTCATATCATGATGTTACTTTGATTCTC 

TGACCAAACTGGCCTGTGAGCACCCTGGGCCTITCTTCCTCTGTCAAAGG 

CCTTAAGACAGGTTTACCCTGTAGCCAGGTCTGGAAGACAGAGCTGGGTT 

AAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGA 

AAAGGATGTAACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAG 

GCAGGGAAGTGGCTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGA 

GAGTAAGCCTAAGCAAACTCAAGTGGGAAGGGGAGTGGGCTGTAAAATAG 

TTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGATGTGTAGAAAGGTAA 

CAGTCAACAGTTCTCCTAACAAGACAGCTTCAAAGCAGCAGCTATAGTGG 

AGCATTCCTGAGGCCTGCTGCAGATCAAAGCATGAATGT GCAGA CTGGTC 

CTCTTGCCCAGCGTTTCTTTCAAATCTTTGCACATGTTATATTTTAGAGG 

CAAGTTCAGTTCTAGAGGAGCTGGCCTGC 

>Sequence 33 

TGCCTGATGTTTGATCGAGTTCCCCGCGGTGGCGGCCGAGGTACGTATGC 

ACTTGCTTGCCATCTAAGCAGGGACAATGGCAGTTCATATCATGATGTTA 

CTTTGATTCTCTGACCAAACTGGCCTGTGAGCACCCTGGGCCTTTCTTCC 

TCTGTCAAAGGCCTTAAGACAGGTTTACCCTGTAGCCAGGCTCTGGAAGA 

CAGAGCTGGGTTAAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACA 

TTCCTACGCGGAAAAGGATGTAACACGGGGCCACATCCTATGCCCAATCC 

CAAGGCAGGGAGGCAGGGAAGTGGCTGCCAAACCTGTTGTAGGAGAGTAA 

TAAATGACTTGAGAGTAAGCCTAAGCAAACTCAAGTGGGAAGGGGAGTGG 

GCTGTAAAATAGTTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGATGG 

GTAAAAAAGGAACAGTCAACAGTrrTCCTACAAGACAGTTTAAAGCAGCA 

GTnTGGGGAGCATTCCTGAGCCTGGG 

>Sequence 34 

TGTrACGATGCTCATCGGGGGCGGNCGAGGTACX:AGTTAAAGTCTTCTAG 

CCTGTATCX:CCACTCX:TTTTTGCX:ACTTGCAAATTCGGTAGCCCAGTrAC 

CCAGAGGGAGGCATAGGAGGGAAAACGAAGACTGAAAAGGGCTAATATGA 

GTTTroTCTCTTACAATTTATCKK^ATC^ 

CATTAAATCATTAAACATTXrrATCCAAATAGGATGCCXnTCTGT^ 

GCATATTTGGAAACCATACTGCCTGTTTAACTTATGCACrc^ 

CTTACAGTATCTXjTnrrOCCACAATACTrGCAGTCATATCAOTTAC^ 

ctgggtgtgtattggttcaaaaggacctacctacaaggttat atcaai x^ 

attgtccaatttgag>C5attttttctgaatccagttaaa^ 
ctacacctggggacacttcccaggacaacaatgacttgtagtctagtgcc 
caagaaagccaaaaaggcccggcaaccttggttgccaccagatccccaac 
agacagattctaagggagaagagagtttatcaactaacactcacagg 

>Sequence 35 

GGTATGTTGGNCAKIXTAGAAGCCCTCTCCGCGGTGGCGGCCGAGGTACG 
GATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCTCTCCATCACACG 
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CCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTTT GCCAA GCAATTG 

ACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATAC 

TCGTTCCAGTTTGGTAGCATnrAAAGCTCTTATATATTCTCGTGGGACCT 

CAAAAGGATGTAAAGCAGGATCATAGTTTCTTGGAACTCTCTGTAAGTCC 

AACTTGGTTTCGCGGACATAATTGTCCGGATTCCGGCTCAGCATCTTCAC 

CTTCATCTCGGTTGCTCTTC 

>Sequence 36 

CTAATTACTCTATCGATTTCTTATAACTCTCATAT GATA TATTTGTTCAT 

CTrATTCATGCTTCAATTAGACGGTTTACTATACT TTTTATT C 

GTACTTCTCATTATCTACTATAANNTTATAATGANTTTTTTGGCGTCTrC 

GAATCCCCGTCGAGGTACATTTGTGTTTTATTGTGAAGGGTCCTCAACTG 

TGTGGCTGATTCAGGCTGTCCCCACTGCAATGTATGGAGAGGAGAGAAAG 

GGATGAAAGTGAAGGCAGGGGGGGGGATGTTTGTTTCACGGGGTGAACTT 

CTGCCTGAGCAAGTTGATGTTGGCTTCCGAGGTATTTGGACACTTTCTTT 

CAATACATTTTTATTTAGCACTTATTCTGTGTCT GCTGC CCTGGGATACC 

AGAGTGAATAAACAGATTAAAAGGTCCCTGCCCT TTTGGAGCCTACA GTC 

TTTTTGTAGAGAAAATTGAATTGATAAACCATACC l l I 1 I I I I I i I I TGA 

ATTTTGGTGGGTTTTTTTTAAGGTTAGAACAAATGCTTAGGGTGGGAAAG 

GCCCCCACAGAAAGGGGTGAGGGGGAGTTACCTTTCCCCGGTCGGGCCCT 

TTTCAGGGATTAACCCAGGAAATAAAACCTTGTA GGCAAA AATG GCCCAT 

CAAAAAGGCCAAGGAACCGTTAAAAAGGCCCCCGTTTTTTGTCCATTTTT 

TTCATTAGGGTTTCGCCCCCCCTTTCCAGGGCTTC ACAA AAATTTCGCCC 

CKrrAAATTAAAGGTTGGGGATACCCCCCAGGGCTTTTAATATTCCCCAG 

GGTTTTCCCCTT 
>Sequence 37 

GGAGCGTTGAACCCNTTTTAGTAGCGCTCTCCCGGGTGGCGGCCGCCCGG 

GCAGGTACGCGGGGGCAACATGGCGGCCTTAGCAAGCTATAGCTGCGAGA 

TTTGAATTACTCCACTCGTAGCTATTGCATTCCTGACGATGGCCTCTGTG 

GCTTCGTGCGATTCGCGTCCGAGCTCAGACGAGCTCCCTGGAGACCCCTC 

TTCACAAGAAGAAGATGAGGACTATGATTTTGAAGATCGGGTCAGCGACT 

CGGGTTCATATTCCTCAGCGAGTAGCGATTATG ATGAT CTTGAGCCTGAA 

TGGCTGGACAGTGTGCAGAAAAATGGAGAGCTGTTTTATTTGGAATTGAG 

TGAGGATGAAGAAGAAAGCCTCCTTCCTGAGACACCAACTGTGAACCATG 

TCAGGTTCAGTGAAAATGAGATTATCATTGAAGATGACTACCNNNNANAA 

NATTTTTAAAAAAAGTACCT 

>Sequence 38 

tgagcgtacgagccctctctgggggccgccgaggtacttaag l 1 1 1 rctt 

cagttacagctaccatgtgaaaataattctctgcttatcaagtttacaac 

tttagaatttcctgttttaaagttttctcatttacttatcac^ 

cttctttttgccaaacgctatagtagcacattaaaaggagactgatgtga 

aatcaactctgtgcaaaaagtattgggtgcrttggtagaagtctatacag 

aagacactggagacacaaaaatgaattttgtccaggtgagttgatgtcag 

aaaaggcttaataatggagatgaggccgggcatggtggttcacacctgta 

atcccvvccrrgtttgggaggctgaggcaggtagatcacttg agacca ggag 

tttgagaccagcccagccaacatggaoaatcctgtctccacntm 

aataaaaaatattntgttcctgccx;g 

>Seqttence 39 

TGACXjTTGATTCAGAGCCCTCACCXKXX5TGGCGGC^ 

GCGGGAAAGCAAAACGACAAGCACGCCCTOAGCAGAGCCCCGGGAATTCA 

acctttaagtggai'aacttggcttctcgtttgcc^ 
aaacagatgaaacagcctattgtccatttcaacaggattt ttcag gagtg 

gggatgatctttcaaattatccacaacitaattatttaatatt^^ 

tcaattacctaagacacggcatcgtcactgaccaatcagaagagatgcca 

gtagttgggcgcagtggcagcacntgggaggctgagtggacagatcacc 

tggggtcaggagttcgagaccagcctggcctacatggtgaaaccccatct 

ctactaaaaatacaaaaatgagccaggcatggggggcacctgtaatccca 
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GCTACTTGACAGAGTGAGCCTCTGTCTCAAAAAAAAAAAAAAAAAAAAAA 

GTACCT 
>Sequence 40 

TGGGCGTTGACTGGATGCGCTCCCCGCGGTGGCGGCCGAGGTACAGTTTA 

GAAAACTGTGGGGCTGAGTCCTCGGGGCCGTGGGGCGCAGCGTGGCTGAT 

CACCATCATAACGGGCCTATGGGGATACATTCTCTTAGA CATTT TGAAGT 

AATTAATGCTCTCGTTAGTGATTAAGTCnXjTGAAGTAGTCCTTTGCATAA 

TCAAATCCATGCTTTTCrTTGATGCCATTGCGACAAACAGTGTAATTATA 

GAAGCGAGAATTCTTGATTAATCCAAG CCATT CTCGCCACCCAGGGGGGA 

TGTAGCTGCCATTATATTCATTGAGGTATTTTCCAAAAAAGGCTGTTCTG 

TAGCCAGTG1TGTTAAGATATACAGCAAAAGTCCGAGGCTCATGCATGGC 

CTGCCACGAGGGGGAAGAGCAGTTCTCGTTGTTGGTGTAGACATTGTGAT 

TGTGCACATACTTCCCGGTGAGCATGGAGGACCGTGACGGGCAGCACATG 

GGTTGTAGTCACAAAGGCATTGATGAAAGTGGCCCCCCCATGTTCCATAA 

TCTTTCTCGTTTTGTTCATGACTTGCAAGGACCCCAG CTCCA CATCTTGA 

TCATCGGTAAGCACAAGAATAATGTTGGGTCGGATG 1 I 1 1 1 
>Sequence 41 

TGGAGTGCTAAGCNAAANTTCAGAAGCGCTCTACCGCGGTGGCGGCCGCC 

CGGGCAGGTACACGTGCACATTGTGCAGGTTAGTTACATATGTATACATG 

AGCCATGCTGGTGCGCTGCACCATGGCACATGCATATCTATGTAACAAAC 

TTGCATGTTCTGCACATGTATCACAGAACTTAAAGTGTAATAAAAAAAGA 

AAGAAAAACAGCATGCAATTCAGCCCACACAAAAAAAAGAAGTCAAAGAC 

AGCGAGAATTCTTAAAACAGCAATAAAAAGTATAAAGTCACTCTAAAGGA 

ATCCCCGTTAGATTAACAACACATTTCTTAAGAGAAATCTAACAGGCCAG 

GAGAGAATGGGATGACATATTCAAAGTGTTAAAGGGGGGGAAAAAACTCC 

ACTCAAGACTACACCCAGAAAAGCTATCTTTCAGAAATGGAGATAAAAAC 

ATCTTTCCXZAGACAAAGAAAAACTAAGAGAATrTACTACCACTCACCAGC 

CTTACCAAAAAATGCCCAAGGGAGTCCTACATCTAAAGCAAAACGACAAT 

CATCACGAAAACATGCAAAAGCATAAAACTAACTTGTACCT 

>Sequence 42 

TGGTCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCG 

GACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAA 

CTATGATCCTGCTTTACATCCTTrrGAGGTCCCACGAGAATATATAAGAG 

CTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATrCCTTGCT 

TCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGA 

GAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTT 

GGAATCTAACTCAGCGGAATTGTATCCGTACCT 

>Sequence 43 

attggagctccccgcggtggcggcccggagagcaaccgagatgaaggtga 
agatgctgagccggaatccggacaattatgtccgcgaaaccaagttggac 

ttacag agagttccaag aaactatg atcctgctttacatcci l l i gaggt 

cccacgagaatatataagagctttaaatgctaccaaactggaacgagtat 

ttgcaaaaccattcx:ttgcttcgctggatggtcaccgtgatggagtcaat 

tgcttggcaaagcatccagagaagctggctactgtcctttctggggcgtg 

tgatggagaggttagaattrggaatctaactcagcggaattgtatccgta 

CCT 

>Sequence 44 

CCGGGCAGGTACllI 11 1 1111 11 rm 1 11 111 II IICTACTCTGOAAG 

CTGAGGTGGAAGGATTCCITGAGCCCAGGAGTITGAGGCTGCAGTC 

ATGATCACAACACTGCACrCAAGCCTGGGCAACAGAG CAAGA CCCTGACT 

GTAAAAAAA l ri ri riA CATTAATTTTTAAAAGTGAGGTTl^ 

GATTGTGTAGGTTTCTCCTAGCT^CCAAAGTATCCG GCTCCT ACGACTCTA 

AATATAACCTTCAAGGAAAGTGGAGCTGGTTTACTCTTTTCT 

CAAGCCATTCCTGGCTGGGCGTGGTGGCTCATGCCTATAATCCCAGCACT 

TTGGGAGGCCCCGCGTACCT 
>Sequence 45 
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CCGGGCAGGTACGCGGGAATTCAAGATGGATTAAAGATTTAAACGTTAGA 
CCTAAAAGCATAAAAACCCTAGAAGAAAATCTAGGCAATACCATTGAGGA 
CATAGGCATGGACAAAGACTTCATGACTAAAACACCAAAAGCAATGGCAC 
CAAAAGCCAAAATAGACAAATGGGATCTAACTAAACTAAAGAAGGTTTTG 
CCCAGCAAAAGAAACCTACCTTCAGAG TGGAC CGGGCAACCTTCCCGAT T 

GGGGGAAAATrrTTTGGAAATTTGGCCCnTTTGA^ 
CCCCGAATirrATAAAGGACITTrAACCAAATTTTCCC^^ 

>Sequence 46 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACTCGGGAGATCGTGCCACTGCC 

CTCCAGCCTGAGAGAAAGAAACTCTGTCTCTAAAAAAAAA AAGAA AGAAA 

GATGTCAGTGCTATTTATAGTAATACAAAAATTTAATGTAATTTTTGTCA 

AAATCTCAATGGTATATTTTTGCAGATTTTTCAAATTATATATATATGAT 

TTATAAATTATTGTTATAGATTCCTGGAAAGTTAATCCATCTCACCATTA 

CATAATACCAATCTCTCTCGGCCGGGCGCAGTGGCTCACGCCTGTAGTCT 

CAGCACTTTGGGAGTCCGAGGCGGGTGAATCATGAGGTCCAGAGATCGAG 

ACCATCCTGGCCAACAAGGTGAAACCCCATCTCTACTAAAAATA 

>Sequence 47 

CACACACTCTTCTATTCTGCTCGCTCTATTTCTCGTGTCTTGCACTACGT 

ATCTTCTTCCTCTATGTTCTTCT 

>Sequcncc 48 

GACGTAGTCCTCTCCGCGGTGGCGGCCGCCCGGCCAGGTACAAGGACATG 

CTGGATGCCAAGCAGTTCCCCCCTACCGTCTCACTGCCCCTCAAGACTTC 

AAGGCCACTCTCCCCATAAACATCAGACTACAGATTTAGGTGGAAGAGCA 

GCCATGTTTGAAGGGCACATGTGATGAGTGGGGGGCAGCAAGATGCCATT 

TCTGCATCTCCCAGAAGGGATGAGTCTTTGTCCCGATGCAAGOXCCTAT 

TCGTTGGGCTCCCAGCAGTGCITACCTTCTACAGCGTTCACTCATTTTGT 

TCTTTCCCCCCAA Cri ' i ' lU ' I44 ' i i ' llG AAACGGGGTCTTGGTTTGTCCCC 

CAGGCTTGGAGTGCACTGGACTTGGTCCTCTGCTTGATGGAACCCTCTGG 

CCTCCCAGGTTTAAAGCGATTCCTTCTTGCCTTAACCCTTCCA GAGTAG C 

GTGGGAATTCCAGAATACGTGCGCAACCATTCCCCGGGTTAATTTTTTAT 

ATTTTTAAGAGACCGGGAATTCAACCATGGTGGGTTTAGGCTTGGTCTTG 

GAAACTCCTCACCCTCAGGTGGAAGCCACATGACTCTGGCT CTCCA AAGT 

GCTTGCCATTACAGGCGTGGAGCCACTAGGGCCTGACTTCCCTTTTCCTT 

TCCTGCCCCAGGCCGAACCACATC 

>Sequence 49 

GCCCCTTGGGGGAAAAAAGGCCAAAAGTTGTTCCTGGGGAAAAATTTTTT 

CCCTTCCACAATTCCCAAAAAATTTAAACCGGGG AAAAA AAAGAAAAAAC 

CGGGTGGGCCCCCAAGGGGGGCCCCACACCAAAATTTTGTGGGGCGCCCC 

TCCCCCCCTTTTTAAAGGAAAAAAATCTGGCCCCCTT TTAATTAATAC AC 

CCCCCCCCCCGGGGGGGGGGGGGTITAAAATTCCCCCirrillirrTlCA 

TATATAAAGGGG 
>Sequence 50 

GGTAGTTGCATACCGTGGGCGGCCGGAAGAGCAACCGAGATGAAGGTGAA 

GATGCTCAGCCGGAATCCGGACAATTATGTCCGCGAAAC CAAG TTGGACT 

TACAGAGAGTTCCAAGAAACTATGATCCTiKrrrTACATCCTrrTGAGGTC 

CCACGAGAATATATAAGAGCITrAAATGCTACX:AAACTGGAACGAGTATT 

TGCAAAACCATTCCTTGCTTCXSCTGGATGGTCACCGTGATGGAGTCAATT 

GCTTGGCAAAGCATCCAGAGAAGCTXKKrrACTOTCCT^^ 
GATGGAGAGGTTAGAATTTGGAATCTAACTCAGOGGAATTGTATCCGTAC 

CT 

>Sequencc 51 

TGCGCTATGATGCTCTCCGTGGGCGGCCGAGGTACCTCAGCATATATTGG 

AAGTGTTTTAGAGTTGGTGAGTTCCCCGTGCCTTCCAGAACTGAACGCTA 

GGAGGAGCAGCCAGTGAGGACAGACGTCTATGCAGAAACATGGGGAACCT 

CTGGAAATGACACACTCTCCGGGCACAGGGGGCCATTCGTCCATCT TGAG 

GTGGACTAATCATGGAGATTCTCGCAGGGCCGGCTGCTATCTCAGATTTT 
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CTAATCGGAGAAGGAGAGAGATCAACTTCCATCGACTCCAGTCTGTCGGG 

GGCTGATGAGTGAGGTGGCAGCAGGCATCCGCGTGGATTTGTTGAAACTG 

GACTTTTTATTGTGCTGAAAGCTGCTTGTTGTGATGATCTCATACTTTGT 

AGTTGTrCTATCTGCAGCACTGACTTCCTAAGGGATTCTT CCAAC CTAGA 

AATCITTTCITCTATGGAAGGCTTACAATCrrTT^ 

AAATTCTTAAAATTGGGAGGTTTTCCTGGAGTACCTGCCCGGGCGGGCGC 
TCGAAAATAATCTCTCTGCTCCTATCTTAGGTTACTATTCCGGGGAGCCC 
TGGATACCCCTTTTTTTCTTTCCCACTGGGCCCCTT 
>Sequence 52 

TAGTTGATGCCNATCTTTNGANGCCNCCCCCGCGGTGGCGGCCGAGGTAC 

I - rriTi i i i ' lTl 11 1 i l l i I I G GC ATTCTG AAAATTCATGAGGCTGTGTT 

TTAGGTGAGGCTATTTCTTCATTCACTGAACGGGGCACCCA ACAGG CTCT 

TAATATGAAGACTTGGGCCCTTCCTGAGTTCTAGAAAA GCAT TTTTACTA 

GTTCTTCAGTAATTTCCCCTCCCCTTCATTCTCTGTTCTCTTTTCCTCGG 

ACTCCAATTGGATCTTGGGCCTCTAAGTATAGGCAAGATCATGTTTCTAA 

AAAGGTTCTTAGAGGGAGGGAGTTCCTGGGAGTGTTATGTGGGGTGGTGC 

AGAAGGTGCTAACAGGTGGGTTTCTCTTTAGGATGAGCAGGT GGGAT GCC 

AACTGTCAGGCTGGGACCTTTCCCTCCAGTGCTAAAATGAAAGTTTTATT 

CTGGTCCTTTGACATCCACACCAGAAGTCTTGACTTTCCCTTCCGCGGAC 

ATTATATATTTTATTTTTTATTTATCTATTATTTAATTC^ 

TTTTTCCTATTCTATTTCCTCTGGGGGGAAGG GCCCCC TCGTTTATAAAC 

TGGG ATTA ATTGGTTCCATAAGG AA AACTCTA r 1" ITI CT 
>Sequence 53 

CACTTACTGAATTATGTCTTGACTATTATAAGTTATTACTCTATATTCAT 

TGATCTATATAATTTTATA ri rri l l ACACCCAACCAAGATGTTTCCTCT 

CGTTGGCGCGCCAACGGGGGCTGCCGAAGAGCGACCGAGATGAAGGTGAA 

GATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACT 

TACAGAGAGTTCCAGGAAACTATGATCCTGCrTTACATCrTTTTGAGGTC 

CCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATT 

TGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATT 

GCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCnTCTGGGGCGTGT 

GATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAAATGTATCCGTAC 

CT 

>Sequence 54 

ACTTATTACCTACATGTTACrrCTTATCTTTGTTCCTAATATAGTATATG 

TTCGAAATATTATATCATATTTTTGATATTATTTTATTAATAATTTAT^ 

ATATTACThnWNNTGGTGTGTTGACCATTTGGAGCCCTTCACGCGGAGGC 

GGCCGAGGTACACTGGGAAAATGAAGAACTTAACTACATAAAAATAGAGG 

GACAGTCAAAACTTCACAGGGGGGAAATCAAGTTAAATTCAGAGCTGGAT 

TTAGATGATGCCATTCTAGAGAAGTITGCTTTCTCCAATGCTCTATGCCT 

TTCTGTAAAACrGGCAATTTGGGAAGCATCACTGGATAAATTTATTGAAT 

CTATTCAGTCAATTCCTGAGGCnTTAAAAGCTGGGAAGAAAGTGAAACTA 

TCTCATGAAGAAGTTATGCAGAAAATCGGTGAACTCTTTGCTCTAAGGCA 

CCGTATAAACnTGAGTTCAGACITCCTGATTACTCCTGATTTCTACTGGG 

ACAGAGAAAACCTGGAAGGACTTTACGATAAAACGTGTCAATTCCTTAGC 

ATTGGCCGAAGAGTTAAGGTCATGAATGAAAAACTTAAGCACTGCATGGA 

ACTAACAGATCTAATGCGGAATCACCTGAATGAGAAGAGGGCACTTCGCT 

TGGAGGGGAAGATTOTCAATCCTATTACCATAGAAGGAATGGTTGAGCT 

GGACCVlGTTITrrTTGATCAGTGATACCAAQTQTAC^^ 

GTG 

>Sequence55 . 

TCCTCX:CCTCCCITCCrriTGTTACATCATTTATTTA 
TCTTCTCTATTCTCATTACTCACGTTATXnXXnTCT 
AGTCGTTTA l ri 11 IN GACTNaWbnWTNmTGTTGTTG 
CCGAGGCGGCGGCCGCCCGGGCAGGTACTTTGCAAAGTGGATGCAGCA 

>Sequence 56 
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nrCGATTGAGACTCTCCGAGGCGCGGCCGGAAGAGCAACCGAGATGAAG 

GTGAAGATGCTGAGCCGGAATCCGGACAATTATGT CCGC GAAA CCAAG TT 

GGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCXril 1 XG 

AGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGA 

GTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACC GTGAT GGAGT 

CAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGG 

CGTGTGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATC 

CGTACCT 
>Sequence 57 

TTCTTCTCCTCGGTGCATATAATATTTTCCTTTTTTCTTACGGTCCGTGA 

GTCTATTTATTGTTTTTATTCTTTrTGATCACTAATATTATTAANN^ 

NNTNNAATTCTTTGTCGCTGCACGCCGAGGCACCGATCACTCAGTTTGTG 

CAAAGGAGAAACGGCCACAGGGAATGGGCGGCGGCTTCACCTGGGGATAC 

CTGATGCCGTGTTTGTGGAAGATGTAGATTCCTTGATGAAACAGACTGGC 

AATGAGACTGCAGATACTGTATTAAAGAAAGTGGATGAACAGTACCT 

>Sequence 58 

TAATTTTATCTATTCATATTATTGTTTTTACTCTGCTAATTTATATTTCT 

TTGTACATCATTATITACTTTTTTATCATATAATATTTAriT^ 

ANNATTGTTTCTGTTTCATTTGGAAGCCTCCACCGGGAGGCGGCCGCCCG 

GGCAGGTACGCGGGCTATTGTGATTCCCAGTGACCCATAGAACAGGATTT 

CACTAGTCCTATGACATGTGACTGGGCTTGGGAAGTTCGGGTGTCAGGTC 

CAAAAATCCTAAGGTGGGATCTTCGCTTTGTGAAGCAAATTAATTACACA 

ACCAAATATTGCCACATTCTTGAGGTCTATTGACACAATGGGAACTTCAA 

CCCCTACTTAGCTTAGCA f i l rrrri 1 - rC AAAGAGTGAAAAGT GGTCCA C 

GTAGAGCACAATATAATTTAAGTAAAGGAAGATTAAAACATATTTTTATC 

CATTTCTTATGGTGGGAAATTAACATGTTTTAGATTTGAGGTCCCCCTCT 

CAGGAAACCCTTTCAACTTCGTATTATTCACTCCTGAGTA GTATG GGGTA 

GAAAATGAGTGGAAATCAGTTTGGCCACTATTTCCGAGTCTTTTGCACTG 

CAATACTTTCATCAATATTTACAATATTTCAGTCCTGT TTACAG ATGGGG 

ATCACATCAGGCTCAACCAAGTTACAGAATTCTTTGGGri'il lATCT GGA 

CCTTTTAATTAAAACTAAAAGl l-i ri l l ri lACAATATTCCTGl I i ri 

A 

^Sccjucncc S9 

CACCGCTACACACTATTTTACTCGTAATAGTTTTTACrCATTT^ 

GTTITACTCCACACACAGACTCTTATTTCTTTATATATATATTTAGATTG 

TrrTACTCTTTCTTATAGTTAATATNNANCCGG GGATT GGCATCCCCGCG 

GGGCGGCCGAGGGACGCGGGAAAGATCAGTTGTTTTACCTTGGCATTCAA 

AGA Ci i l ' lCi IT GACTCCCATGGTTCTCAAAGCGTGATCCTGGTCCACCA 

CCATCAGCATGGGGGGGAACGTGTTAGCACTGCAAATTCTCATTC CTCC C 

TAATTTTCTGAATCAGAAATTACGGAGGTGGAGCCCAGCAATCTGTTT^ 

ACCAAACTTCCACATAATTCTAATTAATTTATGCTTTGAGAACCGCTGAT 

CTAGTTTGTCCXnxrrcATTrrGCAGGCAAAGAATTOAATTCT 
TAATTGACTTGTCCAGTCATACAGATAGGTTCTGTTTTCTATTATTTATT 

TATTTATTTATTTTTATTTTATTCACTTTACCTC 

TCTTTCTAATACTCCATATITGACTTGACil'l'l4 iACA AGTTGTAATTAC 
AAATAAGTCTAAGATGGGAAAGTTGTGGAAAACTTTATAGAGAACATGAG 
AnTGACTGAACAGTAAACATTAAGTAGAGAGGAAAGAAAGGGGTGTTCT 
AAGCAGTAGGGACCACAGTGAATAAAGGTAGAGATAGGTATGnTAAAAA . 

AAA 

>Sequencc 60 

GCACCGCACTAGGTGGGATGCTAGCCGGATCCGGACAATATGTCCGCGAA 

ACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGGGGGTGCTTTACA 

TCXnTTrGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAAC 

TGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGT 

GATGGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCT 

TTCTGGGGCXjTGTGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGA 
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ATTGTATCCGTACCT 
>Sequence 61 

TGGACGAATTGTTNCCGACTCACCGCGGTGGCGGCCGAGGTACACGTTAC 

TGTTCCGTCGTATTTTGTAGTCTCTGTTCTGCCC TTTG GAACATCTCTTC 

GGTGTTCCTGTGGGATCTCrCTACTGCATTCTACTTTATGTAATAATCTG 

TTCAATAAATAATTTTTAAAAGGAGACAACAACGCCGCAGGTGATCTGGA 

GGCTCCTGGAGGACCTCAGCGACTCAGGTCCAGTCCAAGGAGGGCCGCAG 

ATCAGGCTGAAGGATGGATCCACATGTTTAGAGGAGATCGAGAAATGCAG 

AAGAGAGATGCAGCAGAGAAATGCCACAGAAAGGGGAGCTGGAGAGAATC 

AAAGCATGAGAGGAATTCAACCTGCTGTCACTGGAAGGGGTCCAGATGGA 

ACGCTTGAGAAGAAACGTGTGTAGCATCTAGGAGTAAAGACTCGCCCTGG 

CTGACAGCTAGTAAGGAAATGGGAACCTCAGTGCTGCAGCCTCAAAGAAT 

TGACTTTAACCCACAGCCTGTGTGCACTTAGAAGCGGATGCATTCACAAA 

TCTTCCAA 
>Sequence 62 

TGGGTCGTTGTCTTNTCCGCGGGGCGGCCGCCCGGCAGGACAATGATGGC 

TGTCAACTTCGTTTGTTTAAAAAAAGACAATTTGAGCAGGACGACCCTCT 

CCAATCTGGGTAGCATGGTTAGCCTGTGCAGTAACAACGTAGGCTCGGAG 

GATGGGTACCT 

>Sequence 63 

TTACTAACCACGATTGGATTATTTACTCTATGATTTTAATTATTGCATAT 

ATTTAATA 
>Sequence 64 

GGGATCTTTTTGTCTTNGNCGGGGGCGGTCTTCCGGNCNGACNGCGGGGG 

GGCGNNGGGCNGGAGGAGAGGAGCGGCTTTAGNAGGGGGGCGCGGGCCNC 

CCCAGCAGANGNCNCCAGCAGCAGNNGNNNCTTTGAGGCNCCANCNCCCA 

CAGCACCGANCAGNGGGNNCCAGCNNCCACCAGGG GACCCNN GGACCCGG 

GCGACGGCNGANCCAACNCNGAAGGAGNCNNAAACl*ri"ril"lCTCTTGAG 

CGNNGNGNNCNCNCCCGCGACCCCGNGCAAAGGAAGCCCAGCNGGAGGGG 

CGGNNGNANNGACGCCCACGGGGGNCACAAACAACCNNNCAAAGGAAGAA 

NNNGCCACCCACCAANCNNNAGCAANACAACANAGGAANCAANACAAACA 

NAACCGAAAAACGAGGAAAAAAAAAAA 

>Sequence 65 

TTGTGTGTTACGCGCCGGAGGCGGCTGAGGGACTTTACrrri"irirri'll 

TTTTTTTTGGAGGAGATGGACAGTGTCAGTCTCCTGATAAGGGGGTGATG 

GGTAGGTAATTTAAAAGCTTCTATTATAAAATCTAGTCTCTCTGACACTG 

CCCTGTCCACTGCAGTCACATCTCCCAATACTGAAGGATCCTGAGAATAC 

GAGCGGGCATGACACTTACTCACGTCATTCACCATNCTCGTTGTGCCTGC 

CCG 

>Sequence 66 

CTGTTTGCTACACGCGGTGGCGGCTGCCCGGGCAGGACCGCGGAAATCCC 

CTAACTTCCTTGCTATCTTCCCATCCCATATTTAGGTTAGATAGAGAAGT 

GTGTATGTGTGTGTGTGTGTGTGTTGCTCGCACAGTGATGAACTGTAAAC 

ATAAATGAAGATATGGAAAAATACATCAATTA GGACA ACATGACAATTTC 

ATTAGACIXXTATCAAAGAGTATCAGTTCACAGTTTTTATAGATACTAGT 

ATAAAATTCAGATCTTOACTGTTTlXrrGGGGATAAAGCAAGGi^^ 

TrrAGCAGTCTGTAGCTAGCTTGAAACAGTAAAACAACAACAGCAGAGCC 

TTAAGTGTATTITroTOACCTAAAACATGAACTCAGGGTri^^ 

TAACAATGAATAGTG 

> Sequence 67 

gattggagctccccgcggtggcggccgaggtacttgaaggataagaaatt 
actgtgtcaaattaccx:acaagttaaatgccx:atgttccagacctgtggc 
tcttagtatcaggcttgtgatagagaaaaggctgctatgaattctactca 
gtgtgcttagaccaaaggaaaccaccacagggatttcacaggc 

>Sequence 68 

GGGCGGGCGCTGACTTGGCGCTTGCGCATGCGGGAACTCGGGCCTGCCAA 
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GTGGATGAATGGATGGCGTCACGGCCCGGGGGAGAGCCGGGGTGTTGGAC 
GGGCCGCTGGTGGCGTTAGCTGGCTGACTGGCTCGGGTGGGCTGCAGGGG 
GCCGATGGCGGGTGGCGGAGTGACTCTGCCTCGAAAGCGGTAGCGCNGAG 
GCGCCCGGATGGGGGGGGGGCGCGGGGTGGTCGGGGAACGATGCCCAGN 

>Sequence 69 

GGTCCCATTTCATCITGCACCCGCATACCAGGGATTGTTGCGAAGAATCA 

GTTGTGTTATATTGTCCAAATCATCAAAGATACCCTGAGGTAAATTACTT 

AGGTTATTATTGGACATATCCAGTCGATAGAGCTGCCTTAGATAAGAAAA 

AGCATTTGGGGGCACCCGATTGATGTGGTTATCTTGAAGATAAAGCTTCC 

TCAGGTTTGTGCCTGGAAGGTTTACTGGTGCAGCAGTCAGGGAATTCCGC 

ACCAGGGACAGCTCTGTCAAATTAACTAGGTTGAAGAAAAC TTTGT CACC 

TAAACCATGATTGTTCAACAGGTTTCCATCTAGAACCAGGCGTTTTAGAC 

TAGTGAGACCTTGAAGAGATGGTGATGAAATAGTGGATATGCGATTATCA 

TCCAAGCGTAGTTCTTCTATAGTCCTGGGCAAACCCCAGGGAATTGTGCT 

AAGGTGATTACGGGACAGGAAAAGCAGTCGGAGATAGTTGCTGTCTCGGA 

ATGCTCCCTCTTCTATGCTAACTGCAGAGACAGAGTTGTCATCTAAATGT 

AATTCTTCCAGATAGGGAATTTTTGAAAGTGAATCA TAAG TGATAGTCCT 

TATGTTA I I T ICf 1 G CAAATGTAACTCTTTTACATACTTTTGGGAGGTTG 

GTAGGGAATTCATTN 

>Sequence 70 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGAATAAAAGGCT 

TTGGTTTCTCTGATGTCTTCCAATCAATCACACAGAGCTTGCCCTGATAC 

TCAGCCACACAGTCCAGCAGACTTATATAGTTTAAGGTTTCATGTTGAAC 

AGCACTTTCAAGAGCTCGCACTCCACTGACATCTTTCAGAAT ATGCT GGA 

CACTTTCAATGTAACCAGACTTGAGGAGATTTTCATCTCTCTCTTTTAAG 

GTTTCCTGGGGTGAAAGTATGCTTTCCAAGGCTTCGTGGAACCGTTTCCC 

TTGTAAAAAGACGTTTGAAGTGTATTCTTTAAAGCCATCTTCTCCC AGTT 

CCAGAATCATCCGCTGTTTCCACCTCTCCAACAAGAAAACCTGTTGTTTT 

GTCATGGTCTGCTGAAGGACTCGGGTCACACTTGGTATCACATTCCTTTG 

CAAGGGGATTTTCAAAGGAACTGAAGGATCACTTGCATTTGGTTTATCAC 

TTCTCTCTGGATTGAAGATAGGAAACCAGTTTTGTGGCACTCGTCTGTCC 

TCACCTTGGTTTGGCAGCTTATGCTTGCTCACGGTTCCACAGAGCAAAGA 

TTTTTCrCCACCGATCCCGGGGTCTGGCCGACGCCTCTGGGTGACAAACA 

GACCTGACTAATTAGAGTTTTTTCITGGCCCCTTTTN 

>Sequence71 

AGGTACTTGAAGGATAAGAAATTACTGTGTCAAATTACCCACAAGTTAAA 
TGCCCATGTTCCAGACCTGTGGCTCTTAGTATCAGGCTTGTGATAGAGAA 
AAGGCTGCTATGAATTCTACTCAGTGTGCTTAGACCAAAGGAAACCACCA 
CAGGGATTTCACAGGC 

>Sequence 72 

AGGTACATATATCATTTATTCAAGAGGCAGATTTTAAACG TTTTT GTAA^ 

AAGCTAAATAACACX:CAGAGTGACTCAAAAAATTTCTCAACITT^ 

GTGAATAGTAAGTCTAGAGTTTTnrGGG'l-ITirrrrriG 

>Sequence 73 

GCGTTTGGAGCAACACCGCGGNGGCGGCTGGNNGNTCTACCGCCCCGAAG 

CACACTNGCACAAAAGGGACITTT^WGATGGGTTATGC^ 

GNCCAGCNGGACCANCNATTTTTTCXrrCCrCCTCTGAGNCTGCCT^ 

AGCTCATAACAGTAGAGATCAGTTGTCTCTGGTTGCAAATCTAACATATA 

TrCATGCAATGGAGGNGNANCrrniCrill 1 1 iGGTTTGGGNNGCGCNA 

CGCGCCCNAGAAGAACNCACGCCCCAGNAACGGGGGCGGGCAGNACCNGC 

CCCGGGCGGCCGCNCCAGAACCAGGGGGACCCCCGGGCGGCAGGAAANCC 

AAAACCAAGCCCAACGAAACCCGGGGACCCCGAAGGGGGGGCCCCGGGAC 

CCAGCNNANGGGCCCCAGAAGGAGGGGGAA 

>Sequence 74 

NAATATGACTCACCGCGGTGGCGGCCGCCCGGGCAGGTACCTTGTGAGAA 

GAGGAAGAAGGTGATAAGAACTAAGATCAGAGCATAGTAGAGAAAGTAGC 
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CCTGTAAACAGAGGAGAAGCAGAAAGAGAGAAGGGAGGACAGAGCTTTTA 

rnTGCTCCAGGTTAAAAAGAAAAAAAAAGCACATTACAACTCTATGTCA 

GTGTCTGTCCCAGGTCCTAGAACTGGAATAGACCAACCAAGCCCAACCCT 

TCTTAAAAGTAAGACTAGGTGCTTCCTGATTATATATrCAACTGCCTGGA 

AGCATGCAAGTAAAATTTCCTTGATGGCATTTCTAAAGT TCAAACA TATT 

CTTCCTAAAAATGCATTTACAAAAAATATTAAGATTGTGirillllGGTT 

TGGACTTTAAAAAAAATTGTTTTCAAAACCA TAATTG GGGCCTACCCCAA 

AATGGATTCTCCTCCCTACAGTGGGGATTTCATTTTTCCAGTCCCCACCC 

GCTTTTTAATTTTTGATGACCTGCACCTGGTTGGGGGAGCCACTTGTGGG 

CCCTTAAAAACCAGCAATCCnTTTTGGCCCTGGCAGTGTCCTAAAAAGGG 

AAAGGAACAAGCCCCTTTTGGGAAGGAAAGGGAGTTAAGCCCCGGAAGGA 

AATTTTTGCTTGATAAAAAAGGATAAAGGTGGGTTTGTGCCGGGAATTTA 

ATTTGGTTTTGGGTGGCCTCCCCCACACACCC 

>Sequence 75 

TAGGTAGCGACTCCCCGCCGTGGCGGCCGAGGTGCGCGGGGAGGCGTTGT 

GGGAGGAGGTGCGGGGAGAGAGGAAGGGGCCTGTGCACTGAGCAGGCATC 

AAACATTAGTGGATGGCCTTGCGTCTCAAT CTGCAGTAAAGA GGAAACTA 

ATCTGAAAGGGAACGATAGGACTGTGTGTCTTTTTATriTTTAAAATACG 

GAGTGTGCAATTTTACTGAATCTTGAATCATGCCCAAAAGAATGAGCTGT 

CGGTGCTGCAGTCGTGACCCAGGCTGA 

>Sequence 76 

GGTCTTGGCTGCCTGTGGGCTTCCCCAGGTGGCC TGGA GGTGGGCAAAGG 

GAAGTAACAGACACACGATGTTGTCAAGGATGGTTTTGGGACTAGAGGCT 

TATTGGGGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGTTTGC 

CTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTCTTATGA AAATA TA 

GACATTCTCACATAAGCCCAGTTCATCACCATTTCCTCC TTTAC CTTTTA 

GTGCAG rrriCl Tl l ic acattaggctggttggttcaaacttttgggaag 
caccggactggtcag ci tl i gggaaagtggggtcatcg catttcct g 
caagggcttctcctcctctggtcttttgggagaacccggggcttttttca 
cggggctttagggaactggtcaggctgttttcaaccaggaag 

>Sequence 77 

CAGGACGCGGGGAGACAGCAGAAGGATCACTGGGCTGGAAGCTCTAACAG 

GCATTGCCAGCCTAGCTACCTGCAGTTTGAGGCAAGGGCAGGGTCACTTA 

CCCTGCTGTCTGAATGTCTCCTGGGACAACAGGAGGCTGCACTCACTGGC 

TGAGTTCAGACAGAAGAGGGATCATCGGACTGGAAGCTCTGGCAGGTATG 

GCTAGCCTGGTTACCCGTAGTGAGAATGGAGAGGGCCACCTGCCCAGCTA 

CACAAATGTTTCCCAGGACAACAGGAGGCTGTGTCCACTGACAGTTCAGA 

CCGAAGTGGAACCACTGGACCGGAAGCTCTAGCAAGTGTTGCCCACCTGG 

CTTCrAGTGAGCCTTGAAACCAGCGAAACAATAATCAAAGAGCAGTTCTT 

GTCAAGAAAACCACATTAATTAGGTACCCTGGCCGCTCTAAACTTATGG 

>Sequence 78 

ATACCGAGGCCGGGAAGGCAATATAAGATGTATAAAGCCCTCGGGGTTGC 

CCTAAATGGAGGTGTAAGCTAAAACTTCAACATTTAATTTGCCGGTTGCC 

GCCTTCACCTGGCCCCGCCTTTTTCCAAGTTCGGGGAAAACXCT^ 

GGTGGCCCAAACCnXK:AATrTAATrGAAAATTCGNGGCCAAAA CTGCTC 

CGGGGGAAGAAGGCCCXjGTTTTTGCajTATITGG<kKK:CGC^^ 

CGCTTrrCCTTCGCXrCAACTTGAACITCGCC^ 

TAGGCTTGCGGGCCAACCCCGTATTCAAACTTAACTTC 

>Sequence 79 

GAGGTACTirGGCXnxnxrKXKJATAGAAGTTATTCAGCAGGCACACAACA 
GAGGCAGrrCCAGATTTCAACTGGTTCATAGATGGGCGGGAGAATGAAAA 
CAGATGGTGCAGCCACAGTTCGTTTGATCTCCACCTTGGTCCCTCCGCCG 
AAAGTGACCGATGTCCrTCCATATTGTrTACAGTAATACACTGCAGA 
>Sequence 80 

GAGATGCCGGGGGTGCCGATATACTGTGCAGAGGTAAAGGATATAGTGGC 
TACGATTACGGCCTCTCT 
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>Sequence SI 

TAGATAGCTCCCGCGGTGGCGGCCGAGGTACAGCCAACCCCCTAGGTGTG 

GACCAGCTGAGGCAGGTGGGCAGATATGCAGAGGGACTTGGGGCTTTGCC 

AAAGGGTAAGCACAAAGAAGGAGTCACGGGTTCTGTTCGAGGCACTGTTG 

GGATTAGGAGCCCGAGGGACCTACTTTGCAGGAACCTAGCATAACTTTGT 

GTGACGAGACTGCACAAGACAAAGCTCAGGCAAGTGGCTCAGTAGTTGGC 

CAGCCCAGCAGGGTCCTCTGTATGAGTGTGCACCCAGCTGAAGAGAAGAA 

ATGGAGAGCAGCAATTGGAGCTTCAGGACCGGCTTGCACTGTGGCTCCAG 

GTTATACCACCACTGCCCAAAGCAAAAGCTAGAGAAGCAAGTGGAGAAAT 

GCTGGAGAAAGCTGCACCCTACAGGCAACCAGCACTTTAAAAACCACTCC 

AGGCAAAGTAATGGAAGGAAAAAAGCCCTGCTTTTCAGTAACCTGGGCCT 

G 

>Sequence 82 

GACACCATACGTCTCTGTGTATGATCTCNCTAAGTCATATCGTGTAACGT 

GTACACTTACTCATTCAGCATATATNTCAACGTCAACTTCTGTTTCTCTC 

AGGTTATTATTTCATAACTACTTATATCTGTTTCACATCAGTAACATCGT 

CATATCTCTACGTCTTTAGTGATCTATTGTATTTCTAAGAGAGACTCCGG 

TGGCGGCCGAGTACGCGGGGGAGTCAGTCTCAGTCAGGACACAGCATGGA 

CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTACTCTGGCTCCGAG 

GTGCCAGATGTGACATCCAGATGACCCAGGCTCCATCCnrrCCTGTCTTG 

CATATTGGAGGAAGACAGAAGTCACCCATTAA CTTGG CCCGAACAAGTTC 

AGAAGCATTTGCCCAGGGTATTATGTAATTGGGTTTTCAACCAAAAAACC 

CAGGGTATAAAGCCCCCCCTAAAGGCTACCTTGAATCTTATAGCTTGCCA 

TTTCCAGTTTTGGCAAAAGGTTGGGGCGTTCCCCCAA TTCTAAG GGTTTC 

AAGATGGGCCAAGATGGGATTCCTGGGGGACAAGGAI-rnrnACC TTCT 

TAACCCAATACAAGGCAAGTTCCTGGCAAACTCCTGGAAAAGAATCCTTT 

GCCAAAACTTTTACCTACCTTGGCCCAAACCAGGGAGTTTAACCAGTGTT 

TCCCCCCTTTGGGAACCGGTTCCGGGCTCGCCTTTCTAAGAAAACTTAAG 

ATGGGAATTCCCCCCCGGGGCTTTTGCAAGGGAAATTTCTGATTATTCAT 

AGGCCTTTAATTCGAATACCCCGGTCGGAACGCTTTGAGGGAGGGGGGGG 

CCCCT 

>Sequence S3 

GATGAGTCGAGTGGCGGCCGAGGTTCCTTGTT GCAG CTCTTTATTTCTTA 

GTCCCACTCCCCCGAGGTAACACATTTCTGCrrTITTTAGCTGTTTC^^ 

AGTGTAGGTTCACCTTTCTAATTTTTGATTCAATCACTTAACC ACCG TTA 

CATACTACAAAATATCACTATATTATGACCATGATTATATTTCTTTTCTT 

TTTCCCTTCATCAAGGAAGTTCATCAAAGAATTTCATCAAAGTTCAATGA 

TGACCTCTTTTTAAAATTTTCTTAGTATTCTATGTAACTATTACCGATCT 

TTTCCCCACACACTTCAAAAACTTTTTAATTATAATTTTT^ 

TTAGCACAAATAACCAATCCrriiri'iiriCCCAATA AAAAT GTGCCTTT 

CGTAACXJITTGTCCTCTTTCTTTTACCTGGAATATTGCTT^ 

TTOTGCAACTTAGAAACTTATTT^^ 
TTTTTTTGTCCTGGAATCCCTTTTGCCGGAACCT 

>Sequence S4 

CICTCTTTTCCTCTTCTACTAGTACATCATACT 

TCACACTGATANGGTAAATXn'GTAATAACATTATTCnTATAATGATAAT 

AATCTAATTCATGATCAATTATCTATAGATCGAATCTATACTCITACA^^ 

TCGACTCTACGATACTTTAATATAGAGATGACKXXXKXKiTGGC^^ 

TGTACTATGGCCTATATGGGATAGAAGGTATTTACCACXiCACACAACAAA 

CGCAGTTCCATATTTTAACTGCTCATCATATGGCGGTAACATGGGGACA'T 

ATGGTGCAACCACACriTTCATTTGATTTAACACCTTGGTAACCCCX:GGCC 

GCTCCTAGAAACCTAATTGGATCCCCCCCGGGGCTGGCAGGAAATTCGAA 

TATTCAAAGCTTTATTTCGATTACCCGTCCGACCCT TTGTA GGGGGTGG^ 

GCTCCCGGGTAACCCCAAACTTTTTATGGTTTCCCCTTTTTAAGTGGAAG 

GGGGTTAAAATTTGCCGCCGGCTTTGGGGCTGTTAAATTCAATGGGCTAC 

AATTAGACCnTGTTTTTCCCCrrGGTGTTGGAAAAAArrAGGT^ 
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CCGGCTTCCAACAAAATTTCTCCACCACCAAACCAATTAAACGTAAGCCC 

CCTGCGGGAGGCCAATTAAAAATGTTGTTAAAAAGACACTTGGGTGGGTT 

GCCCCTAAAATTGGAGGTTGAAAGCCTTAAACCr rTCAAC AATTTAAATTT 

GGCGGTTTTTGCGGCCTCCAACTTGGCCCCCGCCTTTITrCCAC^ 

GGGAAAAACCTTGGTTCGTGGCCCCAGCCTGCCCATTTAAATTGAAATAC 

CCGGCT 
>Sequence 85 

TTGATGTGCTCACCGCGGTGGCGGCGGGTACTTATATTACATTATGCTAA 
AATGCAAACATCTTATGCTAAATGTTATATTTGGGAACAAATTGTGTAAA 
TATACTGATGACGTCAATGGATCATTACAATTAATGTAGGT GCCGTG GGC 

AGGAAAGCTAACTTTAGCTGAAAGCATCTGAAACGTGCTTA H I I i AATG 

GGCCCTCAAAGGAAAGGGATGAGGCCAGCCATAAAGAAAGGCTTGGCCAA 

ATATAGTTCTTGTTTGTCAAGAACAACAAATCCCATTTCACAACAGAACT 

AACCTGGCATGCCATTCTATCCTTAGGTTCTGGCGTGCAGTGAGCGAGGC 

AAGGATGGCATTCAAGATTTCATTCCTTTGTTCCACGGGGAG GCCCCTT T 

CTTTTAACTTCTTGAAAGCAACATATTTGGCAACAACCCTTCATTTTTTT 

TCCCCGGTGCTTTACTGTTTAAGCCCTTGGG 

>Sequence 86 

TGTGAGACTCCCGCGGTGGCGGCCGAGGTACATCCCTGTTTATCCCATTC 

CATCCACCGAGGCCCAACAGCATGGATGATCTGTTTGCAGGGAAGCCTCC 

CTGCTCCCGTGACAGCTATCTCACCAGCTGACACTTTACC ATATC TGGCA 

ACAAACTGTTTGCTCTCTTCTTGGATTTCAAATCCACCAGCTTTTACCA 

GGCCAGGGCCAGGCCTCCCCCATGCAGAAGATCTTCATTGGCTGCATTCA 

CCACAGCATCAACAGCATGTGTGGTGAGGTCATCTTTCCACACTGATAAC 

TCTATCCTAGGAGTCAGCATTTTTCTGAACACTTGCAGAGATTTGCTGTT 

GCCTTCCTGAACTGGAGAGACCAGGGTAGAGATACAGC CAAA CTTATTCT 

GGAGGACTTCACACAGCTGACGCrcATTATTGTTTAAAATTTTGAAGTCA 

TTGTGGTTAATGGGAAATTTGCCAACTATAGTTTTCTCCAAGAGCACCAA 

TCTCTGATTTTTCATG 

>Sequence 87 

GTCTTCACTTTTACTTTGTTGCTATAAGTTrrTACTTACTTTTCATA 

TTGCGTTTATAATTTGTTTTATTGTAGTTTAACTTGCGTTGTTACTTAT^ 

TATATTATTGTTATATTATAATAATCGACGCTTGACTCACCGCGGTGGCG 

GCCGAGGTACTCITCAAAATTGTCAAGGTCATGAAAGACAGCAAAAAGTG 

AAGAATTCTTACAAACTAGAGGAGACAAAGATTGGAGAAGAAACAATGAC 

TGGCrGGGCACGGTGGCTCATGCCTGTAATCCACTTTGGGAGCACTTTGG 

GAAGGCCGAAGAGGACAGATCATCTTAGGTTTGGGAAGTTGGAAGACCGA 

GCCCTGTACCCAACGTGGAAGAAACCTCCCATTCCTCTACTTAAAAATAC 

CAGCAAATTTAGTCTTGGGTGGTGGTTGGGTGCCATTGCCCTATTTAAAT 

CCCOVGCTTACCnTTGTGAAGGGGCCTCCGTGCAGGGAGTAATrCTACTT 

TGTAACTCCGGGGGAGGGCAGAAGTGTTTGGTTGGGTGAGGCCCAAAAAT 

TTCCCGCCCATTTGCCACTTCXAAGCTCTGG GGCA AACAAAGAAGCGA^ 

TATTrTTGTCCTCAAAATTAAAAAATAGATTTTTTATATTTAG 

CCTGTCCCCGGGGCGGGGCCGGTTT TTAAA AAACTAAGGGGTGATTCCCC 

CCXKKjGCITGAAATGGAAATTTCGATTTT 

>Scquence 88 

TCGGACCGCTTTCAAGNTACAGAGGGTG GGCC GAAAACCCCCGACCAGGG 

A<XTTATTAAAGAAATACCAAGGCC«X3TTrrcCXXnCT 

NCCTCCGTTG«KXrrCTTCCCTGTTTCCCGACGCC^^ 

CGGGATTACCCTGTTCCCGCCCri 1 1 ICITCCCCTTTCCGGGAAAGGCGG 

TGGCCGCCTTTTCirCAATAAGCTTAACGGCCTGGAAGGGTAT^ 

AGTTTCCGGGGGGTAGGGGTCCGTTTCGGCTTCCCAAAGCnTGGGGCCTT 

GTGGTTGCCACCAAAACCCCCCCCCGTTTTAAACCCCCAACCGCGGTGGG 

GCCCCTTTATCCCGGGAAACC 

>Sequence 89 

CGGTCAGGTACCGCTCAGCCTGCTTGGTTGCATCCTCCGCATGGCGAGTC 
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AGCTCTGAGATCTGAAGGTCAGCATGCTTACGCTCGGCCTCACATGTGTC 
AAAGTGATTCTGGATCTCCTTAAGTCGATCCAACATCTGCAGTTGCTGTT 
TTTCCCCATTCTCCAGTTCACGTGTTAAATTCTCTACTTGTGATGCCAAA 

TGTGCTTTCnTCTTGTCTTTTCTTTCCATGCACCGTTTCA 
CTCAAATGCCATTGCGCTGAAGTTCAGCTGCA CTCT CAAAACTGACATTT 

GCTTCTCCAGGTCCTGTTTTTTCCGCTCAACCCC^^ 
ACCTCCCCTTGGTCAACCTGATAAGTTTGAG 
>Sequence 90 

AGGTACGCGGGATCACAAAGCAGACAAACAGGAAAGACTGAACCATCTAT 

TTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTATCTG TAATC 

TCTCCATTCTGCCCTCITGATTTTAATGCAGCTATAAAGGAGAGTATTTT 

AAAAGTGCCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAAT 

TCAGTGTGACACAAGCCCTGATTATTTAATAGTATAACAGCAGTGAATCA 

GAGTTCTTTCATCTGACTTTGCTGACATTTCCAGCAGCTGTATATTTAAT 

TCACAGTTAGGGGCTGAACAAACTACAGCCATTGATCAGAATGT AAGCA G 

GCATCCTTGAGCTTCTTCTAGGAACATATACAGATGTGCACAAAATTTTC 

ATTTATTCAGTN 
>Sequence 91 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGC 

AGACAAACAGGAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTC 

AATTGGTTCAGCCACCCGTATCTGTAATCTCTCCATTCTGCCCTCTTGAT 

TTTAATGCAGCTATAAAGGAGAGTATTTTAAAAGTGCCTCCCAGTAGGAA 

GAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACACAAGCCCTGA 

TTATTTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTTG 

CTGACATTTCCAGCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAA 

ACTACAGCCATTGATCAGAATGTAAGCAGGCATCCTTGAGCTTCTTCTAG 

GAACAAATACAGATGTGC 
>Sequence 92 

NGCGCTTAGGAGCNNACGNCGCGCGNGGCGGCCTGNCCGNNCNGTCGCAG 

CCCCANGAGGNCACCAAGCANCCANCACCCCTA CCGNG AGNNGTGAGGCA 

ANGGCCGCCAGGCAANGGCACANCAAAANCCGGTTTTCNGCNNNGAGCAC 

NGNGCACCCGAGAAAACAAGGNCNCAACNACNGACNGGCCAAGAAGGGGC 

CCGCCCNNGGCC A ACNNCACCANACAGNNN AGAGCr n rn i i" I I I fGGT 

TTGAGCACCGGGACTATCCTCTTGACTACAAAGTACCT 

>Sequence 93 

GCGATTGGAGCAACCCGCGGNGGCGGCCTGNCCGCCGCTACNNNAATCAN 

GGAANCNNNGCThWhWGNCCAGATGCTTTGNCGNTTCrrTTAGACACAG 

GCTNNNGCAGNNAAACCCNACGTTTAGAACNGGGGGGCAGACCCCGAACG 

NCNAGAACAGNGGACCCCCGGGCGCAGGAANNCGAACAAGCNAANCGANA 

CCGNCGACCNCGATTTTGTTTTTTGGCGGAGCNNGNGNGCCC^ 

GGGAAAAAAGCGCGCTCNGGCGAAGG 

>Sequence 94 

tgcccgggcagacacagctccatgaggtcaccaagcatcccatcacccat 

accggcagttgcatggcaatggctgcx:aggcaatggcacatcaaaatccg 

ggcagcgtcttgagcactgtgcaattcagtcaacaaggtctcaactactg 

actggctaagatggggcctgccxritggccaacritcaccatacagtt^ 

gcaatctttaaagtggcctgagcacctggactatcatcttgactacaaag 

TACCT 

>Sequence 95 

AGGTACCTGTATGATAACATTGCAGTCAAACATATCTTGTG ACAXK jACAG 

TmTTGTGGGGAGGAGAATTAGACCAAGTTCGGAGATATATTTTAGGAA 

CTAAAAGGAACGTAAGATCTGGGGTAGGGGGATGAGCAGCTCCACACCCT 

GCTCCTGTGTGAGCTGTGCGCTCCCGACTGGGAAATGTCTAACTCCATCG 

AAAACATGAGATGAGGGGCAGGGAAGGGGCTACTTCCAAGCCTTTCATTA 

TAATACTGTGTGTAACCITTTGCATATTTTCAGAA AAGA AACCAGTAAGG 

TGGGTTCAGTTGTGGGCTCATCCTGACITAGAAAATTTTAAATAATTTAG 
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CCCATTGAAATGTTGATAATATAACK3CATGCATGAATAATAATTTTTGCT 

TCTTTN 
>Sequence 96 

AGAAATGTCGCCAAACTGCCGTCTTCCCrcCrrcGGCCGCr 

cccx:acaaaatggcggcagcgccgtcgccctagaatcx:cccgagtcgcct 

CTCCCCGCGTACCT 
>Sequence 97 

gtatgtcgttgagctccccgcggtggcggccgaggtaccttcccctgagg 

agcccccttcagaggggcgaagagcagtatcttcagaggccatccaagtt 

ttagcataacaaggagggaaagagaatgcagagaagaggctggtgataga 

caagtttcatgttcacaacttgaattgcagaggtcaagagtttaaagagt 

ttgggatggaaagaaatcgagaattgggct 

>Sequence 98 

GGTTCGATGGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACCAGCAGAGAT 

GGCTTCAAGATGATTTAGGACTTGGGTCAGTAGCACTTACTGATGTAGTG 

GTTTGATACACACTGATTACCTTCTTCCTTTTTTATTCTCT GGCA TTTCT 

CCTATATAACTAGCCACTTTTAAACAATATTTGTCGGCTC TTTTC TTCTG 

CTTGTCTOTAAATATTAGGGTTCCTGAGTCCTTACCTAGATTTTCTTCTC 

TIXnTACTCCTGGCCTTTCCTTGGGAGAGTTCATAATTCACCTACTCCAT 

CTAGATATTTGTGATGTCCAAACACATCTCCACGTTAGGCTTCTATTTGT 

AGCATCAGACCCACACTTTCAACTGTCCACTAGATAGCCTCACTTGGATG 

CTCTGCAGGCCTAAATAACCTTTGCGGACAGATTAACAGGGAAAAAATAT 

TAATAGGAAAAAATATTAGATTTTTATCTGATGTTAATATITCTATGTGG 

CATGGAGGACTTCACAGANAAAAGTGAAAACTCTAAAGCAGTTAGATTTG 

AGN 

^Sequence 99 

TCTCTTACACACTCTATATGCATATAATTACAATCCTGTTTATATAGTAT 

CTTTCTTAGTATATACTAACATCTATTAGTCAAAATATATATATATAGAT 

TATACTAATTATCTAAACATCCNCANTAAAGAACAGTTTCCATTCGA 

>Sequence 100 

GGCGAGGGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTTTTTTTT 

1 - 1 ill 1 1 1 I 'lT l 1 1 1 l I li AAATATGTTTTAATATGCATATCATCCA GGC 

AGCATAATGTTATATTTCAAAGACAGATTT ATCC ATTGAATTATTGTTTT 

TAAAAGTTGGGATTCTCTACATAGAACATATTTTCTGAAATTTCAAGAAT 

ATTTTCAGGTAAATTAAGAATTAATTTCTTCTAAGACTATCCAATGTGTC 

TCAATCTATTCCATAATATAATCAATGATAAAGATTCACATGTATCACCA 

AATTCGAGGCAGCTTAGTTGAAAAAATTTGAAACAGCXrACTGAATTCCA 

TITGCTGATTCTGGGGGGGCTTCCCCAATGGCATGTGTGCTCCTTTGGAT 

GCCTGCAGGGGTGGTCACTGCAAAGTCGTCATCTGTGCCACTGGGAGTTG 

GGAGGCGGCCTGCTGGGGTTCCCTGGGTGGCAGGATTTACACCTGCTCCT 

CCTGCTGGAAGGCTTCCATCCTGGACATCTGGATTAGCCCCTG 

>Sequence 101 

CrCTTCATTTACACTCTACTGTATTGTTACTATAATATACnT ATAT ATCT 

TTTCAGTCTATAATTTGTATCTTATAAATTTTATTAT^ 

TCATTATTATATATATTACATATTAATATITAATATTTrAGTTAGGAGCT 

CACGTGGTGGCGGCCGAGCCCAATTCTTGA'lUUUriTCCATCCCAAA 

TTTAAACTCTTGACCTCTGCAATTCATGTTGTGAACATGAAACTTGTCTA 

TCACCAGCCTCTTCTCTGCATrCTCTTTC^ 

TGTCATGGCCTCTGAAGATACTGCTCTTCACCX:cr^ 

TCAGGGGAAGGTACCT 

>Sequence 102 

TCGAGGTACCATAATAATGCAATTAACAAAATCCAGGATTTAAGGATTTC 

TATAAGATTAAAAAAAAAATGAGGTGGTGTCGAGTGGGGAGAGAAAAAAG 

CAGGAAACAAAACTGGTGAGAGGAAATGACCCCCTGATGAAAGATCTTAA 

ACACCAGGCTGAAGATTTTAGATTTCTACCTATTAGAAATGAATATTCAC 

TGAGGTTTGATGAAGAGTCACTGAAGTGTCACAAAGAAAACAAGATTTGA 
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GAAAGATTCTTGAGAACTCGTGCATAGGAATGAACTGCAATAAGGGCAGA 
TTAGAGAAGAACTAGGCCATGAGGGCCTAGTATCCAGAATGAGGCAGAGG 

GAGGGACGCTGGATGTGAGCAGC 

>Sequence 103 

TTCGACGCGAGATGAGCrCCCCGCGGTGGCGGCCGAGGTACTCCTTTCTT 

GTTTAAAGCCTCACCACTGACCAGGAA GTCT TGATAGAGCCATCTAGTAA 

TTCTTAAGTCCTACCTCATCCAACCTTGTTTTGACTCCTGCAGTGAGCAC 

AGCTTGCCCTCACCCTCCCCTCTCTATGCCCTCACCTTTGCAGGAGACTC 

TCAATTTCTCAGTCCACATCAGCTCTCAGACCACCAAAGCAAGGGTTATT 

TTTTCTAAAAGACATTTGTTCCCAATGTTCCTCTGACTAAAGTTCCCTAC 

TTTGGGACATTTGCCCTTGGCACCTCAAGGGCCCTTCAAATACGGTTGAG 

ACCGAAAATTTTTTAAAACTCTAAAACAACCTTTG AAAAATT GAATTTGG 

TGTAATrCCGCCCGGTGGAAGACCCCCCCGCCCCTCTTTTTrGGGGCTAT 

ATTTTCACCTTACCCCCGGGGGGGGCGGGGTTCCCCCCAAAAATCTCAAA 

TTCCCTTATAAATTTTCAGCGCGTGGACACACACTTTCTAAATCGCGCGC 

GGGGTGGGGCGGTCTATTTCTTTCTTCTCTCTTCTTCTTGTGTGGGGGGC 

CG 

>Sequence 104 

TCGAGTGGATGAGCTCCCCGGGTGGCGGCCGGGACACGTAACAGGGTGGT 
TGCATGCATTCXrrCAAGTCTGTATGACTCTACCAAGATACTGTGAAG 

>Sequence 105 

GACGATGTGAGCTACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTCTAGG 

TATATCATGTGCCCTAATGTGCTCCTAATATCATAAATGTTTACTTTCCG 

AAAAGTATTTCTGAAAGGGAGCATATTTTGGAAAGTGCATAGGCTTGTAA 

TCATACTTGTTTTCAAGTTTCAACTTTGCTATTCAACTAGAATAATCTTG 

TGCAAAACCTGAGCTGATTTTCTCATCTATAAAATGG AAACA ATACTTTC 

TGTGATAATGGGTGCAAAACACAAGGTATACTGGTTTCTTTGCTCTGGAT 

TCAAGTTTTCTTCTTAGTTTCAAAAT TTTAA AGGGAAACCAAAAATGT^ 

CATGGCCCAACTTTGCAGAAAAGGATTTTTCCTCAAAAAAGAAATTAAGG 

GGGGGTTTTTTTATGGGACCCAAAAGGCGTTGTGGCCAGTTTTAGTAATT 

TTATAAGTTTTGGGACTCCTCTAACACCTTTTTATAAAGCGCCCCCT^^ 

GTGGGGGGGGTTTATTTTTGGGGGGGGGGGTAAAAAAAAAATTTTTTT 

>Sequence 106 

TTTTGCGTGAGCACCACTCGTCCGGTAGTGGGCAGCGATCAGGGCTGGGG 

CTCTTTCCTGAGTTGTGTCAGGTGAGAGATTGTGAGAACTTGGCTTGCAG 

GGTTTGGGCATCAGCTGCCCATTGAGGGGCCGTTCATTGTCTCAAAGTGA 

ATGTGGGGTGGTTTGATCTGCATGTGTCATTTGTATCCACACAAGTTAAT 

TATTCroCITTTGTTGTAGTACCTTGGTTGTGAAGCAGAAGCTACCAGGC 

GTCTATGTGCAGCCATXrrTATCGCTCTGCATTAAGTAAGATGAGGATTCA 

CrCTTAATTTATGGGCACAATTTAGTTTCTTCCACACAAATT^ 

AACTCTTTTATTTTTTCCTACAGTGGGGGTTTC 

CATGGACTTTACCAAGATGGGGTATTTAAGTTTACAGTTTACA TCCCTG A 
TACCTCTCCAGACCGTGACTGTCCAGTAGTTGGAGCACAGTCTGCTTTAT 

TGTGGTCCACAG 

>Sequence 107 

TGTTTTTGTGGTCACCACGCGTCCGAAATAATTGCAGAGAAAGCTTGCCA 

ACGGTGATAAGTAGGTTTGTCTAGCAGCACTGATGCGTCGTG GAAGT TGA 

TGGTCATGAACATACAGTCTGATAACCTATCTGCCCTCl^ 

AGTAGTGCTATGTCATTTTGGTACTAAGGTAGGTGAATlTrCCAAGTG^ 

CTTGGAAATAAGGAAACATCAAGAATAATGTAAAAGCCTCATATACAATA 

ATGAATAATAAAGAATAATGTGAAGGCTTCArrCAAGGTTGGGGTTTGCC 

AGATACATTGCAACAAAATGACAGAGCAGCCAAGGTATTTAGGATAGTGG 

CCAAAGGATTGTAATGATGGCTTATGGAAGTGTCAGCTGGATAAAGAGTG 

AAAATGAATAAAAACTAATGGATTGGTTCAGTCGAATAGCAGACGGCACA 

ATGGCCCATGGCCCGTTAGAATAGGGACCCAATTAAATGGAGACCAGTCA 

AGTGGGGGGGATCAT 
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>Sequence t08 

TAAATGTGCCCACCGTCGAATGGATTCTACATCAGGTGTCTGTGCCTCGC 

TGCTGAAGGATAACCCAGAGTGCAAGGTCATCTTTGTTGCTGAACAGGGC 

TGGACCTGTCGCACITAAGCACACTTAAAGGATTCTATTCTTCATTCAGG 

TCCCCCAGAGAAATTGGCTCCTTA'l'rri'ICrriACCTATTCCTAGACTTC 

CTTTTGTCTAGAGCCAGTTTTCCAAAGGGCACTTTTATCCATC^ 

TTCCCAGAGGTGACAGAATGAGTAAACCATATGGGGCAAATAGCATATAT 

GAGCTAAACCAGTTAACTGTTAACCAAGGCACATGGTCAATGCCTTAGTA 

11 rri ri'l l i ri AATTCTTCTAACGGTATTTCTAGCTGTACATTCCCAAA 

GGAATGGGTGGAAGCAAATCGATTCTGGAAGGGTCAATGGTCTTCCAGGT 

TAGGGAGAACCCAGTCCAAGGGCCGGGGACCri'lTll CI 1 GGAAGTGCTG 

AAACCCGAGTTTTTC 

>Sequence 109 

GAAAAGATGTGGAGCTCCCACGCGTCCGAGACACTTCTCTGACTAACCAT 

AGACTATGTGGAAAATGGTAGCTGGATTGCCTTTGGGTGGAGTCCTTGCC 

CTGTGGCATAGGAAACAAAGGAAAGGAGAGAGATGCCCTTTGAGATTAAT 

GAAAATGCTCTCAGCCAAATAAAATCTAAAAATAGCCTCCTTGTGATACG 

AACGCGTGGCCCCTAAGGGTCCTAAAGAGAGAGCTAGGGGAGGTTCAGCT 

GGCCACAGAGATGCTAAAGGTCAGGAGCAGACTTTTAGGGTTTGCTGTTT 

TATAGGTTTAAAGACCAGGTCTGTGTTTTGATAACT GAAC TTGCTAATAG 

CTGGCCACTTGAGTTGCTTCTTCCAGCTCTTTGTTTGTTTTAAATAAAGA 

GATTCAGCCAGTAATAATGGGAAGAGCTGCAAATGACTTCCCCAGTTGGG 

AGTGCCTGCTTGTTTTTCCTTCTGCCTGGGCATGCTGATGTGCAGGCCAC 

ACTCACAGACTTACACGTCTGAGGAGATAGCCC 

>Sequence 1 10 

TGTTTGCACGCCGTAATACACTCCTCTGTTTTTACAGTGCTGCCTGCACT 

GTGACTAAGACTTTCnX3GACTATCATCATGTTTAGGAGTTGATGAGATTA 

TAGTTTCATGTAAGTGTATCATTAGATGACAACTCTACATCTTTAGGCAT 

GGAAACAAACATTTTTCCTGGAAGAAAAAAAAGTGAACATCCAACCTCCA 

TTTAAACAAATTTGATTGTTTCTTTGCTATTAAGAAACTCGGTGCrCTTT 

CTCCCACTCTATTATATTGTCAAAATACATCTGGAGACACTATATAAACT 

TTTTCTCCTTTAAATTACCTGGTTTATATATTATCTCCTGTAGCCTGCAT 

ATAGATAAAGGTTAAACATAGAGGATTTAGGTTGTT GGTAAT TTAATAAA 

TATCTTCirTTTACAAATCATATAATTTTTGTTGTTGAT^^ 

AGGAGTCTTGCTATGTTGCCCCAACTAGTTTGGAATGCCTGGCTTTAAAG 

GGAATCTTTACCTTAGCTTTTTGAGTAGCCGGCCTACA 

>Sequence 111 

GTTTGAGGGCGACCACGCGTCGCGGGATTGGACCGACGCAGCCATGGTAG 
GTCCAGATCCCGTAGAAGGGAGCGGGGTCCCATAGGTTACGGCCGATTCC 
TGGAGCTTCTGGACTGAGGGCCGCGGTAAGCAGTGGTCTGGGCTCCCGC 

>Sequeace 112 

GTAAGAGGGCGCGTGGCCGAGCGGTTTGCATCGCCAGCTCGCGCAAGGCC 
ATGAGGTTGGTCTGGGTGAAGAACGCATCGATGGCGGCACGGGCCTGTTC 
CGGCACGTAGACCTTGCCGTCACGCAGACGCTCCAGCAATTCGCGCGATG 
GCAGGTCGATCAGCAGCAGCTCATOGGCTTCCTGCAAGACCCAGTCAGGC 
AAGGTCTCGCGCACTTGCACGCCGGTGATGCCGCGCACCKKSTCGTTOAG 
GCTTTCCAGATGCTGGACGTTGACTOTGG TGAA TACGTTGATGCCGGCAG 
. AGAGCAATTCCTGAATGTCTTGCCAGCGCTITTCGTXKKJGGC^^ 
GCGTTGCTGTGGGCCAGTTCGTCCACCAGCAC CAGG TTGGGCTTGGCXKSC 
GAGCAGGCCGTCTAGGGCCATTTTCTTCAGCATCSCACCGCGGTATT^ 
AGCGCACAACCGGGTTTTGTGGCAGGCCGCTTACCAAGGCTTTCGGCTTG 
GCGCGGCCCTGGGTTTTCACCACCCCGG 

>SequenceI13 

GGAGATGTCGCCACGATCGGGCGCGGCCAGCCGACTGGACCCCTTAGCCT 
CGAGGCCTTTGCTGAAGCTCATGTGAGGGGGCGACTGCCCCTGACAGGTG 
TTGGATTCCAGCTGCTGTGGCCCTGAAGGTGGGTGGTGGGAAGAACGGGA 
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GAATGAAGCCAGCCTTGGGAGAGGTAGGACGCCAGCCCGGCCCAGCTGCT 

TCCAGCATCTGGATCCAGCCTCACCTGAAGCCAGCCACCTTCTGGACTGC 

AAAGTCATTGTCAACACCGAAACACAGGGTTTCTGACCATTGCAACCCAG 

GGTCCCGGCGTGTCGTGGCTGCAGACCCTGCAGACCCCTATGAAGATGGT 

CCTGCCTGCCTTGCATCGGGCCTCTAGCTAGGGACTGTGGTTGCAGACGT 

ATTTCTGGGACTGAGCCTCTGGTTAGAGGCCAGTGGTOAGGGAAGAGAGA 

CCATCAGAGAAAAGAGTGGAGCCTCGGGCTTGTTAGCAAATGGCAGAAAC 

CCGACCCTGCAAGAGGAAAACATTG 

>Sequence 1 14 

TGGAGATGTGGATTGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGAAG 

CAACTGTCAGCTAGTGAGATTACTGTGTATGGCCAATCCAGATAAATAAG 

ACGATCAAGTCTTTATGAAAAGGAAAGAAAAATTTGGAATGCACATCTCT 

GTCCAGCTCAATTCCTCACTCCTTTTTTAAGATGGAGAGCTGTTAGGTTT 

GTCTACACAGTAGGAAACACCTGATTAAATAACAGCATGGAGCCAATCTT 

GACAAAGAAATTGGCTGCATCCAATAGAATCCCAGGGCCGGTCGTGGTGG 

CTCATGCCTGTAATCCCAACACTTTG 
>Sequence 1 15 

TACGTATGACTCACCGCGGGCCGGAATCGTTGTACCAGACCAGGCCCCCA 

GGGCCCAGCTACTCGAAGAACAGCCAATGGATTGGAACGTCCTAGGACAG 

ATGCCACGGCTTTGACCCAGGCTGGGGGTGCACGGATCTCACTGGGGTTA 

GTTGGTCGGAGGGGGAAGCCCCATGGGTCCACCAGGATGAGGTGTTTAAC 

TCTATCAGGGTACCT 

>Sequence 1 16 

GGTGATGATGAGCTCACCGCGGTGGCGGCCGGTAGCGCCGGTAGGCGGTG 

TGGACCAGGGGCTCGTCGGTGGCGGCCAGCGAATTGGTGACGACGCTGAT 

CTTCACGTTGCGCCCGCGGATCTCGCGCATCACCTCCAGCCCCGTGGCAC 

CCGGAATCAGGTAGGGCGAGACGATGGTCACTTCGGAACGCGCGCGGCGC 

ATCTGCTCGACCACGTTGTAGCGCACGCTGTCGACATCCAGCAGCGGCAC 

GCCGCCGTACGACGCGGTCTTGCCGATCACGCGGTCAGGCGAATCGGCAT 

ACGCCTCGGCGGTGGTCCAGATCAGGCCGAGCTTGCCGGCGTTTGAGGTC 

TTCGACCATCGGGCTGTAGCCGAGCAGGGTCGTTGGGCGCGGGGGCTTCG 

CGGGGCCGNCGTTGGTGTCGGGGGCCCGGGGCCGGCGTTCAAAACCGCTT 

TTGCAAATTCTTGGCGCGGGCAAGGTTGGTCGCCAACAACGACTGGGGAA 

TCGGGCCGCTCTTGAAACAGGGTGGGATC 

>Sequence 117 

gatgatgagctcaccgcggtggcggccgaggtactctaatggagccactc 
aggactgtcttaaaaagacaaaaatacctcctacagttgttatcatcaac 
gtcagttgctggcttttcctaaatttgtcttctacctcagatctaaacca 
tttgataacattagggcaatatcatggcaa tcgtg gcccagtaa aXcca t 
agcaaatgttttctccctaggacactatctgttttcacaggaaaal 11 11 

CTCATAGAAAAACTGTAGGAAAAGCCATGGATGAGCTGAGAAGACCAAAC 

CTATCTCTTGGAAAACAACAGTAGGGAGCGT GGAr TAGAATGTCTTGGGT 

GCGTGAAACAGGCAGACAATCCTGAAACATCTTTTCTGGGGACGTAAGGC 

ATGAAAAATTTCTATACACTTAGGA GGGCITCT AGGAAACAGGAAACGAC 

AAAAATGGAATGGGCTTCATTCAAi ri'i i i 1 1 1 AAACA CATG CXTTTACAG 

GTGAGGTTCITGAGGGGCCnXKjAGAAGAACACCAACCXriTrcAGCT 

>Sequence 118 

TGTAGATGACTCACCGGGTGGOGGCCGAGGTACGCGGGGAACCGAGGCAG 

CAGCGGACGTGAGCGATAATGGOGGATATGGAGGATCICmXiGGAG^ 

CGCCGACAGCGAAGCTGAGCGTAAAGATTCTGrATTCTGGATCT^ 

ATTCTGATCAAGAGAATGCTGCCTCTGGCAGTAATGCCTCTGGAAGTGAA 

AGTGATCAGGATGAAAGAGGTGATTCAGGACAACCAAGTAATAAGGAACT 

GTTTGGAGATGACAGTGAGGACGAGGGAGCTTCACATCATAGTGGTAGTG 

ATAATCACTCTGAAAGATCAGACAATAGATCAGAAGCTTCTGAGCGTTCT 

GACCATGAGGACAATGACCCCTCAAGATGTTAGATCAGCACAGTGGGATC 

AGAAGCCCCTAATGATGATGAAGACGAAGGTATTAGATCGGATGGAGGGA 
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GCCATCATTCAGAACGGAAGGTTCTGAAAAGCACATTCAGATGATGAAAA 

GGGGGCAGAGAAATAAAA 
>Sequence 119 

TAAAGCGACCGCGGTGGCGGCCGAGGTACCTGAACACCAGGCTCTTTACG 

GTCCCTGGCCAGTGAAAGGGTCTAATATAAAACACACCGAGGCTGAAATA 

GCCGCTGCTTOTGAGACCTTCCTCAAGCTCAATGACTACCTGCAGATAGA 

AACCATCCAGGCTTTGGAAGAACTTGCTGCAAAGAGAAGGCTAATGAGGT 

GCTGTGCCATTGTGTATGTCTGCAGATTTCCCCAGGGTTGGGATGGGTTC 

ATCCTACAACGGACAAGATGAAGTGGACATTAAGAGCAGAGCAGCATACA 

ACGTAACTTTGCTGAATTTCATGGATCCTCAGAAAATGCCATACCTGAAA 

GAGGAACCTTATTTTGGCATGGGGAAAATGGCAGTGAGCTGGCATCATGA 

TGAAAATCTGGTGGACAGGTCAGCGGTGGCAGTGTACCTGCCCGT 

>Sequence 120 

AGACTGACCGCGGTGGCGGCCGAGGTACCGAGCTACCAGGCTGTGGAATG 
AGACCGGGAGCTTTTTCGTGCTAAGATGCCGTTACGGAAACATCGCTGTC 
GTTTCAAGAGCTATGGGCATTGTTTCACA 
>Sequence 121 

TGATTAGATGAGCTCACCGCGGTGGCGGCCGAGGTACAAGTTTATGTTTT 

CCTTGGTGTAAGGCTTTAACAGTTCCCACCTTTCAGCTGCCTGGGCATTG 

ATTGCTCACCTACCACTATGACTAGATATGATTCCATGTGCTTTTGACTA 

GATTCTTTGTCTCTTGTGTATGGAAAGTGAGACTTTAAGTAATAGTTACT 

GCTGAGAGAAATAGAAGACGTGACAACGTTTGCTTTCCCATTCAGTAGTC 

AGCGGTTGAATGGAATTATCTTCGTTTTTGGACTGACAGATTTGTTT^ 

AATTCAGCTATTCCCAAGCCTTACTATTCAAAGCAGAACCCTTCTGTCTT 

CTTTCTGTAGTTGCTCTCTCTCCCTAT ATTCT GTT GTATTTTTT^ 

AACTTATTACTATCTCAAGTAAAATTGTTTTATGTTTTGTT TTTAT CTAC 

CCTCTTAATCAGGGCAGGGATATGTCTGTTGTATATTTTACITTTCCCAA 

ATCATAAAGTTTTTGGGAATCTGCTGGTTATTA 

>Sequence 122 

AGGTACACACTGGATCTCCTTACTCATTTTTAACCCTGACTGGGACACCA 

GAGACATGCTGCATCTTGTATTAGGTGTTTCATCTTGCAGAATGGCTGTG 

CTCCTGAAATATTTCCTGTGAAGAAAATTGTTACAATCCCATTACATCAC 

TGGCTTTTATTATTAAATTGAATGTTGGCTGGAAACAATTTTAACCCCAA 

ATTGTGACAAACAAAACTATATGGAAAAGGTCCCTGCCCG 

>Sequence 123 

GTTGATGCTCACCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGTGTGCAA 
CTGCAAACCAGTAACCTGCTATGGCCAATTGTGAAGAGATGGGAGTCTCC 
CCGTATTGCCCAGGCCGGTCTCAAACTCCTGGGCTCAAGCAATCTTCCCG 
CCCCACTTCCCGAAGCCCTAGGATTACGGGAGTGAGCCACCGCACCCAGC 
CAGAAAAACGTTTCAAATATTGGAAAACCTTACl I 1 1 1 ICAATGAGCATT 
TTTGCATCAAGGGGTAACAGGGACATTAGGCrillil' I CTCTTAGACTCC 
AAACAGTAAGGTCAGAATTTATCAAGACATTACATAGGAGTAAGGGCACA 
GCCAGGGGTGGTGGGGNGGAAGGACATTTTCCAGCACTAATTAACAGGTT 

ttatgattcactaggttggcccaactactgttctcacctaattcccaggc 

cagcgtgtcaggaggccaaatgacacnm:cagtgcaagtgcttgtagt^ 

tgaagggggcagagatcacctagtgacx:a 

>Sequence 124 

agaaatgtcgccaaactgccgtctixx:ctcctc 

>Sequence 125 

TTAGAGATGAGCTCACCGCGGTGGCGGCX;GCCCGGGCAGGTACAGACTTT 

CATTCAACAAATATTTATGCATCAGCTACATGCCAGGATCTGTAATAGAT 

TCTGGGTGTGCAGTAGTGATTACTGCAGAATGCAGACATGGTCCCTGCAT 

TCTTGAGAGGGAGACAGCAACCAAATAAACAATTACAAAAAAGTATGTAA 

CTAATTAACAAGTGGGAGAAGGGAGTGGGATTACACAGCAGAAGTGGAAG 

GAAGGGCCCACTTAGAGTGGTCAAAGGCTTCTTGAAGGTAACATGTAAGC 

TGAGACCTGAAGAAGGATGCAAAAGGGCCAGCATGTAAGGAACAGAGAAT 
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AAACATCCCAGAAATAGAAAATAACACACAAAAACCTAAAGTCATTAAAG 

AACATGATCATCTTTCAAGAACTAACCCTrGAGATCAGAGTAGTTTGATT 

ATAGAGGAAAGGGGTGAGTGCAATGAAACGTTAAAAATAGCCAGATCACG 

TAGAGCTCTCTAGCCTTTGGTAGAAAAGG 

>Sequence 126 

TTATGATGATTGAGCTCCCCGCGGCCGGAAGAGCAACCGAGATGAAGGTG 

AAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGA 

CTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGG 

TCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTA 

TTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAA 

TTGCTTGGCANAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGNNGCGT 

GTGATGGANNAGGTTANAATTTTGGAATCTACTTCAGTGGGAATTGTATT 

CCGACCCTCGGCCGGTTTTAGACCTAGGGGGATCCCCCCGGGCTTGAGGA 

AATTCGATTATAAGCTTAATGGATCCCCGCCCACTTTAAGGGGGGGGCCC 

ccccccAA rn i 1 m i t cttttagggaaga aaaa accccccgcgggaaa 

AAAGGGAAAAA l i 'm i I ICGGGGGAAAAATTTTCCCTCCAAAATTTCCA 

AAAAAAAAAAGGGG 

>Sequence 127 

ATATGGCTCACAGCTCGGCGGGCGGGTACTGAAAGTGAGGTGAAAAAACA 

AGAAAGCTGAGAGAAATCAACATGTTCCCAAGTGCTGTATGTGAACAATA 

AATCTGAGACATACCTCTAAGGCTTTTCCAGAGACAAGAAAGCTCTCAAC 

CTGTAAAGAATTCCTGGGACATGACTGAGAGCAATGAGAACTCCAGGCAG 

AAGGTTAGCAGATATAGTGTAGAGCATACACAGATATACTATAGTTCATA 

ACACTGGTGGCTTAGCTGTAAATCACAAAATAGCACTGGAATTATACTAG 

tgafcatagcacatagtccaagaagaaaaaattttgatcttgttcttaaa 

ctttgtggagccagtggtgaaatgagtcacacaaagatgcaacaatgnat 

gaacccagccctctttagactaacatattcttgccc atcac caccaatat 

tacaataaaaatcaagacacatgaaggagcatacctttttctgaaagaaa 

tattgcttacctcagtctctatggntatttgatgcaaaacacccagcatg 

caatttgaatcaataagacatggaaagggagcaaaatgtaactcatgcta 

aagaaaaaaaaagagtgagaaagagacaacaaaagcagatccagaaatgt 

taaaacttgtgcattataagggagggagctttaaatacaatattntaatt 

tagaacatctagtgaaaatgtgatcagatttatc aagt aatggaatttga 

acagagacgtaaaatgctatatttacaatncatattttatataaaaagag 

ttgttaaaataaaattgtaaaaaacaatgtttcaaaaataagattatgtn 

GATGGCTTACAGTTGAATAAT 

>Sequence 128 

GTGAAACAATGCTCATAGCTCTTGAAACGACAGCGATGTrrCCGTAACGG 

CATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCACAGCCTGGTAGCTC 

GGTACCT 
>Sequence 129 

GAGACTCACCGGGTGGCGGCCGCCCGGCAGGTACAGTCAAGGCCGAAAAC 

CACTGAGCrTTTCCCTCTGCCTGGCACATATCCACTGCCCTGCCTTCCTT 

CAGCTGATGAACTCTTCATATGCCTCCTTTTGGGTGTCAGTGGAAATGTC 

ACr i Uri ICTAGAAGCTTCTCTGGCICTCCCAGCCTGGCCC^ 

GCTATGAGCTTCCATAACACCCCrAGTTTTCCTCACATTGCCCTCATAGT 

ATATGGAATTTGTTCATTCAATTGCCTGGCTTCCAACAGATGCCAGCTCC 

AAGAAGGCAGGAGCTGCTTCTGGGTATTGCXrGCCATCAAGGCCCTCACA 

COCAACCTAATGCCTXKiGCCAGAGTAGGTGCrrAATAAAA^ 

GGOCGGGCGTGGTCKKrrcACGGCTATAATCCCAGCACTTTGGGAG^ 

GCAGGTTGGATCACGAGATCAGGAGATrGAGACCATCCTGGTTAACACAG 

TGAACCCCCGTCTCTACTAAAA 
>Sequence 130 
GAGACTACT 
>Sequence 131 

GACAGTGAGCTCACCGCGGTGGCGGCCGCCCGGCAGGTACCTATCTGCAG 
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AACGGTCATTAGCAGTTTTTCCAAACAAGCGACTTTTAGCA AATTA ACCG 

TTAATTTTAATGAGATTCAAAAGTTAATAGCCATTCTTAACGTTTTATAA 

TTAGAAGCTG1TATATAATTAGAGCTGGACACCCACATGGA GAAACT AAT 

TTGACTGTGCTGCAITTGACTTCACTTTGGTAACAGGAAGCAC 1 1 i 1 TAG 

TCTGTAGACCCTTGGGAGTTGTAGGGAGTTAAAGCTGATCATTATATACT 

ATTATATACTTAGGGATACAACCCAAGGGCAACCCCTGGCCTTTATGAAA 

ACCroGAGTGAGTTATTATTTCCTGGTAATACAATTCTCTGCrAGC^ 
TGCTGCATCAAAACAGTTCTGATACACACACCTAAAGTCACCACTTCCTC 
ATTCTGGTCCCCAATAACCCTATAAGCCTCTCTCCTTGTAGGTGACCTCT 
GCCCTGTGAAGGGTTGGCTCACCCCAAGATTCCATAAATAAG1TG 

>Sequence 132 

ATACGACTCCCGCGGTGGCGGCCGAAACCGTGGTGGCCGTGATCGTGCCG 

TTGGCGGACGGAACCTTGAAGATGTTCTGGGCGGCCAGCACAATCGCCGC 

CTTGCCGACGATGACATTGTTGGCCTTCAGCCCGTCAATATCGCCCTTGA 

TGTCGATGTTCTGGCTCTCCTCATCATGGCTCAGCGCAATGGCGGCGTTC 

GCCTTGCCGGTCGCCTCCACGAGGAACAGGGCTGCGGCCGTCGACACATC 

GCTGGACGCGAGGGTCAGGTTGCCCTGAAGCAGCCCCTTCTTGTCCTGGG 

TGACATCACCGCGCAGCCGCGTGCCGCCGGCAATGAACTGGATATTGCTC 

AGGCGTTTTTCGTCCTTGTGCAGGGCAAGTTCCGTGGCAAGATCGGCCCG 

CACGCCGTCGAGGAACGCCAGACCGGATACCTTGCCGTCCGCGCGTCCTT 

GACAGAAGTCCGTTGAAGGAGAACGCGCCTTCCTGAGCTTGCCCCGGAAA 

GTTTGCCATCCGGAACCCGGCATTGAG 
>Sequeiice 133 

GATATCGAGCTCCCGCGGGGGTGGCGGCCGAGGTACGATAATTCATGCCA 

ATTTCTTTGGGAATACTTGTTTCTGATAT AATAGGT TACAAAGCAAAATT 

GAGATGATTTTTAAAATGCCATGCAGTTATTTTTTCTGAA TAAC ATAAAT 

TTTAAACAGAGACCTGAAAAAAACCCCAAAAGTATTAACCTTTAAATACA 

TAAACTCAATAGAAATAATTTAACTGCCTTCTCTTCACAAGAGGCAATCA 

GAAGGCAGGACTATAGTTTTCTGTGTTTCTTTTC CACAG GAGAGATAAT^ 

ACATTTCTAGAGACCCATAGAAACAATTCCATAGTTTTAATTTCATCTCT 

CTATCTCTAAGGGTGTGTCCAGGTATCTAACAGCAATTATCTTACATTGC 

TGAATCAACAACAATGATATCACTGAAGAAATACAGGGAGACCCAAGCTT 

CCTTGGATTGGCCCCCCAAAAATTGGTGTAAACATTTTAAAGGAATGGCT 

TAACTCTAAAGAAAGGGAATTTTCTTTTTGAAAAATT 

>Sequence 134 

TAGAGATTGAGCTCCCGCGGTGGCGGCCGCCCAAGTGXTGGGATTACAGG 

CATGAGCCACCACGACCGGCCCTGGGATTCTATTGGATGCAGCCAATTTC 

TTTGTCAAGATTGGCTCCATGCTGTTATTTAATCAGGTGTTTCCTACTGT 

GTAGACAAACCTAACAGCTCTCCATCTTAAAAAAGGAGTGAGGAATTGAG 

CTGGACAGAGATGTGCATTCCAAATTTTTCrrrCCCTTTCATAAAGAC^ 

GATCGTCTTATTTATCTGGATTGGCCATACACAGTAATCTCACTAGCTGA 

CAGTTGCTTCCCGCGTACCT 
>Sequence 135 

GGAGAGAGGATGAGCTCCCCGCGGTGGCGGCCGAGGTACCTCTCCTGCAG 

GGCCCTCCATICAGGGTCTTCCTGGAAAACCCCCTGGAGGi^ 
GTroCAGTCGGAGTGAACACCCGTCTrGTTTAACCACCAGCAGG GGGA TT 

CCTTTtnXKjAGAGTCCATGTAGTCATCATCTCTTTGACCl^^ 
CCCCAGAAAGGCGAGCATGTTACTTGTCATClTGGGATXXXiAATGACAAA 
CTCCACCAGATGTAAAATCA CTTT CTAAACAACTA 
>Sequence 136 

GACGTTGAGCTCCCGCGGTGGCGGCCGAGGTACTTAAAAGTATATCAGGG 

CAGTTTCATGCCAGGGAGCCAGGGAAGGCACCCAAGGAAGTGATGGAAGA 

GTAGAAGTTCACCAGGTGCAGCTCAGGAAAGGGCTCAGCAAATTTCTCTG 

TAACAGGATGCAGACCCCGCGTCCTGCCCG 

>Sequence 137 

TGTTTGTGGATTGACACGGGCGGCGGCCGAGGTACTAAATTTAGCAACTT 
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TATTCATGAGGAACACCAGTCCAATGGTGGTGCTCTTGTCCTTC ATGCT T 

ACATGGATGAACTCTCATTTTTGTCTCCAATGGAGATGGAGAGATnrCT 

GAGGAGTTTCTTGCTTTGACATTCAGTGAAAATGAGAAAAATGCTGCTTA 

CTATGCTTTAGCAATAGTGCATGGAGCGGCTGCTTATCTCCCAGACTTCT 

TGGACTACTTTGCTTTTAATTTCCCCAACAC TCCA GTG AAAAT GGAAATT 

CTGGGCAGGAAAGATTTTGAACCAACCCCCTTTTAAAATT TTAAA CTAGG 

GGAAACGGGAATITTGGGGGGGGCCCCACCCGGGGGT GTCTTTT GGGGGA 

AAAAA' JMn i IT TT G GACAAAAAAAAA AAAAAA TGGTG GTrTTTTCCCC 

CCC i 1 1 1 i 1 1 I 11 11 i AAAAAAAACCCCTTTTTTAAAAAn in mm 
TTTTGGCCCCC CCCGGGC CTCATTAATAAAAAAAACAACCCCGTCCCCGT 

TATTATATATTTTTTTTTCCCCCCCCCC 
>Sequence 138 

GGTGAGTTGAGCTCACCGNGGTGGCGGCCGAGGTACTCGGGAGGCTGAGA 

CAGGACAATTGCTTGAACCTAGGAGGTAGAGGTTGCAGTAAGCCAAGATC 

GTGCTACTACACTCCAGCCTGGGTGACAGAGTAAGACTCCATCTCAAAAA 

AAAAAGAAAAAAATTGACTTTGGAACCTCAGATTACATATCAGTTTGCAT 

ACATGCTAAACAGAGAAATGTCCTCAAAATTCAGTTACTAAAAATTACTG 

ATATCTCCATGATTAGAACCACACTGTGGTTGTGTGTGTAGTCAAAGGAG 

GAGAATTTTTAATGCTATATAAGCATAACTGATAACT GCTATTACA AATA 

AATATTCCACAAATTTGGAAAGTTATTAGAGGAAGAATTTTTTTTCCTTG 

TAATTTCCAGGTGTTTATATTAGTTGGGCCATAGTGAAAATTACATGGAG 

GAAAGAAAATAGGAAAATAAGTCACAGAAAAAGAAAATCAAAACAAATAG 

GAACTTTGGGGAACAAGTGAGGTAATTTCTGCTCT 

>Sequence 139 

AGCCCAATTCTTGATTTCTTTCCATCCCAAACTCTTTAAACTCTTGACCT 
CTGCAATTCAAGTTGTGAACATGAAACTTGTCTATCACCAGCCTCTTCTC 
TGCATTCTCTTTCCCTCCriTGCTATGCTAAAACrTGGATGGCCTCTG>^ 
ATACTGCTCTTCACCCCTCTGAAGGGGGCTCCTCAAGGGAAGGTACCT 

>Sequence 140 

GAAAGTAGGGATTGAGCTCACCGCGGTGGCGGCCGCTGTGAAACAATGCT 

CATAGCTCTTGAAACGACAGCGATGTTrCCGTAACGGCATCTTAGCACGA 

AAAAGCTCCACGGTCTCATTCCACAGCCTGGTAGCTCGGTACCT 

>Sequence 141 «_ 
TTTTGTGATAGAGCrCCCGCGGTGGCGGCCGAGCCCAATTCTTGATTrCT 

TTCCATCCCAAACTCITTAAACTCITGACCTCTGCAATTCAAGTTC 

CATGAAACTTGTCTATCACCAGCCCCTTCTCrGCATTCTCTTTCCCCCCT 

TGTTATGCTAAAACTTGGATGGCCTCTGAAGATACTGCTCTTCACCCCTC 

TGAAGGGGGCTCCTCAGGGGAAGGTACCT 

>Sequence 142 

CTGCCGGGCCCCATTrGATTTAAAAGAAT TGGG CCCCCCCCCGGGGAGGA 
GGGGGTTTTGTATTTTGGGGGCTTTTTCCCTTT TCAATTAAAA A^ 
GGGCCCCCGGGTTTTGGGGGTTGGGGGGGGGG ri"I"ri 1 1 1 1 TCTTAAGGG 
GGGG l l A 1 i 1 1 1 1 1 IC TCCTATAAAGGGGGTGGGGCCAAAAAAAAAAAAT 
TTTTCCTAAAACCCCCCCCTT 
>Sequence 143 

CCTTTTTCCGTlTITCTCTAAAAAGACX:criTGGGCT 

GGGGGGGGGGG' I - rrriilCnilA AAG GGGGGG TTACCCGririTCCCCC 
AAATAGGGGGATCCXX:CGGAAAAAAATTTTTTAAAAAAGCCfX<^ 

>Sequence 144 

GTGTGGCGTTGAGCTCCX;CGCGGTGGCGGCCGTTGCCCTTACATCr^ 

TTTGGAAGTGACAGGTATTAAATAACGGCATATGAAAGCTT AAAAG TCAT 

CAAATACAATCACrGGGTACTTTCGATTACCCAAACCAGGCACTTTCCTA 

AACTCCCCACTTCTTTACITCTGCGGTCTCCnTTC 

TACCTGCCCG 
>Sequence 145 

GAACGATGGGATTGAGCTCCACCGCGGTGGCGGCCGAGGTACCGAGCTAC 
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CAGGCTGTGGAATGAGACCGTGGAGCTTTTTCGTGCTAAGATGCCGTTAC 
GGAAACATCGCTGTCGTTTCAAGAGCTATGAGCATTGnTCACA 
>Sequence 146 

TGGACGACGGAATTGAGCTCCCCGCGGTGGCGGCCGTTCTGCTTAGCCAG 

TTTATTCTTTA' riiri^lA CTGGAGTCATTGCCAGTGATGGAAACGGTGT 

TTGCITCTCTTrCAGTCAAGATCTGCACAAAGTATAGCATTAGGTGGTAT 

TrATTGTTTATATTATGAGTTCTACATTCATCTTTCCAGCACTC^ 

TATCAGCAAGTTCTCAGTCAGTTCAAGGCATTGGATTCTGCITGATTTCT 

TTTTAATTCATTGTTTTTGACCCCTTTGAGAGTTTTAATAGAGAGGAGTC 

TGGAAGGCAGAGATCTCCACCACCTAACCGTGAGAAATTTGG AACT AAGG 

ACTTGCACTGGTCCCCAAGTTAACAGTGGATATACTTCCTGCATTTTCTC 

TGGTCTTTCTTGCATTGGGCAAAATGAATGAACGGGACCAGAAGGCCCTC 

ACCCCTTGTGGCATTTCCAAGTGGACAGGACTGGGACCCGGGATTGGTTA 

AATAACCCGAAAAACGG 

>Sequence 147 

tgaggatgagctcaccgcggtggcggccgcccgggcaggtacccaaggtg 

ggcatttttttaaaaaacccatggaaataaatgctacttcttgttagtgt 

tgtttgaaaataaacaaagaaaatgcaaacaaaacaaaaaccatggtcca 

ttcaagctcaagagtatttaaccaatgctctgttgcctcttaaaggattg 

gtagctatttcccx:atctacaaatacatcacaatta actaagc ccaattc 

tttaaaactatctggaattaggtcaaaattatctaatttttttctgattt 

aattatggattacgtaatccaatagttggcaacattataaaaccctaact 

ttacctcattgtttggctataccaggtctcatgactctggacataaccac 

catccttnctcccaacaccncgcgtactcaaagtaa aacc cggagcttca 

tgataaccatgaggcccgcagcttctgncrcaaagcttttctggcctaac 

ttccgctgcttctttctcactcggcgtttaaactggt 

>Sequence 148 

ggaggactcacgggtggcggccgaggtacctatgtgcgcggtggtagaaa 

agcacctgggtcgggtgcagactgcggagcgggccctaccgtgtgcgcag 

aaagaggaggcgctggac1tatcctaccttaagttgaagcagaccagcaa 

ttgttgtgacctacaatctccacacccatctttactctgagccaaggaag 

tgtctgttcrtgtgctgagtttcaggggccttcagcttgcgggaaatccc 

gaagatggccaaagacaactgaactgttcgttgcttccagggcctgctga 

trcttggaaatgtgattattggttgatgcggcattgccctgactgccgag 

tgcatcttcattgtatotgaccaacacaggctctacccactgctttgaag 

ccaccgacaacgatgacatctatggggctgcttggatcggataattggtg 

ggcatctggctcttctgctggccggtctaggaattgtagcatatggaatt 

ccacaggaaattctctggcgaattcatctgaggttat 

>Sequence 149 

TGCGTGTTGGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTG 

AGGAGCCCCCTTCAGAGGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAA 

GTTTTAGCATAACAAGGAGGGAAAGAGAATGCAGAGAAGAGGCTGGTGAT 

AGACAAGTTTCATGTTCACAACrTGAATTGCAGAGGTCAAGAGTTTAAAG 

AGTTTGGGATGGAAAGAAATCAAGAATTGGGCT 

>Sequence 150 

TTTGTrGATTOAGCTCACCGGGTGGCXSGCCGCTGTGAAACAATGCrrCA 

GCTCTTGAAACGACAGCGATGTTTCCGTAACGGCATCTTAGCACGAAAAA 

GCrCCACXK3TCrrCATTOCACAG€^ , 

>Sequence 151 ' 

TGAGCTAGTGACTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACri'irrri 

Tii ' irriiini 1 1 i GTTTTTG irriiii crrGTCcccTCT 

GATACTGGAGTTAACAAAAATTTTATAAACTAAAGAAAGCAACTTTATAA 

TCTAAAAGAAAGCAACrrTCCCTCCTGTCTTrrGAATTCT ^ 

AGAATGGATAATGAATCAGGAGATGAGCAAAAACGTATCTTTTACAAAGC 

TCTAGTCITCCAAAAGCCTCTAAACTCAAACGAAACCTTTT^ 

TTTGTAAAAGCTCAAGGTATGCCATTTCCAGAAAGTTGCAGATGAGCACC 
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ATTGGCATTACCCAAATTCTGTCACACATTGAGCAATGAAATTCAGGAAT 

TGGACAATGACCTCrTGGCATATGAAAGAATTAAAAGAGGGCTAGGGCTT 

GGGCAAGGGATCTAATCGNGAGGGGATGTTGCTTTCCGAGGCTTCCCTTC 

CTTCTTCTTTTCTGGCTTTCAGGTAAATGAAGAAA 

>Sequence 152 

GAGGGTCACCGGGGGCGGCGGGTCCACCTAAAAAGTCACTGCAGCAGAGA 

AGAAAACATTGGACAAAGAAGAAAGGCGACAGAAGGCTAGAGAGAGGCAG 

CAGAAATTGCTTGCGGAGTTTGCTTCACGACAGAAAGGCTTTATGGAAAC 

TGCAATGGATGTTGATTCTCCTGAGAATGATATTCCTATGGAGATCACCA 

CGGCAGAACCACAGGTTTCCGAGGCAGTATATGACTGTGTTATTTGTGGA 

CAGAGTGGCCCCTCCTCTGAAGATCGACCTACTGGATTAGTTGTACCTGC 

CCG 

>Sequence 153 

CATGGCTCCCGCGGTGGCGGCCGAGGTACACCTGCAACTGTGCGAATGGT 

CCTGTTGCCTCCTGCATTTTGGCCTCTGTTCTATAAAGGAAGAGTAAAGA 

TGGAGCTCCTCCTGCCTCCATCACGAAAGCACATATCATCTGTCCCTTTG 

GATTTTACTTCCAGGACGCGTGTCGTCCCCAGCGTGTGTTGCCTTATGGT 

GCCGGCAGAGCCTCAGCTATCTGCCTGGGAAGTCGGATGTCCTTGGAGAG 

AATTTGGAATGCAGATAATrrTTCTTATTTCTTGAGAGCTTACTT^ 

AGCATGACACTACCTAAACACTCAAGATGGCCTTATA TTAGTA AGATrTG 

CACAAAATTAAGTATACCTATGCAAACTATTACTTTGGTTTTTAGGAGTT 

TGGTCAGATGAAGAAGTAATGGGATCACATATATATGTAAGAAGACAACC 

ATCATTATTTTTGTAAGTGTTTTATTAAAACCAACTGGTTAACTTGTC 

ACACAAATAGAAGTCGTATTATTAAGGTCC 

>Sequence 154 

TTTTGCGTTGAGCTCCACCGCGGTGGCGTCCGGCCCCCGCCTTTTCTGCG 

GCnTCAGCGCGCGTTTCAGGTCGTCAATGAGGTCGTCGGCATCTTCGAG 

ACCGATGGACAGGCGGATCGTGCCCTGGCTGATGCCTGCGCCCGCCAGCG 

CTTCGTCGCTCATGCGGAAATGCGTGGTGCTGGCCGGGTGGATCACCAGG 

CTGCGGCAATCGCCCACG 

>Sequence 155 

TATAGCGGACTGACCGGGTGGCGGCCGCCCGGCAGGTTTAAA AAGA ACAT 

GTATAAACGCTTAGCAAACCCTTTTTAATGTTCTGAAGTCAGTCTTTGTA 

AGTGAAATCGCTGGAGACTAGAAAGTATGAAATGGCAGTCTACCTGGGCA 

ACCTACAAAAAATTTAGCTTGAAAAGACTTCAGTCTCCGCTCCCCTGTTG 

ATCTCATGGAGTGGGGAATGGGAATTGAACCAGAACTGGAAAATTATTTA 

GGAAAGTTTGTTAACTACTCTTTGTTGATCTCATGGAGTGGGGAATGGGA 

ATTGAACCAGAACTGGAAAATTATrTGGGAAAGTTTATTAACTACTCriT 

CTGCTGAGTAAATTTAAATGTGTTCTGGACATTGTTGAGGTCTAGAATTG 

TCTATACAATGCCCTGTACCT 

>Sequence 156 

TTCGAGAGCTCCCACCGGGCTGGCGGTCGCCCGCTCTGGTGCTTGCATCT 

TGGCTTCCTATAGCTTTCTTTTTTACAGAGGCCATGAA^ 

TGAAGTATTATCATCrrGTAGCATTTCAAAAGGAACGTCGAAGTCATCCA 

AAGGATGGGAACCACAATGTTCTTGTTGITCCTTGGGTTTC^ 

TCTGAATCATCATTATTAATTATGGAATTCTCTGGTCGAAAAGTCACATT 

TGGTTTTCTCCTCAGTTTCTCACATCTTTTTTC^ 

CTXTTTCTTCCTTGCCTTTITTT^ 

GGTTCTATTTTGACCTTTAAAAGTTGAACKKSTGT^ 

CAAAATAATTAATGTGTTAGTTTCTGTTGCCTTTGTTTAA^ 

GTTTTAAGTTGGATAAGTTGGGTTTTTrGCACCTATTTC^ 

T 

>Sequencc 157 

GTAGAGGGTCACCGGGGGCGGCCGAGAAATGTCGCCAACTGCCGTCTTCC 
CTCCTCGGCCGCTGCGACAAACACCCCACAAAATGGCGGCAGCGCCGTCG 
CCCTAGAATCCCCCGAGTCGCCTCTCCCCGCGTACCT 
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>Sequence 158 

TTTGCGGGCTCCCCXrGGTGGCGGCCGACTCGCTGACCAGACCAGGCCCCC 

AGGGCCCAGCTACTCGAAGAACAGCCAATGGATTGGAACGTCCTAGGACA 

GATGCCACGGCTTTGACCCAGGCTGGGGGTGCACGGATCTCACTGGGGCT 

AGTTGGTCGGATGGGAAAGCCCCATGGGTCCACCAGGATGAGGTGTTTAA 

CTCTATCAGGGTACCTTGC 

>Sequence 699 

TGGGGATGTGCCTCTCTGTGGGCGGTGGCGGCCGAGGTACTTTTTTTTTT 

r lill • 1 i 1 r GTTAGTGTTTTCTG ATGTCTTTTCTA AC AAATC TTTGCCTG 

CCCAAAAGTCTCAAAAACATTCTCACGTTTCTAGATT TTTAGC TTT 

TTTGTGTTTGGGACTATGATCCATATTTAGTGAATTTATTTTTGGGGGGG 

CAGAGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAATT 

TTTGTGAATTGCGGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTT 

CTACGATCCAACGCATGCCTGGAGTGGAGGACTAGATCATCAATTGAAAA 

TGCATGATTTGAACACTGATCAAGAAAATCTTGTTGGGACCCATGATGCC 

CCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCACTGG 

AAGTTGGGATCAGACAGTTAAACTGTGGGATCCCAGAACTCCTTGTAATG 

CTGGGACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGGA 

GACCGGCTGATTGTGGGAACAGCAAGCCCGATAGTGTTGGTGTGGGACTT 

ACGGAACATGTGTTACGTGCAACAGCGCACGGAGN 

>Sequence 848 

GGTACTGGTGTTATGCTTGTGCCTGTGTGAAATTCTACAGTGCTGAAAAT 

CTCATGCACTCTAGCTATGAATGCAGGTCTACTTGAAGCAAAACTCTTCA 

ATCTAATTGTTTTCTCAATCTTTGTAAACCAGTTTTAAGAGTCACCAGAA 

ATCTGTAGTTTAAGGCACCAGATACATTTCTTGGCTGAGCCTTGTAGGAC 

CAATATGCTGGACCAATTCGGTAAAATACACCATAAATTATGACTGCTTT 

ATCTGAATGCATGGGACACTTGCTACGATGGCGGGAATTATTACCAGGAG 

TrrAGGAGCCAGACATGGGTTCTGTATTTTTCATACATTGGTGATCAATT 

CAAATCTCTTTCCTTTGCAGCCCAGGTTTGGTCAGTCTGGCCAGGAGTGC 

AGATTATGACAAAAAACAAAGCTAAAAGACCTGAGCCATTAAGGTTACAG 

TCrcAATACCACCGAGTTAAACAACCTATTTAAATGCAAGACTATTGATT 

GGAATGATCCCGCGTACCTGCCCGGGCGGCAAAGGG 

>Sequence 849 

GGTCGGCCGAGGTACAAAAGTTCTGAAATAACACTATAGGCTTAAGGAAT 

AAGGGACCAGAATAGCCTGGAGCCAGGTATTTCTGGCTTTATACATTCCT 

TAGGAAAAAAAAACTTTATAGATGTATTTAAGTAGAATTAAGGTTTACAC 

AAATGATTTTTTGAGAGAGAGAGTCCCTAGGACCTAAACATTCGTTCTAC 

GGAGATAGGGTCAACACGCAGATATTTATTTAGCAGCATGGTCTGCAGAA 

GTAGGAGGAGGTGACCAGATGTGATGGATTATGCCTGTAATTCCAGCATT 

TTGGGAGGCTOAGGTAGAAAGATTACTTGAGCCCAGGAGTGTGAGACCAG 

CCTGGACAAAATAACAAGACATCATCTCTCCAAAAAATAAAAAAATTAGC 

GAGGT 

>Sequence 850 

GGTACCACCTAACAAATTGGAGGAAATGAAAAGACGAATCAACAACATTT 

TGGAGAAAjVAATrrATTCTACTTCTAGAATTTCATTACTACANAGTC^^ 

ACGTTCITGGTTTGGTAGATGAAGTGAAATCAAAj\TTGGATATTTGGAAC 

ATTAAATATGGGAGCAGAGAATCTGTGGAATTATTGCTGGAAGA CTGGC A 

TAAATTTATTGAAGAAAAAGAATTCCTAGCTCGACTTGATACT^ 

AAAAATGTGGAGAAATTTATAAGAATrTGGCTGGAGAATGTCAGAATAT^ 

AATAAACAGTATATGATGGTGAAATCTGATGTTTGTATGTATAGAAAAAA 

TATATATAATGTGAAGTCCACTCTACAAAAAGTGCTGGCATGTTGGGCTA 

CTTATGTGGAAAACCnTCGCTTACTAAAGGCTTGCrTTGAG 

GAGGAAGAAATTAAAGAGGT 

>Sequence851 

ACCTATATTCTATGCAAAATTTATAAAATAATCCTTGAACATGAAAACTC 
ATCTTAAAATTACACGAATTAAGTAAGCATGCAATACAGACACTTGCAGG 
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ATGCCTGGCCTCTGGGAACTGCTCCTGTCTCTGTGTGAATGTAGAAGTGA 

GGCTCAAACTCTCTCTTAGGAAAATTTTCCCTTCCCACTGCCCATCCATT 

TCTGCTGACTCAACAATTCCCACAGAGGAAATGGGAATAGTATCATCAAC 

TAGCAGTCCTCCCATGCCAACAGATTTGGGGTCCTTATCTAAGTGTTTCT 

GCAGCCGGTCTTCCCITCCTGACTTCa:GTATTGGCTCGTTAAAATGA^ 

AGCTGGCAATACAGGTATGTTTGGACTGCTATTGGTGGTGAGTTTAATCT 

TCTAACTGTGTTTTGTGAAAGGAAATATTCCCTAAAAGCTTTC 

TTAAAAAAAAACAACTATATATGATTGAAAGAAATTTGAGATATTTTTGT 

TTCAACAAAAACCACTGAGTTTATGTCTAAGAAGAAAATTCAATAAGCAT 

TTATCAAGTGCTTAGGATATGCTGCAATGTATGTACCTCGGGCGCGACCA 

CGCTAAGGG 
>Sequence 852 

GGTACTAGCAGATGATGGCACAGTGACAGCTGGGAGGGATGGGATGTGCT 

TGCTTCATGTCCCCTCCCCTCTGCCTGCCTCAACCTACACAGTCCTGTCT 

GGTGACGTGCCAAAGTCCTTCCTGCCTTGCAGAGAGGCCTCTCTTCGTCG 

AACATGGGCCTCAGGAAAGACAGCCTGAATGCCACTACCCCAGGCTTGTG 

GAAGGTTCTGCATCAGTGTGGCATTGTTGCGATAGCCCTCAGTTGATGCT 

TGTTTGTGGTGTTGGGAGGCAGGAACTACTTTAGGAGGGTGGAGGGGTGA 

GAATGAGAGAGGACTTGCCCTGAGCCACCCAGCTGTGGTCACCTGATGGC 

CCGGATGGCTACATAAATCCTGGGAGATCCGTTGTCCTCATAACCAGAGT 

GAGCTGGGCTCCAGACCAGCCCTATGGGAAGATCCTGTCTGTGGGAAGCC 

TTTGGCCACGTGTTTGCTGAAAGGTGTGGGGAAAGGCAAGGTCAACTACG 

rn cr ri " in g tcaa actccg ag acccttgacctttgcctgttacc agtg 

gaaaggggccatagccagaacccttttaatatcaccctggcttcctgctt 

tccaaaagactgtaaaattaatagtgctgaggaaggccaaatgacggggg 

tggtttgaccttgccctgctttctggcttggggaagaataatggcaggga 

cccttttaggggttgcaatggctcgctggaggggcacccacccgttgg 

>Sequence 853 

cccttagcgtggtcgggccgaggtacgcacatacatacacactaacgctc 

agcataaactttccattacacttagacaatgacttgtggaggaaaaacaa 

ggataaacaagagtctcaagaacttaagaaaaacatcagagttgattatt 

tagcactttctcaggattctaaggcaataagcctaattcaaaacgtgaaa 

ttgttctctatttcccattagtcattaaatgagataaatgacaagctatt 

gctgcttctccattctgttttcaaagaacattacaaaaataaaccagtgt 

gttctctaacagttctaaaaacagtttgat 

>Sequence 854 

ggtaccagaagcaaggcagtttagggacaaagg gcatg agcttagagtca 

gatttcctaggttcagatccaagcatcactacttattttctttaagaact 

tgggcatctgtaaaccagggataatatcttcttcaaagggcttgtgtgaa 

gattcaacaaggtaatacatataaacgtcacagatcagtagaccagccaa 

gagttaaaggcctccggttgatcattcgagaggcggcaacgcattacaaa 

gtggtggataagggaccccgttggagaggtcittaaacctgtttaacagg 

acactggg 

>Sequeace 855 

GGTACCTXKKjACTACCCACCAOCATGCCCGGCTCATTTTTGTA i i 1 1 1 
TAGAGACAGGGTTTCACCATGTnKKX:AGGCTAGTCTCAAACTCCTGACC 

TCAAGTGATCCACCTGCCTTGGC CrrCCVWW^G TOCTGG 

GAGCCACCGCAax:AGCCTTCAATTTITIT^ 

TCrrACTACATGCTTAATATTATXX:ATAAACAOACATGTCTO 

GATCATGTTAATGAAAGATTATTGAAAGGT 

>Sequeace 856 

ACAGAAAAAAGCATAATGAATACAACAACTAGCATCAAACTCAGTGTATA 
TAAGAATGGCTAAGTGACCATTAGTCATGTGAAAAGCTTAACAACTATTA 

AGCTCITATTrrCTTACTAAAAAACAATTTTAAGTTCTITC^ 

GTTACGCTTTACATAAGAGGCCCTATTACCCACTAATTCTTAAAATTTCT 

ACCTACTTAAAATTTCTTTAGACATTTCCAAAGGTTAGTAAAGGAAGACA 
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TAAGATATGCTTACTTAAATCCTTGCTGGTTCCATGCCTGGCCATACATG 

>Sequence 857 

CCCTTGAGCGGCCGCCCGGGCAGGTACCATGAAATAGGACCTTCTACGGT 

TTAAAATAAATGTTTGTTITTTTCTAGCCCTGTAGGTCAATGAATGCCTG 

ACTCCAGTGACAGACCATAATTATCCAAATCTCTCATTT ATGAATA TGGA 

ATATAAATATGCTAAATTGATrATGTCATGAATAGACT TCri ririGCAT 

AACAATGTTTGGAGTTTCTCACCTTTCTCCTAGCCTTC 1 1 1 i ICl ICCTT 

AAATGTAGCCTGGAGGATTCCTATCTATTCCATATAACTAAAAGTAAACG 

TTTATTTAGGAAAGGGACTCAGGAG 

>Sequence 858 

GGTACAAATGTGAGTTCTTCTCCAGACCATCAATATAGATTGGATTTATA 

CACTGATCGCTGTGTCTCTCCTTCGTAATAACCTTACCCCATGTTGCAAC 

AAACATGGACTTGTTACAACATCCCAGAGTGAAATCTGAATGTGGTCAAG 

AAAGTTCAGAAACAATAAGAGTGATGCAATGCATACCACAACTCAGGCCC 

AGTGCAAAAGTCAGGCCCCAGCCCTTCCCATATAAGGGACTTGGTCATTT 

GAAAAATCAAAACCCAAAAGGAACAACTATAGGGACCTGTAATCAATTAG 

AATATTCT 
>Sequence 859 

ACTGGCTGGACTTGAGGTGGTTTAAGTTGGCAGCTACATCGAAGGACTTC 

TGAAAAGCTCAAGTGACAGTTACACCTTTGCACTCTCCACATTCAGCTGG 

CCTTTTCCCTCAAAACATGGATAATCTTCAAACCTCCCTGAACAGGTGGA 

AATGCGTCTTTCCTCTAAGCCAAGTTCTCAGTCCACATTAGTCCATACTT 

GGCTACAGAATTGACGTTTGTGGCCACAATCCTACTAGAAATGACCITTG 

GGTAATATCCTTATCTTGTTGATCTAGTTAGGGTCAAGTAAAACGAAATA 

>Sequence 860 

GGTACTTTATGCAGAAGGAAAGCAATTGCAGATGGAAAAAGCTGAGATGC 

TATAAGGAATTACGGATTTTATAAAGAGATCACCATGTGGGTGAATGTAA 

ATATAGATGAACAATGAAGCATAAACAAAATTTTAATATCTTACAGGCTA 

AAATATTTAGAAATGAAAGACAACAATAGCATATAAGTTAAGAAAGGGGG 

TAAAAAGAATCAAGAGCATTCTAAGGTCCTTATATTACCTGGAAGGAGAG 

TAAAGATAATGACTATCTTCAGGCTGATAAATTAACAATGTATGCTGCCA 

TTTT 

>Sequence 861 

CCCITTGCGGCCGCCCGGGCAGGTACCAGCACAGCAATTGCTGTATGTTT 

GTTTTTAATTATCGGTTTTCACTTGGAGGGGCCAGTTCTCTATATTTCA^ 

TCTATTTTCTATATCAGAAATGAGCAGGCATTrTAAAAAATGGCTTrCAT 

TGATGGAGAGGTAAAAGTGAAATGGCITTGTTGTATTTATATTATAAAAG 

GCCATTTCCCAAATCTAGAATTTATTACTAAAAATCAAGTTTGCA TTGAG 

GGGAGGAGTATGATTTGCTCAAGCTTACrrilillATAGGTGGGGlli 11 

ATATnrCAATGTGATTACTCACC 

>Sequeiice 862 

GGTACACA1TCCATGCTGGGTCATACCTGAGTGCCAGTGGAATATAATTT 

GGAAGGAATAACGTTGTrGAAAAACATCCTCTACAGACAATATG AACAA T 

GCCTTAGTCATCTATTGATTATGACAATATACTCTTGAACAAATTGT^ 

CGGTTCTGGTTTCTGTGGT 
>Sequence 863 

ACTACACCTCA(XACCTGGGTGTCTCrCAGACGTTACCAAGAGA CAGAG T 

AAACOCATGCiriCU C XnATCCAAAOCAGTCnCTCCT^ 

TCCAAACOCAGTKK:AQGAATTTATCTXrr^^ 

AATTTCXXXTGAAAATGTGCCTATTAAAAAAAAATAGGATATGATGGG 
GCAGACATAAACATTCTGGTCAATTTATTGGTGTTATTATTTATTTC 
TAATAAACTGCCCTTTCGCTATGCTTCACTTT 
>Sequence 864 

ACATGCTCTAAAATGTAAGGATTCATTTATGAGAGAGTGAACATACTGCT 
TGTAGCTAAAACATTACAGGAGACCTTAAAAAGGGGTATAATTGGTCCCT 
ATGTGAAATGAACCTGACATATTTTTATAAATTATTTGTGCATGACTATC 
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TrrTGTTGATAGCACTAGGAAGACTTCTAACGTTTAAATACTTTATTTG^ 
CCTCAATTACTATTTAAAAGTCCTATAATTITAAGTAATTNTACAGCTGA 

CAAAGATAAATA l i I i ri lCi I i I A GTTTTTCTAATGTCTrGG AGGTAAA 
GTGGAAATGGCCTGTirrGACACATAATTTCTAGAACTTGGAGTTAATTT 

GATCAGTTACATTTGGG' rrrr rri 1 A GA1TACAGTTCTTGGGGTAGATAA 
CACTTCTTGCTGCTTTAAGTACCCTCGGACGCGACCACGCATAAGGGCGA 

ATATCCACACACATGGAGGACGGTACATA 

>Sequence 865 

GGTACATGrrACTGGGTATTAAATGCGTTCATAGTAGGGTATTAAATCAG 

CAAGGTCCCCATCCCAGAAAAATGTGCAGTTTGTTCAATGGGAAAGATGC 

AGAGACAGTTTCAGTTAATATACTAAGTGCTAAGATTGGGATGTGCACAA 

GAAGCTGGAGGTAAAAATTCTGGAAAACTGAACGTGAAGTCACCACTAGG 

CAAGCTGCCTGTAATTGAGCTTGCTTGTATATGACCAATCAACCTTTGCT 

TGTTGAAGGATTAGTTATCTAGTTTCCTCCTTTTCTTTTTTGGAAT^ 

TCTTTTAAGGTCTTGATAATCTTTCTAGTTTAGAGCATGTGAACAGAACA 

GAAGGAAAATCAGGACTCAGTTTACTTAATTTAAGCA AGCA TTGGTTGCT 

GCAGATTAGGGGAGGTTAAAGTTGCTGGGCTCCACTCTTTTATTAG CATG 

GATGCTTAAAGAACTTCAGGGTTTGGAGGTTAGATTGAACAGCCTGTTTT 

TGGACCTGCCCGGGCGGGCCGTTCAAAGGGGCAAATACAGCACCACTGGG 

CGGCGATACTAATGGATCCAGGCTTGGTACCAGA 

>Sequence 866 

CATTTCCCCTTATATGTTCGTTTTTTAGGTACTATGGTATGCCCTAACTA 

AAAAATAGATATAGGATAGTGATACTTT GATG AGGACTATGAAAAGGGAC 

AGTACGGCTTAGTGGAAAAAGTTTTAAGTTTTCTACTGTTATTGAATAAA 

ATTACATATAGTGTGATTCTTATTACTTGAAATTAGGAGGAGAAAGAATT 

TTTTGAGGTAAATTTGAAAAGACATAAAATAGACTACCCTGACAAAAATC 

TTCACAGATTAAAAATACTAATATTTGCATTGTCATGTATATTACAAACA 

GTATTTCCTTGTCTrrTGCTTTTTGTATTGTGTTAAGTGTTTCTTGCT 

ATTAAATATAACTTCTTTATGCAGCCTAGACTTATTTTGTATGTATTCCC 

TGACCTTGATGTCATAGATAAGAAAGCCATACTCTAAGAAAACTAAGTAT 

CTGCTCGGGTGGATTGITTGAAAGGGCGAAATTCCAGCACATTGGCGGAC 

AGTTCATAGTTGGATCCGAACTATGGAACCAAATCTTGGCGAAATCATGG 

ATAATATCATGAATTTTCGTGTAAAAATTGTAATATCGATTATCAATATT 

CACAAGAAATAATGAGTCAGGGAATCATATAAGTGATAATGTCTGGCTAT 

GCTTTAAGAAGTAGGCCAAACTCATATATTAATATGGGACAGATGAATAT 

AAGACCTATTTTCTAATATCATGATATATATTACTTTAGTACAATTATTT 

ATATATGTAATTAGACAACTCTTCGTGTGTGAGAGAGTTTGTTTCTCGTA 

TATCTGGAGTACTATTCACAATTTCACGATATTCATATGCA 

>Sequence 867 

CCGCGGGCATGCAGCCAGGCTAGACCGGCTCAGCCCCACTTCAAGACAAA 

ATCTCAGCACCCATTACTCACCATACATATTTATGCAGTGAGCTGCATCA 

TCACCAGCTATCATCTTACCTCATAGirrM 1 ICTCTGGTAGAGATAATT 

AACTTATTATGCTTGATCAGTTAACTCT TGCIT AGAAATTTA^ 

TTITAAGTGACAAATTCTTTGTAGAAATTTrrGAAAATAGAAA^^ 

AGTAGAAAGTTAAAATCACCCACAATTXrroCITITGTrAACATTTGAAT^ 

TGTTGTCTTCCATGATATATAACAAAATTTGTCTGGGTATTGCATATGTC 

GTCCTTTCCTTCTTAATATTGCATTTTGAGCATrrAACCAGAACACT 

TATTXrrcCCTAGAACATATGGATTTTGAATAATTTAACTAATTATAAAi^ 

TAACTTCCCTAATGGTItriTTGGGCT^^ 

TCAGGGTATGAACACTTAAGGCTCITGACCACATACTGCCATACTGCCAT 

ACTGGCATACTGCTTTTAAAAAATAATTAAGCTGAGTGCGATGGCTCACG 

CCTGTAATCCCAGCACTCTGGGAGGCCAAGTCAGGTGGG TCATT TGAGGC 

CCGGAGTTTGAGAACAGCCTGGTGGACCTGGGTGAAACCTTTTCGTTACT 

AGAATAACAAAAGGTTAGCCAGGTGTAGCAGCATGTACCTTGGGCGGGGA 

CCACTCTAAGGGG 
>Sequence 868 
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CCTTTCAGCGGTCTTTTGGCAGGTACTTCCTTCTTTTT^ 

GGGATGTTGTATACTCTCTACCATGGGGATGAAGACACAAGAATTATGAT 

AGTTCATTGAAAAAGGTTGAGAATTCAGAACTTGTCAGTTTCCACCAATA 

ATGGCAAAGATACAATATGACAAAGTTCAGTrGCTTAAATGAATCTAGGA 

ATGAAGAATCTAGAAATTATAATGGAGAGGTGATTAGGAGT TTAA AATOG 

TTTATTGATTGGAGATCCTTTATCTGGATTATA TAGG GAACACTTTGCTT 

TAGGAGAACCACCTATGATCTAGGAAAACGGCTTTTAAATGTACCTCGGA 

CGAGACCACGCTATAGG 

>Sequence 869 

TGTACATTAAATTAAGCATACTAAAGAAAAAAGGAATGTTTTCTTAGCAA 

TTTAAGAACTTGCTTAAAAAGAAAAAAAGATCAACCACTCCCTCTAGTGA 

CAAAAATTAGCCACAAGATGAAATTCAGTTAAAATTCCAAACACTGTGGA 

GATGGAAAGCCTTGTATTTTAGATGAAAGGATTTATGGCTGGA ATTAA AA 

GAAATTAAAAGGCAGAAAAGTGGGTGAATGGAAAACATTTACTTTTTGTT 

TTTAAGTGTTAATAGCCACTTTTTGTCCAGTCTGTATCTCCTTTCATTAG 

TCTTTATATATATATATACACACACACACACACGTATGTTATATATACAT 

ATAATGGTTTATGTATTATATATGGTATATATACACTTATATGTTATATA 

TATGGGTTTTTTTCAGGAGCATTATATCATGGGAATGAGTrCAAAAGTAC 

CCGGCCCGGCCGTCGTTCGAAAAGGCCAATTTCCACACACTGGCGGGCGG 

TACTAGGTGATCCGACCTCGGACCCAACTTGGGGGAATCATGGGCATAAC 

TTGTTTCCTGGGGGAAATGGTTTCCGTTTACAATTTCCCACACACTATAC 

AACCCGGAAAGCCTTAAAGTGGTAAAGAGCCGGGGGGGGGCC CCAAAA TG 

AAGGGGGAGCCCTTAAACTCTCCCCAATTTTAAAA^^ 

CCGGCCTCTTAAAAATTGTGGGCCCCCCCG iTn ri 1 1 1 1 1 1 1 ICTCAAC 

AAAGAGTTG 
>Sequence 870 

CCCTTGGCCGCCCGGGCAGGTACTAATATTCTTCAACAGAATG CAATAAA 

ATACGAGCTACATAAATCCAAACTTGGTTCAAAGGTAGCTATGrrnrii 

AAAAAAGTTATTATAACAGACAAAGCANATGCAAACTTATCCTTCCAAAC 

CCTGATAATTGGTAATACCAAATAACTGGTATCTAATAAATATACAAATC 

AAGAGAATACCTTGCTAGCTAAATTAAAAAAAAAAAAAAAAAACTATCCA 

TACTTAACAACCAAGTGCAACTNTGTAACCAAAGTGTTCCTTAGCTCCCG 

CGTACC 

>Sequence 87 1 

CCCTTAGCGTGGTCGCGGCCTATGTACAAGGGCTTCTTTGGTGATAGTTT 

CTACTCTCTTTAAATACTGTTCTGTTATTTTTGAAATCT GATCA A 

GACACAATAAATCTCTTTGATATTTATACTTATGCCTACTTTTAACCTTT 

TAGGAAAACTITATGAATTGGAATATTCTAAAATCCTGAAATAATTTGGA 

ATATTCTAAAATTCTGAAGAGAATATGAACGGATTG TTGGA ATGGAACTT 

TTACCCGATTCCCTCAGACTAGAGTGTTCATACGACATTTTGCCAAGAAG 

TTCCTATAGAGGCAATATCACTTTTAGGATGGATGGGTCTAAAAGGATCA 

TATTTAGTTTCTGGTTATTCATXKjTTGCACTCACTTTAGAGG 
CTATTAGGTTGCTGCTACTATNTGTCTCTCCTAAATAACAGTATGGAATT 

ATAGAAAGAAAGGTTXKK5AGAATAGTCGTGTGATTCTTCTGGTCAACATA 
AAGCCTTGTTCATCCAGCCACTGACTATrr TGNTC l I lUi 1 1 IGCCTTGA 
AGCCAAGATGACTTTTTCATTACrrcGATGTTTTTATC^ 
CTCTTGCTCCATATTATTTTGCAGTGGTGCGCAGATTATATTTGATTOCA 
TTAAAAATGAACCTGGGTirrTAACCATTACCCTGGAAAATrc 
TrGGGCCCrTTGTCC<XCCCGGGGGCCCGGGGGCTCCXX:G 1"1 
GAAAAAAAAAAGGGGGGGGGCCGCCCAAAAAAAAT 
>Sequence 872 

ACAGTTCTGTGTTTTTCAATTGATACATACTACTTATGTAAGAAAAATGA 

GTAAAAATAGAGGGCCACACAGGCAACAGCCATTAGGTTATGCACAGAGA 

AGGAAAAACTTCAGAGGTTGTGCTGCCATCTTCTGGAACAAACAAGAATC 

TACAGGAACAGAAACATGATGGAAGAACAAGGGTTAGTTACTGCAACGAA 

AAAACATGGCAGGAAAAAAAACCATTTTGAAGCCAAGCITTTGATT^ 
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CATGAATGAAAACAAATGGGAAAACAACAACAACAAAAAACAAAACAAAA 
CAAAAAACAAGAATGACCAAATACAGAAATTATTAATGTTTTACACATCT 

TGTACC 
>Sequeiice 873 

CCCTTAGCGTGGTCGCGTTCGAGGTACTTGTTAAAATTCAGATTCCTGGA 

CCCACCCTAGACCTACTGGATCCAAATCT CTGCA GACATGGCCTGGACAT 

CTTCATTATAACAAGCTTCCACATAGATTATTTTGTCAGTGGCCATGTCT 

TGCTTTGCTTCTGTGGAAACTACTCTCCATCTTCTGGAGTGGAATGTCCC 

CCATTGCTATCCACATGGTCCTCGCCTCCCTGATACTGTAGTCTCAGATG 

GCACCTCCTGAACTGGGCCGAGCTCAATCACTTTCCCAGACCCTGCCCAC 

CTCGCTGGAGCTCAGTGGGCCCATGGTGGGCAAAGGAACCCAGGTTGGGC 

CACAAAACCCTATGCATTTATAAGTAGATGGGGGCTGAATTACAACACAC 

AAGCACTTAAGGGACTTTCTGAATATCTGGACTCATAGGATGGCGAGCAC 

AGCAAGAGTGCAGATTGAACTTACTCTTAGTAACAGATTGTGACTCGGAG 

AGACCCTGGGTCGGGATGGTTCTGAGTAATGGCAATACTCTTATTTGATA 

TAAAGAGGCACCTGGAAACTCCTTACAAAACATGTCTCTTTGTAAGACAG 

GTGATATGAGACTAATTCTATTACTGGGCCTCTCCAAACATTTCAAAAAG 

AAACAAGGGTCAAACTTGCGATACCTCCCTTTCATATGTGACCGGTAATA 

GGGCTTATAAGGAGGGCATGCCATTTACTGAGTATTCGACGTCTTAACGG 

TATACAAATTACATCTACGCCT 

>Sequence 874 

CCCTTTGCGTGGTCGCTTTTCGAGGTACTGAGGATGACTAGATGAC AAAT 

AATAAGAAAAAATGGCATTGACTTTGTATAGAACTTAATAATCAGATTTT 

TAAAGAGGTTAGTCTATTCTCTTATTTGAGAGATATGGAAACTATCTAGG 

CCTAAAGACTGTAAATCTGCCTGGAATCAGATAGTTGGCAGCAAAATCAG 

AAATAGAAAGCAGTTACTCAACAACCAACAGTTTAATTTAAGAAACATTT 

GACAAGCATCTCCTGTGGATAAGACCCTATGCAAGATGTCATGAATATAA 

ATATGCACAGTAGT 
>Sequence 875 

CCCTTAGCGTGGTCGCGTCCGAGGTACTTTAAAAATAACAGAGTGTGATT 

TAAGAATACTCAGACTAGAGCCTTCAGTGAGTTGTCTGAGGGAAAGGAGT 

GAAGTCAGGACTTAGATAGAAAGATTACAAAGAAAGTCAAAGTAAGCAGA 

GGAAAAAGATACCAAAATGACAGCTTCAGAATAAGCAGTAAGGGAATAAA 

GAAAACAAAGTTGTGTGTGTGTGCATGTATTACATGATAAATCCATGGAA 

AAAGAACTCGCAATTTACTAAAGGAATAATTCATGGTCATACCAATTTCT 

GTGTCCAAAACTAACTTGATTAGTATCAGAAGGAAAGTCAATGTTTAAAC 

AGTCCrrCCCACATCTGCTACTTCCATAATGCCTATGCAACTGTCATAAA 

TTAAGAGTAGAGAAGGGCACAGGGCCCACTGTCAAAACAAACAGGCAATT 

CTGGGTTCCAAGTTTCATATAATTTTCTTGAGCCTGAAAGTCGTGAAAAC 

TGCTTOTTCTAACATGGACCACTCTAGCACTGTAATGGGATAACCCAITA 

ACCTGGATTCTGGCCACAAGCCTTGCCTTTGTGGCAAGGTACCTGCCCGG 

GCGGGCGCTTAAAGGGGAATATCAT 

>Sequence 876 

CCCTTAGCGTGGTCGCTGTCGACGTACTrGCTAAAATTCAGATTCCTGGA 

CCCACCCTAGACCnACTGGATCCAAATXnxnXK:AGACATGGC^ 

CITCATTATAACAAGCTTCCACATAGATTATTITGTCAGTGGCCATGT^ 

TGCTTTGCTTCTGTGGAAACTACTCTCCATCTTC^^ 
CCATTGCTATCCACATGGTXXrrCQCCTCXXrCGATACTCTAGTC^ 
GC ACCTOCTG AACTGGGCCG AGCTCAATC 

CTCGCTGGAGCTCAGCGGTCCCATGGTGGGCAAAGGAGCCAAGTTTGGGC 

AACAAATCCCTATGCATTTAGAAGTAGATGGGGCTGCATTACAACACACA 

AGCACTCAAGGACTCTCTGTAATATCTGGACTCATAGGAAGGTGATCACA 

GCAAGAGGGCAGATGAAGCAGACTTAGAGAAACAGATGAGACACAGAGAG 

ACCCTGGTTCTGGTTTGTTCTGAAACATGGCCAATCTCC TATTT AGATTT 

AGAGAGGTACCTGAAACATTCTTACAAAAAAAATTTCCTTTTTGATATGA 

CGCTTAATTTGAGGCCTAATTTCTAATACTGTGCAATCTCAAAGCTATTC 
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AAGGAAAATAAAAGGCGCAAAAATGTCTAATACTGCCATTGGATTGGTGC 
AAGGArrAAGGGCTTTCAGGGGAGGAAGGGCCITTACCTGGAAAAGTTTG 
GCCTGGAAGGCTGTGACAATTACTTGTTCTCCCTTCT 
>Sequence 877 

GGTA cri rri i i ri I lA A i i rrriTi 1 1 1 i 1 1 1 1 a atagagatggggtct 

tactatgtttcccaggctggtctcgaactcctgagctcaagtgatcctct 

caccttaacctcctgagtagctgggactacaggtgcagaccactgtgccc 

ttacttctattcttacttgacaaaggagaggaaaaaaaaaggaagtttag 

agaaattaagtagtaacttgtccaagtttacccacaaccactaagtggta 

aagctggggtttgaacitcagcaatgtgcttaaatctcagt aactgaa aa 

TACACTATGGAGGACCTTTAGG'JU'IU'CTTAAATTCAGAAGGTCITTTTCC 
ATGT 

>Sequence 878 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATGTTTGTAAAATTCCTTAAAA 

TATTTATGCTCAAACCAACATTTCCATTTTATCTAT CTTAAAT ATATCTT 

CCTCTTCTTTACGCCTAATTTCTTAAACTCCCAGAGTTTTTTTCTGTAAG 

ATCTAGTCATCTGTAGCACTTCTCACAAATTAAGCTCTCTTATGCCCCAA 

ACAGTAACGAAAGAGGTCTCTTAGTTGGACAATAAGCAGTGAAAGATATT 

TCTTATGGGACAAGAAATTAACATTATTAGTCAA ATGT TGATGCCGGTAG 

GCTGAGAAATGATTCTCACTTAAAAGCCCCTGGGTTTTAAACCTCTCTTA 

GAAAAACATTAGTTAGATGAAAAANANAAAAAAAAAAAAANANGGTACC 

>Sequence 879 

GGTACAAGGAGCTAGATCATCAAGGAAGGTCAGGGCAGGGTTCACAGGAT 

GAGGGCACTTTGCCATTCTTTTGTGATATTGGTCAACAAATGACACAGGT 

TATTTACAATCTTGACCTTTTGGAAAAGATACAGCAGGTAATAGCCTACA 

GGAAAGAGGAGGTAGAAAACAAGTGCCACAGTAGAAACACTTTGATAGCT 

AAGATGCTGTCTATCCTTTGTGGNTATTCTGTGCAGTTGTCTGCCTGGGT 

TCTTGGAAAAGTCCAATCTAAAGGTGCTTGATTGCGCCCAAGGATGTCTG 

CATTCATTCACTGGGAACITACAAGCCCTCTTGCTTCAATCAACTCCTCA 

ATCAGTTTTCCAAACTCTTATTCTTACTAGACTGCGAAAAAATATTC^ 

TTTTTACCGCAATGGAAAAAGGGCCTTGGGGGATCAACCTGGGGATGTGT 

GAATTATTAAACCTATATTTTTATATAAGTGGACCTGCCCGGGCCGGCCT 

TTAAAGGGCCA 
>Sequence 880 

GGTACATACAATAGAGTATTATTCAGCCTTAAAAAGGATGAAAAAATCCT 

GACATGCTAAAATATAAATGAATGTTGAGAACATTATGCTAAGTGAAATG 

AGCCCATCTAAAAAGGCAAATACTGTATGATTTCACTTAACTGTGATATC 

CAGAGTAAACAAATTCATAAAAACAGAAAGTAGAATAGAGGTTTCCAGGG 

ACTGGGAGTTACTTGATATAGAGTTTCAATTTTGTAAGATAAAAAAGTTC 

TGGATATTGGTTGCACAGCAATATGAATATACTTAACACTACTGAACTGC 

ACACTTAAAGATGGTTAAGATGGTAAATTTTGTTAGGTGTTTCTTACCAC 

ATTITACAAAAAAATTTTAATTAAAGGAATTACAAAATGTACAAAATACT 

ATTCATCATTGTGTTTCCAGTTTATATTCAACACAGCAGTATTTCAGGTA 

TAGTAATTAACTTACTATCATTTGAAAAGATGTCTATAGCTTAGTAAATA 

TCCAACTCITATTCATACATTTTGTGATTATCTAAGAGAAACCAAGCCCC 

CAATGGAATGGAGTTCTCACTACTTCACCTGCCAGCCTTCAAAAAA^ 

TGTATTTCACACTACCTATTAAATGGGTACCTGCCX:CGGCCGCCGTTC^ 

AGGG - <• - • 
>Sequenoe 881 

ACCACTGCACTCCCACCTXKXjTGACAGATCAAGACOCIX XCT 

AATTTAAAAAAATAAAAAATTTAAGAATATTTCTATGCCXr^ 

CAGCITAATCAGACITCTCTAGGCCTAGGACAGGCITAAGATCAGTTAAT 

TTAAAACACTTCTGATGTTTCITGAGCATTGAAAAGTTTTATTC^ 

CTTGTGTTTTCAATCrill 1 GTGTTTGTCTTTTACTAAGGCTAGAAACAC 

GTATTTGGTTTGGTTATCTGAAGTTTAATTGCATTCATTGTGTT TATAG T 

ATTTATCCCTGTAGTGTTGGAATTACCAGTCACTTACATTCATATTTTAG 
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TTTTTTGCCTTATCTCCTGAAAGTGTGGGGGACTTTGAATGGGTGTGTAA 

TAAAAAAGCTTCGTTCTAGAAAGTAATAGTTTCTCCATGTCTTAAATATT 

TTAAATGACACTGACATGTTTTTAAAAATCGGGATTGTTGGCTGGGCACC 

GTGGCCCACGCCTGTAATCCTAGCACTTTGGGAGGTGGAGGCGGGCCGAA 

CACAAGGTCAAGAGAACGAGAACCATCTTGCCACACGGGTGAAACCCTAT 

CTTTGCTTGTGAAGGAAGAAGATGATACATGATGAAGGGTCCCTTGGCCG 

GGACCACGCTAAGGGGGGATTCCGGACCATGGCCGGCGTTTCAAGGGGAA 

CCAGCCTCGG 
>Sequence 882 

ACTTTTTCTTGAATATTTCCAGGGCACAAGATATTCTTATACAGAAACCT 

CAGAATGGAAAATAGCTAAGACATAAGCAGTGTTTCACAGAACCATCCAT 

CAGTCTTTTTTAGGATGTAGCAGTCTTCCATGTATCACTTAACCAATCAT 

TATTCTTACCCCATCTTTTTGGGCAGGGGGTGGT AGAA TTTAAAA TTTAC 

CATTACTAAGACAGGGTGATAGTAAGCATAGAATTTTGGGATGTCTTTTT 

TTTCCTTGCCCTAAACCTTCAGAGTTCTGCCAGGTGATTCAAATGTTAAG 

ATCCCATAATCTCGCCTGTGTGCTCAAGCGAACACTAACACTTTAAAAAG 

TGGGAATGAAAAATCTGAACTGTTGAATTAGACACAGTATTTGGGCCCCA 

TCTTCAATTTCAGAAAGAACAAGTGGAGATATCAAGGCCATTGCGGCCTT 

CTGTAGTCATACTGAAGAATGATGTACCTTCGGGCGGGAACA 

>Sequence 883 

CCCTTAGCGGCCGCCCGGGCAGGTACTCAAAAATTTAAATAGCCATCTAA 

AAACATCTCAGGTAAAAAATCTGTCCCCTGCATTTGAAACCAAAATTATT 

TTTTCTCACTAAAACACATTTTATTTAA TAGTGA GGTGAAATTACATTAG 

CCCTCTTCACATTTATTTGATTCAAACCTTTTTTAAAAAACTTAGATTCT 

TTTAAAAAAATAAATTAAAGAAAAATGACA TCATT CATCAGATAGCCAGC 

TACATGTGTAGTTTGATCATTCAGTTTAACCGTTTTATCACTGTTGATAT 

GAACATTGAGTACC 

>Sequence 884 

GGTACTTTGATACATGTAAAGTGCAAGGCACCTTGCTAGAGAGCATAGGA 

GCTATACTAAGATATAGAGTCCTGCCACAAATACACACAAAATAACATGA 

ATACAAAGTGTCCTAAAAGTCATGCCAAATAAAACAGAGCATATAACTGG 

GCAGAGGGATGGAGAGTCACATGCTGGAGGAGGTGAGCGTTGACATGGTC 

TTATGGGATATGAACTTGAGATGTTGAAGTAGAACTGAGACATTTCTGGA 

AAACTAGATGTATGAACAGAAGCAGGAGGAATAGGAGAAGGTTTGGAAAA 

CAGCAAGCAGCTCAGTTTCTTGGGTGGTCCAGGAGAAGAAGCTCAAACAA 

CAGTCAGTGATAACACTAAAAAAATCAAAAATTTTAAAAGTCTGGAATCA 

CAGCATAAAGAACCCGTATGCAGGATTTTTATCTCGCAGCCCTGTCTCCC 

TCAGGAGACAGAGATCCAGAATCACTTTCCAGAATGGTTTAGGGTCACCT 

TCCAGATTCnTGTTACCAACCCTTGACCACACCATTTTAAGATTTCC^ 

TGGACCTGACCGGGCGGGCGATCGAAAGGCGA 

>Sequeiice 885 

GGTACAATAAACAAGACAGTGCXn'GCTTGTGACXIAGGGGCTGGGCCTC^ 
CATAGCT CiU ' ll CCCTGC Cirr TGTCTTCAGAGTTGATCTGC TTCTTA CA 
CATTCACTTTTTCAGAGTTTGCTATCTTAGAAGCAAGGAT^ 
TGGTTTGTTTACTTCAAAGTCCCACTCATCAGAGGCAGGGTTTCGC^ 
ATTTGGCTCAACTACTTTCTXnTGCTTGGTTTAGTAACACTAAT^ 
TAACATTAAAATGAAACCAGTTTTGCAGCTAGCATCTATTGACAAATATA 
• ATTATTTATTTCAAACTGTATATrcCAAATTTAAACATATTCAA 
TTGAACATTCTAACATAATAGCTTATGATAAA GGAA AATATAA CATCTG O 
TTTTGGATCTGAAGCACAACCACTGCTAGATATTTTGGGAAGGCTTT^ 
TTCCAATTCAAGGTGAATCTCCGAGGGTGTGGTGGCCTTCCCATTAACAG 
CAAAAACCTGTCCAATTTGGGATTGGTAGAAATAAACCGGATGACCATTA 
CCm^Cri'l riATCX:CCAAATTGGATTTTATGCCTAC CTAAT GGCl l iC 
GGATATGATGGTTGGCAATAGCCTGCTTCTAATCTATTTTGGATAGAAAA 
GGGAACITTAATATTCAGATTAGGGGGCnTGATTTTGACTTCCT^ 
CCGAATGCGAT 
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>Sequence 886 

GGTACATATGGCTCGGCAAAGGGGGACTGGATTAATAAATTCTGGTAATA 

TAGTAAGGACAAAATAAATGTAAAAAAGATAGAAGTAAATGTGAGAACAT 

CAACATGAACGCGTGCTCCTITGAGTAGAAAGTAAriTrTCTGCT^ 

ACTCAAATAGCTGGCAGACCTGACATCACCCTGCCIXrro^^ 

TAAAACTTTCCTGGGCCTCAGATTTGGATGCTAATATGATTTTC 

GTGGATAAGAGCTCCCTGGAGAAGGGCTCATTCTTGGATGGACAACAGAA 

TTAGAGCCTGAGTCTAGAGCTAATAAAACAAAGACAAAGAAGGGATCACG 

CAGAAAGCTTGGTAAAGACTGTCCTGGCCAATCTGATTACAGTCAGTTGG 

TACCCGCCCTGGCGGCCGCTCGAAGGGG 
>Sequence 887 

ACCGATGAAAGTTTAAATCTAATCAACAGTATTATGCACTGGTTGAAGAA 

AACCAGGATTAAGACGGAGGATAGTCAGCATGGAATCTAAGAAAGGAAAA 

GTCCGGTAACTATATGTGTTCATTAGATTCTAAGCTGTTAAGGGAGAAAG 

ACCCTGAGTCTAATGAATATAAACTTTAAATTTAAAGAAAAACATNGTCT 

GTTATAGAAAAGTGGTCTTTCAGGTTTTGTAAAGATGAAC TATTT CATCT 

TTTGTAGTTGAATGCTCATGGGGATTAGCTACCTCCATTTGTTTTAATGG 

AAACCTTTTTTAACCACAACCCATTTAGTTGCTTGACTCATATGAAGAAA 

AGGTGCCCTTGGTTGGGAAAAGTGGAAAATTCCTAATTATGGAAAATGAT 

TATCCCTTTATGATAATTAAATATTTTATGTTTCATGCTTCATClt^ 

AGTTATAAAGAGTAATTTTACCTGTATTTATAATTTATTCCTAATGCGTA 

TTCTTAGATITTTATAATCATTTTATTTCTAGAACTTATTTATGTA 

TCTAGATAGTACTATrrTCTGACCTGATATrCAATTCTGT TATGA ATTTC 

rrATAGGTCATTAGTTAArrAGTTGAATCATTGCTTCTTCTTTITC 

TATATAAATCGGTCGTATTGTTCTACTTATANAG TTGTT GAACGCATCCC 

TTTTATTTGTTGTTGGTATCTCTATGTAACTAATCTTTTATATTACGATT 

TAACGTATAATAATATTTTTACCCTGATTATCCATTGTCATGTTCGTACT 

TTCAGTATTXHTTATCATATTATTGAATATTTG 

>Sequence 888 

CCCTTTAGCGTGTCGCGGCCGAGGTACCATTAACCGTCTTTTAAAAAATT 

ATTATTAGTTTCAGTGCTGTTTCTTGAGGGAGCACCGGTGGTGCAGGTCN 

ATGTTGTCTTCTTAATTACAAGTCTGCAGTTGCCAGCTCTAGTTTCTTAA 

AAGCGGACATAGTATCTATGACTTCTGACTACCAC ATTCA TGCTGAGATT 

TCCTGCTCCACTITATATACTTTGACATAAAATAT GTTTT A CCGTA GCAA 

AATGTTTTTTAATCACTTTTTCTTTTATTAGAT^ 

CTCGAGTTTATTTTATGTTTCAT Ci iCIi i lA TAAAAATTGTCAATTCTC 
CTTTCTAAC n Ti ! 1 1 A CTTTTAAATTAAATATAT ATACGA TTCTTCTGC 
TAATCGCTGCTTCTCrrATCATTCTAATATTAAACTTTTTTATCTAAAT^ 

CCTACGTACTTACTCTTTCTTCATCTTTTTTAT^ 

TCGATATATTirCGTCGTTTATGGCTTITAriTATCT 

AATATAATTTCATATITCCTTTATCTTCTCATCT^ 

CTCTTTATCTATAATAATGTATTAATTTTGTATAAATCTIT^ 

ATCACTTATTCTTTCCTTCATCTTCCTCATGTTAAAATATTCAT^ 

TATATTTAACTTTTCCTrCAAATATGGCACTTACTCCTT^ 

TTTACTAATACCATTTAAAAAATATAATCATAGTTCATGTTTATCTAAGT 

CCTGCCTATITATCTTrrACTATATTAATGCTGTAAATTTATACG 

TGATT 
>Sequence 889 

GGTACTAAACAGGCCAGATATATTCTCTCATTAACTTATTGCXnrAGCAGA 

GAAGACCAACATTTTTAAAAGTTTATACATATAGTTAATrrCTATTATGA 

TTATATGATACAAATGGAAAGTGCTATGAAAATGTGGAACAAAAGAGAAT 

AATCTGTCTGAACAGTCAAAGAAGACTTCTGGGAGATGACATCTGAGCTA 

AAGGTTGAACAAGGAATTGGAAAACAGCTGGCATGTGCAAAAGACTTGAA 

GACn3AAGGAGTTAGCCTrrAAAAAAATGAAGAAAGTTCTATTTGGCCAG 

AGCAGAGTTTCAAATAGTGCCTCACAGGCCACGrTAAAGACCTGAGGCCT 

TTATTCTAGGAGAATAGGGAGCTGCTCAAGGAATTTAAGCTTGAGAGTGA 
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CAAGATCAGATTTGCAATGCCTTTCAAGAGGTAGTTACAAGGAGTTGGGT 

CTCTGACCCTTTGCAATTATACCCATTCTAACTAAGAATGGGGAAACTTT 

TATATCCTGTCTTTAATGAGTGAGAAAAGAAAGAGGAAAATAAATAAGTT 

CCTTGCCTGGGGGTCGTTCGAAAGGG 
>Sequence 890 

ACTTGCCTTGCAAAATTATATTACAAGAAGAAGCACACTT GTTAT AGAAG 

TGCTGAATTGTATGGAACCTAAATCTGTCAAGTTACCCTGTCTTTCAGGG 

TCCGTCTCCCCACCTCCCAGACCTCATTATATTATCCCGAAAAGAACACG 

ATCTCTTTAAGGCTAGGCAAGTATTGCGCTGATGAGCCAGGGACTGCCCA 

CCAATTGGCAGGCCCATTGGGTGATAAATGTCCAAGGACCTCTAGGCTGA 

CGACACATTTTTCATCATTAATCCAGTCTATTGTAACCAGGGCCACTCAC 

ATTGATTCGGACTAGGGGGCATCATCTGCTGTTAAGAGGGTGATGACTCG 

CTAAAAATGAGGGCCTGAAACTAATCAAATATATTTAGAGCCTTCCCTGG 

CAACTTGCTGGGAGAGCAGCAGTAGACAGCTAATAGGGGAGCCCCAGACA 

GGTAGCGCGGAGCTCACCATGCTTTGGATGGGAATGTGAGAAATCCATTT 

TGGAAGCCTGGTGTGGAATTCCAGCTATTATACATTGTAGTACCTTCGCC 

GCGACCACGCTTAGGGGC 

>Scqucnce 891 

ACCACTTCATGGCTAAGCATGTGCGGGATGGAACCGGTCTTCCTGGGCTT 

ACATCTTTGCTTTGCCTCTTCTTTCCCTGTGATGAGTC^ 

TCAAAGGCTGAATCTTCAATATAAATACAACAGTGAATGAACAACAAATG 

GTTATTTTAAAGATCTATCTTGGATGGCTATTTAATTTCACTAAACCCCA 

GGTTGCTCACCTGTTGACTGGAACAAACAATAGTCCCTTCTTCATGCGGG 

CATGGTGAGGGTTTTAACCCCGCATTGTCXIACAAAGACCGCTTAAATTAT 

AGTAGATGCTCAGCAAATCTGAGCTATTATTTTTATCACGACTGTCAGAG 

GTCAGATCAGGCTTCGGGGTCAGACACACCTGGGTTCAAATCCCAGCAGG 

GCCACTTACTGTTGGAGCCGGGGCAAGTCAGTTATTCrrcCCTGAGGGTC 

AGTTTTCTCATCCCTAAAATTCCAACTAATAATACTCATCTTTCAATC 

GCCGGGAGGTCTTAAAAATAATATAAGTTCAGAATGATAAAACAGGCTGG 

CACAAATTGGATGGCAGCCAATGTCCTTGCACCCCTGTGTCTCCTGCCTT 

AATTTGTGTTGAGGAATAAGGCCAAATGTGTACCTCGGCCGCGACCCCOC 

T 

>Sequcnc€ 892 

ACTACAGAACAGGAACAATCTGCCATGTGTGTrrACAACTTCAGAAAGCC 

CTGGAATGACAGTKKrCAGGGCAGTTCriTCTGAATTTGCAGGTCAGAATT 

AGTGGATG ATGA A 1 1 1 1 111 CACACATGGTCAACTCTGTGCC ACCTGCTA 

CAAGATGTrGGAACAGGTATATTTATTTATTTAATGATGATCAA TGATTC 

TTCCAACATCAGGGAACATCAGGGAAATCAGCTAGTATATGCTCTTTTTG 

AGGATTTTCAGCTCCAAATCCTGAAAGCATTCATGAAACTACATAAATTA 

CTTTTGTTAAGCAAATCATCATAAGTAAATCCAGTCATATGAATCTGGAA 

GGATTTGCTGGTGGGCACTAACACTGACCACATGTTTCAGTGTGGGCAAG 

TTTACCATXXATCACGGATTTTGTGCTTGGTGAATTGTAGGGAGTGAAAG 

AGAGAAGGATGTTTGGCX:CAGTTGTC1 1 1 1 1 lACCTATA TCTGA AATTCT 

CACTTAGTCVVAGAACAAAACATTTAGACATTTAATTTCCT^ 

TAAGTCATACATGTTrAAAATTGTATATTTAGAAAAAATTGTITTTATTA 

TATATAATTTATAAATCAGTCGAGAGACAATTTATACTGAGAA AATATTT 

AATTGGAAGTTTGTTGTCTTTCTCACACACACGGACAACCCCAAClAl 1 1 

ATTCCITCTrGAAClTKKZAAAAATTO 

TGAA(3GGXGGAG . ' 

>Sequeiice 893 

ACTAGCATTAAAAAAGTCCTACAAATTATTAGAGAGAAAATACAGGTTGC 

ACGCAAAGCATAAAGAATGAGAATGGCATAGACATCTTAACAGTGCCACA 

GAAACTAAAAAGTAGTTCTGAGTAAAAATGAACTATTTACCCAGCCAAAC 

CGTTAATTAGGTATAAAGGTAGAGTTAAGACATTTATAGACATACAAGAT 

ATTAAGATTACTGAGTCAATTGATATTCAACAGGGGTGCAAATGGAGAAA 

AAGTCTTTTCAACAAATAGTGGTGGGACAAATGGATAGCCACATGCAAAA 
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GAACATATATATAAGAGCTAAAACCATAATGCTTTTAGAAGAAAATATAG 

GGTTTATCTTCATGACCTTGAATTTGACAAAGGATTCTTGGACATGACAC 

CAAAAGCACATGCAACAAAAGAAAAATTGGAGTGATATGATTAATATGGT 

GGAACAGGAAGTCTTCAGCTTGCATCCTCCGCCTTCTTGACACAAACAAC 

AATCTGGCAGCCATCCATGGACAAAAGTGCCTCTGTGGGAGCTCTAGGAT 

CCAGGTAAGAAGGTATGAAACCCTGGTAAAGCCCAAGACGGAGGAGAGGT 

ACCTCGGCCGCGACACGCTAGGGGC 
>Sequence 894 

GGTACAGGTCACACAGCACATCAGTGGCTACATGTGAGCTCAGACCTGGG 

TCTGCTGCTGTCTGTCrrCCCAATATCCATGACCTTGACTGATGCAGGTG 

TCCAGGGATACGTCCATCCCCGTCCTGCTGGAGCCCAGAGCACGGAAGCC 

TGGCCCTCCGAGGAGACAGAAGGGAGTGtCGGACACCATGACGAGAGCTT 

GGCAGAATAAATAACTTCTTTAAACAATTTTACGGCATGAAGAAATCTGG 

ACCAGTTTATTAAATGGGATTTCTGCCACAAACCTTGGAAGAATCACATC 

ATCT 

>Sequence 895 

GGTACAGGTCACACAGCACATCAGTGGCTACATGTGAGCTCAGACCTGGG 

TCTGCTGCTGTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGGTG 

TCCAGGGATACGTCCATCCCCGTCCTGCTGGAGCCCAGAGCACGGAAGCC 

TGGCCCTCCGAGGAGACAGAAGGGAGTGTCGGACACCATGACGAGAGCTT 

GGCAGAATAAATAACTTCTTTAAACAATTTTACGGCATGAAGAAATCTGG 

ACCAGTTTATTAAATGGGATTTCTGCCACAAACCTTGGAAGAATCACATC 

ATCT 

>Sequence 896 

CCCTTAGCGTGGTCGCGGCGAGGTACCTTGAGCTGCCTCAGCACTCTTTT 

GCCATTCGTGCTAGAAACAGCCAAAGCCAGACAACCAAATTACAGATGCT 

TAAATGTTAATGCCAGACACCAAGGCTCCGTGAACTTCCCTGTTGAACAT 

CTGACCCCGACTACTTGAGGACATGAAACCTA ACTG TGCAGCTAATTACA 

CCTTCCAAGGGCAATGACATCGGGTCCTATGATTTTATTCAGGAAAGCAA 

TAAGGCAATCGGGGTCACTGTGAACATCATTTGAAGGGAAGTAACTTCTT 

AGCTTTATTCCACAAATGGTCTATC 

>Sequence 897 

GGTACCGGTGTAGTGTATAGAATGGTTTGTATCAAACTAGATCTACATTA 

CTTTACTAGAAATATAGGGCAATAATAAAATTTCCAAAGCCAAACTGAAC 

GATAATATATA 1 1 ICl 1 f AGAAAGTCTCAGAAAACCCATTCCTGA ATGA C 

AAAACGGAGAGATAACTTACAACTAGGTGATATCTGAAGrrAAATTTTCT 

TGGTTATCTATTTCAAAAATTCACAACTATTCTGCACTAAAATGTTTCAC 

TGGGTCAGGCACAGTGGCTCATGCCTGTAATCCCAACACGTTGGCAACCT 

GAGGCAAGAGGA 
>Sequence 898 

CCCTTTCGAGCGGGCCGCCCGGNGCAGGNNTACGCGGGTTGGACTCTTCT 
GGrrmAAAACTITCTNGGACCATrGACTrTGAAACCCGGCCAAAGAAG 

ggctgngggcttggtggattgtagcgccaaccttaaaaattggttg tcaa 
aaaaaaattacgggttacgtccctttccaaggtggaaaaagccggacnt 
ii ' iii 1 ri ' iii ' i ' ic cxrACAAAAAGAACC CiiTi rri I i 1 f 

GAAAAAAGAAGTATAAAGGAAAATTTTGGGGGGATTTCTTCCGGGCXX^CG 

c 

•...^v .>Sequcncc899 

ACTGACAGATGCCTGGGTAACCATGTCCAATCnrTCAATTTACT^^ 

GGACAGATAGAAGGCTCTCCTGCAG<XriTrCGTCTTCGGGTGTCCGCTG^ 

GTAAGAAATCCGCCACACAAGAAAGCACTGACATTTGGAGCC TCATC AGG 

TTCAGAGTTGAAAGTGAAATAAAGGATAATAATCTTTGTCTTATTrrCTT 

TGTTTTAATGTTTCCCAACTTACGTTAGGACAATGTCAACAAAGACAGAT 

GTCCCTAATAGTAATTGCAGGACATGTGTTTTCTCATTCCTATCA 

>Sequencc 900 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTGGAGGGGGCCATATCCAGG 



Page 39 

(of 261 pages in Table 2) 



wo 01/42467 



261 

Table 2 



PCTAJSOO/33312 



ACCTGTGATGTGTATAGGCAGACCAGACTGGTAGGGAAGAAAAGCAGAGA 

TATCAAGTGGGGGACATGTGTTTGCCCTGGGGCTCTATTGGCCTGGAATT 

TTGTGGTAGGAGGAAGGCACAAAAAGTAGACTGGGATTACAGGCGTGTGC 

CACCGCGCCCGGCCTAAAGTGTGTTTTATAATAAAAC CTCAA TCTGAAAC 

ATTTTAATAAAACCnTAGATGACTAGATTTATGTTTATT^ 

GTTTATATGAATAAAAAAAGAAAAAAGACGAGG 

>Sequence901 

GGTACCTATGAGATGCATTTGAAAACTTACCTTGTTTATATGTTTCTTCT 

GTTGCAATTTCTTCCATTACCTGGAATAGCTGCTTTGGACGGCAAACCAA 

GCAATGCCCTTTCACAGCTGTGGGATGAATGGGGAAAGAAGTCTTGGTAA 

GGAAGCAATTCAGAGAACATGGGAGCATCTCATOGCAGCAGTCACAATTT 

TGTGTTGCGTAATATTTCAGGAACTTGCAACCCTGATAACTTGTGCCTGC 

CTGTCTGTAGGCCTTTAATGATGTTTTATTGAATTTTGGT 

>Sequence 902 

GGTACTTCTATACAAGGCAAAATGAACTCTAAGTAAAAAAGAAAATCACA 

CTTCTAAACACAAATTAACCATTTCAGTATTTAATTGCTCCTAAAAGGTG 

TATTCTACTTCATTAAATGTAAGAGAAAAGGTTACCTACATTACGCAGTT 

TAAGAAACAGGATAAACTNTAGCATATAAACAGTCTGATTACATTTTCAC 

ACTTTCAACCATCTTATTTATACTCTACATTAG ATAAT CTTTAAAT^^ 

TCATAAGGTTTCCCATGrrAACTCCATATAAAATTTTGTAATCCTGCCCA 

CCCCATGTCAACTCAGTGTATACN 
>Sequence 903 

GGTACTGGGTGACAGGAGAGAGCTCATGTGACCCGAGTCTGGGTGGTCTC 

AGGCATGGTATAAAGAACTAGGCCAACCAACTGCACTAGACATAGAAACT 

AGCTGAATAAACTCATCCACTCCGATTTCATTTCAGGTATCTCATGAGAA 

ACTAGAGGACAAAAACAATTCCAAAATTAACAAAACAAAGTTTACTCTAG 

CCATCAGTGCCAATGAACATAAATGACTGCCTGAGAGTTATATTAACAAA 

ATAATTAATTCAGACGAATTAAGGAATTAAACCAGCTATGGGAAATATAC 

ACTCTATACTTAGATGCACATTT 

^Scc|iicficc 904 

ACTTAAATAAAATAAAATTAAAACAAATCATTTTAGAGATAAAGAGTGAA 

GTTACTGAAAAAGGTGACTAGGACTCTGTTTATGAAGAAAGGTtAGTATT 

TAAATCATGAAAAAAAGTAAGAATACTTAATTATTCAAGTAACTTAAAAT 

TGTAATTCAGAATGGCTTTTATGTATCTAAAACAATCTGGGCTGCTATAA 

AAATTCAGTCAACnTCTAAACTTCCAAACACAAAATAGTTATACTCAGTC 

TAAGAATATCCGACCTACCGTGCAGGACCAGAGGGCTCATCTCT 

>Sequence 905 

ACTTAAATAAAATAAAATTAAAACAAATCATTTTAGAGATAAAGAGTGAA 

GTTACTGAAAAAGGTGACTAGGACTCTGTTTATGAAGAAAGGTTAGTATT 

TAAATCATGAAAAAAAAGTAAGAATACTTTATTATTCAAGTAACT^ 

TTGTAATTCAAATTGGCTTTTATGGTATCTAAAACAATCTGGGCTGCTAT 

AAAAATTCAGTCAACTTCTAAACTTCCAAACACAAAATAGTTATACTC 

TCTAAGAATATCCGACCTACCGTGCAGGACCAGAGGGCTCATGTCTTGCC 

GAGCTTATTACAGTTTTG 
>Sequeiice 906 

GGTACCirrGCTTTAAATGCATACTAAGCTGTGAATGACTGAT ATCAG AG 

ACTTTCTTGGAAGTAGGTTrCATAGGATGGAGGACAAATGAAACTTTATG 

GGCGAAGAAAGAAGGGTCAGTTXKKjTGGTGCATTGAAATAAGTGGTTC^ 

AAAGCAAACTAGGTCAACTTTTTAACTGGCTAGTGAAAATO 

AGGATACAAAAGCAAGGAGAAGACAGGAATAAATCAGGACTCCAACAGGC 

AGAACAGGATTTATTTAGGGCATGCAATGTGGAGGGCCCTAATGGGAACA 

TGACAGTGTT 
>Sequence 907 

GGTACAAATTGCATTGTCAATTTATATTTGTTTCCCCACTAAAGCCTCCA 
AACCTTGCTTGTTTTGTTTAAGTATCCCTGGGGCTCATCACAGGGCCTGT 
TGAAGTTCTTTTGAAATGAATTGAAGAATGTGAATAATAGTTCTAGTTCT 

Page 40 
(of 261 pages in Table 2) 



wo 01/42467 



262 

Table 2 



PCT/USOO/33312 



TCGGGATAATGGAAAGCTAATAAGGTTTATGCTAGAGGCTCTTACTGCTG 

GGACTCTCTTCTTGTTTTTGGTTTTTAGGAAAAAAGCTAGAAAATCCAAC 

TTCAGCTAGAGTAACAGTAGTAACTGACTTGAAAGTATGTCAAAACANAA 

ACTGTTAAG 
>Sequence 908 

GGTACCTATGAGATGCATTTGAAAACTTACCTTOTT^ 

GTTGCAATTTCrTCCATTACCTGGAATAGCrGCTTTGGACGGCAi^ 

GCAATGCCCTTTCACAGCTGTGGGATGAATGGGGAAAGAAGTCTTGGTAA 

GGAAGCAATTCAGAGAACATGGAAGCATCTCATGGCAGCAGTCACAATTT 

TGTGTTGCGTAATATTTCAGGAACTTGCAACC CTGAT AACTTGTGCCTGC 

CTGTCTGTAGGCCTTTAATGATGTTTTATTGAATTTTGGTT 

>Sequence 909 

ACCCTCTTCTCAATTTTGCTATGAACTTAAAACTGCTCTTAAAAAAATAT 

1 1 1 T n T A A AA AAGG AGGG AGTTATTATC AG AG ATCCC ATAG ACCTTA A A 

GGATAATGAAAGAATGCTATGGATAACTTCATGCTAAAAACTNCAACAAC 

TTAGAAGTATGAAATGAATGAACTTCTCCAAAAAAATACAAGTTACCAAA 

ATTGACATGAATAATAACAGAAAATCTGAATAACGCTCTAACTATTAAAG 

AACGTGAATTTGTCAAAAGCTTCCCCAAAATAAAATTCCAGGACCAGATG 

GT 

>Sequence 9 1 0 

ACTCAATGGGGTAGGGTGTCTTGGGATCTGACTGTT TCTT AGACCTTCAA 

TGCTTCTTGGCTTTCCTCACTGCTAGTTATAATTCAGTTTTCTCAGGTCT 

AAGTCATTCATCACTCTTTrGTCTGCTTTTCAGCTTCCAAA AATT^ 

CTATTATCTCCTCTCCTGTTTTCCCTATGGTGTGT TTGTG TCi'ril'lCTT 

TAAAAAAATTCCTTTGTGGTGGTTTTAGGGGAGTTTTTGGGAATATATAT 

TTAATGTACCTCTGGCGAGACCGCGCTTTAGGCGATATCCTGCACACTG 

>Sequence9ll 

GGTACAACCTAGCCAGCTGCACAGCAGCTCTCCAAGAAAAAGGTGTATAT 

TAGACAGATTCAATTATTCATCTTGTGATTATGAGTAGTAACCAAATTGT 

CTATGTAATTTTCTTATGGTGAACTACCCAAAGCAAGGCCTCACCTTAGG 

CTACCAGCTTGACTCTTAAGTGGACAGAAAGAGCCAAAGGCTAAAAGGTT 

TGTGAGAAACCTCATGAGCACTGAGTGTTCTAGTTCCAGATGAAAACCGG 

TTTCAGGTATGAAGCAAGAGGGAGTGCTAATTGGTAGAAGTAATTACATC 

TTT 

>Sequence 9 1 2 

CCCTTAGCGGCCGCCCGGGCAGGTACAACAGAGCACAATGCTTAGATTTG 

GGTGGATTTGAATAAGATGAAAGATAAATTATGATTTTGTTCAAGTGTTA 

AAATAAAACTAAGACACTTAAGGACCACAAAAATTTAGACCAA AGTA TCT 

TGTAAATTCTACCTGGTGAAAGTTTGATATAGCACACATATGAC l'l TIC T 

ATATTATTTTCTGTTTTGAGTTTAGTAGTAAGCAGATGGTTTGTATTTTC 

TTTAGTTGCAACTAAGTGATCAGTTTCATGATTTCrCTTACTATGAAACA 

rrrrriTrii rn cTTAACAGTTATCTTA 

>Sequence913 

ACCACAAAGTTATTGCCTACATCCAGGTCAAGAAGATCTTCTACTGTATT 

TKnTCTAAGAGCTTTTACATATAGOTCAATGATCAATCTAAA^ 

GTTGTGCAATCATTAACTCTAGCTTTAGACTGGTATACTAATTGGTTTGT 

ATACGAACTGGGTTAAAGGCATAGGACACATGCAGGCTGTGTTCATTTCA 

CAGCAGGGCTCTGTAATTAGGCAATAATrACTTACCATCATACXrr 

GGCAATATGGGAGAAACAAAACAGGCCATACAGCTTCACTATTATTOCT 

CT 

>Sequence 914 

AAAACCTTAGCGNGGNCGCGGCCGAGGGACTNGAGGACCAAGCCACAGAG 

CAAGCGCTAAAAAAAAAGNNAACTAGAACCmACCACTGNNNCA CGCAC C 

CCAATTTCATAAAATGTATCAGTAAAAAAAAACAATTATCTAAAGTITTT 

TAAAGTAAAGAAAAATTATTTATCACATAGGTAACTTGGTGTCA ACTAG G 

TAACTGATCTATTTTAATTTAGGAAGTTAGTGTCTTCCTTCCTCAATTTT 
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CAGATTTTCTGAGGGGAGGCTCAAAAGGCCCGAGAGGCTCTCTACAAGGA 

GAAAGCAAGCCAGAGAATCTGA 
>Sequence91S 

GGTACCAGAAATGGTAAATATATGAGTAAATATAACACACTTTTTTCT^ 

TAAAATTTTATTTAAAAGGTAACACTTTGCAGCAAAATAATTAACAATGT 

ATTGTGGGTTATATAGTAGTAAGATGTTTGACATAAATTACATAAATAAT 

TGGAGCAGGGAAATAGAAGTGTGTTGTTGAAATGGTTTGATATTATATAT 

GAAGTGGTATATTATTATTTCAAGGTAGCCTTGATAAGTTAAAGGTTACA 

TATTGTAAACCCTACAATAATCATTACAAAATAAAGAGATATAACAGTAA 

GG 

>Sequence 9 1 6 

GGTACTTCATAGAGGTCCAGACCCCTTGCGTCTGGCATTCCTTTGGTCTA 

TAATTCAGTAAACTCTGCTAAAAAGGAAACGAGACTAGCTTGCTGTGGCC 

CCTTAAGCGACCCAGGGTAGCTTGTGATGGTTCAGATTATGATTTGTTCT 

. AGAGCTTTTCCAGAGGCAGATGTTGAGGAGTTTATCCTATTTGTCCCCTT 

CCCTTTAAACAAACAAAAGTGCCGGCTGGACGCAGTGGCTCATGCTGGTA 

ATCCCAGCATTCTGAGAGGCTGAGGCAGGCGGATCACCTGAGGTCAGGG 

>Sequence 917 

ACTGCCTGGCATGCATCTTCTCGATGGTCTGTTATCTTGTGGGAATGACA 

TTCGTTAAGTTGTTTTCTGTGTGCATCCCACCCAAATAAAGAATGTTTCA 

TCAGCAAAGTGAATTGCCGTATAGTCATCAGACTCTAGAAATAAATTATC 

AACGATGACTGCAGTGGGTGAGGCTGTTTGTTTATCACATCAC TTGAG AA 

CAGAGTAAAGTGAGTTTCATATTrrCCTGAGTCTTGAATTCTCATT^ 

ACATCTGTTCAGAAGCTTTCTAAGCCATGGAGTATTCTAAATGAGCA 

>Sequence918 

GGTACTACAATTATAAAGTTACCAATAACTTTACATTAAGA AAAT CATTT 

TCTTCCCCTTGAAAACAAAGTATGTCCrcACTTTCCCTGCrCT^^ 

ATGGCAGTATGAAATGTGTCCCTGATTCCCTCCGACCTGCCACAGA ATAC 

TGAAACAGTGGCCGTGGGAAGAAATACCAGATGGTATGCATATGGCTTTG 

GGAACAGCTTTCAGCAGTGGTCACTTGTCrrillllAATGCATTTCAAAA 

TGTGTTTGGTTAGCAAAAAATAATGAGATAATTCCCTCAAATAAATGG 

^Sequence 919 

GGTACAACAATTTATCCATTCCTTTAGCAATAGTTGGACACTTAGAATGT 

AAAACTGTTCAAACAAATTGGTATATTGGAGTTTGGGTAGAAAGAAGGGC 

GTTGGAAGAGGAGGAAAAGAGGGTGAGATGATACATTAATATAAATTACT 

GAAAGGTGGTGTTCACATTTAGAA l I'l'l l l 11 i lAAGTTGCATGTTTAGG 

ATTTTAGTGCTCAGGAGGAAAGAAGGCCAGTGTTGCCCTTCCAGACCATC 

GCTGCCATTTCCCTGTAATATATCGTGTGTAGAGGAACCTAATGCCTGCA 

G 

>Sequence 920 

GGTACTGCTATTTCTAGTTCAAAATCACAGATTTTCAGATTGAAAAAA^ 

TCAATCCACTTATTTTTCAAATGAGATAACTGGGACAAAGAGAAATTCC^ 

TGACTTGCCCAAGATTACCTACAGTTTAACTGTCAGCGGGGCTTAAAACC 

ACAATCCACATCTCCTGACTCCCAATCCITTCACTTA^ 

CACAAACAAAAAAGATTTCTAATAAAGTGGAA TAATT TTAAGAAAG 

GTATCACTATTTTACVWVGGAAAAAATTAAATCATTTTAACAGATTGGC 

>Sequence 921 

. GGTACTCACATGTAAACITCTACTTTCCXXnTCAGATTACAGCAAi^ 
ATCCCAAAGCTATACACTCTCAGGGAAlXXXrrGTGGAT^^ 
CACTTGACCAACTATCATAAAGATCAAGGCCAGGGGTTCTCaAACTCTCA 
ACATTTGTGTGCTCATCTCCCCTTCACCCAGAGACTCCCCAGGGCTGCTG 

GGCCACACTTTGGTTTGTITGACTGGAACATAGTTTCA^ 
TTrCCAAAAGGTGTTAATAGACACATAAAGATTTTTAAATATTAAAAAAA 

AGAAAAAGAAAGAA 
>Sequence 922 

GGTACATACAGTATGCACTCCCTTCTCTGTGTTTTTTGTCTGAGTTGATG 
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ATTTGGAGCTCAAAGAGCTAGCGGAGGGAAAAGCTGAAGCCATTCAAACA 

CATAATGAGAATTGGAGATGTAAAAGAAGGCTGAGTTCTAGGAGTTGCAA 

CAACTTAGGAGATAACAGAACCAATTCGGAATGAGCAGGAATTGTAGGAA 

TGCAGGCGAGGACTAGAAGAATCAGCTACATGCTGTTTACTGGCAAAGCA 

GGAGAAATGTGACTGAGGACAGTATGCCACTGAAAACTGATGAAAGAGGA 

GGGAGACAGGAGGA 
>Sequencc 923 

GGTACTGTTGTCTCATGCTCTCTTTCTGTTAATAGCACCTCAATTCTACT 

CTGGGGGACATTCCTCCTCTCTTTTTGGTCTGGAATGTCCCCTGGCTTCA 

GGGACAGCTCAACATGGGCCTGGACAGTCAAATTCCATCCCCAAGCTTGG 

GACTCAGGGAGACCATCCAGTGACTGTTCCTGAAGTGCTGGGAAGGCAGA 

GCTCCCTTTCTGCGGGGTGCTGAGTGATGGGACGACAGTGTGGAGCTACT 

GNGCTCTCCAAGCCGGTGCCCAGGACCAGCCTGCCTGAGAACGAAGCCAG 

CA 

>Sequence 924 

ACTTGCCTTGCAAAATTATATTACAAGAAGAAGCACACTTGTTATAGAAG 

TGCTGAATTGTATGGAACCTAAATCTGTCAAGTTACCTGTCTTTCAGGTC 

CGTCTCCCCACCTCCCAGACCTCATTATATTATCCCGAAAAGAACACGAT 

CTCITTAAGGCTAGGCAAGTATTGCGCTGATGAGCCAGGGACTGCCCACC 

AATTGGCAGGCCCATTGGGTGATAAATGTCCAAGGACCTCTAGGCTGACG 

ACACATTTTTCATCATTAATCCAGCCTATTGTAACCAGGGCCACTCACAT 

TGATT 

>Sequence 925 

GGTACCTACTGTGTTGAGCCCTCTTCCATCTCCTGTAGTTTCGTCAGATC 

CTGGAAGTGTCCCTGACGGAGAAGTTTTACAAAATGAACTTCGAACTGAA 

GTATCCCGATTGAAACGGAGATCTAAAGATCTGAATTGCCTTTATCCCAG 

AAAAAGACTTGTGAAATCTGAAAGTTCAGAGTCTCTTCTTTCTCAGACAA 

CTGGTAATAGTAATCACTATCATCATCATGTGACATCCAGAAAGCCACAA 

ACAGAGCGGTCCTTACCAGTGACTTGTCCATTGGTTCCAATTCCTAGCT 

>Sequence 926 

GGTACCCAAACACAAGATTGCTAATAGACTGCTAATAATAGAACTTAATA 
AATGAAATAATTTATTTCATTTATTGTTGCTTGGAATACAGAAAGTGCTT 
AGTAAATATTGAATGAATCAACAAAGTACCTCCCAATATAGAGAA ATCAC 
TTCTGAAAAGGATAAAACCAAGTTGATCCrATTCAATCGAAGGCATCTTT 

TGGGGCIXjTTACAGTTATTTCCnTTATTTGAAGAATC 
TACnTTGTTCCAAGTCACTGCTTATAATGTGCTAATGGTACCT 

>Sequence 927 

GGTACCTGTGAAGACAGCrACACCTGGTTTCCTCCCTCATGCCTTGATCC 

CCAGAACTGCTACCTTCACACGGCTGGAGCACTCCCAAGCTGTGAATGTC 

ATCTCAACAACCTCAGCCAGAGTGTCAATTTCTGTGAGA GAACA AAGATT 

TGGGGCACTTTCAAAATTAATGAAAGGTTTACAAATGACCTTTTGAATTC 

ATCTTCTGCTATATACTCCAAATATG CAAA TGGAATTGAAATTCAACTTA 

AAAAAGCATATGAAAGAATTCAAGGTTTTGAGTCGGTTCAGGTCACCCAA 

TTTCGAAT 

>Sequence 928 

GGTACAAGAAAGAAAACAAATACCAAGTATTTACAGATCCAGAGAAAGTT 
CACAAGAATGGGAGGATGCCAGTTCCAATGCTTTGTAAAGTCAAAAATAG 
- CCACATTGCAAAACAAACAAAAAAAAACGAGAACGTTCC(XjAGT^ 
CCAAAACATAAAGGAGAAAATCATACAQAAAAACXTCATGTAAGGGTTGG 
AACTTGAGCAACCAGCTATCCAAATACAGAGGGGAATCCTCGCTTAGCTA 

gggcatggcctgagagaagccccttcctgcntcagagcctacaagtagt 
cccx:ag 

>Sequence 929 

ggtacttaagcaataaatctgagcaattatcaggttattttattgcattt 
ctaatgagttcttctaaaaaaagtcaatcaattatcactgctatatatgt 
tctgtgtgtaaggagtgcttgagagtctttaattgtaacatttattaaat 
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AAGAATAAGAGGACATTTTTAAAGGAATTAAAGGAACATTAATTCCTTCA 

TAAATGTATAGTGCTTAAGCTCTGCTTTAAAAGGTCTTTCCATGTGCTCT 

TGGGTAACCACTTAGGGCTGAATTCATAGTATAAATATCAATAAATGTTG 

CAATCACAAT 
>Sequence 930 

ggtacgcgggtgggaaagggaggatgactcacttactctgaaatctgggc 

ccaggaaggacctctcxcatccttggagcctcctcattctcctgtcrctc 

actgtccccccacctctaccatgatgtcc tcatt ctgggaacccx:gagca 

gggatagtggcitgggcccttcgtctggcttttctccccacacttgcr^ 

cttctaacattttctccctcatctgacatggaaggggcaatggttaaccc 

AGAAGGGAGGGCAGAAAACAATGGCCCCACATCCTGGCTCTGCCTCTGAC 

AAGCTGAGT 

^Sc(|ucncc 93 1 

ACGCGGGATTTAGAGACAGGGTCTGGCTCTTTTGCCCAGGCTGGAGTGCA 

GTGGAACAATCATGGCTCACTGCAGCCTCACCCTCCTGGGCTCAAGAGAT 

CCTCCCACCTCAGTCTCCCTAATAGGTAGAACTACAGGTGCACACCACCA 

CGCCTGGCTAATTTAAAAA rn I I I 1 1 ATAGAGACAAGGTCTCACTATGT 

TGCCCACACTGGTAAAGTATTTTTAAATTCGAGACATGAATAATGATGCA 

AATCATCCTTTCTATGGGTCTGATTCTGTTCTGCTACCrrATTCAAGGAC 

TAAA 

^Sequence 932 

GGTA cn ri 11 i J i i i rrrn i i 1 1 1 ri ri i i i iggatttttagtagaca 

cgggttttcgccgtgttagtcaggatggtctccatctcctgacctcctga 

tcatccgccttggcctcccaagtgctggaattacaggcatgagccaccgt 

atctggccagagaaattttttaatataaattttttcagttaccacn^ 

gggaaatatgattaaaaaaactaaataaagaagagctttagtaaaaccat 

gccctcttgctaatctattaagagtcaaatctgaac 

>Scquence 933 

ACAGTATGTTTCCACTTATGGACAGATAATTACGTAGTAAACATAGAAAC 

ACACGAACTGAAAGGACACACACCAGTATCAGAACTAAGTCACCCATGGG 

GAGGGACAGAAGGAAATAGGATGGAAAGGGGTTGAGGGACTTCAACTGTA 

TTTGTGATGTTTTAGTTCTTTAAAACAAAAATCTAAATGACATTTGAAAT 

ATGAAACAAACGCAGAAAACATCAAAATGTCAACAATACTTAAACCTGAG 

TGTTGGGTGCXrrGAATGTTATArrGGTCTCTGCAN 

>Sequence 934 

ACCCAGTATATGAGCAATTGCTCAGCAGTGTTTGGATATAGGGAGTGGAT 

AGCTATTATTAArrGCAGATTATTTTGGAAGGAAAAACACACAGAGAATT 

ATGTATCTTTCAGTGTAAATGTTAGTTCTAAAAACAATCATATTATTTAC 

AAAGCTGCAGTTATAGAACACAATrcTGATTTCTGCCTCACCCCCACGGT 

TAATACTGTAAAACATTTCCTACGTTTCATCTGATAGTGTTATTAAAAAT 

AGCTGTTATTTTTAATAGCTATACTAAAACATAAAAATGTTTAGGCCAGG 

CGTG 

>Sequettce 935 

GGTACCTAATTCATAAGATAAGGATTAAATGAATTAAAATATATAAATCC 

CTTAGATAACAATGCTAGGCATATGTTAAGCACTATGTTAGTATCATCAA 

ATGTTOTTGTTACTGTTATGGAATTTATCACAAATATGTAATTATATGTT 

TCGTAGTGATTATTCATCACCCCTACTGGACTCTAAGGTCTGTGAGGATA 

TGTCTATTrGGTTTACCACTGTATCCTCAACAACTGCT 

TGTAGGTGTTAGGTATTAAGTGCATGATAGTGAA TACAT AAAGGTTA . 

>Sequence 936 

GGTACTACAGATTAAGTATTAATATGCTGTGAGTGCAGATAGAGAACAGA 

AACAGGCTGTTTGATTTCACCATGGTCAATGCTCT GATG TGCCAAACACA 

GGAGGTTGTGGGAACATATAGACAGTGACCAAACTTTTAATGAATACAGG 

AAGATTTTCTGGAAAAGATGACATGTAGC AGACAG CTGACAGA CGAG TTT 

ACCAGGTTCAGAACTTAAGTGATAATAATCTTTTTATCATAAAATTTTAA 

GTGTGGTAGAGAATAAAAGTTTTGAATTAAATGTTGAATGAAATGTGTTA 
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TG 

>Sequence 937 

ACACTAAAAATAGAATATAAGGCAGTGAAATCAAATCCTGGCTCACTTGA 

AGAAATAACAGTCTGTGGGCAACnXjGTTGTTTCTCAGGTCACCTCAGGGG 

ACAGATGGTCCCTAAGGTGCAAAAGAATGAACTGGTGCTGATATATGACT 

GATAAGTTTCTGTAACGGGCCACTGACCATTTCAATTCCCAAGGAACATA 

AATTACCTTTTAGCXrrGTGTATTTACACACAAA TATGCAACC TGCAAACT 

TCTTCTGAGGACAGATGTCAACTACTTnTCA i ri l 1 1 1 1 i 1 1 ACAGTCA 

AAG 

>Sequence 938 

GGTACCAAGTATACTTCACCAGATATCTATAGAACATTCCACTCAGCAAC 

AGCAGAATCCAGCAGAATATATATTCTTCTGAAGTGTATGTGGAACATTC 

TCCGGGATAGACCATATGTTAAGTCATAAAACGAGTTTCAATAAATTTAA 

AAGGACTGATATCATACCAAGTATGCTCTCTGACCAGAATGGAATGAAAT 

TAGAAATCAATAACAGAAGAAAATTTGGGAAATTCACAAATATGTAGAAA 

TTAAAAAACACACTCCTTAAACAACCAGTGGGTCAGAAAAGAAATCACAA 

GGGN 

>Sequence 939 

CCCITAGCAGCGGCCGGGCCGACGGGCrCTTCTrCCATACTCTTTTAATT 

GGATATGCCAGTGTGTCTCAGTAATTTCCAGTGGCTGTAAAACTTTGAGA 

AATTTTGTAGCTTTTAGAAACCACATACCTGTATTGCCTGATTGCTTATT 

AAGTGATCTCTTAGAGGTTTCCAAAGTTATGAGTTTGAGTTTACAAGTGC 

AG ll 1 riil CCATGAAAATTTCAGTGGTGACAAATTATAGAATTTATCAT 

TCAATTCAGTCTTAACTAGAAATAATTGCATATAATAAAACAGGTTCTTG 

ACTGTTCTTTTT 
>Sequence 940 

ACTGCCACTTCCATTTTGTAAGTGAAGCCCAGAGAAGCAAAGAAATGTGC 

CCTAGGTCACATAGCTAGTCGGTGGCAGAGCTGTGATTGGCAGGTTGGTC 

GAATGCCTCCAAAGCCCTCGACCrrCCCACTATACTTCACGCATCTCT 

AGAAGAGACAGAAGTAGCCAGGATGAAGG TCTTCAGG TTTAAGAAGAACT 

ATGAAAAAGCAAAAGATTTTTGTITrCGTGGril'liriACTATAAAGGAA 

AACTTTAAATAATAGCAAGAGTGCTATAGGTAAqATATCAGAA 

>Sequence 941 

GGTACCrCGTGGTTGAACTTATTTGGGGACAGAATTGAGACGGAAAAATT 

TGATATCAAAGGAAGTATCAAAACCCTTGATGTGGTTAAGAGCATGGATA 

GTGAAACTAACCTCTGATGTATGGTGAGAGAGCAAAAGAGAAAGGATTGC 

AAAGAAACTGGAATGTAGAGGATGAACATATTGGTAATAATAATACTGGT 

GGAATTGTTATTCAGGAAAAAATAGCAATTATTCCTGTTCATATCTCAAA 

TCATTGTATGTTGTTTATTTAAAGGGAGACATGGTAGAAGATATCAAATA 

TAAAAAT 

>Sequence 942 

GGTACATGAAAATGGCTGTTTTrCCCCACATT AGTCAGCTCTG GATTTTG 

CATGTGTGGGG Cn i 1 IM I I GATAGTTATTTGl l l l 1 lAi i i lAAA AAT 

TTATTTTGCCAACCX:AGTAGAGAACAGCTGAGCAT<nTCriX:ATGTAT^ 

TTGGCCATCTGCATTTCTGCTGCTTATTGGCCATGTA TT^ 

TGCCGTCTGCTGTGAAATGTCITAAATTTTITGCCC AT^^ 

AAAACACTGAAGCACATTTITAAAGACITCTGATGATTTn'AT^ 

>Scciuenoe 943 •. .-•> • lyiz " 

ACTTCAGGAGATACATItnXSCrAGTITCK^ 

CAATTTAATCCAGTOGGCTTATGATTTTCAGTTCTOT^ 

AATGTGTATATACTAGTTCTGTTACTAAGGAGGGATGTTAAATTAATCCC 

TAGCTGTAATTGTGCATTAGTTTGTCTCTTTTCAGCTGTTCTA^ 

AAATTTTTGGAGCTGTTAGGTGCATATACGTTTAGGATTATTTTGT^^ 

TTGGTGAACTAGACCTTTTATCATTAGGAAACT 

^Sequence 944 

GGTACAAAAATCAACTTTCCITTTTACn^ATCn^GGAAATAGGi^^ 
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CATTCACTATGGTGACAAAACTGTAAAATAGGAATATATTTCTGAGGAAA 

GTATAGGTATTTACAAATAGATAAACTATATTCTT AGATG AGAATACTTA 

ATACCCACTTTACAAAATTAAAAATGAATTACAGCTTTTTAAA^ 

TAAGCTGGGTGTGATGACATGGCACCTATAGTCACAGCTACTCAGAAGGC 

TGAGGCAGGAGAAGCACCTGAGCCCAGGAGTTTGAGGCTCTAGTGAGCTA 

TG 

>Sequence 945 

ACCTGCAAGTCCAAAGAGGACCAGGAGGATCCCCGCCAAAAGAAGGGTAA 

TCGATGGGACACCAAAGTTATCAGTCAAGTAAGGCAGAAATGCTTGAATG 

AATAAATGTATATAGATAGAAAGTAGAGACCTTGATAAAGTCAAACTCCT 

TGCCrrTACAAGTGTGTGTTCAGCAGCCATGCAAGGGAGATGCCCATCTG 

GCAGTGGCCCAGGGCAAGGTGTCAGAGCCCTAGTGGCAGGGAGATGGCAT 

CCACATATGAGGGAGGGTGACATGGTGCTAACTGGGCATCTACATAGGGC 

AGGG 

>Sequence 946 

ACTGCATATTTAATGAATTATTTTATAAATTGCTGTTGTGAAGCATTTGT 

GAATGACCTGCCTCCTAGCTTTCAATGCTATTGCCCAGGC TGACTTT TAT 

TGCAACTGTTTTATGATACAGTTTTGCATTGTATGTGTTTACi ri l iAAA 

GAAGCATTTCCTGGGAGGITrcrrillCTGGTTATGAAAATAATATATGC 

TTATGGGGAAAAATTGGAAAATAGAAACCAGTATCTAGAAGAAAAATCAC 

TCATAATTCCAGCACCCTGTTAATACTTTGTCTTTTCTTACAGTTTCTAA 

TA 

>Sequence 947 

GGTACCAGTAGATGAGAACTACTTATTTAGAGTGGCAGAGCATGCTATAG 

AAACAAAATATGAGTAATTCTAACTGTAGTTATGTTATATTAGCATAGTG 

AGATAGTAACATTAATAGAATTCCTTAGGTGGAATTTCTTTAATGCCTTC 

AGTTTCAATTTTAAAAAAAAAAAAGTGTTTATGTAG AAGAGGG AGTGAAG 

GTTTGTTAGAGGTAAAGAGGGTGAGATTTGATGGTArri'l'rilA GTTAGG 

ATGAGATAGTAGAGGTAGAGGTTATAGGGAATGTAGGTTGTAGTTTTTTA 

TTTN 

>Sequence 948 

GCGCCTTTCAGCGGCCGCCGGGCAGGTACTG ATATTTAATGA ATA 1 1 1 lA 

TAAATrGCTGTTGTGAAGCATTTGTGAATGAC CTGCC TCCTAGCT TTCAA 

TGCTATTGCCCAGGCTGACTTTTATTOCAACTGTTTTATGATACAG T^^ 

GCATTGTATGTGTTTACITTTTAAAGAAGCATTTCCrroGG 

TTCTGGTTATGAAAATAATATATGCTTATGGCGAAAAATTGGAAAATAGA 

AACAAGTATCTAGAAGAAAAATCACTCATAATTCCAGCACCCTGTTAATA 

CTTTGTCTTTTCTTACAGTT 
^ScqucncG 949 

ACCAAGAACTAAATTGTGATACGATAGGTGACTTATGAGTAGCACAGAAT 

GTAATAGGCCCATCTCTACCTAGTTCTGGTCACCACACTTCTGTCAAGGT 

AGCTCGGAGAGACGGTGTCTACTTATTCACCACATCATGAGATCACCTCA 

AACTGAGCAGGCAGCCAATGAAAACCGTGAGC rrrcriTT ACATTAACTTT 

CTGAAAGTCATTTTTTCTTATTCCACTTTGTGCCrri'l rri 

AGCTTCATGGAATTTAATCCTGGTATTTAAAACACTT 

>Sequence 950 

ACTTGGTAGGTTGATCTCTTTCATTCTCATGGTTTAATTACCATCTATTC 

ACTCATTACTCCCAAAACTCTATCTATAGTCCAAGACTGTTTCT 

TCTGCACCXVlCATATGCAAATAAATACCAGATATCTCTCTTGGTr^ 

GCACATATNTCAAACTCAATANGTTCAAAACTGAATTCATCT^^ 

AAATGTA' lU - rtUUCl TC CCCCTCTTTTGATAAAAGGGATTA CCAAAAAC C 

CCACCCGCCAGGTTAAAAACCTGGTTTGGAAAAATTTATTG'rririliAC 

CCTTTTTTAAAAGG 
>Scqucnce95l 

GGTACTCTTAGGAAAGAGTAATGGGGTTGAGGATGGTTAATTTAGCCCAT 
CCTAACITCTGTGAGA I ri r riTCAGAATATTTTGGATGGTTCTCTCACT 
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TTTGTTATTAAGCATTTGGGAAGAAGATTCT GCAGC CTACTCAGGTGAGC 
CAATCTCATGGCATTGAACAGAGAAGATATGTTTTCACGTCTCTAACCAG 
TGTTTTTCATAGTGTAAGTCAGGCCTTTCTCCTTTGATCTAAGTGGAACC 
AAGAGGTTAGATACTCCCTrrrCTTTAGTTATATAATGGGCTTCATGTAA 

CTA 

>Sequence 952 

GGTACACTCTGTAGGTCTACAGGTAAAAAGCTATTACGTTGCAAACATTA 

TAACGTAATGTAAGGTCTGGATTACATGCCTAAAAATCCAATGATTCTTG 

GAACCATCAAATCTGTTAAGACTGAAAAGAATACCAATGTTTAAATATAT 

CTATAAAATGCAGGTCAAGGGGCTAAGAAAATTGCAACACTAGAAAACCA 

ACAAACTTAGGTTGTTCTAACATACATACACAAATACAGGAGGGACGTTT 

ATGGGTCACATCTGCGAAACATTTTTTCCCAAAAAGCTGAA I I 1 1 i 

^ScQucncc 9S3 

GGTACCACCAATAATTATGCCCACAATTTTATCCTAAATAAGAGTGATTC 

CCTGTTCCTTTTCCTACAGAACATGTTTCTGTCCGCAAAGAGAATAAGAA 

AACATGACCCCTCCATCCAGAACCAAACTAAACTCAGGAGTGATTAGAAT 

CACCTGTGGGCATTTTCCCCCAAACCACCCATACTCTGTAGATTCTGATA 

AGCGCTCTTAAAGAAGCTACAGCTCrrCCCCATTCCCTATCTGAAAGCAA 

GGAACCACTGCTTTGGTCAGGAAACAGGCATACAACATCAGATGTGATTA 

TAAA 

^ScQucncc 954 

GGTACCAGATGTTGTAAAATTTACTATAATTAATAGGAATTAATTAATGA 

ATGCCAAGGGGCAGAGCCACACTTCCTATGATAGTTCCTTGCTATAAGGT 

GCTATTTANNGTTCTCTACATTTACrCCATAGTAAGCTGTTGTTTGAGAA 

AAAAAATGCCAGTTTGGTGCGTAGTAGATACGCAGAGGCTGAGAAAGGAA 

CAGATTACCCAT TACCCAAT GGTTACAGAATGTATAATGCTTCCCTTTAA 

ACTGGTTGATTTGTTTTTTTACA 
>Sequeiice 955 

GGTACCTTTAAGCCAGATTCATGGTATGAAGGCAGCAG CATAG CACCTCC 

ATTGACCCACATGGGGGCCTGCCITGGGCTTCATCAGCCCTTTG GAGTC T 

CAGATCCCTCACCTGTTAAAGGAGAGTAATACTACCCACTTACCTTTTTG 

GGTTGTTGTGAAACACACATAAGACAGTATTAGGAGAAGTAAGGTCTGAG 

GGCTGGGCrrTGGACCCAGCGGCCCCTAGGTAGAGGCCTGTTGAATTGGA 

TGACAGTGAACTTTGCAGCArrrCCTAACCTCAGAAGTTCAAGAG 

>Sequence 956 

GGTACrTCTGCTTTATTCAGTCTAGGTAAGAAATGTAATGGATGTGTGCA 
GGTGACATAATTTCAGGGGATAAGGTAAAAATTAGATGAAGCCCAAGCAA 

ATATTCTTAAAAAGAAAAACTTAGGAliri 1 1 1 1 1 ACAAAAGTTAACTTA 
AAATGCATTATCTAGAATAATGTTATAAATCAACGTATAGAGACGTTAGT 
GAATAGTTCCCTTCATTAGGATGTTGAAGGAATATGGTTTCAATATTCAA 
CAAATGTCGTGATGCCTATAAATTTTTCTACAAACAAGAGTATGTT 

>Scquence 957 

CCCTTAGCGGCCGCCCGGGCAGGTACTTCAGGAGATACATTCTGCTAGTT 

TGGGGTGGTGTGTTCTATAAATGTCAATTTAATCCAGTCGGCTTATGATT 

TTCAGTTCTATATTCnTACTGATTAATGTGTATATACrAGTTCTGrrACT 

AAGGAGGGATGTTAAATTAATCCCTAGCTGTAATTGTGCATTAGTTTGTC 

TCTTTraVGCTGTICTAGCrrCCATAAATrrTTGGAGCT 

TACGTTTAGGATTATTTTGTCITCnTGGTGAACTAGAC^^ 

GGAAACTGTCCATATAACCACT 

>Sequence 958 

CCCTTTGAGCGGCCGCCCGGGCAGGTACrcCATAATATAATCTTTTAAAT 

GGGCAACTTCTAAATATTGATACAACCATTAATAATAATGCTTATAGGGT 

AAAAGAAAATTTTTGAAGCACTGAATTCAGTAACCTGGGTCATGGTCCAA 

TTTTGCTCACTACTTCATATCTTTTATGTAGATTATTCCTATAAACATGT 

TCCCTAAATTCCACATCAGTTTGTAAAGTCAATGGATTAAATTATTCAAA 

TGTAGCTATTTAACGGTCAGTAACAATGCCTAGAAACCTATT 
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>Sequence 959 

GGTA crn 1 1 1 1 1 1 1 n 1 1 n rii 1 1 1 1 1 1 n i ia agacagtcttgctat 

TTTAAGTCCAGGCTGGACTCAAACTCCTGAAGATTGCTCAAGCAATCTTC 
CCACCTCAGCCTCCCAAGTAGCTGGGATTACAGGTGTGATGTCCAGCTTA 
GGTTCCAGCTCTTAAAAGAGTTGTCAGTGTGGTGGGCGAGGTGGGTCACA 
TACACATATAATTATAAGGTAAAAAATCACAACTACTACAAGAAAGGTGC 

AAACATTTATGAGAAAACCAAAGAAGGGAN 
>Sequence 960 

GGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTCAAAAAAAATTAT 

CAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATCTC 

TAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGA 

CAGAGGGATATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAA 

TAGCTTCACCTTCCTTCTCTAATCITCTGCTAGTATCCCTATTAATTTAG 

CCTAATTAGAAGCTGGAAGGTAGGAGAGCCTCCATGGGCAAAAAGCTGTG 

TAGAGAACATGGATCCTGAGGGGGTAAATGGCAGATAATCTAGCACAGAT 

TGG 

>Sequencc 96 1 

GGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTCAAAAAAAATTAT 

CAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATCTC 

TAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGA 

CAGAGGGATATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAA 

TAGCTTCACCrTCCTTCTCrAATCTTCTGCTAGTATCCCTATTAATTTAG 

CCTAATTAGAAGCTGGAAGGTAGGAGAGCCTCCATGGGCAAAAAGCTGTG 

TAGAGAACATGGATCCTGAGGGGGTAAATGGCAGATAATCTAGCACA 

>Sequence 962 

GGTACTTGAGAATATGATTGTAAATTTGATCAGCAGCTACAACATTTCAA 

TGATGCATA' l ' lU i t ri l l C AGATGCATTCCTTTGATTGAATTTAAAGTCA 

AGCTTGTGCTTCIXKjATGGTTGCTTTGTCAGTGAACACTTGGATT^ 

AATACAGCACCTGGGTTGGTTTTGAGAGAAAATGGTTTCAACTTTATAAT 

TACAGTTTTAACCACCACAACAACAAAATTAGGATGGTAGTGAAATGGAA 

CTAAATCAAATGCAAGGTTITAGTTTAATAGAACAATGTCATCCTTTAAT 

AATCTTTAAAGAAGAACAACTTAATAACCAATAACAAAATTGAAATAGGT 

CAACTT 
>Sequence 963 

GGTACITGAGAATATGATTGTAAATTTGATCAGCAGCTACAACATTTCAA 
TGATGCATA i l l i ri TTTCAGATGCATTCCnTTGATTGAATTT 

agcttgtgcttctggatggttgctttgtcagtgaacacttggatttggaa 

aatacagcacctgggttggttttgagagaaaatggtttcaactttataat 

tacagttttaaccaccacaacaacaaaattaggatggtagtgaaatggaa 

ctaaatcaaatgcaaggttttagtttaatagaacaatgtcatcctttaa 

aatctttaaagaagaacaactaaataaccaataacaaaattgaaatag 

^Sequence 964 

ACACTGCATAAAGCCAGAGTTAAAACTTCACTGCCAGCCTCTGAACAGAA 

GGCTGTTCTATCCACACTATCACAAGACCTGGTGGAGTTGAGGCAACTGC 

TCAATTACCATACAGGGAAGAATGAATTCAAGAAAATTCCCATGCAAGAT 

AGGCTCTTAAAAAATAAATTTACACAAGAAAATCAGCACTGTAAAGGTAA 

1TGATAAGCCCAATAGAAGGGAAACCTATACAAAGAAATAGAAATAACTA 

AGCAATCTGAAATGGACTTTAAATAATGATGT 

>Sequence 965 

ACACTGCATAAAGCCAGAGTTAAAACTTCACTGCCAGCCTCTGAACAGAA 

GGCTGTICTATCCACACTATCACAAACXnXSGTGGAGTTGAGGCAACTGCr 

GAATTACCATACAGGGAAGAATGAATTCAAGAAAATTCCCATGCAAGATA 

GGCTCTTAAAAAATAAATTTACACAAGAAAATCAGCACTGTAAAGGTAAT 

TGATAAGCCCAATAGAAGGGAAACCTATACAAAGAAATAGAAATAACTAA 

GCAATCTGAAATGGACITTAAATAATGATGTTTACAATTCrrCTAAGAGGA 

AAAGGAGCATTAGCATCAGTGAAACAAAAGTAGGGCTATAGAAAAAACAA 
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TACTTATGAAAAAACCAATTGGAAATTTrTAGATGGAAAAGCGTGAAATA 

AAAAATTCAACACATGGTCTAAAGAATAAACTGCACACAGCTGAAAGGAA 

AATTAGTTAATTTTACGAAGAAACAATAAATCTCACAGAATGTKAAAGAG 

ATAAGATATTTAAAATAAATCAGAGTAAAGAGATATTAAACTATATACAT 

TTGAGTATATAAAATCCATATGGTGATATGGATACATATATATA CCAGA A 

GGAAGGACAGAAGAGATACAATATTTGGACAGAACATGGCTAATTTTTCA 

GAATTATTAAAAGACTTGAGCCCTTGAAACAGGTCCAGGAGTACCTTGGC 

CCGGAACACGCTTAGGGGCGATTCCAGCACACGGCGGGCCGTA 

>Sequence 966 

ACGCGGGTCAAAAGGATGAAAATGTTTTCTGTCAGAATGAAATTCAAGAA 

AACTTAAAGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAAAATCGCA 

ATGTCTGGTGTCCAGTCAGTTACCAGGCATGGAAAGAGACAGAAAAACAT 

GAGCCATCATGAGGAGAACAATTAGCAGAAACCAAACCAGAACTGACATA 

CATACCAGAATTGGCACACAAAAGGATATTAAAACAATAACAACTGCGTT 

CCATATGTTCAAAAAGTTAGAAACATGAAAGAT 

>Sequence 967 

ACGCGGGTCAAAAGGATGAAAATGTTTTCTGTCAGAATGAAATTCAAGAA 

AACnTAAAGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAAAATCGCA 

ATGTCTGGTGTCCAGTCAGTTACCAGGCATGGAAAGAGACAGAAAAACAT 

GAGCCATCATGAGGAGAACAATTAGCAGAAACCAAACCAGAACTGACATA 

CATACCAGAATTGGCACACAAAAGGATATTAAAACAATAACAACTGCGTT 

CCATATGTTCAAAAAGTTAGAAACATGAAAGATACAAAAATAAAATCAAA 

CTTCTAAAGATGAGAAACTGTAGTGTTTGAGGTGAAAAATATGCTAAATG 

GCATTA 
>Sequence 968 

ACGCGGGCGGTCTGTGCCCCATCACCATTTCTAAAGCACCCTACCCTCAT 

GGCAGTGTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGATACAGT 

CAGCTGACGTCTGGCACCGCCTGTGCTGGTGTGCGCTAGCCTACTCACTC 

CCTCGGCCCTCCXrrCAATCCTTTCAACTATATTTATTAGTTCTCTTTAAT 

GGAAAGTATATAATCCCTTAATGTCAGACCTTGAGTGGCACTCAGCTTTA 

TTAATTTATTTAGGTAATAAATTTACCTTCCTAATTAATTCrrCAGTAGTC 

CTGGGAGCTGTATTATTTTAAACATCTTGCACAATGTC 

>Sequence 969 

acgcgggcggtctgtgcccx:atcaccatttctaaagcaccctaccctcat 

ggcagtgtcccvvaaggaaggggtttccatggtaacctcaatggatacagt 

cagctgacgtctggcacx:gcctgtgcitkjtgtgcgctagcctactc 

cctcggccctccctcaatcctttcaactatatttattagttctxnr^ 

ggaaagtatataatcccttaatgtcagaccttgagtggcactcaacttta 

ttaatttatttaggtaataaatttaccttcctaattaattctcagtagtc 

ctgggagctgtattattttaaacatcrtgcacaatgtttatagttctgcg 

TGTT 

>Sequence 970 

GGTACCAAGATTATGATAGCCTCTTAAAACAAATTGGA GGTTATA ACCTT 

TTTCTATTCTCTGCAACAGTGGATATAGGATTGG AGTTA 1 rri 1 1 ' 1 C ITA 

AGTTTTTGGGTGAAAACTAGCCCAGTGAAGTCATTG TGGGT TTGGATTTT 

TCITTGTAGGAATGGTTCCTTAATTTACTAATATAGCTTTTT 

TGTTAATGAGTAATTATTCCAGGGGTTIXrCTATTATCCTTCCCTTGTGG 

ACAAATTTTTTGTCTGGTCTTTTGTTACTTATAAAAGAT^ 

GCCTAATAAAGTGTTCTAAATTAATTTTATTTGGGATAT^ 

TTTTTCCAAATATACGAATrCCTATGTXT^^ 

ACCAAGTGAATACTTTTAAAATGGTTCTTTAAAG 

>Sequeiice 971 

GGTACCAAGATTATGATAGCCTCTTAAAACAAATTGGA GGTTATA ACCTT 

TTTCTATTCTCTGCAACAGTGGATATAGG ATTGGAGTTA I i I ■ i i iCT TA 

AGTTTTTGGTAGAAACTAGCCAGTGAAG TCATG TGGGTTTGGA'lll^rCT^ 

TGTAGGAAGGTTCCTAATTACTAATTAGCrnTTCAAAATAGTrATGAGAA 
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TATTCAGGTTTTCTATTTCTTCCTGTGTCAATTTTGTT GTC i i i i I CTAT 
AAATTTGTTCATCTATAATTTTA ATATTTTTGGTATA A I 1 1 1 i i iCAAAA 
TAATCnTGTATITATTTACAAGACAGGATCTTAATGTTTAATGACAGGAT 

CTAT 

>Sequence 972 

GGTACTCCAGCCTGGGGGACAGATTGAGACCCTGGCTCAAAAAA l i nil 

TGATTATGAGNNNGANGAAGGAAAAGAAAAGAAAAGAAAAAACAAGAAAT 

TAGCTCATGAATAGCCAGCCTTATATTATAATTATGTGACACTTTGGATA 

TTTCAAAGCACATTCACAAAGGGTATGTCACTTAAATACCTCAAAATTTC 

CCTGTTATACATGCAGATCATTCCCCATTCAGCCCTGGTATGGACTGAAC 

TGTGT 
>Sequence 973 

GGTACTCCAGCCTGGGTGACAGAGTGAGACCCTGTCTCAAAAAAAAAAAA 

AAGAAAAAGAAAAAGAAAAAAGAAAAGAAAAGAAAAGAAAAAACAAGAAA 

TTAGCTCATGATAGCAGCTTATATTATAATTATGTGACACTTTGGATATT 

TCAAAGCACATTCACAAAGTGTATGTCACTTAAATACCTCAAAATTTCCC 

TGTTATACATGCAGATCATTCCCCATTCAGCCCTGGTATGGACTGAACTG 

TGT 

>Sequence 974 

ACAAAGCTAGAAGCAGCCTGGTCCAGATGGCTATACAAACCCTAAACTGT 

CTACACCCAGACTTTATTCTTCTACAACCAAATTCCTCAAACACACAATT 

CTGGAACAGTAGCCAGTGAAAAGGGGAGTTTTAAGGGTGGGGGTGGAGGG 

AAGAAGGGATTTAATATTTAATGGTTTATATTAGCTGTGTGATGGATTTA 

TGAATTTTGTTCGTATGTAATCAATGTGTGTGAATATTGTA TCTAT ATTT 

AATCTTATTGTATGTATATAATGTAATGTTCCGTATTCGCTATTTTGATA 

TTAATAAATGATATAAATTAATGGATAAATTCAAACATTGATCCATAGCT 

TCTGTCTATACAGTAACAG TATn TCTATATAGTTATATCTCTAGTCATG 

CTTTTTTCTTCTTATGAATCTTTTAATCGC 

>Sequence 975 

GGTACGCGGGCTACCAAACCTGCATTAAAAATTTCGGTGGGGGCGACACA 

ATGATCrrATCTCTAACCTCCGAGCAGTACCATGCTATATTGGT CACTG T 

AGCTCTGTACATAGTTTGGAAGTTGGGTAATGTGATTCCTCTAG CTTTG T 

TAGCTCTGTTGTTTTCACTTAGTATTAC rrTAAC TATTAGGGCTTCl in 

TTGGTTCCATATAAATTGTAAAATAAAATTTTTCCAGTTCTGTGATAAAA 

TCTCAATCGGTAGTTTGATATGGAATAACCATTGAAATCTGTTACCTTGC 

CCCGTGGCGGTCCGCTTCAAAAGGGCCGAATTTCCAGCTATCACCTGGTC 

GGTCCGTTTACTATATTGGATTTCTTA 

>Sequence 976 

ACCTCTCATTTGTCACTTTTCAACACrrCCTGGCAAG CAGGC ATCATAAC 

TGGTCCTGCTGGGTGATCCAGACCACACTCTGCAACTCTTTCTTCTGAGC 

CAAGCTCCCCTACTGTCITTTCATTTATGTCAAGGCAGGGGAAGAACCTC 

AAAGGGCTCTTGCATCCCAGTCTCACTTCCCAAAGAGGCACGAGGCCCTC 

CAGGATGTGGGGACAGGAACTTTGGGGCAAGCCGGGGCTGTCCAGAAGAT 

CACCAGGAGGGCCTAAATTGTAGAAAGGAGAGTCCTTTATTGGGTGAAAT 

GTTTGGCAACTGGGAAAAGATrrGCCTCCCATTGTGGAAGCAC 

>Sequence 977 

GGTACITTAAAAAGTAAACAAATTTAACTGAAGCATGGCTATTAGTTAGT 

GATTXnTroTAGATTrrCTGGAAAGTCTroTTTGTTTGTATTAAA 

ACTCTGCTGTATGCTGTAAATACACTGCTAAGATCAATATTGAAA AACG A 

ACAATAATACCAATTCATATGGTCCCTTCAAATTAGTCTTATAAAATm 

TGATATGGTATTATCCAGCCAACTGACTTTGAGACTGACAAAATATTCTA 

ACTTTAACCAGGTGATTCrroCATItnTTGGTTrAAAACCTCAAGTrT 

AAATATCTTTATATTTACATTTAATTGTCATTAATCA 

>Sequence 978 

ACGACTTCACAACACCAACCACAGGTCTCAAGGTCAAAAAATGAGCTAGG 
AGTAAAGTATCTGCTCCAGAATCTACCCCCATCCCAGAAAGAGCAACCCA 
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ACTGTGTCCTGAGTG<KrrCITAGAGTT TAAGA CTCTGAATGAATGCCTAA 

ATTTAGAAAGGGTGTGGACCAAGGGATTrrrGGT TAATG T TCTCTA AAGC 

AGGCTGACTGCCAGGATTTCAAGTCAGTGATAAATTTTTAATTTTTATTA 

TTTTTTTTCCCCCGCGTACCTCGGTCCGCAACCACCGCTAAGGGGCGAAA 

TTTCCAGCAACACTGGCGGGCCCGTrACTAGG 

>Sequeiice 979 

ACCTGGCAGCAGAGTAGGCACTAATATGTGTTGAATGAGTAGGTGAAATA 

AACAAAAACCTAATGGCGATGGAATnTATGGAAATAAGTAAACTTCATT 

ATTGCTGAAAATACCGCAGATAAATAGAGGGAGGCAGTGTAATAGAGTGG 

AAAGAGCAGTAGACCAGGAGTCAGACAGTCGAGGATCTCATTCTAAATTT 

GAAGGTGAATAGCCATGTGGCTTTAGACAGGACTCTGAACCACCTTGTTT 

TCTTATCrGTAAAAGGGGGAAGTCATAATAGCTACTCCTGCCTAACTCAT 

AGGTTGTTGAGAAAATGAAGTGATTCA 

>Sequence 980 

ACATTACCTTTTATGTATGCTGGAATAAGAACTTGTGTCTACATGCATGT 

AGAAACAATGGAAGGATAGGCAAGAAAATGAAAAAAAAATGATAACCTAT 

GGGGAGTGATGGCCACTAGATGACTGGGGACAGGGGCTGGTGAGTGAGCG 

CAATTATCTATTTAAACAATCAGAAATGCTCCCTAAATTACAAGTTTCTA 

GTTAAATGCAGTAAGAAATTCCCCACAAGCTCTGCAAAATAAGTTCTGTC 

AATCAAATCTTACATGATGCATTAACTGAGCTATTTTAAAATACTACCAT 

GAATTCATCTTTAAAGTGTGACTTTGTAAAGCAGATAATCCTCCTGTT 

>Sequence 9S1 

GGTACAGTATTGTTGACTGGCTAACAGAGGACCAATTAATAAGCCAAAGA 

AATGGCTCTTTAACAATGAACATTTCTGCCATCAACTGACAGATCCCAGG 

AATAAATGTTTTCCAGTGAGGAGACTTCTCTGGTTTTCAGAACACCTCTG 

GCTGCCCCTGCCCACCCCATAGAAGGGCTATCCCTCCAGGTCAGGTTAGC 

ATCATCACCTAGAGCCAACAAGTCAAGGAGGTGATGGTTTGCCTTTGACA 

TCTCTACCCAGACCAGACTCCACTGAGAAGACTCTCCCTTTTTTATCACT 

GCCCTACXTAGTTAGTTGGTCCTGCCCTGGGGCCAGAGTTTCACTAGTAG 

TATAC 

>Sequence 982 

GGTACTTAGATCAGATGGATTGAAACATGACAGCCCCATTTCATCTGGCC 

GGTTAAGGTCCTCATGGAATGAAAAACACTTTCGGGCACTCTCCTATGAG 

AGAGAGAATGGG' rriCl ri AATTGCCAGATTGTCTGAACACAGCCTCAGC 

TACTTCTAGGAATAAGACGAAGCAGTGAGGAAGTTGCCAGTTGAGTGATT 

CTTGGGGAAAAAAATTAGCATTCAGTGCCAGCrCTCTAAAGTGTGGATTC 

TGGATTCTGGTAGAAGCCAGTAAAGAAACGTTTTCTCTGGAGTGGAAGCT 

AGTAAGATTTATTC 

>Sequence 983 

GGTACAGTGACATTTCAAGACATGGCCCAATGCACAAGCAACTTCCCAAA 

GCTGTAATTCACGAGATTCCTCAGGGTCCTCTAAGCTCCTTGAGGGCAGA 

AACTTATCTTTGTATTACAGCTAGCCTTCAATCAGTAGGTGTTGAGCTGA 

I Tl IC l 1 i 1 I CCTTTrrAAACTCAGAAGTTAAGTTCCAGCTTCAGTGGCT 

ATGCCCAGATGGTCTGATTCTGAAGGACAAGAGAATTCAGTGGCATAAGC 

CCTGTGCTTGGCATGTAGTAAGTTCTCAGTAAACTTTAGCTGGCGGGATC 

ACTGAC 
>Sequeace 984 

ACTTTTAGTAAAGATGGGGTTTTGCCATGTTGGCTAGGCTGGTCTCGA^ 
TCCTGACCTCAGGTGATCCACCCACITCGGCCTXX^ 

ACAGGTGTGAGCCACCGCGCaXKK:CGAGGACACTA'11411'llGCTTrGG 

AAGAAATGAATCCTAGTTTTGGTTCAGAAACTGTCAACAGCATTGTGCCT 

CTTCTATGACTACTAAATTTCTUiGCAAAGAGAGCTGAGTrGGGGGTAAAA 

GCAGGGCTATTCCCCGCCTTCAGACAATGCTGTCCCTTATCAGGGCAGAC 

TGCTGTCTGGTTTCCTGTCTCCAGCTCGGGCATG 

>Sequence 985 

GGTACTTACTTAArmi 11 1 1111 1111 lAGTAGAGATGAGGTTTCACC 
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ATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCTGCC 

TCAGCCTCCCAAAGTGTTGGGATTACAGGAGTGAGCCACCGCACCCAGCC 

TGTGTGTG i rri l r r ACTTAAAAATTTTTAAATTTAAA TITAA ^ 

ATTGACAAATAATTTTATATATGGGGTATAATGTGATGTTTTGATGTATA 

CATTGTTGTATACGTTGTAATTGTATACATTGTGTTGTATACATGGATGT 

ATACATTGAAATTATTGTATCCAGAAAATTAACATATCCATCACCTCAC 

>Sequence 986 

GGTACATGGAATACATAATTTTGAAATGGAGTCAGGGCTTTCCTAATGAT 

CCATTTTGTAATTCACCTAACAGCTGAGGAAAGGTCCAGAGAAGGAAGAA 

CTCAAGGTTAGTAGACAAACTTGATATTGAGTTGCACTGGCTGCCTTCTC 

TTTTTGGTCCCCTAAAGAGTATTTATCATCTTAGATTCAGCnTAAGTTGT 

GGACAAATATCAAGGGGAAAAGTATTTACAGTTAACGTTGGAATCACACG 

GTTTTCGNGGGTTGTGCCTCTTTACCCTTCAACTTTGGTGGTTCTAAAGA 

GGGACGATTATTAGTTGCTTTCACTAAGGAGGGGAAGTTCATGATGGAGC 

AACT 

> Sequence 987 

GGTACCTGGCCTAGAAAATATTTTTTTTTTTGAAATGGAGTCTCACTGTG 

TCGCCCAGGCTGGAGTGCAATTGGCGCAAATCTTCGTCTCAAAAAAAAAA 

AAAACAAAACAAAAATAAACTTTACTCAAATATCACTTTCTGTTAAATGT 

TCTTAATTCCTTCAATCATCCCCCTCTTCTAACIXnrAC^ 
CCACTACGGCACGCATCACACGCCAACTACTCACCAGTTCACGTTTTCCG 
CCCTCTCTCCCACTTGCCCAATCACAGAGTTCCTAAAGAACCAGGACTAT 
GTTCTACTAGTCTTTGTAGCCACTGCACTCGGAATGGTGTCTAGTACCTG 

CCCGGGCGGCCG 
>Sequence 988 

ACTCCTGTTTCTACAAATTTATCTTATAATAATTTGTCAAATGTTGAGTG 

CACAGATTTATTCATTGCAGCATTTGTTTTTCATATCAAAAGATGGGAAA 

CATTGTGCAAACAATGCCCATCAGTAGTGGATTGATTAAATAAATTAGGT 

ATATCCAATAATTGAATATTATGCAAGTATATAAAAAATAAGAATCATGA 

ATATGGAAAGATTTCGAAAATATATTGCTAAGATTAAAAAAAAGGAAGGG 

GCAGAAGAAAATAAGTTGGGTAAAAAAAACCCCAGAAATGTTTACTAATA 

ATTATATTTAAAAACTCATAGGATAAACAAGAAGGTAATGAAATAATTAA 

T 

>Sequence 989 

cccTTATxrrTGGTCGCGGCCGAGGTAcri'ri"!"! rrrriiii'i rill II 1 1 

TTTGGTAGAGACAGGGTCTCACACTTTGTTGCCAGGGCTGGTCrCGAATT 

CCCGGGACTCAAGCAATCCTCCCGTGTTAGCCTCCCAAATTGCTAGGGTT 

ATAGGTGTGAGCCACCCTGCCCAGCCTATGTTTATTTCAGATGTTCAAAA 

CAACAAACAAAAATAACACACTAGAAAAAATGATCAGAGAATACGTGTTA 

AATGAGAAATAGTTCAGGGCTTTTATAAATTTGT GACCT TCACCCTTCCC 

CTTAGTCCTTTTTCTCCATAAACTCTAATTACAAATTTTTC^ 

AAAAAAGAGGAATACATTCTTCTGAA 

>Sequence 990 

GGTACCTGTGATTGTCTGTGTTGAGACTATTACAGAGCTCCAAAAATTAA 

AATAAAAATAATAATTTTACAGAAATACATATTTGCATTGGAATATTTAA 

GAAAGTTGAGTTTGGATGCCACAAGATTATTGGAGTAATAGGAAGCTGTG 

CACAGTGGCTCACACCTGTAATCCTAGCACTTTGGGAGGTrGAGGCAGTG 

AGGCATTAGGATTGTTGGAGCCITGGAGTTTTGAGACXrrGCCTGGGCAAA 

CACAGGGAGAATCCTGTCTTCITCAT rAAGTAA AATTTA TA^ 

TAGCTGGTTGGTGGCIiUiiTCACAAil'l'l'iriGGTAATGCITTGGTC 

CCTTGTA 
>Sequence 991 

CCCTTAGCGTGGTCGCGGCCGCGGTACCCTAAAACTTAAAGTATAATAAT 
AATAAAATTAAAAAAACCAAAAACAAAGATTAACAGAAAACAAAACAACA 
AAAAAACTCCCAGCATATACATTGAGTCATTTGCAGG TTTGG GAGGGGGG 
GAAATGCTTTTTTGTATTAGGAGAAAGGGAAGTTTTCATTTTAAATGTCT 
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ATATTACTTAAAGTTTGCAATAAATATTTATTACTTTCAACAGTGAAAAA 

AATTACAAGAGAGAATATGAAATAGCACAGTAATACAGACTATAGTAATG 

CTAGAGAACATAATGAAAAACAAAGAAAATATGGGGGGGAAAATAGCTTA 

AATCCTAATCCAAA 
>Sequence 992 

rrrATACGTATATATGTGATTGATGAATTATGGTATTAGCTGTGTTAGTA 

GTTTATGTGTAGTTATTAATGAAATTGAGGTTGAGATTGTTGAGGAATAT 

AGAGTTTATTTGAGGTTAGAAGTTATCATTTAGGATCTACGCGTAAGACG 

TGTTTTGCGACCCG 

>Sequence 993 

CCCTTTGAGCGGCCGCCCGGGCAGGTACCCCATCAGAGTGTTTCTCTTGG 

CTTTCCTGTATGTAAACCTrACTAATACTTTTCAGTCA(XAAC<^^ 

GTCATTTCCTTTTAAGCAAAAAGGAGAAGTAAAGTGGAATTTGGGTTTCA 

AGAGCCATGCTTTTGGCTTrTTCACAAAGAGAGTTGCTCTTAATAAGGCG 

CCTGGGTGTAGTTTTCCAAACACCTTTATTTTCTACTTGACTGTCCTGGA 

TATGTTGGCCTTTGAAAGTTGGTTTAATTTTAGTAGAGGAAGAGGTGTTG 

GACTTTGGAGTAGTGTAAATGTTTACCCTT7TGGCCCGTTGGAACCACCT 

GCCTTATGGGGCCGAATATTTCCCAGACCACAACCTGGGTCGGG ACTCG T 

TTAACTTAGTTGTGTATTCCCTGTGGCATTGGGGTTACCCCAAAGCTTTT 

GGTCCGT 
> Sequence 994 

GGTACCAAGTTGTTCTCAAACTTTCATGTTTGTGTATACAAAT CAGCT GA 

GGCCTTCACTAAACTACAGATTCCATGGCCTGGCCCTCAGAGATTrTGAC 

TCAACAGGTCTGAGTTGGGACTAGAAATATGCATTGCTAATAGGCACCCT 

GACAATTCCGATGTAGGTGGTCCTTAGAACATATnTGAGAAATATATTC 

TGTAGTCTGGCAGATAAAGAATTCTTAACAAGGAGGTCCTGCCCCGGCGG 

CCGCTCGAAAG 

>Sequence 995 

GGTACCATCATCTGTTTCCCTCTGGTTATAAATCTTTAATGAAAACGGAT 

TTAAAAAGTCACATTATGATGCTCGAAGCTCTGACCTCTCATCACAATGA 

GAAGCAAAAGACATGCCATAAAGATGATATTTCCCACAGGAACGATATTA 

GAATTATGTGATGCAATCTCATCCAAGGTCATGGTATCAAACCAGACACA 

GCTAANAATGTATCATAATAGCAAGGATACAGTAGCAAGGATGGGCCTCA 

ATAAACATTTAAAGTGGAAAAATTCTTCrCTAACTCATATCAAGTACCTG 

CCCGGGCGGCC 
>Sequence 996 

ACCAAAATAGATAAGGATCCTGTTTTTTGAAATGAACCCCAG TTGCGCC T 

TAGGCATTGTGAGTTGGCTCATTTCAAGCCAGTTGTAATATGGTTTTTTA 

TTCTCTAAATTTCGGGACCTGATGCTAAGGAATGTGAATATACAGTTAGG 

TTCCTGCGAACCCTGTGTTGGTTCAAAAAGGCTGGTGGAGGGAAATTTAT 

GACACTAAATGCTTATATTAGAAAAGAGGAAAATTGGCCGAGCACGGTGG 

CTCATGCCTGTAATCXCAGCATnTGGGAGGCCGAGCCAGGTGGATC 

>Sequence 997 

GGTACTTGGCAACAATAGCTACAAAGGATAGGATACTCAATTGCAAGTAG 

ACTTTTAAAATAAATrCACTTACITCTATTCCCAACTCAATCTAG ^ 

TATTGGTGATAGTGAAAAGACX:AGACAGATGACATTACriTCCAAATTTTA, 

CCAATCTAATTGTTTTTACTCACACCTCTAGATGTCACTTTAAAA^ 

AATATTAATTTCTTCAAAACTACTCCAATTTAAGTAATGAGT^^ 

TGGCAACCATTAAAGCTCTCTGTTCCCAACTCTAACAATATGT^ 

TCTTCCCTGACTTCATTTTATGTTTACACAAAATCAAAGGTT ATAT^ 

GGTTTTCTACATTTTTTTGGATATTTACXn^ 

TGTCTGTATTACAAAACATATTATATrCAAGAATTTTTAACACTTAGA 
AGAAGTGAAATTACAGGTTGAAGATTATTAAATTAGCCATrcAGAAACCT 
TCCAAAGTGTCCATAAAAGGATATATTTTATCTGAATGGTCTATA TACTA 
TAG AGACAAATATTTAGG AAACAGGCCCATGG AGTTTGGGCACA 1 1 1 1 1 A 
AATTCCAAAAAGGGGAAGTCAAAAAGAACTGCTGAGTAACCCACAGAATG 

Page 53 
(of 261 pages in Table 2) 



wo 01/42467 



275 

Tabl 2 



PCT/USOO/33312 



TCTAGGGTGATTTCCCTGAATGCTGCAAATATTCAACATCTATTACATGG 

GTTTAACAATTTTTCGAGCTTCTTTTAACTCGAAAAT 

>Sequence 998 

GGTACGTGTTTTACTTGGTGCTGTAGGTAATGCTAATTCATGATAAATTT 

TGAGAACCACTCTAGGGTAGTATGTTTCCAACAGTTTAGGTCATGAGCAA 

CCTTGAGAAATACACTTTTAATCATGACTCAGCACACACACTCACATGC^^ 

CGTGTGACTTAGACGTrCCATGAAACAATGCTTATCTTACAGTGTGTTTT 

CTGCTCTGGTATTTTTACITATATTCTATTAAATAGATATGTGTGTATAA 

ACITATTGATATAAAAATGTGGTCATGATCCACTAAAGTGATTTTACAAG 

CCACTAATGGG 

>Sequence 999 

GGTA CITI 11 ri rri I iriTl iM 11 1 11 TC TT TIT^ 1 1 1 i 1 i 

11 1 1 1 1 1 1 1 mil 11 I CCACTTGGGTTCTCCTTT TTTAT TATTCGGCAA 

AATGATAAAAACCTAAAGCCTGTTTATATAGGGTTTTCATGGCTAGAGTT 

GTATAAAACTGCATTTTGTCAGTTTGAATAAGCCCATTTGAATGAGTCAA 

ATTTTTTAAAAGCCTCGAGATCCAACAAAGCTGGAAAAAAGTAGGGGTGG 

GGGTTAAATGGTTCATTTGAGATGTTGGCCTTCAGTACCATGAGAGGGAA 

AGCAGAACAAATGGGN 
>Sequence 1000 

ACTAACTGAATATTTATTTAAAAAAGCATTAATTTATCTATCTATATAAC 

TAAATCTATCAAATATTCTTTAAAACACGAACCAAAGTTAATCTGAAACT 

CTTCCTGTGAAAAAAGTCATGTATTATATGCCTTCAACAC AGAATTT GTC 

ATTATTTCCTGTGGCATTATACTATGCCCTTTGTCATATGCrrri 1 1 ICC 

CATAGAGCATTTTTTCCCATAGAACTTTGTATTCCTCCACTTCTACCACC 

TTTCTTTGAAGAACTCTTATTTACCATTTCTTGGACTAAATTAGGAAA 

>Sequence 1001 

GGTACCCAGAATATGGTATATCTCTTCATrTA TTTAG CTC ri I i i AAATT 

TGTTTTGGTAATATTCTGTGAli'rrri 11 11 i 111 1 1 I GGTA TGGAGGTC 

TrACATCTTTTGTAAAATTTATTCCTAATACTTTGGATTTTGACATTATC 

ATAAAAGAAAATTATTTCACTGACITTTCCAGTTTGCTG CTGG CCTAAAC 

ATATCAGTAATTTTTTATATTTTAATCTTGTATCCTATGACTTTGCTAAA 

TTCATATATTAAATAGTTGCTCCATAGATTCCTTAAGATGGCAGACACAG 

CTGTTTG 
>Sequence 1002 

ACTACTTGGCATTAATTAGATTGTGATCATAAGTCAAAATGTCATTGGTT 

ATAAAGTGGTCATCAGACCATGCAGACTATTACTAATATTGGTTATGTTT 

TAGTTTATTGCAGTGAAAATACAAAATTTAAAAGTTATTGTAGAGAATTA 

TCATACCCCCCAAAAAGTGTCATTGGTCCTCCAGGACTCTGTAGTCCCCA 

TCCAAGAAAGACTGTGATAATTGTCAAGGGGTTAGTATGGTCTGAGCATG 

GTTGATGGTGCTCTGTCATTCTGGTATTAAACAACCTGCCAAATGTCTTG 

ATTACATGTCCTAAAAAAGTGAGGGGAAG AGTGTA GGACAAATGCAAAAT 

AAAATAACACATTTAGCTATACTTTTAGTATTTTTTATTATTGAGA^^ 

ATATTTAAGTGACCGATTCAAGAATCTTTTATATAAAAAAT GAATATA TG 

CATAAGTAACTGTGATAAGAACTGTGGATGGATAAGAACACTTTTTTGAT 

GTA 

>Sequence 1003 

CCCTTAGCGTGGTCTCGGCCGAGGTACATCTGTTTCTGAAAGCATTTTTC 

ACTGAACCAATnTCTATAC Cl ri 1 ICl IG TATTCTTTrCCTTAGCnTT 
GTTTATATGGTrGCTATATTTTTCAAGCCTCAtACCAGTCA^^ 
ATGATAAAACrrCATCAAAGCATACTTGGGCAAATTTCAATTATCAAGTA 
AAATTGTAAAGAAAAATTTTTTACTAGTTTGGAAATAGATCTA CATC 

GATTTTCTITCCrTCCrCCCTCCTTTGTTTXrrTGTC^ 
CCTAAAAAGTTAATGGCTATCATTATCTTCACCAAATTAGTCTTTGTATA 

CCCATAAAAATGTCAC 
>Sequence 1004 

GGTACTCCTGAACTTAAAAGTTGAACAACAAAAAAAGAAGGAAAATGCGT 
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TAATACCTTATTGTAATTATTATITriTGGAAGACTA'rrirnATATTCA 

GAAGAAGTGTCAGAGTCAGCAGAAAGGGATTATrTCTCCATTTACCTACA 

ACAATGGTTTTAAATGACTGGATAGATAGAAAT CTCTT TCAACTTAACTG 

CTTAGCACATTGCATTTTTCnxrrGTTTCAAGTTAGTTTTCCA^ 

CTGACTTlTTACCTAATTrGCrAAGG GATGT CAGGCCTTAATGACATA 

TCTCCTCAAATAAAGATACAACATGCTTTTACTGTGTAGGAG 

>Sequeiice 1005 

GGTACTTCGGTATTACAGCGCCACCCACTGGCTAGAAGTCCTCATAGCAC 

ATATGAGATGTAGCCATAAAATAGATGAATTCTTOAAATAAGGAATATAA 

CACTGACTATTCTGATTCAGTAGAACATAAAAAATGTCTAACAAAACAGG 

AACCTAGACACATTTATATTATITTCTACAAGTAAACAGAATATCTATTA 

GATATGTTCACAAGGGTTTTATCAATTTTGAAATCCAAGTGGATAATCCC 

CAAATGCTGTAAGGACTTAGATTTTATAGCCAAAACAATTAACACATAAA 

ATGCTATTACATATTTGG 
>Sequence 1006 

ACATAGTTCTGCTTGCATTGGTCCCATTACAATCCTGTCTAAATCCTGAA 

GTAAAAATGAATACCATAGTGAAGAAATTACTTGTGCATGTGAAAGAGGC 

TGGTCCAACrCCTTAATTGCAACAGGGATTTGATTCTTCTACTAGTAGTT 

AGGAAAGGTTGCATTAATATTCAGT AGTTAAA ATGTGCGATTCTAAATTT 

TTTGTAATTTCCCATGAGAGAATAAATITTTTCAAAAATATTCCCAGTAG 

GTGAATGGCTTTAATACATGGTATCTGTGAAGATGGCAAATAAAATGACT 

>Sequence 1007 

GCGCACTTAGCGTGGTCGAGGGCGAGGTACATCTAAAAGGTGATGCTAAT 

ACTTTAAAATGTTTAAGATATAGATTTAAAAAGCArrGTAAATTGTATAC 

TGCAGTGTCGTCTACATGGCATTGGACAGGACATAATGTAAAACATAAAA 

GTGCAAGTTGTTACACTTACATATGATAGTTGAATGGCAAACGTGACCAA 

ATTTTTTGTACTCAAGTGTAAAATACCCAAAAGACTATTACAGGTGGTCT 

AACTGGGATTTTATGTTCTAATATGGACAAATTCTTTGATTA CTTGCA AT 

TCCACCAACAATTAACTGGGCGGTGCTTTTTTTGCT^ 
TTGTGCCTTTTTGGGGTTGGTCTGCCCTAATTAAATACCGTTCCCGCTGG 

CTTTTTGGGCTTGGGGTCTG 
>Sequcnce 1008 

GGTACACTGGCTCACCTCTCAGGGCTTTGCTCCTTGGGAGGCTATrCAAG 

CTCAGCATCACCTGTCTCACATCTGTCTGGGATCCTCAAACXrrGACCTTT 

GTAAATTTCCACTAACTGAAGATTGTAGAGGAAAAAAAAAAACATCTTAT 

CGAATTCCTGCTCTTATAGCTGATTTTAGCTATTAG GAAAAC ATCCCAAG 

TTGAGCTTTTCTATTCCTAGAATrrCAGATT^ 

TTATCrCCTTTTATAGTAGTAAAAATATTTTC Crrr i l i I I IGGAATGGA 
GGTCnTAAGCTCAGTGTCAAAAATAAAATCATTTTA 

>Sequence 1009 

ACCITCTTGCCTACAGCGTTTAGCTCCGTTTGTTTTGCATAAAGATC^ 

TTTCTGACTTCGCATGAGGGGTAGTATGTTCAGCTTATTCTCACTATGTA 

AATTACrrAGTAAATAATAGGAAGAGATGTTGAAATACAAACTTTCTGCC 

ACCAGACCTTCACTCTATTGCAGTCATTTTCTCCCACTCTCCCCCCT 

TCCCACITCXnxnXSAGGATTACCTTCCCCTCTCTCAGCAT^ 

GTCGCTTTTTTTTTCCITrGGCATC 

AAAAATAAAAAAAAAATTTATTTGTACCnX:GGCCGGGACCACGCTAA 

>Sequeiice 1010 

CCCTTAGCGTGGTCGCITTCGAGGTACIXrriTrc 

TCACCTGGAACCroTGAGTATGTGGTTTTTCATCTGTGACT 

CCCATTTCCCAGTTTCTCTGCTCCGTCAAATATCAACATTTTACCAGG 

TCTCroTTGTTGCCAAACCTGTCATTTTTATTTGGTGTO 

AACTTCCATGGCCCATTTGATGGGAATCAAACAGTGAAAACAAGGACAGA 

TGCAACAGAGGTGGCATCAGGAACAAATGGGTCATAAGAACTTACCTTGG 

CAGCAGCCCCAGAATGGTCAGGAGGAAAGGCACTCTAAGGTATCAGAAGG 

TAGAAAGGAGAGGTTGGATGATAGAATGGGGAATGGATTCCTCCTCGCGT 
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TCACAGAAATGAATTAATGGGAGACACAAGGGTACCAC TTAA TATTCCTG 
CTCTCCCTAGCATGGGTCAGGGTCACTGCCCGGCGGCCGCTTTAAAGGGC 

C ' 
>Sequence 101 1 

CCCTTTTCGTGGTCGCTGCCGAGGTACTGAGACACTGGATCCTAAGAAAA 

TCAGAGTTATAGCTAGTGGCAGTTATCAAGGGAATGCAGAGGTTTCTGTA 

TTCTGAGCATGTTCCTGTAATAGGATAGATAGGCGATGTGGCAGCAACAA 

CTCCCAATTCGTAATGTCTTAAAACAAAAACAAGTTTTATTTCCCATTTA 

TGCCATGTTTCCAGCACAGTTTCTCAGAGGGCTGTGCTCCATGCATTTAC 

TCAAGGTCTGGGAATGATCATGGCTACACTATCTTGCAGCCACCATATTT 

GGAACCTGTTGCCACTCTGATGGCAGCAGAAAACAAAAGAAACCCAAAGA 

TCATGTATGAGCTATTCACTGCTCCAGCCCAATAGTGGTTCACl rn iAC 

TGACCAGAACTAGTCTTCCAGCTCCACCAAAACTNCACGGAAGTTCAGGA 

GCCCCAGAGGAGAGGAAAAACAACTTGGGCCCGCGTACCTTGCCCGGCGG 

GCGCTCGAAAGGGC 
>Sequence 1012 

CCCrrrCGAGCGGCCGTCCTGGCAGGTACGGGCrrTTTTGTTCTTGTGCA 

GTAACAGTOAGGGCATGATTAGCCATCTrTGCCAGCTGATGTCTTGTGGA 

CACCTGCCrrGTTACCACTCTAACAGGCCCGTGTCAGCAGCrcCGCTTCC 

TCCTGACAAGCTGCGAGCACAGGGGACAGCACAATCTGAAACTCTTACAG 

ATACCAACAGCAACAAAAATGAAAGCAGTTATGGTGGGCAAGCATTAATC 

TAAAATTTTTTTTAAAGGA 
>Sequence 1013 

ACGCGGGGGGTCTCACCATGTTGGCCAGGCCGGTCTCAAATTCCTGACCT 
CAAGTGATCCTCCCCCGTCAGCCTCCCCAAAGTGCC AGGA T TATAA GCAG 

GAGCCACCGCXiCCCAGCCTATTTTGTTTCTTAAAriJ'i 11 IGriiriCAG 

TCACCACAATTTCACCATGCATAAATCACAACGGTTAACAATTTAGCATC 

TTTGCCTTCTTTTCCTGTGCACTTACGTrriTATGTAGCC^ 

GTTGCATTTTGCTGCTTTCCTTAACAGCGTCTAAGTC ATCAG CACTCTAT 

TGTGATGATTTATCTTAAAAATATTCCAAGCGATCATTTTTAGTAACTGT 

GTAATATTATATCATAAAGTTAAAACATAATTTGTCATTCAATTGTTGAA 

ATTTITAGGTTACGTATATTTTCTCTTATAAATATGTAAATATGTTTATA 

AAAAGTTATATACAGTTTTTTATAAATCTTTGTGCATACnTTATACrG^ 

TCCnTAGCATAGAGACTGTGGAATAGGATrrCTTGAAAAAAGGTAAAAGT 

GTGAGTATGCATATATACTGGTACATATATQTTATTATTATAAAGGTAAT 

AATC n 1 1 1 1 1 1 1 I GGAGATAGAATCTAACTGCACCTCAACCTGTGTAAA 

AGTGAGACCCTGTCTCAACCAACCAGAAAAAAAGAAACTTCAATTAAAAT 

TAACCTTGGGGTTAATAAATATTTGTGAAATGTTTGGTGATCAGTATATA 

CCTATAGCC 
>Sequence 1014 

ACTrATTCAGACAAGAGTTCTGACTCTCATGCTTGAGGATAAGATTATAC 

ATTTCAGTATTACATTGAAGATATTTCATTTT TAACC AGACTAACTTAGT 

ATATTGTTATTITTAATGTGACCAAAGAAATATTTTCATAGAAGCTAATG 

CTGAGTCTTTTGATAATTTGCCGTATCTTAGTCAATCCCAAAAAATTTA^ 

TTTCTACTATTTACATATTATCCTAGTGGATATTACATTACTTACTGAAG 

CCITTGGTTCTATGTTTCATCTACrCAGACrTAATTCA^ 

TCCAGATGTTTTGTTTATrnjTTTCTCGATTACATGTATGAGATTTCAGA 

ATTTATGAGATCATAGGTCAAGTGAAAGGTCACAGTTGAGAGGTCAAGTA 

AGAAOCTAAAATTTGTGAAACX^\AAGAAATGACAGGACAGTGCCAAATGA 

AAGGTCAAAAGTCAAGTGACAGACTCAGTACC 
>Sequence 1015 

ACGCGGGAGAACCAGTGACAACTGTCAAATTATTGTAGTTAGCCAGTGAA 
TTTCATTnTGAAirrriiCI 1 rCCTTTGAGAOVGGGTCTTGCTGTTGCT 
CAGGATGGTCTCGAACrCCTGAGCTCAAGCAATTTGCCGGAGCTCAAGTC 
TCAGCCrCCCAAAGTGCTGGGATTACATGAGCCATCGCACrCTGCTGTTT 
CTGAATTTTTTAAACAAATAAATATCAAGCAATCAGATGCCAAANATTAC 
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AAAGAAAATCAGTATCAAAAATTTGGAGTTTGAGGCCAGGCACGGTGGCT 
CAGGCCTATAATCCCAGCACTTTGAGAAGCTGAGGCGGGCAGATCACGAG 
GTCAGGAAATCGAGACCATCCTGGCTAGCACGGTGAAACCCCGTCTCTAC 

TAAAAGTACCTCGGCCGCGACCACGCTA 

>Sequence 1016 

GGTACTATTATAATAAGTrAACATATTTCCCCTATATGCGGAAAATGCTG 

ACTATATCTTTTGGTTGCTTTGGAACACTA TCTCCT CACAACAGTCCT^ 

TCTACAGAAATGGGAAAGGGAAGGACACATTTTGGTTTCTGCAACATGGC 

AACATTCGTAAAACCAGAAATGATGTGTGACAAGAAACTAAAGAACTGGA 

CGAAATrCACTTCCATTCACCCTGGTTAAAGCTTCCTrGAA TCAG AGATA 

AGAAACAACATGAAAAATCTATTCCTTTTAGAAAACAAGTCTTTAACCCA 

GAGGTTGGTTTATTTTGAAAAGGAATTAGACTCTGGGCCCACATACCGCT 

CGTTCAAAATATAATGCTGTGGTTTCAACTCCTGCTAAATGTTGCTGTGA 

CTTTTAAGCAGAGAACTTCTAAAAGGAAGTAACCTAGGGAGGGGCTGATA 

TAACTCAGACATCAATAATTCATTTTATTGGAAAT AGGA GTAOTAGTATG 

AAATGCTAGCAGACTGTTTCATTTGCAGGGAGGCATTTTCTAATTTAAGC 

CTAGAACAATGCAGTCAGCTTTATTTGGCAAGCTAATATGAATGGAGGCA 

AAGCTGAATCGAAGGAATGGTTTTTATGATCTCC TCTAA TCACGCTATTC 

TTTAGCATCAGTTATTTAAGTCTGACTTACCCACCTTTTGGGACCTTGGC 

AAAGTGACGAGAAAAGGATTTITATAACTTTGTACCTGCCCCGGCGGGCG 

GTCGAAAGT 
>Sequence 1017 

GGTACAATTCAACTATCATTCTGGTTGCGGTGGAAGATGGAGACTGGCTA 

TAAGGTAGAAATATGGTTTGGGGTCTTGGATATAGTCATGGGTTGCTTTG 

AAGGACTGGTGACAAAGTTTGGACTTTACCTTGCAGACAGTGGGGAGCCA 

TTGAAGA l - rnrilG AGCAGGAGTGCAGGAATCAAAGCAAATTAAATTTA 

AAAAAATTTAAATTAAGGCTAGCAGGATTCAGTTTTCAAACTGGCCAGCT 

GTGGACTAAATCCAGCCTACAGATACATCTTGTTTGACCAGCAGAGAGGC 

TTCAAAGTCTTCAATACATTGCCAACACTTAAAAATGAGAAGATTAAATA 

TAAAATTTCAAGTTrcCATCATCnTTTAAATATTAGGAGTTCCAGC^ 

GCCGGGCCTTTTCCCCCGCATGATCACTGAGCTGGATCTC ATGTT TAAAG 

CAAGCTGTGCTCCCCGCTGCAGCTCTCrCGGTTC TCTTTT CTTTTACCTA 

CTGACCCCCATATGCATTNNTAAAGATTTTTTAATTTTTATGGAT^ 

ATACTTGGACCTGCCCGGCGGGCGCTCGAAAGGCGAATTCCAGCCACTGG 

CCGGCGTACTAGTGGT 

>Sequence 1018 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGTCCCTTATTTTCTGGTGT 

TTACTTGGGATGCATCAGTGAACAAAACAAAGGTATCTGTCCTTATGAAA 

TTTATATCATAGCAGAGGAAGACTGGAAATGAATAAATAAATAAAGAATG 

GAGTTTGTTGGAAGGTAATAAGTTCTGTGGAAACAAGGAAAACCAAGGCA 

TGGAGGTTTGGAGTGCTAAAGTGAAGGTGTGAGAACAGATTGCTCTroCT 

CAG 

>Sequencc 1019 

ACTTAGTTACTCCTTGCCCATAGACGTGTTTGACCTAGAAAAATTTCTTA 

TACGCAACAGATATTCATGAAATATATATTAAAATAAAGCTTGAAGGGTG 

AATTAAATAAATATTTACTTGGAAGCTACAGTGGGTGAATTAAACAAATA 

TTTACrrGGAAGCTACITTATAGCCACTGGGCrGGATTTCATAT^ 

TTCTTXK^CXriTGGGAGTriTACAACTXKnTAAC^ 

ATACATAAAAAAAAAAAAAAAAAAAAAAGTACCTGGGCCGCGACCACGCT 
TAGGG 

>Sequencc 1020 

GGTACCTAATGCTTTCAGCCCAGGAGCAGAAAGAGAAGKKK5CTCTTTGC 

TTTGAGAGTCTCTGAAAATTATTCAATACCCTGGGA CAAAT TAAATGAGG 

TAGATCCTTCTTTGAATTTGTTAATAAAGCATGCTTGTTTTGT CrC 

AAACAGGCTTTGACCATTAAGGTTTATATTTTAAATGGGTAAATTTTAT^ 

GTAATACACTAATTTTAAGAAAAGAATTAACTCATGGCTTAAAAGCAAAA 
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ACCAGACCTTGGATTTCACCCATAACTTTAA 

GATTTGACACACTCrTATTATGGTGTCTTTTCTCCTTATTTGGCTAAATA 

TTTCTGACCATCATAGCAATCITTTCTATAAAGGAAGCAGGCAAGAGAGC 

TAGAGTGAAAATGTTAAAAACAAAACAAAAAAGACAGCATACTGGCTACC 

AG'l 11 1 i C iT AATTAAGATGATCTGTTTTCGCAATTGCGTAAATTAGAAT 

AAAATGTTATTTAACTCAAGGATATTTCTTCACTGAAAGAAAAC^ 

CTACATGTAAACCTGCCATATACTTTTTCAATTAAGCAATGGATCAAAAG 

TTCTGAAAATGA 

>Sequence 1021 

ACTTACAGTCTTAAGATATCCATACACCCCCACATCCGTCCTTTGTGCGA 

GAAGATTACTGAAAATTTAATTCCATTTATGTCATTGG ATTTGT AAAAAA 

CCCCTTCTGGATTCAAAGATGAAGGCCTCACITACTTTATTTTTGTC^ 

TTCACAGACCCCTTATGTAAATGCCTCAAGAGTAAGAATCTTGCTCAAGT 

GATTTTTGTATCTCCAATGGCTAACAAGGAGCCTGACATAGAGTAGCTGC 

TTGGTAAATATGTGTTCATTCATTCAACAAATACCCCCAAGGTAACCTTG 

GCCGGGACCACGCTAAGGG 
>Sequence 1022 

GGTACCGTGTGGGCCACTAATACATAAGCATCTGTGTTGGCTGGGGGTAG 

GTGTAGGGGGTGCTTGGGGAGAGATTTAAACAAACCCTTTCCrCTACTTG 

CAACATCTXriTAAAAGCTTGTCATCATGTrACITCCTA TT^ 

TCATTTGTTTA AG ACGG A AACGTGCTTC ATCTTGTTCGCri 1 1 1 CTGC AT 

TCTTTGTAAACTTAATATTCTAATTAGCCCCAACACGGAAAAGAATGTAA 

CACAACTGTCTTAGTTGTGCCATAGAGTTAGAATCTATCTATTAACATGT 

TTTAGTAATAACAAGAGAAATAATAAAAACACACCTATTATGAGACGCTG 

CCCATGCCAATAAATTTGAAACATTACCAGGAATATAAAGGAAGGAAGGA 

AACAGGTGGAGACACTCACAACAACAACAAAAAGGTAGGAAAAATAAATA 

GGAGAAAGGAATGGAGGTTAGAAGGAAGAAAGAGAANAAGGAGGAGGGGG 

GCrCAAGGAACTGTGGAAAACAAGTGTCATAGCTTACCTCATATTTAATC 

TTGTCACCTTCATAATCCTGCCTTACTAATGCAGAGAGAGAAAAATTTCC 

TTCTGCTTAAAAAGTTGTGAATGACTTGGAA TGGGG TTACCAAATATTTC 

CGCCTAATAAAATTAATTGGAAAGCATTGAATTTTTACATAGTAAGGATA 

TTGCCACGCCCAGGGTTAAGCCTGTGTCCCGCCTTTGGAGGCCAAACCGG 

AGATTGTTAACCCAGAGTTCAAACAACTTGGAACATGAAAACCCTTT 

>Scqucnce 1023 

ACATATATrTCAAACAACATTTTCTAAATTAATTAATGTTTTCACT^ 

ATTATGTGTTCTTCCCACTTCTATATTCTCTATTTGGGGAAATAA TCCC A 

TCAACCACCCAACGGCCCAAACCAGGAACCTGAAACTAA CCATA TTTCCC 

TCCCATTGCACATAAATTAACTTCTAATCCTACCTACTTAT CrTTG AATC 

CACrCTTCTATTTGCAGTGGCAATACrTAGGGCnTCCTTACri^^ 

GGACTATTACTAGAGCTTCCTAAATGCTTTCTATCTGTAGGCTTACTCTT 

CTGCATTCTATTTTCTTCAAAAACACXAGAGGTAATTGTTCCCAi^ 

ATATTCTGATCATTGTCAACTTCCATACTTAAAATCTCTATAATAGCTCC 

CCATAGTACCTCGGGTCGGGACCACGCTAAAGGCGAAT 

>Sequence 1024 

ggtacccacaatggaaagatgatcttcctgcattgtgaaggttgttctca 

tcaaccaagcctgcaatgactagacattctaaagagaagagtgatggcaa 

tggaaagaggacacatccgcttgccaggtcacttctatcagttgatgaca 

tgccatatgttatggctaggtcagcitrcx::ao\agt^ 

tagaacttgggaaaaaaatctttgatttggccctttacx::aa 

tgtgtcagagttcagttgagcaaaggtcagagtttaagttgaatctccag 

tcactcttttgaacatatttggtgatgccaaattaaatataggatattat 

gtaggtaagtattctgtacaggcatttatagggtgaatatacaagatgta 

gcctgagtccgaaaagaactggcccctggcccagactatgcaccaagcgg 

gtctgaacatatacaagtgatgtgaaagaaagaacagatggcgacgtaca 

tagctcctgaataacatttattgacatgtgagctggttggttgaataaaa 

tgaatttggcttaataaggcgttcattn 
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>Sequence 1025 

GGTACTTGTTTCTCCCCTTCGGACCACTCTCCCXACTAGACAGCTGTATG 

GCCGGCTCCCTCACTCTCCTCAGGTCTATCAGAGGGTGGCCACTGACCTC 

ATTGTCTCAAACATTATATAGAACACACACGCACCCATGCACGCACACCG 

TCGTTCTTCATCCGCCTGGTTCCGTGCACTATTCCAGGACCTACAGCAGT 

GCCTAGAACACAGAACATCCATTAGCAACATTTGTTTAATGAATTTATAG 

TGCCTAAACCTGCACAACTCTGACTTTGCCTTGCTATTAGAAAATGCAAO 

GCCAGGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGAGAGGCCGAG 

OTGGGCGGATCACTTGAGGTCAGGAGTTCAAGACAAGCCTGGCCAACATG 

GCGAAACCTATTCTTTACTAAAAATACAAAAATAACCTAGGGCTGATGGC 

ATGTGCCTATAATCCCAGCTACTAATAGAGGGTGAGGCAGGAGAATCCCT 

TGAATCCCGCGTGGCAGAGGTTGGCAGGAGCCACAACACACTACTGCACT 

CCAGCCTGGGCACACAGCAAGACTTCTGG 

>Sequence 1026 

GGTACTGAGGCTAATGGTCTTAGTTGGGATAAGGAGAGTGGGGAAGGGGC 

AGGGGGAGATGATGAAATTCATTTATCCTCTGTGATGCTATGGAAGAACA 

ATTAAGATCATGTTTCCTACTTGATTTTAGTTGCrAGTCATTTCTTAATC 

TAAGCACCCCCTATAATTTACCTATGTCATCATGCAAAATCACCATCGGT 

AATAATGTGGGGGCGGGGGAAGTCTATACAAGAATATTAAGGCCCTGTGC 

GTGAGCATOTCTATAGTTAAAGACTTAATGAGAAAGCATCAAATTGTGGT 

GCAAACAGCTGAAAGTAGAAGTAAA TCACA ACGTAATAAGATGCAACTTT 

GGAGGAGCTCAAAGCAACAGATACGTTTTTATCCAAAAAGGAGTAAAAGA 

AAAAAATCGTCAACGGCAGTTCCTTCAGATAATCAA CTGATGA TTTCATr 

TGAAACCATAATTAACTAGCGTrGrrrGTAAAATAACTTTTTTCCATTTA 

TACTTTTTAATGTTTATTACATTACTTTTCTCTATATATTTGCACATAAG 

ATGTCTTAATGTGTAAGTGGTATAT 

>Sequence 1027 

GGTACTAATTCTTTTCCTCTTTCCTAGACCGATTCTAGTTTGITGCCTTC 

CCTTTCCTCGGAAACCCCAAGTTTGTGGATGCTGCAGACACTCTGTGCCC 

CCCTGCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAAGACAGAGACG 

ATGTGGCCTTTGTCCTTAAGAATGAGGTTTGAAAGCCCCAGTTCrrCCAT 

GTTAGGTGATTTCTTGCAGCTCTTGGTATCTGCAGAATTAGTGTGAATGC 

TTAAAAAATATTAACAGCTTTATATCATGAAAGTTTNAACATGTACCTGC 

CCGGGCGGACGCTAGAAAGGG 

>Sequence 1028 

GGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCOTCCTTTGTGTGA 

GCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTOAATCTCTGTGCA 

ACAACTTAATGGTGTGGCAGGGGTATCCGGTGTCTGGCTCTGATCTTGGT 

CGCTGGATAGTCGACTGTGTGTCITTGTTGCCCAAGGCGACAGCTTTGGT 

ATGGGTCGCGGCGGATTGATTGGCCAAGATGCTGCTAGTAATTTCAGGAG 

AGAATACTTCGGTTGCTGCTAGAAGATCAGCCATGGTAGTTTAT GGTTT C 

TGAGAACAGAGGGTGCACACAATGTCTAGTGTTGCCATGAACGGTTTTGT 

ATAGTACCTGCCGAGGTGGCCGCTCGAAGGGCAAATTCAATAACGCTGGC 

GGCCTCTATTATTQAGTATTAGGTTATGTACCAATCGTGGCGTTGATGAT 

GGTCATGCTCTGTTGGCTAGGAGAACATTGGATATAGTTAGGAGTGGTCG 

CAAGATTTAGGCGTGGAGCATAGAGAGTAAAGAGTGGAGGGCTGACTGAG 

AGGGAAAATTTTAGTGATTTGGGTTAGGCTOT 

>Sequence 1029 

ACITAAACATTTNAGACTCACTGTGTAGCCmriTGGAATCGGGAAT^ 

CTTAATGCTGTCCGTGAAAAAATAGCCirrAACATCTGTTTGAT^ 

TTGTGATACATAGAAGTTGGGAGGAAGATGTGGAAAGCCCTAAGAGAGCT 

ACTTGCCAACCCCACCATCAGGTCTGCCTCAGTGTTCCTAGTCAGGACAG 

ACGAGGCCGAGTCTGATATTAGATAGTCTTTGAATGCAACATAAACAGAC 

CACAGGGACTGGTATGTAGCAAATGGTCAATATATAATGTACATAG GAAT 

GAAATGGAAATGATAGTGAGTTGGATTCAGAGTGTAGAAGACTTTATTTT 

AGAACATAGTGGGGGCCTTAAGTTGGTTACTTCCAAGGGAOAAGTTGAGA 
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TCTGAGGGTAAATGAATTATTGAACTGCCTATAGGTTGCACAGCATACCT 

ATAGAAATGGTGGCACCAGATTTATTTTGCGTTGAGAGCGCATGTGGCTA 

TTTAGGGTGTACXTOCTTTTCCCAAAAGGGTGGCTAGCGTGAGCTTAC^ 

TCTGGTATTCATGGAGGAAT 

>Sequence 1030 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTTTGACCTOTATGTAAACTCTA 

GTTACnTTGGTCTTCTCAGGCTCTTGAClCJl J ll^ACAATTAAAGTAGTCT 

TTGAGGCTCAGCCTGCTITCCTCATAGCTATGCTATG GCCT GGA CACTC A 

GGGGAGTATAAGCTGAGGCAAACATGGACTCATTTGTTTTCTAACTTTCA 

GGGATTATTGTCCATCATTGCCTGATGTCCAGTGTCTTGAAAAGCAATIT 

TTCTGAGTAGTTACTTGATTGTTCGGTGTAGGTTCAQGGAGG CAAATCTG 

GGGTCATGTTATTCTGTCTTGACTCGGAGGAGAAAGCCACTGTTTTTTTT 

TAGTGGCATAGTATGGTCTTAGGAGGTGTAGAAGTACGTCGATGCTGTGT 

AATGACAATTGGAGATACTCGGAGGGGCTGCACCAGCAGGGTAGGAGTTG 

GACGTACCCCAGTGGAATTTCTACGAGGGATGGAAATCGAAGGGGAGAGG 

CAGAGTGGGAGGGTAGCATGGGGCCTTTGTGGGATTGGAGGGAGATTGCT 

GTGGCCAGGGAGATTAGTGCTAAAGGAATTTTGGGAAACATGAATGGCTT 

>Sequence 1031 

GGTACCATTGTTTTGTTCAAAATCACAATTTAAATACTTCGTGATTTTAG 

AAATAATGGAGCCACGTTTTCACCATTAAGGTGAGTGATTGTTCAGATAC 

ATTTGGCACTGTCCATAGGTTTATGGCTTCCAACnTGTTTAAGACCATTC 

CCAGAGTGAGAGCTGATTTGCCATGGTTATGAAGCTTTCAGGATATAAAC 

TATAAGAATGACAAACTACAGCAGTTOAAAATGTGTCTTCAGATACTCAC 

TTGCAACTCCCATTTATGTCTCTAGGGATTGAGAAATGAGOATCGAGGGA 

CCAAATCTGGCTTGGTCAGTAAGAGTGTAGGTAACATATAAATATTAATG 

TTCGTTGCAGTTAGTGTGGTACCTGCCCGGGCGGCCGCTCAAGGG 

>Sequence 1032 

GGTACAGTGGTGTGATCGCAGCTCACTGCAGCCTCAACCTCCCGGGCCCA 

AGCAATCCTCCCACCrCAGCXn'CCCCAGTAGCTGTGTTCCAAAGAAATTT 

ATTTATAAAACAGGTGTTGGGCTGGACTTGACCCGTGGGCCACAGTTTGT 

CAACTGCCATTCTGTAAGCTTAACATGTCTTAATTACTGCAATCTGAATA 

ACAATGCTATGATATAGACACTGTGTTCCTTTTAATAGACAAAGGAACCC 

AGGCACAGAAGGATTGACTAATATGACCAAAGTCACACTGCCAGTGAGTA 

GCAAGCCTGAGCTCTGAACCATGACAGTTCACATCTTCCACGACAGCAGC 

TTCTCAATGCTCTTTGGAGGGACCAOAGCOCAGGCAGTAGCAACGGCTAT 

GAGGTGGTGAGACATGACCAGCAGATAAGCCCTGGGCAATTGGCCAGAGC 

TGGAGGGAGTGGAGAACTAGCCATNTGTGACTTTGTGAACATCCCTGGGG 

AGTCTGGAATTACCCAAGAG 
>Sequeiice 1033 

GGTACTAGATTGGGTGTGTGTATTAAGAGAAAOACAGGAGTCAAAGATAG 

TTCCAAAACTTTTOAACAGAACACTGGATGAATACTGTTTACT 

GGAACACTTAGAGAAAAATGCATTTGGAAAGCAGAAATACGATCAAGACT 

TCCATTrTroATACATrAAGCTTGGTATGTTTAATTCATAGCTATATAGA 

GGTATTAAATrGGO^GGACAAAATCATAGCTAGAGATAAAAATTTAGAGT 

TCACCAGTGTAAAGATGATATITGATGGCACAGGATGGACri"l€TrCrrGG 

OATTTGAGTATACATAGA 

>Sequence 1034 

CGCTATAGTCAGTCXK:ACACGCGTCCGATCACG<XjTGGGCAGGCATTAGT 

TATCQCCCAGTTTATCGAGTGTGAGCATACCACAGTA CTGAT rACTGTGA 

AGCTGAGTCCCATrTTATATGTTTATTGATGTTTAAGATTIT^^ 

CAAATTGTTCA' m ' l ' Clll GCCCG rriiriUiriA TGAGTAATTC^ 

ATATTCTGGATGTTGATCAITATOOATTATAAAAGCTGCAAGTATCTO 

CAAAAAAOGAATTTrCTGGCGGACCGAACAATTTATCACTGACAAAAAGA 

ACGGGGGGCGGCCTTTCCACTCnTrAAAAAAAAACACCCCCC^ 

COCTAACCCTAAAAAAAAAAGAAAACGCGGGTGOTGGTTACCACCTTGTC 

TCTGGCACTTATTGGTGGCCACTAAAAAACCATrrGCCATAACTTATTCA 
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AAAAAAGCGTCTTTTTGTCTGCTGTATACCAAGCGGTGGCAGGCCCCCAC 
TC AAG AG 1 ri 1 1 i r J 1 ATTGGGTGGCGGGCCCCCCGGGTTCCC COAACA A 
AAAATTAATTCATTATTGCTTCTTTCAACAACCACATTAATTAci I i iCG 
rrGAGTATGTCTCGCCAGCGGGCCAGTCGTTTTCCTTCTTACA<XAGAGG 
GCGTTTTTTGCTGTTTCCCACACAAGAATCTGGTTGAATCTCCGTCGAAG 
AAAATAATGTTGTTAAGTAAAAGCGGCCGGATCGGTGGTCCTGCCCCTTA 
TAAGGGGCGCCCTGGATGGATGGCCTTTATAAAACGGGGCCGCCGCCXCT 
GGTTGGCAGGCAATTAAAAATTATCGGTCTCTATAGGTTGGGTGGTTGAC 

CAAACCCCCATTACr 
>Sequence 1035 

ACCATTTAACTGAGTGAAAGCTTTACAATTGAGGGGTTACTCATTAGCAG 

GACCTGGGTTTTGTTTTTAATCTCATTAACCCCTTGTTACCCAT^ 

ACAAAGACTTCAAGGAAGAATTTGCTCAAAAATCTCTGGGAGACAGTAAT 

AGCTTCTTGGGCCTGACTGATAAACTTTTTGCCTCCAGCAATGGAAATGT 

GGGAAAATTCCAGATGCTAAATGATCTGGCTTGGACCCAGCAGGTTGAGG 

TAGTGGAGCCTTTCGATTGAGGCACAGCCCAGGACTGCTGCAAGGGAGAG 

GCACAACAGATA 
>Sequence 1036 

TGTATATGGGAGTCGACCCACGCGTCCGGTTCGAGCGGTACCACGAGGAC 

GCACATATGCTGGACACTCAGTACCGCATGCATGAGGGCATCTGTGCCTT 

CCCCTCTGTGGCGTTCTACAAGAGCAAGCTGAAGACGTGGCAGGGCCTGA 

GGAGGCCGCCCAGTGTCCTGGGCCACGCTGGCAAGGAAGCTGTCCTGTCA 

TCTTTGGCCACGTGCAGGGCCACGAGCGGAGCCTGCTGGTGTCCACGGAC 

GAAGGGAATGAGAACTCCAAGGCCAACCTGGAGGAGGTGGCTGATGTGGT 

CCGTATCACCAAGCAGCTGACCCTGGGGAGGACCGTAGAGCCCCAGGACA 

TCGCCGTGCTCACGCCCTACAACGCGCAGGCCTCTGAGATCAGCAAGGCC 

CTTCGGCGAGAGGGCATCGCCGGGGTGGCCGTGTCCTCCATCACCAAGAG 

CCAAGGGAGCGAGTGGCXjCTATGTGCTGGTGAGCACCGTCCGCACCTGTG 

ccaagagcgacctggaccaacggcccaccaagagctggctcaagaagttt 

ctgggcttcgttgtggaccccaaccaagtgaacgtggctgtcacgcgggc 

ccaagaggggctctgcctgatccgagaccaacctcttctgcgctggttgg 

ccctttggcgtaaccctcctgacttctgggaggctcaacaaaacccttgt 

gcctgcccgccaggtgcgcotcttgaggaagccaactatgcctttctgaa 

gagcccrntcacctgcaggtcccagactggagggaagatcaggoccccc 

C 

>Sequence 1037 

accatttaactgagtgaaagctttacaattgaggggttactcattagcag 

gacctgggttttgtttttaatctcattaaccccttgttacccatt^ 

acaaagacttcaaggaagaatttgctcaaaaatctctgggagacagtaat 

agcttcttgggccnxjactgataaactttttgcctccagcaatggaaat^ 

gggaaaattcx:agatgctaaatgatctggcttggacccagcaggttgagg 

tagtggagccittcgattgaggcacagcccaggactgcttgcaagggaaa 

agcacaacagataccataaggaggtctgantctgaaaggaataccttgq 

cccqcgaacaccctaaggg 

>Sequeiice 1038 

CCCITTCGAGCGGCCGTrCGGGCAGGTACTTTGACTATTTTT TAGCA AC^ 

AATTACTTTTGACACACAGCACAATTGATTTAACACTTCCAATTTTGG 

CTATTGGATAAATAATGATGGGATTTAAATAAAGCAATCrGATTCTACTA 

TTACAGCATAGGGTCTCTTGTAGTCCTCriTAGTAAAAACrAT^ 

TTCCmrrTTCTCCAAATATTCGGCCTGGAAAGACCTAAATAC^ 

GG ATTG AATCAAATTC ACACA 11111111 CCTACGG AAAC AACAACCTTT 

CTTGCTTATATTTAACAAAAACTAGTA 

>Seqi]ence 1039 

GGTACTTAGATCAGATGGATTGAAACATGACAGCCCCATTTCATCTGGCC 

GGTTAAGGTCCTCATGGAATGAAAAACACTTTCGGGCACTCTCCTATGAG 

AGAGAGAATGGGTTTCTTTAATTGCCAGATTGTCTGAACACAGCCTCAGC 
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TACTTCTAGGAATAAGACGAAGCAGTGAGGAAGTTGCCAGTTGAGTOATT 

CTTGGGGAAAAAAATTAGCATTCAGTGCCA GCTC TCTAAAGTGTGGATTC 

TGGATTCTGGTAGAAGCCAGTAAAGAAACGTTTTCTCTGGAGTGGAAGCT 

AGTAAGATrTATTCTGTGGTGATGAAGCCATCTGAAACCTTACAAGCAGT 

GTGGTTGTATCAGCATATGGGAGCTGACTGCCTCAGGACTTTGG 

>Sequence 1040 

ACTCrrATCAACTGTTTTATAGATGAGAAAACATTAGCCACAGCTTAGCT 

TATTTGAAGTCACAATAATATTAACTAAGTAAGAGCAAAAGCCAAGATTC 

AAATCTAGATTATTTTACTACAGACTGAGAAACGAATTAAACTAGGAGCC 

TAAGATACTTTCTGGAATTGAAATGATACATTATATATACCTATAAAGAT 

AATTGGCTATAGCTTCCTAAACTACAAATTGTCATAAAAATGACTTCTGT 

CCTATATCAATTAGAAACTGGTATTAAAATTGAGTATTATAAGACAATAG 

AATGTC 

>Sequence 1041 

ACTGCAGGGCCCAAGAGCATACAAAGCTAGTTATTTGGATCCAAAGTTGG 

TCAAGTGTGCAGTGTTTAGACATCATGATCTAGGCAAACAGAATTCCTGG 

CCTGAAATATGTCACTAGTTAGAAACATTAGAAGCTTTCAGGTAAATAAA 

TATAAAAAACCAGTCAACCGTATTCTTATTTCTTCGTCAGAGAATCATGT 

GTCGTTTGGTTTAACrTCCTGCTGGATTCrcGATGGGAGTTGTTGAACAT 

ATTAATCTCATTATTTTCTOTAGAGGACAGGTrGTCCCCCCrrcCTCATr 

AGCGCN 
>Sequence 1042 

GGTACCCTGCTTTGATTATTTCCGAATCCAGTGGGTAGAGAAGGTAAAGG 

CAAGGGCTCACTGGATATTTTTAAATTGTAGGGATGTCCTTTGCTCTGGG 

TCAATTTTAGGATCAAATATAAAAGCACCTATAGCTCAGAGTATCTTCTA 

ACATAAAACTTCTGAGATACCAGAAATTTTCCAAAACATGGTATAAACAG 

TATGAAACACTGGGTAGATAAAAGCrTTCrCTAAATC TTAAA GTGCTCAA 

ATATCATGACCTGATTTTTTAGTTTTAGAAATCAGATATTTTTCTATTCC 

ATATCTTAAACTTTN 

>Sequence 1043 

GGTACCCGTTTGTCCATGGCTATTCCAAATACCCCCATGTTTATTTAAAA 

TGTATATATAATCAGTTACATAAAAAGAGGTATGCTTAAATTGTCATGAC 

TCTATGGTTGGACCTCTGTGGTTGGAGCAGGCAATAGAAATGTCTGTAAT 

TCATTTAAAAAAAAAAGTGACTTTCCTACCrrTAGATAGTGAGGACA^ 

TGTTAACTCTTTGTGTTGATAAAAGCAAACATTrCAGGGCACGGTGAAAG 

AAATCTCTACCATGTATAAGGTTATATATATACCAGAAGCAGTGGAGTTA 

GGACCAAATTAAGATTTGAC 

>Sequence 1044 

GGTACATAATGTAATTGTTACATATAATTGTTGTATACCATAACTTACTA 
TTTTTTCTTrrTTATTITTATATATAAl-rrriUl'r 

TTTTTTAATAAACTGTTATCACTTAAAAAAAAAAAAAAAAAAAAAAi^^ 

AAAGTC 
^Sequence 1 043 

ACTTTTCCTGGGTTGTGAATCTTGGAGGTTGCCCrGTCAGACTGGTG^^ 

TCCCAGTTTAGCTGTGCTAGCTAAAGCAAGGAGAACAGAGAGAGCCATAG 

ATACTTTTGCTTAGTAAAAT CI l l Cl 1 IG AGGGTAGGGACTGGAGTATGG 

AACCTTTTCAGAGGAATGAGAGGGGCTTGTGACGAAAGGGTAGAGGAGGG 

AATACCTCOrrGCAAAATCTTACACAACTAACTAATGTCATAAGGCCGAG 

GATGAGAAAGTAGCACTrAACTGTTTCATCCTCATCACACATAAAGCATT 

CCN 

>Sequence 1046 

ACAGCACTTTCAAAGTAOTGGAATATAAATCnTrCCATTTAACAGCAACA 

TTCAAATATTTCCCATTCTGCTTATTATTCCTCTCTGAAGGTGATACATA 

GAAATATAGGAGCAAACACAGCAATGCAGGCGCTCTATGATCTGGTTTGC 

TCACATAGATCTTAAAAGGAGAAGAATGAGGGATTTGCCTACAACCCACA 

GCCAATCTATGTGGACACAAAGGGTGACTTCTTCCTTCTATTACGTTCCT 
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TGAGGTAOAAATOOTAAACTAOCATOACCTCGAATCATAATTTAATATCA 
TTCTAA 

>Sequence 1047 ^ ^ 

ACATTATKKH'AGTATCTCAGAATCCTGCTTAGCTTrTGAGATAAACCAA 

GTCATCATATTTTGGGTAATATGGCCATAGGTATCATGCAAGATTGAACT 

GCCCAGTATTTGCCTTTTTCAATATTTACTTTGTAAGAAC XrrGA CACT 

AGGTCCTCACCACACCAAAACCTGCAACATAAACTTCAATTTTGGGCAAC 

TCATAGACCAAAAAAGCTAAACAAAACAAAAAGGAAAAAACCCTCTATAT 

ACAATCACCCTGCTTGTCTACATrrAATTTGCTTCATTCANAATAAGCAG 

TCACTGC 
>Sequence 1048 

ACAACACTTTAAAAAGTGAATTATAAGCTATGTGAATATCTCAATAAAAA 
CATTTTrrAAATAAAAACAATTCCCTlAAGGCCTGGAAATrCAGGAACATA 
ATTCAAAATAATTTATGGATCAGAAAATAAATCATATAAAGATCTGAGAA 
CTACAATGTAAAAATATAGAAAAAAGTCATAACACTATTAGATAAAAATC 

TGAGCTGGATAACAAAGATAGTACC 

>Sequcnce 1049 

ACCTATAAACAAAGGCATCATAAATAGATATAAAGCCAGAAGAAAAGGGA 
TCTAAAGTAGACAGAGAAGATAGGCTGAClXn-CCAGTTGCAGATTTTCAT 

TATCAOCTCATCACACCACCGAAACTCTCnKSTGATTT^^ 
CATGGCGTTTGGTGGCCCTAAAGATTGTAACGGCXZCCCATCCTCTTGGTT 

AAAATGGCAGGTGTGTTGACAAGAACTGTCTTAGGTACX: 
>Scqueiice 1050 

ACCTCTCATCTCCAAATCAACTAGACTCTTATGTTAAGAATACTAACAAG 

AAAAAATCCAAACXCCCAATAGAAAAATCCCCAACAACAACATATACCCT 

TAAACACAAGAATTGTATTATTCAATGAAAGCAATACAAGTAAACACAAC 

AGTTACCTTGGCTATTTTrrCAATGTACC 
>Sequence lOSl 

ACCCATCTCTTCCATTCTGGGAATCTGGGAAACTAAGCCTGTAACTTGTA 

GCTTGTAGAATGAATGATGGAQTAGAATAAATAAGAAAGOAATATATCAT 

TAAATGCACAGGTTAAATAAATAAAAATCTATTAATAAAGAGCCTAAAGA 

AAGAAAGATGACATTTCAGCACATATTGGGTGAAATAAGTTGTTTAGTCC 

AGCACTTCTCAATTTTTAGTGGATATGTOAATrGCCTA TTAA AATGCAAA 

TITTAAATTAGTTAATCTGGGTTGGACCTGAGTCTCCGTT^ 

TCX:CAGGTGATGTCN 

>Sequence 1052 

ACGCGGGTATAGCTATATACTCATATTTTTATITTTATGTAAAAT^ 

AAATGCTTAATATGGCAGTATAATAATTATAACTAGATTrACTTCAAAAC 

ATAGACATAAAGAAGATTACATGCCTGTAGAAGTTCATTGAATTAGGAAT 

CACATGCrATTTATTTTAGCAGATATCTTCTTAATTAAATGTTTGACCCA 

TGTGAAGTCATTTAACAGATCTGTTACGCATTArrCACATATGCAAAATA 

ATCTATATCATCTOAATACCATITa:ATCTTTAAAATTACAT^ 

>Sequence 1053 

acaatx:aaaaaaagacaaaaaagaaatggtgttaaaagccacagtaaaca 

taaaccncatatcaagtataaaaccacacacacittgcixritcatccgg^ 

caatgcccaaaattatactgaggtattggggtgggctgataccttcaaac 

AGGGAGAGAGGGACCATGTTCAQGAGGTGTATTCCTCGATTTAGGTGGTG 

ACTGAA rri ' l - l il 1 i i t a agacagggtctcactctgtcacccaggctgga 

ATGCAGTGAOjTGATCTCGGCTCACTGCAGCATCAACCTCCTGG 

GCGATCCTCCCACCTCAGC 

>Sequence 1054 

ACAATGAAAATTACAAAATACTGTTGAGAGAAATTAAAGAAGACAAATAA 

ATGAAAAGAGACGGAACATGTTTTCGCTTCTAAAACTCAGTAGGATTAAG 

ATCTCrrCTCTCCCACGACTCTATAGCITTAAAGCAATCAAAATCAGACT 

GGTTTTGTCTOAACXJTTrTTGAATAAGTCAATGGCTTAT^ 
TATGAAATTTCAAATGCCAAAGAATAGGCAAAATATTTCAGAAAAGAAGA 
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aagattgaggatttgcaataactgacttcaaaactcactagaagaacgag 
gccagactgccx:agggt 

>Sequeiice 1055 

GGTACCCACCACGTTCATGTCrCCTCTAGCCAACTATAAAGTTATTAACA 

CAAGAACXICTGTCTTATTCATCACAGTATCACCCACAGGGGCTGAGACAG 

TGCTTACACAOAAATGGCCCrTGATAAAATATGGGCTGAATGAATGAAC^ 

TATOAATTTCACACTTrGAGAACTAAATTAAAAGTTATTrCTAC^^ 

TTTTAACACAAGAACTATTGAGATTACTTATATATTAGTAGTAAAATGTT 

TGCTTTATTCATTTGATTGGCAAACTTATAATGAACTCAGTGAAACTTGT 

CCACCTTTTTCTACATGTN 
>Sequence 1056 

ACATTAACTCACTGACTTACTCTGGGTTGCTATTGTATTAAAATTCTGTA 

TAGACATTACGTAGCCTCAGAGTTGAATTTGG ACTG CCCTTAAAATAAAA 

AATTCrrAAATCTTTAGTGTGGTGTCTATTAATTTTTATGATGAT^ 

AGTTGGAAATGATTACTTTGCAAGTCATAGTTTACTTTGAAGTTAATAAG 

AGTGATTACAGTAAAGGAAAAATGCCATATATGGCATTGTTCTTAACAGC 

TTATGAAATTTGGAAAACGATATTTTAGAAAGCTTTCTCTTGTTGGCTGG 

AATGAAGTGGAGACCCTGCTG 

>Sequ«nce 1057 

ACAGCTTGTrcAGGATATTTCITCTATITTTCCTT^ 
ATTtrrAGrrAATTTCTAGTAGTTCrrAATGTATT TTAACC AATAGACrrr 
TGTCTTCCTTCTGCTTATGTATTCCTCGTAAATG CTTTT T GTGAC TTGTC 
TAAGTATAAACAACTTTACTATTAGCTGTAAAATT TTCA i' l I I i AGTATG 
TCATCAAT CI I l ' l I i IG TGTTTAGTAT GATTAAA TGTTnTCACT TGGAA 
AGATATGAATAGTCTACTTCATTGA'lTrri'l I I AA AGTC ATTTC A 1 1 i 1 J 
TATmTGTAGCTACAAAATCATAAACN 
>Sequence 1058 

ACTATACCAGAGTTAAATTGCCTGTGTTCTTTICTGCCATTAACTGGCTT 
TOGOTTGGGAAATTCAGATAATCCACTTTTCCAACrTTAAAATGAGATCT 

cattcaaaaauwvattgcccacaaccatttggaatatotgtttaaattag 

acagtaatgctttggaaagtggaattaaacatttcagaataatagctgtt 

aggccgggctcaatggctcacgcctgtagggaggctgaggcaggtggatc 

acctgaggtcaggagttcgagaccagcctggccaacatgttaaaacccta 

tctctattaaaaatacaaaaatgaggcatggtixkk:aggtgcccgttgtc 

CCAGCTACTTAGGAGGCTGAGGCAGGAGAATTGCTTGAACCAGGGAGGTG 

GAGGTTGCAGTAAGCnjAGATTGCGCrAGTGCACTCTAACTTGGGCAACA 

AGAGTGAGATTCTGTCTCAAAAAATAATAATAATTAAAAAATAATAGTTG 

TTAGATTGAACATAGAAAACACGTTnTGTAGATAAAAATTTGCCAAGTG 

TCAGCCAACTTTGACAATTTTTAAATCACCAACTTGTGCCAT TTACCTC A 

TTTAAATGAAGCATTTAATGGACACAAAAACCCTTrAAGCAGl 1 11 ilCG 

GAAGAAAACCCAGTGTTCGCTGGACCGGATGCCCACCTATTAGTACXjGCC 

CGAGAGAATT 
>Seqaence 1059 

CCCTTAGCGTOOTCGCGGGCCGAGGTACTTTAACAAATTAAAAACAAATT 
TTAATTTAAAATATTTTAGAAAlTrrACrrrAATACATTTATT^ 

gctgcttrraagaactttaaatcctcacgtaaacaccaccacctgcaaag 

tattaatatcaactttttcaacaaaatgcctgcratgtataagctactga 

aagaagacvuuuuvttaataaaatgtgtccctccrcttagatatctataat 

ctagoaaaatgaacacattctitrcagacactaaactccataagaacagg 

catcagatctatcttatttaccacx;acatcctgagaatggagcacagtgc 

ctcacacataatag atgctcataatagatgctc agggtttatagtc a gtg 

aataagtaaagaaatgagtoagcaaatatctcttaaaaagaacagacttt 

taaagttaacaagcagtgatgtgttattcagtagcaaataagattgttrc 

ctaatgtcataattcaattotccctgcttcctactatgact^ 
ttggtgatagtttatatgattcagttatttggttggttgatrtaaaacag 

TGAAATAATCTACAAAACCTGCAGTTGTNCTGCTATTCTCTAGATGGAAA 
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AGGCTTATAAATTTGGTCAAAAAGGTGGGGGGG GATAT AGGGCCCCTTAC 

CATTATATATGTGATTTTTAAAATTCGCAATCATGTTTT 

>Sequence 1060 

ACAGTTACCAAAACCCATCCAACTAAAAATTTAAGCTriTTGCATT^ 

TGGATGCAAATTGTGTCTTAGTAAGAAGAACATACAAAAACTAAGAAAGA 

TAATGTTGAAGAAAATAACAAAGCTrAAGGA CTTAA ACTATTACCATCAA 

GACATGTATAACTACAGTAATTTTAAAAACTGTTITCTTGCATAAGTATA 

GAGAAATGTACC 

>Sequence 1061 

GGTACrrACGCTTTATGATCTTGAATATTTTCAGTGTTTAAGG^^ 

tccttcxrroatctccactgcatgnaagaactctgttgcaggtgttaaca 

aggaagtttgaaatagaaaccx:agaacctgccccccaaagatctgacagt 

agtagaaggagatccattattaagaaggtataatggcaacanaagaataa 

tcacaaattatctgtgtgtgtaatatgtgttgtgtggtgtgggtcaagga 

gatgaggaaagtggttagggaagactttatggaggaagtgggctgtcaac 

agggattgaatgtgacaagaaaagttggggggaattcatggtaatgactg 

acttaggcattttaaaacaaggtatgcttgtgaaaggcaaacccccatgg 

ttgcaacaacagaagctaattgcttcctttgcctggagtttactgggggc 

ci 11 rr i a gttttggttccttcctggtcttcggtccaaaacacaggaagg 

gtxk5aggagggaaaggaaaaxrrggaaaccctttatagggtctaaactat 

gcttggaaaaacaggggtacttgtgcccccatttatttggcaatggaaat 

aactggccacactggatttccttaaagggggctccttttttggaaaaaat 

tgtgcaaaacggccgggtgaaacagggggatttttaaaaovgggggttta 

TTTCTTCCCCT 

>Sequence 1062 

GGTACTTTAACAAATTAAAAACAAATTTTAATTTAAAATATTTTAGAAA 

TTTACTTAATACATTTATTTAATGAAGGGCTGCTTTTAAGAAAA CTTTAA 

ATCCTCACGTANACCACCACCACCTGCAAAGTATTAATATTCAACi 1 1 1 1 

CAACAAAATGCCTGCTATGTATAAGCTACTGAAAGAAGACAAAAATTAAT 

AAAATGTGTCCCTCCTCTTAGATATCTATAATCTAGGAAAATGAACACAT 

TCTTTTCAGACACTAAACTCCATAAGAACAGGCATCAGATCTATCTTATT 

TACCACCACATCCTGAGAATGGAGCACAGTGCCTGACACATAATAGATGC 

TCATAATAGATGCTCAGGGTTTATAGTCAGTGAATAAGTAAAGAAATGAG 

TCAGCAAATTTCTCTTAAAAGAACAGACTTTTAAAAGTAACAAGCAGTGA 

TTGGGTTATCAATAGCAAATTAAGATTGTTTTCTAATGGCATAATTCAAT 

TTTCOCGGCTTCCTACTATGACTAGATGTTGGGTGGTGAATGGTTTATAT 

GATTCAATTATTTGGTTGGGTGGATTAAAACCGGGA AATTTC TACCAAAC 

CTGCAGTTGGGCCTGCITTCCTrrAAAGGGAGAGGCCTT^^ 

GCAAAAGGGTOGGGGTTTTTAGGCCCCTTCCCATITTTATATTGGGATT^ 

TAAAAATGGCATTCCGTGTTTTTTTCCAACG 

>S6queiice 1063 

ACACAAATTCTAGGTAATCTAAATTATTTAAATGTCTAGAArrrrill'lC 

TTTTATGAACCAGATCACAGTTTCTGACATCGCCTAACCATGTAAAACGG 

GTGAAGCCTTCAGTCTTGGTCTGTTATCTCTTCCCATTACAACTGGTTrC 

AGTAAACAATTGCAGGGCGGCAGGATAACCTCATATTGGAATTGTTAGAA 

AACACXiCAGTGTTTTCACAGATGCCCTACATTAACCACNCTTCATAGAGA 

CXSTGGTCTCTTCATTATGTATGGTTATGGTATGATCGTTAAA CCATC AAT 

ATATACTGGTTAACAATTTTTAGTAGGTAGTTATTCCTT^ 

ATAATATCCCAGTTTTGGTCGTAACCGGTAATTACCl i 11 1 I CGTAATTC 

GATTTTTAGGTAAAATGGTTACCCCATTAATTTAAGAGATA AAAA TAAAG 

TCrrCTACTTTTGGAGTCTTTTAAGGTTGTCTATATTGGCCACTTTT 

CXIAACTtXSAACCAGAAAGGTGCTAAAACCATAAATCGTTGGG AATTA AAC 

CCGGACTTTTTAAGGGAATGGAGAGATTCTTTCGACCACCCAGTTT^ 

AAAAAGACCCTAATAAGGATCCCCGATTTACATGGGGGGTGGGTGTGTAC 

CAGGAGGATTATTCAAACCTTATAGAGAGGGTTTTCTCriTATTCTGGCG 

CTTTATAAAATATATTTGGATATTTrGGCACATATAGGGCTCAGGAACAA 
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CXrCTAGAGGTTTGTGGTAAAATACAAAAAAATTGGCGCTTTGGAGGGCGA 
TCTTCATAAACCCTGGGGCCCTCCAAAAGAGAAAAATAAATAAAAAT 
>Sequence 1064 

ACTTACTACAAGCAGCAAAAGGAAGCTCTAGAACAAGGAATTAAACACAG 

TGTTTGTTTCCAATCGCAGAAGAGGCCATGAGCACCATATGTGTGTCAGG 

CTTATCATCTGAACCAAAGAAAGGCCAATCCTTCACCriTCTrATG 

TTATAGGCTGCAATATTTCACrrGGCCATAAACAACTTAATATCTCACAC 

CTAGTAGTATTCAGTGACACAGAAAGGGAAAGAGAAAGG ATGA AGAACAG 

AGGAAAGAGAAATAATTTCCCAAGATACAAATTTAATATTCTTTOCAAAG 

CATAAGAGCAATTAAAAAATATTTCTCTGTTGTAGTTGTAGGAJ 
TTCTACATTATTGNTCAGACATCXn'GGANATAATATCAAACTTTGTAAAG 
AACACAAAATATTrrTATTTTTTAATTAAAAAACAATCCTTCTAAAGGGG 
TTTAAGAGCTTTGAACACAGGCCTTAGTAAAAGTCCCTTGGCCGCAACCA 

CCTTAAGGGCGAATTCACGACA 

>Sequence 1065 

GGTACATTGAAACAATATAGTAGTCTTCCCCTTTACAAAGCTGAATTAAA 

GTAAAAGTGTGTGTTGGNGAATAATAGGGGAATGTNGGATTGGTAGCTGT 

TTAATANAAGATTTAGGATACATTATAAAATTGCTTAAGGGCCAGGCGCT 

GTGGCTTTACGCCTATAATCCCAAGCACTTTGGGAAGGCTGAGGTCGGGT 

GGATCANCCTGAGATCAGGAGTTCGAAGACCACCCTGTTCAACATGGTGA 

AACCCCATCTGTACCTGCCCGGCGGCCGCTCGAAAGGG 

>Sequence 1066 

CCCTTAGCGTGGTCGCGGGCGAGGTACCCACATGATCCCAAAGAGGAGGG 

GCCCTGTATAAACAAGAACCAACCAACATAAAGCAGTGACTACAG GCACC 

ATGACAACAAAAGGAGTTrTAAAGTGCATCrrcAAATAGCACACAATTTT 

CCAATTTAAATAGTTTGGAATGAATCAAAGGGAAAAAAGCATTAATrAGA 

TACAACTGAATTTCTCAAAAGTATATTAACACAGCCTACAAATAAATCCT 

CAAATGTACCTGCCCGGTCGGTCGCTCGAAAGGG 

>Sequeiice 1067 

CCCTTAGCGGCCGCX:CGGGCAGGTACCeTCCGTGACTTTTCAGGGTCTCC 

TCGTTGAATGAATTTGCAGAAGGATTAAAATGTGTGTTCTTArrTGTG 

TITGTATTTCTCCCATTAAGTAGTGTGTTGGAGGCTTATTAGAATAAGCT 

GAGAAGGGTAATAACATAAACACATACCGTAGGCAGCCCTGACATTAAAC 

ACATNAGOTAGGAGCCTGCCATAAAGCACCGTATGTAAAGAACTAAAAGG 

GGTGTTGTTTCCATTTTCATGTGTCCAAGCCrTCCTTCCATAC^ 

ATGACAAGAACACAAAGTTTGCTGAGCTTCACACCAACTAATTGACTAAA 

TCCAGAAAGTrrGGAACATGCGAGAACATNTTTTCCTTTTGTTACAAG^ 

TTATCTAATTAATGTTGGACATTTTAAAAATOCACAAGTGTGGATAATCT 

TGTGAADTTTCTGATTTAAACAGAATCATGGTGAAAAAGGGACCTTATT^ 

TCAAGAAAATCTTGCATrATAAAA<X:CTAAAAGTTACCrrcGGGCCGGCG 

CACCAOCWCCITAAAOGGCAGAATATTTCCAAAACCACTTGGGCGGGACC 

GTTAACTAATTGGAATRXCAAACTCTGGGGTACCCCAAGCGCTTTGGCG 

GTGAATTCAATGAGGCATTAAGGCCGGTTTCCCTTGTGTTGAAAAATGGG 

TATTCCGCGCrcCCCAAATTTTTCCCACAATAACATTTCTGAAGC^ 

AAAGCCTTTAAAGAGTGTAAAAAGCXrCrrGGGGTGTCCCT 

ACCITAACTTTCCACTTTATGGCGGGTGTGGGCTCXnTr 

ATATTAGAAAAAATTrGGGGGCCGTAATCTAGGGGATCCCCT 

>SequenGe 1068 

ggtactatattagtgtagcaattttccaaaagcx:attcatct^ 
taaatgatlttacxrrratcaattcccctgtgaaaaaatatctct 

GTTTTCTGCTGGAAAATATTGTTGCrraTCACATrGATATGCCAACAAAAG 
CTAAGCAGGGAAGTCAGGCCAAGAAATATCTCCCTGCAAGAGAAGGCATC 

GCACATOTATCTCTCCATGCrATTTAAAATTGCATTCT^ 
GGATAGGCCATGCTGCAGAAGCCAGGTCCAGGAAAACTGCl 1 ICl I IGGC 
CTTTACACANTCXnTrTGGAGAGATGCTGGTGAAAGCAGCAACTACCATC 
TGCCITCTGTTGACTTATTGTCANCAGGTGGAGGGAGGAAGGAGGGCATC 
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GCAGACATCATTCTATTATCTCAACCTTGCri'lUiCGGATC CAAA GCCAA 

GAAGTTGCTGTTCCATGCCCTTAGAGCTCTAATTTGGCACCTTTTCXrro 

AATGAAAGCITGAAAGGGCTTTTTGCTTTGGTGAAACCOOTTCOTTO 

GGGCAAATTCTGGTGGTTTCGCGTCTGTCVlGT GGGT CCTAATAACTGTrA 

TAAGTGTGGTTCTTGGGAACATTTGTAAAATATTTTCTATTGGTCACACA 

CCTTTTCTGTTTAGACATTTATITTTAACACAGACAAATGCTTAAGTGTT 

CCCGCCCCAGGGTTCTTAACTT 
>Sequence 1069 

GGTACCCTGCTTTGATTATTTCCGAATCCAGTGGGTAG AGAA GGTAAAGG 

CAAGGGCTCACTGGATATTTTrAAATTGTAGGGATGTCCTTTGCTCTGGG 

TCAATTTTAGGATCAAATATAAAAGC ACCTA TAGCTCAGAGTATCTTCTA 

ACATAAAACTTCTGAGATACCAGAAATTTTCCAAAACATGGTATAAACAG 

TATGAAACACTGGGTAGATAAAAGCTTTCTCTAAATC TTAAA GTGCTCAA 

ATATCATGACCTGATTTTrrAGTTTTAGAAATCAGATATTTTTCTATTCC 

ATATCTTAAACTTTCATGTTAAATTCTAGTTCTGACAATGTAGGGTTCTA 

1 1 1 m TCAGGTGATTGTTGGG AGCGTATAGAAGCATATATAAATATGGA 

ATATGTGTTTCTTTTTTCCCCTTCTGAAAGAAAGTCAAGCCTCTAATCAA 

ATAGATTGATGCTTCAGAAACITAACAGAATATTATCTGCAATTTGGCAT 

AAATGCATNTTTCTTGGGGAAGTTTCCATGGTCAAAA TTATT AGTCATTG 

CAAAACAGAAAAGTTTGACAACTGGAAATGCAGACNCTTTrGCTTGATIN 

TGTAAAGACAGGA 

>Sequencc 1070 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTATATTAATGAAATTTATCT 

AGTCCTTGCAAACnTGTGCCTATTGATTTTCATTAGTGTAAACTAAAGAG 

AGAAACTTCACACTGACATTTATAATTGTAAGAACTAAGAACCAACCATC 

AGCTTTTCTATGCCAATCCATGCCCTTCAGGAAGTTCTTGAGGCCTTGAG 

GTTGCTAGTTTAGTAAATTGCTTACTGGGACATTAAAGCAGCTACATTTT 

GGAAAGAGGGAGAATTAAGTTTTTTGTTGTTGAATTTATTATCACTAAGT 

AGTTTAAAGCTCTCTTAGATCCCAAAAGAGGAAAA ATTCC AGGTCCATTA 

ATCAAAAGGCTGAAACTTAAACTTTAGNTAAAGTTATITTGATTAAATAA 

CAAACITCCGGTTTCCTrCCACAGCCGTTTATCX^GAAACTATC 

>Sequence 1071 

CCCTTAGCGTGGCCGCGGCCGAGGTACCAAAACTGAAAAAAGATTGTGTA 

TCCAAACATTATTTCACATAAAATGTATTTTGATAAAGTAAATTCCCAAA 

CCATGGTGCTCAGAGGTTGTAACAGTCCATGTAAGTTGAAGAAAAAGAGT 

TATCAATCAATACGTGACTATCAATCATTTATrTAATCATTATTTAGTTT 

TCACATATCTATGAATTCAGTAGAAGAACCAGCACTCATAAAGGTGGCCA 

TTCCTATACCTGCCATCGATTACATTATTTTACTTAAATAAAGCTTATAT 

TACATCTGACAACATTCCTTGTrAAAAAATAAATT CCTAA ACAGGGCAAT 

ATTCCCATCnTTAGAAATATGCCAAAAAAAAATA TTTTTA AACTCAT^ 

GGAAACATTCCAGGAACnTATTCCAGAATCTATITATTTrroAAAAAC^ 

ATTTGTTCAAAATAATCCnTrGGCTTGOTTGGAATAAAAAATTAATrCAA 

ATTTTCAAACCAGACTGOTTTAATTAAAAATTAAGGCCCCAAAACCCCTA 

ATTTATTTCACAGGGGGCXIGGTAAGCCAATr 

>Sequencc 1072 

GGTA Cn ri J ri ' l 1 11 1 1 1 1 l i - rrriG AGACGGAGTrTCACTCTTGTTGC 

CCAGGCTGGAGTGCAATGGCGCAATCTCAGCnX:ACCACAACCTCTGCCTC 

CCGGGTTCAAGAGATTCTCCCGCCTCAGCCnxr rrGAGT AG 

AGGCATGTGCCACCATGCCTGGTrAATTTTGTATTTTTAGTAOAGACAOT 

GTTTCTCCATGTTGGTCCGGCTXK5TCTCGAACTCCCGACTTCA<^ 

CTCCTGCCTTGGCCTCCAAAAGTGTCAGGATTAC AGGCGT GAGCCACCAC 

GCCCTGCriTAAGTTTTAATAAGATCTCTTXKKIAACrTm 

ACTTAGGTCTCACAAACACAGAAAAGCTTGTXnTTAAGTATAT roTCT I^ 

GAAAAGTTAATACACTCTCTAAATGCrCCATTrAAAATGATTrACT^ 

AAATGCATGCACTGAGAGAAAAGATATTTGAATGATATACA NCCAC ATGT 

TAAATTAACTGTGATTGTTTCTAAGTATroGCACrATGGTCAA'lin-l'ClT 
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TTTCTTGTTTATGCTTTTCTGAAGTTTTCAACCCCCATAAT 
TCTCtTCT 

>Sequence 1073 

GGTACCTATTGTATCAGAAAAATGCTAATTAATTTTTTGCACATAAAGGG 

CATTTTAAACTTGGTTTTATTCTTTGTGATAAATATGGATGATGAAT^ 

AATOTTAAACAGAATrCAAAAGTTATCAGTTTGGCTAGCCAGACACAGTA 

GTATATGCXrrATAGTCCTAGCTACCCAGGAGGCTGAGGCCAG AGGA GCCC 

GGAACTTCACGTTTAGCCTGGGCAGCATAGTGAGACACTGTCTTT TATA A 

AAACAACAGCAAAAATGATCAGnTGGGATAGTAAGACAAATGGCnTCT 

TTTGTTAGCAATTTCTCTATTTAAAGGACrTTTAGGCCTAG 

TTACGCTTGTAATCCCAGCACTTTGGGAGGCCAATTGCAGGAGAATCACT 

TGAGGCCAGGAGTTGGGGACCAACCTGGGCAAAGTAGGGAGACCCTGTCT 

CTTCAAAAAAATACAAAAATTAGCCCAGTGAGGTGGTGCTTGCCTGGGGT 

CCTAGCCACTGGGAAGCTGGGGTGGGAGAAATACTTGGGCCCAGGAATTT 

GAGGTTGTAGTGAGCTATGATCCCGGTACAGATTATAGACCCT GTCTCTA 

AAAAATTAAAAATAAACCTTTTTTAAAGGACTTTAAAGTTGGA'i"ri"l I I 1' 

CTTGTTAAGTTATTATCATTCTTATGTCCTGCTTTGACCTGCCCGGCCGG 

CGTTAAG 
>Sequence 1074 

GGTACTGGGTCACTCTGCCXCAGCTCTCCAAAGGCATCAAGATCCGACTG 

CTAGGAGCCCCGGCITCTTCCCTGACCTGCCCGTCTCCTACACCCTCTGG 

TCCTGCTCCVVCACTGGTCTAATAACTGGTGTTCCACATTCCTCTAACGTG 

CACAACACAGTCCTGCCCCCGTGCriTTTCACCTCCTGTCCATT«:Tt^ 

TAACXKrrcnrcrCXZAAATCGCTTGCCCATGGCTTGTTTGCTCATCT 

GTAGAAACAAACTGTCGCTCAATCAGCTAGAGCCCTCCCACTATGCTCCC 

GCGTACCTGCCCGGGCGGCCGGTCAAAGGG 
>Sequence 107S 

ACTCTTCAAAGAGGATAAACTTAAAGAAAATG ACTAGA TACACATCAAAT 

TAAGCTGCTGAAAACCAAAAACAAAGAAAAAATTTTTGAAAGCAGCTAGA 

AAAAAATTACACACCACACAGAGGGGAATAAGGTTTACATTACAAAGATT 

TTTCACCAGAAATCAGAGAAGTGAAAAGACAGCTAAATGGCATCATTGAG 

GTGCTCAAOGAAGCAAGCATCTACTCGGAATTATATATCCACCTAAAATA 

TCCTTTAGGAATGAAAGTAAAATAAATACATTCTCAAAGAAAAACAAAGA 

GAATGTATCCCCAGCAGACTGATCTGCTAGAAAAGCTAAGGTCAACATTA 

GGCTGAAAGGAAATGCTGCATCTTCAGGAATGAAGAAAGAGCAATAGAAA 

CAATAAATATATAGGAAAACACAAAATACTAGATTITrCCTCTAAGTTCT 

ATAAAGTACC 
>Sequence 1076 

ACTTCACTGATTTATGGCAAGTCAGCCAATCCATCAGTGCTCAAAGCTCC 

TTGTATTGTCAGGAATGTCTAACATTATTTGTCACTCATTCAGAATTA^ 

CTGCCVUVCTAGTAGCATTTGTTTTGTGTCTGATAGATrCTTCATGCAGAA 

AGAATAAGTAAAATGAGATGGGACACAAATCTGAGTATAGCATTGTCATT 

ACTTTrrGCTGCACAGATTACTTGCAAGAAATATTCTAGTCTGGGGCATA 

ACAGAATCCACAAATTCCAGATTTAAGAAATAGGTCTATATAAAGCTTAT 

TTAATATTTGGTATATTTTITAGTTACTCATTGCGTGTCCTT^ 

AAAAGCATTTTTTGCGAATCTTGTTTTCCTACT^ 

TAACATACAGTGGTGAATAGGAACACCACACAACCCTATATATTGATTAA 

AGTAGTTTATTAGGTAAGCTTACAGTNGAAGTAGCTIXXXjAAAAAAAA^ 

ATTAAGAAAACCATTAGAGAAAGGGTATTTACTATTTCTrAAGGGGGAAA 

AGGTtXrrATTATGAATCATAGGTGTTCTATTTATAAAAGGTATGTCC^ 

AGAAOCTGGAGAAGGGCriTACAAAATACCTTGGAAATTArrC^^ 

ACAAATTGACTCAAAAAACAAGAGCTGGGTTAAAACCCTGGAAAAAGGCC 

TTATAGCCAAAT 
>Sequeiice 1077 

GGTACAGAGTAACCATGACTTACTAGGTGTTATGATGAAGGTGTATGTGT 
GTGTATATGTGTGCATGCATGTNATAAGTGTGTGCATTTGCACACATAAG 
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AGTTTTAAGCTGCTCCTGTCATTTATTGATGGTC AAAGGT TTCTTTTGGC 

TATTGCTGGACTCTTAAGATTGTCTTGT AATTG TCl 111 IGTTGTTGTTG 

AAAATTAAGGGTGTATATTAAAGGTAGTTTTTACCCAGATCTTATATGTG 

TGATAGCTCACGTCTGTAATCAGAAACCTACTGTTTAAT GGCCA CCCAAT 

TGCCATTAGCTTCCTAGAGGGTGATTTAATAAACTATCTTCITT AAAAC T 

CATTTAAAATTAGAGACATGTTTGCATAC AATGG ATTAATGACGTTTTCA 

CACTAACCCACAAAAGTCTGCTGCACTTTCTTTTGTAGGCCTAACATTCA 

TTTCATATGCATTGAATATTATTGGTGAACTTGCATT AATTACA TCGTGC 

ATATATGGACATACAATGTCATCTGCAGAATTTAAGATTTTTTATTGTTA 

ATTTTTATAGGGACTGGGAAATTGAGAATTTAAATTAGCATGCTTCATTT 

ATAATAATATTTCTAGTGGTTCATTAACCCCTAAAATGTGATTAGATCAG 

GATTAAATTGGGAAGAAAATTTTTCCTAAAATGGGCCTGGCCCGGCGGGC 

GTTTCAAGGGCAAA 
>Sequence 159 

TGGCTATTGAGACCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACACAGG 

ACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAA 

GGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAAC 

ATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTTACACCGC 

CGACCATGGTTACCATATTGGGCAGTT TGGACTG GTCAAGGGGAAATCCA 

TCCCATATGACTTTGATATTCGTGTGCCnr 111 1 ATTCGTGGTCCAAGT 

GTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGC 

CCCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGACG 

GCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTT 

CGAACAAACAAGAAGGCCAAAArrTGGCGTGATACATTCCTAGTGGGAAG 

AGGCNANATTCTACGTAAGAAGGAAGGATCCAGCAAGAATATCCAACAGT 

CAAATCACTTTGCCCAATATGAACGGGGTCAAGAACTATGCCAGCAGGCC 

AGGTACCCTTGGCCGTCTAGACTGGTGGATTCCCCGGCTTGAAGAATTCC 

ATTTTAAGCTATTATTACGTCAACTTGAAGGGG 

>Sequence 160 

TGGATGATGNATTGGTAGGCCTCATCGCGGTGGCGGCCGCCCGGGCAGGT 

ACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAG 

CGCAAAAGGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCT 

GTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTT 

ACACCGCCGACCATGGTTACCATATTGGGCAGTTTGGACTGGTCAAGGGG 

AAATCCATGCCATATGACTTTGATATTCGTGTGCCl l 1 1 1 1 lATTCGTGG 

TCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCOTTCTCAACATTG 

ACTTGGCCCCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGAT 

GTGGACGGCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAA 

CAGGTTTCGAACAAACAAGAAGGCCAAAATTTGGCGTGATACATTCCTAG 

TGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGGCAGAATATC 

CAACAAGTCAATCACTTGCCCAAATTGAACGGGTCAAGAACTATGCCAGC 

AGCCAGGGTCCTCGGCCGCCTAGAACTAGTGGA 

>Sequence 161 

GATAACGTTGAACCTCATCCGAGGCCGGCCGAGGTACCATCCTATTAATA 

CrAACTTCTG<nTCTACATACrrGTAGACCTTTCTGGATGATAGAAATCA^ 

TGCAGCGGGTGGGACGAGGGCACCATTTATATTGGACTGACTGATATGGC 

TTTCTATACCAAAGGTAAATGCTGAATGAGAAAATCCTGACT CTTGCA AG 

TATCTATATACCAAGAAGTTGACCTCATCACTGCTrATACTCATCTTTAT 

TCCCACTTAAACCATGAGGTCACACCACAGGATATAACCCATTGGCAGTG 

CATTGATGTGGGGATGTGCAACTGAATATCCGGGCACCGCCAATCACAAG 

TTGCTGTTGTTGATGCTGGAAACGGTGGCCITCAACGCCGCTTCCCCCIT 

CCGGGAATCCCCGCGTCTCCCCCCGGGGTThWTATTTCTCTAACTACTCA 

GTCTATTCTCACTAAAATATTCTTTATAATTTAAACTTTA 

ATAGrrATrCACTATTATTTATTTTTTATATATTATTACACAATTCTATT 

TTTrrTAAATCAATACTTAACACTTTTCTTTA AT^ 

CCAATAGATTATAACATTTTTACITATTACATCTTTCTAC 
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>Sequence 162 

ggcggccgaggtacctggcctgctggcatagttctttgacccgttcatat 

ttgggcaagtgatttgactgttggatattcttgctggattcctc cttct t 

acgtagaaatttgcctcmccactaggaat gtatc acgccaaattttgg 

ccttcttgtttgttcgaaacctgttaccrggcttttct 

ttgaggacagacttgccgtccacatcaggaggtgtgtcgagcccagcaat 

atccaggatcgtgggggccaagtcaatgttgagaacgatctgtgggacta 

ttgatcctggttctacacttggaccacgaataaaaaaaggcacacgaata 

tcaaagtcatatggcatggatttccccttgaccagtccaaactgccx:aat 

atggtaaccatggtcggcggtgtaaatgatgtaagg attctncagcttcc 

ccgtctccacgagccttgtttacaggctttccacagaattat 

>Sequence 163 

ttattatcgatgcgcaccacgcgtccgggtggctctatgtagttctaatt 
tgcatttctctaatgactaacgatgttaaacatattttt atgtac ttgtt 

TCATGTACTTGTTGATATGTCTATTCAATTCCTTTC ACCA I I I I I atgga 

gctgtttttttattattgagttgtaggatttctttatatatgctgcatac 
caggcctttgttatatacatgctttgcaatgtacattgtctt aaaat ctg 

TGGCTTGCCTGTTCAATTCATTAGTGGTGTTTTGTTAAGC AG 1 1 1 i 1 AAT 

TTroATOAAGTGTAACTTATTCATTTTTTATTATGGTTAT^ 

TTCAGGTCX:CAAATTTTGCCTTCTCACAAATCACAAACATTATCCT 

TTTCCTTCAAAAATTATATGGrrTTATGTATTTTCAATCTCAAAATATTC 

TCTAA I I i 11 ITG CTGATTTATTTACTAAAGAAATTTGAGGGAT^^ 

TAATGTTAGGGATTTTTCTAGATGCCACT 

>Scquencc 164 

TCGATGACTCACCGCGGTGGCGGCCGCCCGGGGCAGGTTATTTAATTTCT 

TAGTGTCTCAATTTCCTCCTCTATAAAACAGAGATAATAGTATTTAGCCC 

AGAGGGTTGTGGTGAAGTGTGAATCATTTCTCCATGTAAAACACATAGGA 

CAGGCTGGGCATGGTGGTGGGCACCTGTAATCCCAGTTACTTGAGAGGCT 

GAGACAGGAGAATCGCTTGAACCCGGGAGACGGAGGTTGCAGTGAGCCGA 

GATAOTGCCACTGCACTCCAGCCTGAGTGACAAGAGTGAGAGTCCATCTC 

AAAAAAAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 1078 

CATGCGCTGTATATAAAATCTTCGTCTTGTTGTATATATATATTTAAAAA 

TGTCGATGACGTTTAACAGATAAAT^nWTNANCNCNGNNCGTN^r^^^ 

NNAAAGTGGNGGNGNGATTGTATACGACTATATAGGCGAATGGGCCTCTC 

AAOCATTCTCNANCNGNCGCCANTGTGATAATTCTCTCTATAA TCGGCC G 

CCCGGGCAGGTACAGACITAGTACCTTTGCTTTTATATATTGTGTTm 

GCATAGATATGAATAGTTTCACTAATTCCATTCATGGTACTGTAAACATT 

CTTAAAACTTTGTTTTATGGGATTATCAGAGTAACAAAATAATGTAGTCC 

CTTTATGGACTATAAGTAAC 

>Sequence 1079 

GGTACAGCTCACATTCATGGGGAGGAAAATCAGGGCCTGTCTTTAGATAG 

GAGATGTATCAAAGAATTTGTGGACATATGTTAAAATCACAGCACTACTC 

TTGATGT 
>Sequence 1080 

CGATATGGGAGTCGACCCACGCGTCCGCTGCCATCGCCCAATGGGCTCAT 

AAACAAAGTGGCCATGGTGGCAGGGATAGACTTTCTCAGCAACATGGACT 

TTCACTCACCAAGGCAGACCTGGCTACAGCCACTGCTGAGTGCCCCATTT 

TCCAGCAGCAGTGCCCAACACTGAGCCCTTGATATGGATCATTCCTIXKK^ 

TGATCACACAGCTACATGGTGGCAGATTGATTATATTGGACTTCTTCCAT 

CATGGAAAGGGCAGAAGTTTCTCCTCCCTGGAATGGACACTCCAGATATG 

AGTTTOCCTATCCTACACGCAATGCTTCTGCTAAGACTACCATCTGTGGA 

TTCACGGAATGCCTTATCCACCGTCATGGTATTCCACACAGCATTGCCTC 

TGACXitAAGGCACTCACriTTACAGCTAGTGTGACAGTGGGCrcATGCT 

GGAATTCACTGATCCCACCATGTTCCCCACCATCCCGAAGCAACTGGATT 

GATAGAATGGTGGAATGGCCITTTTGAGTCACAATAACAATGCCAACTAA 
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GTGATAATACTCTGCG<XiGCTrGGGCAAATTTTTTCAGAAAGCCATTGTT 

GCTCTGAATCAGCATCCAATATATGGCATTGGTATTCCATACCCAGGATr 

ACAAGTCCAGGAAATAATGGGGTGGAATTGGAATGGATTACTTAACATTA 

CCCCTAATGATCCATAGAAAATTTGGCTACTGTTCCCACACATTCATTCT 

GGTGGTCTAAAGGTTAGATCCCAAGGAGAAAGTTCCACAGAA 

>Sequence 1081 

GGTACACGATGTGGCTGACATTTGGCTGGAGT CroCTA AGATGTClTCIT 

ATGCTGGATGGACGCAGACCTGTAA CACCT CTGTTTTTC ATCTT CTCCAC 

C ATATTTTTC ATC AGCCGCCTC ATTGTTTTTCCTTTCT GG A I i n ATATG 

GCACGCTGATCTTGCCTATGTATCACCTCGAGCCTITCTTTTCATACATC 

TTCCTCAACCTACAGCTCATGATXrrTGCAGGTCCTTCACCTGTACTGGGG 

TTATTACATCTTGAAGATGCTCAACAGATGTATATTCATGAAGAGCATCC 

AGGATGTGAAGAGTGATGACTAGGATTATGATAAAGAAGATGAAAAGGGA 

GATGAAGAGGCTACCCAAGGCAAAGAAATGGATTGTTTAAAGAACGGCCT 

TCGGGCTTGAGAGGCACCTCATTTCCAATGGGCAGCATTGGCCTTAACTG 

GAAGCCTACAGGAACTCCnrGGCACCAGTTGCTTAAAGTAACTTGCCCGG 

CCGGCCGATTGAAAGGGGGA 
>Sequence 165 

TCTTCCATACITCGTAACTCTATACATTTACCATTGTrATCATCTACTAT 

AATTATCCATCTTATACTTCCGAACTCGTTTAATAGTATTTATCTAAT^^ 

TTATATAATTTCTATTTATAAATTACTTTCNACTGCNAANAGCCNTTGTG 

TTTTTATCCGCCTGACGAACGCGCAGGNACCGGCATCAGCATTAGTAATC 

AACCTGTTAATCCAAGGTCTTTAGAAAAACTTGAAATTATTCCTGCAAGC 

CAATTTTGTCCACGTGTTGAGATCATTGCTACAATGAAAAAGAAGGGTGA 

GAAGAGATGTCTGAATCCAGAATCGAAGGCCGTCAAGAATTTACTGAAAG 

CAGTTAGCAAGGAAAGGTCTAAAAGATCTCCTTAAAACCAGAGGGGAGCA 

AAATCGATGCAGTGCTTCCAAGGATGGACCACACAGAGGCTGCCTCTCCC 

ATCACTTCCCTACATGGAGTATATGTCAAGCCATAATTGTTCTTAGTTTG 

CAGTTACCCCTAAAGGTGACCAATGATGGTCACC CAATC AGCTGCTACTA 

CTTCCTGTAGAAGGTTAAATGTCATAATTCTTAGCTTTTCAGGAATAACT 

TTACCCTGGCACTATTAATGAAAGCTCTACCGGGGTGCCTATGTCTTAAG 

GGTGGTTTGGACCTGCTTCAAATATTTTCCrTCACCTTTCCCATCTTCCA 

GGGGTCCTTGGGCGGTCTGAACTAGTGGGATCCXCGGCCTGCAGGAATCC 

ATATCAACTTATATGTCCCGCGCCCTCAGGGGGGGCT 

>Sequence 166 

TTCTATTATTCGTTGATCGACTATTCCTTCTTCGGTNTATTGATTGAACA 

GTATTCATTACTTCTATTACTTCTTTrrATACATCCATTATCGTCTGT^ 

ACGATGTTTATCTATfATTATGTTCCTACATTATGTTTATrACNNNNAAG 

GGTCGTTGCTTTGTAGCGCNCTCTCCNAGTGGCGGCCGNGCGGGCAGGTA 

CTTGCTCAGCCTTGCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAGGAC 

CAAGGTGTGAAGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAAG 

AAAGGTCGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGGAACAG 

TTTGTGAGGACTTATCTGTTGTACCT 

>Sequence 167 

CCGCCCCGAAGTACGTm-CCGCTAATATTGATGGCAATTTCTACGTTATT 

CTCAACTCGTTTTCATGTTACTTATATGACATCTACATCATCAGTTTATA 

GTACATAATAThnNTTNNAATGTATGTGCTGGTAGCGGGCTGNCGNCCGG 

GCAGGTACGCGGGATGGCACGTGCAGCGCAAGTAGGTCTACAAGACGCTA 

CTTCCXrcrATCATAGAAGAGCTTATCACCTrrCAT GATCA CGCCCTCGGA 

ATCATTTTCCrrATCTGCTTCCTAGTCCTGTATGCCClTrrCCT 

CACAACAAAACTTACTAATACTAACATCrCAGACGCTCAGGAAATAGAAA 

CCGTTTGAACTATCCTGCCCGCCATCATCCTAGTCCTCATTGGCCTCCCA 

TCCCTACGCATCCTTTACATAACAGACGAGGTCAACGATCCCTCCCTrAC 

CATCAAATCAATTGGCCACCAATGATACTGAACCTACGAGTACCCT 

>Scqucnce 168 

CTTGTCCrTTCACTTCACACATTTTTCCAACTTCTATC^ 
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TCTCTATATrilCirri-ITAATATAAATATAATATAGTCTATCATATTGT 
ATTAATNNNhffWTGTTAAOTGTGCnXjTAGCG GGCCGC CGCAC^^ 
TGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCITrrCCTAGGAC^ 
GCGGAAGAAGTOGCTCACGCCTTCCAGAGCCACATCATCGCGGTCGAAAT 

AGAAGCCCAGAGAGAGGTAGGTGTAGGAGGCCTGCAGGTACCT 
>Sequence 169 

CCGTGTGCCCATTGANANTCTGNCTTACCGNGGNGCCGGCCGCCCGGGCA 

GGTACTTCCACTATTATTGAATGTATTCT GTATT ATAATTGTATATTTGA 

TTGCCTATCTCCCCTCAACTGCATTATACA TTTTC ATGGGTGAGCCAGTG 

TCTTrTTCACTCTATTTCAGTGCCCTGCACATTT TCTGG CACATAG^ 

CATNCXCATGAGTNATCTOATGNAATAAATGTAhnrTTCC^TAAATTC 

TTCAGTATNCCITAATCTGNAAAATACTAAAATCCGAAATGCTCATAAAA 

TTCAAAG CI 1111 IG AGGACCTGACCTCGTGCCTCAAAGGAAATGCTCAT 

TNGGAGCATTTTGGACCTTCAGAATTTTCAAGATTANNGGGATATTCATA 

CCCGTAAGAAATAAGTGCTCAATATTTCCCAAAATNT NNCAAA AAAGTCT 

TTGAAATCCCCAAAACAACTTTTCTGGTCCCCAAGGTATTTTTTGGAAAT 

AAGGGGATTACCTCANACmiCTTGTACCGTNNAAAATACCCATGCANNNT 

ACTNhTlTCGATTAGGCACCCATGTGAAAGGGGTATCTTTCTCTTAhW 

TTGANACCCTCATTGGGNKiriXXjTTCrrCAAGCCAAAAC^^ 

GGCCCCACITTCAACATGNNNGCTTTTAATTCCGTOCCCTN^ 

ATGGCCATGGTTCCTCTTTTTTTACCACATAAATTTCAATGGCCX:CATCA 

AGATTGAATATTCACATTTCGACCATAACACTGGCCATTCAA GGTCCC TT 

CAACAAGCCCACTCATAANGGTTTrcCTCCTCTCTCCATOT 

TTCXnTATGAAAATTTCTACCTTTGGCTTTCCCCCAGGAAACCT^ 

AGGTTTCTCGGTCAGGTCCCGCAACACCACCGCAACGCGGGGTCCTCCGC 

GTAACCTTCGGCCGGTTCTAGACCTAGTGGGATCCCCCGGGCCTGGAGGA 

AATTCGAATTCAAGGCTTATCGATTCCG 

>Sequence 170 

TGTGTCGATGCGTCACCGGGTGGCGGCCGAGGTACTTAGCTGTGTTTTTA 

TTGAAAGTCTACATTTTATGTAGTGGTTAATGTTTGCTGTTCATTAGGAT 

GGTTTCACAGTTACCATACAAATGTAGAAGCAACAGGTCCAAAAAGTAGG 

GCATGAmrCTCCATGTAATCCAGGGAGAAAACAAGCCATGACCATTGT 

TCGTTOGGAGACTOAAGGTGATTGAAGGTTCACCATCATCCTCACCAACT 

TTTGOGCCATAATTCACCCAACCCITIXjGTGGAGCCTGAAi^^ 

GCAGAATGTAGGACTTCTTTATTTreTTTAAAGGGGTAACACAGAGTGCC 

CTTATGAAGGAGTTGGAGATCCTGCAAGGAAGAGAAGGAGTGAAGGAGAG 

ATCAAGAGAGAGAAACAATCAGGAACATTTCATXTGACCCAACATCCTTT 

AGGAGCATAAATGTTXjACACTAAGTTATCCCITTTGTGCTAAAATGGACA 

GTATTGGCAAAATGATACCACAACTTCTTATTCTCTGC^^ 

TTGGAAACACTTAAACATCANATGGAGTTAAATACATATTTGAAATTTAG 

GTTAGGAAATATTGGTGAGGAGGCCTTA 
>Seqiience 171 

TGTTGTACTTATCGGGGGCGGCCGCCCGGAGCGGCGCGGAGCATGATGGA 

AGTCGTAGTAGGAAATGGCGTCGTGGCATTGAGGGGCATCCCTCCTAGAA 

CCKXAGGAAAAGCTOGCXKjAAGACGAGGTTCTGCGGAGAGAGAGGC^ 

AAGCAGTCTGGGAAGTGTAGTCCAGTTGGCTTAGCAGTAGTTTCGTTGGG 

GGGGAGCCGAGGTrCCGGCAAGGGGCTAGGCCGGCTTGAAAAGAGATTAT 

GACTGTACCTCGGCCGTCGAGCGGCCGCCCGGGCAGGTACAACTTTTATA 

CAACTCAGGAGATTAAAAAAAAATCTCCACAAGAAGAAGCAACTCAGCAG 

GOCCTGGCATTAAAACATTTCCCAGAATAAACAGATATGCATTGCATTAA 

AGGTAATTTTCAAATATTTAAGTTACACCAAGATTTCXCTCCAATATGTG 

CCITTXnx::AAACCAATGCAACTAATTCATTX^ 

TTITGGCAAATGTTTATGGTTTTACr 1 iCr 1 CATTAATCAAAAAATTTTT 
TAAAGTGCTACCAAGCAGCAAAACATGTCGCATCAGTTCTCTGCTCATGG 
CAGAAGTGCCCACTGTGAAATCGCAAAAGGTAT 
>Sequence 172 
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GACGATGCATTCACCGGGCGGCGGCCGGGTACAGATTTAAGGTTGATGGA 

CTCAGGGTAAGGATAGCTACAGCTCTGTGGGGCTGAAGGTCTGTGGCACT 

GAGCTACTGGGGAAGGAGGGCTCTGTTTTCATTOTGACACACro 

TAAAGCACTTACTQAGGGAGCCAGAGCCCAAACTCTAAATGTGCTGTAGA 

AAAAGGGCCAAGTCATTGACTGCAOTACTCCTTCAGCCAGAGGTAGAAAG 

GATTTACTCTTCAGCCATCTGGTAGAGCCCCAAOAACAAGTTACATGTGO 

ACAAAGGGAGGGAGAGGTATCATGGTGATTAATAAATTCAAACAAAGCTG 

AATGATAAGACCCCAGGATGGAATACAGTCTGAGAAAGGCCTGGGCAAAG 

GGAGGCAGAGGGACTGAAGGAAGCAGGTCAAGGAAGATACACCC 

>Sequeiice 173 

AGAATGACCCCTTACGCGTGGCGGCCGAGTACGCGGGATAGGTGGAAAAA 

AACACTGCCATTCACAAGTCAAGGAACCCAGGGCCAGCTGGAAGTGTGGA 

GCACACATGCTGTGGAGCACACATGCTGTGGAGATTGCAGTGTGTCTGAG 

GTTTGTGTAGTAGTGGAAGATTTTAGGTATGTAGAGCAAGTTGAAATGGA 

TTGAGACTGCATGGGGGCATAAATGAGAAATTGCCTGTAGCATCTAGTCT 

ACTTGAAGGAAGTGGAGACATAAGGAGAGACAAAAACAGGTTTGTGCCAT 

AAAGTATTTTTTCAAAGACACCAAGATGTGGGTAAATGAAAATTATTAGT 

TCACTTCCCTGCTGGCATOAAACriTrGCCTTAAGAAGGGTC^ 

CCAAGGTTTGGTAAAGGGCAATTTTGGGTAAAGGACTGGCrri'l'l'IGAAA 

TGCCTTATG 
>Sequence 174 

GTTTGATTGCGGTGGCCGAGCGGCCGCCCGGGCAGGTACCACTAGGGTGT 

TGTTAAAGGACrrGATAACCAGCTTGAAGAGGTTCCTACTGACCAGAAAT 

GGAATGAAATTTAAGCATCAATAAGGGTAATAACTGCAAGAGACTGACAT 

CCACTATGGTTTAAATCCATGAGGTCACAATGATACTTAATTTTTCATTA 

TTCTGAAAACCAGTAAATAAAGGCTAAGATTCAACAAGCATTTATCCAGC 

CITTCXnrAATGAAATATATCTTAAGAGAACCGAATAGTTAACATAGAGA 

CATGGCCGGGCAAGGTGGCIXrrcGCCTGTAATCCCAACACTTTGGGAGGC 

CGAGGTGGGAAGATTGCTTGAGCCOW^GAGTTCTAGACCAGCCTGGACAA 

CATGGTGAAACCCTGTGCCTACAAAAAAAA AAAA AACAAAAA AAAAGT CC 

CACnTCX:CCTTTTTACTGTAGGGGGGATAACTTTTAGGAATTAAC'i 1 1 ri 

GAATATTA' i ' l ' l C II G AATA A AGCATGTGTTAATGGTTAAAAANACAAAAG 

ATCAAATAATAGAAATAATAAGOTCCCTCGGCCGCTTAAAAATAAGGGGA 

KX:CX:GGCTGGAGGAAATTCATTCAAGTrAATGATACCGTrAC<XTTAGG 

GGGGGGCCGGTACCAACTTTTTTTCCTTTAATGGG 

>Seque&ce 175 

aatcaaocgcattattcgtattactgtacgtaatacatcgacgtctgcta 

ctcanattirtactttattatatatgtacactcactctatctatatatac 

tattattgtatcrratgaggcratntatatatttann>waagttrggtgtg 

cgcgacx:goccaggtaccaaaacctggogattaagctaagaag tctgg tg 

gagagactctgtggacgtaaagaagggaatgaacacagagaaacntcag 

ccagattcctgagtgtcacctgaacaagaaaagtcaaactggagtgaaac 

catgcaaatgcagcgtgtgtgggaaagtcttcctccgtcattcattcctg 

gacagggacatgagagctcatgctggacacaaacgatctgagtgtggtgg 

ggaatggagagagacgccccggaaacagaaacaacatgggaaagccttca 

tttctxccagtagtggtgcacggcxicacagtaacaccaacrcgaaagaga 

cxritatgaatgcaaggggtgcgggaaagcctttaattctcccaattt 

tcaaatccatcaaagaaactcacacrggaaaga ggtcc tataaaaggagg 

GAAAAAGGTGAGAGCCTTTACAGTTTTCAG'rilCrri'iGAAAACATOOAA 

AAATGCATACTTGGGAAAAAACGCTATGAATGTAAATACTGTGGAAAACC 

TAATCGGTTATTCCAGGTTATTTTAAATTCATGTTAGAAA TAACA CTGGG 

GAAAAACCTACCAAAGGTAACCATGGGGGAAAGGCTTTATTTTCCGAGGG 

TACCTTTGGGCACATTGAAATAAAACTTAACCGGCTGGT 

>Sequence 176 

cx:ggccaggacgcggggtgctgtgaagagctttgcattgtgggaagtctt 
tccittctcgttcccxxjgccatcttagcggctgctgct 
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TCCCGCTCCTAAGGCAGGAAGATGGCGGCCGCACAGAAGACGAAAAAGTC 
GCTGOAGTCGATCAACTCTAGGCTCCAACTCGTTATGAAAAGTGGGAAGT 

GCCT 

>Sequence 177 

CCCCCCCGTTACCCGACGCCGTCGCGATTGGAACTCCCCGCGGTGGCGGC 
CGAGGTA Ci 1 1 1 1 1 1 Till 11 111 i i ATGAATTATTTATTTTCTTTCTCA 
GAAAAGGATGCGC(n^CCA<nTAGCAAGGCTGGGCAGGATGTGGTTCTGCA 

TCTCCCCACAGACGGGGTGGTTCTAGA 
>Sequence 178 

TGGGGCGTTGAGACTTCCTCGCGTGGCGGCCGCCCGGGCAGGTACCAAAC 

CATTTTCACTAGTTCAGGATAGGAATATTCATCAGATTGTCTCTGTAAAA 

GTGAATCACAAAAATTCCACCTGTGTAGGTGTGGGACTGGACAGCTGAGT 

GACAGGGCCCTGGGAAGAACAGAAACCACTTTTCCTCTTT CCTCT GAAAT 

ATCAGAAGTTAAAAATCTACTCTGAGTTATATGTGCATCAATTTTAGACA 

TATTGCTGATTTTATTATGAAAATGAAGTGCTAAAGACAAAGGATATTTC 

CATTCCTCTGGACAGGCAGCCACAGACCAGCACTGCTTGACCCATGTGTA 

TACACATGTGTGCTTTGTACCT 
>S€quence 179 

TGGTCGTTGTTGCGGGCTGCCGAGGTACTCACAGTCACGCAAATTCACTG 

TCTGCGTGCACGGCIXrrCCATTCrrCTTCTTGGCTTTACAG^ 
TCAAGAGCTTCACCCATAATTAAGACCTTCTGAGGATGAGCGATAGATAA 

ACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGA 
TCCCTACGACAGTCCCCTGCTCCGTCITCCAGAGCGCTTTGTGAACTTCT 
CCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAG 
TTTCCATATGCTGAAGGTTrTTCCACTATrCACACTCTGTGGCGTAACCT 

TCTTCAATATAACCCCAAA 
>Sequence 180 

TGANAGATTTGCGGNGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAA 

GGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTG 

GGGTTATATTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACC 

TTCAGCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTC 

CTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGG 

GGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGT 

TCAGAGGAGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTAT 

GGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAG 

AGCCGTGCACGCAGACTGTOAATTTGCGTGACTGTGAGTACCT 

>Sequence 181 

TGGATATGTGCATCGGGGGCGGCCGAGGTACTCACAGTCACGCTCCTCTG 

AACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCCCTACGACAGTC 

CCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCAAATAAGAACAA 

GGACACACATTGTGTCAGGTCACGAAGATCATTCAGnrCCATATGCTGA 

AGGTTTTTCCACTATTCA(:j\CTCTGTGGCGTAACCTTCTTCAAT ATA^ 

cc aaatgtcacccaatctatttcttcc agcttctctctggccatc 1 i 1 1 c 
cttgatctgagacagtctgatcagtttt 

>Scquence 182 

tggatactgcaatcgggggcggccgaggtacatggatacgttctcttctg 

GGGGCGGTCTCCAGTCCTTTXrrCATGAGGGAGCACACTCCrCTGCCTCAT 

tgcagtggcctcagggatatggaattaagatccacctggtgtgatgaata 

aacccagacrctcagcaacgcaggaaaaaaaacaaaaactggctggcgat 

ctggagtaaaggatcctcacatccacgtgaaccaggaaactctg 

>Scquence 183 

tggatatcgagacgtctatcgggtggcggccgaggtacgcggggagcgga 

aagggagactgtggggaactaggagcaacagcaggcatggaccaaagcag 

tgaaggatgtatgaaaaagattagcagtgtgaatcttgacaaacttataa 

atgacttctcacagatagaaaagaaaatggtagaaaccaatggaaagaac 

aatatactggatattcagttggaaaaaagtaattgcctattaaaagtaat 
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GCAAGCAAAGGACK3TCTCCATTAAAGAAGAATGTGCTACTCTTCATAATA 

TAATAAAAGGGCTACAACAGACCATTGAATATCAACAGAATTTGAAAGGT 

GAAAATGAACAACTAAAAATAAGTGCTGATCTTATAAAAGAGAAGTTAAA 

GTCTCATGAACAGGAATATAAGAATAATATTGCCAAACTTGT AAGTG AAA 

TGAAAATCAAAGAGGAGGGATATAAGAAAGAAATAAGCAAACTTTATCAG 

GACATGCAGAGAAAAGTTGAATTAAATGAAGAAAAGCACAAAGAACTAAT 

AGAGAAAAAGGAGATOGAAATTCANAGTTAAATGCAAAGCTCAGAAGTCA 

AAAAAAAAAAAAAAATGAAATAATCAAGCTACAACTAGAANTTGATGCCA 

AACTAGCAAGAGTTCAGACTAAATCAAAATCTATCAGGATTTACTTGTTr 

>Sequence 1S4 

TGGATGATGCTCATCGCGGGGCGGCCGAGGTACATGOATACGTTCTCTTC 

TGGGGGCGGTCTCCAGTCCTTTCrrcATGAGGGAGCACACTOCTCTGCCT 

ATTGCAGTGGCCTCAGGGATATGGAATTAAGATCCACCTGGTGTGATGAA 

TAAACCCAGACTCTCAGCAACGCAGGAAAAAAAACAAAAACTGGCTGGCG 

ATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTG 

>Sequence 185 

GCNNNATGATTANTCCTTACCGGCCGCCCGGCAGGTACGCGGGGGTGTCC 

GGCGATOGGCACXKKjCATTTCTTCGTTTATAGCTGTCTGTTTGCATTC^ 

ATTGGGAACACTGGGATCATTTTCATCATGCCGACAOTGGTGGTAA 

TGTATCCCTTTCCATGACCCGACCTGTGTCTATTOAGGGGTCCGAGGAAT 

ACCAGCGAAGCACTAAGTAATATGGATGATTATGACAAAACCTGCTTGGA 

GTCTGCATTAGTTGGTGTTTGCAATATCGTTCAGCAAGAATGGGGTGGTG 

caattccttgccaggttgtcctggtgacagacggctgtcntggcattggt 
agagggtcactgoaacattocttacccactcaaacttaacgaagtgagag 

CAACCGGTTTCCACTACCTTTTCCrrTTCCCATtrrAAC^ 

GCGGGCGCGAATTGGAGGGACCACCGCGCCCCTGTTCTTGGGAATTTCTA 

AAATCTATTATATATTCACACATTTGTAGGGGGCCATATTATAATTGTGG 

ccgcccctctgtcaaaaaaaactccctcggcctataaaaagtgggccccc 
cx:ccggagggggaattaaaataatctaaccccccccccccggggggcccc 
ccccccttttttttttaagagaggacaccgccc 

>Sequence 186 

tcggccgatggaagcgctcaccgcggtggcggccgaggtactcacagtca 

cgcaaattcacagtctgcgtgcacggctctccattcitctrct^^ 

acaggtrcccaggtcaagagcttcacccataattaagaccttctgaggat 

gatcgatagataaacacacctccnxrrgaaccatccttgggcttcatgc^ 

ttggcattgaggatccctacgacaotcccctxkn-ccgtcttccagagcgc 

tttgtgaactrctccaaataagaacaagga cacac attgtgtcaggtcac 

gaagatcattcagtttccatatgctgaaggtttttccactattcacactc 

tgtggcgtaaccrrcttcaatataaccccaaatgtcacccaatctatttc 

TTCCAGCTIXncrcTGG<XATCnTTTCCTTGATC^ 

GTTTT 
>Sequeiice 187 

NGGATGATTGCACTCACCTGGTGGCGGCCGCCCGGGCAGGTACCAGAGAT 

TCCAGAGAGTGGTCrrTGGAATTTCCCAACTCCTTTGCTTC 

ATCnCTGAACTAACAAACCAGAAAGAAGTGGCAGCATGGACTTATCATTA 

CAGCACAAAAGCATACTCATGGAATATTTCCCGTAAATACTGCCAAATCG 

CTACACAGACTTAGTGGCCATCCAGAATAAAAATGAAATTGATTACXrrCA 

ATAAGGTCCTACCCTACTACAGCTCCTACTACTGGATTGGGATCCGAAAG 

AACAATAAGACATGGACATGGGTGGGAACCAAAAAGGCTCTCACCAACGA 

GGCTOAGAACTGGGCTGATAATGAACCTAACAACAAAAGGAACAACGAGG 

ACroCGTGGAGATATACATCAAGAGTCCGTCAGCCCCTGGCAAGTGGAAT 

GATCAGCACTGCTTGAAGAAAAAGCACGCATTGTGTTACACAGCCTNCTG 

CCAGGATATGTCCTGCAGCAAACAAGGAGAOTGCCTCGAGACCATCGGGA 

ACTACACCTGCTCCTGTTACCCTGGATTCTATGGGCCAGAATGTGAATAC 

GTGAGAGAGTGTGGAGAACTTGAGCNTCCTAACACGTGCT CATGA ACTTG 

AGCCAACCTCTTGGAAACTTCTNCTTTAACTCGCAGTGGAGCT^ 
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CACTTGACGGTACCTTGCiGCGNTCTAAGACTAAGT 
>Sequence 18S 

GGAGGATGTGCANN^r^TNTTTTGAA NANGCGACT CCACCGCGGTGGCGGC 

CGCCCGGGCAGGTACl l l l'l-l l'1'1 11 1 1 1 1 1 1 1 1 1 1 GTAACTACAGGTGT 

CAGATGCATCACAAAAGCAGAAGTGCCCTTTCAGCTCrrCTCTGTGCCAT 

TCCTTGTCAATTTCATGCTGCCTACAGCAACAGCATAATACTGCAAACAG 

CCATGATGTCANCTCGAAGTGNTCTCTGTGATTGACAGAGAGGGACACGT 

CGTAGTCAAGAGGTGTGCTCCTCAGAAGAATATCAGAACTCAACTCGCTG 

TGCCTCCAAGGGGCTCAATCCCTTGATTTGAGGGGAGGGATGNAAATATT 

CTCTGCATGAAGAGAGCNAGCGGATGGGAAGTGATACTAGGTATGTAAAG 

GATCGTCAGTTACCTCTAAATGTAAGTTAGACCAGGACAGCCAGAATCAC 

CGAAGGTCTTGGTTAAGGTCCCTCTGTAACAAGGCCGTAGAAGGCCCAGA 

AATGTNGGTGACAGCGAGACACNATTTCTTAAACTCTTACANCTTGTTGT 

AAATGAGTAAGAAAGGTGACANTTTGTTTTGGAAAATCCCCCTCCCCAGC 

CCTTTTGTTTCCCAAGAAACrrCAGTTATTCAATTTTTCCTGGTGCCC 

CATACAGTAGTTCCCTTAAGATAAAACACTACCTACTTGCAACAAAATCA 

TNAGAAGTGCCAGAGCCATTACCAAGATGGGTTACCATAAGAATTAAAAA 

AATATTATTGCAAAAAAAATAAAGGTTCTAAAAGTTAAAAAATGGGATTA 

AGATGGTAACTCrrTACCTAArrCCCTAAAAATGGCTTGTTAT TAACC X}AA 

CCGGCTTGGTACAAAACACCGTGGTTTTAATCTACCCGGAAACTTl^ 

TTAACTTCCCTTCCTCCCTGACAATCTTAAATACCT 

>Sequence 189 

CCGGGCAGGTACGCGGNGAAGGAAAGCAGCTGCAAACTTCCCATCTGCAG 

TGTTTGTTTGTCTCGGCTCCGGCCATCACTGCCACGATTACCCCTGGATG 

AATTCCTCAGTGGAAATATCAACAAGACTCAGCCCACCTGCACCCAGGTG 

ATTAAAAAGCTTTATTGCTCACACAAAGCCTGTTTGGTGGTCTCTTCACA 

TGGACGCGCGCGACATTTGGTGCCCTGACTTGGATCAGGGGACCTCCCTT 

GGGAGATCAATCCCCTGTCCTCCTGCTCTTTGCTCCGTGAGAAAGATCCA 

CCTACGACCTCTGGTCCTCAGACCAACCAGCCCAAGGAACATCTCACCAA 

TTTTTAATCAAGAATATTCTGTGAAAAAGACTAAGATATCAGAGAAATTA 

TTAGTGCACATTATTAGAAGAGAGCTTCAGATGAAAATAAAGATCAAGAA 

AAGACTCTTGCTTTGAGAAGACACAAAGAAATCACATCATCTTATTGGGA 

TTACTGGCTAGCCATATGCAGAAGATTGAAGCTGGTCCCCTTCTTACACC 

ATATACAAAAAGCAGCACAAGATGGATTACTTAAATGTAAAACCCAAAAC 

TATAAAAACCCCTGGAGGACAATCTATGCAATACCATTCTGGACATATGA 

AAAAGCAAAGGATTTCTGTGCAAAACACCAAAAGTTATTTGAACCAAAGC 

CAAAAATTGACTGGTGGGATCTAATTAAACGTGAGAACTTCTTGACAGCC 

AAAGGAAATTGCGGCCGAGTAAATAGACCATCTTAATAATGGGAGAAAAT 

ATTTGCAAACTATGCTATCTTCAAGGGCTTATTTTTAGCXrr^ 

TGTTTCCAAATTCCC 

>Sequence 190 

tgaatgatctgatcgcggggcggccgcccgggcaggtgccatcgccgtcc 

ca1tgctcacagggactgggaaggcgatgcctggcgggagctgctggtgg 

agagactcgggatgactcctgctcagattcaggccrtgctcaggaaaggg 

gaaaagtttggtcgaggagtgatagcgggactcgttgacattggggaaac 

tttgcaatgccccgaagacttaactcccgatgaggttgtggaactagaaa 

atcaagctgtaccctgatgctacagacgaggacatcacctcacacatgga 

aagcgaggagttgaatggtgcatacaaggccatccccgttgcccaggacc 

tgaacgcxjccrtctgattgggacagccgtgggaaggacagttatgaaacg 

agtcagctggatgaccagagtgctgaaacccacagccacaagcagtcx:ag 

attatataagcggaaagccaatgatgagagcaatgagcattccgatgtga 

ttgatagtcaggaactttccaaagtcagccgtgaatccacagccatgaat 

TTCACAGCCATG AAGA ATGCTGGTTGTAGACCCCAAAAGTAAGGAAGAGG 

ATAACACCTTGATTTTCTATTTN 
>Sequettce 191 

tgggaagtgatctaatccctctacx:gggaggcagacgcccgggcaggtac 
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TCCCTGGAAAGTCCAGCTGAGAAAGCGATCCTGCCCTCTGCTCCTCCCAG 

GGTTACCCTCCTGTAAGTCTTCTGCrrAGTGTTCAGAATTGGGGGATGCT 

GGGACTGGGCAAGGACTTGTAGGCAACACCCCATAGCCTGCTCATGCCTG 

TTGGGTTGCCTATGGATCATTCCCTGCTGGGCTCACTCACCGGCTTCGTA 

TAAGGTCCirTTTGAGGTTTATrATTTCCTTGTCCATATACT^ 

TTCATTGGCrTGTCTGGGACCTGCCTTAGGTTCTCCGAGGCATAAAAGGG 

CCGGACAGCCCCCGAGTTGGGGGAACTCTGAAGCTTCTTGGTGGCTGGAA 

CCTTGGTCATCrTAAAAATCCTTCAGGTTTTAGCCTGTGCCCCCAAGACA 

AGGATTTTTCCAGAATCTTCTACTTCAGTAGTTACTGGTATGAGAAGTTT 

CGGCAACTTCTCCCTGATCCCCAAGTCCCAATTACACGAACTCCAAGCGG 

TTTGCTTCTNCCGCGTACCT 

>Sequence 192 

GAATGATGAAGCCCTCTACCGGGTGGCGGCCGCCCGGGCAGGTACrilli 

i TiTri rrrrn iTi 1 i 1 1 1 1 1 ctggcttgaa atac agctgaaataactg 

AATTTTCTACTTGAAACGTGTGTGCCTCTCCACTGAGGGGCCAAGGCCCT 

GGAAATGTAAAGGGCCAATCTTTGTTACAGAGGGGTTCATTGCAGTGAAG 

GGCGGGTTCTGCAAAGACAAACAGGTCTCACAGATAGITGCCCCCGCGTA 

CCT 

>Sequ€nce 193 

ACTGTACAGATCTAGTACTTTATCATACTTAATACGTGTGTATGTTTCAA 

CAACGATTATCTQTATACAATTCTATAATTTATATAGAATATCTTATAAT 

GGTTTGTATA^TTACGTTTTATTAAAATTACANNTANNNATGGGGCGTTG 

AATTAGATGCGCCTATCGGGNGGCGGCCGAGGTACGCGGGGGCTGTAGTG 

GCrrCGTCTTCGGTTTTTCTCnTCCTTCGCTAACGCCTCCCGGCrrCTC^^ 

TAGCCTCCCGC 
>Scqucnce 194 

CGCGCATCTTGTGTCTATAGTTAAATCATCATCTCTGAGATCACTATTAA 

TTGTCACCGTATTCGAATTTCTTCAGATGATGATTGAACAATAGCTTATG 

TGATATCATGTACGTCTGTTCCITTCTCAANCCNTTGGGCNAGATGATTT 

GGGAGACNCTCTCCGCGGAGGCGGCCGCAGCGGCAGCTACAACAACCGCG 

TCGCTCTCCGCTCAATTTCCAAGAGCCAGCTTTGAAGCCAAGTGCCCCCG 

CGTACCT 
>Sequence 195 

AGGACGATGGTCGNANNTGCAGCNTTACCGCGGTGGCGGCCGGTGTGCTG 
TGCTCAGCTGCCTTCCAAAGGAGGAACAGATCGGCAAGTGCTCGACGCGT 
GGCCGAAAATGCTGCCGAAGAAAOAAATAAAAACCCTGAAACATGACGAG 
AGTGTTGTAAAGTGTGGAAATGCC 

>Sequence 196 

TGGATGATGCGCTCACCGCGGGGCGGCCGAGGTACTTTGAGCTCATAAGC 

TGGTATAAAATATCAAACATTTTGACTGTTTAAACAACTCAAGATATGTT 
TTGCAAAATTACAAAACATTATACAGGTGACTTAATTAATATCTACTCCA 
ATTATACACAACACATCATGCTGAAGATTTAGATTTATTTGAAAACACTT 
AGTCTAATTTATATTAGTGCAGAAAAATCACATTCAATAAACCACAATTG 
TAGAAGAGACAGATAAGTGTGTTTGTCACATTTTCACACAAATATAATTT 
GATATTTAATTAAGGGATGATGAA 

>Sequence 197 

TTCTATCGTATGTATATATCTATACATGTCTTATCTATGTGTCTATCTTT 

TATTTGTTTTTGCATCTATATTATTTTTTAATGCGTGTATATATCTAT^ 

ATTTTGGTGTATGCGTTCTCGNGTGGCGGCXZGATGTACCTGCCTCACAGT 

GCAGGGCGGTATGCCGCCAAACGCnrCCGCAAAGCrCAGTGTCCCATTGT 

GGAGCGCCTCACTAACTCCATGATGATGCA 

>Sequence 198 

CriTGCTCAGCCTTTCCAGGCX:CCTCTGATGAGCTCTCTAATCAGCAGGAC 

CAAGGTGTGAATGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAA 

GAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGGAACA 

GTTTGTGAGGACTTATCTGTTGTACCT 
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quence 199 

GTACTTGCTCAGCCTITCCAGGCCCCTCTGATGAGCTCTCTAATCAGC 
GACCAAGGTGTGAAGTGGGAATGAACATGGATCCATCCCATTGGATGG 
AAGAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGG 
CAGTTTGTGAGGACTTATCTGTTGTACCT 

quence 200 

AAAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACAITTGG 

TTATATTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACCT 

\GCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCC 

3TTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGG 

C 

quence 201 

GTCGTTGTTCTACTAAGTATATTACGTGTTCTTAATCTAGTATTATAC 

3TTTCTAATATACTCTCAATCTTATTTTGTTATATTATAATATTTGTT 

rATATTATTATTACATATCCAATANATCNATTATATGGTAGTTGTCGG 

3GCGGCCGAGGTACTCGGGCAAAGAGGGTGACAAGTTCAAGCTCAACA 

TCAGAACTAAAGGAGCTGCTGACCCGGGAGCTGCCCAGCTTCTTGGGG 

AAGGACAGATGAAGCT 

quence 202 

\CTGTGTTTATCTATITCATGTATCTGTAATTCrrATT TATCT ATCTAT 

KATCTTTTTTATTCTTTATTCTATTTTATCATATATTGTTTTATAT^ 

NChnsriTGG<nTTGTCTTTGGCGCTCTGGCTGCCGTGGTACTTGGGGCA 

GAGAGGGTTTCAGAGGATCCTTGTGAAACACTAGTTAAAAGATGACGA 

3GGGAGAAOTGCGAGGAAAGAAGGAAATTAGTCTGACTGGCTTTCTGT 

FGCACXATTGATTCAATGGAGACTGGCGGGAGGAAATGGAAGACTAGG 

rGGAGATGGGATGGGTGGGGCAAGGGATGGAAAGGAAAAGGCAGACAA 

\ATGCGTTCCATTTATAACAAGTAATATATATCAAAGACTTAAAGGAG 

rAAAGACCAATCAGAATAATTTGGCAACTTTAATTCTTAGGAAGATCA 

GTTCCCTCCAAACCTAATTTGATGTTTTATTACTAAAAGCAAAGACCA 

ATGGTACCTGCCCG 

quence 203 

rTTCTGTTTCAATTTTCTCATAATGGATCTATTTATTGTACTGTTTAT 

rrTCTATTTATTTTTCTAAATTATTTATTATT^ 

AT^^^^CCNCTT^^^TGGTGTTGCAGTNACCGNGTTGGCGGCCGCCCGGG 
GGTACGCGGGGAAGTCTTTCCriTTCnx:GTrCCCCGGCCATCTTAGCGG 
3CTGTTGGTTGGGGGCCGTCCCGCTCCTAAGGCAGGAAGATGGTGGCC 
AAAGAAGACGAAAAAGTCGCTGGAGTCGATCAACTCTAGGCTCCAACT 

TTATGAAAAGTGGGAAGTACCT 
:quence 204 

GATGTAGTTGATGCGCTCACCGCGGTGGCGGCCGAAAACTGATCAGAC 

TCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGAT 

GGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGTGAA 

GTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTGA 

CAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGG 

GACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAA 

CCAAGGATGGTTCAGAGGAGGTGTGnTATCTATCGATCATCCTCAGA 

GTCTTAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAG 

GAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTGCGTOACTGTGA 

ACCT 
x)uence 205 

ATGTG>nTTTGAAGCCTCTACCGGGTGGCGGCCGAAAACTGATCAGAC 

TCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGAT 

GGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGTGAA 

GTGGAAAAACCITCAGCATATGGAAACTGAATGATCTTCGTGACCTGA 

CAATGTGTGTCCnTGTTCrTATTTGGAGAAGTTCACAAAGCGCTCTGG 

.GACGGAGCAGGGGACTGTCGTAGGOATCCTCAATGCCAACCCCATGAA 
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GCCCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCATCCTCAGA 
AGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAG 
AAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGA 

GTACCT 
>Sequencc 206 

GGCGATCGATTGATGCGCTCrcCGCGGTGGCGGCCGAGGTACTCACAGTC 

ACGCTCCTCTGAACCATCCTTGGGCTTCV^TGGGGTTO 

CTACGACAGTCCCCTGCTCOSTCITCCAGAGCGCTTTGTGAACTTCTCCA 

AATAAGAACAAGGACACAOITTGTGTCAGGTCACGAAGATCATTCAGTTT 

CCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCrrCT 

TCAATATAACCCCAAATGTCACCCAATCTATTTC TTCCA GCTTCT^ 

GCCATCrTTTCCTTGATCTGAGACAGTCTGATCAGTTTT 

>Sequence 207 

TGGATGATGAATTGAGCTCCCTGCGGTGGCGGCCG CCCGGC AGG TACA TG 

GTrCTTCCTAGAAAGTGGTTCTTCCTTAATGTGrnCI I I i lACC CCTTT 

TCTTCTTCTTCTTCACAGATGTTTCTTCTTCTTCTGCCACTTTTTCTTCT 

TCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAAC AAATTAA CA 

CTGTATCAGATCTCATTCCTTCCAAAAACGTTTGAGT CCTAG 'I'l'll I rrC 

TGTCATTCTCATCAACTACCCAATOTTTGTTTTGTTTATTIT^^ 

GAAGGTTCrCCAAGGCCTACCACTAACTTTAACOAATGATATAGATAGAG 

CTCAGAGCAATCrrCTCACGATCATGAAGTCATGTATAAAAATCAGGATT 

AAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAGAAAGTCAATTA 

TATTAGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGGTTT 

AATCTACCrGCTGCAACCCTGAAAAATTGTATTTACCCTTGGTGAAGCTC 

CCTATCT 
>Sequence 208 

GGTGATGAATCCACGATCCCTCACCGCGGTGGCGGCCG CCCGGG CAGGAC 

ATGGTTCTTCCTAGAAAGTGGTTCTTCCTTAATGTGTTTCT TT^ 

TTTTCTTCTTCrrCTTCACAGATGTTTCTTCITCOTCTGCCAui^ iCT 
TCTTCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAAC AAATTA 

ACACTGTATCAGATCTCATTCCTTCCAAAAACGTTTGAGT CCTA G 11 1 1 1 

TTCTGTCATrCTCATCAACTACCCAATGTTTGTTrrGTITATTTTAT^ 

TGGGAAGGTTCrCCAAGGCCTACCACTAACTTTAACXiAATGATATAGATA 

GAGCnXV^GAGCAATCTTCTCACGATCATGAAGTCATGTATAAAAATCAGG 

ATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAGAAAGTCAA 

TTATATTAGAAATGGTTAAGAGCTTGCACnXTOAAGTCAGACGGCCrrGGG . 

TTTAATCTACCTGCTGCAACCCTGAAAAATTGTATTTACCXriTC 

CTTCCTATCTATAAAACTTAAGAATGTCITATCTTACTOGACTGTTACT 

ATTTAAAAAGAT 

>Sequencc 209 

CATACTATATAATATTACGATATAATOATTATATCGATCTTCTAAACTTA 

ACTATGTATATAATTATAAAAATAATTAATACTACGATGAGTATATCTTA 
TGATCAACTACCAAATTCTGTATGATACGTATCTCCACCGCGGCGGCGGA 
CGAGGTACACGACATAGGCACATGTGCAAACACAAAGAAGGTGGGCTGCT 
G Cl [Cl'i rCTATCTGCCCCTAGACCAGGCTXXnTrGCTTCACGTAAGATG 
GAGACIGTCCCATTCCTCTGAAGTTGCTGGAAGGACATTTCCCAGGAAGA 
AACAATTCCTCACroCCTATAAACTGTAGTCACATGTGGGATAGTCAATA 
GAACATGAGAATCAGAACAATCTGGGCAAATGGGTATGGCA AGAAT GGGA 
ACACCACAACAGGACAOATGCCAACTCTCATrCATGCCAGGCCTlTTGGC 
ATATGGGTGCCTTCTGTGT Ci IC 11 AC CACCTATrCCTTCAGTC^ 
ATCTCTTTGACCCTGACCGGGCG 
. >Sequence210 

GGGATGTGATTTCGCTCACCGCGGTGGCGGCCGAGGTACTCACAGTCACG 
CTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTCAGGATCCCTA 
CXjACAGTCCX:CTGCTCCGTCTTCCAGAGCGCGQTGTGAACTrcn x:CAAA 
AAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCA 
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TATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCA 

ATATAACCCCAAATOTCACCCAATCTATTTC TTCCA GCTTCTCT 

ATCTnii C i r GATCTGAGACAGTCTGATCAGTTTr 

>Sequence211 

TGGGCTATGATGTCGCTCACCGCGGTGGCGGCCGAGGTACTCACAGTCAC 

GCTCCTCTGAACCATCXrrTGGGCTTCATGGGGTTGGCATTGAGGATCCCT 

ACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCGGTGTGAACTTCTCCAAA 

TAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCC 

ATATGCroAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCT^^ 

AATATAACCCCAAATG 
>Sequence2l2 

CAGTCTACATCTAGTNTCTCTTTTCATNATCTTGTTATAGATGTATAACT 

ATCATCCTTCTGTTCACATATACCTTATTGCTGTATTATGGATATACATA 

TATCAATTTACATTAGTTAGAATTTTATGTCTATAAACAACCAA GACGAT 

GATTTCG AGCCCTTCACCGCGGNGGCGGCCGCCCGGGCAGGTAC i r i i i A 

AA I n 1 I I I N I IC TGTAGAGACGAGGTCTTTCTATGCTGTTCAGGCTGA 

ACTTCATGGGTTTATTGGGGATGGCTAATGGATGACAT TGGCG GTGGTCC 

TTGATACCAOATAAGCCCTCAGTGTGAAGCAGCTCTTATTTTTCCTTGTC 

TTCAGATT<K:TCTGGAATGGAAATTAGGCrTTTO 

TTTGTTC ArMCl ICA GCAGTTACTTTTTAATTTrrAAATGTrTGACACA 

CAGTCTCTGATAAATGATCATTCACCAATCACXGATTACTCTCCTTGCTC 

TGTTAAGTGTGACACTGTCCCTTTGAGAATCTGGCGACAGCTATGTATCC 

CATAACCACACACCCCAAAAAAAAAAAATTTATGTCTGGTTCCAGGAGTT 

ACXnTTTATGAOAAGTCCATTTGTGAAGAACCTGGATGTTCAGAGAACTT 

CCTGGGAAACACTGGAAGAAAATAAAGAGGCCGGGCCCGGGGGCTCATGC 

TTGGAATCCCCACACTTTGGGAGGCTTAGGTGGGCAAATAAACTGGGGTC 

AGGAOT 
>Sequence213 

TCTCCCTCGTACTCGATCATCAGAGTATACATATGAGTGTACTCTANTAC 

TACTACGATCTCTATACTAAAGTTATCCTATTCACITTAGTGCCATC^^ 

TTCTATATGAAACTCTAATATAATCATAGCGTGTTATATATATACTATAT 

ACATTACCATGGCGGTAGATTCGAAGCCCTATCCGCGGAGGC GGCC GTTT 

GAGAAOCCAGCGCTCACCCACrcGGGGTCTCTGTGCATTGACCirr^ 

GCroACTTGGAGAAAAGCACAAACACGACCAGTCCCCCCGCOTACCT 

>Sequenc6 214 

TGGCGATGTTTGATCGAGCTCACCGCGGTGGCGGCCGAGGTACATGCCTA 

CAGATAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACC 

CAAGAGGCGTAAGTTGCAGTGAGCCGAGATCATGGCACTGCACTCCAGCC 

TGOOTGACAGAOAGAGACTCCATAAGAAAAAAA GAAAA AAAAGGGGGGCA 

AAAAGAAACAGATGAAACCAATGTGAATAATTTATTTTAACACAATATAC 

CTAACATATTTTTATTTCAATATCTAACCAGTATAAAAATTTACTT 

TGCCCTCTAGAGATAGTAAGCTCCTTAAGTAAACAGAAGTAATACCTGAT 

TAATTAGAATTCCCAACCCTCATCAAGTGTGTGCTTATATAGAAGAAACC 

CAGTAAATGTTTGTTGATTGAAAGATATTAATACTCTTGCTTGGATGAGA 

GTGAGGAAAAAGGTATTAGTATTGGCTTTTCACAACCGCCTGGACCTGCC 

CGGGCGGGCGCTCTAGACTAGGGGGA 

>Sequence215 

TTTTAATGTGCATCTCGCAGGGCGGNGGCGGCCGAGGTACTTTGGAGTCC 

CCTGGTTTCTAAGAATTGCCGTTGACTC l l l Cl l IGGCTTCTGCTGGCAC 

GGTAACCAGACTCCCTACAACTGCACTCTTTGTCTTTGTCA 

CGAGCGTAGAGGTTCXrGCGTGCTCTCCCGGACTTGAGCAGGTCACTGGGT 

CCTTTACACITGTGAATTCGAAGCTTGCCAGATGTATCCTCAATGCATTG 

CCACITCTGCCCCGGTTGTTCACAGGCTGTCTGGTACGAGATCTCCGACC 

AGTCTGGGGGCGCTGGCXiGCCTGCGCAGCCACCTCAAGATCACAGATTCT 

GCTGGCCATATTCTCTACTCCAAAGAGGATGCAACCAAGGGGAAATTTGC 

CTTTACCACTGAAGATTATGACATGTTTGAAGTGTGTTTTGAGAGCAAGG 



Page 80 
(of 261 pages in Table 2) 



wo 01/42467 PCT/USOO/33312 

302 

Table 2 



GAACAGGGCGGATACCTGACCAACTCGTGATCCTAGACATGAAGCATGGA 
GTGOAGGCGAAAAATTACGAAGAGATTGCAAAAGTTGAGAAGCTCAAACC 
ATTAGAGGTAGAGCTGCGACGCCrAGAAGACCTTTCAGAATCTATTGTTA 
ATGATCTTGCCTACATGAAGAAGAGAGAAGAGGAGATG 

>Sequence 2 1 6 

GGGTGTTGATAGATCGAGCTCCACCGGGTGGCGGCCGAGGTACTTTGGAG 

TCCX:CTGGTTTCTAAGAATTGCCGTrGACTCrrTTCT^ 

CACGGTAACCAGACTCCCTACAACTGCACTCTTTGTCTTTGTCATGGAAG 

CCGCGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTGTGAGCAGGTCACT 

GGGTCCTTTACACTTGTGAATTCGAAGCITGCCAGATGTATCCTCAATGC 

ATTGCCACTTCTGCCCCGGTTGTTCACAGGCTGTCTGGTACGAGATCTCC 

GACCAGTCTGGGGGCGCTGGCGGCCTGCGCAGCCACCTCAAGATCACAGA 

TTCTGCTGGCCATATTCTCTACTCCAAAGAGGATGCAACC AAGG GGAAAT 

TTGCCTTTACCACTGAAGATTATGACATGTTTGAAGTGTGTTTTGAGAGC 

AAGGGAACAGGGCGGATACCTGACCACTCGTGATCCTAGACATGAACATG 

GAGTGGAGGCGAAAAATTACGAA 
>Sequence 217 

TGGTNTACCGTGGACCTCACCGCXjGNGGCGGCCGAGGTACTATCAAACAA 

CATGATACAATTTAAATGTGTCATAGCAACTACTAGTGGTCACCTGAAAT 

CCATTTTCCCXrrcCITCACAGTAAGAGTTTTAGCTGAATGAGTGGCCACT 

CATAGAGAGATTGCATTTCTGGCTTCCCTTGCAGCCATAGGTAGCCATGG 

GACAAAG7TCTAACCCAGGGGGGGTCCAATCTTTTGGCTTCCCTGGGACA 

CACTGGAAGAAGAAGAATTGTCTTGGGCCACACATAAAATACACTGGCAT 

CAAGGATAGCTGATGAGCAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCC 

G 

>Sequence218 

GGGGNATATGTGCGCTCCCGCGGTGGCGGCCGAGGTACCATCCTGTTCCA 

CAGAGCCATTGCCTATTCCTAAATTGAATCCGACTGGGCGTGCCCCTCCT 

CGGAACACAACAGTAGACCTTAATAGTGGAAACATCGATGTGCCTCCCAA 

CATGACAAGCTGGGCCAGCTTTCATAATGGTGTGGCTGCTGGCCTGAAGA 

TAGCTCCTGCCTCCCAGATCGACTCAGCTTGGATTGTTTACAATAAGCCC 

AAGCATGCTGAGTTGGCCAATGAGTATGCTGGCTTTCTCATGGCTCTGGG 

TITGAATGGGCACCTTACCAAGCTGGCGACTCTCAATATCCATGACTACT 

TGACCAAGGGCCATGAAATGACAAGCAlTGGACrGCTACTTGGTGTTTCT 

GCTGCAAAACTAGGCACCATGGATATGTCTATTACTCGGCTTCTTAOCAT 

TCACATTCCTGCTCTCTTACCCCCAACGTCCACAGAGCTGGATGTTCCTC 

ACAATGTCCAAGTGGCTGCAGTGGTTGGCATTGGCCTTGCATATCAAGGG 

ACAGCTCACAGACATACTGCAGAAGTCCTGTTTGCTGAGAA 

>Sequence 219 

CACTACTCATCTCATATAACTCGATrTGATCATTTATACTAAATACTTCT 

CATlTTTTTTATTATrrrACrACCAAATCrTTAT^^ 

TTAAAAATACNCANAGGGGGCGTTGGCTTGAGGCCCCCTCCGCGGNGGCG 
GCCGNTATTGGTGGTGAAGACC CGTAG CAACAGTGGGCATGTCTTCTCGC 
GGTCGATCGGTTTCTCTGGCTCCTTTTTAA 
>Sequence 220 

GATATGTTGAACCNTTTAGAGACGCTTTCCGCGGTGGCGGCCGAGGTACC 

ATGATATCATGTATCCTGCTTGGACATTTTGGGAAGGGGGACCTGCTGTT 

TGGCCAATTTATCCTACAGGTCTTGGACGGTGGGACCTCTTCAGAGAAGA 

TCTGGTAAGGTCAGCAGCACAGTGGCCATOGAAAAAGAAAAACTCTACAG 

CATATTTCCGAGGATCAAGGACAAGTCCAGAACGAGATCCTCTCATTCTT 

CTGTCrCGGAAAAACCCAAAACTTGTTGATGCAGAATACACCAAAAACCA 

GGCCTGGAAATCrATGAAAGATACCTTAGGAAAGCCAG CTGCT AAGGATG 

TCCATCTTGTGGATCACTGCAAATACAAGTATCTGTTTAATTTTCGAGGC 

GTAGCTGCAAGTTTCCGGTTTAAACACCTCrrCCTGTGTGGCTCACTTGT 

TTTCCATGTTGGTGATGAGTGGCTAGAATTCrrCTATCCACAGCTGAAGC 

CATGGGTTCACTATATCCCAATCAAAACAGATCTCTCCAATGTCCAAGAG 
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CTGTTACAATTTGTAAAACKL^UVATGATOATGTAGCTCAAGAGArrGCT^ 
AAGGTGAAGCCAGTTTATTATGT 

>Sequence 221 

CATGCATCTCTCTNTGTCCATCACTATTTTGTAATATCGATATTATAATG 

TCGATAAGTATCTNTTTGTGTATGTATTTTATACTGTC TATC GATCTATC 

TGTTATTATNTAATAACNANANCAGAhnTGTTGACCATTTTCTGAGGCNC 

GTCGCCCGGGCAGGTACAGCAACAAGAATCAGATGCTCTTTAGAGATCCT 

CCATTTCATTACTCTAACATTCTTCAATGTGGTTCCAGCCACGCATAGTC 

ATATAGATACTACATATTCAAAGATAACTTACTGAAGCT TGTTC ACAGAA 

CCAAGCTTTCTCCTGATAGCnxrrTCTTCCCCTACCCC GCACT TTTGGAAG 

TATTACCCCAAATGCTCTTCAGG ATTTA AATAACAA r 1 1 1 1 AAAAAGAC A 

CTTAACACCACAAAATGGAATTTGCTGGCATGACGCGAACAATACGGTTA 

CTCCAGATGCTGTATTCAAACTGTATGGGTCCGTTGAAAAAATAGATATA 

ACCATTTTTCTCATAGACAGCATCTACTTTATCACCAATTCCTGGGAAGT 

CTTCTTCTATTAGTCTCGGATAGTCTTTATCCATAATATGGCTAGTATCA 

TCATATCTCCAGACCTGGTTTCCTGAGAACAGGAG AGTCT TGCCTGTATC 

CTCAAAGTGAACAGCTGCACTTATCTTCITAACTTCTTTTGGAAGACCCA 

GTTCAG ATA r 1111 i 1 G GGATAACCTTCCAAAATGTCATAACCAIT 

>Sequence 222 

TCATCACnrACATTCAGTATCCTCTCATTGTTAGTCTAATTACAATCGTT 

CTAATATCACACTCGTATTTCATAATATGTTATAACATGTTGACTTATGT 

TCTAGGAGATATCACTTATATTAATGCACTTAGTGGGGTTGA1TCGAGTC 

ACACTCCGCGGAGGCGGCCGAGGTACGCGGGGAGTGTAACTATGGCCGGC 

CTGCGGAACGAAAGTGAACAGGAGCCGCTCTTAGGCGACACACCTGGAAG 

CAGAGAATGGGACATTTTAGAGACTGAAGAGCATTATAAGAGCCGATGGA 

GATCTATTAGGATTTTATATCTTACTATGTTTCTCAGCAGTGTAGGGTTT 

TCTGTAGTGATGATGTCCATATGGCCATATCTCCAAAAGATTGATCCGAC 

AGCTGATACAAGTTTTTTGGGCTGGGTTATTGCTTCATATAGTCITGGCC 

AAATGGTAGCTTCACCTATATTTGGTTTATGGTCTAATTATAGACCAAGA 

AAAGAGCCTCTTATTGTCTCCATCTTGATTTCCGTGGCAGCCAACTGCCT 

CTATGCATATCrrCACATCCCAGCTTCTCAT AATAA ATACTACATGCTGG 

TTGCTCGTGGATTGTTGGGAATTGGAGCAGTTTTTCAGAACTTGTTTACA 

TTCCTTGGAGAAAAAGTGTGACCTGGGATGTGAITAAACTGCAGATAAAC 

ATGOTTCCACACCCGGTTACTTAGCGCCTTC 

>Sequence 223 

TGAGGTTGATTCGACTCCGNGTGGCGGCCGGAGTGATGCCAT CTGC AGTT 

TTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATC TTTA AT 

CCTGACTTTTTTGTGGAGAAACrCCGACATGAGAAACCTGAGATTTTCAC 

TGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTG 

AGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCT 

GGCCCAGCATCAGGATTCnTCCGOTCrCTCATGTCTCTCAAGCGAAAGGA 

AAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGA 

TATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTG 

TTTAGAGTACCT 
>Sequence 224 

TGGAATGTTGGACCTCTTCGAAGGCGCGGCCGCCCGGGCAGGTACTCCCT 

GTAAAGGGGAATTTCCATGCCGTCTACAGGGATGACCTGAAGAAATTGCT 

AGAGACCGAGTGTCCTCAGTATATCAGGAAAAAGGGTGCAGACGTCTGGT 

TCAAAGAGTTGGATATCAACACTGATGGTGCAGTTAACTTCCAGGAGTTC 

CTCATTCTGGTGATAAAGATGGGCGTGGCAGCCCACAAAAAAAGCCATGA 

AGAAAGCCACAAAGAGTAGCTGAGTTACTGGGCCCAGAGGCTGGGCCCCT 

GGACATGTACAGACTCTCATTTTATGATGTATCCTACTGCATCAGGACAT 

TTGTGTCAATGTCAGGTGACGAGGGGAAATGAAAGTGATGAGACGATGAG 

AGGAGTGAAATACCAAGGACGCCATACTAGGAAACCCAGGTCTATTTGTT 

ATCAGAGTAAGGATCAAGCCAGATAGCCTGTTATGTAATTTCTCCGATAA 

AAGATTTTGAAAGCAGGTGCTGTGGGCATCTGTATGGGGAATCGCACTCA 
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TAGAATTATTTTCATTTGTAAATATTTGGTATCAGGCCAAGCAAGGGAAA 

GAAGCTTTACTGTATTACCATCTTT 
>Sequence 225 

GGGCGATGATTGGTGCGCTCCCCGCGGTGGCGGCCGAGGTACTCACAGTC 

ACGCAAATTCACAGTCTGCGTGCACGGCTCrcCA'rrCTTCTTCTTGGCTT 

TACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGACCTTCTGAGGA 

TGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGG 

GTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCG 

CTTTGTGAACTTCTCCAAATAAGAACAAGG ACACAC ATTGTGTCAGGTCA 

CGAAGATCATTCAGTTTCCATATGCTGAAGGTTTTTCCACTATTCACACT 

CTGTGGCGTAACCTTCTTCAATATAACCCCAAA 

>Sequence 226 

TTGGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGATGGATA 

GCCGCTTGCAGGAGATCCGGGAGCGGCAGAAGTTACGGCGACAGCTCCTC 

GCGCAGCAGTTGGGAGCTGAAAGTGCCGACAGCATTGGTGCCGTGTTAAA 

TAGCAAAGATGAGCAGAGAGAAATTGCTGAAACAAGAGAAACTTGCAGGG 

CTTCCTATGATACCTCTGCTCCAAATGCAAAACGTAAGTATCTGGATGAA 

GGAGAGACAGATGAGGACAAAATGGAAGAATATAAGGATGAACTAGAAAT 

GCAACAGGATGAAGCTTATCATCAATTCATTGTATAAAAATAAAGAGATT 

TTCCTGAGAGAACTGATTTCAAATGCTTCTGATGCTTTAGATAAGATAAG 

GCTAATATCACTGACTGATGAAAATG 

>Sequence 227 

TGGTTGTTTCCNNTANNATTTGAAGCGCTCACCGCGGTGGCGGCCGCCCG 

GGCAGGTACGCAAAGTGATTCAGAGAACGCTGGGGCTCACAGGCGCTGTA 

GCAAACGTGCAACTCTTGAGGAACACTTAAGACGCCACCATTCAGAACAC 

AAAAAGCTACAGAAGGTCCAGGCTACTGAAAAGCATCAAGACCAAGCTGT 

TACTAGCTCTGCGCATCACAGAGGGGGGCATGGTGTTCCACATGGGAAAT 

TGTTAAAACAGAAATCAGAGGAGCCATCGGTGTCAATACCCTTCCTACAA 

ACTGCATTATTAAGAAGTTCAGGGAGTCTTGGGCACAGACCAAGCCAGGA 

GATGGATAAAATG 
>Sequeiice 228 

GCATAGGAAAGACTTGGCTGTTGGGAGGGGCGTGTCTTACACCTTAGGAA 

GAATCCTTAGCTGTACTTTCCTGTCTCTCCTGGAGCTCCCTCCTACCCCC 

TAGCTGAGTAGGCCAGGTTTTGGTGCAAAATCTCCCACATTGGCAAAGTT 

CCTGCATATGCTGCGCAGTATGTGCCTTGAATAAAAATCCTGAAGATTAG 

ATGGTTCAGGCTGCATCATCCCAAAGCAAAGAGCACCTCTTTGAAGCTCA 

CCTGCCCGGGCGGCCGAGGTACrrri'rnill'llliril'l 1 1 ICAGTATG 

TAGCITTAAAACAGTTACATATAACATGGAACAGTATGACATGAAAAGAG 

AGAGGTTTATAGAGGGAGAATGGAATTGGGACAGCCCCTGCTTACCGAGG 

TTGCCXCTCCAGTCCITGATrCTTTTGGATCCCAACT^ 

AAAACGGCTGGAGCITGCTCCTTGCATTCTTGGCCTTA^ 

TCTGGCCCATCTTTTAATTrrGATTTTTTXr^ 

TTTGTGGGAG 

>Sequence 229 

TGATGATTGAGACCTCTCCGCGGGGCGGCCGAGGTACTACAGGATGATGG 
CTTTCTCTTCCTCTGGGTCACAGGCAGGGCCATGGAGTTGGGGAGAGAAT 
GTCTAAACCTCTGGGGGTATGAACGGGTAGATGAAATTATTTGGGTGAAG 
ACAAATCAACTGCAACGCATCATTCGGACAGGCCGTA CCTGCCCGGGC GG 

tcgagcggccgccx:gggcagg tacttnn n irri 1 1 i 1 1 1 1 rn ii'iA i i 

TATTTTTITTTTTTTTTTTTTTI^^ 

CAGTTTTTACTrGTAAAAAGTATTATAGAAGAGTTTTATTGGAATGTTAT 
TTTATTAAGCCATTTTCATGGGTTAI 1 1 1 1 i 1 riAAAGTTTAAGAA GTTr 
TTACAACAGGCTGGGGGGGGGGGGTTACACCTGGCAATCCAGCACTTTGG 
GAGGCCCGGGCGGGCAAAATACCTGAGGTGGGAGGTTAAGAACCGGCCTG 
CCCAAATGGGG AAACCTTTG 1 1 1 i 1 ICll'lAAATTCCCAATTAAATTCCA 
AAATTTAGGTCCITGGGCCGTTTAGAAACAGGGGGATCCCCCGGCTTGAG 
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GAATTCGATTTAAGCTTATTGAACCCGGACCTTGAGGGGGGGG 

>Sequence 230 

ACGAACTGTGGCTGCACCATCTGTCTTCATTTTCCCGCCATTTGAAGAGC 
AGTTGAAATCTGGAACTGCCTTTGTTGGGTGCCTGCTGGATAACTTCTAT 

CCAGAAGGGCCAAAGACCCTT 

>Sequence 23 1 

TCGTTGTGTCTTCGGTCTCITTGTGTCITCrTATCTTTTCGTTCC rr^ 

TGTGTTCCTCGTCTTTGTACTTTTTTTTCTATTTCGTCTCACACTAGAAA 

ANhWTrrATGCTTTTATCAACTCCCCGCGGTGGCGGCCGAGGTACGACGT 

TTCCATCAGCTTGTCTGTTTCATTCCCTGATGTTACGAGCAATATGACCA 

TCTTCTGTATTCTGGAAACTGACAAGACGCGGCTTTTATCTTCACCT 

>Sequence 232 

TGCACTGAGTCGGAGCGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACT 

TTA ri"in i rrn rrj riTl in i l l ri lCTTTTAAAAAAAAAAAAAGATAT 

TTTAATATATTCAGATCCACAAATATGAAATAAAACTAAGTAGAGCTGGT 

ATTCATTTACACATAATTATCTTATACCGTTTGGAATAAGAATTTGGGGC 

ACGTTAGCAAACCAAAAGGCTCAAAAAGACGTCGAGATATTTAGTTCTTG 

TCTCCCTCTACAAATGTGAAGCACTCTTTTATCCGGCATTCCTAGGGGAG 

TTCXrTATTTTCAAATTTGCAAATCATTTCTGGTGCTAAGCAATCTC 

AAAACATTTACTAAAAACCAGAGGAAAAAAATCTTATAACTTTGGGAGGC 

TGAGGCAGATGGATCACTGAGATCAGGAGTTTGAGACCAGCTTGGCCAAC 

ATG ATG A A ACCCCC 1" 1 ' 1 " 1 " 1 ' 1" 1 " I ' I A A A ATTCC AAAAGGTTTCCTTGGTTGT 

GGTGGCAGGGGCCTGGAGTCCCAGCTTTTCCAAAGGCTTAGGGAGGAGAA 

TTACTTGAACCTTTGAGGCGGGGGTTGCAATG AGTTT AAATCTCCCCTAT 

TGACTCCAACCTGGGAACAAGGGGAGACTTTGTTTTCAAAAATAATTTAA 

AAATTAAAACTTGTT 

>Sequence 23 3 

TGTCCCCTCCCGCTCCACACTTACAACTTCTACATTTCCGTCTCTCGTTC 

TCTTGTTGTTTTCGTCGTTGTATTTTCTTGGTTGCTCATTGTTGTTCCCA 

TNAAATNANNNCANTAGCGTTTTCGGCTCCCCGNGGNGGCGGCCGCCCGG 

GCAGGACGCGGGGGCCAGTTCTCTTCGGGGACTAACTGCAACGGAGAGAC 

TCAAGATGATTCCCTTTTTACCCATGTTTTCTCTACTATTGCTGCTTATT 

GTTAACCCTATAAACGCCAACAATCATTATGACAAGATCTTGGCTCATAG 

TCGTATCAGGGGTCGGGACCAAGGCCCAAATGTCTGTGCCCTTCAACAGA 

TTTTGGGCACCAAAAAGAAATACTTCAGCACTTGTAAGAACTGGTATAAA 

AAGTCCATCTGTGGACVVGAAAACGACTGTGTTATATGA ATGTT GCCCnXKj 

TTATATGAGAATGGAAGGAATGAAAGGCTGCCCAGCAGTTTTGCCCATTG 

ACCATGTTTATGGCACTCTGGGCATCGGGGGAGCCACCACAACGCAACGC 

TATTCTGACGCCTCAAAACTGAGGGAGGAGATCGAGGGAAAGGGAATCCT 

TACTTACTTTGGACCGAGTATGAGGCTTGGG 

>Sequence 234 

TTCTCGTGTCTCTCGTACATATAl^CCATCTTTATAAATTCTCTCrGTTA 

TCCTACCCTCTTCAAGTTCATCTATTATAAGTTGATCGTATTATTGTCTA 

TATACGATATTTTTTACATATTACTATCTCNaWCTCACAGCTAGTTGGA 

NCCATTTAGAGTCCTCTTCGCGGAGGCGGCCGCCCGGGCAGGTACAGTAT 

AGGTTGGTTTTGCCTGTTTTGACGCTTTATATATACGTAGACACACATAC 

ACATGTATATATACACACACACATTTTACATATATATATGAAACTGTATA 

ATGTGTTCGCTTCAGTGTCTGGCTXXnTTTAGTCAAC^ 

TTCCTOTTATCGTATATGGGATTAAAATTTC 

CrcATTGCTTCTGAATTGGGGCAGCTTTGCCCC^ 

ATGTCTGGAGACArri ri l ATTTTCATAATTTGGAGGGACATGGGGGAGG 

TGTGCTACAGAACTTAGTAGGTAGAGGACAGGGTTAGTGCTGAACGTTCC 

ACAGTACCT 

>Sequence 235 

TCTTTCATTTTCTTGTTATTCTCAATACATTCGTTGTATGTGTCGA 
CTCTTCnx:TTCGTCTTGAGTTATGTTGTTATTGATCGACTGTGCGTGATC 
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GGTTTCTTTTCTATGTTAACGGCCACNn slCANNNTTTC^ 

CCGCGGNGGCGGCCGAGGACITrn i 1 I 1 11 TI 1 1 1 1 1 Ti l l 1 I H J lAT 
AATAATTTTGTCATTTTTGTAGAGACAAGGTCTCCCATGTTGCCCAGGCT 

GGTCrCAAACTCCTAGGCTCAACrrGATCCTCCTACCTCCACCTTTGCCTC 
CCAATTATCCCCAATTGAGAGATGAAAATTCTGACAAGCTCTCAAACGTT 
AACroACTTGCCCATAAATGACAGTTCCAAAGTTATAAGGCTAGAAC 
>Sequence 236 

GCGAAACTAACCAGTGCTCCCTACACGCTGCT rTCGC GCTC CCATTC CTC 

CCACTCTTAGCTCGTTGCATATCCGACGATACTCTTTGGCGG'l 1 1 1 IGCT 

TNO^CNTATTTTGTGGGACGCGTGGCCGAGCGGCGGCCGCCCGGGCAGGT 

ACCTACGCCACAGACAGCCAGAGGGAAAGCGACCCAGACAGCAGCCCCTC 

CTCGACAGGCCCACCCTGCAGCTCAGGCACCAAGAAAA CAGC CG ATACT G 

GCAGCCATTGCAGCTCCAAACTGCAGAGGCAAGGCCAATTTTAACTTTTC 

AATTTACAGTCGATTTTGAAGAGCTTCTACATATCGGTTATGT AAATT CA 

TATATGTATTTTTGGAATCAGTTCTTATAAACAGCTCGATTCAGTTTTAG 

CTAAATTTATAGTCTAGGTAGTATGTTACATTTGAACTTTTGT CTTAA GA 

AAAGTTGACTGTTCAGATATTTTTCTACTGTAAAGAAATATACTTTTCTA 

TTAAAGATCTGTACCT 

>Sequence 237 

GCAGTTTTGTGATCTGCAATGATTCriTCCCriTCGAGGTCAGCCCATTATC 

TTTAATCCTGACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGAT 

TTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTG 

GAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGC 

GGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCG 

AAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTG 

CCCAGATATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAG 

GGTTTGTTTAGAGTACCT 
>Sequence 238 

GGCTATGATCAGCTCACCGCGGTGGCGGCC GAGGTA CGCGGGGATTGTGT 

GCAAAATCAGAGAGGGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGA 

CAATGGCAGCCCAATACGGGAGTATGAGCTTCAACCCCAGCACACCAGGG 

GCCAGTTATGGGCCTGGAAGGCAAGAGCCCAGAAATTCCCAATTGAGAAT 

TGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCA 

TCCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATTACC 

AAGAAGTGTGAGAAACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGT 

AGTTGACACACCAGGCATnTCGACACAGAGGTGCCCAATGCTGAAACGT 

CCAAGGAGATTATTCGCTGCATTCTTCTGACCTCCCCAGGGCCTTATGCT 

CTGGCTTTGGTGGTTCCACTGGGCCGGTTCACTGAGGAAGAGCACCAAGC 

CCCAGAGAAGATCTTGAAATGTTTGAGAGAGGACTTGAAGTTTCT 

>Sequence 239 

CTCTTGTTCriTCTCCCCATTrrGACrCCTAAACCACCTCTCTGCATAACT 

TCCATTGCI'lUlTTATCATCCTAATTCITCCTACrcnCT 

TTTCCCCCNNNCANTTGCGTTGTTCGACTCCCCGCGGTGGCGGCCGAGGT 

ACX:AGTTAAGTGAACAGCTCGTCTAGGTCrGCTTTTGTAACACCCAA^ 

CAATTAGCACritnxrrGCTGGTATTtXXnXKKK^ 

GGCCAGGAGGCAAAGCCTAGCACGTAACAAAGTATGTGCTTTGTAACTG^ 
TGATTAATTCAGTTTCTTAACTAGGCAGAGCAGGTCATCAGTGTATCT^ 
. TTCAC ACTATTAATAaiCTGTCTTGCTGAAGAGTCTC 
CCCGTTATGGCTAGCCCAGGGAAGCAGTAAACrGCAAAGCAGAGAAAAGG 
GGCAGCTAAGATGAGGCTAGTGCTGGCTGAGTCXX^AGTTAGGTC^ 
TGTTCTGTTCCAACTATAAATCCAGGATGACTGTTACTCAGATTCAGTGC 
TATGTAGAAAATAGAATGCACAGCCAAAAACATAATTTGGGGATGACTGG 
CAGCACCTTTTTTTCCCTTTCTTAAGAGGCTAACT^ 
>Sequeiice 240 

TCATTTCATGAAATTTTATTCATATTATTTTTCATAAACTCC ATAGT TCT 
TTCTATGTCTACTAGTTTTTATATTATCTATTTCAACITCTTAT^^ 
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AAAAAATATNANTTGCCGTCTGGCGCCCTCACCGGGGGCGG CCGAG GTAC 

1 1 Tl Ti i rn 11 1 1 1 1 T IG GTATGACTATGAAGGCTAGTGGTCTTTTTAT 

TAGCTATCAAGTTCATTTAACAGACAAAAAATTCAGTTCAATGGGGGCAT 

TAAAATAGGAAGAATTAACAATAGTTCATTAATCAATCTTTCAGCTGTTC 

CTATITTATCACAATAACTTTTCCTATAATTGAGAGATCCATGAGGAAGT 

CTTGAAAAGAACGTATG 1 ' rit:i Tl C AATTCCATAAAACATTCAGCCAAAA 

TAATAAAAGAGGCGCTATTACTTTGTnTGGGTGAATGATATGCAGGCTA 

GGCTTTGCTGTAGTACCT 
>Sequence 24 1 

GCGGTGGCGGCCGGTGTGCTGTGCTCAGCTGCCTTCCAAGGAGGAACAGA 
TCGGCAAGTGCTCGACGCGTGGCCGAAAATGCTGCCGAAGAAAGAAATAA 
AAACCCTGAAACATGACGAGAGTGTTG TAAAGTGTG GAAATGCCTTCTTA 
AAGTTTATAAAAGTAAAATCAAATTACATTTTTTTTCCAAAAAAAAAAAA 

AAAAAGTACCT 
^Sccjucncc 242 

GATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAG 

AAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAG 

AGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCG 

TGACCTGACACAATGTGTGTCCrTGTTCTTATTTGGAGAAGTTCACAAAG 

CGCTCTGGAAGACGGAGCAGGGGAC 

^Sequence 243 

tgggccctttgcctcaccgcggggcggccgaggtacgcggggtgctggga 

ttacaggcacgagccagtgcgccx:agctgcctctgtttcttt^ 

gttctggactgtggggctccttgggcagatgctgtattatggggataagc 

cacacactttttgaactggcccggtcaggggggacataaccatttcctgt 

gccaccccatcaatccccacctattctgagtgtaggctcctcccctgctt 

gagtaatggccacagatcttggctcggcactcxrraagctgcatgttgaat 

tcctgggacaacaagactggcttgtggttccattctccagatccttgggt 

tggcttctgggtgcactaggagatctgaaatgctctcaggccaccaggaa 

agtactggaagtaaagtctgactctaaagaagatgaaaatctagtaatta 

atgaagtaataaattctcccaaagggaaaaaacgcaaggtagaacatcag 

acagcttgtgcttgtagttctcaatgcacgcaaggatctgaanag tgttc 

tcagaagactactagaagagacgaaacgaaccctgtggctgtaacttttg 

agtgaaaagacaaaaatggctcttcgtggtcccaaaaaag 

^Sccfucncc 244 

GTClTTTTAGTAGGGATAAGGTTTCACCATGTTGGCCAGCrrGGTCTTTAA 

CTCCTGACCTCGAGGGATCCACCCACCTCGGCCCTCCAGTGTGCTGGGAT 

TACAGGCATGAGCCACGGCACCCGGCCCTGGTTTGCTTTCTGAACCATGT 

CAATACAGTACCACCACAGTTGCTATCTCTTGAACATCTTTC ATTA AAAC 

ATCACXGTCTAGTTTGAGAATACITTTAAGCCrGCTGGCCrcC^^ 

CATT CI 1 1 1 1 1 ' C TCTTTTCAGCACGCAT Cri ' lCT 

aagcttttagcx:atgttttaccttgagggccgaagttaacttcagcggga 

gtgaacgacaggggtgggctccactttatccagtgcactcggaagccgga 

gggccx:ccaccaaaaagagcaaggggaacan*cgccctcaacaaggcctg 

catctcrggactggagctcaagtatagcx:cagcgagtctcaagaaacga^ 

attcttcagggtggcggaatcaagcccaagtcccatgtttactcacc^ 

>Sequcncc 245 

GGGCGATrAGGCCCriXKnx:ACCGCGGTGGCGGCOGC»CC^^ 

TTC<riTCAGTGAGTTCATGGTCCGTAGGAGGATGACCACT 

CITCCACTGTTTCTACAGTCCTGGCCAGCAAGTTT^ 

AAATCCTGCAGCACACACATGCCGAAGGTATTGCCCAGGATCTTGTGGGT 

CnCGTTGTAGTAGCAGTAGCGAATGTTTGTGGCTGCTA TGAA GAGTTCAA 

AGGGGTCGTCCTGCTTTATGTTCAGTGTTCCATTCnTTATTT TCT^ 

AGCTGTCGCATrCTTTTCTTTCGGTGACTGCTAAACCCCAACTTT ^^ 

TATACCACCCCAAACACTTGAAGGGCGGACCCrrrACAAA GTGGci 1 1 iG 

GAATAACCCCGGGAAGGAAAATTTITTCCCCCCCGGGGTCTTTTT^ 
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GAACCCCCCAATTTCCCACAAAAGA GGGA GA TTTTT TGC CGGTAAA CTTA 
CTCCATTTTTTAATGGGAAAATCCGGTTTTGGi riTTCCCCl 1 1 1 I iCCG 
GGGGCAGGGGAAAAAATTTITTTTGGCCCCCAGCCCCGGGGGTCCN 

>Sequence 246 

CGTCTCGTTACACCTCGTCGACTTGCGTTCTGTATGTTACTTATTATTAT 

ATTTGTTACTATGTTTATAACTATCTATCTTTC AGTCC ATCATAATAATT 

TGCTTTACCATGTGTATAGTAGTTTAGGTAATCTTTTGCTACNNANTC^ 

GCNANTTGGGGTTGTATGTCAGCCTNTCTCGGGTGGCGGTCGTGGGGATC 

AGCGTAGGTGAGCTGTGGCCTTTTGCGAGGTGCTGCAGCCATAGCTACGT 

GCGTTCGCTACGAGGATTGAGCGTCTCCACCCATCTTCTGCGCGGGACCA 

TCTACATAATGAATCCCAGTATGAAGCAGCAACAAGAAGAAATCAAAGAG 

AATATAAAGAATAGTTCTGTCCCAAGAAGAACTCTGAAGATGATTCAGCC 

TTCTGCATCTGGATCTCTTGTTGGAAGAGAAAATGAGCTGTCCGCAGGCT 

TGTCCAAAAGGAAACATCGGAATGACCACTTAACATCTACAACTTCCAGC 

CCTGGGGTTATTGTCCCAAAAAAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 247 

GCTCTAAGCTATAACGTACTAATATTTGATCTATTCATATACATTATCAA 

TCACTAATACACACATCAATATACTTACGTATAATACACTATCTTAGTTC 

TCTAATATAATTATNANTNTANTTGGCGTTTGGCTTCTCCCCGCGGGNGG 

CGGCCGAGGTACTCCCCAGCAAATATGCTTGGTGGGCTTGCTTGACTAGA 

TGAGCTGCTATAGTAGCCAATCCTGTTAGACTTGGACCATTGTTTGTCTG 

AAGAACGGGGATCTGTCGCTCGCCCTGAGCACTGTATTTATTCCCCTTAC 

TCAGTCCCAGGGACTTCTCCAGTAGCGACAACTCTGCGGCCGCCGCCATC 

TTC 

>Sequence 248 

TGCCGCGTATATGCANCTTCCCGCGGTGGCGGCCGAGGTACTThWTTTTT 

rriTririuini^ - iTicTrrrrrrrrriiiiiri ^ ^ 

CGAGGAATTTAATTAGGGTTGTAACAAATGGTTAATTATAGTAAGAAAAA 

CCAAATTGAATAATTTTCTAACTCACTTGGCAGGGGGGGTCTCGCAGCCA 

TAATGAACATCACATAATGAAGTTACTCCTTTCCAGATCTATAAACAGGC 

TCATGTAACTAACTGATACTCAGTAAAAGGGTCCATAATCCAAATTTATA 

TAACAAATGGGGCTTGCTATAAAATCTCTTACATTTTAATACTTACTCTT 

AATAAATCATCTATTCTTCCCTCCnTCTTCTCTAAGGCAGAATTC^ 

GTTTTCTAGGGCAGATATTTTTTCTATTGTGAGGTCGGACTGGGTCTGTC 

TGGGCTGGATGGAGATCTGTTTTTGGGAGCTGCAGGAATGCTCTGTGTTG 

CCAGATCCCGTAAATGAGGGACTGTTTTGCTGAGCTGAACAAAAGTGAAG 

CAGG 

>Sequence 249 

GATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAG 
AAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACGG 
AGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCG 
TGACCTGACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAG 
CGCTCTGGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAAC 
CCCATGAAGCCCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCA 
TCCTCAGAAGGTCTTAATTATGGGTGAAGCTCITGACCTGGGAACCro^^ 
AAGCCAAGAAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTGCGT 
GACTGTGAGTACCT 
:. .>Sequeaoe250 .. . .. 

GGTNTCGTATGCTrATXXXXXKK:GGOCGGAGTG ATGOC^ 
GTGATCTGCAATGATrCTTXXCTTCGAGGTCAGCOCATTAT^^ 
GGA Cl 11 i I ' I G TGG AGAAACTCCGACATGAG AAACCTGAGATTTTCACTG 
AGTTGGTGGTCAGCAATATCACAAGGCTCATCGATITACCTGGAACTGAG 
TTGGCTCAGCTGATGGiKjGAAGTGGACCTrAAGTTGCCTXKKXiGGGCTGG 
CCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAA 
AAGGAGTGATATTTGGOTCCCCACTGACGGAGGAAGGCATTGCCCAGATA 
TACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTT 
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TAGAGTACCT 

>Sequence 25 1 

TTATCTCCCACATTGATTTCTCAATAAACAl rriCl 1 1 CGATCAAGAATT 

ATTCTAGTATAATATATATTTTTTGCTTCCGTTGTTATATT^ 

CAAAAAAATAAATGGGTGTTGTCTCGATAACCrrhn'CCGCGGNGGCGGCC^ 

AGGTACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTACIXjGGC 

GTCTACCCGGGAATCCGGGGTCCCTGACCGA 

>Sequence 252 

GGGGNACGTTGCTTGATCGCNGGGCGGCCGAGGTACATTTTACTACGCAC 

CCTTACGCATTCTTTTTCTCACCTCTGTGTGTGTGTGTGCGTGCACATGC 

ACACACACAAATGGGTGAAACAATTCTCACCATACCAAGAGCCACCGCGC 

CCTGCCGAGAATTTGCATTTCTAACAAGTTCCCAGGTGATGCTGACACTG 

CTGGCTCATGGAACCACTGCTGTAGTATTTTCCAAATTATCCTGArrCTA 

AGAACCACCTATGACCTGTGCTGTTTTTTCTGTGGTTACTGGCTCATGTC 

ACATAAATTCTTTTAGGATTCAAACATGTTTGTGATATTACTCAGTATTT 

ACATCTTGCTTTTACTGCAGCATGATGGAAAAATTAACCACAGGTATATC 

ATAACAAAAAGAACATGAGTTACCATTTTCACAAAGTTCAGATATATTTA 

AATrAGCCTATTTAATCrrrririGGGTGGTGTTGAAATGGAGTCTCACT 

CTCTCTCTCAGGCTGGAGTACGTGCTGGTTTAATTGTCCAAGGCGGGTCT 

GGACCAGACAACTTTTGTAAGGGCTGGGCCGTGTCTTTGGTGGTTGGAGT 

CGGTCTCCTTTGGCCCTTTTTTGGTGGCCGGAATCGTGGCTGGCTGATTC 

AACAGTTCAAAAGGAAATTTGGTGGTTAGAACGGCC 

>Sequence2S3 

TTTCTTCGCGCCCGTGTCTTTTGCCT TTCAAAATTTTA TT^ 

ACAGCri lM ri ri ACATAATACATAATTTTATTTTTTCGAATAArrrriC 

TACCCACAAAAAAAATTITGANNAGGTTGC TTGTAGCG CNTCTCGNGGNG 

GCGGCCGCCCGGGCAGGTAC in 1 I 1 1 1 1 1 1 1 1 1 1 J 1 I ICTACCGGTAGC 

CTATTTCAGATTTATTAAAAAACACATAGGTAACGAGTCAGAGCTTTGGC 

TAGGAATGAGTTGGAAAAGAACTGAAGGCATAATTC CACA GGACATTCAC 

AGTTGTGTGCTAGAGACAGAGAGGAGCAGGAAAGTGTTTTAGAAGCATTT 

GCGGCGGACAATGGAAGGCCCGGCITCATCGAATTCCTGTTTGCTGATCC 

ACATCTGCTGGAAGGTGGACAGAGAGGCCAGGATGGAGCCACCGATCCAG 

ACAGAGTATTTGCGCTCCGGAGGGGCAATGATCTTGATCTTCATGGTGCT 

GGGTGCTAGGGCCGGGATCTCCTTCTGCATTCGGGCGGCAATGCCAGGGT 

ACCTG 
>Sequence 254 

TGTATATAGATAGAGCTCACCGCGGTGGCGGACGAGGTACTCATGGTTGC 

TGTAAATCTGGCCGCCGTTCTGCAGGGTTATGCTTAGCCAGGCTCCTATG 

AGATCTGGCTATTCTGTCTTGTGGATGGTCAGTCCCCGCGTACCTGCCCG 

GO 

>Sequence 255 

GTOTAATCGTTGAGCTCCCCGCGGTGGCGGCC GAGGTA CGCGGGGATTGT 

GTGCAAAATCAGAGGGGGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGC 

GACAATGGCAGCCCAATACGGCAGTATGAGCTTCAACCCCAGCACACCAG 

GGGCCAGTTATGGGCCTGGAAGGCAAGAGCCXIAGAAATTXrCAATTGAGA 

ATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAG 

CATCCITGGCCGGAAAGTGTTrCATTCTGGCACTGCAGCAAAATCCATTA 

CCAAGAAGTGTGAGAAACGCAGCAGCTCATGGAACKjAAACAGAACrTGTC 

GTAGTTGACACACXIAGGCATTTTCGACACAAGAGGTGCCCAATGCTGAAA 

CGTCCAAGGAGATTATTCGCTGCATTCITCTGACCTCCCAGGGCCrc 

CTCTGTTCTGGGTGGTTCCACGGGGCCGTTACACTGAGGGAGAGCACAAA 

GCCACGANNAGATCTGAAAATGTTTGGG 
>Sequence 256 

GCCCCAGATTCAATCTGTGGTGACGGTCGGATACGATGAGGGACTACACC 

GCACACCACCACTTCTGTTTAATGTTTTGAATCTAAACGTTGAGGTGGGG 

CmCACCATGTrGCCCAGACrGGTTTTGAACTCCTGAGCTTAAGCAATCX: 
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ACCTGCCTCGGCCrcCCAAAGTGTTGGGATCACAGGCGTGAGCCACCGCA 

TCCGGCCTCATGTTCTTTTTCATTAAAGAGAGAAATCAACTATTCAGGAC 

CGGCCCCCACCITTCCTCAGGAGTCATTTCTGTTCCGCACA 

AACTGGGTGCTTTATATAGGGAAAGTGGGCXrrCATTTTTTO 

CTCAAGCCTTAGGGGCAAAAAAAACCTCCAAAATTGAAAAGGGrrrrilT 

TTTTAAATCGGGAGGGGGGCCCCCCTCTTTGTGTCGGCGATTTCGGGGAA 

AAAAAAAAAAAAAAAAAAAAAACCCCCCCCCCCGCGCGCCCTTAAAAAAA 

AGAAACCCCCCCCGCGGGGGGGATTTTTTATATTTTTTTTTTACCCCC 

>Sequence 257 

GGAGATGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACTCTGACTTGCAG 

GGCCACAAGACCGGCCTTGCGAGCGTCGTTGGCTGATGGGAGTAGAAGCC 

ACAGAGAGTCTTCCTCTTGGAGGTACAGTCAATTCTGAGGTTTGGGCGTC 

ATAGACTAAACCCAGAAAACAGAACATTGGGAAGTCTTCGGAATATTCTC 

TATCTTCTTCACCAACGAGTAAGACGTTTTGGAATAATGGGACTTTACAA 

AGGCCTTGAAGCCAAATTGGTTGAAAAAAGGCCCTAACTGGTG GTTTAA A 

AGGGTCCTTGGTTATGAAAAAAATGAACAGTGCCCCCCTTTCAATTTTTG 

GGGGTTAAAGGGGGGCCCCAAACATTG GAAA CCCCTTCCCAAAGAAAAAT 

TCTCCAAAATTTTCTAAAAGGGGGGGGGTTTCCITC^ 

AAGAGAAAAAKrCTCCTTAATATATTGTGTGTTTCTCGCCCCCAAAAAAG 

ATACCCCCCCCTTGTTGTGAAAAAAAAGAAAAC AGGGG GGCCCCGGGGGG 

GGGGTGTCAAAAAAACCCCCTGTACACCAAAAATTTTTATCTCCTCCTGG 

TGGGGAAAACCGGGGGGGCTGATATATAAT 

>Sequence 258 

TTAGTCGTTTTGAGGCCCGGTGGCGGTCGGGTACACGGGCCACGTGACCG 

ACGCCAACATTGCGGCGCCCAGTTGCGTCCACCTGCTTGTCCGCAGAGGT 

TCTCATAGAATTTTCTCTTCACCACTCAATCATATCTACTTACACAAGCA 

GTCAAGCAGTCAACAAAGAAGAAATTTCTTTTTTCGGAGACAAAGAGATA 

TTTCACACAGTATAGTTTTGCCGGCTGCAGTTTCTTCAGCTCATCCGGTT 

CCTAAGCACATAAAGAAGCCAGACTATGTGACGACAGGCATTGTACCTGC 

CCG 

>Sequence 259 

ATGTTATATTCGTCTAATAGCTACATTGAGTCGAATCGTATTATGTTCGT 

ATCTCTTTTATTTATGTATTTATTACATGTATCTATCGTATCTGATTACG 

ATACGATTACGTTTTATCCTATCTCTTCNTAATGGTGTATGCCCACCGCG 

GTGGCGGCCGGCGGGAGGC 

>Sequence 260 

GCTCGTTATGTCGTTACTATCTGTGTCTGCATCGTATCGCATTCTCATCT 
ATTATTATTCTATTCTCTTGTTATCTG 

>Sequence 261 

TCTATATATCTATCGTKrrATATATTAATTATTTATTCTTTGTACITGT^ 

TATCGAATGACTTTAATATTTCTATCTCTTTAATCTATACATCTGT^^ 

CTTTATATATAGGTAGCGCGTG 

>Sequence 262 

TTACTCCACACTCTACTCATTTTCTTCATTTCATTTCTGTACTCGT^^ 

ATAGTATTTACTTATTGTTCTATGTTATGTTATCATCATTATATCATATA 

ATATCTGTTTGATTCAACACCCATTAmTTATTTATTTATTATGTTGTAG 

CCGGGGCGGCCGAGGTACCCGATAGAACATGGCATCATCACCAACTGGGA 

CX3ACATGGAAAAGATCTGGCACX:ACTCnTIXn'ACAATGAGC^^ - 

CCCCTGAAGAGCATCCCACCXrrGCTCACGGAGGCACCCCTGAACCCCAAG 

GCCAACCGGGAGAAAATGACTCAAATTATCTTTGAGACTT^ 

AGCCATGTATGTGGCTATCCAGGCGGTGCTGTCTCTCTATGCCTCTGGAC 

GCACAACTGGCATCGTGCTGGACTCTGGAGATGGTGTCACCCACAATGTC 

CCCATCTATTAGGGCTATGCCTTGCX:CCATGCCATCATGCGTCTGGATCT 

GGCTGGCCGAGATCTCACTGACTACCTCATGAAGATCCTGACTGAGCGTG 

GCTATTCCTTCGTTACTACTGCTGAGCGTGAGATTGGTCGGGACATCAAG 

GAAAAACTGTGTTATGTAACTCTGGACTTTGAAAATGAGATGGCCCCTGC 
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CGGATCCTCATACTCCCTTGAGAAGAGTTACTAGTTG 

>Sequence 263 

AGGTA Clll 1 1 li i i 1 1 1 rii ' i I ' i i I I fG CAGCCG'ni'ri'Cl lACTAGAA 
GCTAGGCGGAAAGAGGTGTTACTCAGATTTCTTGAACTTGAGACGTCAAA 
GGTGAGACGCCAGCCAAGGAGAAGGGATGGTCAGGGACCTGCCCG 
>Sequence 264 

NGCGTTCGGAGCACTACGCGGNGGCGCTGCGGGGAAGACGGGNGACGNGC 
GGATCTTCTTCTTTTTGGGGCAATGNCACGTTTAATAATGCGTNCCCGGC 
CTNNAAAGCCTTCGC 
>Sequence 265 

CCGGGCTACCGCGGGGGTGGAAACCTCTTCAGCANNNGCTNGGTTCANNG 

AGCTATNANACAANCAACCGGGACCCCAGCTTTTCAGAACTGCAGGGTAA 

CAGCCATCATGAGTGAGGTCACCAAGAATTCCCTGGAGAAAATCCTTCCA 

CAGCTGAAATGCCATTTCACCTGGAACTTATTCAAGG AAGAC TGNGNCTT 

TTTTTATCGAGTGGATAGAGNGCGCAACCAGGTTGAATTTTTAAACACTG 

AGTTCAAAGCTGGCCATGTACCT 

>Sequence 266 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTrTTCTAGGTATTGC 

TGGGCAAGATCCirGTTGGAGTCCTCCTCTTTTGCTCCC^ 

ATAGGCAGAGCAGACTGGCAGACACAACAGCACAAGGAATGCAAGATGCA 

TCATTCTCACTGCCCTTACCTTCTTTGTCTACTGGGCTTCTCCCCGCGTA 

CCTGCCCGGGCGGNCGNTCNGAGCCGCCGGGCAGGTACTACCTTCACCAA 

CTTTTTCATTTGGGCATCACAAAGACGAGTCTTCTGATGTTCTATAAGCA 

ATATGTTTATATGAAAGTCAGAAGTTTAGCGAAAATTCGGCCTAAACAGT 

AATAAATGAAAATGGAATGGAAATCAAAGTTCTTAAATAGAACAGAAGGC 

TGGGCACGGGGGCTCACGCCTGTAATCCAGCACTTTGGGAGGCCCAGATG 

GCCGGATCACGAGGTCAGGAAATCGAGACCATCCTGACTAACACGGTOAA 

ACCCCGTCTCTACTAAAAATACAAAAAAAATTTGCGCGGGCGTGGAGTCC 

GGCCCCCTGGAGTCCCAGCTACTCAAGAGGCTTGAGCAAGAAAATGGCGT 

GACCCCGGGAGGAGAGCTTGTAGGAGCCCGGATCCGTCTCCTGCACTTCA 

ACCTTGGGCGACTGACAAGGCCTTTGCGCAAAAAAAAAAAAT 

>Sequence 267 

aggtacittacctcatttcctaccaatcattttaagagaat ttggt tgta 

tttcaaaoaacaaaacaacacaatttctgtcctgctgtttattttag 

ggtcgcggccgaggtacggatacaattccgctgagttagattccaaattc 

taacctctccatcacacgccccagaaaggacagtagccagcttctctgga 

tgctttgccaagcaattgacixx:atcacggtgaccatccagcgaagcaag 

gaatggttttgcaaatactcgttccagtttggtagcatttaaagctct^ 

tatattctcgtgggacctcaaaaggatgtaaagcaggatcatagtttctt 

ggaactcictgtaagtccaacitggtttcgcggacataattc 

ccggctcagcatcttcaccttcatctcggttgctcttc 

>Sequence 268 

aggtacatttatatgaaagtcctcactttcagaagcagaaaaggagtaac 

tagatgggcattttctataccagctaaggcxrraaacataacaacgtcta 

ctgaactattitctacitactttgactgaataagccagtgagatcgtgac 

tgcaagtggaagaccttctggcactgcgacx:actaaaactgtaactccaa 

taatgaagaacttcacaaagtattgtatataaattggtgtgcactcagca 

agccatggtcntrctgaacxcagaaggtotcaatgacaaaat^ 

tagaatcataactgtgatggcaggcatcaacagacctitcagaatagaaa 

tgaaagaaaaatgtgattattaaatitccagacactaacccttcacagat 

ataaattaaacactgtaaagagttataacttgcntgatagtattgaattt 

ctctgagaaattacttctttcttgcaccttataacttgaca 

TTAATTTTTTGCTTAAGGCNCNGCGCCCGG 
>Sequence 269 

AGGTACGCGGGATAGTGGAGGCACTGAAAGACCAGCAGAGGCATAAGGTT 
CGGGAAGAGGTTGTTACCGTGGGCAACTCTGTCAACGAAGGCTTGAACCA 
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ACCTCGAGCGGCCGCCCGGGCAGGTACAGATGCACAGGAGGCCATAGGGT 

TTAGGCAAAGGGGAGCACAAAAGTTGAAGATGAGGCGCTGCCACCAATGC 

TGGGACTTCAGGCCAGGGGCAGGAGCTGAGGAAGCCACAAGGGAGGACAT 

TTTCTGCAGTTGCTGAACCAGTAGCAACCAGG TCCT GAGAAAGCCCTCTC 

TTGTGGAAGAATAACAGCCAGGAGGAAAAGCTTTTCATTCTGCAAAGCTG 

GGGCAGAAAGTTCrrCTTTGAATCCCGCGTACCT 

>Sequence 270 

NGCGATAGGAGCACTCCGCGGNGGCGGCTGCAGAGACGCTTTCGGC 

>Sequence 271 

GCGCTAGNGCNACCCGCGCNGGCGGCTGGCAGTTGATCGACGACAGCCGG 
GAGGCGNNAGCGAAGGAAGAGACCTTCNGAGNCNGAATAAACTCNAGCGC 

CCCCCACGNACCN 
>Sequence 272 

TTGGAGCTCCACCGCNNGGTGGCGGCCGAAGTCCCACAGTTAGCTGCAGC 

AAAACGCAGGCTGCCTCAGGGAAAGGAGCCTGGGTTGATTAACTTGTGTG 

TCAATGTCCCACCCGTCCCAGGTAACATTTTGCCCCCTGAGGTCCGGGGT 

AATTTAATGGCTGCTGGACAAAACCTCCAAAGTTCTGAAAGATCAGAAAT 

GATAGCTACCTGGAGTCCAGCTGTACGGCACTTGGCGTAAAGCCGCTTCC 

CTCAAGAGTAACTACAATCTTCCCATGCACAAGATGATTAATACAGATCT 

TAGCAGAATCTTGAAAAGCCCAGAGATCCAAAGAGCCCTTCGAGCACCAC 

GCAAGAAGATCCATCGCAGAGTCCTAAAGAAGAACCCACTGAAAAACTTG 

AGAATCATGTTGAAGCTAAACCCATATGCAAAGACCATGCGCCGGAACAC 

CATTCTTCGCCAGGCCAGGAATCACAAGCTCCGGGTGGATAAGGCAGCTG 

CTGCAGCAGCGGCACTACAAGCCAAATCAGATGAAAAGGCGGCGGTTGCA 

GGCAAGAAGCCTGTGGTAGGTATAAAGGGAAGAAGGCTGCTTGTGGTGTT 

AACAAGCAAAAGAAGCCTCTGGTGGGAAAAAAGGCAGCAGCTACCAAAAA 

ACCAGCCCCTGAAAAAAGCCTGCAGAGAAAAACCTACTAC 

>Sequence 273 

GCGGATTAGGAGCTACTACCGCGCGNNGGCGGCT TANAN GACCTGTACNG 
GCTTCGAGCCCGCGNCCCAGNCNGGGCGAANGANTTTTNGGCGGGTTGAG 
GCGAGGCACCTCCCTGCCCG 
>Sequence 274 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCGCGTCGATGCTATG 

CGCTCAGTTCTAGTCAGAATAATCTTGCrcATCCTCCA 

CCACCAAGGCAGAATTCAAGCCCTCATCTGCCAAAACTACCACCAAAGAC 

TTACAAACGGGAGCTTTCGCACCCCCCATTGTACGCGGGGGAGGAGCCTG 

AGGAAGAGGGCGGCGACGGTGGTGGTGACTGAGCGGAGCCCGGTGACAGG 

ATGTTGGTGTTGGTATTAGGAGATCTGCACATCCCACACCGGTGCAACAG 

TTTGCCAGCTAAATTCANAAAACTCCTGGTGCCAGGAAAAATTCAGCACA 

TTCTCTGCACAGGAAACCTTTGCACCAAAGAGAGTTATGACTATCTCAAG 

ACTCTGGCTGGTGATGTTAATATTGTGAGAG 

>Scquencc 275 

ACCTTATTCCCATTCCTTGGTACACATAACTCTCTTTGAATACGTCAGAA 

CAGGCTCCGCGGAACCGACTACAACGTCATTTTAAAAGGGGAAATAACTG 

TTTTATCCCCCCAATAAAGTGGAAAACTCACGCGAACAACCTGTTATCTC 

AAAATGCCCACCCAAAACCCCCATGAACCCTTAAAAAAAAGGCCCCCCCA 

GTTTTCCA 
>Sequence276 

AGGTACGTTCTATTCCTGCTCCTATTAGGTCXnTCT^ 

TCGGKXjATTACGCCTCTCCAGTTCTGCTGGGGA^^ 

CACGCGCGTa}ATCnTrATGTTATACCGTCACTCCCAGTGCX:crrAATC 

ACTATCXXrrcCACTCACrcCXrCCTGGTTCTACCCCGGCT 

TCCCGGNNNCCACTAATTTATTCCCAAATTCTAGGGCCCGGCCCCATCAG 

NCX:CTCCTCCGCGTACCCTGCCTCGG 
>Sequence 277 

AGGTACGCGGNGGAGCGGGCCCTACCGTGTGCGCAGAAAGTGGAGGCGCT 

■ 
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TGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTGAGCTG 
TTCGGTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATTGGTTGT 
TGCGGCATTGCCCTACTGCGGAGGTGCATTCTTCTTTGTATCTTGACCAA 
CACAGGCCTCTACCCACTTGCTTGAAGCCACCGACAACGATGACATCTAT 
. GGGGCTGCCTGGATCGGCATATTTGGGGGCATCTGCCTCTTCTGCCTGTC 
TGTTCTAGGCATrGGAAGCCATCATGAAGTTCAGCAGGAAAAATTCTTCT 
GGCGTATTTCATTTTGAAGTTTATAGTATTAT GCCCTTT GAAAGTGGCAT 
TTTTGTATTACAGGATTCACCCCCACCCAGACTTTTTTCAACTCCAACTT 
TTTTCTGAAACAAATGCTAGAAAAGGGACCTGGCCCGGGCGGGTCGGTTC 
TAGAAATAAGGGGAATCCCCCTGGGCTGGAGGAATTTCAATTTCA AGGC T 
TTTTAATCCCGGCTCACCTTCTGGGGGGTGGCCCGCGGTCCCACAATTTT 
TTGTTCCTCTTTAAAGGAGGGGGTAAATTGCGCCCGCTTTGCCGGAAAAC 
ATGAGTTATACGGTTGTTTCTCTGTGGGTAAAATTGTGATTTCACTTTTA 
AATGTTTCCGACATGACATATTCAAGCGACGCCCCGGCG 
>Sequence 278 

GCGTTTGGAGCTCCCCGCGGTGGCGTTCGCCCGGGCAGCTACTTTCATCC 

ATAAAGGCCTGCAGCTGTTTCATTGATCCTTGCAGTTCATCCATCACCAA 

CTCCATACAGTCAAAGACTTTGCTCTGGTTCTGTAATATTTTCTGGTAGT 

CAGGTTTTGTATTAAGAACTTCATTCTGAGAAGACCCAAGATATGTCATA 

GGTTCCACITTGACCTCAGTAATTTTGGCCTCAGTTGATCCTCTGGACAA 

TATCTCTTTAGCCTCCTGCTGGTAGTGAGGCAAGAGCTGATCCCAAGTCT 

GACGTTCTAAAGAAAACTTTGTTATGTATTCCTTCATCTCAGCCACAGAT 

GCTTCCAAAGAAAAATCTGATGCTTTTCCATTTGAATCTTCAAAACATTT 

TTGTAGAGTTCCATCAGTTTCCAGTCCGTCTGCANAATGTTTCAATTCTT 

CAGAAAGAGAAGATGCTTTGGCTCTAAAACTTTCAAGACTGAAGCCCTTA 

GTGTCCCTTAGGAAAGGTTCAAGTTTCTGAATAGAGAACTGGAAACTGGG 

AAGCAGGAGACAGCCAAGCCGTTTGCTTTCTGCTAAATCGACACTGATAG 

ACCGGCTGAGCTCTGTGATGCCCTGGTGAATGGGATGCAGCGACTTCCGC 

CGGTTCGTTTCTTTCATACTTGCTCGCCGCCGGGATTGCCTNCTGGCTTG 

ATACT 

> Sequence 279 

GCCTTAGGAGCACCACGCGGTGGCCTCCGAGGTACTACTCTGCACTGTTC 

TTTCITTCTAATAAAACnTrCCCTGTCGAACCTATA CTAGT CIT 

ATTCTTCITACTACCCTATGACCCGTGAGCCAACCA CTTTCCGAT GCCAG 

GGTTCTGACACCTCACCTGGCATAATATAAAGTG'irri'11'li 11 1 ATACC 

CTTCCACTTGGAAAGACTACAGAGGAATCTTGCTCTGCATAGTTCAAACT 

AAAAAGAGAAGAGTTAATTACCTGAAAAGCAAGAGAAAA CAAGAA GGGGT 

AAATTTTGAACCAAGGGAAATCATTTAAGAAGTGTCTGGTATTTTTCAAA 

TTTCTGTCAGTTGTTACATrTGTCATAAGTAAATGTTTAGGAATAAAGGA 

TGGAGACATGCTTATTTTATTTAACTCCCCCAAAATTNAAAAAAAAAAAA 

AAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGCTCGA 

>Sequence 280 

TGCGGTGACTCCCGCGGTGGCGGCCGGAGTGATGCCATC TGC AGTTTTGT 

gatctgcaatgattcttcccttcgaggtx:agcccattat cttta atcctg 
a ci1411ig tggagaaactccgacatgagaaacctgagattttcactgag 

TTXKjTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTGAGT^ 

GGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCKKjCC 

CAGCATCAGGATTCTTCCGGTCTCTXIATGTCT^^ 

GGAGTGATACTTGGGTCXXX:ACTGAOGGAGGAAGGCATltKXX:AGAT^ 
CCAACTGATTGAGTATCTACACAAAAACTTXKXSAGTAGAGGGTTT^^ 
GAGTACCT 
>Sequence 281 

TATGTGGTCACCGGGGTGGCGAGGTACGCGGGGGGAGACATGTGGAGTCC 
CAGCAGAGGCCAACCTGTGTCTCTTCATCTCCCTGGGAAGGGTGCCCCCG 
AAGTGAAAGAGATGGCCTGGTGGAAAGCCTGGGAGAATGAATAAACAGAC 
TAGGTTGAATCCATACAATGGAATGGTAGCAGACAATAAAAAGAAAATGA 
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ACTATTGATGCCCCCTACTGCACAGCAGAAGCTCTGAATCGTGTTCCTGA 

ATGAAAGAAGTCAGAGATGAAAAGATGGGC CAGGA GTCCAGTTTCTGGAA 

GGCCAAGAATCGAAGTAGCAAGCTGCAGCCGTmCCAGACAAGCATGAT 

GTGGGGATGCAGAAGAATTCAGGACTGGAGGGGCAAACTCCGATGTGACT 

GAGGCCCCACTGCCAAATGGCGGCATGCTCAGATAGCACCCAAGAATTTG 

GGGAAAAAACTGGTGCTCACAGCTGCCCAGTTAAGC 

>Sequence 282 

ATTATATTTCTACTGCTCAGTATAACGTACTGAACGACAGGTGTACCACG 

TCTGCATCTCTTTTCGTGCGCTAATCGTCTCGACGCGTAGGCAACGTATA 

CGAGACTATAG rrinCi ' l ' IC TTATCTACTTCTATTTCTACACTATATATA 

TTTATCCNrTCri'GCGGATCGACTCACCGCGGCTGGCTGGCCCGCAGGAT 

ACCTATGTTCCACTGCTCAGCAGTGCTCGTAGTACGACTCGATGTATGTC 

AGGCACGAGACAGACCCTCTTCCACTTGTCATGTTGTATTGCCACTTCCG 

CGCGAGGATATTCTGATAGGATGCGTCTCTCTCTCAGATCAACACGGTAG 

GCAACGTTCCTTGCGCTGGTACCTTTTCCACCTTTCCCTTTTCCCATTCT 

GGCATTAACACCGGTTCCACCCAACCCTGGCACTTAAGGGCTTGTGAGAC 

TTCAACCCCAACCTTCCAGGCCTCCCCATTGGGGTCCTCCTTGCCACCTT 

CATTTGGGTTCGTGGGATACCAGAGTTGGAACAAGGGGGCCCAGGAATCA 

AAGCCTGTTCCriTTTCAACCCCCACTCAATTGGGCTCAAGGGGAATGTGT 

GTCCCTCCAGTAAGGGGGTTCCCCAAAGGCCAACAAGGAAAAAAATCTTG 

CAAGCCTTTGAAGCTGGAAGTGGCCACTTGTATGCCTAAGGCTTGG AAAA 

AGCCACATAAAAGGGGAGGGGGCCTAGGAACCACCGCAAAAAAGGnTTG 

GATGGCCAAGAAAAAGAGGGAAAGGGGGCTCCAGTGGAATATAACCCTCT 

GGGCGCAATTCTNrriU'CCAA'rilliCCCATTTGGCCTTGGCCCATTAAA 

TTTCCAGGGGCGAAGGATTTAACCTCTGGGTAAAAGGGTGTGGNGNNNGG 

GGGCCAAGNAACCAACCTTTATTGGACACCCTGGTGGAAAAGAGAAGCCC 

TCTATTAAGAAAAATTTCCCCAAAAATTGGGGAAN 

>Sequence 283 

AGTTGTGACACGATTATATTGAATGTTGTCTTCAACGATATAATTTACTT 

CATCAATATTCTAATAATTACATGCTAATATGATATTTATATAATAAATA 

TAGCTAATGAATAACGTACTTGTCTATTTTCTCTAGAGAGCTATCGGGAG 

GCGGTCGAGTACAGCATTGGAAATGGATCTGTCTTTGGTAAAGATCAGCC 

TATAATTCTTGTGCTGTTGGATATCACCCCCATGATGGGTGTCCTGGACG 

GTGTCCTAATGGAACTGCAAGACTGTGTCCTTCCCCTCCTGAAAGAATGC 

ATTCGCACCAAATAAAGAAGACGTTGCCCTTCAAAAGACCTGGATGTGGC 

CATTCTTGTGGGCTTCCATGCCAAGAAGGGAAGGCATGGAGAGAAAAGAT 

TTACTGAAAGCAAATGTGAAAATCTTCAAAATCCCAGGGTGCATGCCTTA 

GATAAATACGCCAAGAAGTCAGTTAAGGTTATTGTTGTGGGTTAATCCAG 

CCCATACCAACTGCCTGACTGCTTCCAAGTCAGCTTCATCCATCCCCAAG 

GAGAACITTAGTTGCTTGACTTCGTTGGATCACAACCGAGCTAAAGCTCA 

AATTGCTCTTAAACTTGGTGTGACTGCTAATGAAGTA 

>Sequeiice 284 

TCACATCTCATTCTTGTGATTATGTAGATTCTTrACACrTCGTATCATCA 

CTCTTTACATATATTACCGAATGTGATATCAATGTACTACATAGTTCCrr 

CATATATATATAATTTTTCATAATTTAGAGTGACIXXC^^ 

CGGGCAGGTACGCGGGGGCrCTAAGCTGCAGCAAGAGAAACTGTGTGTGA 

GGGGAAGAGGCCTGTTrcGCTGTCGGGTClCTAGTTCTT^ 

AAGAGTClXKrAClXXJAGGAACTCCTGCCATTAO^ : 

AAAGGGAGGGGGAAAOiTACATITATTCATGCCAGTXrroTTXKrAT^ 

ctttatggcttcctaccttxx:aacaaaataattgcacc aactcc ^ 
ccg attccgccccc ag ag ag acctgg agccac ag agc 11 " i 1 1" 1 gctttgc 
attgtaggagagggactaagtgctagagactatgtccgctttcctgagct 
accgagagcgcccgtgaactggaatcaactgcttcagaagatgtacccta 
aggcaaacagggttccttggccggttaaaactaggggatcccccggcrtg 

CACGAATTCTATATCAACTTATCG 
>Sequence 285 
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CGTGTTCCGGGTGGCGGCCGAGGTACTAGGTCCCAAATGTTTCAACCGAT 

TTTACCCTATGTTTTCAAGGGTATTATAGAAGGGGAGAGGTATCCTGTAG 

TCATGTCCACGTATCTTGGAGTTATGGGTCGAGTTCTACTACAAAACACT 

AG IM - rrriUr TT C ACTTACTAAATGAGATGGCCCATAAATTTAATCAGGA 

GATGGACCAGCTTTTGGGAAATATGATTGAAATGTGGGTTGATCGAATGG 

AC^UVCATTACCCAGCXTGAAAGAAGAAAACTTTCAGCTTTGGCm 

TCTCTTCTGCCATCTGATAATAGTGTTATCCAAGATAAATTCTGTGGGAT 

TATAAACATTTTAAGTAGAAGGCCTGCATGATGTCATGACGGAAAGATCC 

TGAAACAGGAACTTATAAAGACTGTATGTTGATGGCTCATCTTGAGGAAC 

CAAAAGTAACAGAAGATGAAGAACCACCCACAGAACAAGATAAGAGG 

>Sequence 286 

GTCCTACACC ACTGG ATTACTATG A ATTATACTTTA ATCCTAG A 1" 1 11 "1 C 

TGTTTTGATTCTCAATAGATGATGTCTCTGAGTTGATTTGAAATATCAAT 

ATATATGTATTTACTATATGTTGTATATATNATNTANTAGAGAGACGCGG 

GTGGCGGCCGAGGTACCCGATAGAACATGGCATCATCACCAACTGGGACG 

ACATGGAAAAGATCTGGCACCACTCTTTCTACAATGAGCTTCGTGTTGCC 

CCTGAAGAGCATCCCACCCTGCTCACGGAGGCA CCCC TGAACCCCAAGGC 

CCACCCGGGAGGAAAATGAACrTCAAATTAATGTTTTGAAGAACTTTCAA 

ATGTCCCCAGCCCATGGTATGGTGGCCTATCCCAGGCCGGTTGCCTGTCC 

TCCIXTTAATGGCCTCTGGACXGCACCAAACTGGCCATCTGTGCTTGGGAC 

CTCTTGGAAGAATGGGTGGTCACCCCAACAAATGGTCCCCCATTCTATTG 

AAGGGGGCTATTGTCCTTTGCTCCCCATGGCCCATTCAATGGCGGTTCTG 

GGGATCCTGGGGCTGGGCCCGAAGAATCTTCAACTG GAACT Aa^CTTCAT 

GAAAAGATTCCTTGACTGTAAGCGTGGGCCTATTTCCCTTTCGGATAACT 

AACCTGCTGGAAGCGGTGAAGAATTGGTCCC GGGAA CATTCAAAGGGAGA 

AAACCTGGGGTTTAATGGTAAGCTTCnXjGGACTTTTGAAAAAAG 

>Sequence 287 

GATGTGAGCTCCCCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGA 

TCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACA 

TTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAA 

AACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTG 

TGTCCTTGTTCTTATTTGGAGAAGTTCACATAGCGCTCTGGAAGACGGAT 

CACGGGACTGTCGTATGGATCCTCAATGCCAACCCCATGAAGCCCAAGGA 

TGGTTCAGAGGAGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAA 

TTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAGAAGAAGAAT 

GGAGAGCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGAGTACCT 

>Sequence 288 

GTGATGACCCGCGCGCGGCGCGAGGTCCCTGTACTCCAGGGCACTGGCGG 
>Sequence 289 

GAGATGCTATGAGGTGGCGGCCGATGACCGTCATTGTCATGGACAGACTG 
GCTCAGTGAAGACATTTACTTTGATGGGACCAG ATAG AA TCCGATAATT r 
TTXrrcATAACCTGAGAGGAGTTATCCCACGAAGTTTTGAATT^^ 
CCTTAATTGATCGTGAAAAAGAAAAGGCTGGAGCTGGAAAGAGTTTCCTT 
TGTAAGTGTreCTTTATTGAAATCTATAACGAGCAG ATATA TGATCTACT 
GGACTCTGCATCGGCTGGACTOTACTTGGCCCGGNATT^^ 
GGACCATTAAAAGCATAAAAGGCATTTGGGGCXrrGGGGGACAATCATrTA 
TACTTTX^CACGATTTAGCATCTCTAOCCCACCCTTAAATAAAC^ 
CCTCACTTTTGGACAGCCVU^GAGCTTACGATTAGTACCT^^ 
• CTACTATACAGCGCGGTGGGCACCCTAAAGGATGGTATTATTTGAC^ 
ATTGGGGGGCTGCATXX:CATATrGATCTTCAATCTATTCG 
>Sequence 290 

ATCTATACAATACATATTATAAATAAATGGTGTATATATATTGTTATTAT 
AACATATTATAA l 1 1 i l l i 1 G ATAATCTAATTGATAG AGTTATCAAAAAT 
ATATATCTTAATTTATTTAATCTATACTATTATATTAAAGATACTCCGGG 
TGGCGGCCGCCCGGGCAGGTACGTCGGGGCTCCGTAGGAAGCCTCATCTC 
CCTAACTAGCTGCnTACACAAAGAACTCCTTGAGAACTTGAACCTTGCCA 



Page 94 

(of 26t pages in Table 2) 



wo 01/42467 



316 

Table 2 



PCT/USOO/33312 



GGGAACTAAAAACCCATTGAAAAGAAGGCTCTGAATCCCTTTTCTTTGCA 

CTATCTCTTGGCCCTGACCTTTAGACGGGATATGATAAACCTATCT GGTG 

TCTTAATGGAAAATCAACCAATCGAAAAAGGCCATTGGGAAAATTCTTTT 

AATAGAAAACCTATAATTTCCCCTTTTCrrATTTAAAACCAGGGAAGGAi^ 

TATGTCAAAAAATCCCCCTTTTTTATTACTCCCCCTCTACAATCCAAAAT 

GGATGGGGGAAGATCTCTTTAAACCGTTCTCAAAAAAAAGTAGGGTGATC 

AAAATAAGAAAACCTGTCATTCTAAAAGGCTCTTTGGTCCCCAACCAAAT 

GTCTTTAAAATGATGGAGTAACCTCTCCCTTTGTTAGATTTATACTATTT 

TCAGAAAGATATTTrrTGTTCGAAAAAACCCGTCTTAACCCACCCACAAA 

TTGGGGTTTTATATATTGGGGAAATAAACCAAAAATGGGCTTGGACXrrAT 

ATTATAAATTCCGGATTTTCCTTTTCTAAAGGGGAAAAAAGCCCCCCTCC 

CATGAGGGTGGCACACCCACAATATTTATATACATCCTTG AGAGG GGGAA 

AAAAAAAAAAAAAAAAGAAACTTTTTTTTTTTATTATTTATTTTTGAGGA 

AGGGGGTGGGCCCCCACCCACCTTAATAATTTGGTGTCCTCCCCCCTCAC 

TGTTTAAATCATCTATATATTATAAAT 

>Sequence 29 1 

TGAGACTGACTCCGGGTGGCGGCCGCCCGGGCAGGTACr n Ti l i I'l l 1 1 

1 1 ' l rrrriG GGGGAGTTAAATAAAATAAGCATGTCTCCATCCTTTATTCC 

TAAACATTTACTTATGACAAATGTAACAACTGACAGAAATTTGAAAAATA 

CCAGACACrrCTTAAATGATrrCCCTTGGGTCAAAATTTACCCCTTCTTG 

TTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTCTTTTTAGTTTGAACT^ 

TGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAA 

AAACACTTTATATTATGCCAGGTGAGGTGTCAGAAC CCTGG CATCGGAAA 

GTGGTTGGCTCACGGGTCATAGGGTAGTAAGAAGAATnTACAGAAGACA 

GTCTAGGTTCGAAAAAGAAAGTTTTATTTGAAAGAAAGAACCGTGCCAAA 

ATAGTTCTCATTCCAGAATGGGAGAAAGGGCTTCTCATAGATCATTCG 

>Sequence 292 

TTGATGCTCCGGGTGGCGGCCGAGGTACri-ri'l I'l l i ri i rrrn I Nil 

TTTTTGCTTGTTTTTATC 1' 1 1 J GGCCTTTTGGTG ACTTGGTGCTCCTTGG 
AGTCACTGGAGTTCTACTTTGAATCCCACTCTGACATCAATCGACTGCCT 
TAATTCCTGGTCCAGCTGCCCGACCCTGACTCTCTCCCGCTC 
>Sequence 293 

GAAGTGGCTCCCGGTGGCGGCCGCCCGGGCAGGACGCGGGGACATTCGAG 

TGGGGATTAAGAGAAGGAAGGCTGCCTTGCTGG AGCTG TGTGGTCTTCTC 

CAAGTGAGAGTCGCAGGCAATAGAACTACTTTG CTTTTGGA GGAAAAGGA 

GGAATTCATTTTTAGCAAACACAAGAAAAGCAGl"ri"ri'li"lCAGGTGCTG 

ACGGCCACCCACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCA 

CGTTCTTCAAGGCAGAATAATTGCAGAAAATCTTCAAAGGACCCTATCTG 

CAGATGTTCTGAATACCTCTGAGAATAGAGATTGATTATT CAAC CAGGAT 

ACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCAGTT 

TTGCAACATTGGACCAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTT 

TGGCTGTCCTCGGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAAA 

TCCCCGAGGTTCAGAGGACGGAT 

>Sequence 294 

TGAGAGGCTCCCGCGGTGGCGGCCGCCCGGGC AGGTACGCG GGAGGCACA 

TTCITTTCTACGTGAAGAGTTTTGTAAACTGAACT 

GCrcCAGCCATCCTCGGGTAGCTTGCCAATAGATOAATC 

ACCCATGACG C iCCllUI'l' I GCATriCTACCTCTTTC^ ^ 

ATGTCCACCATAOCACXn*GAGAGTCTGTGGAATCTAATTTIXrroT^ 

TTCTTTCCTTACACrcATTTrcCTGTC^^ 

TCTCCTCAAAGGTATAGCTGCCrrGCITTCATGAAAACACACT^ 

TGTGATTTATCAGAGGCCTTTCCATATCTCAGCCACTATGCTATGACAGA 

TITTATAATTAATAAGTGCATTTCAAAGTGAAAACGTTACAAACATGCTT 

ANCAGATGTTTTTATAACATGAAATATTCrGCrGCGTTAAGAACAAAATG 

CTGACTTACTTGTG 

>Sequence 295 
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TGAGATGACTACCGGGTGGCGGCCGGAAGAGCAACCGAGATGAAGGTGAA 

GATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACT 

TACAGAGAGTTCCAAGAAACTATGATCCTGCITTACATCCTTTTGAGGTC 

CCACGAGAATATATAAGAGCITTAAATGCTACCAAACTGGAACGAGTATT 

TGCAAAACCATTCCTTGCrTCGCTGGATGGTCACCGTGATGGAGTCAATT 

GCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCriTTCTGGGGCGTGT 

GATGGTAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGAC 

TCT 

>Sequence 296 

TGTGACTGGACCGGGTGTGGCGGCCGCCCGGGCAGGTACGCGGGGCTCCC 

TTGTGAGTAGACTATGCAAAGAAAAAGTGGGCCACCATATCTGGAAACTA 

CAGTCTATGCTTTGAAGCGCAAAAGGGAATAAACATTTAAAGACTCCCCC 

GGGGACCTGGAGGATGGACTTTTCCATGGTGGCCGGAGCAGCAGCTTACA 

ATGAATAATCAGAGACTGGTGCTCTTGGAGAAAACTATAGTTGGCAAATT 

CCCATTAACCACAATGACTTCAAAATTTTAAAAAATAATGAGCGTCAGCT 

GTGTGAAGTCCTCCAGAATAAGTTTGGCTGTATCTCTACCATGGTCTCTC 

CAGTTCAGGAAGGCAACAGCAAATCTCTGCCAGTGTTAACAAAAATGCTG 

ACTCCTATGAAAGAATTATGAGTGTGGAAAGATGAACTCACCACACACGC 

TGATGAGGCTGTGGAGAATCCGTCCATGAAAGAATTTCTCCTGGGGGAAG 

GGCTTACCTTGGCACTGCTAGAAT 

>Sequence 297 

TGCGATCTCGCGCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGGAGGG 

CTCCGAAGTCTGGTTTTGGGCGGGAATTGAAACCGCCGCTGAAGCCAACA 

AGAATTTGAGAACTGTAAATACCAAGCCTTGAAAGGGACCATGGTGCGGC 

CTGTGAGACATAAGAAGCCAGTCCATTACTCACAGTTTGACCACTCTGAC 

AGTGATGATGATTTTGTTTCTGCAACTGTCCCTCGGCC GTTCTA GAAACT 

ATGGGATTCCCCCGGCCTGAGGGATTCCAT TTTAA ACCTTTT TGGA CCCG 

CTACACCCTAGGGGGGGGCCCGCGCCCCCCTTTTTGGGCC CCTTTTGAGG 

GGGGGTTTTACGCCCCCCGGGGAAATAAAATAGGGGTAA Ci rri'l l i i i 1 

GCGGGAAAAAATTTATTCCCCCCAAAAAAAAAAACG CCCTTTTTT CCCGG 

GGGGAAAAAAATAGGATCCCCCGGGGGGGGGGGGAATTTTTTTTATTATT 

TTTTTTTTTCCCCTTCCCCTCCGGGGGGGGGGGGGC 

>Sequence 298 

ACCACACACTTCCATCTCATTATATCATCTGATTGTAATCAATTATGTGA 

TATTACTTATTTATAAATAGTATCGATATACTCnTCTAAATGAATTATGT 

TTTATAGTAATTTAAGTGTTTTATTTACATTCTTAAGCGTTGACTCACGG 

GTGGCGGCCGAGGTACTCCCCAGCAAATATTCTTTGTTGGCTTGCT TGA C 

TAGATGAGCTGCTATAGTAGTCAATCCTGTTAGACTTGGACCATTGTTTG 

TCTGAAGAACTGGAATCTGTCGCTCGCCCTGAGCAC 

>Sequence 299 

GTTCCATCCATATCTCTATAATTACTATTTCCTCACATTTAAC GATTT CT 

TTACrATCTATTAAAATACTCATATTTATATCTATCTATCnTACTTTTA 

CTAATTTTATATATTATATCGTTAGCTCCGGGTGGCGGCCGAGGTACTTC 

TGTCnTCCAGTTTTCCACrrCAAACITCTATCT^ 

CCTACCACTCX:CAATTAATCTTTCCATTTTCGTCTGCGT^ 

GTTAACTAGGCTTTAAATGACGCAATTCTCCCTGCGTCATGGATTTAAGG 

TCTTITAATCACXriTCGGTTTAATCTCTITrrAAAAGATC^ 

TATITTAATCACCTAGAACTTITAAACTAAACIW^ 

CCTTCATriTAATCTAAAAGCATKKXXrriCTAT^ 

CTCTGTAGTC Cn 'I' lUI CTCAA Iil ' ICAIIiA AATACATIT tT^ 

gaagaagcitcatctcaacctcx:gtcatgttttagaaacct^ 

TCCTTCXrrcATGCTACTClTTTTAATCTTC 

AAGCTATTA 

>Sequence 300 

GCGATGTCCGGGGGCGGCAGGTACTTAAGGTTGACTGGTAATCAGGGTAA 
CITCTGATACTTATCACACAAGATGGTGCCTCAGCATTTAAATAAATGGA 
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GGTAGGGGAGGGCGTGGTGGTAACATACTTTTAAACCAGCGATTGCACAG 

CAAACCACAATGCAAGTATTTCTGACTCCCAAGATTGCCGTTTCCTAAAG 

AGCAATTCTTCTGCAGGCAACAGCAAACCTACCTTTCCTTGCTAACTGCT 

TTCAGTAAATTCTTGATGGCCTTCGATTCTGGATTCAGACATCTCTTCTC 

ACCCTrCTTTTTCATTGTAGCAATGATCTCAACACGTGGACAAAATTGGC 

TTGCAGGAATAATTTCAAGTTTTTCTAAAAACCTTGGATTAACAGGTGGA 

TTACTTATTGCTATGCAGGGTACCTGGCCGGGGGGGCTGT TCGA CACCTG 

GCTAATGGTCTTGACATGGAACCGGGCCTTAAATTTGGCATTTT 

>Sequence 301 

GCGACTGTGCTCACX:GCGGTGGCGGCCGGAGTGATGCCAT CTGC AGTnT 

GTGATCTGCAATGATTCTTCCCirCGAGGTCAGCCCATTAT CTTTA ATCC 

TGACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTG 

AGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTGAG 

TTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGG 

CCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAA 

AAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATA 

TACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTT 

TAGAGTACCT 
>Sequence 302 

GGGATTGGAGCACCACGGNGGCGGTTGGGGACCACGGAACTGCATGNTCA 
GGACCCACAGGAGCGACCCTGAAAGGACCATTATTCGCACAGAGCTGCAA 
ACAACTATACATGATATAATTTTAGAATGTGTGTACCTGCCCC 
>Sequencc 303 

GCGGATTTGGAGCNACTCCNGCGGNNGGCGGCTCGGNNGCTCNTACGGCC 

CCCCANCANGGCGGACCCNNAGAGAAAGGCCCTGNANNGACTACNTTGAA 

TACNGNNGCCCGAACACAAGGAGANCGA 

>Sequence 304 

TCGCCCGAGCTTTCTCTTGTCCATCTTCTCCCGCTGCTGAAATTTCAGTT 

GCGGGCGCTGTCACCTCAGGACCCCTCCCCCCGCGTACGCTGGATAGCCT 

CCAGGCCAGAAAGAGAGAGTAGCGCGAGCACAGCTAAGGCCACGGAGCGA 

GACATCTCGGCCCGAATGCTGTCAGCTTCAGGAATCCCCGCGTACCTGCC 

CG 

>Sequence 305 

TTCX:CGGCAGGTACTCAGGTTTTATCTCTGCACTCC AAGTA GGATGAAAA 

GTAAAGAGCAAAGGCTCATGTTTGCCAAGTCTGTCCTTTTGTAACAAAAA 

ACCCAGCAGCTTrATCAAGCAGAATTCCACCrGTATTTCTTAAC TTGCC A 

GAGCTGAGTCTCATGGCCACCCTTAGCAGGAGTTGGGGAGGTATTTTTAA 

CAAGGCACATTATCATCTCCCCCACCCAAAGTGGAGCTATTGCTAATGAA 

AAAGATACAATGAGATGTTTATGAAATTATCTGTAGCTATTAATGTCAGG 

riTITGAAATTTACTGACCTGGAAGAATACTCATAATGCAATGTC AAGTG 

AGAAGCAGGACAAAGAACATITGCAATACAGTTGTATTTATAAAATTTTG 

TTTACACACAA 
>Sequence 306 

GCGATTGGAGCTCCCCGCGGTGGCGGCTCGAGTACGCGGGGAGGCAGCGG 

AAAGCTCAGCCCATGTGAGGTGCCTCCTGCCAATCACAGACTACCCTTCC 

CTGGTCXrnSGAGOTTCAAAGAATTGCAGGAGGGTAGAAAAGCACCTGGGT 

CGGGTGCAGACTGCGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGGC 

GCTTXXXnTCAGCITGTOGOAAATCCCXjAAG^ 

CTCTTCGTTGCrrcCAGGGOriXKrroATT^^ 

TGTlXXXKX^ATnXXXrroACTXKXKiAGTGCATCT^ 

ACACAGCCTXrrACCCACTGGCTTGAAGCCACCGACACGATGACATCTATG 

GGGCTGCCTGGATCGCATATTTGTGGGCATCTGCCTC 

>Sequence 307 

TGAGCCCGGCGCCANATCACCATTATTCCCCTTTAGTCACCTCAGAGGCT 
TGTTAATG CI i 1 CI ri GTAATTAGGCTATATCTGGTATCTGTATAATATC 
TTCAGTTCTTCrTTACCAGGGGTCTTACTCTGTTCTGAAACATGGCACCT 
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CAGGCGGCTCCGGCAGCGCTGGACACAGGAAACTCCTGGGTCCCCGACTC 
CGGCTCTCCTCTACCCCCTCTTCGGTTAACTCCGCTTGTTTCTCTACAAA 
ATGGCGCCGGAGGTCCCCCGCGTACCT 
>Scquence 308 

GCGGTTTCGGAGCNAACCNCGCGCGNGGCGGCCTGGNNGACCANTACNGG 

AAACCAAACGAACGGCNGGCNGCACCANGCNGGCNTTANCNNNGCCGCCT 

TCANGCNGAGCAGCCCGAAANCNNGGAACCGGCCNCNNGNNGNGTTCCNN 

GNNGAAGAACGGGCNNANCCCCAGAGAGAGCCAAAGNNACCCCGGCCCGC 

NCNAAGAACAAAGCGGANCCCCCCGGGCCGGCAGGAACNGCGANAACACA 

GGCCCAANCTTrTCC ri - rri ' irri ' l GTGTTGGGGGGGCGCGCGGNACCCC 

CAGCNAAAAAGAACCACAANAAGCCGAGGGGNNGAAGGGGAGCAGCNCNN 

GGCGNAAANCATTGGNCAANAGCNNGCCNNCCNGGNGANGAAANNNGCNA 

CNCCGCGNCACAANhJNCCACACNAACANNACGCAGCCGGGAGCANNAAAG 

NGNAGAAGCCCGGGGGCGGGCCCAAGGAGGGGAGCNNAACNCACANNNAA 

NNNNGCGNG 
>Sequence 309 

GCGTTTGGAGCACACCGCGGNGGCGTTCGAGTACTTACGAACATNCNNAN 

ATGGNNNACCTTCTAAAAATGTTACACAGAAGAATAAAGGCNACCAACCG 

CTCNhn^ATNATCGAGNGCCAGAAACCTTTTACAAGATGGTAAAAAAAAAA 

ACAGAAAAAAGAAAAAAAAACAAAACCAA AAACAA AAAAACTTTACAACC 

ACAGCTAATGCAATTTTTTCCATTGTTCCCATTTTTTTCCAAACCTATTG 

GGNGCAAAGCCCAITTTTTTCCATGCATCTAAATGATAGATACAGGCTAT 

GAAATTCTTTATTCTATTTGTAGCAGCTTATGCAGGTGCAGCCAAACACA 

AAGCTTCAGGACAAATTGTACCTGCCCGGGCGGCCGCTCT 

>Sequence 310 

GGCGTTANGNGNCNACTNCGCGGhfNGGCGACTCGANGNCNGCATCTAAGC 

ACGCNCACCGNGGACAAGAGCAGGNGGCCCTAGNNNGACNGTNTTATGCT 

GCNCCGCGANGCANGAGGCNCNGCACAACCACNACATGCAGAAGAGCCGC 

GCCCGGCCCCCGGGAAAAAGAGNGCGA 

>$equence 311 

GCGCTTTGGAGCNACANCGNCGGNGGCGCGCTGNNCGNCGGTACTCNGAG 
GAAAAGCNCGCACCAGGNGGACGCGGACCGTTAGCAGNGGTTTAGGCACC 
CCAACAAGCCGCGGGGCAAAAGGNCCNCGNATTT 
>Sequence 312 

GCGCTCGGAGCTACACCGCGGTGGCGCTGCCGCGCCAGACTCTTGGAGAA 

AGTATAGCAGCAAACAATGCCTATTTTCACAGGAAACAGAACACATACCC 

AGAAAAATGCCCTGGCAATCATCAAATCACAGTTTTCCAACATCAATAAA 

GTGTTTAACTCCTCATTTGAAAGATGGTGTTCCTGGATTGAATATTGAAG 

AATTAATAGAGAAACTTCAGTCTGGAATGGAGGTTATGGATCAGATTTGT 

GATGTGAGAATATCTGACATAATGGATGTATATGAAATGAAACTATCCAC 

ATTAGCTTCCAAAGAAAGCAGGCTACAAGATCriTTGGAAACAAAAACTC 

TAGCCCTTGCACAGGCTGATAGACTGATTGCTCAGCATCGCTGTCAAAGA 

ACTCAAGC 

>Sequeiice 313 

agcgattggagctcx:ccgcxkjTggcggcitccx:gg^ 

tragattgagttatgttgcraggagatgtttattcatcagctgatcatta 

agcatatggggcttacttggccx:cccratcaatttgcgtcaaaataaatr 

aattctagacctotxntgttttatgaaaaagcaatgtcatagt^^ 

tttatctttctaaacaagacacaagtttaca^ 

cccixrnxkjtattgtttacctaaaaggaagaagtgtaggaaaaactgata 

taagtagagagtttatttgggccaagcatgagggttacaacccaactgta 

tggagacaagttgtcctgaacaatacacattcttattagcaacagttata 

AGTAGGTTTTCAAAGAAAAAGAAGA 
>Sequcncc 314 

GGCGATTGGAGCTCCACCGCGGTGGNCGGTCGAGGTACGCGGGGGGTCCT 
GGAGGTTCAAAGAATTGCAGGAGGGTTTAAAGCACCTGGGTCGGGTGCAG 
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ACTGCGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGCTCAGGAA 

TGCATGAATTGATTAArrAAATGTCGAGAGCTGTAGATGGCTTTTCTCAA 

GGTGCTTCAAGTGCAGAAGCCCAAGTGATTGACCCACACACTTACCTTTG 

TGTTCCTTCCAGAAAATCCTCAGGGAGTGCXnTCAGCTTGTGGGAAATCC 

CGAAGATGGCCAAAGACAACTCAACTGTTCGTTGCTTCCAGGGCCTGCTG 

ATTTTTGGAAATGTGATTATTGGTTGTTGCGGCATrGCCCTGACTGCGGA 

GTGCATCT 

>Sequence 3 1 5 

GCGATTGGAGCTACTCGCGGTGGCGGCCTCCCGGGCAGGACCCTTAGCAT 

TAGATTGAGTTATGTTGCTAGGAGATGTTTATTGAGTCAGCTGAAACTTA 

AGCATATGGGGCTTACTTGGCCCCCCTATCAATTTGCGTCAAAATAAATT 

AATTGTAGACCTGTCTTGTTTTATGAAAAAGCAATGTG ATAGT CTTTAAA 

TTTATCTTTCTAAACAAGACACAAGTTTACACArrACCCTTTTAGTAACC 

CCTCTTGGTATTGTTTACCTAAAAGGAAGAAGTGTAGGAAAAACTGATAT 

AAGTAGAGAGTTTATTTGGGCCAAGCATGAGGGTTACAACCCAACTGTAT 

GGAGACAAGTTGTCCTGAACAATACACATTCTTATTAGCAACAGTTATAA 

GTAGGTTTTCAAAGAAAAAGAAGAGGCAGTTCCTAAG 

>Sequence 316 

CCGGGCAGGTACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGG 

AGCTCGGCGAGCGAGAGGCGGCGCTGGCGTTGGAGAGCGACGGCGGCCCC 

CGCGTAAGCAGTGGTAACAACGCAGAGTAACGCGGGAATGAAGAATCTTA 

GGCGGGTGCACCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAG 

GATGATGTCTTCCTTAGTGTTXXriTGCATTTTGGGACAGAATGGAAT^ 

AGACCTTGTGAAGGTGACIXrroACTTCTGAGGAAGAGGCCC GTTTG AAGA 

AGAGTGCAGATACACrrTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGC 

CTTCTGATG 
>Sequence 317 

GCGTCAGGAGCACACCCCCGTGGCGTTCGCCCGGGCAGGTACTCTGCAGA 

AAGTATAGCAGCAAACAATGCCTATAGACAACAGGAAACAGAACATATAC 

CCAGAAAAATGCCCTGGCAATCATCAAATCACAGTTTTCCAACATCAATA 

AAGTGTTTAACTCCTCAriTGAAAGATGGTGT TCCTGG ATTGAATATTGA 

AGAATTAATAGAGAAACTTCAGTCTGGAATGGTTTTTAAGGATCAGATTT 

GTGATGTGAGAATATCTGACATAATGGATGTATA TGAA ATGAAACTATCC 

ACATTAGCITCCAAAGAAAGCAGGCTACAAGATCTTTTGGAAACAAAAAC 

TCTAGCCCrrGCACAGGCrGATAGACTGATTGCTCAGCATCGCTGTCAAA 

GAACTCAAGCTGAAACAGA 

>Sequence3l8 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTATTGATGTTGA 

AGATGAGAAATCTCCTCAGACTGAAAGTTGCACTGACAGTGGAGCAGAAA 

ATGAAGGTAGTTGTCACAGTGATCAGATGAGCAACGAnrCTCCAATGAT 

GATGGTGTTGATGAAGGAATCTGTCTTGAAACCAATAGTGGA ACTGAA AA 

GATCTCAAAATCTGGACTTGAAAAGAATTCCrTGATCTATGAAC^^ 

CTGTTATGGTTCATTCTGGGAGCGCTGCTGGTGGTCATTATTATGCATGT 

ATAAAGTCATTCAGTGATGAGCAGTGGTACGGGTGGGAATAGCACTACAC 

TGTTCATCTAGCCITGTAGAATAAGTCCCAGTGAACTGATATrCTGCAGA 

ATCTTCACTGTTATATA 

>Scquencc319 

AGGTA ClTi ' n ' A ' A ' A i 1 i 1 11 A i 11 i 1 i 1 IC AATGTTCAG I'i-IUCTIT AAT • 

GACCCCCATCrrcCCTGAAGGGCAGGTQCAGGCAGCTACkjTGATGGCAAGA^ 

GATGTTCACTTGAAGATCnTGCCCTGATTGAAGGCTrnKX:CACAT^^ 

GAAGGCCCCCTCCCAGGAAAAGTACCAGACATCAGCTGCCTCTTCTTCAT 

TTTCAGCCAAAGAAAGGGCACGTTCAAATGAGGTCAGAGTCATATCATAC 

TGCTGGGCATAGAAGCAACACAGCCCCAGATTGTTAAAAAGCTGGCCGTT 

ATAAATGCCCATCTGCAGCAGCCGCCTGTAAAACCGGAGAGCTATTTCTG 

GCTGATCAGAATAGAAGTGGTTGCTTCCAATGCATGCGAT 

>Sequence 320 



Page 99 

(of 261 pages in Table 2) 



wo 01/42467 



PCT/USOO/33312 

321 

Table 2 



GCGCTAGGGGCAACCCGCGGNGGCGGCTGCCAGGCGTNGAACGNGCACCN 

NCAGGAGACGCNCGNAGCCCNCGCGCCGTGCNCCGGGGCAGTTAGCCGAA 

GAAGCGGCNCACGCCNNCCAGAGCCACANCATCTGTGGNCGAAAGAGAAG 

CCCAGCGAGAGAGAGGNGNAGGAGGCCNGCAGGNACCN 

>Sequence 321 

CGGGCTTGAAGCNNATOCGCGCNGGCGGCTGANAAGCTCGTCGGNCGCGC 

ACAAGCGGAGNNAACCGAAGAGGGGGCTGAAAGNACGCGTTANCCGGACC 

CACCAG>OWCCNGNGNCCAGCGCNGCCGTTTTCCCNGAGGGGGCACNNCC 

CGCAAAGGCNGGAGNGCAGCGGCACAANCCCGGCNCACGGCAGCCNNNGA 

NAhTNCNGGNCNCAGGNGACCAGCACC 111 i C 11111 II ACCTAGAAGNNG 

CCAAGCCACCCGNCAACAAAGCANACAAACCGAAACGGGCGGGGGGAAGG 

ANCCCAGATGNNGANGCCAGGAAANGGGANGAAGACCAAACGNGCCANGN 

NNCAGAACNAGAGAAGACCCCNGGGAAAGAAGAACCGAAGANANNANACA 

GANACCAGANAAAGCCCAANNACAAAGAAAGCANA 

>Sequence 322 

GCGTTAGGAGCTACACCGCGGNNGGCGTTTTGGGGACAATACTTACAAAG 
ACTCCCGTGACGAAAACACAANNGhTNCTTGCTGGCACATTGACCCNAGAC 
>Sequence 323 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCAATACTTAAAA 

ATAGTCTTCCACAAAAATACTTTATTTCTGATCTATACAAATT^ 

GGTTATTTTCTTTATCATTGCTAAACTGATGACrrACCATGGGATGGGGT 

cCAGTCCCATGACCTTGGGGTAcrrri rrrrrrrrrrrrrii ririGGAA 

AGCTCTGCCATAAACTTCTAGCGTGTGCCAATGGTCACCTGCCACACTCG 
CACCAGGTTGTCCGTGTAGCCAGCAAACAGAGTCTGGCCATCAGCAGACC 
AGGCCAGGGAGGTGCACTGGGGTGGTTCTGCCTTGCTGCTGGTACCTGCC 
CG 

>Sequence 324 

TGATGTCGAGCTCCCGCGCTGGCGGCCGCCCGGGCAGGTACrrrriTTrT 

•|M"l"rril"inn"riU'rAGGGGGAGTTAAATAAAATAAGCATGTCTCCATCCT 

TTATTCCTAAACATTTACTTATGACAAATGTAACAACTGACAGAAATTTG 

AAAAAT ACCA GACACT TCTTA AATGATTTCCCTTGGTTC AAAAT TTACCC 

CITCTTGTTTTCTCITGCTTTTCAGGTAATTAACTCTTCTCTTT^ 

TGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGGGGAAGGGTT 

TAAAAAAAAACClUUrrrrril4CCCGGGGAGGGGTCAAAACCCTTGCTA 

TTGAAAAGGGGTGGGTTTACCGGTTATATAGGTGGTTATAAAAAAAl 1 1 1 

CAAAAAACAATrTTATGGTTTTTAAAAAAj\AAAGTGCCCTGGGTCCT^^ 

TAAAAATAATGGGGTCCCCCCCGCGGGTGGGGGAAATTTTTATTAATAAC 

Tl" n T i 1 ' 1 AACCCCCCTTCCCCTCTAGGGGGGGGCCCCCGCCCCCCATTT 

TTTTGTTTCTTTTTGAGGGGGGGGAGATAA 

>Sequence 325 

TTCGAGTCGGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACCATCAAGTT 

AAAAGCAGAAGATGCTTCTGGTAGAGAGCATrrAATCACTCTCAAGTTGA 

AGGCAAAGTATCCTGCAGAATCACCAGATTATTTTGTGGATTTTCCTGTT 

CCATTTroTGCCnX:CTGGACACCTCAGGTAAATTCTCCTCAGAGCT 

AATAAGCATTTATAGTCAGTTTTTGGCAGCAATAGAATCACTAAAGG^ 

TCTGGGATGTTATGGATGAAATCGATGAGAAGACCTGGGTACTTGCCCGG 

GTCGTTTCTTTATATTTATCTTTCTGGTACITAC ^ 11 A TCCA TTTT 

ATTCCATOCTATAT TATTAT CTATTTATTAC^ i a 

TTAGGGCXnt^CTAATTTCTt^GTATOCTGCATATTC 

TTTCTTTGTTTATCTTGCTXriXjnnCCT^ 

ATCTTACTTTATAACATCTTTCTATTCC 1 1 1 ICriATATCTGTATGACTT 

CTTCAATCATTCTCTC 

>Sequence 326 

TATGATGTGAGCTCCCGTGGTGGCGGCCGCCCGGGCAGGACTTTTTTTTT 
Trri ri ri rrri'l rAGGGGGAGTTAAATAAAATAAGCATGTCTCCATCCT 
TTATTCCTAAACATTTACTTATGACAAATGTAACAACTGACAGAAATTTG 
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AAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTC AAAAT TTACCC 

CTTCTTGTTTTCTCTTG C i i I iC AGGTAATTAACTCTTCTC rrri'I AGTT 

TGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTA 

TAAAAAAAAACACTTTATATTATGCCAGGTGAGGTGTCAGAACCCTGGCA 

TCGGAAAGTGGTTGGCTCACGGGTCATTAGGGTAGTAAGAAGAATTTGTA 

GAAGACAGTATTGGTTCTAAAAAGAAAGTTCCTTGGTCGT 

>Sequence 327 ' 
GCTGCCAGGAATATTTTGATAGGCCAAGTTTGG CCCTT TTTAAAATTGGG 

ATCCCCCCGGCGGGGGGAATTTTGTTTAAAAGTTTTTT GATACCG GCCCC 
CCTTAGGGGGGGGGGCCCGGCCCCCACll 11 1 1 1 1 1 CTCTTTTTTGGGGG 
TAATATTCCCCTTTGGCCACATAGGGGAAAAAATGTTCCTTGGTGGTGTA 
CTTGTGTTAAATTTCAATTCCCCTCACCATTCCACACAACTTTCTTCCCG 
GGAGCATTAAGGGGTAAGCCCCGGGGTCCCTAATGAGTTTAACTA 

>Sequence 328 

CCGCGTCCGCCTCTAGTGTCACAGACACTCCTGGGTTTGGAATTTTGTTG 

TnrCTCTGTCTCTTTGATTTCCTGGAAGACGACACCATGACAATTTCAAAG 

AAAATAGAACAAAATGAAGGAAAAAGAGGCTCTGTCTTAGCACATTCCTG 

TGACCAGCCTGCTGTCTGTGGCGTGCCCTCCTGGCCCGGCCTTGGCACAT 

GTTCGTTTTTGTGGTTGTTGCCTGGACAGGCAACTCTGCAGGGCTGCTTC 

TCTACGCATCCCITTGCCTGCCTGCCTGTGCCAGGGGTTGTCAAGGGCTT 

TTGGGTCAGAGTGGGCACCCCTTTCTCCAAGGCTCCCTGCAACAGCTGGC 

CTGTCCCTGGTGGGGCTGACAGCTTTCTTCTTACCCTGCCAGGCTGGCCA 

AGCCCCAGAGGTGACCTATGAGGCAGAAGAGGGCTTCTTGGGGCCGTGGC 

TACTCACTAGCITGGATGGGCCCCTGTTGGAGCCCAGATCCTTGGTACCT 

TCACTGGGTG 
>Sequence 329 

AAACTATACTCCTAGTACTATTCATTTCACTATTATTGTGTAATTATATT 

AATTCAGTTAACTTTACTCTCTAAATACTTCTATAAATACTATCTTCTAT 

TCATATTCATAATTTTATTCTATTTATTATAATAATATTTATTATATAAA 

TTTTTCGTTCTCGTTGCGCCGCAGATACTTTACAGGATGGCATTTAATAC 

AGATATTTCGTATTTCCCCCACTGCTTTTTATTTGTACAGCATCATTAAA 

CACTAAGCTCAGTTAAGGAGCCATCAGCAACACTGAAGAGATCAGTAGTA 

AGAATTCCATTTTCCCTCATCAGTGAAGACACCACAAATTGAAACTCAGA 

ACTATATTTCTAAGCCTGCATTTTCACTGATGCATAATTTTCTTATTy^ 

ATTAAGAGACAGTTTTTCTATGGCATCTCCAAAACTGC ATGAC ATCACTA 

GTCTTACTTTTGCTTAATTTTATGAGAAGGTATTCTTCATTTTTi^ 

TTTTGGGATTACTCCACATCTTTTGTTTAATTTCTTGACTAATCAGATT^ 

TTAATAGAGTGAAGTTAAATTGTGGGTCATAAAAAGCATT GGATTGA CAT 

ATGGTTTGCCAGCCTAAGGGTTTACAGGCATTGTCCAAACATTTTTTGAG 

AACTATATTrATAAGCAGGCATGGATTTCTG 

>Sequeiice 330 

GATGATGACTCACCGCGGTGGCGGCCGAGGTACGCGGGGATAGTTCACTC 

ACTTTCAAAGCCAGCTGAAGGAAAGAGGAAGTGCTAGAGAGAGCCCCCTT 

CAGTGTGCTTCTOACTTTTACGGACTTGGCnTGTTAGA AGGCTC 

CGAGCGGCCGCCXXXKjCAGGTA CTrriTri ' I ' ri 1 11 1 1 ill! IG GCTTTC 

TTTGCnX XririCir ATGATCAGCCAC A ' ll l Crro GACCTCCTTCT 

ATCCTCAGAATCTGAGAATTCTTCATCACAAGCTATCCGCITGTCTGATG 

CTCGAATAGAAATTCTIXnTGTCTGGATCTTXriXXIA 

TCITCATGAACV^GCATCTTXnXiGAATAGCCrGCATCTG^ 

ATGAGGTAACATGCGCAAATTTTCAAACAAACGCTGTTTTATC^ 

TATATTTGGAGTGTTCTGGTTTGTCATGTTTGAAGGACTAATATGCAGTT 

TGAAGTCTGGT 

>Sequence 33 1 

TCTGATGTGAGCTCACCGGGTGGCGGCCGGGTACTAGCAGTTGCCATGAA 
GGAGGCTTTGTTCGATTGTATAACACAGAATCACAAAGTTTCAGAAAGAA 
GTGCTTCAAAGAATGGATGGCTCACTGGAATGCCGTCnTGACCTGGCCT 
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GGGTTCCTGGTGAACTTAAACTTGTTACAGCAGCAGGTGATCAAACAGCC 

AAATTTTGGGACGTAAAAGCTGGT GAGCT GATTGGAACATGCAAAGGTCA 

TCAATGCAGCCTCAAGTCAGTTGCCTTTTCTAAGTTTGAGAAAGCTGTAT 

TCTGTACCTGCCCG 

>Sequence 332 

TGATGGAGCTACCGCGGTGGCGGCCGCCCGGGCAGGTACCATCTGACTTG 

GCAATGTAAGACACACACGTTAGTGTGGGGCACAAACGTGGAATATTAGG 

AGAGAGCTGGTTCCAGCACCAAATCCAGAGTCACTCGGGGAAGGAGGTAT 

GGTGGCAACACTTTATGCTTAATATTCAATTCTGCTCCAGTAGAACATGG 

TACCT 
>Sequence 333 

TTATATGATCACCGGGTGGCGGCCGCTCGGGCAGGTACGCGGGGACTCTG 
AACGTGCTAAAATGGGAAGGAGGCGGTGTTTTGCTGATCTGTTAAATTCT 
TAGTGAAGTTTCCTTGATTTCCAGTGGCTGCTGTTGTTTGAGTTTGGTTT 
GGAGCAAAACTGAGGTAGTCCTAACATTTCTGGGACTGAATCCAGGCNNG 

AAAAAAAAAAAAAAAAAAAAAAAAGGTACCT 

>Sequence 334 

GATGTGATCrCCCCGCGGTGGCGGCCGAGTTTGATTTCTTGCAGTCCTGA 

GCGATGGAGCCCGGGGGTGCCTGGTTATTGTCCGCTTTCTCTCTCAGATG 

CTTGGCTTGTTTTTCAAGAGAACCTTTTTCGATATTCATTGCTCCATCGA 

TTGGATCCAGTCCTTGTTCAGAAAATTGTTTCAAG GCAC TTAAGGCTGCC 

TGAAAGCCTTGAATCCTTGCTAAATATTCCAGTTGTTTTGAAGGTTGTAC 

CT 

>Sequence 335 

TTGCTGGATTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTGAC 

TGCTAACAACTTrCAAATTCTTCTACTTACTCCCTCTTCTTCAGCTTCAC 

ATCTGGGAAAACTGATAGGGAAGCCTAGGTAGGCCTACCTTTGGTGCCAG 

AGGGAAGCTCAATCCATGCAAGCCCCAGATAATATATGAGAACCTCCCCA 

ACCTTACCCTACACCCCrrCACCTCCCAATCCAAGCCAGTCTCCTTTCCCT 

GCTTTCTCAAACCATGTTTGGACCTGCTTG GAAG CTCCCTCTGCTCTCCC 

TAGAAAGCTTCATTATGTGAGTGATACATCTTTTCATATCTTCTTGGTGG 

TGTGTGTGTGGTATCATCAGCCTCAACATCTGAAGCAAATGTTGGGGGGG 

GGTACCT 
>Sequence 336 

GATGACGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTCATGAAGG 

AGATGGCCCCTTTGGGAGCAACCAGAGAATCACTGAGATCCCAATGGAAA 

CAGGAGGTTCAGCCAGAGGAACCGACTTTTAAGGGATCACAGAGCTCACA 

CCAAAGACCAGGGGAACAGTCAGAAGCCTGGCTTGCTCCTCAGGCTCCCA 

GGAACCTGCCTCAAAACACAGGTCTCCACGACCAGGAGACAGGTGCTGTG 

GTCTGGACAGCTGGGCCCCAGGGACCAGCCATGCGTGACAACAGAGCTGT 

ATCCCTCTGTCAGCAAGAATGGATGTGCCCAGGCCCTGCACAAAGGGCCC 

TCTACAGGGGTGCCACCCAGAGGAAGGACAGTCACGTCTCGCTGGCAACA 

AGGTGTGCCCTGGGGCTATGAAGAGACCAAGACGCTCCTGGCTATTCTTA 

GTAGTTCTCAATTTTATGGGAAACTCCAGACCTGTCAG CAGA ACAGCCAG 

AACTACAGGGCCATGGCGGAAGGACTCTGGAGAAGGGTTTTCG 

>Sequeiice 337 

GATATGTCAGCTCCCGCGGTGGCGGCCGAGGTACGCGGGATAATCAAGGT 

GTCACATCCCGGTGGCTGGACATGCCCltrrrGGGC^^ - 

GGATCCATACAACTACTW3CCTXKiTGGAATCTGAGAAG 

GGAGCCATTGTCCAGCCTTGCCCTGGAGGAGCAGTGTCTGGCTTrGTC^ 

TAGATTGGTCCACTGGGAAAACTGGAAGGGCCGGGGACCAGCCCrrGAAG 

ATCATTAGCAGTGACTCCACAGGGCAGCTCCACCTCCTGATGGTGAATGA 

GACGAGGCCCAGGCTGCAGAAAGTGGCCTCATGGCAGGCACATCAATTCG 

AGGCCTGGATTGCCGCTTTCAATTACTGGCATCCAGAAATTGTGTATTCA 

GGGGGCGACGATGGCCTTCTGAGGGGCTGGGACACCAGGGTACCTGCCCG 

>Sequence 338 
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GGAGACGCTCGATTCGGCGGCCGATGACGTGACCTCTCTGGGAAGAAGTT 

ATTCTGCAGGCACACATTAGACCCAGNGATGACAACAACNGCACATCAAA 

AGGCGGGGGGAAGATGACAGACGGTGCCCGCCCAGGGCGGAAGAGACCCA 

CCTGGGTGCCTGGGCCCGACGACAAGGGGGACCTGCCCGGGCGGACGCAC 

GAGAACTAGAGGACCCCCCCGGCTGAAGGAATGCGAAATCACGCCAAGCG 

AAACCGGCAACCCCGAGGGGGGGCCCGGGACCCAGGGGTTOATCCCTATA 

AAGAGGGGGAAACGCACGCTAGGGGCGAAACACGGGCAAAGGACGGCTCC 

CCGGGCGAAAAAAGGGGAACCCGCACACAAAAACCACAACAACATACCGG 

AACCCGGGAGCCAAAAAGGGGAAAAACCCGGGGGGTGCCCAAAGGAAAGG 

AGGCCAACCTCACAATAAAACTGGCCCTTGGCCCCCACAGGCCCGGGTTA 

TCAAAAGGGAAAACCCCCGGCCGTGGCCCACCCTGGCACAAAGGAAACCG 

GGCCAAAGACCGG 

>Sequence 339 

G ATG ATTG ACTCCCCGCGGTGGCGGC ACTTTCTTTTG I I ' 1 ' 11 I 1 1 1 1 I 1 1 

TTAATGCTGAAGATTTAGATTTATTTGAAAACACTTAGTCTAATTTATAT 

TAGTGCAGAAAAATCACATTCAATAAACCACAATTGTAG AAG AGACAGAT 

AAGTGTGTTTGTCACATTTTCACACAAATATAATTTGATATTTAATTAAG 

GGATGATGAATCACATTCCATGTAAATAATGATTTATTCTC TCAG TAATA 

GAAGGATTCTCTTTTGGGTATTGAGGGG CriTTGGGGTTT AT^^ 

CAGTGGCCGGTTTAAAAATATAAGGGAArri'i 11 1 ill i I AA GAACC TTT 

TCCCTTTCCAATTTTTGGGCAATTTCCCGGAAAAAAAAAAAATTTTTCCC 

GGGGATAAACCCCCCCCCAGGTGGAAAAAA ACCCCCCTT TTGACAAAAAA 

TTTTTTGGGGGGGGTGTTTTTATTTTGAAAAATTTTT^^ 

AACCCCCTTTAAGAGGGGGGGGG GGGGGG i rn 11 i IGTTTTAAAAAAAG 

rn rri ri AAAAAAAAAA i rn rri i ' i ' i i 1 1 ha gagggggg 

>Sequence 340 

ccgggcaggtacgcggnggagcgggccctaccgtgtgcgcagaaagagga 

ggcgcttgccttcagcttgtgggaaatcccgaagatggccaaagacaact 

caactgttcgttgcttccagggcctgctgatttttggaaatgtgattatt 

ggttgttgcggcattgcctgatgggagtgtatcttttttgtatctgacca 

acacagcctcttaccacttgttggngccaacgaccacgatgacatctaat 

gggctgcctggaacggcataattgttggcaattggctttt ctggc tggct 

ggtctaagcaatggaagccttattgaggtccacaaggaaat tttct gggc 

gatttcattcggaggttataggttaagccttttgaagaggcat tttgg at 

tacaagaagcaacacaaacgagacttttttacacacccaacctctttctt 

taacacaatactatagaagggacccttgggcgctctaaaaacataaaggg 

atccccccgcgcrgttgggaatatttaaattaaagccttatttgatgacc 

cgccgaacctccaaagggggggggcccgcggaccccacatttttgttgcc 

TTTTTGTTGAGGGGGGTAATACCCCCCTCTTTCGGGAAAAATAAGGGAAA 

AATGGGTTTCTGTCTGGAAAAAATTTATCTCriTTTCCAATAT^ 

TTATAAACCCGCGGGATTAAAAAATAAAAAACCGCGGGGGCCCAATAAGG 

GGGCGAACTTAACACTATATTTGGGGNGCGCCTAACCGCGC J l 1 1 1 1 AAA 

GGGAAAAAATTTTGGCGCCCCTCCTTATAAA AACAC CCACCCCCCCCGGG 

AGGAGAGTTTGTCTATATAGGGGCrrri'IUI'ICrri'lCTAATATAAGAAG 

GC 

>Sequence341 

agcgaccgcggtggcggccgcccxiggcaggtaccaaagaagatgcagtta 
•-naatacnxk:cagttttccaagaaatittgtaaagtroaacatgg^^ 
actcttgccttaaaacttttctcaccac^^ 
tatxx:aaggtcgac\gacctggattagaatcactctaagcit^ 
gcgtattgtattttctgcataagaaagggctgcctctagaacacagtaag 
tgtatttgcccagtagtgacattgcctacatatagcca agtgt tatagta 
taccaacttagtatatttttcaaggagagctaaaccacc rtttg taatgt 
tcggtttctcacrgttatcttcctttcctataattaatttat^^ 
acaaattgacatagggctaaaagcircaatattttacaaaatattaatta 

ATGTAATTGTTCCC AATTATTAG AAAC 11 1 11 1 CC ATTTTTCAAAATGTT 
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TGCCAACTTCACACAAGTGTGTAAAAATAGGGCTCTGGATTTTCAAAAGC 
ACATACATGAATAATTTATTAGCTATTCCAGGCAAGCTAAGTACCT 

>Sequence 342 

TTTGATGACTCACCGGGTGGCGGCCGAGGTACA GGTT TAGTCTGAATGCA 

CTGTCATGAAATTTAAACTTTCATTATAATACTGTTTTAAGAACTTACAG 

CATCTGCTTTACAAATGGTGTTAGCTACATGTCGACACAGCATCTTTAGC 

CAGTTTTCTTTTGGAAGTTCATCTGATGTCATCTGGAAACTGAGTAGCAC 

ATTTGCCTGCTCTGTTGGTGGCCTCACAAGCAAGGCAAAAGCATTATGGC 

AATCTAGGGTTCCAGAATAACCATAAACATTAAGTGTCACTCCTTGGAAA 

ATGACAGATGTATGCAAGTTTAGTTCCCTCAGAG CAATG AAATTCCAATG 

AAATGAACTATCACTTCTCCACirrCCTTGTCCTATTTTTA^ 

AGAACATCACCATATTAAGTTGAAGTACCTGCCCG 

^ScQUcncc 343 

CCGGGCAGGTACATCAGAGATGCTCACACATTCTTTGAGTAGTTTAAAAA 

CTCATTTTAACCACTTTTTATTCTTTGTATTCAAACCAATCACTGOCAAT 

AGCTCTAAGTAGGTCATCAACTCTCCTCCATGTCTTCTTTCTAATTCTGC 

CACAGACTCACTTCTTCCGTAAATTAATGGAAGGAAATGAGTGTCTGAGT 

TCTTAGAATCTCAAAAGGCATGAGGATAAAGCTTTCC TGGAG ATAATATA 

AGTGGTGGCAGGAAGATTTGGGAGCCAGATGATACTCTTTTCCTCTTAGA 

GAAACTCTGTGGAAGCTCTGCCTATACTGTGGGAAATAAATTCTAGACGC 

TGGCTTCTTTCTGTAGTAAACATGTGGGCCCTTTAAAATGTTGAACCAAA 

ATGTGCTTCAAATATAGTTTAGTTATAAAACATTTATGGGGGAGTATGTA 

TOTGCCAACTACAGAGGCTTCAGAGATGAAGAAACAGTTCTTACCCTAGT 

GTTGCTTAGAATCTAGTAGTAGTAAGTAATAATTACTAACATATGCATTT 

ACTATATAGGCAATACTAGGGTAAATATTTTACATAGATTACCTTATTTA 

GTAGCTCTTAGCTGCTAAAAAAAAAAAAAAGATTAAGATGTCCAGTCTAG 

AGTCTCATAATTGTATGGTAAACACTAAAATGGTGGTATGGATCAGTTGC 

CATGGAAACACAGGGGCGGNGCCCTCAGCTCAGTTTAGGAAGGAGCAGAT 

TACTGAGTGTGGTCTTTACTGGGTAATACCTGAAGAAAGAGAGGTTGGCC 

CCCACAGCAGAGGAAGTACAACAGGCAGGCCT 

^Sccjucncc 344 

AGGTAC i iirrn i 1 ri i i 1 1 1 1 1 1 1 1 1 i gtgggagttaaataaaataag 

CATGTCTCCATTCTTTATTCCTAAACATTTACTTATGACAAATGTAACAA 

CTGACAGAAATTTGAAAAATACCAGACACTTCTT^ 

TTCAAAATTTACCCCrrCTTGTTTrCTCTTGCTTTTC^ 

TTCTCTTTTTAGTTTGAACTATGCAGTGCAAGATTCCTCTGTAGTCm 

CAAGTGGAAGGGTATAAAAAAAAAACACTTTATATTATGCCAGGTGAGGT 

GTCAGAACCCTGGCATCGGAAAGTGGTTGGCTCACGGGTCATAGGGTAGT 

AAGAAGAATTTACAGAAGACAGTATAGGTTCGAAAA 

>Sequence 345 

AGGTACACTGCGGCGGGGGCAGAAAAGCTGCAAGGAACAGAACCAGCAAT 
GCAGAAGCTCCTCGAAGGGCCACCATCATCCTGCAAAACACCAAGCAGGG 
CAGTCTCTTATGCTGTGGCTCTTCTCAAGGATGTCTCAAGGGCTCCGGTG 
GTtKrrcrOCTGCTCTATCCGCTGCTGTGGCAAATCCT 

tttgcacagcagagagcaaagtcx:gcttgttattccacccgatacgtgag 

ctcagtttgccagctagtgatcaagtccagctottggcaagttggtccct 

gaggcxntgtagactgacctgtggcagagagctccctgggtccagcatct 



>Sequence 346 : :. 

GGGTACAAGAGATAGAAAGACCAGTCCTTGCTGAAAGACAAGTCTGAATG 

CTCCACTTITTCAATTCTCTCTCCATTCTTCAGTAAGTCAA 

CGGATGGATGAAACCCAGACACATAGCAATTCAGGAAATTTGACTTTCCA 

TTCTCTGCTGGATGACGTGAGTAAACCTGAATCTTTGGAGTACCCATTCC 

CTTGATGTCTACAATATCAC X rill CilA TAGATTCGCATATATGTGGCCA 

AAGGAACAACTCCATGTTTTCTAAAAGGCCTAGAGAACATATATCGGGTG 

CCTCTCCItrrTTCCCTTTGTGTTCGTCATTTTGGCGAAT^ 
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>Sequence 347 

CCGGGCAGGTACCACGCCCAGCTAATTTTTTTATGTTTGTAGTAGAGACG 

AGTTTCACCATGTTGGTCAGGATGGTCTCAAACTCCTGACCTCAGGTGAT 

CTGCCTGCTTCGGCCTCCCAAAGTGCTGAGATTAGAGGCATGAGCCACCA 

TACCTGGCTCTTTTGCTTCATCCATCCCTTAATTTCTTTGCTGGAGCATT 

TTAAAGCAAATATCAGACATACCCTTTCACGCCTCACACTTCAACATGCG 

GCTTGTTGAAATTCGTGCTCCACTCCAGCAACTGCTTTCAATCGGAGTTC 

CATCCTCCGCCGCAGTATGCCCTAACGCAGCGTTATCTTCAGAGCTACTA 

CCCAGTTTCCGAAACTTTTCGAGGGAGCGCTTTGGCACCACCTTGAACGG 

GGAACGGGTGCGTAAACCAAACTTGGAACGCCAGCCCCCCCGCGTACCTT 

GGCCCGTTT 
>Sequence 348 

AACGATGACTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTGACTGCTA 

CAACTTTCAAATTCTTCTACTTACTCCCTCTTCTTCAGCTTCACATCTGG 

GAAAACTGATAGGGAAGCCTAGGTAGGCCTACCTTTGGTGCCAGAGGGAA 

GCTCAATCCATGCAAGCCCCAGATAATATATGAGAACCTCCCCAACCTTA 

CCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCCTTTCCCTGCTTTC 

TCAAACCATGTTTGGACCTGCTTGGAAGCTCCCTCTGCTCTCCCTAGAAA 

GCTTCATTATGTGAGTGATACATCri'riCATATCTTCTTGGTGTGTGTGT 

GTGGTATCATCAGCCTCAACATCTGAAGCAAATGTTGGGTGGGGGGTACC 

T 

>Sequence 349 

GAGTCGACTCACCGCGGTGGCGGCCGGAAGGAGGAGAGGTGCTGTGCTGT 

GTATGAAGAGGCAGTGAAGACTCTGCCAACAGAGGCCATGTGGAAGTGTT 

ACATCACCTTTTGCTTGGAAAGATTTACTAAGAAGTCAAATAGTGGGTTC 

CTTAGAGGGAAGAGGTTGGAAAAAACCATGACTGTATTCAGGAAGGCACA 

TGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGT 

TGCTGTGTTATAACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAGCTGGA 

ACTGAATTGTTTAGAGACTCTGGGACAATGTGGCAGCTGAAGCTGCAGGT 

GCTGATCGAGTCAAAGAGCCCTGACATAGCCATGCTTTTTGAAGAAGCCT 

TTGTGCACCTGAAACCCCAGGTTTGTCTGCCATTGTGGATTTCCTGGGCA 

GAGTGGAGTGGAAGGTGCCAAAAGCCAAGAAGACACTGAGGCAGTCTTTA 

AGAAAGCTCTTTTACTGTATAAGTGC 

>Sequence 350 

GGCGAAGTGAGCTCCCGCGGTGGCGGCCGCCCGGGCAGGTACCCGTGCTA 

AAGACTTTTAGTTCGGCTCTCCCAGTGTTTTTTTTTCGTCGATTTGGGCA 

CAGAGTTTCCTGGTTCACGTGGATGTGAGGATCCTTTACTCCAGATCGCC 

AGCCAGrrrriGi riUUU l rCCTGCGTTGCroAGAGTCTGGGTITATTCA 

TCACACCAGGTGGATCTTAATTCCATATCCXTGAGGCCACTGCAATGAGG 

CAGAGGAGTGTGCTCCCTCATGAGAAAGGACIXjGAGACCGCCCCCAGAAG 

AGAACGTATCCATGTACCT 

>Sequence351 

GTAGATGGTTGACTCACXGaKjTGGCGGCCGCCCGTXKnt KjTCCn ^ 
TTGCCCGTTGTTTCTGGATGTGAATGGATTACAATGTA'14444 
AATCCTATTATTATCAATGTGACTCCACGGGGGAGTCCATGGTGATGATG 
ATGAGGAGGAGGATGATGATGATGAGACACCTCTAAACTTGGAACAAGTT 
TAAGACTTTATG AG AG AAG AAAAAAAATCACX:AACAAGAATTGT^^ 
AAAAATCAXA.4.CTATCCrGTGTrcAri rill'l 1 1 1 lATAAACA^ 

aaagttgttggatttttttttaatgatttctttt^^ 
tgttgcagttttatggtggaaaatgcaaaaaccagagccaggtgcataat 

CTTGTAATCTGTGGATATCCCTGGAGCAGGACTGATGTCT 
>Sequcncc 352 

TGATGAATCGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTTGGTAACA 

ACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAG 

TGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCAG 

Page 105 

(of 261 pages in Table 2) 



wo 01/42467 



327 

Table 2 



PCT/USOO/33312 



GGAAGCAGTGGTAACAACGCAGAGTACCCGGGGAAAAAAGGCAAATAGAA 
TGAGAACCATATTATGTACCT 

>Sequence 353 

GTAGAGAATGAGCTCCCCGCGGTGGCGGCCGAGGTACACCCAGCTTTGTC 

TCCTGGCCCCAAATCTCCITTTCCTTACTTTGGGCAT^ 

GGTCTCACAGCCTGATGGTCATTATCCCTGAATGGCATAAATCAACAGGC 

TGTATGAGCATTGTGTGAGATTCTACATGAGGGAGAGCATTTCAAACCCA 

TGACAGATGAGAGAAGTTAGTACACTCTCACTGAACTGGGGATGTTTGAC 

TTAAAATGATGGACAATAAGATAGTGAGCAGTAAGTGTGCTCTAGGCTAG 

GCTACGAGAGGCCATGAGCTCCTCATCTCTTCTCTGTTCTGAGCTCTCTG 

ATCCACCGCACTTGGGGCAGGGGGTGCATTCTCTGTGCCTCTCCTGAGTC 

TACTTTCTGCATCATTGGTTCTCCCAGCTCACTTCCATAATGTCCTCCTA 

GGCTGCATTGGAATTGTGTGTTGTCTAGACCCATG GCCA ACACTGTCATT 

GCCTGTGAGGGAGACCAAGCTTACCACCAAAGGCTTTTGCG 

>Sequence 354 

GATGGGTTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTTTT 

1 r r rri r r i rn I 1 i GCCTTTAGAAGGTTAAAATGCCAATATAA AGCTA A 

AACAGTAATCATCAGAGACAGCTCTAATAAGGCriTGCTACTGTTTTTAC 

TATATAAATCnTTACGTGTTAATGGAAAGAAAATTAATTCATTCTGTTAC 

TCCATTTITTTCTCTCCATATTGTATGCCTGAAGTGAGCTGATGAGGGGC 

AGAAAGATCATACAGTTAGGAATGAAGACATCAGAATGTTCCACTAAACA 

GATATTTAACTAGATACTATTATACTACTAAGAATAGCAAGAATGTCTCT 

CAATTCTGGGAATTTCTCCTAGCTCACACAAATGAAACGCACATCTCCAT 

GAATGCTTTCTAATAAATGCTTCCAGGATAGTATCATAAACAAAGTCAAA 

ATTAAGAAAAATCACCTCCATGGCATCCTGGTCA TTCTC CATCAGCTCAC 

CTTTCTTCTTATCAGAATCCACAACTGCrri' l"!"! GGTTTTCACAACAGTG 

>Sequence 355 

GCTGAGATGAGCTCACCGGGGGCGGCCGAACCGCCATCTTCCAGAATTCG 

CCAAAATGACGAACACAAAGGGAAGGAGGAGAGGCACCCGATATATGTTC 

TCTAGGCCTTTTAGAAAACATGGAGTTGGTCCTTTGGCCACATATATGCG 

AATCTATAAGAAAGGTGATAATGTAGACATCAAGGGAATGGGTACTCCAA 

AGATTCAGGTTTACTCACGCCATCCAGCAGAGAATGGAAAGTCAAATTTC 

CTGAATTGCTATGTGTCTGGGTrrCATCCATCCGACATTGAAGTTGACTT 

ACTGAAGAATGGAGAGAGAATTGAAAAAGTGGAGCATTCAGACTTGTCTT 

TCAGCAAGGACTGGTCTTTCTATCTCTTGTACCT 

>Sequencc 356 

GATGATTGAGCTCCCGCGGTGGCGGCCGAGGTACCTGACTGTGGCTCAGA 

TCTGCGTCGCAGCAGCGAGAGAAGAAATCACTCCATATCCGATGAGAGGA 

AGGGTGGCACAGAGATGGTGTCTACAATTAGAGACATTTCTGACT CCACC 

TTAGCCTAAGCAAACITTATGTACTGAGTAACATTTGAAGGT^^ 

AATGGTGGGGGGTGTTTTTTCCTTTTTAAACTAC^ 

AGGGAGGGACTCAGAAAAGGTTAGGGCAGGTGAGGGAGACAGTAGATGGC 

CTGGGATGACTTGAGTCCATCATACTATTGCTTGGCAGGTGTCCTCCCCC 

ATGTTTGATTCAAATTCCATGAGTGACCTACCTTTCCCCAGGAATGGGAC 

TGAGAGGGTAGTCTTCCAGCAACITAGTCTGCACAGG 

GCTGCCrnXKjTGGTTGTGCTTTTGTAAGTTTCTT^ 

TTACCTTTGAATCAGAAAGCAAGCCCAGCAGGTGAATGAGGGATGTCTGT 
G 

>Scqucnce.357 

GATGCAGTTGAGCTCACCGCGGTGGCGGCCG<XCGGGCAGGTACCATCTG 

ACTTGGCAATGTAAGACACACACGTTAGTGTGGGGCACAAACGTGGAATA 

TTAGGAGAGAGCTGGTTCCAGCACCAAATCCAGAGTCACTCGGGGAAGGA 

GGTATGGTGGCAACACTTTATGCTTAATATTCAATTCTGCTCCA GTAGA A 

CATGGTACCACCATTCTTCCAAGTTCAAAAATTATCTTTGATTCATrTTG 

TTCCCCATTCCTCTAATATGTCACCAATTCTGCTGATACATTCTTTGTAA 

TCTCrCCATCTATTTTAATCTGTTATTCACCTGAGCTACACAAACATTCA 
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TCTGCACAAGGAGTATTCCACGTGCTGAAAAGACAGAGGATTAAGCCCTC 

CTTGTGGAGGCATTCACAGTCTGGTTTTAATACACAAACCAACAATTATA 

ATACACAGGGATAAAAAAAGTAGAGGCACTTATTGCATACCTGTACCT 

>Sequence 358 

TGTACGATGAATCGAGCTCCACCGCGGTGGCGGCCGAGGTACirrTCTAG 

CAGTCTGTGGCCACTCCATACTCAGCTGAAAACACTGTTTCAGCCCCCTC 

TCTGGTGACCTCAGCCTTCTCCAGGTGTATCTCTTGATGATCTTGGAGAC 

CAGCAGCCACAGCTGCTGCTACTCCTGCAGGAGACTGTCAGGCTGTGGTG 

GGGGGCAGGGGTGTTGGAGGAGAAGTTGAAAATCCGTGTGTTCTCTGTCC 

CTCTGCTCCTCCATCTTAGCTTCTGGAGGAGTTAAGGCACCAAGGGCACC 

AAGTCAGGTTTGGCAGTTTTTGCTGCCCTTTGCCCAAGGCTTCAACAAAA 

CCAAGCTGGTCCCCTTGCTTGGTTGGGTCCCAACCCAG GGGGGAT TTGGG 

GTGGGTGGATAAGAACCCACCACTTGTTTTTTCCCCCACTTTTTTTATTA 

GGGGAGGGTTTTGGGTTTGGTTGGGTTTTGGGGGGGAGAAAAAAAAAATC 

CCACCTCTTTTTTTAAACTGGAAGGCCCGGGGGTCCAATTTAATTTTATT 

TGGACCTCTCTTTTCGGGGTAAAACAT 

>Sequence 359 

ATATGAGCTACCGGGTGGCGGCCGCCCGGGCAGGTACTGGTGTTGTGATC 

GGAACGTGTCGATCCCCTCTTCTCATCACTGCTGCTCXAACTGGATTTAT 

TACTCCGGGAATGGTAGAGAATAAAGATTTGTAGGAAAGGTGCTGAACTG 

CCAAGGAAGGCATTTCTTGTGCCGTGTCTGGAACCGTGTATCCTTACTAC 

ATCACTGAACGACACCAAGCACCCCATGCACTTCTGGGTCCAACCTTGGC 

CCCTGAAGAAAGACACTGAAAATTGGAATGCAAGCTACTTCCGTAGGGGG 

GAri'lCtU'inATAATGGTAAGGCCCTTTAAAAAAGGGCTTAAC AACAAA A 

AAAA i iU IM ICCCCCGGGGGAGGTGTTTTAGGGGGAA AAAGGGT TTTTCC 

CCCGGGGAAACCCCCCCCCTTTTTTCTGGGAGGGAAAATTTTTTTGGGTC 

CTGGAAGTTTTCAAAAAATAAAACCCCCCCrTTTGri"ri'i''iA AAAA CAAC 

ATAAAAGGGGGI"ll"lMMM'ri"riGAAAAAAAAAAAAAAAAAATTTTAGAAC 

CCCCCCTTGTTGTGGTTTAAAAG 

>Sequencc 360 

TTAGGACTACGGGGCGGCGGGTCCTCTGCAAAACTAAACACGCCCGAGGA 

AATTTGGCCAGTTATCCAATTGATGAACTAGTAGATAGAGCCAAACAATC 

TTTTCAAGAGGGTGTTTGTGAGATATGGTTGACCAGTGAAGACACGGGGG 

CITATGGCAGAGATATTGGCACCAATXrrGCCCACACTCCTGTGGAAACTG 

GTTGAAGCGATTCCTGAGGGAGCAATGCTGAGGCTTGGCATGACAAATCC 

GCCCTATATTTTAGAGCATCTGGAGGAAATGGCAGAAATCCTTAATCACC 

CCAGAGTCTACGCTTTTCTGCACATACCAGTCCAGTCTGCCTCCGACAGC 

GTACCTGCCCG 

>Sequenoe361 

GTCGACGTGCATTGAGCTCACCGCGGTGGCGGCCGAGGTACTTAAAACCA 
AATAAAAAGTGACATTTGAAriUX:iUlU'AAAAGGATTTCCGAGCrCACAG 

tcagcttgcgagccattcrrcccgcgtaccagcacaaaccgggccagcctc 
ctaaactgctcatttactgggcgtctacccgggaatccggggtccx:tgac 

CGA 

>Sequeiice 362 

gtcgagatgcattgagctcaccgcggtggcggccgaggtacgtatgcaca 

GCCTCACACTCTATAAATGTATGTGTCCTGAATTTCAGAGCTTAATAATG 

AATTATGGAACTTGATAATGATTXKjATCAGGCAGACAACACXnXjATCAGT 

CCTAA^TATCAGAAAAGAGACAAGTAGACATTATGTGCTTCCTGAQGTGAG 

GCAGTAGTAAGGAAACAACATCACACATGTAGCAGTCTTGGGAAAAAAAA 

TGTAACCTGTATCTCGTAATGAGGAAACAATCAGTAAAAAAGTCTAGATT 

GTGGGACATTCCACAAACTTGCCTGAACTCTTTAATAATGTCAGTGTCAT 

GAAAGACACACCACACACACACACTGCACATCATACACAAACACCACCCC 

ACCACCCACCACTCAGACACACACAAAAGGGCAACTCTAATCAATTAAAG 

GAAACAAAAGAGAATGACAACTACATATAACGTATAATTCTTGATTGGAT 

CCTGGATTTAAAAATAAACAGCTATAAAGGATATTTT 
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>Sequence 363 

GCGATGAGAGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACTTAAAACCAA 

ATAAAAAGTGACATTrGAATTTCTTTTAAAAGGATTTCCGAGCTCACAGT 

CAGCTTGCGAGCCATTCTCCCGCGTACCAGCACAAACCGGGCCAGCCTCC 

TAAACTGCTCATTTACTGGGCGTCTACCCGGGAATCCGGGGTCCCTGACC 

GA 

>Sequence 364 

GTTGCGTGAGCTCACCGGGTGGCGGCCGGGTCAACGCAGAGTCCCGGGAA 

GCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGT 

CCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAA 

CGCAGAGGCTTTCAGCACAGCCCAGGGTGCCCGGGACTGAAAACTCCTTC 

ACCAGCCCCCTCCACAGGATATAGAAGACTTAGATCACTACGAGATGAAA 

GCAGAGCCCATTAGTGGGAAAAAGTTGGAGGATGAAGGAATTGAAAAAAA 

AAAAAAAAAAAAAGGTTCCTGCCCG 
>Sequence 365 

GATTATGTGAGTGATTGAGCTCCACCGCGGTGGCGGCCGAGGTACCAAGC 
ACTGGGTAAGGCACTTTTGTGGAGCATTAGACAGTAACCCTCAAGGAGCT 
AGAGAACCGGATGGGAGACATGAGCGGTAATTAA CTCA CTT GTTCC CCAG 
AGTTTCrATTTGTTTTGTTTTCTTTTTCTGTGAC^ 

TTTCCnrCATGTAATTTTCACTATGGCCCAACTAATATAAACACCTGGAA 

ATTACAAGGAAAAAAAATTCTTCCTCTAATAACTTTCCAAATTTGTGGAA 

TATTTATTTGTAATAGCAGTTATCAGTTATGCTTATATAGCATTAAAAAT 

TCTCCTCCTTTGACTACACACACAACCACAGTGTGGTTCTAATCATGGAG 

ATATCAGTAATTTTTAGTAACTGAATTTTGAGGACATTTCT CTGTTTAG C 

ATGTATGCAAACTGATATGTAATCCGGGGTTCCAAAGTCAATTTTTTTCT 

TTTTTTTTGAGATGGAGTCTTACTCTGTCAC 

>Sequence 366 

TGTGACGTCAGTTGAGCrCCCCGCGGTGGCGGCCGAGGTACTTTGCATCC 

TTCAACCCAATCAAGCTGACACTCAGTATTAACCATCACAAGGCGTGAGG 

ACAGATAGCTGCATCCGCAAAATAGAGAACCAAGAAATAGTCCCACACCA 

AAGTCAGGATCAAATGATTCCTGGACAAGCCACCAAGTCAATTCAACTGA 

GAGAAAGAAGCCTTTGCACCAGTTGGTGCTGGAAGTTCTGGATATGCACC 

TGGATAAGTGAACCCCCCTCCGTCACCACACACAAACGTTAATTTGAGAT 

GGATTGCAAACATAAAAGCTAAAACCATTAACACTTCTTGAAGGTAACAT 

AGAATATTTTGTAATGTTATGATAGGCAAAAGTCTCTTAGGACACACAAA 

AAAATTAACCATAAAAGAAGAAAATGGCTGGGTGCAGTGGCTCACACCTT 

TAACACCAGCATGTTGGGAGGCTGATGCAGGAGCGTCCCTGAGCTCAAGA 

GTTCAGCCCAGACTGGCAACATAT 

>Sequence 367 

GTATGATAAGAATCGACTCCACCGCGGTGGCGGCCGAGGTACATTGAGAT 

TCAAGAGAAAAGTCACAGCAGGTCTGAGCTCCTCCAGCAGGCCTTATGTA 

ATGCTAAGATTTTTGGGGAAGATGAAGTTGAACTGATGAACTGGCTGAAT 

GAAGTGCATGACAACTGAGCAAGCTCTCAGTCCAGGATTACAGCACTGAG 

GGGCTATGGAAGCAGCAGTCTGAACTTCGGGTTCTGCAAGAGGACATCTT 

ACTCAGGAAACAAAATGTAGATCA GGCT TTACTAAATGGTTTAGAACTAC 

TTAAACAAACCACAGGTGATGAAGTTTTAATAATTCAAGATAAATTGGAA 

GCCATTAAAGCAAGGTACTGCCAGATACGAATTGAGCATACCACAAAAAA 

GTTCTCATTTTGTGTCCTCCCATCCCATTCTC^ 

GGAATTATCTOTGAATGTAGGACCACTGGATTTGCAGTCTTCATC^ 

/^CTGGGOAGAGTTTCTAGGAATGAAAT 

>Sequence 368. 

GATGTTTATCGACTCCACCGCXSGTGGCXKjCCGCCCGGGCAGGTCAATGTG 

ccaggcaccttacaagacacaaatatgctcttataggctggggaaataag 
aaaatatgaatgaagcaacccaggtcttgagccaaagaattacctggggt 
ccgttgagttcaaatcrgaaaatttctgtctttcaaggtcagcatcgccc 

ACAAAC 
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>Sequence 369 

TGTTGTGATCGATCGACTCACCGCGGTGGCGGCCGCCCGGGCTGGTACGC 

GGGGGTTTCCGGTTTGGGTGTGGCCGCATGGCGTGCTGGGGTGCAGGTGG 

CCGAAGGGGGCGTTACTGTTGCGACTGGCATCCGCATCCGGCAGATGTAG 

ATGGAACCAAAGCCAGAAGTTACGCGTCACCCTTGCTCTACAGCCAAACA 

TGCAGGACTCTAGTAACCCGCGAAATGATGGGATAGCGTTGCAAATCCTT 

AAAAGAGTCTTAACGGAGAAGGAAAAATGTTACATTGTCAAAGTCCCAAA 

GCCTTTCAGCCTGAAGCCAGGAACAATTGTTCAAAGTTTCTTTGGAACAT 

CAAGGAAGGAAATCCAGATTTTACTTTAAGTGCAATGGGGAGTCATTAAG 

GATTTTGTGTAGATACAGCAAAAAGACAACAATCTTCAAGCCACAATGGC 

CCTCACCAGAACCCAGCCATGTGGTCAGCCTGATCTCGGACrTCACAGCC 

AGCAGAACTGTGAGAATTAAATCT 
>Sequence 370 

CAGCCATTTTATGATAAGGCCACGGTTGGGCCGGTTTAAAACAAGGGGGT 

CCCCCGGCGTGGGGAAGATTTTATTAAGCCTTTTTTGTACCCGCCGCCTC 

CAGGGGGGGGGGCCCGGCCCCCCCCTTTTGTTCCT TTTTTTA GGGGGGGA 

AAATGGCCCCCCGGGGGGAAAAAGGGAGAAAAGGTTTTTTGTGTGGAAAA 

AGGGTTTCCCCTTCAAATTTTCACAAAAAAAAAAAGCGGGGGGGG 

>Sequence 371 

GGACGCGGAGTTGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGAT 

TATTTTAAACAAGCCTACGTCCCTGACTAACCGAGTGGAAGGTGTGAGTG 

GCACTACAAATTCACAAAAGAACTGTAGCCTCAGATAATCAAAGGAGAGA 

AGGTCAGATGCAATCACTGATGCATGCTAGTAATTCTCAAACCTTCGTTT 

TCAGAAACGATTGGATTTTCAGATAGATTTGCAGTAAGAGAATAACAAGT 

CTTTA' l rri i I ' IC ATCCCAACTTCTTTCTTGCACATTTTTCTTCTAGCTA 

TATTTAATATCTGTTCTCCCCACACACTTGCTAATCTACATTTCACAATC 

TTTTTCCACTTCACTTTGTCTGCANAGAAATCTACCTGGACAGAATAGCA 

TCTlTTTTTTTCCCCCTGACCCnTGGCATTTCCTC^^ 
CCTGATCCTAGGATGGACTCTCTCATCCCTCATTCTCTATCATTAGCTCT 

CAGGCTGG 
>Sequence 372 

TGGACGATGATTGAGCTCACCGAGCGCGGTGGCGGCCGCCCGGGCAGGTA 

CGCGGGGATGTCTCTTGTCAGCTGTCTTTCAGAAGACCTGGTGGGGCAAG 

TCCGTGGGCATCATGTTGACCGAGCTGGAGAAAGCCTTGAACTCTATCAT 

CGACGTCTACCACAAGTACAAGAGATAGAAAGACCAGTCCTTGCTGAAAG 

ACAAGTCTGAATGCTCCACTTTTTCAATTCTCTCTCCATTCTTCAGTAAG 

TCAACTTCAATGTCGGATGGATGAAACCCAGACACATAGCAATTCAGGAA 

ATTTGACTTTCCATTCTCTGCTGGATGACGTGAGTAAACCTGAATCTTTG 

GAGTACCT 
>Sequence 373 

TGAGATGAGCTCCACCGCGGTGGCGGCCGAGGTACGCGGGGAGAAGGAAT 

GGAAAGCCTGGAGAAAGAGGATGAAATGACGGATGAAGCAGTTGGAGACT 

CTGCTGAGAAGCCTCCTTCTACTTTTGCCTCACCTGAGACTGCTCCAGAA 

GTGGAGACCAGCAGAACTCCACCAGCCTGTGAAACCACGAACCCTTCAAT 

CAAGAAAAGACCTTTGATCAGGAGAAGACTTCTCGTCTCATTTCTGGGOA 

CACATTCAGGATTTCrcCAAAGCAGGTGAAGGTACCTGCCCG 

>Sequeiice 374 

- TGAGATGGTCACXKXJTGGCGGCCX3AGGTACGCGCCAGTCACTAGCAGGTC 
CTTC5TGAATCTCCTCACGGAGGCACTKK:GAGAGTTA^ 
AGGAGATGGCAAGOACCAATCTGGGGCCGAGCAGGAACAAAAGCAGCAAC 
GCTAACGGAAAAGGGCCGCGCCGGGCTGGTGGGCCAGACAAACCAGACAT 
GGTGCTCCCCGCGTACrCCTTATACTTATTAAACACAAAATTAATrGTAA 
AATAGCCTCAGGCAGGTCCTTCAGGAGGTATCCAGAAGAAGGCATTGTGA 
TCATAGGAGCTGATGGCTCCGCCTGGGTTACTGCCCCTGTAGACTTCCAG 
TGGGACAGGATATGGAGGTGGAAGACAGTGACATGG ATGAT CCGGACCCT 
TTGTAGGTCTAGGCTAACGGGGGTGTTTGTGTCTTAGCTTTTAACAAAAA 
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AGGTTAAAAAGTTAAAAAAAAAATAATAAAAANTAAATTNTAGGTACCTG 

GCCCGGGCGGCCGCTCTAAACTTGGGGAATCCCCGG 

>Sequence 375 

GATGCCCCCGGGTGGCGGCCGAGGTACCTCAGCTGTTGATCTGTGGAGCC 

TAGGAATCATTTTACIXKjAAATGTKrrcAGGAATGAAACTG^^ 

GTCAGATCTCAGGAATGGAAGGCAAACAGTTCTGCTATTATTGATCACAT 

ATTTGCCAGTAAAGCAGTGGTGAATGCCGCAATTCCAGCCTATCACCTAA 

GAGACCTTATCAAAAGCATGCTTCATGATGATCCAAGCAGAAGAATTCCT 

GCTGAAATGGCATTGTGCAGCCCATTCTTTAGCATTCCTTTTGCCCCTCA 

TATTGAAGATCTGGTCATGCTTCCCACTCCAGTGCTAAGACTGCTGAATG 

TGCTGGATGATGATTATCTTGAGAATGAAGAGGAATATGAAGATTGTTGT 

AGAAGATGTAAAAGAGGGAGTGTCAAAAATATGGACCAGGGGTATCTCTA 

CTTGGTCCAAAGGAAAATCCTGGCAGAGGAACAGTCTTTGTTGAGTATGC 

AAAGGCTGGGGATTCAAAGTTGCGCAGAA 

>Sequence 376 

CACATCTTATAATTATTTATTTTCACTACTTATTAT TCTAAT TTATACAC 

AATCTTTCTTATTTATTATTCTTTTCTATTTATTTACTTTTT^ 
TTTTTTTCAATTTTGAGATGGAATCCCCGCGGCGCTGCCT^ 
CTGCCCAGGTCACAGGTCTCGAAAAAGCGGGTGGTGCAATGCTCCATGGG 
GATGAGGGGAGCACGCAGTGGAGCCAGCTCGGTGTGGGAGAGGTACCTCT 

AAGGTGTTCTTCCTACCTAGCCTAGIM Hi ICTACCAACCTAGTTCACC 

TAGTTTCCTGCCTAACCTCGTTAGATATCACTCTTCG CTGCT TCAAGAAT 

ACTAAAGCAACACTCCTGATATTAACCTACTACTCAGTTTTGTGTGGCAA 

AACAGAGATCACATCCCATTTGTCTTTGTGTCTCTGGCTGTTAGCACAAA 

GTTTAGCACTTAATTCATGCTCTACAATGTTAGTTGAATAGGTGAGTGAC 

AGAATTTGTTATTCTTAAACCATTACTGTTTGTTAGTGAGAGGGCAGATG 

TTAAAGTAGCTCATTGACGTTACCCCCTTTTTTGA GTAAA GGGAAAAGGA 

GGTAAGATTCCCCCAGGTCTTTGTGGGCCCAGTAATTTTGGCTTGGAATT 

>Sequence 377 

TGTATGCGTGAGCTCACCGCGGTGGCGGCCGGACGGAGGAGAGGTGCTGT 

GCTGTGTATGAAGAGGCAGTGAAGACTCTGCCAACAGAGGCCATGTGGAA 

GTGTTACATCACCTTTTGCTTGGAAAGATTTACTAAGAAGTCAAATAGTG 

GGTTCCTTAGAGGGAAGAGGTTGGAAAGAACCATGACTGTATTCAGGAAG 

GCACATGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGT 

TTCGTTGCTGTGTTATAACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAG 

CTGGAACTGAATTGTTTAGAGACTTTGGTACAATGTGGAAAT TGAAGCT G 

AAGGTGTTG ATCCG AGTAAA AGG AGCCCTGGC AATACC ATGC l"r r 1 " 1" 1 1 G 

AGAAAA l ' ll 1 i TTGCCCCCTGAAACCCCAAGTTTGTrrGCCATTGTGGGA 

rnTCTGGGCAGAGTGGAGTGAAGGGTCCCAAAAGCCCAGAAGACACTGT 

TG 

>Sequence 706 

GGTACGAGTAAATTTTCATTACCTTTAATTAGGCAATGTTTCT^ 

CCATAAAACTGCAAAAGCAATTTTTAAAAATGATAAATAGGACTTCATCA 

AAAAGTAAACGCTTCAAAAGATACTACTGAGAAAGTCACAGAATAGGAGA 

AAAATCTGATGAGACTTTATGTCTAGAGTAATGAATTCTTGTTAACGA^ 

AACCAACCCCCnTTTAAAAATGGGCAAAAGATTTGAATAAACATTTCACT 

ACAGACAATAAACAAATGGCCITAAGCACAAGAGATGCTCAACATCAGTA 

ATTATTAGGGAAATGCCAATCAAAACTACAACGAGATACXCTATATCCAC 

TAGTATGGCTATAATAAAAAAGAGTAACAAACGTTGAGGAGGATATGGAG 

AAACTCGAGCCCTGGTCAGGTGTGGTGGATCACACCTGTAATTCCAACAC 

TTTGGGAAGCTGAGGCAGGCAGACrACTTCACTGAACCCAGGAGTTCAAG 

AGTAACCTGGGCAACACCGCGAAACCX:CATTTCTACAAAAAATTCAAAAA 

TTAATCACGCTTGGTGGTGGTGCCCGCCTATAATCCAACTTCTTAGGAGG 

CTAAGATGGGAGGATTGGTTGAACCCAGGCAGGTGGAGGGTGGAGTGAAC 

CAAGAAAAAACCGGTGGACCTTTACCCGGGTGACCGAGTGGGACCCTACT 

TCAAACAAAACCGAACTACTGGGGCCCTATAAAACTGGCCGTTTCTTAAA 
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CATAATTTACCCTTGGT 

>Sequence 707 • 

GGTACCCATATCCAAGGCTTATTGCAACTTTTAGTCITGCCCCTGCTACT 

TACACAGTCCAGAATCACTTGGTGAGCATTCCAGTAGGACGGTGGCATTT 

TAGGATTCAGAATATTAACCTATAAACCTGTCATTTGATTCTTGATTATT 

AATGTCTGGATCGCCTGTGGTAGGGGTGTAATCCCAG GAAG GCATTAAAT 

ATATTTGAATTAATGTATATTTTGAGAATAAAAGGCTATTTCTAGAAAAT 

ATTACACACTTGTCTTATGTTAAATAAAAATTTGCTATTTATTGAATATC 

CCTTACCCACCCTTCTTCCCAATGAAGATCTTATGCATACCTTCACTGGA 

AGGTTTAAGATGTGACAATCTTAATAGATCTTTGTGAGACCAGCCATTTC 

TCTGTTTATATTTTGGAACCGCCAGAGCAAGGGCCATGCCACCTTTCTCA 

TTGTACCTGCCCGGGCGGCCGCTCAAAGGG 

>Sequence 708 

ACATCCTTTTGCATGCTCAAGAGCCCATTCTTTTCATCATTCGGAAGCAA 

CAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCTATATCAT 

TGCTGGAGTGATCTATCAGGCACCAGACTTGGGATCAGTTAT AAAC TCTA 

GAGTGGTAAGTGTCTTCACATTCTrrAAGCACTAAAGAAAACTTTTAATT 

AGCTACCTTGCTTCCAGTAATCAAACTAGAGCTC CTCTG CCTTGTGTAAG 

TTGCTATAAAGTATTGACTATTAGAATGTCTTGAACTTTGGTTACTGTGA 

GCCAAGTCGGTGCTCAAAGTATATTTCATAGTCTCAATT ATATA GTAATT 

TAGGTTCTGAAAAATAGGTTCTGTCITTGCATATGTAATATTT TGTG AGT 

ATTTACTTTGGAAAGTTTGGTCGACCTAATGATAAATTTA GAGTT TATTT 

TCCTTTTACAAGCTTACTGCATTGCATGGTATTCAGTCAGCTTTTGATGA 

AGCTATGTCATACTGGTCGATATCATCCTTTCAAAGGGTATTGGTGGCAC 

TTCAAAGATCATGAAGAGCAAGGTAAGTAGAACATCCATACCCTCCTAAA 

CACTTrrGGACCTCTGAAAATGAGCTTGTTTTTTAGGAAAATGGCTGGGG 

ACTTTCTAAGGGGTTCACTTTTTCATGGATGATGCTTTGTTGAACTGAAA 

TCATGGAATAGAAGTGGAATAATACTTTACATAGGACAT 

>Sequence 709 

GGTACAAGCATGGTCCATACCACTGTTTACTTTTCTAGAAAGTTGTTAGA 

CTAATTTTTCAACAAAAATTCTTTATTGTCTTGGTAACAAAAGAAGCATA 

CTAAAAATTCTCAATAAGGCACAGTGTCTCTAGAAGCTTGAGCATTCAAC 

ATAAACTTCTAATTAACACGAACTTGTGCTCTTATTTCAGCCATTGCTGT 

GTGGGCTTOGAGCCAGGAGAAGATGCV^GAGGAATTTTACAATGAATTACT 

TCCATCAGCTGCAGAAAATTTTCTAGTTTTGGGGAGACAATTACAAACA 

GTTTTAT 

>Sequence 710 

ACGCGGGCTAATCCCAGTTATGAGGGCTCTGCCCATGACCTCATCACTTC 
CCAGAGGCCTTACCATCTAATACCAATACATTGGGTTTAGAATTTCAGCA 
TGAGAATTrGGGGGAGACAGTCAGACTGTAGCGATGATTCTGGAGTATTC 
ATCATTTAAGAGACACTTAAAAATGATCAGAAAGGAGAGGATGAAGGCTA 
GAACTAAGACTTTAGCGTTGAACATGGAAAGGAAGTGATGACTGCAGATA . 

TCTCCAGTACC 
>Sequence7n 

A ciiTn 1 11 1 A rri Ti 1 1 1 1 r n iii ihg atagccatataccaaataa 

ATGTTCTGTGACTAGGGGTTATGGCACAATGGGTATTGAGACACTAAAAA 

CTCTGCTTCAGGCTTCCATCCTCrTAATTTTAGAAT ATCTCT 

AATTITCTGATTGACATCnTTTGGTAGATrATCXjTGTTT^ 

TATTGACTGATCCTlTAGAATGATTTTCn^ 

GCATTCTAAATCAGATTCACTAATACTTTCATTCACr^^ 

>Sequence712 

GGTACrrACAAAAATTTTTAACATTAGGAGGTAATTATAAGTAGATTCTG 
TGATTAGGACITCATTCATGTATCTTTrGCT^ 

TAAATGGAAGACACCTGCTAGGTGATACTTTTTATAAAACATATGAGTAA 

GTCATATATCTTTGTTAAATTTCTGTATGTTCl-rrrrraTATAAAGATGG 

AGAGAAAGGATGGAGTGATACTAAGGACCCTAATAACATCTCTGTTCAAA 
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TTAATTACTAAGTGATAGAAGTATTCATATGCCATTAAAGATTTGCCAAT 

TCTATTTG 
>Sequence 7 1 3 

ACTGACACAAGGACrCCAGGCCACACATATCriTCTTGAAAGCCCliriCC 

TGTTTGAAAAAAAGATCGTTTGTATTTGATAGAGCAAAAGAAGGCCACAA 

AATGAATTGTCTTCTTGTGGGCTGTGTTTCAGAACGGCCGGTTTGTGGGC 

GATGCTGACCTTGAAAGACAGAAATTTTCAGATTTGAAACTCAACGGACC 

CCAGGTAATTCTTTGGCTCAAGACCTGGGTTGCTTCATTCATATTTTCTT 

ATTTCCCCAGCCTATAAGAGCATATTTGTGTCTTGTAAGGTGCCTGGC 

>Sequeiice 714 

CCCTTAGCGGCCGCCCGGGCAGGTACATATGCACTATTTAGAATATGACA 

TTAATCAACCACTAGAATTAAAATCAGGTTATAAATCCTCAAAATCACCA 

GAGTATAAATTTAAATGAAAAACCCAGACCACAGAACAAAAACAGAAATA 

CCAAAAAATAATCACAAAATATTAAAAACAGTATATAAACACAGTGACAG 

AATTAGGACTAAACATATCTGTAAAACAATAAATGTAAGGGTAATCTCAC 

CAATTATGAAAAAGACCTTCAGATCATATTTTAAAACAAATTTAAAAACT 

CAAC 

>Sequence 715 

GGTACGTGTGCTGGATATGCAGGCTTGTTACATAGAATTGGTGTAAAATT 

TGAAAACCATGAAAAAATAAAACAATAAAGGATCTAGATGCTAATAATGT 

GGTTAGTTAACATGTTGACCATTTCAAAGCAAAATAAGTCTTTGATGTTT 

TATACTATTCATAGCAAGA 
>Sequencc 716 

ACAGTGGTGTGATCTTGGCTCATTGCAACCTCCACCTCCTGGATTCAAGC 

GATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCACCTGCCA 

CCATGCCCCGTGAATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCGTG 

TTGGCCAGGCTGGTCTTGAACTCCTGACCTCAAGTGATCTGCCTACCTCG 

GCCTCCTAAAGTGTTGGGATTATGOGCGTGAGCCACCATGCCCACCTCCT 

GGGTCATTCTTCTGGATATTACCAGGCATTTTTATGCTGATCTAAGTGAA 

AACCTGGATA rrrrn ' lTC TCCAAAGTTAl I ICi I AGTTCTACCTATG AC 

ATGAGGGTGATCTTTATAA 1 i I 111111 G TTTTCACTGAAGAAATAAAAC 

ATTGCTTAAGGGAGAGTTGGGGGAGTGCATAAGGATCTGCA GTTGG GACT 

GGATTTTTCGGGTTTGTTTTACCTACAGCCTGGTTCTGTCCACCI^ 

AGGATTTTGTTTCGCCCTTTGTTGGTCACCATGAGCATTTXr^ 

TATTTGTGAAAGAAAAAAAC ACCr 1" 111 IT AAACACCCCAGTTCATGTTA 

TTAACAAGCAGAATTCACCTTAACGGCTGTACCTTGGTCGGGAACACACT 

TAGGGC 
>Sequence 717 

GGTACTAATCTAAATGCTAGACAGTTCAAGTGTAGCTTTGGAGACTTACA 

GATAGCCAGCTAGAGAACTACCAATGATGATATCCATCACGAGGAGTTTG 

GTGGCCAGCCTCCAAGATGGTCCTCAATGATCnTTGCATCTTCATATTTC 

CACCCTGTGTAGTCCCCTCTCTCAGGGGATTAGGGTTGGTCTGTATGATC 

ACCACATGGCTGCAGTAATGGTATGTCACTTCTGAACTTAGGTTATAAAA 

GACTATGACTCTCATCTTGGGTGTCCACTCTCTGTCTCTCTGATC^ 

CTCTAGTGGAAGCTGCCATATTGTGAACCTCATGGAAGGCCCACAGGGTG 

AAAAACTCAAGCATCTAATCAACAGTTAGCAAGAAACTGAGGCCTGCCAA 

caaccatgtgagtgaccccggaaagaatttttcagtcccagtcaaacact 
gagataacxkk:aacctcagctoacagcttacctxx^ 

CCCrro<KXX:GAACCATAGGAACCATTTCTACCCAAATrC^^ 

GGACCTTGTTAGATAATAAATATTTCTTTAAGCATGGTTAAT^ ^ 

ATGTGCTATATAACCAATAAATAATACATGGCGGATAGAAATTTCITTTC 

CTTrGGACCAACCGCAAAGTAACCCTTTTTTTCCTTTA^ 

TTTGGCTAAATACTGTACAAAAGAAGTTCCCGAAATATGAAGGATGGGGG 

CAGGTTTTGC 
>Sequence 718 

CCCTTAGCGTGGTCGGTTTCGGGTATTTGGGGCGGGATAAACATGGCGAC 
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GTCTCTGCATGAGGGACCCACGAACCAGCTGGATCTGCTCATCCGGGCCG 
GGAAGCATCAGTTCACAGCAGTAATGCACACTGTGGCAGGAGAATCGCTT 
GAACACGACAGGCGGAGGTTGCAGTGTGACGAGATTGCACCATTGCACTC 
CAGTCTGGGCGACAAGAGGGAAACTCCATCTGAAAAAAAGGAGAAATTCT 

TTTATTTTCTACTTCTCITCAGATTTGTCTTATGCATTTT CCA^ 
ATGCATCACAGCTATTCTTTTTCTGAGTTATAGCTACAGTTITCCTACTG 

TTGTCTTCATGCCATTTCATTTCACATGGT 

>Sequence719 

ACTThn^TTTTA t i ri ri ' l ' l 1 1 1 1 n T4GGAGACAGGGTCTCGCT 

CCTAGACTGGAGTGCCTGGTGCAATCTCGGCTCACTGCAACCTTCACACC 

CCAGGCTCAAGTGTCAATCCTCCCGCCTGAGTAGCTGGAACCACACGTGC 

GCACCACTAAACCCAGCTGTTTAATACACCATTTTTAACCCAAAACATTA 

AGAAAAATATAGGAACAGTAAGTAGATTACATTTTGTAAACAGACAAGCT 

TACAAGTTTTCTCAAATATGAAAGTCATACTAAACTGGGAGACTGTTAAC 

TTCTTGATGGGGTTAATCTCTAATATGAAGCCACAGTCA TAGCTAA CTAC 

AAATTACATATACAATGCCAAAAATATTCAAAAATAACATTTTTTGCACC 

TTAATGATTACAAATGCTAACCAGCATAAAGACA CTGGA AAGTTTCAGAA 

TCTCCTCATCACATACTTTCAAATATCTTCOrriTACr^^ 

GTACGCGGGATTCTATGGTAATGATGACTTGCCAATG TTCCAG GTGGTTT 

CTTAGCTAAAACTAGAGAATGCCCCTAACTTAGATG GTTTTTTG AAGGCT 

ATTAC AATATGGTATTTGGTTTG AACCCCCTTTAAAGC i 1" J T I I ACCAAT 

rrTTCTTTTAACCCCTTGGGGGGGGGGGACCCCAAAAAAAAAAAAAGGGC 

CTTTGTTTTACACCCCCTTTTCGGGGGGCCCCCCCCCCGGGAAAAAAACC 

CCCACAACCGCCCGCC 

>Sequence 720 

GGTACrrGAAGAACATGGTAAAAATATGTTCACAATAATATTTTATCTTA 

GAAATGTATTCAGTAAAAAATCTCTTTANTTCAACTATCCTCTTGATTCA 

GGGGAAAAAAGGATTAGCATGGGAGATAACAGAATAGGAA GTTTAG GAGA 

TAATGAGACTTCTGTTTTAGTAAAGTAAATAAGCTTTAATA Gri il l iGG 

TCATGTATTCAGTrrACCAGCCTTGAAGATATTTGTAGGAAATTTTAAAA 

GTTTCTCTATTTCATCCCCCATGATAAAAATTATATAGAATAAAAGCTGA 

ATTGAACTTTCTTCACAGCACACTGAAAAATATCTTCTATAGC ATTAAT C 

AGATCACAGAATGCATATTTAAACAAAAATTTGACTAATTTAArrTT^ 

TTATTTA n i l 1 i I T C TCAGACCGAGTCTGGCTCTGTCGCCCANGCCTGA 

GTGCAATGGCNGGATCTCAGCTCATTQCAACNCmCGCCTCCT GGTTCA A 

GCCATTCTTCCCGCCrrGCCTTCTAAAGTGCTTOGATTGCAAG^ 

CAACCTGCCTGGCCCCAGAAAAACTGGTTTTTGAATGTT GGGTTGTT TGG 

GGG l ' l ' l rri ' 1 ' 1 1 I CCCTAAAAGCrTAAAATTTCCCTTTG G'ri'i 1111 ICA 

AAAAAAAAAAAAAATTACCCll'l'lUinriACCC(nX:C CTTli r lA 

AAGGGGAAAAAATTTCCCCCAAAAAAAAATAAAGGGGTTTTATTTGT^ 

GGAAAG 

>Sequence721 

ACCCTTGAGCGGCCGCCCGGGCATGTACGCGGGGTTAACTATGTTTTCTT 

TAACAGAAAGTTCTGTTTTTGTGATCCTTITAAAAATAAAGCrTC 

AGGATGAGAATAGTATTITrcAACrrrAAATrrCTCAr^ 

ATGTGGTAATTCTCTGTATACAGTTAGAACAGCACGGAAACTTGAAGGCC 

TAAAAAATTAGCTGACCTTGTTAAAAATGTTGGCG TGAGC AGTATATTAT 

TACCTAT xrrnrn r a ttgtgtgtgtotgtgt gtgtgt tttaaa ctaa tt 

GGCTGAAATATCTGCCTGTTTCCCTXnTTACAi 1 1 1 lUl IG TTTCTrT CC 

TTATTTATCTTTGTCXrATCTrGAGATXrrACTGTAAAGTG^ 

GAAAACAAGTCXAAGTTTTACTCTCAGTGGGTTTGGGACATCAGATGTAA 

TTGAGAGGCCAACAGGGTAAGTCTTCATGTCAGTGTTTGTTGAGGAACGA 

GCCTATGATGTCAGTTTTTCCCAAAGGGAACAAGGACAGAAGGGATTTGT 

TCATTTTTACATCTCGGTTCTGTAATACCACCTTTGACTTCATGGTT GAT 

CAGAATTTGAAGTCTAAACCGAACGTAAGCACTTGGGGGTATC GAATTT T 

AATACCTACCACAGTTAGGACAAril4"lU4iCAAAGGGCCATTATTTTTT 
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TGGGGCAACCCTGGGGGGGGGG GGGGC Ci''I'ri'n'IGGAAAACTTTGGGGG 
ATATATTCrn i 1 1 1 1 CCCCCCCCXTTTTATAAAAA AAAA 
>Sequcnce 722 

cccttagcgttttcgcggccgaggtacatgaacx:tattaataaaccattc 

atgcttcccagtttggcagatgtgagcaaactatgtataggaattccaaa 

ggtaactttttcctttcattactttacagaaatactgtcaagtccaatag 

agagcacagacttgggaggcggattgggtgggtttgaatc tctgc tctgc 

cacttttattaatcatgtgagttgagtatgtgacttaatctcttttagct 

caatttccccatctgtaaaataggaataataaaaatactgacttcagaga 

GGTTTGTGAGGATCAATTAGACAGTCATGTTAAGTCTGTAAATTGTTTCT 

GTAATGGGCAAGATAGCAAATATTTTAGATTTTGTGGACCATGCAGTCTT 

TATCATAACTGCTTAACTGCCATTATAGTGAGAAAGCAGC CACAG ACAAT 

ATGTAAATGAAAAAGTGTGTCTCTGTTCCAATAAAACTTTATTTTCAAAA 

ACCAGCTGGCTTGTCACATCTGGCCTATGGGCCATAGTTTGCCCATCTCT 

AATGTAAAGAAAGGACTTTAGCCCAAAGCCACAACTTGCATAGTAATGCC 

TTAAAAAATGTTAACATCTTTACTGTTATTAATATTACTACTGCATCTAT 

TACAGTAGCAATTGAGTAATGAATACATGA ATGTT ATAATGGTAAATTAC 

TAACCITTTAAAAATATTAAGCATTGGCATATTTTAATACTTT>^ 

TTAGGAAGATAGTTACCCTGCAT 

>Sequence 723 

GGTACTTACTTTGTTGCTCTTTTTCTAAGTTTTAAAGATGGATGCCAATC 

TCAGGCTTCTTTTCGTGTGTGTATGTGCGTATGTCCATAAATTCTCTTCT 

AATTACAGTGTAAGCCACATCCCACAAGTTTTGATAGTCACAGAACTGTA 

TCGTCACACTATTTTTTAATTTCAGTAAGTTCTTCACTGATCCCTG TGT^ 

ATTTAGAAATGTTTCATAATTTCCCTACATTGGAGGGGAAGATAGTTTTG 

TTTTTATTATTAATTTCTAGCTGTATTGAGCTCTTGTCAGAGAATATGGT 

TTATTTTAGTCGCTTGAAATTTAAGATCTGCTTAATGGCAAAATGGATGG 

TCAGGTTTTTGTAATGGTTGCCAGTAAGCTTGCGAAACATATGTACCTGC 

CCGGGCGGCCGATTGAAAGGGCTATTTCCCA 

^Sc^ucncc 724 

CCCTTTCGAGCGGCCGTTCTGGCAGGTACTCCTCAGCTTGTGCTGCCCTT 

CTCGAATGACTCGCGTTTCCTGCTTTCATCACTACACCTCCCACCGCTCT 

CCATCACCTGCTCTGCTCTTATAAGGATCCAGAGAAATGGAATAATCTTA 

TTGCTGATCTATGTAAACAAGTTGAAGAATCGTCTGAAAGAAAATACAGT 

GTGTCTAAACTGGAAAAGTCCTGTAATAGTTTGTTCATGAGCATTTGCAC 

AGTGGAGTTACTGTTCATCATGGGGGTACC 
>Sequence 725 

GGTACTAACTATTCCTAAATATTAAACACTGGTCAACTAAAATGCACAAA 

TTCATGAATTGGATTTGCACTCAAACAAAAAAAAATACCATAGGCAGTAT 

CATTTCTACCTTTGTAAGAGGCAGGAATATTCATTAGACTCTATGCTTGA 

CTTTTCATATCTATTTTAACACTGTAGTAGGCTATCGGGTCTAGT^ 

CTTCATTTCTAAACTACTCAACAGCTCAGAACTGACAAAGATCACAAGAA 

ATCAACTATTAACCTCTTGCCTGAAGACACAAATGAAATATTCCCTATTT 

TACAAAGCAAATTAGATTCCAAGATTTTCCAAAGCCATACTCCTGCAGTT 

CACTrGGGTTCAAACTTAAAATCATAATAGTAATATACACATATTTACAT 

TATAACCCATTACACATTATTTTCAACTCAATGCAA GTCAA ACAAAGGTT 

TCACAAAATAACCTTACTATGTGCAATACACTGGTATTTTCTATTCTACT 

CAGAATTTTTTAAATACCTATCATGAACCATTAAATrGTCTTAC CA^ 

TGGAGTGACAATATOCAGATTGAAAAACTGGATTAAGAAGTAGT TT^ 

ACCCATAATGGTTATTTGGCATTACTTAGGCAAAAATATTTCTCGC^^ 

ATAAATTCTTACCTTTTTAAGCAAAACCl-11 1 1 1 AAACCAATTAAAATTT 

TAATGAAGGGCCATTTGACCGGTNAATATTTATTAGGGGTAAAAAAACCC 

AAAATTGGCCTAAAAAACXnrCAACACATTCCATAATGGAAGAATGTGGC 

GAAATAAATGTAAA 

>Sequence 726 

ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAA 
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AAGGTATATGTGAAAAACCTTAAAAAAAATCTA TTTCAT TACATGTTGAA 

ATGTTCTGTGCTTAATCCAATACATCATTTAAATTCl 1 1 iCAC ATTTG GA 
CAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCT 

AAATNGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTT 

CTCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAA 

TTGTGACAAGTGCCCGCGTACCTTGGCCGGGAACACGCTAAGGG 

>Sequence 727 

ACATTCTATTGTTATCTCTATTTTTTGGATGAAAAAACAGCAGCACAAAG 
AAGTTCAGTAACTGGCCTAAGGCCACACAGCTTGTCTTCCTGAAGACTGG 
ACCCAAACCCAGGCAGTCATAGAACATGCTGGTCGCTATTGGGCCGCTTG 
CTCTATGGGGGACGGTGCTCCAGGAACACAGCAATGCGGTTTAGGATTCC 

AGGACCTGGGGCAGCTGCTG C i IC n iCTTAGTTCTCGACAGACCACTGA 

GTGCAGTTTTTCTAAATCTTTTCCCCACTTTGATATGTGGTCCATAAAAC 

TGCTTCCACACGTATAACCCACTGTGAAGTTTAAAATGATTTCATGTTTG 

GGCAAATTCCTACTGAATGTTAAGCTAGATAG GAAA CAAGTTCTG ACTA A 

CACAAATGAAGGTCTGAATGAAGAAGTCTTACTTTTATAAAGGAATTTTC 

CCCTCCTCACCAAATCCAAGTTTAAATGTTGATATCTCTGTTGCAAAAGG 

ATGATAAATAAATGGGTCCCTTGGTTAGTAGTGGGTGTATGGGTGTGGGT 

AATAAGGTATTGAATGTACATTTAATACTCCTTCTCATTCTATACTGGAT 

CTATCTTGGAAATGATGCATTTTTCATGTTTAACATCACTTCCTAATCCG 

ATATTTTTGTCTCTTAACTATTATAATATTCTTGCGTTATATAAATTATA 

TATTACTCTAATCGCTTGCTTCTTTCACTCTACTATTTTATCATCAACAT 

ACTATTCCGGTCTTCTGCTCTTACAACATGTAATTATTTCTCTACTGCTC 

GCTACACGACTGAACTTAACCAATATATCACTGTCTAGAAACTTCCAGCT 

TATCA 
>Sequence 728 

GGTACTTTN riTi ' l - rm - l 1 1 mil I II IG GTAGAGACGGGACCTCACT 

GTGTTGCCCAGACTGGTCACAAACTTrrGGGCTCAAGCAATACTCCTGCC 

TTGGCCTCCCAAACTGCTGGGATTACAGGGATAAGCCACTGTATAGAGTA 

TGAAAAGTATTTAAAAGAATCTTCCAAAGGAGGAC AGCAG AAATGAAAAT 

AAAGTAAGTTCAAACTAGAATCCTTGACACAACTGGTTTT ATTCC CAATG 

CCTCTTAAAAAGAATCGTTCCATGGGTGGCAGGAGGGGTGTTTTCATGGT 

GTGATGCACCGTGACTTGTTATTCAAGATGTAGTCCAGTGTTCCATCTAT 

CACGTTTTATACCTTTCGAAAAAAAAAAAAAACCGAAACCACAACCACAA 

CAAAAATTATTCCAATTAATGGGATTCACAGCAACCTGGATGGGACTGGA 

GACTATATTCTAAGGGAAGTAACTTAAGAATGGAAAACCAAACATATGTT 

CTCGCTCCTTAGTGCGAGCACTTATGAAGATTCCAAAGGCCTAAAAATTG 

ACACAATGGACTTTCGGGAACTCGGGGAAAAAGGGGGGGGAAGAGGGATT 

AAAGATAAAAAACATCCTAACTTGGGTTCACGGTACCCTGCCCGGGCCGC 

CCGTTCTAAAGGGGAAATTTCAGACAACrnTGGCGGCGCGTACrrA 

ACCCCAGCTTGGTACCACAGCTGTGGTGTAATCATGAGCATAACCTGTTT 

CTCTGGTAGAAATATTAATCCGTCTACAATTCTCCACAAAATTTCAGATC 

CGAAGCTTAAAAGGTAACCCCTGGGGGCCCTAAGAGAGAGCCAATCCG 

>Sequence 729 

CCCirrCGTTCTGCCGCCCGGGCAGGTACTTATCAGGATGAAATCAGAAT 
CV^CAGTTGGCClTrTGCCATAAGGGAAGGGTATTTGG AGAA GAGTCAAC^ 
ACCACrcATGCCTCTCCCCTGCCCAGCAGCACCTTGGATT^ 
TATWXnXXn'GTTltXXXnXKKrrGAGTAACT^^ 

ACACACGATATATTACAGGGAAATGGCAGCOATXKJTCTXX5AAGGCCAACA 

CTGGC Cl^Uil'IC CTCXrrGAGCACTAAAATCCTAAACATGCAACTTAA^ 

AAAAATTCTAAATGTGAACACCACCTTTCAATA ATTTA TATTAATGTATC 

ATCCCACC Crill ' llC CnTCTCnTTCAACGCCXn"I04iCTAC^ 

CCAATATACCAATTTGTTTGAACAGTTTTACATTCTAAGTGTCCAACTAT 

TGCTAAAGGAATGGATAAATTGTTGTACCTCGGCCGCGACCACGCTTAGG 

G 

>Sequence 730 
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ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAA 

AAGGTATATGTGAAAAACCTTAAAAAAAATCTAT TTCAT TACATGTTGAA 

ATGTTCTGTGCirAATCCAATACATCATTTAAATTCTITTCAC ATTTG GA 

CAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCT 

AAATTGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTT 

CTCCTGGCTGATrCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAA 

TTGGGACAAGTGCCCGCGTACC 

>Sequencc731 

ACTTTTCTGAAGAATACATCTTCGTTCAATGTGGTCGTA TTCTTAA TTTT 

TTCTATAATATTGCTTGTAATCTTTAG AGTTATGGTTTCA 1 1 1 i I IGACT 

ATTAAATITGAAATTGTrGACATCAGCAGTTGACTCTTCTGTGTAGATCA 

TAATTTTTTAATTAAGAAGACACTCTCAAGTGTTGAACTATAATTGTAGA 

GTAAATTCTAAGTGGAGGATATCGTAAATTCTTTTTTGTCTTGGTATTGA 

CATGTAAATGTTAACATATGTGAATAATTCAGTCCACGATTGTCACAGGT 

TCTATGTCTTTACCTCCTTTCAAAATACTTTCTTTAACAAATACTTTGAC 

AAATTTATTAACATTTATAAGACAAGACTTACCAAGTTGTGTTCGTTTAT 

GATTC7TTAAATGTTTTCCAATACTTAGATACATCAAAATTATAGGACTT 

CTCAATTCCATCCTATTGTTACAGAATAATAAATTAATCAGAATAGGAAG 

ACCCTTAAAAGATCnxrcrCATGAGTTCAGATTTCCCAGATAATAATTAC 

AGAAAnTCATTTGTACCTTGGCCGCGACCACGCTA 

>Sequence 732 

GGTACTTTTTCTTTC 1 1 i 1 1 1 1 1 i i 1 1 f 11 rTGAGATGGAGTCTCGCTGT 

GTTGCCCAGGCCGGAGTGCAGTGGCACAATCTCGGTCACTGCAAACTCGG 

CCTCCTGGGTTCATGCCATTCTGCCTCAGCCTCCC AAGTAGCT GGGACTA 

CAGGTGCCCGCCACCAAGCCCAGCTAArrri I ricri l rrri IGTATTTT 

TAGTAGATACGGGGTTTCACCATGTTAGCCAGGATGGTCTTGATCTCCTG 

ACCTCGTGATCTGCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCG 

TGAGCCACCACACCCAGCCTArrCCTTTACTTTCTTAAACTTTCTTT^ 

TTTACTCTATGGACTCACCCTGAATTCTTTCCTGCTCAAGATCCAAGAAC 

CCTTTTTTGAGGTCIXKjATCGGGACCCCTTTCCTGTAACACGAC^ 

CCCTTGGCAGACATATGAATCTGCACCCCCGCTTGGTCTCCAATA TCCAG 

ggatgaacaagggaggaaaccagggaaaatgctta ctgag gcatctttta 

TGAGCAGTCACCATGCTAGGCTCTrTACTAACATTGCTTTTTGCACTGTT 

cacaacaagtcctggatatcttcaattagaaatgtgaaaactga attccc 

gatgaaaagcccccactgcrrrtgactggcgtggcttatatcgggctttt 

gaccaagatggactgaatgccatcttgtgtcagagggacttagacatttg 

agggaagtt 

>Sequeiice 733 

GGTACAAAACTATGTGAGAACGTATACTACTT CTCGG CCACAACTACTAT 

TTTTAGATATTCATAAAATAACCTCTGATTGTGTTTTCACATTGACCCAT 

TCAGTTCTGTCCAATCITATAATTCrGATTAAATGTTCTGGGCCTCAAAA 

CTAATTTTTAAAAGGCCACTAACTCCAAATCTAGGAACAAAACACTCTGT 

AAGACTACTGTAACTTGTATAAAATTAACTTGAAAAA TrCA CTCACTCCA 

ATAAAACTATGATTTATGTAGCTCATAAGAGGGTGAATTTTGAATATTTA 

CTCTATGAAAAAGCCTAAGCAATTCAATAAAAACTTGATAACTGCACGTT 

TAGTTTGCAGCATCTTGT 

>Sequence 734 

CCITIXXjTGTGGACXK:CXriTrcAGGTAC^^ 

CAT^AAAAAAAGAAAAGATCAAATGCAATAGATAGCAC^S□:A^TAGA^ 

TGCTACATTAAAAAAAATCOVTITGAATACACAGTGAACTAAAACACCAG 

AGTGGCTAAAAAGTCCCTTCATGCATATITACTTAGCAGAGAGCTC^ 

GAAAGACCCAACCAATAAACCCCAACCAAAGCAAATCCAGCTACITCTCT 

AGCTGAGAGGGTGGAATGACTCCAAAATATTGTTTCAAGCTCAAAAAGCC 

TAAAACAACrrCCACATAAAANAACAAAAATCTATCTAATTGGACATTTAC 

CTTTTTGGAAATAAAAGGCCCAGTGGGAAAAAAAAAAAAAAAAAAAAAAA 

GTACC 
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>Sequence 735 

A Cl 1 11 1 1 1 1 ill 1 1 1 rn rn ' ri 'GTCACAGACACAGGCT GGGA ATTTCC 

CAAATCTTACAAGTTCTCGTCCCCTTTCCCTTAACAACTCrTTCGGAGTA 

TCTCCGTCCTTTCACACTTTATTGTAAGCGAGGAGAGCAGCCAGGCTGCA 

CCTTTAACATTTCATTCACAGGATCTCAGCTCAGCCAAGTCCTCAGCCAT 

TTTGTAATGAGGATCACTTTCTTCCGGTTCCCCGTGA CCTGT CCCTCGCC 

TCCTCTAAGCCTCAGCAGAAAGGCCTTCAACATCCACTTTTCCACAACAT 

TCTGTCTATGATACCTGCATTCTCTGAGATGCTAGAAGCTTTCTCTCCAG 

CTCTCCCCTTTCCTCTCTGAGCCTTCACCCGAGTCCCCATTGATGTCCGT 

ATTTTTACCAACAAGCTCTTCACCGCTATGGAGGCTTTCTCCAGCA GGTC 

CCTGAAAACGTCTGCAGCATGTACGCGGGGAAGCTCTGTTTGGTGCTTTG 

GATCCATTTCCATCGGGCCTTACAGCCCGTCGG TAGAC TCCAGCAGCCAA 

GAATGGTGAAACACTAACGAGAGACAGATTGGTTTTTAAGAAACCCTTGG 

ACGCCTTGCAGGGATAAACCTGGAGTTAGTTGACTTTTCACCCCCGGGGG 

TGGGGCCTCGGAAAAAGAACAAGCCCTTTTTTCATTTCCCTTCTTGAAAA 

GATTTCCAACGGGATTTTCTCTGAATAAATGTGGATGACTGCCCGGATGT 

TGCTTCAAAGGGGAAAAA 

>Sequence736 

ACTTGTCTGCITCAATAAAATTTGTCTTTGATTTCA 

CirGATCCAGCTTTTGCTTCTCCATGAGGAGGACTCTGT^^ 

CGCTTTTATTTCCTCTGAGGGGAAAAAAAAGAAGCATACATTATAAAACT 

GGACAGCAGAAAGACTGAGTAATTTCTTAAGTTCTATAAACTCAnTGGA 

ACITCTACAAAAAGTTGGAAAGAATGCAAATTTAAtAAAAATTAGATGCT 

AAAATTGTTTCATCTAAATTTTTTAATTCACACAAATAACATAAAACTAT 

ATGAATAGGTACC 

>Sequence 737 

GGTACTTN N i l i 1 1 1 i rn 1 i 1 1 1 1 1 i 1 GTTTTGAAAACCCTTTATTC 

GGTTTCTCAGTAACAGTGATGCATTAAGAAATTCTTGTCTGCTAAACTTC 

ATAGCAAACCGATCCCAGTCCTCACCTCATTGTGTGGTAGCCCAGCAGCA 

GAGAAGATAGGAATTTTCTGCCCCCTAGCAATACTGTTCATCCCATCGAT 

GGCCGAAATGCCAGTCrGAATCATTTCCTCTGGGTAGATTCCACATTGAG 

GGTTGATTGGCTGACCTAATGTATTTCCAAAAAGGAAAATTTCAACAAGT 

TGCCGCATTATTCATGAATGAAATTAGATATCATATCAAA TTAA AAGAAA 

AGAAAAAGCACCAGAAGACCAGAACTACATAAAGCATCTCTTTAC TACA A 

AAAAAATCAGTTATTTTTCAAATATGAAACTTGAAATAATTGTTTCCT^ 

ACTCTTTTXKjAGACTCACAAAACATTGGGTAATAGAATTCAAGTTCCCTA 

AGTGAAGATAAAGATATAGCAAATATGAAAGAAAGC CTAAT TTCAAATTC 

ATGGTGTTACCATATACATTTCAGAAATATTCCAGATATnTACACGATC 

TTAAGATATTAATACCTAAAATTTTACGATAATTTCTAAGAAAATC TTAT 

TTAAGTATAAAATAATTTATTACCTATGGGACGTCTGGCCTATTAACnT 

AAGGGAATCACAAAAAACACTTTTTATTTGGCAAAGGACCTTGCCCGGGG 

GGCCGTTAAAAAGGGCG 

>Sequence 738 

GGTACTATCTGCTCTGAATTAAAATTTAGAACAAAAATCACCTGCCGTGC 

CACTACACATGGACATAATCAACTGCrAAATTA TGAT TTGririCTrCCA 

GTTACTTTTCCAATTATTTTTACATATA CAAATAr i riCi lGGT AGAAG A 

ACAAj\AGTGGCACTATTCATTGTGTAGriiU"141GTAACTTATATTTTAC 

CCTAAGCATTITCTCGTTGTCTTAAATTATTAATTGAA^ 

CTAAATAATGCCTAGGCTGCCATGAGTCTTTTXrrC CT^ 

TCAGCATTCTTTTATATATATCTTTCAGCACATCTGCWntj^ 

GAATAAATTTCTAAAGTTCGCTGGATCGAAAAGATTCAGGGATTTTTAGT 

GTTCTTTCAATTTGGCAAAGTATTTTTCAGAAACAAGCCCA 

TGAATAAACAAATTCTTTTTTATGTTGCATTTAAAATCTACC^ 

GCATATGCAGGGAAAATGAATTATTTGGTCAACATGCTTTCAAATACTTG 

AAGAATGTCTA l " linnClirA TGACTATTCTGTGTTCTGGACTATACCAT 

TATTTTCa:ATGATTTACATTGGAAGGTGGTGATTCAAGCTCAATGCATT 
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AATTGCTTCTCCGAGGTTTTTAATAATAGATGAAGTGGTTAGCTTCTAAA 
TAAAGGATATTGTAGGTGGAATGTATAATATGGCCTAAGCCCGACAACTT 

CCCTTGGTTTGT 
>Sequence 739 

CCCTTAGCGGCCGCCCGGGCAGGTACACAGTTTCCTTCTTCGAAAC AATC 

CAGAAGTAGGCTAGCAATGGTCACCCCrACATACTTCCGCACACATCTTT 

AAGAACAGGACACCATTACCACACCCAAGAAAACCAGCATTTAATGAATT 

TATTCAAGAGTATCATCCAACATACTCAAATATCCACAGCTGTTCCGAAA 

GTATCCTTCAATTCTGGATCCATTGATGGTTCACAGGTTGTATTTGGCTG 

TTACATCTTTTTAGTTGTTATCCTTCAGAGTAAAACTGGCCTGCCCCTCT 

TTCTTTCTTTACAATATTGACTCCTTTGAGGAACCGGGGCTGGATGTGGA 

GCATTCTCCATTCATCTGATTGTTTCCATGTGACCAGATTCGGGTCACAA 

ATTTCTGGCAAGAACCCTTCACAGATGACCATGTATTGGTTATTAGGTAA 

CAATAGATTACTCAAGTAGAGAACTGGGAAATTGTCCTTTGTCC ATTAC A 

ATAAA 1 1 1 IT rTT G AAATCTAGAATTCCTTATGATTCATTGA ri ICI 1 i i" 

CTTTTTC I ' i rri CC i 1 1 1 1 1 1 1 1 1 1 fG AAAACAGTTTCACTTCGTTCCCC 

CGGCTGGAGTGCCATGGCACAATCTCGGTTAACTGGAGCCTTTACCCTCT 

GGGTTCAAAAGATTCTCCTTGTTCAAC CTCCTG AATAGCTGGAATATAGG 

GCCTGGCACCTTGCCCGCTGAl"l"ll'nTATTTTAGTAAAATAGGGTTTAC 

CAATGTGGCCAGCTGGGTTGAACTTTTGAC 

>Sequence 740 

ACATTGTCTGCATTTTGAGATTTTCCTATTATCTTTCTGGTGTTGATTTC 

TGTTTAATTATACTGTGATCTACAAGCAACACTGTATTATTTCCATTCTT 

TTAAATTTGTTAAGGTGTGTTTTATGCTCAGAATGTGGAGTGGACTATTT 

TGGTGAGTGTTCCATATGGACTTAGAAGAATGTGTTTTCTGCTGTTGTTA 

AATGAAGTAGTCTATGTATGTCAATTATTGTTTGATGATTGATGGTGTTG 

AAATCAGTTATGTCCTCACTGATTTTCTGCCTGCTGGATATGTCCATTTC 

CAATAAAGGTGTGTTAATCrcrATCTATAATAGTGGATTTATCTATTTCT 

CCCTGCAGTTCTATCAGGTTTTGCCrrCATGTAGTTTGATGTTCTGTTAAA 

TGCATACACATTAAGGACTGTTAAGTATTCTTGGGGAATTGACCC 

>Sequence 741 

ACTTCAGGTTAGAGATGACTTCAATATATGTCGCAGACCTCCCAAGGTGA 

GCATCACACAGCACTTATCATAATCACGAAGCAGCTCCACAGAGGCTAAG 

ATGAAAACAAAAATCTCAGGAAATITATGTTTATAAAAATGATACTTGCA 

AAAAAATGAATGGAACCATCTCCATTGCTTATTTAGAGTGTTGACTCACT 

GAATAAGATTTTAAATTAGTCAATAGTATTGGATGCCTCTATATCTGCAT 

ATCAATAGGCTCATAAACAAGGTTGCTCAAAGAACTGCCCATCAACCACT 

TGGTTTCATCTCTGGACACCACACTGTTATCTTCCITTGGCCTCT 

TAACGGGTCCAGGCTACGTGCACCAAAGGAAAAGAATTGGGTCCTTCTCC 

CCTCACCTGGTTTGGATAGGAGGGCCCAGAAAGAAGTCAGGACAGACCAT 

GTGTGACTGTCCCTAACCCAAAGCAAGCTACCGTGCAGAACCCAACCCCA 

GGACAATAATCCCAGCCATGCCGGAACATGGGTTAGCTTGACCAGCACTC 

ATTACAACGATCCCAGCCTTTGTTTAAAGGTGCCAAAA TTAG TTTCAAAG 

CAATGTCTAACCTTCCCCACCTTTAACAGGAAAGAACATTTTGAATAATT 

ACCAAAAGAAGTCCATGGACCTTAGAACTGACCAAAAAAGCTTTATCXTC 

TAAACT 

>Sequciice 742 

GGTACAGGTTTCCCITCCXnXZAACTTCTC^ 
ACTTTCXriTCTTGTATAAAGAGGGCAACTTTCATC 

CTACTTTTAAGAAAAAGG AAAATC AG AGTGC 1 1 liOMliGAAAATCAGAGT 
GCTTTTCTTGCATtrrGCTATTTTTCAAGTGTCT^ 

ATATGCCAAAGTGGCATGTTTGGGGGTATCTGGTTCTGAATTCCTTCAGG 

AAAGATAGAAAGCAAAAGCAAAATAAtAGGTTTAAAACTAAAAATATCCA 

GGTGCGGTXKKHXIACGCCTATAATCCCAGCAOCTTGGGAGACTGAGGTGG 

GCAGATCATGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATAGTGAAA 

CCCTGTCTCTACTAAAAATACAAAAATTAGCCAGACATGGTGGCGGGCAC 
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CTGTAATGCCAGCTACTCAAAAAGGCTGAGGCAGGAAAATGGGTTGAACC 
CCAGAAGCAGAGGGTGCAATGAACCCAAAACATCGCATTGACTTCAGCCT 
TGGCAACAGAACCCGACTCTGTTTCAAAAAAAGGAAAAAAAAGGAAAAAA 

AAGTCCCTGCCCGGCGGCCGT 
>Scqucnce 743 

ACTCCTCCTTGGCAGCATCAATCAGGCAGGGCTCAGCCCACACCCGGCTC 

CTAAAGACAAGAGAGCAGAGAAAGCAGAATGGTGTTTAGAGACCATCGCA 

GTGACCTGATCCTGAAAGCACCTGTAGGAAATTGGCCTCCGCCAAGTGAA 

TGTGACAATGCAGTCAGCCACAGTGACGGAGTGCAAGATCGGATCACCAC 

ACAGATCCAAGAGACCGCTCACCACACCTGAGAAACAAGAACCCAAGACA 

GCCTCATGGAGGTGGAACCGTGCTACGCAGTTATGGCTTCACTACTGAAT 

GCGATCTTGCANAAGT 
^S6(|iicriC6 744 

GGTACGCGGGTGTTTTTTTTTGGGTAATTTTCTTGAGTTAGAAATGTAGT 

TAGAACTGTGACTAACGGCATTGCCTGGAATGTGCTACAAACACGATTAG 

ATATTCATTTATCTTCCTCGTATTAGACTGCTTGTATAGAGACTCAGTGT 

TTAGACATTCATTTCTCTTCCTTGTATAAGACTCCTTGTATAA GACTCG G 

TGTTCATTTATCTTTTTAAATTAAACCACAACAAATATATGAG 1 1 1 1 1 AA 

CCATTGCAATGTGCAATAAATAAATATATCTGAAGTAGCATTAGCCTTCT 

AGTITTAAATAATAA 

>Sequence 745 

GGTACc rrr r n i rn ri 11 1 1 i m i cgtcaaagtcactattt gggc cc 

TAACATAATNCCTGCTCAGAGCGACGGAAAAAAGGCAAGCCTTTTCAAAC 

ATAACTCTCTCTACAAGCCAGCTATTATGGCAAGGGAAAAAAGAAAGCAT 

CTAGATAAATATCTATCAAAATTAACTTTAAGAGAAATACTCTCTTTCCT 

TAAAAGCCCTTATTTTTTAAGACACTAGAAAATAAGTTAC TATA AAAAGT 

GGTGGTCTGGGGGCTAAAAACAAAACAAAAAAAATCCTCTTTTCTACATT 

TTTTAGmTCTG 
>Sequence 746 

GGTAC l Ti i 1 rn I Ti l I Tl l 11 1 n AGTTAAAATGCTTTACCTCAATGG 

rrGAGATATTTTGAATGGATTTTTCAAGGGGGGGAAATGCTTATTATAAT 

AATAAACCAAAATACTTAACAGAAAATTGTCAGCTATTCTGACAAAAATA 

AACATTTTGAGAGACTTTATTTCTTTTGTCCGTTTCTGTGGTATCA CTCA 

TTGTCGTTAAGTAAGTAAAGCTTTTTATATTTAGGTAAGAACTGATTTTA 

TTTITTAAATTATATTTTATATTTATTAGCACAGAAGAATAATGAGAGCC 

ACATTTTAGTTCAACTT 

>Sequence 747 

ACIXriTITGTTTAGGTATTTCCCTCCrroCTGTGTCCATO 

gtggtgatgagtgctgggaggtgaaaaattaaaataagccatttaccagt 

cagcatcccaattaaatatttgatctaactgtgatctttgagcx:aggctt 

atatattcattttcaagcagaggagtrecccatttta aata ga ggca ttg 

TCTGATGTGTTTATGGTTAACTGCATCTGGCTTGGGTCTTTCTG'1'1 i ICC 
TnrrCTTTGCTGAATTAGAAGGGGTTACTCTGAAGAGTCCAGGTCTTACAG 

TGTGGTTT 

>Sequence 748 

CCCTTGAGCGGCCGCCCGGGCAGGTACrrrrrn i'l l l ITl l l 1111111 

1111 1 1 1 1 1 1 I CATTCAAGAAAGATAATTTTACACTTATTCTTTGAAAGA 

AAAATTCrATGGAATTTTCTTCITCTAATTAAATTCCAAAATACATTCTC 

TCAACCCTATGCCCTCAtACTAGTAACTTGATGGTTAGCGGGtAAGTAC^ 

TAGTAGTAAAAGAGCAAAAGGGGAAATTTeeaeAGCAAAAAAGGGAGAAA 

AAGAAAAAAAGGGACCCTTCrAGTTTCCTAATAGAAAAGCrAGAGAATTC 

CATTCCTGAAAATTAAAGATATTT 

>Sequence 749 

ACCACTCACTACATTACAAAATAGTCTCTAACATAAAATTGCCTTAATAA 

CTATACTATrATAGAATCTGATAAACCTTACATTATTAA ATTGAT TATAA 

AATCTTCTTGGAAAAACTTTGGTATGTATCTTCAGAAGGTTTTTTAAAAA 
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TAATATTTTAAGGGCCTGTAAACATTCCATTCTATTAAAGCACAGCAGAA 

TAAGTAATGGATATTCAACTGCATACAGAATATAGAATCAAAAAAACAAT 

TTATTATGTATTTGTAGAAAATCATTACCAGAGTAAGCAAAAAA 

>Sequence 750 

GGTACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTG 
TGTGTGTGTGTGTGTGTGTAGACAAAATAAAAT TCAG AAAGAGAAAATCT 
ATTCTACAATGAAATTCAATCTCTTACTTAGCTATTTTGAAATTGTGTCC 
CAATACCACATTAACAGAGCCAAAATGAAATTTAAAATTATGGTTATACT 

ATTATTC AC ACTAGGTAGGGTC AGG rn ■ 1111 GTCTGA ATTA AATGGCTC 
CTTTACGCTAGCTACXrAGGAACCACTTCCCATACCCTCAAGCTAGAGTA 

ATA 

>Sequence 751 

GGTACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTG 
TGTGTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAATCT 
ATTCTACAATGAAATTCAATCTCTTACTTAGCTATrTTGAAATTGTGTCC 
CAATACCACATTAACAGAGCCAAAATGAAATTTAAAATTATGGTTATACT 

ATTATTCAC ACTAGGTAGGGTC AGG 11 1' 11 ' 1 1 GTCTGA ATTA AATGGCTC 
CTTTACGCTAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTA 

ATAGATACCTGACCC 

>Sequence 752 

GGTAc rrrrrrrrn 11 rn i ri 1 1 1 ii TGGGAGCCATGGCAATcrnri 

ACACTTGATTTTAGCCAAAAGGCCAAGAAGCAATGAAAGCCATGATAATC 

TTTTTATGCAATGTTATCAGGTAAAAAAATGGCTAAAGTATATTAGCATT 

TACCCGAGTGGTATTCTTTTATAGAACTCAGCTACTAAAACCAGGGAGAG 

TACTTGGTGTATTTCTGAAACACTCTGCGAAGTTGTGGATAGCTTCTGGT 

GGTAAGGATGGTATTGAACACGTrTACGTCTGTCCCCTTTCTCCTTTCTC 

CTGCTTCATACAAGG 
>Sequence 753 

GGTAC 1 11 ri Hill rn 11 1 1 1 1 1 1 1 1 1 t g gtattatataaaataataa 

tgcatcttacaggggaagtcataaatccaatgaaataaagtatttacctg 

acatatttttcccatcttcttatttcaaccatttgactggttgtccagcc 

ccaaattgttggacttttttaaacaattcacactgactggcagtcttcac 

ctttaaatagttgagttccatccctttaaaatca tttaaa a acatg attt 

TTAAATTTATCTCCATTACCTTATTTTGTGTTTACl'l r 1 ri ACTTTTATT 
TATTTCCTC 

>Sequence754 

GGTA crrrn ill 1 1 1 1 1 ii 1 1 i ggtggggagctgtatttatttcccagg 

GCTGTCAAAACAAATATCCATAAATTGGGTGGATTAGAACAACAAAAATT 

TATTCTCTCTAGAGAAGAACGTTITCTTGCCATrCCCTGGCTGCTGGTCA 

TIXKrrGGCAGTCCTn3TCCTTCCCrGACTAGTAGCTACATCATTCTCATT 

TCTGCCTCTGTCITCATATGGCTGTCATTTCACTGTGTGCTTGTCTCTGG 

GTCTTCAAGTGGCCrTTTTATAAGGACACTGGTCATTGGATGTAGGGCCT 

ACCCCAATCCN 
>Sequence 755 

GGTACATGTTGGAAGGGTTriTAAAATGTTTTGAAACTGTGCACAGGCCA 

AACCCAACTTICAGGACATGGGTTTTCAACTTGTGGATGGTATGATGGGG 

TGATAGTAGGGTATAAAAGTATCCTGAGAAGTTGAAAGCAGTGTGTGAAT 

GGGGTCTTCrnrCTCCCCACAATCCriTCCCATCTGCTC 

TAGCACCrCACAGATGCTTGGGCCTGGAAASPSAAGCCATGAAAATGAAGC 

CCTCAGCCTTCTTGGAGATCAGAGCCATGGTCCTCACCCACAGCACATGG 

GTT 

>Sequence 756 

GGTACACAAAATATTAAATAGGATATTTATTTCTAAGCCAAATTFCAGAA 

AACAATTTACAAACTTTTTTTAAAGTATAAACATAGTGTATGCTTACTAT 

AAAAGGAAAAGTATAAAACATTACTCAAGTATATATAGAAAATGAGTGGG 

CTGCTGATCCCCCTCTATATTATCTATrGCTGTGTGACAGTATTACCACA 
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AATACAGTAGCTGAAACAACACATTTGTTTTCTCACAGTTTCTGTGGGTG 
AGGAGTTCAAGCATAGCTTGGTCCTCTGCAAGCTTACAATCCAAGGGTTG 

G 

>Sequence 757 

GGTACTTC rrrrri - rri I rrn i 11 IT T A AATGAGTAGGAAGAGATGGTA 

TCACAAACACAAAGCACAGGTTACTGTCTTTAAAAATTTGCGTTCTTCTA 

TTCTCCAATGGAAGTGGGAACAAAGAGAAAACCCCTGTGTGTCCTAGCAC 

AATATGGGCATTTGTGTGGATTTAATAAATGGGCATTTGGATTGTTGGGA 

AAATGTGATCAATCAGCAGGCTATAGAAACACAGTTTGATACGATGGTGA 

AAACITGTCrACAATGATGTTTTTTCAGAAATGTTGGTGTGATTAGAACA 

AGTCAGCAATGATGATGACAAAATATTTACATAATGTTATAGATGTGGCT 

TGCTAATGGAAATACCTATCTGAGGCTGTTTAGGAATACACAAA 

>Sequence 758 

GGTACTTGTTTTAAAACAATGTTGGAAATGAGGAAAATGAGCAATATCAA 

CATTTTATCCTGAGGGACAGGGAGTAGAAAACAAGCCAGAGGCTGCTAGT 

TACATAGTTCAGTCTTAGGGATGAAGGGATTTATGTCTCTCCTCCCTCAG 

GTACGCGGGGACTACACTGGTGTCTGACTTTTTTCCTAGAGATTTCTCCC 

TGAAAAATACAAGGGCTGTTGGTGAGAGCAGACTTGAGGTGATAATAGTT 

GGCCTCTGGTCTACAAAGATTTCATAACTCCTTGGAAAGCTTCT 

>Sequence 759 

ACTCCGATTGCCTCTCCCATGCTTCTCTGCTTTCCAAAGAAAAAACTGAC 

CTTGTATAGATCCTGTCAGCTGATTGCAGTGCTCTTAACTTCTCCATTGT 

GAGTTGTTCAGTCTGAGGAGTTAGGTATAAACCCAGAGT GGTAT TCTCTT 

TTCTGTTGTGTTTGGTTTTGCTTACATATTCAGGAGCTGCTCTTTACCCC 

CAGAACATCCGTATATATG I Mn rri fCT G TTrCT A GATT TAAAAATATTC 

CAGAAGCCTGGCCrCAAGATAGATAATATTTTACTTTTA 

>Sequence 760 

GGTAC Tl i Ti l l 11 1 1 n i l 1 1 1 i 1 11 ri ' lA A AAAAA TATCCTTAATTAG 

GTAAAAATTCTCCTTTAAATTAACTGAAAGTTTTTATGA AAAAAG GATGT 

TGAATGGATTTGAATGCTCTTTTTGCATCGGTGGA TATArrir rirAAAT 

TTTTCAAGCGGGTAATTGGGTTATTTAATGGGGGG ri 1 1 1 1 I I AAAGTTT 

AAGGGA 

>Sequence 761 

GGTACAGATATAAAAAGGCTACTATTCCAAGAACAAAATCCTGGAAACAA 

ATGTCTATCAAGAAAGCAAAGATAATCTAAACAGCAGCATATTCATAGGA 

TGACAAACTATTCAACCATTATAAAGAAAACCGAATCAAAAGCACTGGCT 

TATTAGACAAGAGTTTCCCAAACTATCATGCTAAAACAGTAACAGCGAGC 

TTCCAAATTAATGTTGC Cl rn 1 rrn i 1 1 1 1 IC CAAACTGAAAGGAGGG 

TGGGGAAAACAAACGCATCATATGTAAAGCACTGAGTCCAGCCTG 

>Sequence 762 

GCGCCCTTCGGCCGCCCGGGCAGGTACGCGGGTATGGTTTTACGAACAAA 

TTTTTAAGGAAAAAAATTATCATGGTTCTAATCTTACATGTTAAC^ 

CTTGTTATGTAGGGATCAGACTTGTTATAACATAATTCCACTTTATAATT 

CAATGAAGAAGAAAGTTTTGTCTGATTCTGAGGTATGTAATATTTCA 

TTATTACCATATTGATATTXrrCTATAT AAAAAA ATrrACATATroTAGTT 

TTCAGGTAAAAGCTGTTGTGAACATTATTTTTTGTCTAGTC 

TAAAAAAAAAAAACAACTGA 

>Sequeiice 763 . . • . . - , . 

GGTACXjCCTAAGGGAGAGCTCGGAACTCATCAAAGAGACAAAAAGATC^ 

TTTTTGCTCTG AAGGCATCGCTGTGO 1 0% S CTT G GTGC GCAAGTAAATATA 

GTTTGGGGGCCCCCGATTGCCATGGACTTTGGCnrrCTGGTGC^ 

ATGGCCATCAGGTGGACCCAACCTTGCACACATCCCAAAGACCTGGCACT 

CATCTTGGTATGAAGGGAGGTTAAAAATAAAAGTGGTTGAACATCCTCTT 

GGATGTGTTTAGGCCAACCTTGGTTACAAGACCCCTGGAATATTGTGTTT 

TAAAAGGGGGGTAGGTTGGGAATCCAAAAACCCTTGGGGGACAAAATAAG 

TTrCATTCCGTAACTTGTTGAGAAATTTCAAATTTTATTGGTTCCCCC^ 
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GTATTGAATTAAAAAAAAAACCCAAAAATTTGGGGGAAGAAAAAAAAOTT 
TrGGTTGGGGGGTTGGATTGTTTGGGGCAATTTACCGGAACCGGAAOTGC 

CC 

>Scquence 764 

CCCTTACCGGCCGCCCGGGCAGGTACGCGGGATTCATTTGAGTGGGAATC 

TCAAAGCAGTGGAGTAGGCAAAAAAAAGAACCTCTTCATTAAGGATTAAA 

ATGTATAGGCCAGCACGTGTAACTTCGACTTTAAAAAATTCTGAATCCCA 

TATTGTAGGTATGGTTTCAATTGGTCGTCGGCAGGGGG TAAGT GAATCCT 

TCGGCAGGTCAACCATAGCCTTCTAACTTTGTTTTAACrr^^ 

TTTTGATCCAAAAAAATCTTTAACTTTTTATAAGGGAGCCAAG 1 11 1 1 1 C 

AAACTTCCCTTAAAATGGTTTGAAATTATTAATTAGGTCCCAGG TTAAAA 

ATTTCCACCCAAGGCCTTCCACCAGGGGAAATACCCAGGGAACCTTTTTG 

AAAGTGGGAAAAAAAAATTTGGAAATTCTTCTTGGAATTAACCTTAAAAA 

ACCAATTTCAAAAAGGAAATTTCAAAAATT 
>Sequence 765 

GGTACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGAGGATTGTTGAAT 

CCACAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTC 

AGAAAATCAGTATTTCATACAATCAGCTAATAGCCTAATTTGTTGAGCAC 

AGAAAAATACACTGAACCAATTCTGATTA1TGCAGAGAAATGATTGGCAG 

GATATTGGGAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAGT 

ATACTCTCCGTCAGGAATTTTTGTTCCCTTGAT CTTtT TGTGTTTAT^ 

CTTATTTATTGGGGCCCTCTCATAATAGGTGGGTTTTCATCCTAT 

>Sequence 766 

GGTACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGTGGTTTGTTGAAT 

CCACAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTC 

AGAAAATCAGTAnrCATACAATCAGCTAATAGCCTAATTTGTTGAGCAC 

agaaaaatacactgaaccaattctgattattgcagagaaatgattggcag 
gatattgggaaatagaatgaagggcggaaag aattt cacatggattcagt 
atactctcx:gtcaggaattttgttcccttgatctttttgtgtttatgcct 
tatttattgggcccrctcatagttggggttttcatctatcggtactcc^ 

ttcctgtcct 

>Sequence 767 

GGTACAATCAAAGGAGTCTAATGGAACCAAGTAGCAATGTTCCCGAAAAC 

AAACAAACAAAAAACCCCAAACATTTTGCTGTTTCTTTCCCCTCT 

TGCTAACrTTATCATGACTTTATTCnTAAAGCCTATCACTGGT^ 

TATTAATAGATTAGTGGAAATTTTCACCTGGCCTATTAGCACCTTATAAA 

GAAATAGATTAAGAGTAGGAAATATATAGATGAAGATGTACTGTATAGAA 

GTTGTGTAAAATCAGTATGAAAGTTCAATGTTGCTGTTCTT GCTC AGTGA 

TTTTAAAGAAATTGAGTAGTTCCTATGTGAriiri 1 1 1 1 1 ICTTTTCTAA 

ACTGG 

>Sequeace 768 

ACATATACATTATGTAATGAAAAAGCGTGCATGGGGATGAAAAAAAATTT 

TTTTGITTATATGCGGATACAATATATACAATAAAACACCTAAACCGCAG 

AGGCTTGCTTGTTATCCACAATAGTTAATACCCAATAGTAATTAAATGGA 

TGTGGTATGGTTAGACACCAGTACAAAAAAGCAAGCGGGACGTTATTTAA 

ATAGGGCAAGAACACCACAATAAGCCACCACCAAAAGGCAAAAAGGCAAA 

AAAAGCACCGCCCAAGTAAATTGTITGTTGGGATTGCCAGTTATTTCAAA 

GAATITTTOTTCAATAATAAGAACAATTAAAAATTCX^ 
' TTCTTAAATTAGG l'l i i 1 1 iG G GXaA CCCCTTCGGGCCCCXKKnXSACA^ 
CCGTCTTAAAGGGGGCGGAAATTTTCCCAAGCG 

>Sequence 769 

ACTTA' l r 1 1 r 1 i A CTAAGGTTTTGTTTTGGAGACTTGT^ 

GATCCrCATTCAGGAriTAGAAACAAAAGTTATACTCCACATGCTAGGGA 

TTAGGAAGGCTAATGTGAACTGATCAAAAGTATGAATTATGGAATGCCTT 

TAGAATAATCAACTTTTAGGTAATTTGATACTGCTATAATTTCAAGC^ 

GAGAAAAGTTGTAAGAATGGCATAAGGAACTCCTATATATCCTTTATCTA 
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GATTCACTAAATGTTCATTTTGTGCCATTrGTGTTATTCTTTGTC^ 
CTAGCCCAGTCAGCCTAACACCACCAGGGATAAACCAGTAGTCTGATAA 

>Scquencc 770 

ACCTCTCATTTGTCACITTTCAACACTTCCTGGCAGGCAGGCAGCATAAC 

TGGTCCTGCTGGGGACCAACACACTCTGCAACrCTTTCrrTCTGAGCCAGG 

CrCCCCTACTGTCITTTCATTTATGTCAAGGCAGGGGAAGACCTCAAAGG 

GCTCTTGCATCCCAGTCTCACTTCCCAGAGAGGCACGAGGCCCTCCAGGA 

TGTGGGGACAGGAACTTTGGGGCAAGCCGGGGCTGTCCAGAAGATCACCA 

GGAGGGCTAAATAGTAGAAAGGAGAGTCTTATTGGTGATATGTTTGCAAA 

CTGGGAAAAGATAGCCTCCAGTGTGGAGCAAAGATGCTCCTTCTTCAAAG 

AGGGCAAGGGCAGCTTGGATTTTGTGCCTTACAGGGTCGGTATTATATAA 

TAGAGTCATGCATATTCAGTAGGTTTGGGGGAAAAGCTATATATATTTAT 

GAGGGGAGCCAACTACATGGGCAATGGATAAACATACATGTAACACATCC 

CATGTTCACTTANGGGCAGGATTTTAGCATTAAAATGAGGTGGAATTTGG 

CTCTTTACATCAAAAAGTGAGCTATCAGACACAAA GGCG GTTTGTGCACA 

AGCTCTCCAAAGGACTNGAGGGCTACAACTGCTCATTTTGAAAGAAANTC 

TGTAAGACCAGCCTTGTCAACCAGATTAGGAGGCATCTGACAATTGCCTG 

ATAACTGTACCTCGGCGGGACACGCTA 

>Sequencc 771 

GGTACAAATAAAGTATTCCAAGGGTGCAGAATNGAAAAGGAAGGCAAACA 

ACTTGTTGACATTTGGGAAATTGGGATATCCTTTGGGGAAATGTAGTAAT 

CAGTATATTCTGGGAAAAACATTATAGAAGAATGAATAAATAAAATTCCA 

TTGAATTTGGAATATGTTGTCCATTCTTCCCTGTAACTAATGCTATCAAG 

ATAAAGTTAGAAATACCACATTTCAGAAACAGCTGGAAGTAGACAGGGTC 

TTCATAGGGCTAGCTTGGGAAACCTAAATAGCTATTAAATAAATGAAATT 

TTTAAGTTATTACTTCTGGGAATTCTAAACAAATGAAACACACCAGTGAA 

TCITTTTTTGACCrrGGCTGC 

>Sequence 772 

GGTACCACCAATAATGATGCCCACATTTGTATCCTAAAAAAAAGTGATTT 

CTTGTTCCTTTGCCTACAAGAACATGTTTTCTGTTCCGCAAAGGAGAATA 

agaaaaacaatgacccccttccattcccataacc caaaact aaaacttcc 

agggagttgaattagaaatccaccctgtggggcall 1 1 1 itccccccaaa 

acccaccccattactcttgtaagaattctggattaaggcggcrrcrttaa 

agaaagccctaccaggcttctttcccccaattaccccttattctggaaaa 

agcx:aagggaaaccccacttgcittttgggtcccagggaaaaaccagggc 

catttacaaaaccattctaggaatgttggattttattaaaaatggggcgc 

caccaaatttcttaaaaaaaggaaaaaaccccaaaaaaaaattaataaa 

>Sequence 773 

GGTACTATCATCCCCCAAGGCCmTACAGTCTGAAATATC AAAAT TGAA 

AGCAAAAATAGGATGACCAAAGGAACTACTATTTTACCTTCTTTTC 

ACTTCTACAAATAGTTAGAATACTAAAATTTCCCTTTATGGGAATCTTCA 

AGGGGGGGAATATAAATTGTGCCCATGTTTGGAAAGGGGGCATACAGATG 

TATATGGATGTACCAAGGGCTCGGGCATTTTTTTTCAGAGATGGATGGGG 

TTTCATTAACTTGAAACAAGGTAAGGCCAGTGTCTTCCCTTTAAAAACCA 

TAGGTCGTGTTTAGGCAACCCCAGGCCACCCAATGGAACTAAGGGGCCAT 

GGCCTTTTTAAAAAACAAAAATTTTTTCTTATGGG^ 
TirCTTATGGGGGCCCCTGAATTTATGTTATAAATTGGCrTTi^ 

>Scqucncc774 

ACATATACATTATGTAATTAAAAAGCGTGCATGTGTATGTATTAAAAATA 

ATGGTATATAAACAAATACAi¥5iVrATACAATAAAACACCTAA^ 

GGGCTGCATCTTATTCCACAATAGGTAATAACCAAATAGTATTTAATGAA 

TTGTGTAATGTATGACAACAAGACAAAAAAGCAGCGGGACGGTAATTAAT 

TAGGGCAGAACACACAAAAAGGCACCAACAAAAAGCCAAAAGCATAAAAA 

GGCATCGGCCAAGTAAATGGTTTGTGGGAATGGCAGTAATTCAAGGATTT 

TGGTCCATTATTAGAACATTAAAATTCCCAGGTAGGACCACTTGCTAATT 

AAGA' l4irillG GGTATTTTTTAAACCTTGGAGGACCAAAAAATT^ 
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>Sequence 775 

GGTAC i rrrrri ' l i i ' ri I 1 ri rn IG AGAGGGGTCATCCTC CAATC ATTA 

ACTACTTCTAATCTTCACTGCTACACAGAAGTTTCCAATATTTTAGCAAC 

AGATGGCTTTGCTTTTACCTTATAGATGAGGCCAAAGCACCAGGTAGGTG 

GAAGGTTCTTGTATCGGTTCGAACCCCGACAGCGCGCCAACAGACAACAC 

GAGGCAGTGGGGAGCAACACGCrGTTTTAACGAGCGCCTGGGTGCAGGCG 

TGCTTGAGCTGAAAATGGCATTCAGCCCCAAGTGAGGACAGGGCAGGGGT 

TTTCACAATCCCTTTGTAACAGGAAGTTGTTCCAGCCTGATATGATTGCT 

ATGTAC 

>Sequence 776 

GGTAcriirrrri rrrrri'iri'i rrnri iGGNCTGccGTGGAGAGGATG 

GATGGGAGGGGGAAGAACNAGAGCTTTGTTTAGAGGCTGTTGTAGTAATC 

CAGGTAAAGGCTTTTAATCATGTCCTGAACAATGATCAGCAATGGCAATG 

GAGATGACAGAACAGAATTTAAGAAGGAATAAAAAAGGCTTGCTGACTAC 

TTGGATGTGGGTGATGCTATCCTTTGACAC AAAGGA TTTAAGATGAAGAC 

CAIU^'riUGGGGGTAAGTAAAAGGTTTGGATTTTTTCATCTTACAGCTTT 

TTTTGTACTATT 

>Sequence 777 

GGTACTGCAAGCCAAATGCAATGAACAAACCAAGGTTATTGATAATTTTA 

CATCACAGCTCAAGGCTACTGAAGAAAAGCTCTTGGATCTTGATGCACTT 

CGGAAAGCCAGTTTCCGAAGGTAAATCGGAAATGAAAGAAACTTTAGACA 

GCCAGCTTGAGGCAGCTTGAGAAACAGAATTAAACATTTTAGAGAATTGA 

AAAAAGAATGGCTGAAAGTAAGCAAGGGCTTAGTAGCCATTTAACCAAGA 

AGAGGCTTCCAAGGGGGAGAAGAAGCTTAAAGGCTTTACTAAACCTTTTA 

AGGAAAAAATTTTGAAGTGAAAGTCCAGTTCAAAAGTGAAAAGTAGAACT 

TTTGGGAAAAAAAGyyVCCTTTCAAGAATTITTGGAAAAGAAAAAAAGTTT 

>Sequence 778 

GGTACTGGTTATCAGGATAATACTAGCTTCACAGAAGAAGCTGGGAAGTA 

TTCCCTCCTCTTCTAl 1 1 1 J 1 IGGAGGACTATGTGAAGAACTGGTATTAA 

TAAAAACTCCTTATTAAGGAAATTTTTTAACATACCAAAAAATAGTAAGA 

ATAGTATGATGAGTTCCTGTGTGTATTCCCGCCTAACTTCAATAATTATC 

AATAGTCCACCATTCTTATTTTACTTATACTTCCCCTCCCCAACACXTTA 

CTCTTTTGGCGGGGGCTGAAATTATTTTAAAGTAAATCCCAAA C^^ 

TTCACCnrTAAATACnTCAATGTATATCrrCTAACAGATAAAGACi"rrrri' 

TA 

>Sequeiice 779 

GGTACTACGAAGCTGCAGATCATTACGCTGATATGAATGACTGCTT GAAA 

GAACAATGACTCTGGCACAGCCACTGCITTTCACCCAGGAAAGCAGTTTT 

TCACAGAATGGCITTGATTTATACTTTGCACACCATTGAGAGAATAAAAA 

GAAAATCTAAAAGTTAGTCTTAGAGCATACAAACATTCTATATACTATTT 

CATCAACTTTATGTGATAATGATATATAATTTATATATACTGAAATTATT 

TTCAGATCCACTTACTGTGCTTAAACCGAAAGTGAATGATAAAGAGCAAT 

GAATTATCTAATGTATCnTATAATTAAGAAATCAAG 

>Sequence 780 

ACAGACAGTGTGATGGATGATGCTGCTGGTTGTAAATTTCAT CGTGTGTG 

TCTAA l l l l ri l l CCTGTTGAATGGGTAAAAACAAAACAAAAC 

AGAAGATGAATTTTGCTGTCATGTTTTTGTGGAAATGAGGGATCCGTTGA 

GCTTCACTATCCACCrrTXKjAAGTlTGAGT^^ 

GCCCCATTGCCTTGACGGG3:ESCAACCGCCTTGGAATCT 

CCTTTGTAAGAGGGATTCCITTACCCGTTCCTAAGAGAAGGCATAACC^ 

TTTTCTGGAAAAACCTAACTTTGTCTTTCAAAAAAGAACCCCCT 

atttaaaccgttttcaaackk:ttttcaat^ 

>Sequence781 

GGTACi"rriTri"ri"rrrrriTrrrri"irGGCGGATGAGTCi'iiiAATAGA 

AAAACACACGTGCAACAGTATCAACACACATTTTTTGGCAATCXrrGACAG 
CGCTGAACTTCAGTTCTTCAOrrTGGGGGGTGGCCTGTACATATCAAAAT 
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CTATCAAATTGGACCCTCAACTATGCATTTTTCTGTGTGCAAGTTATATC 

TCAATTACAAACAAACAAAAACACAAAACCCTATGGTTAACCCAAAACCT 

AAACTATCACCAAGAAATATCAATTGGGGTTATGGCATGACCATCCTCCC 

CAAGAAAATAAAATGCTTGACAGATTCTGAGCGGGACAAATTTCACTGAT 

CATATCCCAT 

>Sequence 782 

ACAAATAAATGAGTTTGCAGTGAATTGGGCCTTCAAATTACCTCAAGTGA 

CAGATAGTAAGAAAAGCTTCTTGAGCAGGTGGAGGTCACTGAATCCCCTA 

CTATGCACTTATCAAGATTTTACTTACTTTAATTTACTGGAA ATTGATTT 

TTTAAAAAATG ACTAC ACTGTAACAAGGGAAGGG ATCTGGG rr I T 1' I ' 1 G T 

TGTTTTATTCTTGll'rrri'lUAAGTAGTTCAAATTCTGAAACTGTGATTT 

AAAAATTTTTTACAGTCAAGCATTCTGATTTTGAAC ATAAC TCCCT^ 

TTTCTGTGTAACAAAGGTCTCTCTGTTATCTCITAAATTTTGTTACATCT 

CCCTCAT 

>Sequence 783 

GGTACTCTTCACTGTCTTTGCCATGAAACTTTATAACATGGCTCTCCAGG 

TGTTGAATCTGGTGCCCTGTCACCCTGTGCTCAGGGAACACATGGCGGCA 

ATCAGCATGTGAGGCGCAGAGGGAGGCCAAGCTCCCCTTGTGATATTTGA 

GGTATCAGCTGACTCAAGTCTCTCrcCCnTCrCTCCITATTCT 

CCTCTCCCAACCATTGTCTTAACTTCCCTGGCCAGGATGCCTGCCATATT 

AGATGGAGAGGAGGCAGTTTCTAAATGGCTTGACTTTGGTGAAGTCTCAA 

CTCAAGAAGCTCTGAAATTAATCCACCCAACAGAGAACATTACCTTCCAT 

GC 

>Sequence 784 

ACTACTCGATTGTCAACGTCAAGGAGTCGCAGGTCGCCTGGTTCTAGGAA 

TAATGGGGGAAGTATGTAGGAGTTGAAGATTAGTCCGCCGTATTCGGTGT 

ACCCCTGGGAGGTGCCAGTCATTGAATAGATAAGGCTGTGCCTACAGGAC 

TTCTCTTTAGTCAGGGCATGCTTTATTAGTGAGGAGAAAACAATTCCTTA 

GAAGTCTTAAATATATTGTACC 

>Sequeiice 785 

GGTACAAGAGGATATGTGTGCATTACATGCAACCACTACACCATTTAATA 

TCTGGGGTGTGAGTATCCGTGGGTTTTGGGTATCCGTGGGGGTCCTGGAA 

CCAATTTCTCCTGGATACTGAGGGATGACTGGATTACTGTGTGTTTGTGT 

GCTTG I 1 1 1 1 A AGCTTCAAAAGATTATGTGATCTAGG AGTTGT TAGATTT 

TATTATTGGTCTTAAAAGATAAGCTTAGATGTGTTACI'I rri lGGAGTTT 

TAGTTTACAGTGATTCATGAATCGGGCAGCTTCAGACCACAGGAGACATG 

AAGCAGGTAGAAGTTTAAGAAAGCTTGACAAGCAAAATATTTGATTTGGT 

TAGAG 

>Sequence 786 

GGTACTAAAACTAAAACTGAGCAGTTTAAAACATTCATTTAAAGGGATAT 

CTAATGTGTTTATTATTAACATAAATAATGTTTTATGAAAAA TGTAA CCT 

TAGTTTTCCAAAACAAAAATGTTTAGGGCAAGAGTAACATTATTTTACAT 

TATTGCATCrCAGTGAAAAATAAATGGCAACAAAATTCTTATATCTGCTT 

CTGCAGTTAATTCTGTTCATTTTGTTTTGGTTGAAATATATGAAGGAA^ 

CTGTCXrrCACACAGTTGTGTAGTGGAAAAAGGGGGACTATTGTAACAGGC 

TGTGCACATTATTGGGGATGATTTTCTTTGATACAACAAC 

>Sequence 787 

ccxnrroagcggccgcocgggcaggtacgogggattcctggttaa 
cattgctttgccctggagcagctattttaag<x:at^^ 

AAGGGG ITl ' A ' riG GGAAGACG ri ' riCrriA TCGCCCCTGAGAAGATCTAC 

CCCAGGGAGAATCCTGAAGACATTCnrGGCCTACCTTTTAC^ 

CIU - |l CCTCCCTCATITCATATTCTTTATACACC X:iTriXX '' A I i I TIG GG 

AGAGATrGTTTATTGCCAATGAA i rri ' i ' l i G GGTA TT TTTATG TTA^ 

AGGAATTAATTTACCTAAATTTCTATTTTCCrrTTTATGTT^ 

AAGTTAAAGAGAAAAATGGTTTGAGGGGTCAAAGCTCATACCAAAATTAA 

CCTAAAGGCTGAAGGGTTAGGAGAA 
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GGTACCTGCAGGCCrCCTACACCTACCTCTCTCTGGGCTTCTATTTCGAC 

CGCGATGATGTGGCTCTGGAAGGCGGGAGCCACTTTCTTCCGTGAACTGG 

CCGAGGAGTAATCGCGAGGGCTACGAAGCGTTTTCCTGAAGATGCATAAA 

CCAGTCGTGTGCGGACCGCGCTTCTCTTTCCAGGAACATTCAAGGATAGC 

CAAGCTGGATAGATGAAGTGGGGGTTAAAAACCTCCAGGACGGCCTATGA 

AAAAGCTTGCCCATTGGGCCCCTGGTAGGAAAAAAAGCCTGAAACCCAGG 

GCCCCTTTTTGGGAATCTTTCATTGCCCCCTTGGGTTTTCTTGGCCCTGC 

AACGGGACCCCCCCAATCTTTCTTGTGGACCTTTCCTTGGGAAGACTTCA 

ATTTTGCTTA 

>Sequence 789 

ACnTA A ri I Ci I I ATA ATTTGTTCAGCTATTTAA AA AG ATA ATCCACAA 

TCTCCTACCGCCATTAGAGCACAGGAAAAAAAAATTCAAAAATAAAGGAA 

AAACATGGCTCATATATCTACAGAAGTCACAAAAATACTATAGGGCACAT 

ATACCCAGGCCTCAGCGGTOGGAAGAAAACATACAACCACCGGGCAAAAT 

GTTTGAACACTGAAGACGGGAATTTTTTAGGGCCATNTCAAGACCATGTT 

GAAGGTAACTGGGAAAGTCCTGGATAGAAATAGATTAAATN 

>Sequence 790 

CCCTTAGCGTGGTCTCTGCCGAGGTACTCAAGTCGCCCTTATGGAGCCCT 

TGATTCAGGCTTCAATAGTGTGGACAGTGGTGATAAGAGATGGTAGGGAA 

TGAAGTAAGTGTTTTTTATGTTCCGTGTGTTATAACACCTGATTAAGAGA 

AAACAGAATGATGAAAATGAAAAGCGTCTTAACTGGATTCAGTTTCTCAC 

TACATAAAATACAGAAAAGTCAAGGTGGAGGCAAGATTCCCACCCTCTCC 

AGCAGAATTGGCATTCTGCGTCCTTACCGGCTTTCTGTCACGTGGATTTC 

CGCCTGTTTCCTCATTGCCTCATGGAAATAGTTTCATATCATAGAAAGGC 

AAACAGGAGCTGAGCCAGTTGAAACTGAAGCCTACAATCTGAGGTGGGGG 

GTAATCTCGAGCAGAGGTGCTAGATGGTGAGAAAACAAGTANGACTTTCG 

GCTGATGGGTAGAAACAAGGACCTTAATAAAGAGTATTCATGTGCTCAAG 

A AG A ATA ACTTCCTGGCT A ATTCTTGTCGTTGTCTCG I I ' 1 ' 1 1 AA ATTATT 

GGATATATGTTGTCTGCTCTTAAAATTACTGTGTTCACAGAAGTCTACAA 

AAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCCGTTTAAAGGGCGA 

TTTCCACACACTGGGGGCCGTACTTATGGATCCAGCTTCGTACCCAACTT 

GGGGTAATATrGTCTAACTGTTGCTGTGGGAAATTGTTTCCCCTCCAATT 

CCCCCCACATT 

>Sequence 791 

GGTACTAATTCriTTCCrcriTTCCTAGACCGATTCT 
• CCTTTCCTCGGAAACCCCAAGTTTGGGATGCTGCAGACACTCTGTGCCCC 
CCTGCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAAGACAGAGACGA 
TGTGGCCTTTGTCCTTAAGAATGAGGTTTGAAAGCCTCAGTTCTTCCATG 
TTAGGTGATTTCnTGCAGCTCTTGGTATCTGCAGAATTAGTGTGAATGCT 
TAAAAAATATTAACAGCTTTATATCATCAAAGTTTTAACAGT 
>Sequence 792 

GGTACi 1 11 rrrrii 11 riri rii ri'iii rrii'iTGAAGCTGAAGGCCA 

AGTAGCTAGCTAAAGGCCACACCACTGAACACTAAAACTTAACCTTTACT 

GGCTACnTGTAGATAACATTCACAGCTCACCATGAATGCAGCTGCAGTC 

AACTAACAGATATGAAGTTACCACTGTATTACATGGTTATATTAGGGACT 

GCTTCTACCTACTGGAGGCTGGGGAGGAATGTAACAGCACAAGCCATAAT 

GAAGTrrATATACAGGCrrAATATAAAAGAAAACCCTAGAATGAACTCAA 

CACAATTATGT 

>Sequence 793 " " 

ACCATGCAGGGATAGCTGAGTCTlCATCCrcCTCAGCCCCTATCTGriX^ 

GTGCACTGAACACO^GCrGCrCTCrrCCTCTCTGGCTCCC^ 

TGG TCTGT r GCAG AGAGAAGAGGATTGCCTGTTCCCTCTTTAAGGGAACC 

TCCGTTITGCTTTCTGGAACCACTCTCTTAATGC 

>Sequence 794 

ACGAACrrAAATTTATGATGAATATCTTTGATAATGAGAAATCCTGAGAG 
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ATTTTACTTTCAATTTTATTTTAATrrGAAAGAGCATATGACATCrrGGAA 

TATTTTTAACATATAGCCATACTGTTTATTTAAATTTGTAATAATAGAAA 

TAGAGTAATTCTACTGTTGGATTTTAATTTTTAATCATATTAA AGT^ 

CTGGATTTTATTTTAGGACTAAAATATTTAGGACTAAATAAAATT^ 

AATTAATrrAGGACTTTTGGGAAAAGATATTTCAGAAGTTCAGTGCATAT 

CAAAAAAGCGAACAACAGAGGCTTCATCTTTTGAAAACTTCATTGGCT 

AAGTGT 

>Sequence 795 

ACCCTAGGTGATCTTTGGCTTCCTCAAGTTTTTGCACCACTCAGAATCAT 

TTCATATACCACCTTTGGCAAACATGCCAGACCTGCAGTAGACTGAAGGA 

AGCrCTCCCAAGCTCTAAATTGATTAATTTATTAGTTCCTAGAAGAAAGA 

GATTACATGTTTATCTTTTTGTTACAGAAGAAACTTTGAATAGCAGTTGA 

AAATTTGGCAGGGTGGACCACCTAACTTGACAGTGTATTATTGTGTCTGT 

TTTGAAGGAATAAAATGGAATTATTTATAAAGTTTTCATTTGTATTAGAG 

AG 

>Sequence 796 

GGTACACTATCTGACCTAATCCTCAACACAAACTAAGGCAG GAGA CACAG 

GGCTGCAAGGACATTTGCTGCCATCCAATTTGTGCCAGCCTGTTTTATCA 

ATCTGAACCTATATTATTTTTAAGACCTCACGGCATCACTGAAAGATGAG 

TATTATTAGTTGGAATTTTAGGGATGAGAAAACTGACCCTCAGGGAGAAT 

AACTGACTTGCCCCGGCTCCAACAGTAAGTGGCCCTGCTGGGATTTGAAC 

CCAGGTGTGTCTGACCCCGAAGCCTGATCTGACCTCTGACAGTCGTGATA 

AAAATAAT 

>Sequence 797 

CCCTTGGCCGCCCGGGCAGGTACCGAAAAATGATTTTGTTATATATATTT 

ACCACAATAAAAAAGTTTTAAATTTATTATAGGTG ACACTGTTTG CTCAC 
TGTAGGTCAGGTATTTTTTGGriTTTTTTTCTC 

CAATGGATTCACGTCACCAGGTGATTTTTTAAACAGCTTTATTGAGATAT 
ATATCACGTGCCATAAAATTCACCCATTTAAAGCACACAGTTAAA TGTTT 
TTTAGTATAGAGTTCTGCACCTCTTATGACAATAAATGTTAGAATATTTT 

CATCACTCAAAAAGAAACCAGTATCCATTAGCAAT 
>Sequence 798 

ACAATTTTTATGTTTACAGCTGTAACCCCTGAGTTATCAAGAGATGGAAC 

ATTAGATATGATTTATTCCTATTTAAGATAATAGGACATTGCTTGATTAC 

ATTTTCAGAAGATATTTATCCAAAGAAATTTTTTTTT^ 

AAGGTTTTGATTCnTATGAGAAAAGAATGAGATTTCTTTAACTGGAAj^ 

TGATTTATGTCCTACAGTCCATTGTGTAGTGATGT TGGAT CAATCAGGTA 

TCGCTAGGGTGTCTGTAGAAGTATCTATATATTGCTTTTTAAGTTCTTAT 

A 

>Sequence 799 

ACCATGTAGCTCTACTTITCCATATACAGAGTTGTTrCCTAGCTTTCTGC 

TAATCTAACTGGATTCCTXriTCCCCATTTCCTCATTTACTAGATTAT 

GCACATCACATAATAAAAGCTTAAAAATGGGCTTTCACAGTTACTGTTTT 

CTTTTTAAATAATTGTGAGAGAGCTTTTGCATCATTTATTATCT 

GATTCAAGTGACTAGGCTGTAGCACCCAAGAACCTTGCCTTAAAACAGTT 

TATirTACCCAATAATACTACTTrGCCTrCTTAC^ 
CTTAACCCTTTKKriCTTTATTTTGAT^ 
>Sequence 800 

GGTACTCTCTATTTTTAACAAGGCTCX:CTCAAGATATTAATG^ 

TTACATAGCCAGCTGTAAGATATCTITCAAATGCGCAAGTAACCTAACAG 

ATTTGTGCATGTCAGCCAGTAATTTCAACATACATTATAAATATGGCCAA 

TTTTCCCAAATTCTAAATGAATGGAGATAAAATGCTATATAATAAATATG 

TTAGAGCACCTTTCTTGAGAAACTTCTAAAAGGAAAA AATAA AAGACATA 

ATTATACTCACACCACCAGTAAAACCTCTGGTCACCTGTTTTGGGTTGTG 

GAATGCCCCCAGCAGCCGAGAGACCTATATTAATATCAACAGAGAAATAT 

CACACACAGAATTAAACCACATACAGTAAACAAGAGCGAGGAAGTCCTGA 
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TGGATGGTAATGCTGCAACTTGGCACAGATATATTCAGTAGCTTCCCAGG 

AATACAAATCTCATGTATTAACTCAATGTGGCAAGCTATCTCAGATTTGA 

AGCCTAAATACTTAAATTTTTACTTTAGAATGAGTACCCTGCCGGGGCCC 

GTTCGAAAGGCGAATTTCCACAAACTGGCGGCCGGTACTAGGGGATCCAA 

G<nx:GGACCAAACCTGGGGGAATAAGGGCATAACTGGTTCCTGGGGAAAA 

TGGGTTCCGTTACAATTCACAACACATTCCAACCGGAGCCTAAAGGTAAA 

CCCGGGGTGCCAAAG 
>Sequence 801 

GGTACTGATTATTCTCCTGCTTAGGGAGAAGCGGAAGAAGGCCCTTGGAA 
CTGTGAGTTTTGCATTCCAACTTGCTAATTCAACATAGA TCCTA ATTCCT 

TAAATGCTTGTAATTAGAA ATTCTCGTG AACTGTATTGG rn 1 " 1 GTCAAG 

CAATCTGTTTGGGGAACTTGAGCAACTGGGGCACTGCTGGCTAG GGTGA A 

GTTTATTTAATTTGTTTTTATGACATTCTTCATCTTGGA AATGGG GTTTT 

CAAATATTGCTTTCCCAGGCATCATTACTTATTTGCTGGTTTTTATTTCA 

AGATTGGGACTAGCTCAAGGTGCCAGGGAAGCGGTTTGTGGTGCTTTATA 

TTAAAGTCGTAATATCCAAAAAAATTGTCTGATTGTATGGGGTATCTTGG 

ATGTGGTACCTGGCCGGGCGGTCCGTTCAAAAGGG 

>Sequence 802 

CCCTTTGAGCGGCGCCCGGGCAGGTACGATAGGCATGC AATT AAAGAAGA 

CCTGCCTCAAACATTTTCTGTGTGACCTGAGGCAAGTCCTTTTATAGCT 

TAAACTAGGGACAATATTTGCTGTCATTTTTTCTACAAATGTCACAAAGA 

ACAAA 
>Sequence 803 

ACGCGGGGGGTTCAGCTGTCTCTTACTTTTAACCAGTGAAATTGACCTGC 
CCGTGAAGAGGCGGGCATGACACAGCAAGACGAGAAGACCCTATGGAGCT 

TTAATTTATTAA 
>Sequence 804 

GGTACCTTGCACAGTGCCTTTTAAATTCATTTTGCTGGACAGTTGGCAGG 

CTCTTTCACTTGAGAGGCTATATCTTAACGATTTA GAATG GAGAGTTTGG 

CTCAAGCTCCCTGTGTGTGGTCTGTGCTTTCTATACTTTTATTCTTGGTA 

TTCCAGAGTCTGGAGGCTTCTCITTTTAAAAATTGCTAGGCTCCTGCCAA 

ATGTTATAATTTGGGGATGTGAGTTCACTAAGAAATCAACTGACAAGAGG 

CAGATTAATAGGAGAAATGACATCGAAATTTATTAGCATGCAGGGGGAAA 

AAATTGATTACCAAATATCCCAGTAGGGTAGAGATGCTTATATACCCCAC 

CTCirAAGAGAGAGGGAAGTGGATGATnTAGGGGAATAGTAAATACTTT 

NTATGGGAACTCACTGGGCTTGAAGAATATAACAAAAGCCTGGGACAAAG 

TCTGTTGGGCCCACAGAACAGACAGTGGTTTATGACAAAAGTCTTGTGAG 

ATGTTATGACAGACTTTCAGCTTTCTTCTTTG TATATGA TTCAGTTAATG 

AAAACTAGGGAAGGGACTAGAGGTAAATGGi ri l l l ICTTTGATGGGGCC 

CAACCTTAAACCGGATAAGAGGACCTTAGAGAACAAAACCTTATTCTGGG 

CTTTGGGAGAAACAGAGGATCCAAGACAAAAGACGAAAG TTGGA TTCAGA 

GAGACCCTGGGCTGCTCAATTCAACATGTCAAAGGGCATATTITTG^ 

TGGGATTTTAAT 

>Sequeiice 805 

CCGGGCAGGTACTATTACTAGGTTCATTGTTTCCAGAGGGGTGAAACGGG 
GCTTTGGAGAGGTTAAATAACTTGCCCAGGGTCACACAGCTATTAAGTGG 
TAAAGCTGGGATTTACATGAGCCCAGACAAAGAACCCAAGAAGCTAAGCT 

ATTCltnTGTAATACXrrcCAACATAGGAGGCAAGAAGTGAGGTAT^ 

AGGTTGAGOAGATAAAGGGGAGAGAGGCXrrGCAGTGCTAACAGGAGGAGC 

TGGGATTCATCCTGGCTTGTTCrroATAGGTCAGTTAGTCTTAGAGATACC 

CATGAGGTCACCTACTCAAAATGGGGCTCAGAGTAGCCTTGTCCCATTCT 

TGTCCAGTGGGCGCAGCTACAGTCTrCCTGGCCTGGAGTGACTGG AGGCT 

GTCCCCACGTCCCACITCAGTGAGGCATTCATGTGCACCCAACACACTTT 

CTAGCTTTATTTGCCTGGAGGGGAAGATTCTCCAGAACCTTGTTAAGATG 

CACAGTGTGGTCCTCGGACTGGCAGTGTGGCCTCGGCAGTCCCTGGGAGC 

TTGTTAGGAATGCAGAATCTCAAGCTCCTCCCTACTGAATCTAAAG 
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>Sequence 806 

GGTACACATATATACACACATATATAGATATATACACCCACATATATATT 

TGCTGACATTrTAATGTGAAGTTTTAGTCTGGGATAT AAAAT GGAATGTA 

TGACATCCreAAATGTCTGAATACTGTTCA CTCCT ATGTTTTA 

TTTTCCAAAGCAAAACATTTCAGTTGAGGATTTTATTAGAAAATAAATAA 

TCATTTAGCCATATCTAGAAACCAGAATAAACAATGCCA TAAA GCCTATA 

GGAAAATGCAGGTCAGATTCATAAATATTCATGTGTTTACTTTCAGTACA 

GGGAGGAATTTGAAGTAGATAGAAACCGACCTGGATTACTCCGGTCTGAA 

CTCAGATCACGTAGGACTTTAATCGTTGAACAAACGAACCTTTAATAGCG 

GCTGCACCATCGGGATGTCCTGATCCAACATCGAGGTCGTAAACCCTATT 

GTTGATATGGACTCTAAATAGGATTGCGCTGTTATCCCTAGAGTAACTTG 

TTCCGTTGGTCAAGTTATTGGATCCCGCGTACCTGCCCGGGCGGCCGGTT 

AAAGGG 
>Sequence 807 

AATTCCCATGATGTCAGACCACTGGAGTTTCCAGGGGCAACACCCCATAA 

CCGTCCCGCTGCAGAAGAGCATCAGACGTTCAGTAAGAATGCAAAGGGTA 

TCTCAGTGGGAACCGCGGACCAGGAGAGCTCCCAAACCAACACATGGCTA 

GGGCTCTCTAGGCCCTTTCAGGCTAGATCTTGACGAGAGAAGAGTAAAGA 

TCTTTCTGAGGTTCGTGCAACTGAAGAAACGAAAGTTT CGGCCTCTG CTG 

TCAGATCTATGAAAGGAAAGAACTGTGAACTTGTCCCCTTTTGTTTTCTT 

TGACTTAAAACAAAAGAAAATCACTGGAACAAAGTCTTAAAGTAATAACA 

GAAATGTCAGAAAAGTTGAACATCTTATGGGCACATGCGGTGAGTTACGC 

TAACTTATAGCATCCACTGAGATTAGCCGCATAGGATTCrTCCCATGTTA 

GAGCTAAAAGGACCTACTGTCCGCCAGCTGCATTGCAGTACC 

>Sequence 808 

GGTACTATCCCCTACCTATAAGGCATTTATAATGTGCTGGGCATTGTGAC 

ACTTTTCATATATTATCTCATGAAATCCTCACNAATAATTCTGAAGGGTA 

GCTGGTATTTTTATCTCCACTTTACAATTCTGAGGCTTACAGAAGTTAAT 

TCAGTGGCCCAGGGTCACACAGTTTACAAGTGCCACATTG GTGA ATATAA 

AGTAGCAACTTCTAAGTTTCACTCTCCCACTTCCCTAGTrATTTTCCTAA 

GGCATGAATGTCTGGGAAATAGCATGCATCAGATNTTCCACCTCTTTAAA 

ACTCTTCAGTTCATATAATNTAGGGTGTGACTATTCATAGATACCTTTGA 

GCTAATCTTCTGGGAGCCAATGTAACCGCAATGCACACTGCAAAACAATG 

CACGCTTTCTCrrGTAAATTAAAAATGCCAAC CGAG CTTGGGAAAAGCCCA 

TCTTTTGATATGAACCAATAGGGCAGTTTAGTTTTAGAAATAAAGAAAGT 

CCACTGTTCCTG Cl i ri Cl rr i TTACACACAATAGGTAACTCTGCTCTAT 

CTTCTACAAAGAGTCCCAGTCAGTTTTCTATGCCTACCCrCTTAAAAGTT 

TCATTACACAAGCCAAAACAAATTCCTCCAAAAAAGGATAATGAATCCTA 

TTAATGAAAAGTGGTATTTTCTCTAATCATTNTTAATAAAAGGAATGGGG 

GATCAAATCGCATTAAAGCTCATTTTTGAAACAGAATTAAAAATAAAATT 

GCAAATATTGTAAAAAAAATTGACAGATCACAGCCCCCTGTTGTAAGGCT 

ATTCCCATTAAAGAATG 
>Sequcnce 809 

A CTITI I ICI 1 1 ICl I 1 1 1 A i l I U 1 1 A AG GAAGAATATTGCATACCTAT 

TAGAAAAGTCTTITAACAATrAAAATTCAAAATGACTGACAAACT^^ 

TATTTGATTTAAATAAATAAATAAATGGTCACATGATAACAATCTCCTGA 

TTGATATGCTITATTTAACCAGGTTCTCAAACCATTGGATC 

AATTTTACAATGCAGAGGTAAGTGTTGAGTGTTTAATGGGATTTC 

AAAO'£^\AGATCGTATrrGACrAAAAATCTCrrATATACATT^ 

CTGAAGCAAATCGCCAACGTGACTGTAAATrATTTGAAA AAATCA CAAAT 

TTCAGTTAAAATTGAATAATITTATTATAGGTCTCATAA TCA'rA l ACAGC 

TTACATGGAATCAATGTGTCTTGATTTTTATTCTCGTTAATTTTATAAGG 

CCTTCATCTCCnTTCGGTAAATGATTGCCCTCTCATTCCATTTAA TGGT G 

GTTGTTACACTAGCAATCTGTGGAATTTTACATGTGGTTCGGGATTTTAC 

AAAAATTGGAATTAGTAGATCTAACGCTTGCAAAA AAATTAA ATATCACA 

TGGAAAAATACTGACAGNTGAACTTTACACATTAAATTTTTTCCAGGTAG 
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TAGGTTGGCAGCCAGAATAGGTGCTGAGTTTGGTGAATGGTTTTAAAAGC 
TCTTGGGAAAACAAATTTGGCAAAGGGGAAGTACTCATTATTGAAGTTCT 
in i rri ' i I ' lA CCTTAAAAAAAGGATAAATCAACrrrGCCAAATAAAAAAAA 

A 

>Sequence810 

CCCTTAGCGGCCGCCCGGGCAGGTACTCCATTTCTTTTTATTCATATTAT 

TTCACCAAATAATATTCCACTGTGTAGATCTA TCACATT TCGTTTAGCAG 

TTTATCAGCTGGTGGACAATTTGGCTGTTTCCATTTTTTGGCTGTTATGA 

ATAATGCTGCTATGAGTCATAGAAACCATTCCTCTTACTCAAGAAACAGG 

TTCTCCAGAAACTAAGCTAAACTTGTTTGAAATGTAAATTCTCAGGTATT 

CTCAGTATAGACCTATAGATTCACTTAGCTGGTGGGGTCCACCCAACTTC 

TTTTAACAAGTCCTCCAGTGGATTCTGATGCAATGCTAACATTTGTGAAC 

ACTGTCAAAATCAAAATGGAGTCACTTGTGTTTAAAAATCCTGACAAATA 

AAGCCAGGGACAGCTATGAAGAGAGGGTTCTCATGCATCAATGCCTGATT 

AACANAAACTATCCCAAATGACTCTGCANAAACCACAATCCTGCACAAAG 

GTCATCACAACCTTACACAAAAAATATCTTCACAAGGACATCTGTCCAGC 

AATTGCCTGTCCAATCTCAGACTGGTCACACTTGTTACTGATCCTTGTN 

>Sequence 811 

GGTACAATCATTAAAACTATGTTGTAATACTGTTTGTCTTT GTATC CATT 

CTGGCGTGTCTCCATACACTTCACTAATATTTGATATACCTGTTTTATAC 
CAATATAATGCTGCTGCTGTACGTAGAAGCTGTAGTCACCATATCXTCTA 
TTTGTTCAATTATTTTTTCATCTTCTGGCACACTAGGATCTATAACAATG 
ACAATATCrrCAAAGCCATTATTATTC 

>Sequence812 

GGTACCTAAGAGTTATTAATACTAnTCAGTAAAAA AAAA AATTTAATAA 

ACCCTGTGTGATCCCATTGTAACAGAAAGGCTGATGTTTTCTGTTGTGAA 

ATACAAATGCAAGGAAAAAATCATTTCTTTGTTTCAA AGGA TGCATTTCT 

TCCATAAAGAATAATTTGTATTTATTTTTAAGGGTTTATTTTAAC^ 

CATCAGCCTATATAAAATACATTTCAAAATGATCTGTGCTCTTTA AATT A 

CCAAAAGCAAATGTTAA i ri i l I I I ICCCTCTAAC AGAT AACAAGTTTTA 

CTCCTATGCTGATTTTTCTGGTGCCACTGAAGTTATTTTGGAAGCCGAAT 

TAAGCAGAGGAGATGGGGATGTCGATTGGGAACACCCCCGAGCTGTTTAC 

ACAAAGCCTTAAATGGCCACAAAAAAAATAGTATGGGGATAATTAATAAA 

TCCTACTGGCCTTTTCTATAACCCCGGAAACnTATTTAAAAAATCCGTGA 

CATATTACAAGAGATTTTCCTGG 

>Sequence 813 

CCCTTGAGCGGCCGCCCGGGCAGGTACATGTGCATAAGAGGGAATGCTTC 

CCTACATTACTCCAGAATACAAAGCTTCTTTCTGCCTTTCTCATCCACAT 

AATGGAAGACACTTCTTGGGTGAAATACTCCACAGTTATTTCAGTTCTCA 

CTXKSTGAGTCTGAATATAAGCTCTATGAGAGCAGGGACCTTGTCAGTCTT 

ATTCACAATATCCCCAGCCTCTAGAACAAGGCTGGCACATAGTAGATGCA 

CAAAAGGTGTTTGCTGAATGAATGGATGACTGAGTCTGTGTGGGGTAATG 

ATAGGGCTAAGGATGGGACTCTAAACTCAGGTTTCCTCTGTGGGTTTCAC 

AGTTTACTGGTCTTAAGAGGAGAGTTTCCTAAACTTGCCTTATC 

ACCACCTTCAGCATTTGGTAAAAATTACCCATTCCTGTAGATTCTGAGTC 

AGTGAGCTGAAGTGGAGCTGATGAATCTGTTTTTTGTGATACTGCTGCTG 

CTGCGGTTTTTAACACATGCTTCAGGTGGTTCTAAGCTTAGGAA^ 

CCCAAGGATACCATCCTGTCIXnTGGGAAACTGTCTCTAT 

>SeweQCC 814 

CCCTTAGCGTGGTCGCAGCCGACGTACri ri'l l i 1 1 1 1 1 1 1 I'M 1 1 1 1 I i 

TATAAAACATTATTCATATTTTATCTTATTTTAATTCACATTTATATT>^ 

CTAATTTTrATCAAAAACCAACAACCAAACAAAAAAAATATTACAACAAA 

CAGAGAAACGAATCAAACCAAAAACCAAAAATACTTTCTGGAATTCAAAT 

GATACATTATATATACCTATCAAGACAACAAACTACTAACTACCTAAACT 

ACAAATTATCATAAAAATGACTCCTGTCCTATATCAATA AAAA ACTGCTA 

TTAAAATTGAGTATTATAACACAATACAATGTCTACAGCTTTT 
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>Sequence Z 1 5 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATG 

GGGGTCAGTAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGCGGGGAGC 

ACAGCTTGCTTTAAACATGAGATCCAGCTCAGTGATCATGCGGGGGAAAA 

GGCCCGGCATTGCTGGAACTCCTAATATTTAAAAAGATGATGGAAACTTG 

AAATTTTATATTTAATCTTCTCATTTTTAAGTGTTC 

ACTTTGAAGCCTCTCTGCTGGTCAAACAAGATGTATCTGTAGGCTGGATT 

TAGTCCACAGC 
>Sequence816 

GGTACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTTAGAnTGGTGAC 

ATCAGTTTGATATTCTCTTAAAGGAAATAAATATTCAAG AACTGA TTATG 

TTCTAACATGATTATATTCATGGTGTTACATAGGC CTCAA TTTTTTCACA 

GAAAGATTTTTGGAACAGGACTGTGAAGTGAGGCTTTTTAAAAAATTATT 

TTATAAGCAGAGAACACAGCCTGATAACTTAGTCAAGGATATACTGTCTG 

TCTCACTACTTTGGACTTATATGGCTTCAGA1TAAGTCATCCAAGAAACA 

TACATA 

>Sequence 8 1 7 

GGTACATGTAATAGACACTATGCTACAGCAAAAGCm rCTT ATTGTCTT 

TAAAATTTTCCTGGGTGCATAAAACTATGTNGGTAACIXriTTCCC^ 

TTAACTTTTACATTACAAGTCATTTTCAGAGTAAAAAGTCATTTAACA^ 

GGCAGATAGAAAGGCCTCAAATCCCTGAGGACCAAAAATCC CAACA CATT 

TTCAAAAGGGAGAAAATTTCTTTAAACTTCATGGGAAAAGTATTTTTAAC 

ATAATAGAGAGGCTTTATGCAGT 

>Sequence818 

GGTAc ririi r i li riM ri ' i rriTiTriiT AiTi'i 111 ri 11 lii 1 mi 

TTTAACACTTTCAATTTTGGAACATTTGrrrrrri'rriGAGGGAACAAAA 

TTAAA rrrn cAATTCTAA rn Ti rri Til 1 1 ggacacatgtattccttt 
tagtggaaacaaaggaaaaaataacttttttctccaaatagtcggcctgg 
aaaaaccaaaatacaatgcagggatggaatcaaattaacaaatttttttt 
cctacggaaacaagagccttttttgggta tttttacc aacacctaggaaa 

A ATTCCCTTTTTATAC A AA AGTCATAGGG A r 111111 CTTA A AA A AA A A A 

ACAAGGTTCTTGGGCTAAAATAAATAGGTATTACTAACATAATTCGGGAA 

CACGCCCAATGCCCAGATAATAAACGGGAACCCGGCCCCCCCCAAGCGGA 

ATAAAAACAACCCTCACGCCCGGGGAAAGGGGATATCGGCTTTGACCCCT 

TCTCCCCTTACACGAGGAAATAATTrTCCGGCGAAAAACGGGTAGGGGTA 

AAAATTTCAACAAAAATACAAGGCGCGGAACTATAAAGTAAAACCCGGTG 

GGGCTAAGAGGGGGGCAAACCCCATGGCAAAGGGCCCCCAAGGGCCGAAA 

ATCTCAAGGGCCACGGTTGTGGCTATTCCAAAAACACCCCCCCCAACAGG 

AATAAAAATTTCCACTTAAGGAGG 

>Sequence 819 

GGTACAACTGTAATAGCTATTGGTCITCAAGTGGGTTTAGATTTGGTG 

ATCAGTTTGATATTCTCTTAAAGGAAATAAATATTCAAG AACTGA TTATG 

TTCTAACATGATTATATTCATGGTGTTACATAGGCCTCAATTTTTTC 

GAAAGATTTTTGGAACAGGACTGTGAAGTGAGGCTTTTTAAAA 

TTATAAGCAGAGAACACAGCCTGATAACTTAGTCAAGGATATACTGTCTG 

TCTCACTACTTTGGACTTATATGGCTTCAGATTAAGTCA' roCAAG AAACA 

TACATACATTCTAAATGGTATATATTGGGAATATATGCCCCTTTAAAAGA 

ATCAGGTCAGAAATGCAATAACAATTAGACTAGACTGTTGCCXXjTGTTAG 

GAGAATGTGTGGTCATCCTAG 

>Sequence 820 

GGTACTAGAATTAGTTCCAACTACTGCTGGTGATAAACTCACCATCTACC 

TTCACirGTrTICTCnTAATTCTCCAAGAAGTAATCATO 

TCATCATCAGATAATATTCTCCAAGATTCTTTAAGAAATTAATTITTATC 

TACTCTTAAATGATTGCACAATTATAGGATAGAAATTACTATCTTGTGCT 

CTAATTCAAATTGCTCTTAATGATCCTAGAGAGAAATGAATTACTAGAGA 

TAAAAGATAAATTTTGCTGTGGTTTGCGATCTITGTTTCTrrCCTrAAAA 
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CTTAACAG 

>Sequence 82 1 

GGTACTGGAAACCAGACCTTACTTAAGCCCACCAAAGGCAAGGTTTGGGC 

CTGCCACAGCGGATTTCAAAAAGACAAAGCAATGCAAGCCACGTGTTCAA 

AATGCCCTAAGTGGCTATTCAGGTAATATATAAAAGTAAG ACCA GGCTAA 

TTAGTATACAATGGGGTAAACCAGAGAGCAGAAAGCCCI'iCl l l AAAATG 

AGCCTACCACTGCTTGGCCTCAGTGTGAATTTAGACCCCA TCTTCT GATA 

TrrCAGGAGAAAGTAAAAATCTAGATTTITATCTAAAATCTTTTTAATTT 

TTAAACAGTCACCTGATTTT 

>Sequence 822 

CCClrrTGAGCGGCCGCCCGGGCAGGTACAGAGCATCTTAAGGTTGGAAGGA 

CTCTTAGAGACCATAGTCCAGCCTCCCACTTGATACTGAAACACGTTTGT 

GAATTCATGGCCGATGTCTAACTTCCCTCACCACCTTTCCGATATGGACA 

OTTCTCATGCCCAGAAGCAAAACCTTCTTTATTGTGCCTGTCCTCCCTTG 

ACTGTCATGCATATAATCAGCATCTTTCCCACTAAGTGAAGGGCCCAGAC 

TCGAGCACAGGAGCACAGCACCCCTTAAACTCACGAGGGGCTGCATTCAC 

ACCATCAGCAGGGAGATTACACTTGTGTCATTTG 

>Sequence 823 

CCCTTAGCGGCCGCXCGGGCAGGTACCAAGACTTTAGAGGGCAAAGAACA 

GAGGATTCTTGAGAAAGGGGACTTGAAGGTGAAGAGATAAAGGCTGGTGC 

TTCCAGGAGCGTGGGTCTCCTACGTTTGTGTTCCTGGGAAGAATCTTGGA 

CTCAGGCGTGGGCAGCTGGATGCCTGGGTTCCTTAGGCTTCCTCCAGGCA 

ATGTAGTTGCCTCTTTCTCTCCCCGCGTACATAGTAAGTGTATGATAGAT 

GTTTGATTTGTAAATTACAAATATAAATTATCACCCCCATTTCCATTTAT 

TTTCTTGATATATCAAAATGTGTTGA 

>Sequence 824 

GGTACCCCCATTATAGTAGGGAGACTGAATCTTCAAAGTTACAGGGTGAA 

TCAATGATAATGATCTTTGCAGCTTTCTGGAGTTAAAAAGCATCAAAATT 

GGGAGATATTAGATGATGACATCTAAGTATTAAAATAAGGAGATATTAAA 

TGATGACTCCTAGAAATGAACCTGAATAAGGACTACCGCAATGTG TGTGG 

TGTGGGAAAGGACAGTTCriTTAATGGCTGGCTGACCCAGCCTCAATTTT 

CTTGCAGCTTCGCCGACACGAGGTGACCATCTGCAATTACGAAGCATCTG 

CCAACCCAGCAGACCATAG 

>Sequence 825 

GGTACCTCTCATGGCTTTTTGGTTCCAGCAGTGAGGGCATTGGTGAGATC 

AGTGGTAAACTGTGCAAGCTTTCnTTTTATCATTAGGAAATGTGAAACGT 

TGGACAAATTTTGAGTTTTAACAAGGACAAAAAGTTGAAAGAAAAGGCAC 

AGTTAACAAAAAAGGGTGGCTAGATTTATCTTGGGTGATGGAGGAAATGA 

GAGAGGAATGCTCTTGAAAGQTGGTCTGTGGATCTGTCTGAATAGAAAGA 

GCACAGTAAGTATGCATTGCOGGAGAAAACGTCXriTGAAGCTGCTTO 

CATGTGTATGATGTGC 

>Sequence 826 

GGTACTCAACAAGCAGCTGACTTATGTTTTATTGGACATTGTGATACAGG 

AACTGTTTCCAGAGCTCAATAAGGTACGCGGGAAAGTCA ACTCAG TTACC 

TCTGTTTGGTGTGTGTATCACTTGCAGATGCTGTCTACCACCTTTTCAGT 

GACATCCTAGAAGCTTCTCTATTACCACAGTAACrGGCTAACTAGATATG 

ATCTTTCCXTTAATTTTCATGAGCATCriril'lCTC 

GGAAAATAACAAAGTTGCITCACTCTGAAGGAGTATTCTC^^ 

TGCCCCGGCGGAC 

>Sequence 827 

GGTACATATATGAAAAGCCAACATTCTAAAGTAGAGGTTCACT TAATT TT 

TTITTTITTCAAGAGAGGCTTCTTGGTAGTT^ 

TTAGGGGATGTAAGGATTACAGAAACATCGTATTTT TTAACAT ATAGTAT 
TTirroAATATGATTTGAATTAATATAGAAAAGTGCAirrTT^ 
TTTTAGGGAAAAGGAGATACTTCACCAGGAGGATAAAAAGGAACAAGAGG 
GGAAGGGGAAATAAAAATTCCAGAAAGATGAAAAATTGTTGATGTAAGAT 
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GGAGGCACATTNT 

>Sequence 828 

GGTACAAACAAGCTrrGTTAAACTAACCCT TGCC ATCCTGGCTACTTTAC 

CCAATTAACCACCCTAGCCCAGGACGTTTGCTTTATCACATGTTCACAGT 

TTGCTATTCriTTGTTCAATCITGTAACTGACTGCAACTGCTT 

CTCTGTTTCTTTATGAAGTTTCCCAGGCCATACAAAACTTGTGTTAGCCT 

ATCTTCTGTCAGTTTAATTGTGGAACTCAGCCAGGCCCTTAAGAGGATGG 

AGGAGAGTTTTTCCCACAGCAGTTCTGAATGGGATGAAGTGAAAAATAAA 

ATCTCCCCATTGCCACTACACCACCTCCTGATGAGTCTTGCAGCAGAAAT 

ACCGTTTAACTGTTTCTGCl i i 1 A l 1 1 1 11 ICTGATTATCAT CCAGTTT T 

ATATATTCATATCTGGGTGCTTTG ATAATT ATATATAC ATACl " f 11 T 1 G A 

TATTATTTACTTATTCTTTACATTGGAAAGGAACrrGCTTTGTAATCTAC 

ATTCCCTTTCCTCCTACATTTTTTTTAGTTTTTTTCATTTGGT^ 

TGAAACTAAAGGTAGACTGACTGTTAATTGAAAAGAGTTTCAGCTTTAGG 

ACTTTAATTTTTTAAGCTTCTTTCAATGGTCCGGACCTAATTTCGAATTG 

CAGTATTGTCCTGCCCGGGCCGGCCGTTTAAAGGGCAAATTCAACACACT 

GGCGGGCGGTATTAGTGGATCCT 

>Sequence 829 

ACrCACAAGCAATAACAGATTCATAGATCAGTTOACATTGGCTCGTCTCC 

AGGACAGGAATGTGGCCAAAAGGTGCTTTGTATAGACGCGG GGCA CTGAA 

TCTGTGTCTCCCCTGTTACCTACTTTTGCCAG TGAAA TTTA AG'r rrTAAA 

ATACTTTCAGAATGTATTTTTACTACTGCAAGTTTTTGGTCTTTAAAATG 

TCAAGTAGCATCTCTCTCTTTCTCTCTGTCTCTTTCTGTTTCTCTCTCCA 

G i ri rnn 11 inn i aatttccatatgggctaaagaatcca aatattt 

TAAAAATCTGGCTCTCTTTTCTTCTCTCAT AAAGT GAATTATTCCTCTTT 

TTTGTTTTATGTAAGTGTATATATTCTTAG ri 1 1 1 C 1 1 GAAATCATTGTA 

ATGCTAACTTTGTTGTTTCAAATATCTTGGTGATTGCTTCATTATCTCTT 

CAACAAAAAAAACCTTTAATTTTGCCATTGAAACTGTAGAACTATGCCAT 

GCnTTTATTAGAAGCAGTGCTCTGTGTTAACAACAAGAATGGTGTAATTA 

GAATTGGGATGGGGATATTTACTGTATGACAACACATTT ACAGG TCTGTA 

ATGCAAGGATGCAATTTAAAAATGTGAAGTAATGATG GGTTTTG AAATAA 

GCTTTAAATATATGGACTTGAGGGCTCCTGGGGAACTATTTTTTACCTAG 

ATAAAAGGGTT 

>Sequence 830 

ACAAGCCATTGAATAAGCCTCTTCCrrriirilGCTCAAACATTCCACAT 

CCTTCTGGATTCCCCTGCATTGTTTGTTTTATATAACATrrGAT^ 

TGTAGCTTGTATATCAACATAAl l riCri l AGAGGTAGTCACTGTTCTCT 

CCAGTATGACCCAGGTTrCTTGACTCTGAGTAATGCACCTT CTATAA CTA 

TCTAAATTTCTATTGAAGCTTTTTGGATTATGAGTATGCTGAC^^ 

GATTGGCTGGTGCATGTTTAGACTTAAATGTCATATCCTTCATGTCTCAA 

AGCCAAAATAGTAACATCTCATCTCAGAACAGAGCTGTGACCACATGCCA 

ATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAAGTCTCCTT 

AAATGTTTCACAAAATGTCAACAAGCTTGTTTTGTTATTGATATTTCCGA 

GAATGGGCACATTTAAGACAGTAAACGGGAAAGGTGGTGAAGATGCTATA 

AGAAGATGCTGTATCTTGAGAATTGAAAAATGAGAATCTGACATGGTTTG 

GAAAATCATGAAAGGTTTATATAAAGGATGCATGTGTAGGAGCCATTTAA 

ATTCATAACAATATGTGCCCCTTCAGCGTTTAAATCTTATGAAGGGGTTA 

AGAGATAAGTCTTIXKiAAGlXXjACAAAAGGATTTCAATrTAGGT^ 

GATAATTAG 

>Sequence 831 

cccttgagcggcx:gcccgggcaggtacgcgggctggaaaactgaacgtga 

agtcaccactaggcaagctgcctgtaarrgagcttgcttgta tatg acca 

atcaacctttgcitgttgaagggttagttatctagtttccttcm 

TirrGGAATrTGGTCTTTTAAGGTCITGATAATCT^ 

TGTGAACAGAACAGAAGGAAAATCAGGACTCAGTTTACTTAATTTAAGCA 
AGCATTGGTTGCTGCAGTTCAGGGGAGGTTAAAGTTGCTGGGCTCCACTC 
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TCTTATTAGCATGGATGCTTAAGAACTTCAGGGTTTGGAGGTCAGCTGAA 

CAGCTGTTTTTGCACTCTCCCTTGTTTTAGTAGCTG AGTTCT ATAAAAAA 

ATACC ACTCGGGTAAATGCTAATATACTTAAGCCA m m ACTTG A TAA 

CATGCATAAAAAGATATTAGGGCTTTCATGGCTTCTGGCCCITT^ 

AAATCAAAGGTAAAAAGAATGCCATGGTTCAAAAAAAAAAAAAAAAAAAA 

GTACTTTGGCGGGAACCACCCTAGGGCAATTCCCACAAATTGCCGCCGTT 

TTTTATGGATCCGACTTGGGTACAAACTTGGCGTAATAAGGGCAAAACTG 

GTCCCGGGGGAAAATGTTTTCGCTTCAAATTCCCCACAATATCGAACCGG 

AACTTAAAGGTAAAACCTGGGGCCCCAAG 

>Sequence 832 

GGTACCCTAGGCAGGGACAGTCAAGAAAACTTCATGGATCTGTAGTGTAA 

AGCTAGGGAGAAAGAGGAAGAGATCCTGTTTGAATTTCTGTAACTAGCGT 

ATCTCCAGATAATGCATGAACAGCCAGTAAAGATGAACGCAGATTATTGA 

TGGAAAGAACAC ACATGGAG AAGAGAAAAAGCAAGTCCACAGAGC 1 1 I 1 i 

AACATACACTCCCTCACCCCTACCCNCAGCTTAGAAGGGCAGGAACCTGC 

TGTCCAAAACAGGAAATATAGGAAATACCAGCTGAGA AACTA TCCACTTG 

ACGTCCATGAGCCCAGCTGCCCCTCTCACCTCACTCCTATTTTAAGTCAG 

TGACACACAATCATGCTTTCCTTITTTGCACCTGAAGG AGTGA TGTCACT 

CCAGACTGAGTCCTTATTAGAGGGGATGATGGAGTGArrTTTAGACCTGG 

GAATGGTCTAAAACCTTTTTGGCTTAGGCTAATCATTGGATCCTTCAAGG 

AAATTGGATATTTTGAATGCACATCCCAACCCGGGGTCCTTATCAATGAA 

CCCTTACCTTTAAGGCACTTTGTTGGTTGAAAGGCGGGACAATGAAGCCC 

AGAATGACTTCTGGTTCCTCCCTTTTGCAATAAAAGGTTGACCCAAAGCT 

TCCCACATAAAATGTCCCTGCCCGGCGGCCGTTTCAAAGGCGAATTCTCA 

CCAATGGCGGCTTTCTTTTGTACCCC 

>Sequence 833 

ACi rri I 1 11 ri l ' i 1 1 rrn 11 11 1 i I GGGTCAAGTAGAAATCAAACAGT 

CCTAATGGAGTTCATATCTTATGGCATTATAGAAAGGCTTAGTTATGAAA 

CTATCTTGTTATTGTTACTATTACATTGCCTGGCTCATATATATAAAGCA 

TTTAGAGAGACTGTTCCAATAACTCTCATTTAATTGGTGAAAAAATTAAA 

TATTGGTTTAGATACTTACCTAAATATTACTAGTTAAATTCAAAGTAAAT 

GAGTCTGTATCTTTAAAACTACTTGGCAGTAATAATTTTTAAAAGTAGAT 

TTTTATTGCTTTTCTTGAACTAACTAGTGTTCATACAACACAGGTAGTT^ 

TATTTGTGCCTGGAATTAAGGAGTGAGACAC ATTTGT AAAATGTTCACAA 

TCAACGCCTGTCCCATTTTAAAATCTCACAAGTTTTTCTTCATGATTAAC 

ACAATTCACAAAATAAGAAATGGTATTTGGTCATTCTCTGAGTTCAATCT 

GTGCTCTAGTAAATATAACTTGTGAGGAAAAAGTAAAAAGGTCAAGAGTC 

TAATTCATTTTCAGTTTTTAAAACTATATTTTAAAAAAGAATGATT^ 

GTAAAAATAAAGAN 

>Seqttence 834 

GGTA criTi ' rrri ' rri ' rii i ii 1 1 1 a 1 1 a i iG Grrnrf tatctgaccac 

ttccaggaacaaagccagggctctctgggcacctgagtatccattctc^ 

tgtatcatccattccatgtccagaacacattcacatccatgcttatagtt 

CCTCATTGCCTGAAGCCTGCTXKjGTGGGGCATAGTATGAATACT^ 

catcatccccattrcacagatgcataaacagaggccagtcagtatgccto 

cagactgtggatagagcccgaagcctcaggttaggcagcttgcatccagc 

tgtgagtcccagctaggggaactgagtcagcctcca tcact ccgtgtctc 

ggttttctgacctctcaggtgggtatcatoatgctggcttix^ 

ctgtgagtattaaattacgctgatgcagggcaggtgagcx:cccx:aaattg 

gggtttagcttgcgagagttcttggctttgcctaggaaataattc 

cttcaagggctagccagtggtgttagcaacttttcttgaagtggcagtgt 

>Sequence 835 

GGTAC A ' A 1 1 n 1 1 A A A A l 11 1 i ri l 'IU ITI'lTlTrri AATTCA^ 

aaaagtccagcttaataactttaatggagaaagaaggaagcagtataaat 

ttgtggagactccaatcacatgtcctccactctgctaccctgggcccaaa 

ataagggaggagacactcagagccaggtgtttcccttgatgggaatgtga 
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TCAGGTGCGACATGGGCTCACAGCCTCACTGAGGCTGGATCTTTTTTTTC 

TGTTCCCTCTGAGTCATGGAAGTGTTCAAAAGGAAT CATG AGGGTATTTC 

GTTACTTTACTTACTTTACCCCATCACAATCAGTGCACTTTCCTAGAAGG 

GAATTTTATTTTGATTATCGGAAATTTACAGCTTCTCCTTCTG^ 

AATTTTCrrTCTCCTGTTCnTACTATTTTTCTTATTACAAATCTC^^ 

GGGTGTGTTGTGGGAATTCCTTAATCTATTTTCCCGTGGCCTCTCAATCC 

TCTTAATTAATTATTGTTCCATTGTTTCGATCGTCTGGGTGGCATTGTGT 

GTTTTTACCTGGCCCGAGGCGGCGCCTTCAAAAGGCCGAATTCCACACAC 

ACTGGCTGGACTCTTATATATGGTACCAATCTCGATACCTNGCT 

>Sequence 836 

GGTACTTAGCAAAGAGACTTACACATTAGTGAAAAATCT AAAAT CAGCCT 

TACGTGGGATCTGCCCAAAGTATTATTTGCAAAAGTATCATTTTCAGTTT 

TAACTTTTAGGGGGAGCAGGGTAGGCTGGGGTGACACACACAAATCTAGG 

CAGGCAGAGAGCTTGCrrrCCTCAGCTTCTTACCCTTAGTAAGACCACTT 

TAGTAGGACACTTAAGTATTTCAGTCAGCGGATTTGAATCTGACTTCTTG 

GATGCATCTGTATCAAAACATACCATTAGATGTGTTACAGAACTGAGCAG 

CATATCATTAGATGTGTTACAGAACTGAGTCCTACTTACAATAATTAATT 

TAATTTCAATAGCGATCCCCACCATTTATGTCCTAGGCATCTACACAATT 

GGTCTCTGAGCGAAAACACAGCCTTATCTGCAATAAAAGCCTCTGCTNTG 

CTTTGGCATGl 11 1 1 ACAATCCCGCGC 

>Sequence 837 

AC ITn i i ' l i 11 i i 1 1 i rri l 11 ri lGCAAACTTTAATAGGTTTTCTTAG 

CTTGACAACTCATTCTCTATATTCACGAACATCTCCTGACTTGTTCCTTC 

AGTGGAGATACCCTTTTCTAGCCAGAGTTGGCAAAAGTAGCAATAGCATG 

CATTGGCTTGTTTGAGAGGCCCTGGGTGAGCCTTTGTTGCATAAAGTAGG 

AGGTCTGTTATTGTCTTGGTAGCATATGCCTTCATTATAAGTTTGCCTCT 

TTGAAAGAATATTCAAAGACCAACACAAAAGAGAACATTTCCAGATCCAA 

GAGAGTGTATGTAGAAACAGTGACAAGTTAGAAAATCAACTTAGGTATCA 

GATAGCAGCCACAAAATATGTTCTGAGGAAAAATTCA TAGC AATTTATAA 

CAGCTGAGAAAAAGAGGGAGGATGCGGGAAGGTAGATTTTGTCAGAACTT 

ACTAGACTAAGGATNTATTGCATATTTTTTACTAATTAAATGTT GGGGAT 

GTCAGACGTGGTTGAAAATAATTAAAAGTCTGGTTAAATAAGGCTTTTTC 

ACCCTAGCTTACCTA 

>Sequence 838 

ACTACAAAAATAATGAAGCCAGCTAATTACCATCAGGTTACAACTTTACA 

AAGAAGTGAAGCAGCAAAGAGCTGAAGCAGAAATGACATAGGAAAACAGC 

AGCAAAGTCCTTGAGTCCCAACAGTCCACCTCAAAG ACAAACATACTAA A 

GAACAAAGGCCCCTAATCCACCTCCTCACCCGCGTACTTTNTTTTTTTTT 

11 l il rn 1 1 1 IC CAGTTTCTGTrTCAAATTCTT TATT ATACATCATGGT 

TGCACAATTTGAGGCrGGTTAAATACAATTGGTTTTCAAAATCTCTTTGA 

ATATTTTCTGGCTTATTACATGCAAATGACCATGAAAATATTTGGCATTT 

TAAAATTCTGAAACTCTGAATAGGCACTTXSCATGAAGGAAAACATTACCA 

TTCATAGATATCCACATGTAGAACAGATGCTCCAGCACATGGTGGTACC 

>Sequettce 839 

GGTACGGACAAGGGGGCGACTGGCATGTGGTTTGTTTCTGGTCr^ 

CGGTITGGAATTTTCTAAGTCAGGGTGGGGTGGGGGGACTGTGCACGAGT 

CATGTCCAGACTGGAACCCATCTCCCCCTCGGTCTGCAAGTTAAAACAAT 

. TXKKnTCTCCTTCTCAGCATClXK^ . 
AAAAGGG0GTTGGAGGAGGAGG€rroGOAGOGAAATCX:AGACAGTTCT^ 
CCTCTCACATCAGGTCCAGCTCTTAGCATtXmKrro 

AGAAGCAAAGTCAGGACTGGTTTGGCCAGGTAGGTGAGGATCCAGTGTTG 

GGTGATrCTGATCCATXK:AGCCCTTAGAGGCGACACAGACGTGAACrGGA 

CATTCTAGGAAGAAAGAGCCGACTGCCGGGTGACCTGTCTAGTTCACATC 

CACTCACCATTTCCCTCCTCGTTCCTATTXriTAGAAATAAGACTCrrGAOT 

CTCTCTTTTATACAGGCTAGTCCCCTATAGGCATGTCATGGTGATTATTT 

GCAATCCTCCTGACTTTCCTAAGAAGAGATCAGACTTAGCAGGGTrAGTC 
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>Sequence 840 

GGTACAAATAAATGTATCTTGGGTTAAGTGCTATAAAGGAAAAGAACAGG 

TTCAATGGAAGGAAAAATTAGAATTGTTGATACATGAA TGGAA GTAAATG 

ACCCGGACirCCAACTCTAAATCTCTGTCTCATTTCACCTCTTTGTA^ 

AATCATTGCTATTATGTTAAATATCACAACTACTGTCATTTCTTGTTTAC 

CCACTACATTCTAAGCTTGGTGCTGACATCTTTGTATTTATTATATAAAA 

TTCTCAAAATTACTCTGCCCGTTAGGCTTTCTTATCACTTATTTCAAATG 

CAAAAATAAGGTCCAGGGAAGATAATTATGTAACTTGTTCATGATTGGAG 

AGCTAATAAGTGTCAGAAATGAATTGAACCAAAGTTGGTGTGACAAAGCC 

TCTGTTTTAAGCAAAAGGGAAAAAAAATTCTCATTAACTCCAAGGATTAT 

CATTAGGAGTCCAACAGGGTTCCCAATTTGGGAACTACTATTTCATTATC 

ATATGGCAAATGGTCCACTATGTTAGATGAGAAGGCAAAAAAAAAAAAAA 

AAAAAAAGG 
>Sequence 84 1 

GGTACACTTAAAAATGTATGTGCTGTTCTAATGCTACTTATTATTATTCC 

CTTCCTTTGTAGAATGTATCNCACTAAAAGTGTTTAATCCTGACTATAAC 

AATTATTTGTTAACTATTAAAGGGGTAATTATACTCTAAGCnTCCAGTTT 

TCAGTTAAAACAAAAATGATTAATATGCCTATACAGAACTTTCTCCAGCA 

CTTGGTAAGTATTTTTTAAAGTGAAGTCTATTCAGACTGCAACCAGTAAA 

CTATTTATGCTTATAATTTTTCTCACGATGGATTTCTGTTCCTTTGTTGC 

ATTGTTTGTGTTTATTTTATGTGATCTTTTTTAGCTACAAGGTGGGAAAA 

TGACAGTGGTTTAGAGATAAGAAGCACATGAATGGAAAGTAAATATGTGG 

AGATTTTTGGCCACTCTTGTAACTACTATCTGAAGTAGTTTTAAATATTT 

TTTAGTTGGTAAGAGGATGTACCTGGCCGGGCGGGCCGTCGAAAGGG 

>Sequence 842 

GGTACAGTGGCGTGATCATAGCTCACTGCAACCTCCACCTCACAGGCTCA 

AGTGATCCTCCCACCACAGCTTCCAAATAGCTGGGACCACAGG TGCA AGC 

CACCACACTTATTAATGTAGATTTCCTTTGTAGATGTAGATTTCTTTTAC 

AAAGTGACAGCTTTTCAGAGCTAGTCCTATGTCTGCAGTTTCTCAGAATA 

ACCAGCTCAAAATATGCCAGAGAAGTATATTTTGGGGTGGCATATTCTAG 

TCTCCTCCAGTCATATTTTGGGGTGGTGTGTCCTGAGCCCCAACAAGATA 

GGGTTCATTTTTGAAAATTGCTCTTCCAGTCCCACTGTTCATCTCATAAG 

CCCAGGAATCACCACCTGTTGATTTCCTAGGCATCTTCITGCTC^ 

GTAGATGTTTGGTGGACTAGAAATGCAGGGAGGAGAAAAGGAAGGCTTGG 

TGATGTCAAGGATTTTTAAAAGCCAACTATCTCACTGTGQTCTCTTAATA 

GTCACCCTCTGGGCTGCTCATTTCATGAAGCTTAAAGCTGATAACTTGGG 

GGACAAAAGGGTTTGGGTAACAAATTAATTTTTGTCTCCGGAAATACCAA 

CCATACTTTTCTGGCTGGCTTGAGGAAAATTTAACTGGGGATTi^ 

GCTAATTGGTTGGGAGCCCCCAOTAGATTTTACTACAATAAAGAGGTCTG 

TCCCGGGGGCCGCTAAAAG 
>Sequcncc 843 

GGTA CI l 111 i 1 1 1 1 1 1 11! Il l i GCCTATTAATTGATTAGGAAAAATAG 

GTAGACCCTGAGTGAAAGTAGAAAAGAACCATTCTGGTAAAAATTCTGAA 

AGTAGAAAAGAACXnTTAGCTTTAAAGGTATGTCTTAATAGAGCAGTGCT 

AAGACAGGTGGTTAGGTATGTGAATGCATGCCACTTAGAAAAGAATATGA 

AGGAGAAGGGACCAAGAAGGCAGATACATTGCCCCTGATAAAGAAGTCAT 

TTTTCTtrrcACClTTACATAAATAT^ 

AATAATGAAAGCGAACCCTGTTCGCTCTGTTTGTGGAAAGGCTCATTAA 

ACCTGCCCGGGCGGGCGGTCGAAAGGG 

^Sequence 844 

ACAAGAGAACGGACGGCACTTACTGAGCCCATCGCAAATGTCAGGCTCTG 

TGCTATACTTACATATCCCATAATCrrcAAGACCCCTCAAGACCCCACAA 

AGTAACACAAAGCAGGAAACTAACTCAGATTTACTTGCCAAAGGTCACAC 

AGTTAATACATGGTGGAATCAGGACTCAAAATCAGGCCTGTGTGACTCCA 

AAGTCCAGTGCTCTCTCCACriTACCAGGTAACCTTCATAATACCGGATT 
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GGAAATCAAACCTGTCACTTACTTTCTATGTCCCTGAGTGAGTCACAACT 
TCTCTCAACCAGCTTTTTCATGTACCTTGGGCGCGACCACGCTA 
>Sequence 845 

GGTACCAGGAAATTGGTTTGATTGCCATAGGCTAACCTTGGACCAATCAC 

TGTGGCCAAATACATGAGGATCCTTATTGGCTCCrrCTACTAGCAACAGA 

TGGTTTAGAGAACAGTGTATCACAGAGAAATGGGGATCACTATTATAGGC 

AGATTGAATAATAAATGTTCACTCTACTACTCAATAAATATTTGTTGAAC 

AAATCAAAGCTGATCC Ci ' irrriC AAAATTTTTAATGTGACTCTTAGGGG 

ATGGTGGATCCAGGAGAGAAGATTAGTGCCACACTGAAAAGAGAATTTGG 

TGAGGAAGCTCTCAACTCCTTACAGAAAACCAGTGCTGAGAAGAGAGAAA 

TAGAGGAAAAGTTGCACAAACTCTTCAACCAAGACCACCTAGTGATATAT 

AAGGGATATGTTGATGATCCTCGAAACACTGATAATGCCTGGATGGAAAC 

AGAAGCTGGGAACTACCATGACGAAACAGGTGAGATAATGGATAATCTTA 

TGCTAGAAGCTGGAAAAGATGCTGGAAAAGGTGAAATGGGTGGACATCAA 

TGATTAACCGGAACTTTATTGCCAGTCACTCTCAATTCAATAAAACTTGT 

GGTTGAGAAACGAGATGCACCCTGGAGCGAGGACTTCTGAAGCTTACTGC 

CTTGCGTGGAACTGATGGTCTCCGTGTAAGCCAAAGCCCCCCGAAGAGCC 

TATTCTTGAAAAAAGG 

>Sequencc 846 

ACTTTACTTATTTATTTATTTATTTATTGTTrrACTATT^ 

AATGTAGCTTTCTTAAAATrGTTAGTTAAAATGTTTTCrTTGTT^ 

ATAAAATGTAAAGTTTAATATGTGATGGCTAAACTCCTAAGGGGATAAGG 

AGGCGCTAGGAGAATAGGCAGGTTGGAAAAGGGTAGTCGGGACTTGTCCA 

GATTCTTGTGTGGTAGTCTGGGTAGTCTGTATATTTACCATATGGGCTAC 

AAGACACACACACACACACACACACACACACACACACACACACACACACA 

CACACACCCTTGTGAGCATTTATTAATTCGCAGTTGATGGTGCATAGTTT 

GCGGAGTGGGTAAAGGATATGTTACTTTTGTAAGTACCTCGGCCGCGACC 

ACACCTAAGGGC 

>Sequence 847 

GGTACTATGGTGTGTGTGTGTATGTGTGTGGTGTGTGTGTGTTTTAAGTT 

TAGCCTTTTGTTTTTGTTTTTGGTTGGCAGTAACCGATTTTAATGACTA 

CTTTTAAAAATACAGTACTGATCATTCTATTTCCCCCTCTATTGATCCCC 

ACCTCCAAATATCTCATCAACAACCCACTAATCACCACCCAACAATGACT 

AATCAAACTAACCTCTAAACAAATGATAACCA TACAC AACACTAAAGGAC 

GAACCTGATCTCCTATACTAGGATCCTTAATCATTTTTATTGCCACAACT 

AAACCTCTATGGACTTCATGGCTTATTTATTTACACCATCCACCCCAACT 

ATTTATTAAACCCTAACCATGGTCCATTCCCCTTATAAATCGGTCTGCAG . 

AAATATTTTGGTTTTCCGTTCTAATATTAAAAAATTCCCCTAATCCCCAT 

TCATAATAATAAGGTAAAATCTTCATCTCTTAAAACCCTCTGGTTGTTTA 

TAATTGAGAACTATACTTCTACTTATTTAACCAAATAATCCTTGTCGTAC 

TTGCCCGTGCTGTCACITTTAAAGGGCTAATTTCAACACTAC^ 

CCTATOnTGTTGAAACCGAGACTTGTTTACCATACTTTGGCGTTAATAA 

TTGGTATAAACTGA 1 1 1 C 11 1 GTGAATATTGTAATCACCATAATAATTTC 

CAAAAATACTATCAAGCCTGGAATCTATAAGTTATAAATCACTGTGGTGT 

T 

>Sequeiice378 

TCTTTCCCCTCATATCTATGTTATTTAATATTAArrrrcrri lAATTGTA 

TTTATTTATTTTATGTATTAATTATTATCATTCTATTCT^ 

TCAlWCCCCNACATGOTTTATCTCroAGGCGGC^^ 

CCAGGTGGTGAAACCAACTGCTGAACGCACAGCCTACCTXXrrOTATTAOC - 

GCCGAGTGGACCTGCTGTAAACCCTGTGTGCGCTGTGTGTGCGCCCAGTG 

CCCGCITTGTAGGACACCACCTTACACrcACTTCCCGCCTCTC^^ 

GCTCTTTAGAGAGAAACTCITTCTCCXnTrGCAAAAATGGGGCr^ 

TGAAACAGGAGTATCGCCTTTGTGGGTTTCGATGCAACAAACACGAGCTT 

TCTTGTTGACTTCTAACTTTTCAAATCAAAATCATTTGGTTGAAACAGAC 

TGTTGCTTGATTTTAGAAAATACACAAAAACCCATATTTCTGAAATAATG 
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CTGATrCCTGAGATAAGAAAGTGGATTTGATCCCCAGTCTCATTGCTTAG 

TAGAATAAATCCTGCACCAGCAACAAC ACTT GTAAATTTGTG AAAATGA A 

TTTTAATTTTTCCTTTAAAAAAGAAATTTTTTAAACCATCACAC 

TCCCTACCCITTAGATTTTGATAAATGATAAAAATGAGCCCATTATCAAA 

AGAAAAACTTGTTTTTACTCCAAAATGGAATAATCTAAATTTCAAATAAT 

GTACCCTGG 
>Sequence 379 

CGCTGTCTCCATATGTGCTCATGTGTGGTATCTTACGTTACTTGTTAGTA 

TATAGCTCACTTTCGCGCTCGGTAGTATGGTATCGTTTGGTCAACTTTTA 

TTCTCTTGATTTGTATATTATCNANTNhfNCNNGGGGATGGTGTCATAGAG 

GCGGCTACCGAGGNGCCGGCCGAGGGACTGCTAGCCAGCCAATAAAATAT 

AAACTCCATTTGTCTTAGTTATATAGAACTGTGTT TCCAGCT TAGAAAAA 

GTCAAACCAATGACTTGTAGAACAATCTACTCTCATTTTTTATTCAGCCT 

CTAGAACATGGAAGCTTTAAAAGTGAATTGGCTAAATAGGCAAGACCTTC 

TGAAAGTTAACATCTTAATGATTAAAAACAGTAAGTACGCACAACCGAAG 

CGTAGAGTCACACTTGCAACAAAAGGTTACAATATTGTAATGGGCTCTGT 

CCGGTTCTGCTTGTCCAGCTGGACCATCTATTTCATCCTCCTCCTCTGAG 

CTGTCATTTAATTGCTCATAACAGTAGAGATCAGTTGTCTCTGGTTGCAA 

ATCTAACATATATTTATGCAATGTAGGGTGTTCTCCATGCATGATTACAG 

CTGGGTTTCTCTACGTGTTCTTGATGATCTGCAAC AAGAC ATACCTCGAC 

CGGGCCACCGGCCCCTTATATTATGGAATCTTTGCTTTTTGGCCAGAGGT 

CTTTGCTTTTTTCAGGACACAAGGGCTTTTGACAGGTAATACACCT/^ 

TTGCAGTGACGGTGGT 

>Sequence 380 

TCGTTCriM'rrilATCTTCATTAAGTTTTTCTTTTATACTAGCT ATTG TA 

ATATTTTATTTATTGTCTTATAAATTATAATTTATTTATTACTATTTA>^ 

ATNNNT^rITGTGANATTGTCTACTGAGGCGGGCTCCGAGGTACGTTAGCT 

CATTTTCCCTTAAGCGGGTTGTGACGTCGTTGAAATTGCAACGCTCAAAC 

TTCCAACACTTGGTATACACTTGTAACCCAGCTTTGTTAATGAGACACGC 

ATCAAAATCAGATGAACAATTGACGGCTGTTTTGCAGTCAGCAGTTGGGT 

TAGGACAGTTGTAGCACTGCAGGCTATGTCCTGAATGGCAGAATGACAGT 

TCGGACGAGCTAGTAATCTGAACAGGACAGAAC TCTC TTTGTATTCCCTA 

TrGTGATTGTTCACAGAACTACTTGTGTAGTAGGT TTTAACT ACTACACC 

AATTGGTGGCTAAAGACTGTCGTCnrCTATTTATCCTTTTTTAGCC 

GCCCGTTTATTCCCGCGTTCCTTGCTCGGGCTGGCCGTTCTAGAACTTAG 

TGGAATTCCTTGGGTCTGCTTGAATTTTATTAACAA GGCTTA TTCGATAC 

CCAGTTCAACTTTTGGGGGGGGCTCGGGCACCCAGCITTTTGTTAACC^ 

TAACTGAGGGGTTAATTAGCTCTG CnTG TTGTAATTAATGTrTATAGAAT 

GTACCCTGGGTGAAAATGTTATTCTTTTACAATTTACATTACAACATACG 

ATCCTGGCAGCTTTAAGTTTAAAGTCCTGGGTT 

>Sequence 381 

TTAGATGGCTCACCGCGGTGGCGGCCGAGGTACACCATGTGAAGACTGGA 
CTTAAACAGCTACACCACCAGATGCCGAGAGAGAGGCTGGAACATAGCCT 
TCCCnTGGAGGTAGCCTGGCCCGGTGGGCACTGTGATCTCAG ACTTCCA 
GCCITC AG AACTGTG AGACAATATTTTATTGTTTAAGCCACTTA 1 1 1 1 1 1 

GGTACCTGCCCG 

>Sequeace 382 . . ,^ 

anxrrccTxrnxTTACTTrATATrATCATTAC^ 

tactctttatatatrratatttgtattatttcttataatctt^^ 

tattttattacnancagggttgtgctcgtagctcncttcxk:ggn 

CGAGGTACrrrriliriGTGTGrilUri'l'lllGAGACGGAGTTTCACTCT 

tgtggcccaggctggagtgcaacgacacgatctcagctcactgcagggtt 

tgcctcctaggttcaagctattctccctccrcagcct 
gattacaggcatgcaccaccacgcccggcaatgrntttttggatgttta 
gtagacgtggagtttctccatgttggccaggctggtctcaaactcctgac 
cttaggggatccacctgtctcagcctcccaaagtgctgggattataggca 
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TGAGCCATAACGCCCGGCGGCAATAATTGTTAACAGACTACATGAGTAAT 
TGCATAAATGGACGATGTCTTTCCTCTACTTTTAATTTCCA ATC 
TTATTTATAA A ATG ATCTCTTTTTAAATGATCAGTTCCTACA 1 1 1 1 1 A TT 
CCTTAGAAGCCTCTTTTCCC i 1 I i M i 1 i I C ATCTGTCC CAAAATn TG A 
CACCTTTCTTTAATTCAGTTATTAAGCCACTTTTCTGAGTTT^^ 
ATAACACCCTTTTACGGACCATGTTAATN 

>Sequence 383 

ACCCCTCTTCTCTGTTCTTTATTAAATTCCATGCTAAATTTACTTATCGT 

GTACATAGGTCTTAATCTAAATTACTACGTCGATCCCCACATATCTAATT 

CTTCCNN>nWNNAAGGGATGTGCTCCTCGCGGGCTCCGAGTACTCCAGN 

CCCANATTCGGGTGTGGGACACGGCTCTCCATTCTTCTTCTTGGCTTTAC 

AGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGAGCTTCTGAGGATGA 

TCGATAAATAAACACACCTCCTCTTAACCATCCTTGGGCTTCATGGGGGT 

GGCATTGAGGATCCCTACAACAGGCCCCTGGTGCCGCTTCCAAAGCGCGT 

TTGGAACTTCCTCCAAATAAGAACAAGGAC ACACAT TGGTGTCAGGGTAC 

GAAGATCATTCAGTTTCCATATGCTCAAAGGTTTTTCCACTATTCACACT 

CITGTGGCGGTAACCTTTTTTCAATATTAACCC CCAAA TGTCACCCCAAT 

CCTATTTCCTTCX;AAGCriTCTTTTCTG^ 

AGACAAGTCTGATCTAAGTTTTCGGCCGGTCTAAAAACTAATGGGGACCC 
CCCGGGGCrGGAAGGAATTTCCAATATCAAACTTTATCTGAT ACCCG TCC 
AACCTCCAAGGGGGGGGCCCCGGTACCCCAACTTTTTGTTCCCTTTTATG 
AAGGGGTAATTTGCGCGGCTTGCCGTAATAATGGGCATAGCTGGGTCCTT 

TGTGAAAATTCG 
>Sequence 384 

AGACTGCAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACTGTTGCT 

GAGTTCATCAAGAGGACCATCTTGAAAATCCCCATGAATGAACTGACAAC 

AATCCTGAAGGCCTGGGATTTTTTGTCTGAAAATCAACTGCAGACTGTAA 

ATTTCCGACAGAGAAAGGAATCTGTAGTTCAGCACTTGATCCATCTGTGT 

GAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCC TGTTAG ACATCATTTA 

TATGCAATTTCATCAGCACCAGAAAGTTTGGGATGTTTTTCAGATGAGTA 

AAGGACCAGGTGAAGATGTTGACCTTTTTGATATGAAACAATTTAAAAAT 

TCGTTCAAGAAAATTCTTCAGAGAGCATTAAAAAATGTGACAGTCAGCTT 

CAGAGAAACTGAGGAGAATGCAGTCTGGATTTCCAATTGGCTGGGGAACA 

CAGTACX:CT 
>Sequeiice 385 

TACGCGTACCTCACCGTGTCGTCTGTCTATATACTTGTACTATCTANTTA 

CTAACTAGTCTCGTCTTCTANCACACICTCTCTTCAACT 

ATTATCTCGTATTATATATCTCATATTATTNGATACTATCATTATAATTT 

AATATAANAAGTATCCX3TTGTGCTTCTACGCCGGGCGTGCCGGNAGCAGC 

CGAGGTACrcCGTCTCAGAGGAGGGATGCAAATCTTCGTGAAGACACTCA 

CTGGCAAGACCATCACCCTTGAGGTCGAGCCCAGTGACACTATCGAGAAC 

GTCAAAGCAAAGATCCAAGACAAGGAAGGCATTCCTCCTGACCAGCAGAG 

GTTGATCTTTGCCGGAAAGCAGCTGGAAGATGGGCGCACCCTGTCTGACT 

ACAACATCCAGAAAGAGTCTACCCTGCACCTGGTGCTCCGTCTCAGAGGT 

GGGATGCAGATCTTTGTGAAGACCCTGACTGGTAAGA 

>Sequence 386 

CAGTGTGGGCCCrnTGAGGTCGCGGTCGCCCGGGCAGGTACTCX:CTGAT 

AAAGGGGAATTTCCATGCCGTCTACAGGGATGACCroAAGAAATTGCT 

AGACCGAGTOTCCTCAGTATATCAGGAAAAAGGGTGCAGACGTqiQGTTC 

AAAGAGTIXKjATATCAACACTGATGGTGCAGTTAACTTCCAGGAGTCCT 

ATTCTGGTGATAAAGATGGGCGTGGCAGCCCACAAAAAAAGCCATGAAGA 

AAGCCACAAAGAGTAGCTGAGTTACTGGGCCCAGAGGCTGGG CCCCTG GA 

CATGTACTCTCAGAATGTTTGTCATATGCTTCTTGCAATGCATA l 1 1 1 1 1 

AATCTCAAACGTTTCAATAAAACX:ATlTTTCAGATATAAAGAGAArrACT 

TCAAATCGAGTAATTCAGAAAAACTCAAGATTTAAGTTAAAAAGTGGTTT 

GGACTTGGGAACAGGACTITATACCTCnTTACTGTAACAAGTACCT 
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>Sequence 387 

AACGAATGTGTCCGTAATTGATGTCCACTTCNCACCGN 

CCAGCCGANNTTGATTCTTCAGTCCTNAGCGATGGAGCCCAGGGTCCCTT 

GTTATTGTCCCCTTTCTCTCTCAAATGCTTGGCTTGTTNTTCAAGAGAAC 

CTGTCTCGGTGGTCATTGCTCCATCGATTGGATCCAGTCCTTCTTCAAAN 

CATTGTTCAAGGCACTTTAANGCTAGCCTGAAANCGCTTGAATCCCTTGC 

TAATACTATTCCAGTGTGATCTGAGAGGGTGGTACCCTCTNGCCCGCCTC 

TANGAACTACNGTGGATCCCGCCNGAGGCTGCATTGGAATTCNGAATATC 

NANAGCTTATTNGAGTACCCCGGCNGACACCTCGACGGGNGCGGGCCTCC 

NGGTACTCCANGCTTATTNGTTACACCITATAAGTNGACTGAGTTTAACT 

TNGTCGCACO^TATAGGCNGTCAhrrACAATAGTGTCAATACGGCTTGTNT 

TGCCTCNGTTGTGAGAAGTTNGATTATCCTGCGTCAACTAATTGCCCACA 

ACATACAATACCGACGCCCCGCGCAGGCTATAANANGTCGTTAATAGCTC 

TGGTTGCTNGCGTNATCTCGAGGTGAGGCTAAACCTCAACAACTTAAATT 

TGCGGNTCGCGCGCTCAACTGGGCGTGCTCTAACACATGACAGGAGAAAC 

CCTCGTCGGTCGCCACACTTGGCGATTTAATTGAGATTCNGGCCCAACTG 

CTCGCCGGTGGAGAGAGCGCGGGTTNACACTATTTAGAGGCGCTTAGTTC 

TCGCTTTCCTTCGACTCAAThfTACCTTCCCTTGCGCTTCAGGGCGTATCA 

CGCTTCGCGGCCAAGACCGTAATCATACTCTCATCTCAAAAGGGCGGGTG 

ATACCGCGTTATTTCAACANTATATCAGTGGGATAACCGCAAGTAAATAA 

CACTTTGAGCACAACAGGCCCGCACAAGGCCCCATACCCGGGAAAAGCGG 

CCCCTCCTTTGCTTGTTCTCTAAAGGTTCGCCCCCCTCTGCGCACGAATT 

AAAATATTCGCACCTCTAAGTACAAGGCG 

>Sequeiice 388 

CCGCGCTTTACACATTGAGTGCTCCTTTCCCCNNCCAGNCGAGNA 

CCCCAGGGAGAGATCAAAAATCATCACCAACCATAATATATCATGGACTA 

ACCCCTAAACCTTCTGCTTAATGAATTAACTACAAATAACGGGGCAAAGA 

GAGCCACAGCTAATACCCCCTAAACCACACTAGCTACCTAAGAACAGTAA 

AAGAGCACACTCTTCTATGTAGCAAAACTAATGCCAAGACTTATATCTAG 

AATCGACAAACCTACCTAGCCTGGTGATAGCTGTCTGTCCAAGAAAGAAT 

CTTACTrCAACTTTAAATTTGCCCACAGAACCCTTTAAATTCCCTCCTAA 

AATTAACTGATAGTCCAAAGACGAACAGCTCTTTGCACACTACGAAAAAA 

CCTTCTTAAGAAGAGTAAAAAATTTAACACCCCATAGTTTGCCCTAAAAC 

GCAGTCACTCATTTAACAAAGCTGTTAAACCTAAACACCCACTTACCTAA 

AACAATCCCCAACCATATAACTGAACTTACTCACACCCAACATGGACCAG 

ATCTATTACCCCTAAAGAAAAAACTAATGCTAAGTATAAAGTAAACATGA 

AAACATTTCTCCTCCTCATAAGCCTGACTTCAGATTCAAACACCTGAACT 

GTCTTTTAACACCCCAATATCTTCCATCAACCACCAGGTCTTTATTACCC 

TACTGTCAACCCAACACAGCATGCTTCATAAGAAAGGTTAAAAAA AAGT T 

AAGGAACACTGCAAATCTTAACCCCCATTTTACCCAAACACITACCTTTT 

ACCTTACCCAGTATTAGAAAGATCCTTCTTTCCCAAGAAAAATGTTTAAC 

GGGCCCrrrAAAAACAACTGAATCC«:CGGCTTCAATAATTCAATAC^ 

>Sequence 389 

CGAGACTAGTGGCGCTCTTGGAGGTCGCGGTTGCTCACGCCTGTAATCTC 
AOCACTITGGGAGGCTGAAGCAGGCGGATCACGAGGTCAGGAGTrrCAGA 
CCACCCTGGCCAACATGGTGAAACCCCCGTCTCTACTAAAGATACAAAAG 
TGGGTGTGGTGGCGGGCACCTGTAATCCCAGCTACTTGGGAGGCTGAGGA 

gaagaatcgtttgaacctggaggcagaggttgcagcgagcx:aagatcacx5 
ccatixk:actccagarkkk3tgacagggcaagactc^ 

AAGAAAAAAGGAAAAAAGCCrnCTTGATGCTGTTCCCCAft^ 
AAAACGCCTGC ririC TTAACIXXACACCGAACCAAan'GAAATATT^ 
GCCCAGAATGCCAACAAGAATTGAAGAAAAGATGCTTTACAAAAATAACA 
ATATAAAAGCAAATTATATTATCCCTTTTATCTCCATTCTTACATTAAAA 

AAAAAAAAAT 

>Sequence 390 

CCCAATCriTCTCCTCGCGAACGCGATCTCrCTGTACTTTATTTAA 
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TCGCTTACGGTGCGATATTT 

>Sequence 39 1 

TGTNTTGTCTCTCrrcCGAGGGCGGCCGAGGTACGCGGGATGGGATTTCTG 

ACCATTTGCCXn"GCCTCTTGCAAAATAGGTCTAATGGCAGGATGGTGTCA 

TAATTAAGGCTACCAAGACTGCCCATTGTTCCAGGCTGGGCAGTTCATAA 

TGGGGGCAGACAATAGTGCAAAAAAArrTTACATTTTATCTTTAGAGTGT 

CAGGGTCAAATTGATTTCCATGGTTGAGGATGTAGCCAAGTGTGGAATCA 

GGTGGAATAGGTGGAGAGTTGCCCATAGTGGTTTGGAAAAGAGAAGAGGA 

CTTTGAAAAGTGGAGGGCTCATTAGGTGACCCAAATTTTACCTGGGGCAT 

CCCCCCTTTAGGGCCCCAACTTAGTCTGTCAGACATCTCTGACCTTAGAT 

GGGTGCTGGCACCACTTTGGAATGGTTCCCTCCATCACTGAGGACCTGAC 

TTAAAGTTTTTCTATCrCACTTAAAACAACCCTTTAACGCTCTCAACTTA 

GGCAATAATAAATTCCTTTTCATGAATTCCCTTCACCACCATGCACCACA 

CAGACCACATGCCCGGACCCTCTGACTTGTGTAACCmTGTGCATAGCT 

AGGTGGGGTTTCTGGCCT 
^Sccjucncc 392 

CTTATATTGCCTTATATTTTATTA ATACTATATTTTTCTCACCG r 1 l' i ' IT 
ATCCATAAA'mTCTTGTTATATATGGTTTTGAACACTCATATAATTTTA 
TTATNTTANTATTATGTTTGTAGCGATTCACTCT 
>Sequence 393 

CCGGGCAGGTACAGGACACAGGCACTCCTTTGTCTGGTAGAGAGGAGGAG 

GGGAAATGGAGCTATTCCAGGATACAAGGGATGGCACTGAGGGATGCATA 

AGTCCCCTGCCTCCCTTGTCTCAACATGTTCTCCTCTGCCAGCC CAGT CA 

GCTTGGGGAGCTAGGTATCAGAAACCTGAAGGATCCAGCCCGCnTGTCC 

TACTAGTGTCTATAAGTCTCTGTCCTGAGATCCTGGGGCTCCTCCTAT TT 

CTAGAAGGGATGAGGTGCCATCAAAAATAACTTGGCTGGTGTAACAGTTT 

AGAGAAGGAAGTCACACCTGTAGCCTGGCTGGCAGGCAGGTGGACATGAG 

GCTGAGAAGGGAAGCCAGATGTCAGAACATACTAGGCTAGCATGCCTGCT 

^Sequence 394 

GGTGCGCTTACCGGGTGGCGGCCGAGGTACCAGGCTGGC GACA GGTGCTA 

CCAGGAGTGGGCTGAGGGGAGAAAAACTATCTCCCACTCTTTTGGCCCAG 

GCAATGTCAACGACTTCCACATTCCCTGGCCCACTGGCTGAGCAACCCCA 

GGTTCGGCTCTGTATAAGGACCCTCCCCTCCCAACCCCAACCCAGAGTGC 

AGTGCAAATCAACCAACAATTTACTGGTGGAATGGC AATCA AAGGAAACA 

GTTAAACACCAAACAATTTCTTAAAGCCAAAAAATATTTTTCAT GGAGT T 

GAACATTTTTCGAGTGTGTITTTTTCAAGTGTAAAAGCAGTGACATTTTG 

TTCAAACAGAAGCAGCATCTAGGAATTCTGGCACTTGGGTTCTAGGGGGT 

TACAGGTATGCATCATGGATTCTTCTCCCTCGTATTTAAAAAGA 

>Sequeiice 395 

GGCGACCCTTATCTGGTGGCGGCCGAGTACrreATTTACACTTA AGCT AG 

AGAGTTAGGATCTTAATTTATTTAAAGCCATAGATTCAGTTTAGCTT^ 

CCTAGACAGAAAGTGAAAAGCATTTTACAAGTAGAAGAGGCAATGAGAAA 

TAAGGCAACAGATAATACGTCAAAGCTGGAACAAGGGC AGAATC AGAACG 

TGTCTGGCTATCAGCTTTOTTTTTGACTACTAAGGCCAACCTTT^ 

CTCTGGATGGTCTGCAGACCAAGTTCAGAATTTAGGCAAAAGGATTTCCA 

AATGGATCCCTATACATTTTCAGAAGATTCAGGTTGAGGAAGAAGCCACA 

GAGGGCITGTGATGAACCCAAAGGAATCrTTAAAGAAAGGGGTTCTCA^ 

ATGCATTGGCCAGGTAGATTTGGTTAACrrGGCAGGGAAAACrrGT^ 

GGGAGC 
>Sequeiice 396 

TACGGAGCCCGGGGAGCCATAAAAAGTGTTAAAAGGCCTGG GGGG TGCCC 
TTAATGGAGTGGAGGCCTAAACCTCCACAATTTAAATTGGCGTTTTGCGG 
CTCAACTGGCCNCGGCTTTTTCCCAGTACGGGGGAAAAACCTGGTCCGTG 
>Sequence 397 

CTCTTAGTGGAGGGGTTAAATTGGCGCCGCCTTGGGCGTAAATCAATGGG 
TCCAATAGCCTGGTTTTCCCTGTGGTGQAAAATTGGTTTATCCCGCCTCA 
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CAAATTTGCCACCACAAACCATTACCGAGGCCCGGGGAGGCATTAAAAGG 
TGTTAAAAGCCCTGGGGGGTGCCCCTAAATGGAGGTGGAGCC TAAACCT G 
CACCATTTAAATTTGCCGTTTTGGCGGCTTCAACTTGGCCCCGCTTTT^ 
CCAGGTCGGGGAAAAAACCCTGGTCGGTG 

>Scquence398 

GGGACCACTCACCGGGCGGCGGCCGAGGTACAAAATTTAGAGGTTTCCCC 

TTTATCAACAAGAGACCCAGGTGCCAGCATGTTACTACCAGATCCAGTTC 

TTCTTAGGACAGTGTGGCTCAAAGGGATGAGACCTTCCAGACACTGGTAT 

CTGAGCATCTGGGCCTGCCCCTGAGTTGTCAAGAAATTTCTTATCTCTGA 

AGGAGTCCAGACAGGAATGCTTCCACTGCTGGGTGGGTGCTCGCCCCTCT 

TGCTCCTTAAGCGCCCGGCTCACCCCCTTGCTAGCACAGGGTGTCTTACA 

CAGTTTATGGGACTTTTCTGTGAACTACCTGAGGGCAAGAACCATGTCCC 

ACTCCCTGCTTGCTCCTCAAATATTTTATAGGAAAGCAGTCCACAGTCTC 

ACACAGAGGAAACATGAAGTTTAAGTTCTAGCCCTATGA 

>Sequence 399 

GCCTCCTTCGCCTTCTATCTCCCTTCGTATTTATTCTGAATCTGCTCAGA 

TACTCATCTCTTCTTCTTATACGTATTCTATTATTTCGTTTCACGCTCAT 

AGTGTATNACTCTTTTTAATAAAATAATATATGGGTTGTGCGCGGAGGCC 

GCCGAGTACTCGGGGAGAGAGGAAAAGAACACAGATCTCGCATGGTTCAG 

ATTTTTCTTTTTAGGTCCAGGAGTAAGATATATCATACGAAAATGAAAAT 

TATAATTCTTCTTGGATTCCTGGGAGCCACATTGTCAGCCCCACTTATCC 

CACAGCGTCTCATGTCTGCCAGCAATAGCAATGAGTTACTTCTTAATCTT 

AATAATGGTCAACTTTTGCCACTACAACTTCAGGGCCCACTTAATTCATG 

GATTCCACCTTTCTCTGGAATTTTACAACAGCAGCAGCAGGCTCAAATTC 

CAGGACTCTCCCAGTTCTCTTTATCAGCTCTAGACC AGTT TGCTGGACTG 

CTCCCAAATCAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAAGGAG 

CCCAGGCAGGCCAAGGTGATCCCTTAACGTnTAAAACACCCGCTAAGAC 

ACAACCAGGCCCCAATCACGTGAAGCCCTATGTATTCTCCTTCAAAAAGC 

CTAAAGAGGCAGGACAGATGTTTAAATACTATTCCAGTTACATGGGCCTA 

CCCTGGGAACCCCCTCAGAAACAGGTTCCAGGGCACCTTAACXAAACAGA 

ACGGTATCTGTTTGGGGAGCCCATTCCATTTTTGCTTAAACG 

>Sequence 400 

TGTGTATTGCCGAGGTACAGACAGTGCTTGATGTTCATAAAAAATACAAT 
GCCCTGGTAATGTCfGCATTCAACAATGACGCTGGCTTTGTGGCTGCTCT 
TGATAAGGCTTGTGGTCGCTTCATAAACAACAACGCGGTTACCAAGATGG 
CCCAATCATCCAGTAAATCCCCroAGTTGCTGGCTCGATACTGTGACTCC 

ttgttgaagaaaagttccaagaacccagaggaggcagaactagaagacac 

actcaatcaagtgatggttgtcttcaagtacctgcccgggcggtcgagcg 

gccgcccgggcaggtacgcgggggctaacx:aggccagtgacagaaatgga 

ttcgaaataccagtgtgtgaagctgaatgatggtcacttcatgcctgtcc 

tgggatttggcacctatgcgcctgcagaggttcctaaaagtaaagctcta 

gaggccgtcaaattggcaatagaagccgggctccaccatattgagtgtgc 

ccatgtttacaataatgaggagcaggttggaactggccatccaaaccaag 

attggaaattggcatttrgaagagggaag acct taatttccattcagagg 

cntgggcccaaatccattctaccccgggtgttttcacccgcccttgaagg 

gggcctcaaaaatatttcattatgccatg 

>Sequence401 

GGTCGATCGGCGGTGGCGGCCGGTTOACXriTQt^ - 
GAGAGTCAGAGGATGAAATAGATGAACCCGAGX:A3X}CAGTTAATCACCAA 

catcaactactagccagacgggatgaaccacagcgtcacacaatacagtg 

ttcctgttgtaagtgtaacaacacactgcagctggtagtagaagcctcac 

gggatactctgcgacaactacagcagctgtrratggactcactaggattt 

gtgtgtccgtggtgtgcaactgcaaacxagtaacctgcratggccaattg 

tgaagagatgggagtctccccgtattgcccaggccggtctcaaactcctg 

ggctcaagcaatcttcccgccccacttcccgaagccctaggattacggga 

gtgagccaccgcacccagccagaaaaacgtttcaaatattggaaaacctt 
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A C r 1 r 1 1 1 CAATG AGC ATTTTTGCATCA AGGGGTAACAGGGACATTAGGC 
i i l l ' l I T ICn 1 lAAACTTCCAACAGGAAGGGTCGGAATTTATCAAG ACA 
TTACATAGGAGTTAGGGCACAGCCACGGGTGGTGGTGGGGAGGACATTTT 
CCAGCCITATTAACAGGGTTTATTATAAACAGGGTGGGCCCACTACTTGT 

CTAACCTAATTCCAGGTCAAGATGTGT 
>Sequence 402 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACATATCC 

TCTGTGGGAAAAACTGCTCTCAGAGTGTGCACTCTCCCCACAAG CCAGC G 

CTCAAACTGGAAAAAGTATCTCAATGTCCTGAATGTGGGAAAACCTTTAG 

CCGAAGTTCTTATCTTGTTCGGCATCAAAGAATCCACACAGGCGAGAAGC 

CTCACAAGTGCAGTGAGTGCGGGAAGGGCTTTAGTGAGCGCTCCAACCTC 

ACTGCCCACCTACGAACTCACACAGGGGAGAGGCCCTATCAGTGTGGGCA 

ATGTGGGAAAAGCTTCAACCAGAGTTCCAGCCTCATTGTCCACCAGAGGA 

CCCATACCGGGGAAAAGCCTTACCAGTGCATTGTCTGTGGAAAGAGATTC 

AACAACAGTTCCCAGTTCAGTGCTCACCGGCG 

>Sequence 403 

AGGTACCAAATTAAGTATTAAAATGAGGATTGAACTGGGGCAAACAGGTT 

ATTGTGAAAACAGTCAATATGTAAGCTCCTTCAAGGGAAATCAACTACTG 

TTCCTCAAGATTAGAAGATGTCCACACTCTTTGCATTACCTCCCTAAAGG 

AGGAAACACCCATTAATTTTCCCTTATGGAATCAATATGGAGTGGAAATA 

TGAAATGAGGAGATGTTTTAGAAAGCAGGACATATCTACCTACCATTACT 

GGAATTAAAATGTATCCTCTGGGCCCACTCCATTGATTCCGATCTGAGGT 

GAGGAGGACTAAAAGCAGCAGCAGGTTACAGAAAGACTGAATAAGATGAA 

AGTATGCTACGTATGTCTAGCTGGGGAAGGGGGGATCTGGAAAAAA 

>Sequence 404 

TGGGGTGAGGTTTGATNCAGGGTCCGCCGCCCGGGCAGGTACGGACGCCC 

AGGGATCCGCGCCGAAGCTAGCACGCAGCCTACCCAACAGTCTACACAGC 

CGACCAAAGCCCCCGCGTACCCAGAGGAGTCGCTGGTGAGTGGGAGCTCA 

ACCCTGTTCAGTGCTCTGCTCATCAAGTGTCTGGAGAAG GAGG TTGCGGC 

ATTGTGCAGATACACACCCCGCAGGAACATCCCTCCITATTTTGTGGCTT 

TGGTGCCACAGGAAGAAGAGTTGGATGACCAGAAAATTCAGGTGACTTCT 

CCAGGCTTCCAACTGGTCTTTTTACCCTTTGCTGGTGATAAAAGGAAGAT 

GCCnTTTTCTGAAAAAATTATGGCCCCTCCAAAACCAGGGGGCCATGAAG 

AAGTGTTTTTTAAGAAAATGCTTTTGCTTAACAATACAGAAGGTGCCATT 

TTTAAAAATCCCCCTTGTCTGCATTAACCATTTTAGGAACTTGGAGGCCT 

TTGGCCCTTGTATTTTTATGGGACCCGGAACATAGCAGGGTTCCTAACTT 

TCCCCAAGTGTGAAGCTTTGAATAAATGCCCG GGCCTCT CTGGGTGGTAA 

TTATAAGGGTTGTTGTTTCCCCCCAAAAATTAATrriTTGGAGGGTAATC 

T 

>Sequence 405 

GGGCGTGTGTAGATCCCACTCCGCGGTGGCGGCCGAGGTACGCGGGGGGC 

GGCGGCGGAGAGAGCTGGCTCAGGGCGTCCGCTAGGCTCGGACGACCTGC 

TGAGCCTCCCAAACCGCTTCCATAAGGCTTTGCCTTTCCAACTTCAGCTA 

CAGTGTTAGCTAAGTTTGGAAAGAAGGAAAAAAG AAAATC CCTGGGCCCC 

TTTTCTTTTGTTCTTTOCCAAAGTCGTOT 

CTGTTGTGTrrTTAGAGGTXKrrATCTCX:AGTTCCTTGCACTC^ 

AAGCACCTCAGCGAGAGCAGCAGCAGCX5ATAGCAGCCGCAGAAGAGCCAG 

CGGGGlXXK:crAOTGTCATGACX:AGGGCGGGAGATCACAAC^^ 

GGATGCroTGGATCCTTGGaXSACTAOCroACOT 

CrACCTTGGTCATTCTCTCTCTACITGGGGASXT^ 

CGGTGTCTGTGTTTCTGGTAGAGCTCTATGGAAACAGCCrcCTTTGACAG 
CAGTCTACGGCCTGGTGGTGGCAGGGTCTGTTCTGGTCCCGGGAGCCATC 
ATCGGTGACTGGGTGGACCAAGATGCTA 
>Sequence 406 

TGAAATTGTTGTCCTGNGATTACCTCCCCGCGGTGGCGGCCGAGGTACAG 
TTCACAGTGCTTGATGATAATAAATGGTTATITTACTGGTTCATGTATTT 
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ACTATATCATACTTTTTTTCATTAGAGTGTGCTCCTTCTACTTATGTAAA 

AAAAAAGTTACCTCAGGGAGGTCCITCCTGAGGTCTTCCAGCACACGGCA 

TTGTTATCATAGAAAATGACAGCTCCATGTGTGTTACTGGCCA TTAC CAC 

CTTCCAGTGGGAAGGATGTGGAGGTGGAAAGCATACTGATGATTTTGTCC 

CCGTGGAGGCCTAAGCTAATGTGTGTGTTTGTGTCTTAGCTTTCAACAAA 

AAAAAGTTTAAAAAGCAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 407 

TGGGGCGTTGGCCCTCTCCGCGTGGCGGCCGGTGTGCTCATCGTAGCCTC 
GGG 

>Sequence 408 

GTACCTCCACTGGCTGAAGTCTCTACATAGCTCTCAGGAACCTTCGGAAA 

GGCATCCAACTCTTTTACCAAACTTAAAGTTTTTTTCCGATTCAGTCGCC 

TCATCTTCAGGAAAACCTTCCTCTTCCTTCATATAGTCATGCTTGTGTTA 

TGGTCCCAGCCTACCGCXATGTTTTACAGAAGCCCGGGTCGCCGGGGCTC 

CCGCGTACCTGCCCGGGCGGCCGCTCGAGGCAGGTACTGAATGACACATT 

ACCTCCACACTCTCCCGGACTAGGTGGTCAACAGGGCCACAGGGTTGCTT 

TCTGTCTTTGGTGGGGCAGGGGAGTTGACAGGGATGAGGGTCCAAGGAAT 

TAGCATGAATGACAAGATAACAAGGGAAAGAGTTAACCCT GTCA CATAGT 

AGGTTAACTTTTTTCAGGGTTreGCAGTAGAGCTAT^ 

GCTGAGCCAGATCACGGGAACCTGGGAGCTTTTACTGTGATTCCTC ATGT 

AAAAAATTAACAACAATGTCAACTGGGTTGGATGATTTGTTAAGGCCTTT 

TAGATTACTTTTAATAACATTTTCCCGAAAAAAAAAAAAAAA AATA GTAC 

TGGCCGTTTAAACTGGGGTCCCCCGCCTGGGGTTTCTTTCAACTTTTCTT 

CCCGACTGGG 
>Sequence 409 

CCACTCGCTTCATCTATTTCTATTTATCCATATACTCTGTTGTT CTTG GC 

GCTATATATTTGTGTATTAACTACl 1 1 1 1 1 i riCTTC CCACTAAT TTTGT 

GATCTACCTAATATTTTCTTCACAATCTNTTTCTATATTrri-inC GNAA 

TTTATTTTTCCTC ATCCGGTG GCGGCCG AGC ACCTN A 1 1' 1" ri" 1 TT ATTTT 

GCTTTTTTTTCGCGGGAGTTAAATAAAATAAGCATGTCTTCATCCTTTAT 

TCCTAAACATTTACTTATGACAAATGTAACGACTGACAGAAATTTGAAAA 

ATACCAGACACTTCTTAAATGATTTCCCITGGTTCA AAATT TACCCCTTC 

TTGTTTTCTCTTGCnTITCAGGTAATrAACTCTTCrrCTT^ 

CTATGCAGTGCAAOATTCCTCTGTAGTCTTTCCAAGTGGACGGGTATTAA 

AAAAAAACACTTTATATTATGCCAGGTGAGGTGTCAGAACCCT GGCTT CG 

GAAAGTGGTTGGCTCACCCCGCGTACTGTCCCGGGGTTA TATTA TTTTAT 

TAATTTTTC Crri i I I iCI IC TCTCCTGC ATGGTTT CriT CTTTT TTCTTC 

TATTTTCCCCCriTCTACATAAAATrCCACTTTTTCAAATT^ 

TTGCCTTATTTTGTTTAGTTTTCTCCTTTGTTT 

TTTTTTA Il rilC ATTGTC X;riCl ' llC CT ^^ 

CCCAGGTTTrrAAAGGGTTTTTTCCTAACTTTTTCCAC^ 

TT 

>Sequeiice410 

TGTACTGATGCXjTGGGCCGCCCGGGCAGGTACTGTG CAGTAG TAACCATA 
ATICTAAATGAGGATTATGGATirrrCTGGAAGATTCIT TTT^ 

aacatgatgagaaatgtttaggagaggggacatagccatttttgtatgaa 

gaccaattcaagaaaaaaatatatgtatgtgtgtgggtgtatatgtgtgt 

atatatgtatatatgtgtgttatgtcatacgccnatgtatgtttatatat 

gtggttatacacacgcacgcacacactga€a€acgcatgcacacatgcac 

gcacaacttcactctatatrrattctctgccttccctgggggactgatgc 

cagaacctcttgtagataccacatccgggggtgctcatgtcccctctgcc 

aatagcttagtccggctgggcatcgtggctcacatttgtaaaccgcacac 

tttgcgcagcccaagccggccgaccacttgatgtcaagagtrrgggacca 

tcctggccacatttgttaaacx:attttrritcttaacctacaaaatattt 

gcgoitgggggaccgcccctatcaaattcactactaatgaggcccgcgca 

cgagaatggttgaacccgggatggggaggttcaggggccctatagcatgc 
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CCATTTCTCCAAGGGGGG 
>Sequence41 1 

TGTAGATCGTGCGGCGGGTACGCGGGGTGCTGGGATTACAGGCACGAGCC 

AGTGCGCCCAGCTGCCTGTGTTTCTTTTATTAGCTGATCTGGACTGAGGG 

GCTCCTTGAGCAGATGCTGTATTATGGGGATAAGCCACACACTTTCTGAA 

CTGGCCCGGTCAGGGGGGACATAACCATTTCCTGTGCCACCCCATCAGTA 

CCCACCTATTGTGAGCGAAGGCTCCTCCCCTGCTTGAGTAATGGCCACAG 

ATCTTGGCTCGGCACTCCTAAGCTGCATGATGAATTCCTGGGACAACAAG 

ACTGGCTCGTGGTTCCATTCTCCAGATCCTTGGGTTGGCTTCTGGGTGCA 

CTAGGAGATCTGAAATGCTCTCAGGCCACCAGGAAAGTACTGGAAGTAAA 

GTCTGACTCTAAAGAAGATGAAAATCTAGTAATTAATGAAGTCATAAATT 

CTCCCAAAGGGAAAAAACGCAAGGTAGAACATCAGACAGCTTGTGCTTGT 

AGTTCCTAACCACGCAAGGATCTGAAAAGTGTCCTCAGAAGACTACTAGA 

AGAGACGAAACGAAACCTGTGCCTCGAGCGGTCCGCCTGGCAGGTACAAG 

TTGTAGTAAAACAAAGCTTAAAGTTITTTCATCTTTCTACAGCAAATGGT 

CAGTTATTTATAAACCT 

>Sequence 4 1 2 ____ 

GTTGATGGCGCGCCGGCAGGTACTAGAGTTTTCAAGTATGTTCTAAGCAC 

AGAAGTTTCTAAATGGGGCCAAAATTCAGACTTGAGTATGTTCTTTGAAT 

ACCTTAAGAAGTTACAATTAGCCGGGCATGGTGGCCCGTGCCCGTAGTCC 

CAGCTACTTGAGAGGCTGAGGCAGGAGAATCACTTCAACCCAGGAGGTGG 

AGGTTACAGTGAGCAGAGATCGTGCCACTGCACTCCAGCCTGGGTCACAA 

GAGAGACTTGTCTCCAAAAAAAAAGTTACACCTAGGTGTGAATTTTGGCA 

CAAAGGAGTGACAAACTTATAGTTAAAAGCTGAATAACTTCAGTGTGGTA 

TAAAACGTGGTTTTTAGGCTATGTTTGTGATTGCTGAAAAGAATTCTAGT 

TTACCTCAAAATCCTTCTCTTTCCCCAAATTAAGTGCCTGGCCAGCTGTC 

ATAAATTACATATTCCTTTTGGTTTTTTTAAAGGTTACATGTTCAAGAGT 

GAAAATAGATGTTCTGGTTGAAGGCTACATGCCGGATCTGGTAATGAACC 

TTGTAATGCTGTATTTGCTTCACGGCTTACTATAAATGTTACTTAATACA 

TATCAACTTATTACAATTTACTATAGAGGGTATAAGTAAATTAATCTCTA 

TTT 

>Sequence 413 

TGGATGTGTGGGCCGAGGTACCTAGTCTATATGAGTTTGATGCTTACAGT 

CAAGGCTATTAGCAAATATTCAGGAAAAGTAAAGCCTAAAGA AGAAA AGA 

GGOAATGAATAGTTTGTCTAGAGATAATAAAAGGAAGGTGAATTTTTAAA 

AAGACAAAAATAAGGCTAGAAAAGACTGAGTGGAGAAAGCCTACAGAATT 

TCAGAAAGCTAAAGAAATTGGAAATTAGATTGAATATAGATAGAAATGGG 

AGGACAATGCAGCCAATGAAAGACTGTGGGGACTAATAAAGGGAGAGCCC 

TGTGGTTTGGAAAGTGTCCCTTAATCAGCCTGCAGTGCTGCAAAACAGAA 

ACCCAGAGAGGGTGCTTGAGAATATACAAGAACCCTTGCGGTGGTGACTG 

AACAAAACGCAGCCAGGGATTTCATCAGAAGCATAATCCATTCATGGCAC 

CAGTCTGGCAGTGCTGGGGAGCTGGTAAGATACACACAG GCCCA GTGTCC 

AGTCTTGATTTGATATGCTGGTATTTTGGTTCTGTGGTATTCn^ 

AGGACTAAGGGTTCCCATGTGCCirCGAGGGCATATTKTTTCCACCGACA 

CGTCGGGGTCTAGGCCTACGGTGGCTTTAACCTACITCTACCCCACAACT 

T 

>Sequence414 

TGGAGATCTCCATCGGGGGCGGCAGGTACGCGGGATCCAAGATGAAGTGC 
AGAGAAAATAAAGAATCCAAAGTCATAGTCATGAGGACAGAATAAAGACA 

TTTTATGCCTTTrrGTTTTGTrT^ 

CTCTCTATATTGCCCAGGCAGGTCITGAACrcCKKK^^ 

CCTGCTTCTGCCTCCCTAAGAGCTGGGATTACAGATGTGAGCCACCATGC 

CCGGCCAGAATAAAGACATTTTAAAACTAAAAAAAA AAAAAA AAAGAGTT 

TGCTTTGCATTAAT C rrri ' iTI 1 Cl " 114 ll ' ri CGTTTTTATTTTTTAGTT 

TTTA riirri ' llG AGACGGAGTCTCACTCTGTCACCCAGGCrGGAGAGCA 

ATGGCATGGTCTCGGCTCACCGCAACCTCTGCCTCCroGGTTCAAGTGAT 
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TATCCTGCCTCAGCCTCCTAAGTAGCTGGGATTACAAGGTGTGAGCCACC 

ACGCCTGGCCAGAATAAAGACATTTTAAAACTATAAGAAATAAAATAAAA 

TANTTGTAAACTAACTCAAATTTTAAAAAAAAAAAAAAAAAAGCCCC 

>Sequence 4 1 5 

ClTGAACTTGTTTTGTCTGCTTCCGCTAGCGGATTTAGrrAACTC A^ 

TGTAATTCCGGTATCTCAAAATAATGTGATTACCCCGGAATTACCITTTT 

TCAATGGTCTCTAAAATGCCATAACCTTATAAGGGCCGGTTGATTACGCT 

TTCATATAGTTGGCCCCCTGCCAGTCTATAAAAAAGT 

>Sequence 416 

TGGTGATCGAGACCTCACCGCGGTGGCGGCCGAGGTACGCGGGGCTGCGG 

AGGACCGTGGGCAGCCAGGGTCGGTGAAGGATCCCAAAATGGCTGGGCGA 

AAACTTGCTCTAAAAACCATTGACTGGGTAGCTTTTGCAGAGATCATACC 

CCAGAACCAAAAGGCCATTGCTAGTTCCCTGAAATCCTGGAATGAGACCC 

TCACCTCCAGGTTGGCTGCTTTACCTGAGAATCCACCAGCTATCGACTGG 

GCTTACTACAAGGCCAATGTGGCCAAGGCTGGCTTGGTGGATGACTTTGA 

GAAGAAGTTTAATGCGCTGAAGGTTCCCGTGCCAGAGGATAAATATACTG 

CCCAGGTGGATGCCGAAGAAAAAGAAGATGTGAAATCTTGTGCTGAGTGG 

GTGTCTCTCTCAAAGGCCAGGATTGTAGAATATGAGAAAGAGATGGAGAA 

GATGAAGAACTTAATTCCATTTGATCAGATGACCATTGAGGACTTGAATG 

AAGCCTTTCCAGAAACCAAATTAGACAGAAAAAGTATTCCTATTGGCCTT 

ACCAACCATTGAGAATTATAAATTGAGTCCAGAAGAGCTTGGCCTTGTAT 

ACACATCTGACTTAAAATATATTTTCAAAAAGAAAAAAAAAAAAAGTCCT 

GCCGGCGCC 

>Sequence417 

TGAANTTGATGCTCTCCGTCTGCGCGGCG GCGG ACCTl Ti l I'm i 1 I I f 

rin ' iU ' riUl T l ' TG AGAGGGAGTTTTGCTCTTTTTGCCCGGGCTGGAGTGC 

AATGGCACGATCTCGGGTCACTGCCACCTCTGCCTCCTGGGTTCAAGTGA 

TTCTCCTGCCTTAGCCTCTTGGGTAGCTGGGATTACAGGCGCCCACCACC 

ATGCCTGCCeAATTTTGTATTTTTAGTAGAGATGTGGTTTCACCATGTTG 

GTCAGACTGGTCTCGAACTCCTGACCTCAAGTGATCCACCCGCCTTGGCC 

TCCCAAAGTGTTGGGATTACAGGTGTAAGCCACCGTGCCCGGCCATCAGT 

TGTATTTCTATATAGTAGCCATGAACAATC AAAA TGAGATTAAGAAAATG 

CCCTTITTAATTGCTTTTAAAAGAATAAAATTTTAATGATTAA^ 

CCAAGAAGGGCCAAACCCTTTCCCTTGAATATTACAA ACTCi 'll'riGA^ 

GAATTCAAGGAAGTTGAAAGCCCCITCCTGTTTTCGGGTTTTGAAAATAT 

11 r i l l i A GGGGGGGCTCITCCCAA AAAATTTTCTAAGGTGG GGGG CCTT 

TCTAAAACA rrrillTl 1111 1111 A AAAAAAAAAGTTTAirr r 

AGGGGGGGGGCCAAATCTTAAAATTTTAAAAAACCCCTCTTCTTTTC 

>Sequence418 

GCTGTGATGCAATCCNACTCACCGGGTGGCGGCCGAGGTACGCGGGATTT 

TGAATGAATTCTCAACAAAATGTGCTAGCCACTGGGGACGCAAAACAAGT 

AAGATCCCTGTTGCAAGAAATTCATTTTATAGTGAGGGAGGTTGGCATGG 

AGACTAAAATTCTCAGGAAAATGAGATCCGTGTTAGATAGAATCCTGATG 

TGAAATGGGAGGACTCAGGAAGGAGGATCGTCTTTACXrrGAGGATTTCTA 

GCCAGAGGTCCCAGAKK:CTGGGCTGAGAAC€X:AGCXiATAAGGGGGCGTT 

CCCAAAGCAGACACAGGGATAAGAACAGAGGAGGCAGCAGCATTGCACAG 

CCCCAGGCACAGTGGCAGTTAGGATGGCTGGAGAGTAGGATAGTrCTATG 

GGTTGOOCAAAAAATGTGATGTXKrrrcATOTIT^ 

TGGTAGAGACCATAGACATGATATA Q^ CrrAACTT<KXX;ATT TTTC 

AGGAAACCATGCTTATGACrTACCTTAAAGTTTITroTT^ 

GAAACCATGTGCTTCATGAAACCTACAGTTGACAAGGGAATGTACCTTGC 

CCGGC 

>Sequence 419 

AGGTACAGTATATTGACCTTAAAAATCAGTAAAGCAGTCATGGAAATAAC 
AGGTCGTGTATTATTCATGGGCACAAACTGACTCATGGCTGGGGAAGAAG 
CAGCCACCTTAGACCAGATGGACAAGCCAGATACTGCAGAGAAGTrrCTG 
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GGCTTTTNGGGAGACTCTAGATTCAATTCTGTAAAGTTATGATGCAGTTT 

TCTCCTTCCTCTCCTCTCACCTCCTCTGAGCACAGCTTTCAACAAAAACT 

TTGCATACCCCGCGTACCTGCCCGGGCGGCCGCTCGAGGTACTTCTCTGA 

GCATTGGCCTCTGGCTGGGATTATGCTTCAACAGTCTTGAAATGAGGTCC 

CTGGCTCCCTCTGTTACAAAGTCAGGGAATGTGAATTCAACCCGTGATAT 

TC 1 11 1 GTAGGTCTCTTGGTATGTGTTTGCCTCAAAAGGAGGCTTCCCAA 

CTAAAAATTCATAGCAAAGAACTCCAAGGCTCCAGAGATCCACCTTCTCA 

TCATGCATGCGACCTTCAATCATTTCAGGGGGCAGGTAGTCCAGGGTGCC 

ACAGAGAGTGGTCCTGCTGGAAGAGGAGCATGTACCT 

>Sequence 420 

NCCCGATGCGNCTTACTTGAGGCGCCCGAGGTACGCGGTGGTCGGCGCCA 
TTTTGTCTCGGCAGCGGTGGCCGTAGCTCCATCGCATTTTATGTTTCTGG 
CGAGAAGGGAACGGAGTTTTCATCAGGTAGATTGGTTTTTGT 
>Sequence421 

GAGGGGATCATCCGACCGGGGGGGGCCGCCGCCTGCCCTGAAAGACCTCC 

TGCTGGAAGACCTCCAGGATGGAGAAGTGAGGCTGGGTGGCTCCCTGCGA 

GGGGCATTCAGCAACAATGAGAGAATTAAAAACTTCTTCAGAGTCAGTTT 

CAAAAATGGATCCCAAAGTCAGACCCACTCGCTACAAGCCAATGACACTT 

TCAACAAACAGCAGTGGCrrAACTGTATTCGTCAAGCCAAAGAAACAGTT 

TTGTGTGCTGCCGGGCAAGCTGGGGTGCTTGACTCCGAGGGATCGTTCCT 

AAATCCCACCACCGGGAGCAGAGAGCTACAGGGAGAAACAAAACTTGAGC 

AGATGGACCAATCGGACAGTGAGTCAGACTGTAGTATGGACACGAGTGAG 

GTCAGCCTCGACTGTGAGCGCATGGAACAGACAGACTCTTTCTGTGGAAA 

CAGCAGGCACGGTGAAAGTAACGTCTGACAGAAGCATGTGCACTTCGGGA 

AGCAGGCCTGCATCTTACCTGTACCTTGCCG 

>Sequence 422 

GGGCTATGTGCANTN J l rrriGAANNCCNANCTTACCGCGGTGGCGGCCG 

CCCGGGCAGGTACGCGGGAACTGGGGAATTCTGGCCCTACGTGCATTCAC 

AGGCAATGATGGGTTTGTGTGTATGGTGTCATGAGATCCTCTACCTCATA 

ACAAAAGGACAGTGGGTAGACTAAGGCAGTAGCTCAAAGGGCTTTGCAAA 

ATTTAATATATTAAAACAAGAGGCATCTGCTAGAAAACATTCTATTGTAT 

ACATACTGAAAACCCTATAAGGTCCTGGATAATTTTTGTTTGATTATTCA 

TTGAAGAAACATTTATTTTCCAA 

>Sequence 423 

TTTGGANTNGCCACTCCACCGCGGTGGCGGCCGAG 

GTACGCGGGAGAAGGAGATTACCTCAACATAAGAACCGTATGTGAAAAGC 

CCACAGCTAACATCATACTCAATGGTGAAAGACTGAAAGCTTrrCCCCTA 

AGCTCATGAAGAAGACAAGGAGGCTTGGTTTTGTGGCTTCTATTTAACAT 

GNGTAATGGAAGTTCTAGCCAAAGGAAGTAAGCAAAAAAAAAAATCGAAA 

TTAGACAGGGGGAAGTAAAATTATCTTTTTGCAGATGATATGACTTATAT 

GTATTATAGAAAACCCTGGGCCAGGTGCAATGGCTCTTGGCTGTAATCCT 

AGCACTNTGGGAGGCCGAGGTGGGTAGATTGCCTGAGCTCAGAAGTTTGA 

GACCAGCCTGGGCAACACGGTGAAACCCCGCCTCTACTAAAATACCAAAA 

AAAAAAAAAAAAAATTAGCCGGGCGTGGCGCATGCTAAGGCAGGAGAATT 

GCGTGAATCTGGGAGGTGGAGGTTGCAATGAGCTTGAAACTTGCCACTGC 

ACTCCAGCCCTGGGGGACAGAGCAAGACTCTGTCTCCAAAAAAAAAAAAC 

GGAGAGAGAACCXTCAAGATTACGCACACACACACAGAGCCCCTGCTTGA 

ATAATAAATGAGGTCAGCCAAGAAGTTCXTGGCATATACAATCAACAGGCA 

AAAATCCCnTGTTTCTTAGCCCTGCCATTAAAATm 

GGATACCGGTTCATTTTTATTGCATTCAAAAAAAAAAAAAAAAAAAAAAA 

GAACTTG<XCGGC 

>Sequeiice 424 

TGAATGATGANGTCNCTTCCGCGGTGGCGGCCGAGGTACTGCCGTAGCCG 
CTCCTCCCGCAGCTGTGCCGCCTCCTTGTCCTCCTCCTCATTGTCACT 
CAAACAGGTCAATGTCATCATCCTCGTCATCCTCTGCTGGTGTGGCTGGC 
TTCCAAGCTGGTGCCCGTGGGCTACGGTATCCGGAAGCTACAGATTCAGT 
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GTGTGGTGGAGGACGACAAGGTGGGGACAGACTTGCTGGAGGAGGAGATC 

ACCAAGTTTGAGGAGCACGTGCAGAGTGTCGATATCGCAGCTTTCAACAA 

GATCTGAAGCCTGAGTGTGGGTACCTGCCCG 

>Sequence 425 

TGGATGATGAAGTCCTCACCGCGGTGGCGGCCGAGGTACTAAGTGGTTTA 

AGGATGGAAAAGAGCTAACAAGTGACAACAAATACAAAATAAGCTTCTTC 

AACAAAGTATCCGGCCTTAAGATCATCAATGTAGCGCCGAGTGACAGTGG 

GGTATACAGTTTTGAGGTGCAGAACCCTGTTGGCAA AGAC AGCTGCACAG 

CTTCATTGCAGGTTTCAGGTTGGTTGATTTCTTGGGCTTTTCCTTCATCA 

TTATAATAATGTAGTTCCTGATTTTCATAAATGTATATGGGTTGTTACAT 

CTTCTATAGGATAACATGAGTCCGACATCTTCTGAATCAGCAAATTCAGA 

GGCAATACCATCTCAAGAAGCCACCATTGAGACCACAGCCATTAGCTCAT 

CCATGGTCATCAAGAACTGCCAGAGGAGCCATCAAGGCGTCTATTCTCTT 

AAAATGAGAGGCAGGACTGGCTAGGGTGATGCCTAAAGATGATTCCCAGG 

CTTGACATGCTGGTATTCTTACATATCTATTCGTGGCTGTATAATCTGTG 

CGATGAAAATTCCAAAACCGAGACAGGAATTCGCACTTGTTAAAGTGGAA 

GCTCCAAGCCTGAGATCCAATTGG 

>Sequence 426 

GAATGCTGAAGCCCTCTCCGCGGTGGCCGGCCGCCCGGGCAGGTACTGAA 

TGTGGGAAAGCCTTTTGCCAGAAACCACACCTGACCAACCATCAGCGAAC 

ACATACAGGAGAAAAACCCTATGAATGTAAGCAATGTGGAAAAACATTCT 

GTGTGAAGTCAAACCTCACTGAACATCAGAGAACACACACAGGGGAGAAG 

CCCTATGAATGTAATGCATGTGGGAAATCCTTCTGCCACAGATCAGCCCT 

CACTGTGCATCAGAGAAGACACACAGGGGAGAAACCTTTTGGATGTAATG 

AATGTGGGAAAACCTTCCGTCAGAAGTCGGCCCTAATTGTTCACCAGAGA 

ACTCATATAAGACAGAAACCCTATGGATGTAATCAATGTGGAAAATCATT 

CTGTGTGAAGTCAAAACTCATTGCACATCATAGAACACACACAGGGGAGA 

AACCCTATGAATGTAATGGTTGTGGAAAATCATTCTATGTTAAGTCAAAA 

CTAACTGTACCT 

>Sequence 427 

GAAATGATTANTGCCTGACCGCGGTGGCGGCCGAGGTACCTTACTTAGCA 

GAGCACTITGCAAACATATTACTTATTAGCAGAGCTCTTTGTAGACCTTC 

CACATCTGGCTGTCAGATCTTAAOGTTGTGAATTTAGGCTCCAGTTATAT 

TCACTGGAGAGCATAATCCCACACGGGTrATTTATAAA TACAG AGCCTCT 

GATTGGACGGTCTCCTGCCAAGAACTAGTAATACCCTTGTTTTAAAATCT 

TCACAAGGTAAAACnTAAAAAGCCAACCAAACAj^ATTGCT CTCCATT CTA 

CTTTTAATTGGGCCAAACAGCATATGCTACAGTAGTAACATGrnTTCGG 

AGAGTGTAAAAAACTCTGTTTACATTTGCCTCCTCCGTGGGTTGATCGAA 

AATGTATAAAACTGACTGCTTCTCGCCAGCCTCAGACAAGAAGAGTGAGC 

TGCTGGT 

>Sequence 428 

TCTACACGCGAACTTTGCACCTCTCTACATATCGTATGTAGTATGACTTC 

TAATTTACITCATATCTGACTCrACCTCTATCATACAACTATTCGTCTAA 

TAAGTTTGTATACGATTATTAGGTGTGAGAGCATCATCATCATTACCACA 

TACAANTAAGGGGNNNNGAGTTGATTTGATGCNCCCITCGCGGAGGCGi^ 

CGAGGTACAATTCATCTAACITGCGGAAAGCACriTTCAGGCCAAATGCAG 

AAACGTCCCACATGCCCACCAGGAGCAAGCTTCAAAATGTTCACTTGGGG 

CATTAGGCAGAGTAATTCCAGGGATGTTTCTGAAGGCCTTOATGATAC^ 

TTATCCTCATTATAGATGATgCACGGGCOC^ 

GTTTCTCATTTT<KXnTn3ACAGCTCTCAT^^ 

TirroATATCATTCCAGGCTTTAAGGCTIXnTAAGGAGC^^ 

CTTGGTCTTATTGTAGCCnTCAACrTTATCTTCAACT 

CAGGAACTTCCTCAATACGATGACCTTTAGACATG ACCAGT GCTGGTAGG 
GCTGAGGCAGCCAGGGCAGAACAGATGGCGTATCCrnTTGGGTTCCCGC 
GTACCTGCCAG 
>Sequence 429 
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TGGGGCGTTGTTCCTAACCGCGTGGCGGCCGAGGTACi I 1 l l l l l 1 1 1 1 1 
Tri ri ' l lTG TGATCTCAACTGCTTTTAGCAAGT TGTGA ATA TACTTGGGC 
TTTCTGTCTTTCCCCAAAAGCAATTTGGGATTATTTTCCTCC J 1111' 
CTGCATTTCATCATAAATACTGTCATATTCATACACAGTAGCATCTTCTG 
CAAGGGCCTTCTGGATTTCCAGTTTGGTCTGTTTCATGGCCTGCnT^ 
GCAGCTTCCCTCTGAAGGCTTTCACTCACAGAGGTCTCATCATCATCATC 
AGAATCATTCCCAAACACTGATGGTTTTTGCAAAACAGGGTGCAACTGCT 
GTG I TI ICl I I GGCAAAATAAGCCCATACTACCTGCCCG 
>Sequence 430 

TTTTCCGTTGTTCCTCATCCGCGTGGCGGCCGAGGTACAGACAAAACTAC 

AGACnTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGT 

ATTTGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTC 

AAACTGCTCAAAGTGACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTG 

TCAATGGAGATGGCCTCTGCTGACCCAGATGAAGACCCAAGGCATAAGGT 

TGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTCAAACCCTGCATT 

TGAACCGACCAACATTAAGTCCAGAGAGTAAAC1TGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAA 

ATGGACGGGGCATGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCG 

ATGGCATGACAGAGCTAGAGCTCGGGCCCAGCCCCAGGCTGCAGCCCATT 

CGCAGGCACCCGAAAGAACTTCCCCAGTATGGTGGTCCTGGAAAGGACAT 

TTTTGAAGATCAACTATATCrrCCTGTGCATTCCGATGGAATTTCAGTTC 

ATCAGATGTTCACCATGGCACCGCAGAACACCGAAGTAATTCCAGCATAA 

GCGGGAAGATN 
>Sequence 43 1 

GAAAGTTTTCGTATCGGGGGCGGCGAGACCAAACAACAGCCCTCCAACAA 

TGATGACCAGTGGAAAAACAATGGAGTCACCAAAACCTGGGACAGGCTCA 

TGCTCCAGGACAATTGCTGTGGCGTAAATGGTCCATCAGACTGGCAAAAA 

TACACATCTGCCTTCCGGACTGAGAATAATGATGCTGACTATCCCTGGCC 

TCGTCAATGCTGTGTTATGAACAATCTTCGAGCGGCCGCCCGGGCAGGAC 

GCGGGAGTTCAAGAAGCTGGTGGTCAAGGAGGAGGAGGTGGAGGTGGCAG 

TGGAGGAATTGCAGAAGCTGGAAGTGGTCATATGAACTACATTCAAGTAA 

CACCTCAGGAAAAAAAAGCTATAGAAAGGTTAAAGGCATTAGGATTTCCT 

GAAGGACTTGTGATACAAGCGTATTTTGCTTGTGAGAAGAATGAGAATTT 

GGCTGCCAATTTTCTTCTACAGCAGAACTTTGATGAAGATTGAAAGGGAC 

TTTTTTATATCTCACACrrCACACCAGTGCATTACACTAACTTGTTCACT 

GGATTGTCTGGGATGACTTGGGCTCATATCCACAATACTTGGTAAAGGTA 

GTAAATTGTTGGGGGTGGGGAGGGGGGGAACTTGAT 

>Sequence 432 

GGGCGTGTTTCGATTACCGCGGTGGCGGCCGAGGTACCACTGCTTCCCGG 

GACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTG 

CTTACTGC^TTCCC^GCATTTCTTTTCTCTT^^ 

GGCTAATGGTTTCCCCTGGCATTTGACTTCGTGATGTGTAACTGATTC^ 
TTCCTGAAGGGGOAAACGCATTCCAGAGCATTTGTTCGGGCTCATGTAGG 
AATAGATCTTTGACTGCCCGGTAAATCCCGCGTACCTGCCCG 
>Sequence 433 

GGGATGTGTTTGAATOTXjCNAGCTTCACCGGGNGGCGGCCXKXCG^^ 

GTACAAATCTACCTCCCCACCAAATGTCCTTAGAGGGCCAAAGATGGCCT 

TTGTTTCTTCATGATAACATCGCClTltril'lUlU^lUll-roAGACACGGT 

TTCATrcrrGTCACCCAGGCT<K3AGTGCAGTTGTGCATTC^ 

CAGCTTGAACCCX:CAS^CTCAGGTGATCCTCTCACCTCAG<XT^^ 

AGCTGGGACrACAGGGGCACACCATCAAGCCCCGGGTAATTTTTGAAATT 

TTTATAGAGACAGGATTTTACCATGTTTCCCAGGCTGGTCTTGAATTCCT 

GGGCTCTAGTGATTCCTCTGCCnTGGC CTCCCA AAGTGCTG GGAT TACAG 

GCATGAGCCACCACACCCCACCTGTCTATTTTACAATTTTCCTTTGAGCT 

CTTTTTTCCAGCAGTCATGAAGCTGGCAAATGGCAGAACTGGAGCTAGAA 

ACTGCTGACTCCCriTATCTTTTCCATAGCACCCCAAGCCTAAAACCAGA 
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CTGGCACAAATGGTACCT 

>Sequencc 434 

TGGCTATAGAGACrTCCTCGCGGTGGCGGCCGAGGTACTTTTCTAAAAGC 

TCATCCACTCTATCATTTAGATATCCAATTTTCAGAATGTGCTCAACATT 

GGCCACTCCATCTGCCATTCTTAAGTCTCCTTGGGAGTCTCCCAGAAGAA 

TTATGTTACTATTGTCTTTTAGTTGATTGAAATATTCTGTATTCCTCAAG 

GCACCATCATGTTTGTTAAATACATGAATTAGTTCTCCTTTAAATCCTTT 

GAGCACCCCCTATGAAAAATATAAATCTTTTGAACAGGCTTTAAAAATTC 

TATTTGTTGGATTTTCATATTTTGGAGCTCriTAATTGATGTCACTATTAT 

TTCATCATATTTGTAAATACATCTTTGATACTAGAGATCTCAAAGCAC^ 

AAGTCCATCACATTCACCATAGCTAAGAAGGGCTCGGAGAAGTAAATGAT 

TTTTTAGATACTATTTTAAATGGTAAAACAAAAGCCGGGCGCAGGGGCTC 

ACACCTGGTATCCCAGCACTTTGGGAGGCCAAAGAGGACAGATCACTCAG 

GGTCAGAGTTCGAGACCAGACTGGCCATATGGTGCCAACCCCCCTCACTA 

AAATAAAAAATTAGCCACGTTTGTGGCACGCACTGTAAT 

^Scc^ucncc 43 S 

GGGATGATGTGACCCTGTCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGG 

GGTTGCTCAAACCGAGTTCTGGAGAACGCCATCAGCTCGCTGCTTAAAAT 

TAAACCACAGGTTCCATTATGGGTCGACTTGATGGGAAAGTCATCATCCT 

GA 

>Sequence 436 

TGGGGGGTTGTCACCACCGCGGGGCGGCCGAGGTACGCGGGGGAACACCA 

CCCAGTGTGGAGCAGCCCAGCCAAGCACTGTCAGGAATCCTGGGGAGGCA 

GCTACCAACTGACTGCAGATCTGGAATAATAAGTGAGGGGTAGATCTGCC 

CATAGAGCTCACTTTAGACCGGCCTATACTCCTACAAAGAATTGTGGTAG 

GATCTTTTACTCATCCTTGCCACAATAGAATGGCCAATGCCCTTCTAAGA 

TGTTTGGTGAAAGTCTTGGAAGCACCATTTTCCCCCATCACCCCTGGGAA 

GAAATGAAGTCCCTAAGGCAACCACCAGGGCTAATGGAGGCTGA AATTTC 

AACAAAACCCTATTGGGGGGGAAAAACCCAAAAGGGCGGGCATATTTTTT 

TTTCCCCAAAAGGGAGCACAAACCCAATTAAATCTTTAAAACGGAGTGGG 

GGGGGCAAAATTTATGGCCCAATGGCACAACCTGGGAAAAAAAATCCTAA 

GGGCCCGGGTTATATTCCCTATAACCCGTAATAACTCCAACCACCCGGTT 

AATTTTTAGAAACCTTAAAAAAGACACATTTTTTGGGGAAAAGCAGGGGG 

AAC CI 1 i 1 i i IC AAACCTAATCCCACCTTTGGCTTCCCTGGGCACAACAA 

TTATTGGTAAGGGGCCTTTGCAAAAATAAAGGGGAAGGACCCTCCCCGGC 

GGGCCCTA 

>Sequencc 437 ' 

GTTATACTAGTTATTTTATATTACTCGTAATATGCTTCGTATTCGTTT^ 

TTATCTTAGTTGTGTACGTTATACTCATGTATCAGTTTGTAATTTACTAA 

AATTGTATCTATCATATAGTTACTATTT^mWTATCTTGCTGT^GTCGGT 

TGGCGGCCGATGTACCITTTTAGAAGAGAAAAGAATCTTGAATTGTATAT 

ATTTATTTTGCTTTACAGAAAAAAATGGTTTCGTAAATAATTTGCCT 

TTGGTTAACATAGCACATGGAGATAATCATCTGAAAGTTATAGGGCACTG 

CCACTGCTGAATCAGAGCATGCCCAATATTTGAGGTGGCTCTGATTTCCT 

GGCAGCTGAACTCGGGTAGTCCAGTGGCCTAGCTGGTCCTGCCCG 

>Sequence 438 

ATTTTCTAGTCTATAATCTTTCTGTTATATTTATATGTATT^ 

ATGTAGTATGTATCTATATATTAATTGTTTAATAGTATGTGATTACTCTA 

TTrAGTCTATTAm<tATTTTGTTCGAGTGTCIXKX:GCO^ 

CGGGGAGGTGCCGCTGTTGCTGCTCGTGTTGAATCTAGAACCGTAGCCAG 

ACATGGGACTGGAGGACGAGCAAAAGATGCTTACCGAATCCGGAGATCCT 

GAGGAGGAGGAAGAGGAAGAGGAGGAATTAGTGGATCCCCTAACAACAGT 

GAGAGAGCAATGCGAGCAGTTGGAGAAATGTGTAAAGGCCCGGGAGCGGC 

TAGAGCTCTGTGATGAGCGTGTATCCTCTCGATCACATACAGAAGAGGAT 

TGCACGGAGGAGCTCTITGACTrCTTGCATGCGAGGGACCATTGCGTGGC 

CCACAAACTCTTTAACAACTTGAAATAAATGTGTGGACTTAATTCACCCC 
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AGTCTTCATCATTTGGGCATCAGAATATTTCXrTTATGGTTTTGGATGTAC 
CTG 

>Sequeiice 439 

CTATGTACTACTCATCTCTANTCTGTATTGGA CTACG TACTCGTGTTCAT 

AAATCTAATCCATCTTCTCTCTGTTAGTACGTACTTTGATTCCTA 

GTAGTCATTTCATGTTTATATTTTATATCATATCGTATCNTATCNCANCT 

TGTTTGTTGCAGTCCATCTGGTGGCGGCCGAGGTACTCTGTGATTTCACC 

TAGATTTGGAGAAGGTGAGGGAGGAAAGGCTCTCCTCTTTGATCCCATAC 

CATGCAGGGGCAAATGGCTGCCAGCATAACAAAATAAGAAGGAAAGAAAG 

AAAAGTGGGCCAGGCGCAGTGGCTCACTCCTGTAATCCTAGCACTTTGGG 

AGGCCGAGGTGGGCAGATTACTTGAGGTCAGGAGTTCAAAACCAACCTGG 

CCATCATGGTGAAACCCCGCCCCACCAAAAATACAAAAAATTAGTGGGGC 

GTGGTGGTGTATGCCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGGAG 

AATCGCTTGAACCCAAGAGGCAGAGGGTGCAGTGAGCCGAGATCGTGCCA 

CTGCACTCCAACCTGTGCGACAGAGCAAGACTCTGGGAAAAAAAAATAAA 

CATAAAAAAAGGAAGGAAGGAAGGGGAAAGAAAAGTGGCCTCACAATGAT 

TTGCAACAACCTATTACAAAAAAGAAATGAAAGATGGAAAGTCAAAGAAA 

GAAAGG 
>Sequence 440 

TGGTGTATGTGCCTGACCCGGGGCGGCCGAGGTACGCGGGATGTC TAAA T 

ATCTTGTAAAAAGTGTTAAAATAAACAAACCCAGTCAATTAAAAATTTTG 

ACTGTTATTGAGAAAACTCCAATGAGGGAAATAATAAGATCTATAAAGGT 

CTTAAGAAAAATATAATTTGAAAAAAACATGTGGCTGAGTGTGGTGGCTC 

ACGCCTATAATCCCAGCACTTTGGGTGGCCTAGGTGGGCAGATTGCTCGA 

GTCCAGGAGTTTAAGACCAGCCTGGGCAACATGGCAAAACCCTGTCTCTA 

CAAAAAATTAGCCAGGTGTGGTGGGACACGCCTGTAGTCCCAGCTACTCA 

GGAGGCTGAGGCAGGAGGATAGGTTGAGCCTGGAAGATCGAGGCTGCAGT 

AAGCTGTGATCACACCACTGCACTTTAGACTGGGCAAAATAATTGTTTAA 

TGATAAATGAGGTTCCTGCCCG 
^Sccjucncc 441 

CGGATGTGANNATTGATATAGCGACTCCACCGCGGNGGCGGCCGAGGTAC 

ATTGTAGCTTTGAACTCAGTGTTTAAAAATTCAATCTGGTTACACACTCT 

ATCTTCTAGATCCCTTGAGACACTGTCTTCCTTGAATAAGGGCCAGGTGA 

AATGGCATTTCAGCrGTGGAAGGATTTTCTCCAGGGAATTCrrGGTC 

TCACTCATGACTGCCCrCTGTGTCTCTGCTGTTCCGAAAAGCTGGTGACC 

AGGCTGATTTGTTCTTCAGAAGTCrrCCTGTCTGCCCCCGCGTACTG rrC 

CTGCAGGTTAAGGCAGGACTGGAACrCCTCCACAGCTTGCACATAGTTTT 

CAGATTCAACACTAACTTCTCCGAGTTTAAGATGTGCCTGGGCAGCATAA 

AGCTGTGCTTCrrrTGTTTCTTGCCTTTTAAAAATGATCTI^ 

CAGCATATCCCAGGCAAGCTCTAGGTTCCCAATCTCCTCCTCCrCATTTT 

CTTGAAGAGACrrOTTTTCAAGGACTGAATCATTTGGCATTTCTTC^ 

TTATCATITTCTTTATCATCCTCTTCCGAGCCTTCAG^ 

TTTCATCrGGTCTTCTCICTCTTOGGGCTCTTCATTAGCAGCT 

CITTGGCTTCAGGTGATTTCTCAGTAGCTCXXrrGGGCTAC^ 

ACCCCATCTOCAGCroCCTCAAACTCTTT^ 

CTGACTGGGAACCAGCTTTGCCCTGACTTCTNCTTTAGAT^ 

>Sequence 442 

CGGCCATCXXK::ATCATATCTGCTGTGATCCAAAGNTITrC^ 
ACTATGAGTCACGTGTTTGTATCGGCTThn'CGChnvrCNAAAANAN^ 

tgtgaagttcgtatccactxk:accgggggcggccgcccgggcacgtactt 

ttgctgctgaggaatggaatcaaaagaacgtagtctcctggtaaccacct 

cagatctctattattaggctagatgtggggcgggtgactccx:ccagcttc 

ttgctctcgaccctgcactgtaagttgcccttctattagcagccaaggaa 

aagggaaacatgagcttatccagaacggtggcagagtctccttggcaatc 

aaccaacgttgctatgaaatatgcctcacactgtatagctcattatagga 

cgtcaggtttgttgaaaaaagtgggcaagacatgattaatgaatcagaat 
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CCTGTTTCATTGGTGACTTGGATAAAGACl 1 I I lAATTTTAAAAAAAAAT 

ATTCATGGAATAGGGTCCT 

^Sc(|ijcnc6 443 

TGCTGATAGNGTCCTCACCGCGGGGCGGCCGAGGTACATGAGAGACACTT 

TAAGCAGGCTCACAGGAATAGAGTGAGTGC GGACn rAGATTGTTTAAGCT 

ATCTCTGAACCCATTCCTACTGCGTTTAACTATTTTArrGGTTTCTA^ 

ACTACCACAGACACGGATACCTCACAGGTTCCATTATTACTCACAGCGTT 

GTGGTCCGGGTTCATCGCCATCCTGCTCCACGCTGTCATAATCCTCACGC 

ATCCGCGCTCGGGACCCCTCTTCTATAAGGGACATACACGAGATCACCGA 

AAACTCCTCCTTTCTCCCATTGTTCCTATGAGGTGGGTGGGGACTCCAAA 

ACCCGTAGCTCCTGCCCTAC 
^Sccfucncc 444 

TCGTTCTCATACTATTATAATTGTATTCTACTATCTTACATTATCGTATC 
GTCTTAATGATTCTAGTATCTATTGTTCTGAATATTTATTATCATAAACT 
AATATCNNANNNNNTTGTTTGTTTATTCTGATCGGACTCCACCGCGGTGG 
CGGCCGAGGTACCCAGCCCCACCCAGGCAAACAGCTCCGACATGTTTCGT 

AAGTGAGACAAGCCAGTGCAAG rn i ri 1 1 1 1 I CCTTTGTTTTTGGGCTT 

ACCTTCTTGCTTAATGGAATTGTTATGGCTAAGCACATAGAAGGCCAAAA 

AAGGAGTTTTTCAAACCCAGCAAATCAAGTGCrrGGATTCTGAAC^ 

AAAGAAAACTGCACTTCCCCTXrrTAAGTAAAACGAAATGAGTTTCTTAGG 

TAAATGTATTCATCAGCCCAGATAAAAAAAAAACCAGTTATGTGAGCGTT 

AGTCACTGCTCATTTCCAGGAAGATCAAACAAAATACCAGCCCAGCCAGA 

CTCACATGTGTGTATATATATATAAAGCAAAGAGCCCCGCCCACAAGCCA 

GCAGCTGGGTGAAATATCAGCTGTCCACGCCGTGGTATTCCAATTCGGGG 

AAATTACCTCCTTGGAAAAACTGGAAAAATTATTTGTTGAAAAAAAACTT 

ATTTGATAAAAGTGTTTT 
^Scc^ucncc 443 

TGACGATNAGATCGGAGTCCTCACCGCGGTGGCGGCCGCCCGGGCAGGTA 

CTTTACTAAAATGACTGCATTCTTTGGATTCCTTCAGTCTATGGTTCAAG 

TCACTAAAGATTCATTTTTGTTGAGTCCTTATGAGAAACAGCAGTATGAA 

TCTTGACGGTTTCTGCCCGTCCTAATGGCAGAGCTCTCTGACTTGGGTGT 

ATGCTACCAGGCTGGGTTCAAGTGAGAAGTTCTGGTCAGTCTTCTGTGGG 

TTGAAGGTTCAATATCAATTCTGTTTCAAAGCCTTTGTGATGCTATTTGA 

ATCTTTGCTCGGTATATGCCACCCAGTGGTCAGTCTGGGACCTAGGTGGT 

GAGCTATCCCATAGTTCATTCTCAACGTCTTTACTGCACTGTTTAGGGTC 

AGATACACATATATATACAACTITGGGTGAGCTCAGGAGTT TATAA GCTT 

TATGGGCTTGGTGTTTTGATTTATAAACAG GAGTT TATAGAACTTTATGG 

GTTTGCTTCCTTTTTCTGCCAGTTCCCITGTATTTTCCAGCCCT^ 

TCCITTTTGGGTCTGTGTTCCAAAGCTGGTTCTrAGTTACCCTAC^ 

GACCAGTTTCACAGTGTG 
>Sequence 446 

TGATGATGATTCCCTNATCCGGTGGCGGCCGAGGTACGCGGGGAGACACA 

ACTTCCTGGGCnTAGATATTTCAGAATATCACAACTAAACTCT TAAAA AT 

TTCTGAAGGCTGGACACCGTGGCTCACACCTATAATCCCAGCACTTTGGG 

AGGCTGAGGCAGGCAGATTGACTGAGCTCAGGAGTTCAAAACCAGCCTGG 

GCAACATGGCGTAACCTCGTCTCrACAAAAAATGCAAACATTTGCTGGGC 

TTGGTGATGTGTGCCTGCAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAG 

AATCGCTAGAACXX:ATGAGGTGTAGGCTGCAGTGAG TCAT GrnrGCACCA 

CrGCAGT€€AGCCTGGGTGACAGTGTGTATTAGTrroTrTrCATGCTGCT 

GATAAAGACATACCTGAAACTGGGAACAGAAAGAGGTCTAATTGGACTTA 

CAGTTCCACATGACTGGGGAGGCCTCAAAATCACGGTGAGAGGTGAAAGG 

CACriTrTACATTGGCAACAAGAGAAAAATGAGGAATAAGCAAAAGCAGA 

AACCCCTGATAAGCCCATCAGAATCTATGAGACTTATrCACTATCACAGA 

ATAGCC 

>Sequence 447 

ATTATACTTACCTCrrAGATITATTTATCTCAAGAATATATCGATTTCAT 
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CTTITATACTTANTTGTACATATTTTTTAATTATATATTC^^ 

TATACAAACNATCTAATGCGTTGTATCTTCTCCGGTGGCGGACGAGGTAC 

GTTTTGTGACAGGCAATAAAATTTTAAGAATTCTTAAGTCTAAGGGACTT 

GCTCCTGATCTTCCTGAAGATCTCTACCATTTAATTAAGAAAGCAGTTGC 

TGGTCGAAAGCATCTTGAGAGGAACAGAAAGGATAAGGATGCTAAATTCC 

GTCTGATTCTAATAGAGAGCCGGGTTCACCGTTTGGCTCGATATTATAAG 

ACCAAGCGAGTCCTCCCTCCCAATTGGAAATATGAATCATCTACAGCCTC 

TGCCCTGGTCGCATAAATTTGTC 

>Sequence 448 

TGGGGATGTGCCTCTCTGTGGGCGGTGGCGGCCGAGGTACTTTTTTTTTT 

i rri 1 1 r TTGTTAGTGTTTrCTGATGTCTTTTCTAA CAAATC TTTGCCTG 

CCCAAAAGTCTCAAAAACATTCTCACGTTTCrAGATT TTTAGC TTTAGCT 

TTTGTGTTTGGGACTATGATCCATATTTAGTGAATTTATTTTTGGGGGGG 

CAGAGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAATT 

TTTGTGAATTGCGGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTT 

CTACGATCCAACGCATGCCTGGAGTGGAGGACTAGATCATCAATTGAAAA 

TGCATGATTTGAACACTGATCAAGAAAATCTTGTTGGGACCCATGATGCC 

CCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCACTGG 

AAGTTGGGATCAGACAGTTAAACTGTGGGATCCCAGAACTCCTTGTAATG 

CTGGGACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGGA 

GACCGGCTGATTGTGGGAACAGCAAGCCCGATAGTGTTGGTGTGGGACTT 

ACGGAACATGTGTTACGTGCAACAGCGCACGGAGN 

>Sequence 449 

GANTTGTGCCTCTCGCGCGCGGGGCGGCCGGGTACAAAAAGCAGGGGCCC 

AGCCCCAGCTGTTGGCTACATGAGTATTTAGAGGAAGTAAGGTAGCAGGC 

AGTCCAGCCCTGATGTGGAGACACATGGGATTTTGGAAATCAGCTTCTGG 

AGGAATGCATGTCACAGGCGGGACTTTTTCAGAGAGTGGTGCAGCGCCAG 

ACATTTTGCACATAAGGCACCAAACAGCCCAGGACTGCCGAGACTCTGGC 

CGCCCGAAGGAGCCTGCTTTGGTACCTGCCCGGGCGGCCGTCGATCTCCT 

TGTGTTCAAGCAACTTCTTGCGGTAGTCCTGAAGCGCCTTATCTCTAGGG 

TCCGCCATGATGAGAACCCCGCGTACCTGCCCG 

>Sequence 450 

TGGGATTTCCCCCTCCGGGGGCGGCCGAGGTACTCCCTACGGCACTAGTC 

TACAGGGGGAAGGACGCTCTGTGCTGGCAGCGGTGGCTCACATGGCCTGT 

CTGCACTGTAACCACAGGCTGGGATGTAGCCAGGACTTGGTCTCCTTCCC 

GCGTCAAGAGATAGAAAGACCAGTCCTTGTGAAAGACAAGTCTGAATGCT 

CCACTTTTTCAATTCTCTCTCCATnrCTTCAGTAAGTCAACTTCAATC 

GATGGATGAAACCCAGACACATAGCAA 

>Sequence451 

TGGCACCGTGCGTCTCCGTGGTCGAGCGGCCGCCCGGCAGGACAAATGAG 
TTTAGAAATGTTGTATAAGGCTGATCTGGACCCAAACTAAAACAACGTTA 
ATCCTCTTCAAATCTAATTTAATATAGGGAATAAGATTATTGAAAAAAAA 

rnTiTi CCTG Ai ' rnci 1 1 1 ic cTGAAGG rrn 1 1 ig tagaaaccatgg 

TAAAAAGGGAAAAGAAACCTTTGACTGGCXjGGGGCAGGGGGAATACAAAA 

AAAAAATCCCTTGATTTTTAAAATATACnTGAATATCAAACTCAGA^ 

GTTATTTTTGTGAAAGAGGCAAAATTGGT CTTCA GCTGCI^^ 

tctgaaggttttactgaaattatggtccagttttaggagaaaaatt caca 

gaaaagtcagattgtagattttgagaaggaaactctgaggtggtgatttt 

ctccaaggtcatggttatgaagctcaatgagggcctgaattc^^ 

ACA-GA'TCCCAATTGAATGAGCGCCATTTTGCGATCTm 

AAAAGCCTTCACTGAACATCCAGCrrCTATGAAAAGGTTCriTCAG 

CCACTGTAACAGAAGGGGGAATGTTGGAAAGATCAGAGTGGCT 

^S6C{ucncc 452 

TGGTTATGGACCTCACCGCGTGGCGGCCGCTAATGTTAG AAGTTA A GTTG 
GAACCTATATTGTAGAGGAACAAAAGCCAATCAGTGT CCTTT TTGTCT^ 
TTTTACATAAACTTTTACTACAAAAATTAATATATGGATTTTGAATl^ 
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AGTCAAACCAAATTGTAAAACTGTTTCATTTGGTTCTATATTATGTATAC 
ATAATTTATCTATTATATATTTACATTAAAATATATGCATATATAATGGA 
TTTAATTTCCTTTTGGCACCCCCATATCTAGAAGTCTCTTCATAAATTAA 
TAAATAATCTAGGGCCAGCATTAT GTTTGC TAGACCTGGATTTGGCTCAA 

TACTTAAAGTTAAAAGTTTCTGTC l rn 1 I CTTGGACTTG AA ACTGCCTA 

GAGCGTCAGTCTCTCTGTTA l l 1 1 1 riCTATTTTCTTTTTCCCCCATCAG 

TCTTTTAGCCACTTGAAGCCAAAATTCTTAGTTTCTGTCCTAGTCGATAA 

GAGTAAAAGGGGAAGGAGGAAAAGGGTCCAGTGCCACTGGACAGTCACCT 

CTCTCTGGGAAGGACCCATTACAAGACAATGAGTCCCTCTACTTTTTTAT 

ATTTCTATTTACATAAAATCTTTA 

>Sequence 453 

CTTTATCCCTTATATACATAAATATTATTATTGTTAACACAACTGTTATA 
TATAACATTATAATATAGTATACTCTATTTTGAGCACAAGATGATCTCTC 
ATCCANNNAAGGGTGTTGTTAGATTCCATTCCCCGCGGCGGC 
>Sequence 454 

ACCACGCCTCCGCCACGTGTTGTCATTATATCTCCTGATCGCGATCTACC 

CTCTATCCTACGTATCGACATCGGGCAGCATTCTATAGGAGTTGGTATCT 

ATTATACTANTANATANAAGGGCCGGCGTCACGCTCACTATAGCCGAAGG 

NGGACGNCCGGCCAGGNACGCGGGGACCTTTCACGGGCGGOOGGAGCTGA 

GGCTCCrGCX:GACATCTCTGATCCTTGCACCCTGGCAGGAAGCTGGTCGC 

GGGCACTATAACGGGAGGCCTCCACATATTCCAGAAAAGAAACCACTCTG 

CAGTGCCAGACTGGAAGAAGTAACGGTCACTCTGAAAACAGGGGGGGAGA 

GCTGCCTCCCTTTGAACCTCTCCCAGGACCAACTCTAACCCAGGGAGGGG 

AACTTGGTCGGTGCAAGCGGTGGCTTGGAGACAGAATCATCTAATGGAAA 

AGATACACTAGAAGGCGCTGGGGATACATCAGAGGAGAGGGATACTCACG 

CGGGCTCCGTGGATGAAGAGAATGGCCGACAGTTGGGCGAGGTAGAGCTG 

CAATGTGGGAATGGTACCT 

>Sequence 455 

CCACCCCCTTATACCAGTTTACATAATGTTGTTATTTTGGTTTTCTCCTA 

CATAAGTAGATCTTCTCATATTCrrCTCAATCTCTATATTCTACCTGTAA 

TATCTAAATCNTTGTTCGTTAGCTGGTGGCGCACCCGCGGTGGCGGCCGC 

CCGGGCAGGTACGCGGGGAGGATCTCTGTCTTTTGTTCCCTCACCTGTCT 

GCCTGTCTCCTCTCCTTTCCTGCCTGGGGGGACTGTCCAGAAGACATCAT 

CGTCCAGTTCCTCTGCATTTGAACAGCTGATCCCCCACCCCTCAATACCG 

TTTAGAGCAGAAGCCAGCAATAACTAAACGGTCAGGGACAGATAGAAACT 

ATTTTCGGCITCATGGGCCACACAGCCTCATTGTAGCTTCTCAAATCTGC 

TGTTGTAGCAAGAAAGAAGCCATATACCCTGTGTAAACAAATGAATATGG 

CTGTGTGCCAATAAAACTATTCACAAACATAAAGAGTGGGCTGGATATGA 

CTCAGATACTGTTGTTTGACAACCCCTGATCTAGAGTAAAAATTCCAAAC 

TCTATAGCCTCCAGCCT<KK5AAACAOAGCGAGACTTCGTXnTA^ 

TTAATAAATATATTAATACATATGAAAAAAATATATTCGAGCTGGGCGTT 

GTGGTCTACTCnTGCATrCCAACACTTTGGAGGCTTAGAAGGCAATCACT 

TTAGTTAGGGGACAGAACAGCCTGGTCACATGGTGAAACC 

>Sequence 456 

AATCCTATTCIXnrATTGCTGGTTCATAATATAATATTATATATATGTCT 

CTCTCATTCATTGTAATTTATATTATAGTAGTATGTAATTGCTGGTAATA 

TCTACATAATbmrCNNTNTAATAAGTGCACTTTGGCACITTG^ 

TTCnXGGGAGGCGGCCGAGGTACAACATGACATTTTTAACC^ 

CT-\.\AAATGTGCCAGAATCCACCrroTGGCCXX3AATCGTGTTrGG 

TTTCTACTCCACrGCAGATGACCAAACCTGTCCX:GCTGCCACT^^ 

CTGATATTGGGAGGAGGGCAAGGCCCAGCCGAAGTTCCACTAAAAATGCC 

CCAGGAGAATAGGCACCGGCTGGCTTGCCAAAGGGTTrGGGTTTTATTGC 

TTTCTGTTTTTTCrrrrCCCGACAGCACAAAGAAGTAAGGGCAGTTATTG 

GACAGGTGTTATTTAAACATTCTATTGTAAATGAATGTGTTGTTTGGTTC 

TACTGCATTGTGGAGCATGCGGGGGAAGAGAACTGACCCAGGTAATGAAA 

TGGAGCCCTTTCCTGGAACTAACCAGTCCTTGATGTTGTGTGACTAAAGT 
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AAAGATGATAAACCCCCArrrGCTGGGGGTGGTACTTTACACT TGGGTT G 

GATTGGGAAAGCTTTCCATACCCTTGGCCATTCCCTTTTT^ 

CAACCCCATTTTTTTAGGAAGGGATTGTTAACAAAAACCriTTCTT^ 

CC 11 TI 1 1 1 
>Scquence 457 

TGCCGTTTGAGTCGACTCAGGGGGCGGACGTATATTACTGTGCGAGAGOT 

AAAGGATATAGTGGCTACGATTACGGCCTCTCT 

>Sequence 458 

GGAGAGTTGANNCANNTTTGGGAAGCGCTCCCCGCGGTGGCGGCCGCCCG 

GGCAGGTACAGACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTA 

CTTGAAGGATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTATGAGC 

AAAATAAAACAAATAAGACTCAAACTGCTCAAAGTGACGGGTTCTTGGTT 

GTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTCAGA 

TGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAG 

CTGACCTTCAAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGT 

AAACTTGAATGGAATAACGACATTCCAGAAGTTAATCATTTGAATTCTGA 

ACACTGGAGAAAAACCGAAAAATGGACGGGGCATGAAGAGACTAATCATC 

TGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTCGGGCCC 

AGCCCCAAGCTGCAGCCCATTCACAGCACCCGAAGAACTTCCCCAGATGG 

TGGGTCTGGAAGGACATTTTGAAGATGTTGCCAAGGGGAGAAGATCACGA 

AAGAAGAGTACAGCCCTAGAGGCAAACCCTCTTTCAATCTCTTGATN 

>Sequence 459 

GGGGATAGTCNGAATCACGTGGCGGCCGCCCGGGCAGGTACGCGGGTAGT 

GAGCTGGTTAGTGAAGGCTTTGTAGCTGAGCAGTTTCTAAATAACACAGC 

CACTCAACTGACATACCATGGATTATGTGAACTAACTTCAACGGTTCAGG 

AAGGAGAACTTTGTGTGTTCTTTCGGAATAATCATTTTAGCACCATGACC 

AAATACAAGGGTCAACTGTATTTGTTGGTAACGGACCAGGGGTTTCTTAC 

TGAAGAGAAAGTTGTTTGGGAAAGCCTACACAACGTAGATGGTGATGGAA 

ATTTCTGTGACTCAGAATTTCATCTTCGACCTCCTTCAGATCCTGAAACT 

GTATACAAAGGACAACAAGATCAGATAGATCAGGATTATCTTATGGCATT 

ATCTCTACAACAAGAACAGCAGAGCCAAGAGATCAATTGGGAACAAATCC 

CGGAAGGAATCAGTGATTTGGAACTAGCAAAGAAACTCCAAGAGGAAGAG 

GACAGACCGGCTTCTAATACTATCAGGAACAGGAACAAGCAGCAGCTGCT 

GCTGCTGCTGCTTCTACACAAGCTCAGCAGGGCCAGCCAGCACAAGCCrC 

TTCATCAAGTGGAG 
>Sequence 460 

TAGACTTCAGGGAAACAACACGTCCTGAAAGAAACATGATTCCCCTCAAG 

CCACAAAGGATTTTCrCATCAAGTGTTTTCACCTCTGCATTAGATTTGGA 

CACAAGAAGAGGAGAGCATTTACTCAGGTAAAAATAGTTCTCTTAGTCTC 

TTCCTCTAGTTACTAATTTTTAATTTAAAAATACAATTAACTGA 

TGATAAAAGTCACAGACAGAAATAAGCTAAGTTCTCTCITCCrTTAGGGA 

ACGCTGGTGGCAATTCACCATATAAACTGGATGGAAGAATTCTCCCAGGG 

ACAT 

>Sequence 461 

CTCTTA(X:CTCGTCTCACTGTACTGATAAACATTTATCTTGCTCACATGT 

ATATTTTATACTCTATCTATTGTCTGTAACTCrcACAAATGCACTGAAGA 

TTATTGTAGTAATAGTGATTATGTTTCTCTGTATAATTTGGGGGTGATTC 

GTATCAGTTGCCGTCGTCCGGCAGGAACGCGGGGGCTGTCTACCTGGAGT 

TCTAGCAAGTCGGCCAGGATGTCTAAGGCTGAGTTTXjAGAAAGC^ 

otaggttaggcaccttaagaccaagcx:atcggatgaggagatgcrottc 

tctatggcx:actacaaacaagcaactgtgggcgacataaaaacaggaacg 

gcccxkigatgttggacritcy^cgggcaaggcc7l\gttggatgcct 

agctgaaagggacitccaaggaaagatgccatgaaagcttacatcaacaa 

agtagaagagctaaagaaaaaatacgggatatgagaga ctggatt tggtt 

ACTGTGCCATGTGTTTATCCTAAACTGAGACAATGCCTTG'rrrrrilCTA 
ATACCGGGGATGGTGGGAATTCGGGAAAATAACCAGTTAAACCAGCTACT 
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CAAGGCTGCTTACCATACGGGTCTAACAGATTAGGGGCTAAAAACGATTA 
CTGACITTCCTTGTGTAGTTTTTATCTGAAATCAATAAAAGGGGATTGGT 
ACCATAAAATTCTTTCTTATTCTTGTCCCTTGGCCGTTTAA 
> Sequence 462 

GAGGTTAATCNGATGCCTCCACCGCGGTGGCGGCCGAGGTACGCGGGATA 

TTGTTCCTGATTTGCCTGATGTGTGGACGGATCACCAAGCGAGTGACACG 

AGAGCTCAAGGACAGGCTACAATACAGGTCAGAGACAATGGCTTATAAAG 

GTTTAGTGTGGTCTCAGGATGTGACAGGCAGTCCAGCCTGACCTTTCTGC 

ACACTCCAGACAAACTTCCCAGACAAGCTCCTTTGTGCCTCTACGTGGAG 

AGGGCGTGGAAAGTTATCACATTAAAAGATGGAGGATTTAAAAAATAAAA 

AAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 463 

AATTACTCTACAGTAAGGACTGTAAGTACTAGAAATTATATGTATGTACA 

GATACTACACTATNGATTTATACTAACTTTATATTAATCAATTTACGAAT 

TAGATTATGACATACTTATGGAGCTAATTTATTCCTTCATTACTAGTTTA 

GTTGGTTTGATTCGAGTCNTCTATCGCGGTGGC 

>Sequence 464 

TGCACGATGATTCGAAGCCCTCACCGCGGTGGCGG CCGCCCGGGCA GGTA 

CI 11 i ri 1 11 11 1 1 1 i 1 i 1 u i 1 1 1 i GG rn i Ti iTi iT i rn i 1 1 1 1 1 1 

i rrr i' l 'l rrrn ri A AACCGCTGCCACCACCATGAAAGAGGGGCCACCAC 

ATTTTTATTGCATACTCAGGGGAATAACTTATTATACAATGAACACTCCT 

CCATTAGGAGACCATGCCCACTTACAGAATGCAGCCGTAAATGCGGTAAA 

TCTATTTACAGAGGTTGGGGTGCAAGATGAGAGAAGTATCACCCCCAGGA 

ATTTGAAGTGAGAATGATCTACAAATTCTCCTGACAAGGAGCAACCGGGC 

TTGTGCTAGTGAGGGCTGAAAAAATTCCTGGCAAAACGTAGGGGGAGATT 

AAATCTCGGAATTGACAGCAAGTTTGGGGACAGTGCAAGAAGAGAGGGGT 

GACCTGTGAAATGGGGCTGGGGAACTTCTTAGGCCCCAAGGGGGGGCAGC 

ACTTGAGAGATGAGTTAAATTTAGGGGTGATCTTTAACCCTTTCCACCCC 

AACCAAAAAGGTTTGGGAACCGGGGGTCCCACAAAGTTGGTTTCCAAGGA 

AAATAAGG 
>Sequence 465 

TGAGGTATTAATCCAAACCGNGTGGCGGCCGAACGCAGAGAAGGTAGAAG 

ATAGCACCATGCCGATTCGTCGAACTGTGAATTCTACCCGGGAAACTCCT 

CCCAAAAGCAAGCTTGCTGAAGGGGAGGAAGAAAAGCCAGAACCAGACAT 

AAGTTCAGAGGAATCTGTCTCCACTGTAGAAGAACAAGAGAATGAAACTC 

CACCTGCTACTTCGAGTGAGGCAGAGCAGCCAAAGGGGGAACCTGAGAAT 

GAAGAGAAGGAAGAAAATAAG 

>Sequence 466 

TGGGCTGATGGCTTCACCGCGGGGCGGCCGAGGTACGCGGGGAGGTCGGT 
GCGCGCTTCrCCCGAGGTGGAACGGGCGGCAGTCAAGCGCCGGCGTTCTC 

TGCCGTCACCCTTTCCTTGC 
>Sequence 467 

GGGGTGATGACTCATGACTATCCCGCGGTGGCGGCCGCCCGGGCAGGTAC 

iiriirrri ' iririirrrririi ri GAGACAGAGTCTTGCTCCATC^ 

ATGCTAGAGTGCAGTGGAGTGATCTCGGCTCACTGCAACriTa:GCCTTCT 
GGGTTCAAGCTATTCTCCTGCCTCAGCCTTCCAAGTAACTGGGATTACAG 
GCACATGCCACCACGCCCAACTAATTITGTATITTTAATAGAGACAGC^ 

TTCACCATGTTAGCCAGGCTXKjTXnTGAACTTCCATCAG^ 
TCCTCAGCCTCX:CAAGTGCTGAGATTACAGGCA TGAGCCACCG CGCCT 

CTGATTGTGTTCCriTCTCACAGATITrGTTTCTGTTTT^ 

ACACTCAGCTGGACTGCATITCCCAGCTTCCCTTGCAGTTAAGTCACAAG 

TAGCGCTGTGACTGGGTTCTGCCCGGTAGAAGGTAAGCAGAAGTGATGTG 

TATCACTTCTATGTGTGGCCTCCCAAAACCTCTAAAGGTTAT GTTCCC CT 

CTTTTTCCCATCTATGGCCTGNAAAGTGAAATATTATGGAGCCTTT^^ 

GAGACACCCCGCGTACCTCGGCCGCTCTAAACTA 

>Sequence 468 
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TCGGTGTGCTGTGCTCATCTGTCTTCCAAAGGAGGAACAGATCGGCAAGT 

GCATCTGACGCGTGGCCGACAAATGCTGTCGAAGAAAGAAATAAAAACCC 

TGAAACATGAGCGAGAGTGATCGAAACGTGTGGAAATGCCTTCTTAAAGT 

TTATAAAAGTAAAATCAAATTACA'ri'i l l l 1 1 iCAAAAAAAATAATTTAA 

AACTAAATGTACCTTAAA 

>Sequence 469 

GCGATTGGAGCTCCACGCGGTGGCGGTCGGAAGGAGAATGGTATCACTCA 

GGCTCTCAGAGTGACACTGAAGCAAGACACTCATGGGGTAGGACATGACC 

CTGCCAAGGAGTTCACAAACCACTGGTGGAATGAGCTCTTCAACAAGACT 

GCGGCCAACTTGGTAGTGGAAACTGGGCAGGATGGAGTACCTTCAGGATT 

GGCCTGTTATCTTCTTTAGAACTAAGTTCATCTTAAAAATTTAAGAAGGT 

GGACATTTCAACACCATCAAGTGCATTTAGGTGACATGTTTAAGTTAACT 

TGACTTCCTTGAATGACCTAGTTAGTAAACTAGTCACTAGTAATTCGGTC 

ACCAAGCAAATCAAGCCTGCAAGAAAGGAAGCCAATATTCAAAATGCCAT 

GTTACCATCTAAACCC 

>Sequence 470 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGATTTTATTGTCTACCTC 

TCTGGACTTGCTCCCAGCATCCGGACCAAAACCATCAGTGCCACAGCCAC 

GACAGAAGCCGAACCGGAAGTTGACAACCTTCTGGTTTCAGATGCCACCC 

CAGACGGTTTCCGTCTGTCCTGGACAGCTGATGAAGGGGTCTTCGACAAT 

TTTGTTCTCAAAATCAGAGATACCAAAAAGCAGTCTGAGCCACTGGAAAT 

AACCCTACTTGCCCCCGAACGTACCTGCCCG 

>Sequence 471 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACriTrrrri"|-l"l"ri ri'i ri i 

TGGGAAGACACAAAGATTCAGACCACAGCCTACAGGGAGAGAGGATTTCT 

GAGGATGGTGGTGCACTGTGAGTCCACGCAGGCCTCCTGGGCATAGGATG 

GAGCAATTCTATCTCACCTCAGGCCTAGCACAAAGGGCTTCAGTAAACCA 

CTGGAGTTTCCTTCATTAGGATTCCATCCCAGGATATCCAGAGGACAAGA 

GGCTGGCCAACTGCAGGATTAGCCTATGCTCCCGTGCTGGATATAGGCTA 

CACGCAAGAGAAAGCTTGGGTGGGATCTCCTGATCCCGCGTACCTGCCCG 

>Sequence 472 

ACTCACCTAACTTATATTCCTAGTTTATTTAAGTTATATTGTTACATATT 

AACAATTACTGATATCTGCTGACTAAATATCTACTAC ACTTC TCATACAC 

TTCAACACTCCTATATATTATATTGTATCTAGTGTATATTTTATNNAANN 

TCAGTTNGGTATGCTGATCGCGTTGCGGGCGNCCGGGCAGGTACTATGGG 

TGTAGTGTTACTATTACAGTTAATTCGTCCTTTGTGTGCGCTGATAAATG 

CAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTGCAACAACTTATCG 

GTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGATAGT 

CGTCTGTGTTTTTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTTCGTG 

GCGGGGTGGTTGGCCAAGTGCTGTCTAATAATTTC AGGAG AGGATACIT^ 

GTTGCTGCTGCAGGATCAGCCATGGTAGATTATGGTITTTGAGAACCAGA 

TGGGGCACACAATTTCTAGTGTGCCCATTTAACAGGGTCTTTCAAAGTAC 

CATG 

>Sequence 473 

TTTATATAACITATTCGTrCAATCTATTTATTATATCTCT 

CATTGTCTACTTTAATATCATACrrGTTATAATTATTCAT^ 

ACAANACCGATGCATGTTTCATNTAKTTANGCAGCACACCACCGCGGTGG 

CGGACGAGGTACAAAATAATTATAATGTATTAACTCATACTGCCnxm^ 

TrATAGGGGAAAAAAATAACCri"rrriATTTTAAAGTTATAAGGTGGGTT 

ACXnTTTAGTTGCTTGGATGACAGGGAATTAGCCTACCCCATTTT 

GGAACAGAAGACTTTCAAATTTAATATGGCCCAAGTGTCTTCCTACTTAA 

GTGCAAGATCATGCTATGTCAGTTACCCAAGCTGGAATACCGTGACACGA 

TCGTGGCTCGCTACAGCCTCCATGTCCCAGGCTCGAGCAGTTCTCCCACC 

TCAACCTTCCGAGTAGCCGGAACCACAGAACCACAGTCTTCTCATnTGA 

AAAGACATGCTTTTTCTTAAAGCAACAAAGGTGGTAGAGGAAATTTCTTA 

AACTTTCTCAACGAGTCATGTAACGTTACACTGGCCTTCATAAAGCACCG 
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TTTAAG AAAGGCC i I i 11 rrCATCTTTTATACTATATTCTGTTCTTGGCC 

TGGGGGGCCTTTTTAAAACTAGTGGATCCCCCCGGGTTGTGGGAATCGTT 

TTCAGCTTTATTTTACCnTCCACCrTAAGGGGGTGCCCGGCCCCAACT^ 

GTTCCTT 
> Sequence 474 

TGCAGATGGAGCNTNTACCGGGGGCGGCCGCCCGGGCAGGTACGCGGGGG 

AGCTGAGCCGGTGGGTGAGCGGCGGCCACGGCATCCTGTGCTGTGGGGGC 

TACGAGGAAAGATCTAATTATCATGGACCTGCGACAGTTTCTTATGTGCC 

TGTCCCTGTGCACAGCCnTGCCTTGAGCAAACCCACAGAAAAGAAGGAC 

CGTGTACTTCTAAAATTGCACTTTATGri'l'I'GTAGGCTTGGAGC TTCT TG 

ATTATGGGTTTTTTCGTTACAAAATTCAACAACAGAATCAATACTTTGCA 

TAAACATTATGGATGCTTTTTCTGTTTGTACCT 

>Sequence 475 

GTACGATTGAGCCNTTTTGGAAGCCGCTCTCCCGCGGTGGCGACAGGGTT 
ACATTGGTAAGGGTGACAGTTAGAAGGGGAAGTCCTTTTAGTGAAATAGA 
TGAGAGGTTTTAGA 
>Sequence 476 

TCTCTCTCATCTCCCACTTTTCACTCTATTGTGACTAACACTCTTTTC^ 

TCATCTCTTAACGATCTCGTTTACTCTATTCTATATATATGATTATTCAT 

TCATCTTTNATCNCTTGGAGTGGANCTTTGGGAGGCCTNTCCGCGGNGGC 

TACACGCTAGGAACCTTGCAGCTTACAGTGACAGAGCTCCCATTCACGAG 

GCCACCACTCATCTCGATTTCTGGATCTCTAGGGAATGAGTAGAGCTCCA 

CCTGGATTCCCTTTTCCAGTTTCTTATGTCCACAAGTCACTGTGCACAGA 

TAAGAGTGTTCGTTCTCAAAACTCACAGGGCTCAGGGTCAGCGTGGAATT 

GGTCCCCTTCACTCCTCACCTTCCCGCTCAGAGGGCTGTCTATCTGGGTT 

CTCCAGGAGAAAGATGGGGATTCACAGCCCATGACACCTACATGTCAACA 

TGACTGAGTCTCCAATCTGAGCAGCAATCCGGGGTCCAGGGGAGATCTCA 

ACAGTAAATGGTTTCTCTTGGACAAATTAATTCCACCTCTTTTCTGGT^ 

TCCCCAATCAAATTAAACTTCTTCACACCACATTAAATTCCAGAAATCTT 

CCATCCTTATAACAATTAAAGTGGAGAGTTGGAT TTCCA GAAAGGTGCTT 

GAAATTCCCATAATCTAAATTCTTACTCCAAAAAATTTTGGGAGCTGGAG 

ACCCITGCTTGGACCAGGCAATGGTACGGAGCCCCriTTTTGGAAGTTGGG 

GGAGGGATCACAGAAATAACN 

>Sequence 477 

TCTCTTCTCTCGTTTTTTCnTTCGTCrTATCTTTAGTC^ 

CTTGCCTIX;! i riTl'i l'l l l I 1 1 1 1 i IGl l Ti l'AGTTATACATTATTNTN 

NTTTNTTGCTTTGACGACTCCCCGCGGCGGCGGCCGCCCGGGCAGGTACT 

ri riU rri rri ri ri"l-ri-ri4MM riMGGCAAAAATATTTATTAAAATGAT 

TTTTTTAAGTTTGAACTTTATTGGAAGGAGTCCCTCTAATTCACACTTTC 

ATCCTAGATAAATGGGTAAGAACCACATATGGAATATAAAGCATTGATTT 

TTTAAAAACCACATAGTAGCACAGTGAAAGAAATGCAATTCTCCAGGGTC 

TTAGAGAATTCAAAGGGGCATCTTAGGTGGTCTAAGAAACCAATTACAGT 

CTCATGGTTTTCXnTTTGGTTCAAGATTAGAAGAGTCAGGTTACCACTAC 

CTGTTTTTAGAGGTAGAATATGAACTTTCTACTAGTCCACAGTTTACTGG 

TCAGGTGGCCCCAACAGGCTTTTATCTTAGCCCCATCTGCCTTTAGGGTC 

GCCAGATGATCTCTATGTCCCAAGCAGCAAGGCrrTCTGCTGATCTCTAC 

TTTAGATCCATGAACCGGTTTTC 

>Sequeiioe478 

gtacgattancx:naatatgagcctcxta<xgcgotoggggccgag^ 
tgcatcagggataagaacx:cattcccctxxcttgttoc 
ccattgcaccatccatgagacgcactcttgtatagaagtaaaattgcctt 
gctgagaaaaaaaaaaaaaaaaaaaaaaagtacctgcccg 

>Sequencc 479 

tgccgatgatcggaagcctnaccgcggtggcggccgaggtacgcgggggg 

tgtggcctgcatctcagctggccgccatcagtgtaaatagagcttaaagt 

catggtttggctgcataaaaattttctaacttgggttgaatatttgtagc 
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GAAGTATCTGTTTTCAT 1 1 1 i riC ACGTTATAAATAAAAATACTATGCTG 

GCCGGGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAAT 

GTGGGTGGATCATGAGGTCAGGAGTTCAAGACCAGCCTAGCCAAGATGGT 

GAAACCCCGTCTCTAGTAAAGATAAACAAAAAATTAGCTGGGCTTGATGG 

CATGCGCCTGTAATCCCAGCTACTCGGGAGGGTGAGGCAGGAGAATCGCT 

TAAACCCAGGCGGGAGAAGGTTGTAGTGAGCCAAGAATGGGCCTATTGTA 

CTTTCAGCTTATCAATAGAAGGGAGACrGGCACCCCTTTAAATTACCTTT 

CAATAAATTGGTCCTTGCCCGGGCGGGCGCTTTTAAAACTAAGGGAACCC 

CCCCGGCTGTAAGGAATTCGATATTAAAGGCTATTCAAATACCCGCGGCC 

TTCGGGGGGGGCCCGGGTCCCAATTTTGGTTTCTTTTAGGGGGGGATATC 

CGCCCCGTGCG 

>Sequence 480 

TGATGAGTCAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGATGCA 

AACGGAGGTGTAGACTGTGCAGCTGCCAAAGTGGTGACAAGCAATCCAGA 

GGACCATGAAAGGATCTTAATGCAAGTCATGAACTTGAATGTGCCGATGA 

GGCCTGGCATTCTTGTCCAGAGACAGAGTAAGGAAGTGTTGGCCACACCC 

TTAGAAAACAGAAGGGACATGGAGGCAGAAAAAAAAAAAAAAAAAAAAAA 

AACGTACCTG 

>Sequefice481 

CCTCCACCTTCil"l4"rrrCATTGTTCAi'llCIClATACCCGACClUrrAT 

GI'l'lll'lATCriU'l'CTATTATACCTCATTTAATAATATTGTTCTTCJ'rri 

TAAGTNNNNN>mA>nsrAATTATTTGTTCGATTCTCCGACG^ 

AATGTAGAAGGCGAAGCCTCTATGTGTTCAATAACCCAAATTTGTTGATG 

TTTTGTGGCCAAGGTGAGGGCTGCAAGTGTTTTCTAAGGGTTGAAACATC 

AGAATAAAGGTATGGTGGCAAGTCCTCCTTCTGCTAGGCTGGCTGGCAAG 

GCCCTATGTCTTGACCTAGGTGGTAGTTACAAGGGTATTTATTTGCCTTA 

TAATAATTC ACTAA ACTATGTATTTGAGTAG A 1 H 1 1 ATGTGTGTGCTTT 

AATTTACAAAAAAAAAAAAAAAAAAAAAAGGTGCCTT 

>Sequence 482 

CTGAGAGATCCCCTCATAATTTCCCCAAAGCGTAACCATGTGTGAATAAA 

TTTTGAGCTAGTAGGGTTGCAGCCACGAGTAAGTCTTCCCTTGTTATTGT 

GTAGCCAGAATGCCGCAAAACTTCCATGCCTAAGCGAACTGTTGAGAGTA 

CGTTTCGATTTCTGACTGTGTTAGCCTGGAAGTGCTTGTCCCAACCTTGT 

TTCTGAGCATGAACGCCCGCAAGCCAACATGTTAGTTGAAGCATCAGGGC 

GATTAGCAGCATGATATCAAAACGCTCTGAGCTGCTCGTTCGGCTATGGC 

GTAGGCCTAGTCCGTAGGCAGGACI^lUCAAGTCrCGGAAGGTTTCTTCA 

ATCTGCATTCGCITCGAATAGATATTAACAAGTTGTTTGGGTGTTCGAAT 

TTAACAG 

>Sequeiice 483 

TCrTATCTTCATTCCTTAGTCTAGAAATTTA'ril'rGATCTGAGTTCACT 

ACIXTAACITATTCTGTTTCTTCAACCATGACAAC^^ 

AAAATNATATATTTTITCCrrTTNCNNNATO 

ACATTTTAGAAGCGCTCCACCGCGGTGGCGGCCGAGGTACTCTTCAAAAT 

TGTCAAGGTCATGAAAGACAGCAAAAAGTGAAGAATTCTTACAAACTAGA 

GGAGACAAAGATTGGAGAAGAAACAATGACTGGCTGGGCACGGTGGCTCA 

TGCCTGTAATCCACTTTGGGAGCACTTTGGGAGGCCGAAGAGGACAGATC 

ATCTTANGTTGGGAGTTGGAGACGAGCCTGACCAACGTGGAGAAACCXCA 

TCXXrrACTAAAAATACAGAATTAGCTGGGTGTGGTGGTGCATGC^ 

TCCCAGCTACTIXKJAAGGCCrCGGCAGGAGAATCACTTGAACCCGGGAGa 

CATAGGTTGTGGTGAGCCAAAATTXK:GCCATTGCACrCCAGCClXK^ 

CAAGAGCGAAATTCrGTCTCAAACNATAAATAACTAAAAAAAAAGTACCT 

GCCCGGA 

>Sequence 484 

GGAGATGTGAACAATGTGTCATTGCTCTCAAGAGAAGGATGTGGATGGCC 
TGGACCGCACAGCTGGTGCAATTCGAGGCCGGGCAGCCCGGGTCATTCAC 
GTAGTCACCTCAGAGATGGACATCGAGCGGCCGCCCGGGCAGGTACACAA 
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GCTTTATTGGGCAACAGCAACGAGCCACGCTGGCAAACAATGAAAGTAGA 

GTCGCTCAGAAACACGAAAGATCATATGTGTGTCATCACAGCATCGAGAA 

TTTAAATCATCTGGAAGTTCCTGCTAAATTAAAGCATACTGTGCCAGAGC 

TCCCCTCTAATCAAAAAACGCTGTCCTGGTGAAAATTTGCAATGAGGATT 

ACAGAGAGAGAGATCAACCAGTGAGGAAATCACAGACTCTTACAT GAGT T 

TACAGTTAACCCCACTGCACAAAATAATAAATTAGCCATAATTTGGTTTT 

TTTTGAAAAACCATGCCCCCCACCTGACCCCACAACACAACAGGTACTGG 

CATGCCCAGTTTATTAACAGATGGGCCTAAAACATGCTGGGGCGGAGAGA 

CAGATTACGGGTAATGCGCTTTGCCCGAGAA 

>Sequence 485 

ACATTCCTCTATTATACCGTATTGTCTTATCTAGTTATTTATACCCCTCC 

TCACTTTCAACTATCTCCGGTATCTCTGTATATACGTCAACTTACTAAAA 

CATATAACNNNAATACTCTTGTNTTTTTTGCGCACTCCCGGGTGGCGGCC 

GAGGTAC l iTrr riTr i i ' l 1 1 1 rn - n I U r GGGGAGGATACrrTCATTT 

TTATTTTATATCGTGAGGTATTGTTTGGATTGTTACAATGAACTTGCATT 

TCTTTTGTAATGAAGAAAATAATACAGAGGAAATAACAACAAC TAAAC CT 

TTGGCCTGG ATTATCATCGGCTGGAAATTCATGTTGG ATGC AAGn 1 1 I A 

TTGATAACAAGTTATTTTTTGGTTTATATGCAAAAAATGTTCATTGA^ 

CCTCCTATTTGGCTGGCACTGCCTAGGCACTTTCACAGGTATT^ 

AATCCTCACAACAGCCCTATGAGGTAATCATTGGTCCCAGTTTAC AGAAG 

CCTTGGGTGGGAGATTATTGCTTGATATACTTCTATTTGCCACACATTTT 

TGTTGGCAAGACGTTCGTATCGGCTGGTGATTCACTGGTCAAGAGCTCTC 

ATTGGCCAGGAGTTCCTATTTGTTGCTGTAAGATTCAAATAATCAAAATA 

CTAGAATTTTTCCCCCACAAGAATGATGGGACCAGTGGCATAAGAGTAAA 

GGAAGGAGAGTCAGTGGGTCTCTCCCTTGAAGCACCCATTGAGTTGCATG 

G 

>Sequence 486 

TCACACCTATCTTCTCTTCTCATTTCTCCCATATTATTAATACGCTTATT 

TTCGTTCCTCATCGTTCTTATAAATCGCTGTTACTACTATACACTTACTA 

TAAGATGAAAACTTTTAGCNNNNNANA>nNnsiATGGGTCCTGTGCC^ 

CGGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGTGTGGATTGAACAGAAA 

ATTGGAAATCATAGTCAAAGGGCTTCCCTTGGTTCGCCACTCATTTATTT 

GTAACTTGACTGGGGTGTTTTCTGCTTAAAAATTTCAATTCTCGTGGT^ 

CAACGCAGAGTAGAAGGAGAGGGTGACTTTACCGAACTGACAGCCATTGG 

GGAGGCAGATGCGGGTGTGGAGGTGTGGGCTGAAGGTAGTGACTGTTTGA 

TTTTAAAAAGTGTGACTGTCAGTTGTATCTGTTGCTTTTCTCAATGATTC 

AGGGATACAAATGGGCITCTCTCATTCATTAAAAGAAAACGCGACATCTT 

TCTAAGATTCTCTGTGGGAAAATGACTGTCAATAAAATGCGGGTTTCTGG 

GCCAAAAATTATAAATTTATGGAATATATAATACTAATAGAATAATGTTC 

CT 

>Sequence 487 

TCCTCTTCTTATTTCTTTTTCITTATT^ 

CTTAATA 1 i I i 1 r M A ATTATCnTACATCATTCGTACITGATTCTGAACT 

TTATANAAAGANATTTTTGATGACACCTCCTAAGCTGGCGGCCGAGGTAC 

TTGTTATTTGTTTCTATTATTACTGTTTGACTTCTCCCCAGTC 

CTCAAGGGGCCATCCrGTCCCACCATGCAGTGCCCCTAGCTTAGAGGCTC 

CXrrCAATTCCCCCTGGCCACCACCX:C(XACTCTGTGCCTGACCTr 

GTCirGTGTGCATTGCTGTGAATTAGCTCACnrnj^ 

TGGCTAAATTGAAACCTGGAATTGTGGGGCAATCTATTAATAGCT G€e¥¥ ^ 
AAAGTCAGTAACTTACCCrTAGGGAGGCTGGGGGAAAAGGTTAGATTTTG 
TATTCAGGGGTTTTTTGTGTACCTGCCCG 

>Sequence488 

GATCGTCATTGTTATTACTTGATTCnTATTTTATTTATGTrrTrGTTT^ 

CTCTTTCTTTrAAATTTCTGATGTTAi ri l i I'l l 1 1 1 IGTATCG^^ 
TTTNAhnWAThmTTGGGGGCTATAGGCNCITCTCCC CGCGG GGGCGGCCG 

AGGGACTTNGTTTTTTTTTGTTTTTTTT^ 
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GTCTTATTAATA'IMMU rCrrATTTTATAATGCAATT ACAACGGT TTAGGA 

GACAAAACAATATAAACAAACGAATGTTAAATAGIllI 1 1 riAAAAAATA 

GCTTCTTGCTTGCAAGAAAGTCCATATAATCnTATTCCCCCCCAAATATA 

ATTTTATACTTTGCACTAAACCAAAATAGCTTATGGAAAATTAGTATTAA 

ATAGCTAAACACAGAAAACCTACAGCTATAAATAACATAAAATACAGITT 

AACTTTAATGTGATGCITAAACAAAGCAAACTAT GATG CAATTTGAATCA 

ACTTCATTAATTGGACCAGTCCAGTGGGGCACAATTTTGATTAGCCCTAA 

CCCCTCATTGGTGGCCAGTGAAACCTCCACCCCAGCAAGGGCCTTTCTGG 

TCTTGGGCTATGTCCA ATTCC ATTCCAG AA AGCCACAG ri 1 ■ I ' 1 AC ATGTT 

CTTGACTTTTTTACTGAGAGGACGCCAAN 

>Sequence 489 

CATTCCCTTTCTTCTTGCATTTATATGTTAGTTTA TATA TTTTATTATCT 

ATGTTTAACTATTTATTTTTATTATGATTTTATTATTTTCTCTATCATAT 
TTATTCTATTNNCTGTTTGTTTCTGGATATCATTCCCGTGGTGGCGGCCG 
. ACCGAAACCTGGTGAAGCCCTTTGGGCGATTGGTGATCACCCCTAGATCC 
GTGAAAGCTGGCTGCCCCCCCATCCGGGCAAGCAGGGCCAAGGTGGCATC 
TTCACATTCCTGGAACCCACCCAGTAACAGCAGCAGGTATTTCTTCTGGT 
AAATGAGAGCCXTTCGAAAACTTTCTGCCCTCAAGTATTTACCATAAATT 
CTCTTrAAAGTGACATGTTCAGAATCAGGGCTCAGAGTTTGAAGTAAAGA 
GTCATTTCTTAGTTCAGCrrrCAATTTGTATAACTTTAGCCT^ 
TTCAAAGATTTTTGGAGAGTCAATITTTCTTTTGTTCATAC^ 
AGAGGGCATGTTGGCTTCAATGTTGGGCACCACCATTCAATGAAAACCCT 
GGAGATTATTCTTACCAGCTTCCTGGCTGGC GATCCAA CTGATCTGCCCT 
TCCAGCTTAATACCCATGTCCTTAAATCATTCTTTTTTCAGTAATTGGCr 
TGATTTCCCTGGCAGCTTAACATTTTGTTAAAAGTCTTTATTTCATGTGC 
CCCAAGAGTCCTTTGCCGTTTTAAACTGTTGACCCCCGGCTTGTGAATCG 
TATAAACCTAAAAATCTGTCCCTT 

>Sequence 490 

GGGGATATGTCGAGTCTCCCGCGGTGGCGGCCGAGGTACCTG ATTTT ATT 

TCCAGTTTTCATCCGAATCCACTGGGGAATGGGACGATTTTGCTTTTGTT 

TCTTGGCCAGGAATCGCTTAATCCTGAAAGTCTTGTGAGAAGACA 

>Sequence 491 

TTNTAAGAGATGAGCTCCCGCGGTGGCGGCCGCCCGGGCAGGTACAAAAA 
AATAAAAAGGAGGCTGGTGGGAGAACTGCTTGAGCCCCAGAGTTTGAGGT 
TACAGTGAGCTATGATCACATCACTGCATCCCAGGCCTGGGCGATGGAGC 
GAAACTGTCTCTTAAAAAATGGCAGGGAGTTGGGGAGCTGGGCAGGTGCA 

gtggctcatgtctgtaatccx:aatactctgggaggccaagatgggaggat 

cacttgagcccaggagtttgagaccaggctgggtaacacagggaggaccc 

cgtcroaaatatttaaaaaattaatcatgcgtagtggtgc attcc ttggg 

ggttccagcttcttggggaggcttaaagtgcaagggttagcittgtc 

tgggaagacaovgcgttcaagaggctttgaatttgaccactggtact^ 

AACCTGGGCCGATAAAATGAGAACCCri'l'ICrrAAAAAAAA AAAAAAGG G 
GGAGGGGCCCCCCCCCTGTTTTTATTTTGCGCAACAAACCAATTT^^ 

AAA 

>Sequence 492 

TTGTTACGTGTCGAGCTCCCGCGGTGGCGGCCGAGGTACATGAGAGATAA 

TGTTATGACAAGAATAGTTTCTGCAACATTAAGTATGGGTCAAAAAAAGA 

AGAAATGGGCCAGGaKXKjTGGCTCATCCCTTTGGGAGGCTGAG<^ 

GTATCACAAGGTCAGGAGTTCGAGACCAGCCTGACCAATATGGIGAAAAC 

CCATCICTACTAAAAAAAACACAAAACTTAGCCAGGCATGGTGGTGCACG 

CCTGTAATCCCAGATACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACC 

CGGGAGGTGGAGGTTGCAGTGAGCCGAGATCACGCCACTGCATTCCAGCC 

TGGGCAACAGAGCAAGACTCCATCTCCCAAAAAACAAAGAAATGACTTTA 

GACAAATGGCTTGAATGAAATTACAAAGAGGAGGTGCATTAAAAAATACC 

AGCAGTAAAATCTCTTGAAGAATTAAAATGACAGGCTAAAAATAAATATA 

AATGTTCTTTTTAAAAAATACTAGGTTGCTGCTGGC 
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>Sequence 493 

GGGGNNAATGGATAGAGCTCACCGCGGT GGCGGC CGCCCGGGCAGGTACG 

CGGGGGTGGCGGCGTTGGGTTGAGCGGGCITTT TGGA AGTTTGTGGCGGA 

GTTCTGTGATATGAGCAACAATGGACCAGAAGATTTTATCTCTAGCAGCA 

GAAAAAACAGCAGACAAACTGCAAGAATTTCTTG GGCA GGGCCTGGGGAA 

TGCTTTTTTATCTCATATTAGTGCCTGTGATGGCATCTTTCATCTAACAC 

GTGCTTTTGAAGATGATGATATCACGCACGTTGAAGGAAGTGTAGATCCT 

ATTCGAGATATAGAAATAATACATGAAGAGCTTCAGCTTAAAGATGAGGA 

AATGATTGGGCCCATTATAGATAAACTAGAAAAGGTGCCTGTGAGAGGAG 

GAGATAAAAAACTAAAACCTGAATATGATATAATGTGCAAAGTAAAATCC 

TGGGTTATTAGATCAAAAGAAACCTGTTCGCT TCTATC ATGATTGGAATG 

ACAAAGAATTGAAAGTGTTGAATAAACACTTATTTTTGACTTC 

>Sequence 494 

TTAATTTGATCGAGTCCACCGCGGTGGCGGCCGAGGTACTCATGGTTGCT 

GTAAATTAGGCAGCCGTTCTGCAGGGTTTTGCTTAGCCAGGCTCCTCTGA 

GATCTGGCTATTCTGTCTTGTGGATTTTCAGTCCCCGCGTACCTGCCCGG 

GCGGTTCGAGCGGTCGTCCGGTCAGGTACATATACATTATGTAATTAAAA 

AGCGTGCATGTTTATGTATTAAAAATAATTGGATTTAAACAAATATTATA 

TATACATTATAACACCTAAACGCATAGGCTGTTGTTATTCACAATAGTTA 

TACCAATATTATTAATGATGTGTATGAAGACACAATACAAAGCTGGAGGA 

AGTATTTAATAGGTATACTCAACTAA TACA CATAAATTCTAAGCAATAAA 

GTACGCAAATTATGTTTTTGGATGAATTTTCAA AATTT GTCATAATAGAC 

TTATATTCAGTTAAAACTTGTATAATTTTTGGAATTTTAAACTTGTGACA 

AAAACTTTTTGTGAAATGTTTCTATTAAATTTAT 

>Sequence 495 

GATCGAATCAATCGGCAGCGCTCGAGGTACGATGGGGCATATCTGCAGAT 

CTCAAGATCTGGACTTCTGTTGAAAAATTTTCCACGTGAGGTTTACTTAT 

GTCTGTAAAGATGGGAAAAAAATACAAGAACATTGTTCTACTAAAAGGAT 

TAGAGGTCATCAATGATTATCATTTTAGAATGGTTAAGTCCTTACTGAGC 

AACGATTTAAAACTTAATTTAAAAATGAGAGAAGAGTATGA CAAAA TTCA 

GATTGCTGACTTGATGGAAGAAAAGTCCCGAGGTGATGCCTGTTTTGGCC 

AAACTAATAAAAATTTTCGAAGATATCCCACCCCTTTGAACACCTGGTTT 

AAACTTTAAAAAAAAAAAATGTTAAAAG GTAAAGGGCC CCCCCCCTTATT 

AAAAAAAGAAGAAAAAAGGGAGGGGGGl I l l ICl 1 1 i lCCCTCG GCCCTC 

CCCAAAAAAGCGTGTTTTTTAAAAATTGGGGGGGGGGGGGCGCTCIT^ 

TTTTGGTTTTCTAAAAAAAAAAAAAAATTTCCCCCCAAAAGAAAAGGCCT 

TCCCCCCAAAGGGGAGGTAGGGCC 

>Sequaice 496 

TGGAGATGAGCTCACCGCGGTGGCGGGNCGGCCGGGCAGGTACCGTGAAA 

AGGCACTTCTCCTTGAGAAGCCTGACAGTGTCGTTAATG^ 

CATGGTGAAAATTTCAGGGCAACAGTAAAGCACCXn'CTTTAATTTC 

CTCCAAGCCCAAGCTTTTGCAGGTAACroGAGCGCITCCTCAT^^ 

ATAGGCAGTTTCAATAACTGGGGAC i l l iC I ICAAGACCACACACACAGG 

CTCTGGATTAAAACCCAGAAAATTAAATCTTGAATGGTGTTCAACAAC^ 

GTGGAGAATGGGACCTTGGCGGACCTTGGGCGG 

>Sequence 497 

TGGAGCTCACCGGGTGGCGGCCGAGGTACTGGGAGCCTCATAAGGCTGGC 

TGTTGAGGTGTATTGACTGTGAAAGCCCGCATGTGAACTCACAAAACTCA 

AAGACATGAGCGCAACAGGCACAAATGTATATTTAGGGTGAA€GTGAGAC 

CGCACATTGGATGTCTTGTGGAACATCATGAATCAACACACATAGTACCC 

CAGCTGTGATAACGCATGGAGATACACATGGCATGGGGCTGCATATAGGT 

TGGATTTGAAGCCGAAACAAGAGGTCCCTACTGAAATGAGCATTGAAACA 

CACAGGTTCATTATGAGGACCGAATGAATATATTACAGAGCCCTAGAGTG 

GCCCTGCGCCGGAACGCGGCACATGAAGCAACTAGGCGGTAATTCTACAC 

CCTCTGTGAGTGAATAGCTGATGATCTAATGACTTCATTTCGGGTTACGC 

TGTCCGTACTTNNNCACCGGGGGGGGGGGGGGGCCCCCCGGGTTAACCCC 
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CAAG Ci i Hill 1 G GTTTCCCCCTTATATAGGTTGGAGGGGGGTTTAAA A 

TTTGGTCGGCGGCTTTTGGGCCCGTAAAATTCAATGGGGTTCCCATAAGG 

CCTGTGTTTTTCCCTTGGGTGGTTGAAAAAATTATGGTATATATCNCCGC 

TTTCAACCAAATTTTCCCTACAAACAG 
>SequeRce 498 

TGGTTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGGGCCTTCC 

ACTTCAGCTGACrcAATTTAGGCAGTTCTGGCCACTTCAGTTTCCGCACC 

CAGGCCTCCTGACCCATGGTATCTACGATGAGATCCAGCTGTCCATTATA 

CACCGTCACGTTGATCCCTGCCTCCAGCAACITGCCACAATGCTAATGAC 

TGGGTTTAAGGAAGTCCTCCCCCATGGTACAAAAACACGTGGGGGCCCGG 

CCTCCCCAGAATGGGACCTTAAGGAAATATTTTGGGCl'i rri l I I I I TGG 

GGGGGCCATTATTAAACTGGGTTTAAGGGCTTCTTGTAGGGGGGGTTACA 

AGGGGGCGGACAAAAAACAAACAAAGGGGGGTCTTTGTGGAAATTTTAAA 

CACCCCCTCCCCCTTTTTGAACCGGGGGGGGGGCTTTTTTTTAAAAAGGT 

TTTTTAAAGAGTTCCCCCCCCCTCTTGGTTTTGTTTAAAAGAAGAAATTT 

TTTGTTTTTTTCCCCCCAAACAAATTTTGGGGCGTCTTTTTTAGGGGGCC 

CCC 1 1 1 11 TATGGGGGGATATCCCCCCCCCGGCGGTTTAAA 

>Sequence 499 

TrcnTATATATGCTTATATATTITATATATATAAllTTTCri ATTACH 

rrTCATGTCrACITTAGCTTTACTCTATTTTCATATATT^ 

TTCTANATTCTATCTATCTAGANAGGATGCGGGGGCGGCCGAGGTACCTC 

AATTGATGATTTCTGGTATGACCTAGCAAATACACTGCTTTCACTGAAAT 

TTCAGTCTTGCAATCTGCTTTGGGTTCCCCAATCTAAGACAOAAACATAC 

TCATTTTCCCATCACTGGACTTCCAGGTTGTTTTCAATTTTTAACTG^ 

CAAACAAGGTGGCAACATTTATCTACAAACCTCTGGATATACACGTAGGA 

AGCTTTTGGTATTTCCACTAGTGAAACTGCTCAGTTGAAGGGTATGTGGA 

TCTTCATCTTTAATAAATATTACCAACATGTGAAAAGCCCGACAATGTCA 

AGGACTGGCAAGAGTGCCACATGTGATGGGTGTGGAATGGCAGCTCACTG 

TAGCAGGTGCTGGGGACTCAATTGGGGTCTTGGAGAAGCACTTAGTTATA 

GCAAGAATGTCTCATAAATGGGTTCTGATAGAGACCAGAGTAGTGGGGAA 

TA AAAAC TAGTTGGCTAGAAATAATTATTGATCTAAAGTCAACAAAAAAC 

CCTTTTTAATGTAG 

>Sequence 500 

TCTCTTGATCTTCGCITTGACCGCATATCITATrCTGCTTATTATC^ 

TCTAATACTATTACCTTATTATACTATCTAACTG 

>Sequeiice 501 

CTCCGCCTTCTATTATACATTGTTATTTGATTGTTATCTGATATGTTTTG 

TAATGCTCTTCGCACTCTATCCAGATATATTTA 

>Sequence 502 

ACTCGCGTTTTCGTTAATTGCTATCTTATTTGATTTCTTATTCrrri'll^l 

TTCATTTCTCTATTTATTA 

>Sequence 503 

CCTCTTTCTCATCATTCTACTTTCnTATAATATCTGTAATTATAATCCTG 
ATTATAATTCGTCTTTTATCTTTTCTACATCTANAATCGTGTTCnTATCT 
TTATGTACGTATACTCCTACTATTATCnTCTGACTATACCATCNAATACT 
ACTTATGGTGATGGTTCACCGCGGTGGCGGCCGAGGTACrri'il'lli 11 1 
TTTTTTTrTTTATGAATTATTTA 

TCCACTTAGCAAGGCATGGGCATGTATGTGGTTTTTGC^ 

TGACGTXKKK5TGTCTTCTATGACTGGTCCGCTTCT 

ATACTCCCTCGGGCGTGTCVICGGAAATTTTCGATTATT^ 

TCGTATAACCCGTTCGAACCirrATAAGGTGGTGGTGTCCCrCGGGTAAC 

CCCAGGCl 1 1 1 i 1 1 IGTTTCTCCTTTATATGATTGAGGGTGTTTATAATT 

TGCCGACTGCCTCTGTGGCCGTrATAATCCAATGTGGTCTATTAAGCCrr 

GTTTCTACCCTGGTTGGTGAAAAAATTTGTTTTATTCCCCGGCITCCAAC 

AAATTTGTTCACCATCCAATCTATTATCTGAAGTCCCTGTGGGAAGTCAA 

TAAATATGTTTGTTTAATAAGTCTCTTGGTGTGTCTGCTCTCAAATTGCA 
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GTTTGGAGTCTTTAAACCTCCACCCATTTAAATTTGGCGGTTTGGCGGCX: 
TTCAACTTGGCCX:CCGCCTTTTTTCCATAGTTCGTGGGAAACCCCTT^ 
CTGTTGTCCCAGTCTTGCA 1 1 1 1 1 A ATTGAAATTCGGTCCCACACCCCTC 
CCGGGGGTAGAAGGGCCCGGCTTTTGCGTATTTGGGGGGGGCCTCCTTAT 
CCGl'l 1 1 I CTTCGGC ATAACCTTG AT 
>Sequence 504 

CTTAATGAAGTGATGCTTAACITCACAT7TAATTTGCGGTTGGCGCTTCA 

CATGCTCCGCCTTTTCCAGTCCGGGAAAACACTGGTCGGTGCCCAG CATG 

CCATTACATGGAATTCGGCCCAACGCCGCCGGGTGAGGAGGCCGGGTTTT 

GCCGTAATTGGGGCGCCTCCnTTCCGCGTTTCCTTCGGCTTCAACTGGAC 

TTCGCTTGGTGCITTCGGTTCGTTTCGTGCrGGTTGGCGAAGCCGGGTTT 

CAAGCTTTAACTTCAAAGGGCGGGTAATAACGTGTTATCCCACACGAAAT 

CAGTGGGGATAACCCCATGGAAAAGAAACATTGGTGAGCAAAAAGGGCCC 

AGCTAAAAAGGCCCAGGTAACCCG 

>Sequence 505 

CACACACTTCATCTGTATCCATTATCATTCATTAAACTTACTTATTTCAC 
ATACATGTTATCTACATTATTCTATGTATACTTGCATTGTCATTCACTCA 
TCAGTCTATAATTATATTATTATTTGAAGTAGACCACTCG 
>Sequence 506 

CACTACCTGCTATCGTCCTTGNCTACNTGTATCGTCAGTATCTACATCTA 

TCTNGACATCTATACAGCTTATNTATCGGTTCGTGTANANCTATNGTATC 

TGTACTGTGTGTCAGTCGATATCTCACATCCGCGATATCGTTTCTGTATT 

ACGTCTCTCTGTCTGTATTCATCGTATGTGATATTATANTNATAATCATA 

ATGATTTTAGACTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTCGTCTT 

GGTGAGAGCGTGAGCTGCTGAGATTTGGGAGTCTGCGCTAGGCCCGCTTG 

GAGTTCTGAGCCGATGGAAGAGTTCACTCATGTTTGCACCCGCGGTGATG 

CGTGCTTTTCGCAAGAACAAGACTCTTGGCTATGGAGTCCCCATGTTGAT 

GGATCCTGAGCTTGAAAAAAACTGAAAGAGAATAAAATATCTTTAGAGTC 

GGAATATGAGAAAATCAAAGACTCCAAGTTTGATGACTGGAAGAATATTC 

GAGGACCCAGGCCTTGGGAAGATCCTGACCTTCTTCAAGGAAGAAATCCA 

GAAAGCCTTAAGACTAAGACAACTTGACTCTGCTGATTCTTTTTTCCTTT 

rrrn'niI"lTAAATAAAAATATTATTAACTGGACCTCCTAATATATACT 

TCTATCAAGTGGAAAGGAAATTCCCGGCCCATGGAAACTTGGATATGGGT 

AATTTGATGAACAAAATCTTTACTTAAAGGCAAGGTTCCTTGGCCGTG 

>Sequence 507 

CACrCACCGTCGCTATTCITTGCTCTGTTATTAAATGAGGTTCAATCTAC 

GTCACATTCITATITAATTTACTATATrATTTCTTACATT^ 

ATAACTCATTTCTTATCTNTTCTCAAGTTTGATGTACGGGTGGCGGCCGC 

CCGGGCAGGTACGCGGAAATCCCCTAACTTCCITGCTATCrTCCCATCCC 

ATATTTAGGTTAGATATGAGAAGTTGTGTATGCTGTGTrGTGTGCTGTGT 

GGTTGCTACGCACATGTGACTGATACTTGTAATACACTAAATTGAAGTAT 

ATTGTGAATAACATATCACTGCAATTTAATGGAACAAACATTGGACAAAA 

TTTTCATTTTAGGACITCTCTAATTCATAATGATGTATTCCAGTITCT 

ACAAGCTTTGGCTATTTAGTATATXrrrAGCTACTTAAACATT^^ 

TCTCTGGACATGG14UUUCTCTGGTGCGAATATAAAGGTCAAGGGCCTCT 

TTACCAAGTTCTAAGCCAGCTCCTnTTAAGCCTACGT CTAT GTAAACC^ 

AGTTTAATAATCTAATCATAACAAGGCAAGGACGCCCTTITAACGGT^ 

TATATTTTITAGTTGAACTCCTAAATAACAATGGATACCTTW - 

TTTTCrrcAGAAAATTCCCTCTAACCACAATGGAAA 

TTGAACTTAAAAGAATAACrrGGAGGAAAAGGGTTATGAAATTTCAGAA^ 

TTATGGGTGGTTTAATATTTCTTCGTCCAAAAATATTTtrTTA ^ 

GTGGCCATGAATTTTACCCCTTAAAAGGACCTACCAACCCATTTAGTGAA 

ATAAATTGGAGCGGGATGTGTTAACCACATTGATTGTCAATAAAACAGGA 

TACAATCT 

>Sequence 508 

CTCGCTCCTTTATCTTCTTATTTTATCGATGTGATTGTATTTATCTTA 
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TATCGTTGTA 
>Sequence 509 

AATTGGAGCTCCACCCGGTGGNCGGCCGAGGTACACTCCCACGACCACGG 
CATGOTCTCTTTCATATGGCTCAANNKTCAACTGGGCCGTGGGGGGGTTA 
TATTCTACThnTNCATCTTTTTCACTTChWANG 
TAhWCTTTNNAOTCAATNCANTTTWCC^ 

TCCATTACNCANNAANNTNTNNNCATTCANNNCCACAATCCGGGGGGGGG 
GGTNNCTNGGCCACATCANCAAAAATCACATCCACCATTGCNATCCCNCN 
TACCTGCCCG 
>Sequence 510 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTCTCTGAGCCA 

AGGACATTCTCATTTAAACAGTTTAAANAGGCGGGGTGCGGGAGGCGGAA 

AAAAAGAAATATACCCTGGCAGCGCTGCCGGCCGGAAAGCGGAGAGGGAC 

GCTAAGATCAGCAAATTCGCCAGTTTGGATCCTTGTCCTTTTCCGCCCTT 

TTCCCCCCATTAAATCCAGAACCCGTCACATGATAATTAAGAGGGGGCGG 

CAGTTCCGGCTGCTCAAACGACTGCGGTAGAGGATCCCCCGCGTACCT 

>Sequence 5 1 1 

CAACTTGTAGCCTAGN(>IGGGGCGTTCCCCGAGCNACTAC11 rri riNNN 

NACANNCNNNCCGGNNCCCAAAGACTTTTCCACTCTGCTACTCAAGGTGG 

AGTGCAGTAAACCAAATCACAGCTCACTGCAAGGGCACACATCACTATTC 

CCAGCTAATTAAAAAAATTTTTTTTTTCATACAGATAGAGTCTTGCCATG 

TTGCCCAGACTGGTCTCAAAGCCCCGGAACCATGNTTTCTTTGGGCGGGG 

GCCCCCCAAAGGGCNGAGAAAACAGCCACGACCCACGGCACCAAGCNCGA 

NNGAGGGCGGGGGAGACGCCGCCAAAAGCAAAACGGCGGCCAAANCNGAG 

GGAGCAANNCGGGGCGAAAAGGNAAACGGAACCACCACGAAAGAAAACCA 

AAAGAAAACCGGAGCACACAGGGGGAACCGCGCC 

>Sequence512 

TGCGT 

>Sequence5l3 

NGCGTTAGGAGCACTCCGCGGNGGCGCTGGANNGTTTGATCAGGACGCCC 

CGNAGNCACCGACGAGGACCAGACGCTGNNANGAACATTTATTCAAAGCC 

CACCCGGNCACAGCCCNAAAGGCCAACCCTTTTTGGAGGNGCCNGGGANG 

CAAACCGAAAAAAAGCNGGAAAAANNGAGGAGNNGAAGCCAAACAGCCAA 

ANNC^JGCCANNAGGAAGNGNGNAAGGGGTTTTCNAGlM'irrriNNGGGTT 

GTAGANCACACCCCNNGAAAAAGNCCGGGAGGACGCCCCAGAACGAGGGG 

GGGGGGGGGGCCGCAAGAAGGGGAGANCAAGCNNANCGANACCGGCGACC 

CCGAGGGGGGGCCCGGNACCCAGGCGGGGGCCCCCAAGGGAGGGGAAACN 

GCGCGCGGGGGGGAAACAGGGGCAAAAGCGGGCCCGGGGGGAAAAGGGAA 

GCGGCGACAAGGGAAACAGCAAACGAGGCCGGGAGGCAAAAGGGAAAAGC 

CGGGGGGGGCCAAGGAGGGGGGGGAAACGAAAAGAAGAGGGGGGGGGGCA 

AGGGACGGCGAAGAGGGGGGGAACCGGGGGGCGAGGCGGAAAAAAGGAAG 

GGGGCAAGCCGCGGGAGAGGGGAGAGGGCGGAGAGGGGGGAGGGGCAGAA 

GCGAGCGACGGACCGAGGAGGGCGGGGCGAGGGGA 

>Sequence 514 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTCCGAAA 

TCTTACCTTCAGTCTrCTCTGCCACCCAGTCATTTATATGC^ 

TCTTCAGTCTCTTCAGCAAAGGACAACTCCntX^AGCTCTGC^^ 

CTTCTGACAGTATTCTTTAAAGTCTGGAAGGAAATCACACGTC^^ 

CAAAGAGtCroXTXKKrAGTTCTAAGCAAGTACW 

GAAACCACAGAGCTTCAAAAAAAGAGCGGGACAGGGACAAGCGTATCTAA 

GAGGCTGAACATGAATCCACAGATCAGAAATCCGATGGAGCGGATGTATC 

GAGACACATICTACGACAACTTTGAAAACGAACCCATCCTCTATGGTCGG 

AGCTACACTTGGCTGTGCTATGAAGTGAAAATAAAGAGGGGCCGCTCAAA 

TCTCCnTTGGGACACAGGGGTCTTTCGAGGCCAGGTGTATTTCGAGCCTC 

AGTACCT 

>Sequence515 
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GCGATTGGAGCTCCCCGCGGTGGCGGTCGAGGTACGCGGGGACGGCGGAG 

CTGGCTCTCACGTGGAGGCGGGTTAATTTCGCCCACCGGAATGATCACCA 

AGACACACAAAGTAGACCTTGGGCTCCCAGA GAAG AAAAAGAAGAAGAAA 

GTGGTCAAAGAACCAGAGACTCGATACTCAGTTTTAAACAATGATGATTA 

CTTTGCTGATGTTTCTCCTTTAAGAGCTACATCCCCCTCTAAGAGTGTTC 

CCCATGGGCAGGCACCTGAGATGCCTCTAGTGAAGAAAAAAAAAAAAAAA 

AAAAAAGTACCTGCCCGGGCGGCCGCTCGACGTGGTCGCGGCCGAGGTAC 

AACTGCAGTAAGAGGGACGGTTAATTCACAGCTTCCAGCTCTTGGCGCCA 

GAGTCCGATGCACTCCTGCAGATAACGGTCATTTCCATTCCGGGAGAACC 

TCTTCGAAAAACAACCCGGATGAGACTATCTGGCAAATTGCAGCCCTTGG 

CGGGCTTTTCAAATAGAGCGTTGACCAATCAAAGAAGGGGGACGTTACAG 

GCACTGAAAGAATAACC 

>Sequence 516 

TTTTGCTCTTGTAGCCCAGGCTGGAGTGCAATGGCAGGATCTCAGATCAC 

TGCAACCTCTGCCTCCTGGGTTCAAGCGATTTTCCTGCTTCATCTTCCCA 

GGTAGCTGGGATTACAGGCATGTGCCACAACGCCTGGCTAATTTTGTATT 

TTTAGTAGAGACTGGTTTCTCCATGTTGGTCAGGCTGGTCTCAAACTCCC 

GACCTCAGGTGATCCGCCCGCCTCGGCCTCCTAAAGTGCTGGGATTACAG 

GCGTGAGCCACTGCGCCCAGCTATACTGTATATTTTAAGAAGTTCCAGCA 

TCTTGCATCTCTGCATTTATCCTATATCATTAAAAGAACATAAGTTATCA 

TGGTGTTGGGTAAATTAGCGAAATCAACCCTTCCTAGGTTTAGGGGAAAG 

TTATTTTTAAAAACAACTTAATAAAACTTACACTCTTATACAAGAGTGAT 

TTCCCCnTATTAGGATGCATGTTGATTAAACTCGAGATACAGCTTTTTGC 

AGATGGGGGGTTGGGTTTGGTGTAACCrCTTTAACATGTCACACTGGTTT 

TCAAGATTAAGAAAATATTGAGTTTGAGTGTGTTTAATAACTTTCTGAGT 

TTTTAGAAGTCTrATTATTTTTAAAGAACTTAATAAAGGTCTAGATTGAC 

AAAN 

>Sequence 517 

AGGTACGCGGGTGTTGATCCAGTTCTTGCTTTTCAACGAGAAGGATTTGG 

ACGTCAGAGTATGTCAGAAAAACGCACAAAGCAATTTTCAGATGCCAGTC 

AATTGGATTTCGTTAAAACACGAAAATCAAAAAGCATGGATTTAGTAGCT 

GACGAGACTAAACTCAATACAGTGGATGACTAGAAAGCAGGTTCTCCCAG 

CAGAGATGTGGGTCCTTCCCTGGGTCTGAAGAAGTCAAGCTCATTGGAGA 

GTCTGCAGACCGCAGTTGCCGAGGTGACTTTGAATGGGGATATTCCTTrC 

CATCGTCCA 

>Sequeiice 518 

cacncagnaggcctcnnaagcaggactaggcacancc 

ccccgggggaagggnngaagggagggctttgagggcngagggggaagccc 

cggaaagnnnnccnccanccaggggagaagagacncggnagggacacgcc 

aaggagagggaacaggqoaaccancacttttgttctttggggggcacngn 

gcagggaccccccacaaaaaaaaoacx:nccccccaggaggggggggggca 

agcggaaaaaaaaaacaagacccaaagaaaaaaacaaagggcacacaaag 

caaacggcaaacccgcgaacctgcccgggcggcccgccaaaaaccagggg 

accccccgggccgcaggaacgcgaaaacaagccaaccgaccccgcggacc 

cgcaagggggggcccgggccccagcataggaaccctaaggggaggcgaac 

ggcgcccccggggaaccaggggcaaaggccggcgccgggggaaaggggaa 

gcccgcaacaggccaccagaacgggcccggagcaaaaaggggaaacccgg 

gggggccaaagggggggccaaccaccataaaaggcggggggcccagaccx: 

gcggacaagaggaaaaccgggcgcccga . 

>Sequeiice 519 

TCCCTCCCCCAGGGATCCCGGTTTCGAAGGTGCG<nTTGCCTCCGTTTAA 

ATAACTCAAGGGGGGAGACGGTTTTCCCGGAGTCGGGTTTACCCTTGAAG 

ACGTGTAGCGAAATCCCCCAAAAGGCGGGAACCCAAAAAAGAACCGTTGT 

TCGAGGGTTCCATAGGN 

>Sequence 520 

GGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTATGTTGAATAAAT 
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GTTTTTTTCCCTTTTAATTTTTCTGCTTCCCTAGTGCATAGAATTGAACT 

GCTTAGGGAGTTTGAGGCTGCAGTGAGCTATGGTCATGTTACTGCGCTCC 

AGCCTGAGTGATGGAGTGAGAACCTGCCTCAATTAAAAAAAA AAAA AAGA 

AAGAAAAAACAGTGCAGTGGCTCATGCCTGTCATCCCAACAGTTTTGGAA 

GCCAAGGCAAGAGGATTCCCAGGAGTTCAAGACCAGCCTAGGCAACTTAG 

CAAGACCTTGTATCTTCCAAAAACTTTAAAAATTAGTTGTGTGTGGTGTG 

CCTGGCTGAGATGAGAGGATTGCTTGATCCAGGAGGTGGAGGCTGAAGTG 

AGCTATGATTGGGGCACAGCAATCCAGCCTGGGGGAAAAGGGAACCCTGT 

CTTAAAAAAAAAAAAAAAAAAGAGACCAGGGCGCTTTAAAACTAGGGAAT 

CCCCGGGCTGAGGAATTCAATTTAACTTATTGAATCCGTCACCTTAAGGG 

GGGCCGGTCCCAA'I^UU'I'GTTCCTTTAATGGGGAAATTCGCCITTGGAAA 

AAAGGAATAGTTTTCCTGAGAAATTTTTATCGTTAAATTCCAAACATACG 

GC 

>Sequence 52 1 

CCGGGCAGGACGCGGGCGGCTCTTAACGGTGGATCACTCGGCTCGTGCGT 

CGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACA 

TTGATCATCGACACTTCGAACGCACTTGCGGCCCCGGGTTCCTCCCGGAG 

CTACGCCTGTCTGAGCGTCGCTTCCAAAAAAAAAAAAAAAAAAAAAAAAG 

GTCCCT 

>Sequence 522 

AGGTACACCTCCCCAAGCTCTCTTCCTCCGGCTCTAGCTATATAAGACGT 

GCCTGCTTCCCCTTCGCCTTCCACCAAGACTGTAAGTTTCCTGAGGCCTC 

CCCAGCTTCCTGCATGCTTCCTGTGCAGCCTGCAGAACTGTAAGTCAATT 

AAACCTCTTTTCTTTATAAATTACCCAGTCTCAGGTAGTTCTTCACAGCA 

ATGTGAGAACAGACTAACAACAATCAACTCATGGCTTTAACACAAAAAAA 

ATAGGTAAGTTCAAAATTAACATATTACCACATCCAACTT CTTTA TTCTT 

GAGAAAACAAAAAAGTCCAAAATCAAAGGAAAGCACCCGTTTTAAACCCT 

CATATCTTTCTCAGGGCTCACTGCAGTCTGGCCATATCTCAAGCAGGTCT 

>Sequence 523 

TTGOAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGAGTGA 

GAGGGAACGAGAGTAAGAGAAAGAAAGAAGTGAGGGGATGTAAACTCGAA 

TAAATTTCAAAGTGCCTCCGAGGGATGCAACGGGCAAAAACTGAACTGTT 

CAGGCTTCAGATTGTAACTGACGATCTGAGGAAAAATGAGGTTTGTGTGA 

TTTTGCTAAAATGCATCACCAACAGCGAATGGCTGCCTTAGGGACGGACA 

AAGAGCTGAGTGATTTACTGGATTTCAGTGCGATGTTTTCACCTtXnXJ 

AGCAGTGGGAAAAATGGACCAACTTCTTTGGCAAGTGGACATTTTACTGG 

CTCAAATGTAGAAGACAGAAGTAGCTCAGGGTCCTGGGGGAATGGAGGAC 

ATCCAAGCCCGTCCAGGA 

>Sequcnce 524 

AGGTACGCGGGGCTCTTGAGGAGTGAGACTGCAGGAGATGTGGGCCGTGC 

CAAAGAGATGGATGAGACTGTTGCTGAGTTCATCAAGAGGACCATCTTGA 

AAATCCCCATGAATGAACTGACAACAATCCTGAAGGCCTGGGATTTTTTG 

TCTGAAAATCAACTGCAGACTGTAAATTTCCGACAGAGAAAGGAATCTGT 

AGTTCAGCACTTGATCCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTG 

ATGCTGCCCTGTTAGACATCATTTGTAAGTGCTGGAGTGCAGTAACGCCA 

TCTCAGCTCACCGCGACCTCTGCCTCCTGGATTCAAGTGATrCTCCAACC 

TTAGCCTCCCGAGTAGCTGGGACTATAGCAGTGCACCACCATATATGCAA 

TTTCAT 

>Sequence52S 

GCXSTTAGNAGCNCTGCGNCroTGGCGNCTTCO^ 

ACGGNCCCNCNGGCCAGNNCACCC Al 1 1 Ti IN NGANGNAGTTNGAGGCGG 

GGCXrrCCCCGA(XX>IGGAGAGGAAGGAGACNGTTTTTTNAGGNGCCCOGG 

GGGCCACACCCCAAAAACCCCGAGCCCGCAANNNNGCACCGGACANAACA 

NNCGCGNGGGCGCAAAACANCAACNGGGAACANCX:CCGAGGGAAACCGCC 

C rri ri ' l 1 1 li l i l iG TGTTTCGCAANNGAGGGNGCCNNGCGCGCCA CAA 

GAAAGACAACCAAGGCCCCCCGGGGAGANCGGGGNGCAGGCCCAACTTTC 
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TGTGGGGGTGTNCTTGNGGGACCACACATCTTTCCTTCCTGGTGGGCAAC 
ATTCACCTGGGCTGAGCGAATGGGCACCTCANTGCACAGAGAGGTGGCTT 

CTGAGGACCCAGCTTCCCTCTCCAAAGAGTG^ 

GATCCAGGGACCCTGACCGTTCCTACCTTTTTGCTGAAGAGATTTATGAC 

CGGCAAGGTGGAGCCCCTGGGGCCTGGAATGAGCCTCTCCTGAAACACTG 

GGGGCCCGGAATTCCACGCCCCTTGGCGCAGGTCACACAGCCCCGGGTCC 

rrCGCCCCTGGGTTGGCTTAGGGCCTCCTGGCATTCTGGAGGGGCCCTAT 

TCTAATACCAGCCCTCATCAAATTGGGGCTACAACCCCAAGGCCCTCTGG 

ATC 

>Sequence 526 

GCGATTGGAGCACTACGCGGTGGCGGTTGAGGG ACATG ACATGCCACCAG 

TA A A ACTTA ATGTCTTCCr I "II" I Tl TCTC ACTGGGTTTTTC ATAG ATCG A 

GACATGTAAGCAGCATCATGGAGGTAAGTTTTTGACCTTGAGAAAATGTT 

TTTGTTTCACTGTCCTGAGGACTATTTATAGACA GCTCTAAC ATGATAAC 

CCTCACTATGTGGAGAACATTGACAGAGTAACATTTTTTTTGGGGAAGAA 

GAATCCTACAGGGTCATGTTCCCTTCTCCTGTGGAGTGGGGGGGGAAGGT 

GTATGGCCCC AG GG ATGGCCATATTACTG ACCCTCTACAG AG AG GGCAAA 

GGAACTGCCAGTATGGTATTGCAGGATAAAGGCAGGTGGTTACCCACATT 

ACCTGCAAGGCTITGATCIITCTTCTGCCATTTCCACATTGGACATCTCT 

GCTGAGGAGAGAAAATGAACCACTCTTITCCCTTTGATAATGGGGGTTTA 

TTCTTTAGACAGAAGAGAGGAGTTATACAGCTCTGGAAACATCCCATTCC 

TGTATGGGGACTGTGTTTGCCTTTTAGAGGTCCCAAGCCCATAGAGGAGA 

TAAAGGGGAACAGAATTGTATAACTTGATATAATGATCCTAGATAGATGG 

AACTACAAGGGGCTCGAACCCAGAGAGAGGGGGGACTTTGCTT 

>Sequence 527 

AGGTACTCACAGTCACGCTCCrrCTGAACCATCXrrTGGGCTTCATGGGGTT 

GGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTT 

TGTGAACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGA 

AGATCATTCAGTTTCCATATGCTGAAGGTTTTTCCACTATTCACACTCTG 

TGGCGTAACCTTCTTCAATATAACCCCAAATGTCACCCAATCTATTTCTT 

CCAGCnTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAGT 

ITT 

>Sequence 528 
AACATGGAGNCACCA 

CCTCrcCCACAACCANGCCNAACIWAAACTTATGNANAAGAGNGAAANAG 
GACCCAAAAAGGACAAAAGGGNNCANNCANAAAAACAAANNNCCAANAAN 

CCGGCCAANAANANNGCAAAAGNNCCCCCCA I'll 1 1 1 1 1 1 1 TTGTGTGTG 

AAAAGGGAAGAACCTAATGCACGCTTAACTATCTTAACAGGGTGGGAGTG 

CAAGAGATTGATGAGTCCAAATCTGACCAAGATGGTGATGTTGGATAAGA 

GAATTXrrcTCGTTCCCACCTTTAAGTGGCCAGCCCTTCT 

GGGAGCAACCCGGCTAGGTACATCAAACATG 

>Sequence 529 

ATTGTTTCAATCITTTTCAAGCGTTTGGCACT^ 

AGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTGGACAGGACATA 

ATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATGG 

CAACGTGACCAATITTTGGTCTCAAGTrAAAATACCAAAAACTATTACAG 

TGTCTACIXMATTTATGTCTATATGACAAATCTTGATAC^ 

ATTACTGGCGTGCTTTTTTGTITGCGTTTTGAGGGC^^ 

TATTAATTACGGCGCTGGTTTTGGTrrGTGTITAATACGCT^ 

TATTGGTGTTTACATTGGGGATTACAGAATACCnTCTCTrAGGGGGATAC 

CGACATTCACTTATTGGTGGAGTTCCCCGATTCrCAATACrTTGATTGCC 

CACGG 
>Sequence 530 

AGGTACTTGGAAACCCATTTGGATTAATTAGAGGTCTGTCTGAAGGAGTT 
GAAGCrriTATTCTATGAACCCTTCCAGGGTGCTGTTC AAGG CCCTGAAGA 
ATTTGCAGAGGGGTTAGTGATTGGAGTGAGAAGCCTCTTTGGACACACAG 
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TAGGTGGTGCAGCAGGAGTTGTATCTCGAATCACCGGTTCTGTTGGGAAA 
GGTTTGGCAGCAATTACAATGGACAAGGAATATCAGCAAAAAAAAAAAAA 
AAAAAAAAAAAAGTACCTGCCCG 
>Sequence 531 

NTTACATCNGACKITTCAANCNNCCTTTGNGANCTTTCrC^ 

GACAGNAATAAGGAKTNNNAAAAAACAATTTCCACCCGACAGTAGNCACC 

TTTACACNGAGGANAACGGGAACirrATTTAAAGGATATTGTCT 

TAACACNCNGNAANCCANCCTTCCCTGATAATAAATCACTGGAGAACAAA 

AGCGAATAACAGCAGGTCTCTCTTTTTTATTCCAATTTCTTACATTTATT 

GCCAATGAAGAATTCAAATGCCAAGGGCCCTGCCTAGAAAGCCACTCTAA 

AGCAACAAAGAGGTCTGCCAATTCGCTTAAAAAACAAACCCCCAAGAGAA 

AAAAAATTCAAAAACCCTTATTTAAATGAAACAAGCAAACTGGGGCCCCC 

CTAACCCTTCCTTCAATATAAAGAGACCCCGCCCCCGGGNNNCCAAATCA 

AAAAAAAACACACCTTTACAATCACTCATACTGAATCACACATATCTAAC 

CAATTACTTCATAATTACGACACACCACATATTCACCCACACAGGTGTAT 

ACCACTCATATAACCTCACTCATAAACACACATCAACACTAGACAGACTA 

CATAATCAACATCCACAACTCATCACAACAAACACTTAAAATGTTCAACA 

AATATAACTACCACACCTAATACACCAAGCTTGTACTACACTCATATAAA 

CAAATCTCGTAACACrCACTTATACTCTACAACTACTCTCATTTCACTTA 

CACACAAACACCTCTTATTATCTCTCATATCAATCAATAATCATTCGACT 

ATCATACACAACGTATACTACTTCAATAGAACTANACTCACCAATCTTCC 

ATAACTACACGCCG 

>Sequence 532 

CGAATGTCATTGAAAAGGTCTTCTCGCGCGTTGAGAACTTTCGGTGNNTN 

GGGAGNGNGATATTTTTTTATTCAATTCGCGATTGACAGNNNNAGATCAA 

AATGTTATTAACACTCTTAGAAGACTGGTTTGTTCATTTGACATTGGGAC 

GTGCACCAATTTTTATTACAAAAATCAAAAAAGTAAAAATTATTACAATA 

TTTGCAGAGTATAACCACTAGTTGCCTAGACAAAAGCTAATTTCTACAAA 

ATCAAAAACTTAATGCAGTTTTATTAAGAGAGTCAAAATTCTCTCAGTTA 

ACTGGATATACATAGTGGTATATATCTTAAAGCAGAAAACCCCAAAAAAC 

AAAAACAAGGAAAAAAGAAAATACATGTCAACAGTCAGTTAAATATTTTG 

ACCTGACAGTTTCTACAAATAGTGATTTTCACTACATATAAAGGAATCTG 

TTACATGTGGTAAAACTTCCAGAAACCAAGTAGGAAGTGTGGAATAAAAA 

CAATAAArrCAAACGCAGCCCCAGGCTGGGCCTGTTTTTCATGAAGCCCA 

AGACAGTGATCTTTATTATTAAGGAGGGACCACTGTGTCCACAACTAAAA 

ACCTTCAACCACATGGTGATCTGCAAAGCTTTATTTGAAAAAGACAAACA 

TTCi l l lCriCACACAAATCAATGCAAGAAAl TIM 1 1 AAGGCTTGTACC 

TTCCCGGGCCGGGCCGTTTTTTAAAAAAACTTTAAAAT 

>Sequence 533 

GGTGTAGGGGCACTACCGCGGNNGGTTTTCGAAGNACGATCANNCCCCCA 

GCNGCmGCeNGCAAAGANGAGCCGCTGCGAGACGGGTTTANTCGCNNCC 

CTACCCNGGANaWGGCCJWACAThWNCGATTGNGNCACNGGGCGCCACC 

NCACGGGAGAAGGNCNNGCCGGNAAGGGNhOWCACGAAGANCNGCANNiW 

GACCNGNNAGCGGANACCAGGATITTTCCAA'l ri'lUU rilCCACGTTTCC 

CACAGGGACACAAACAAGCTCACCX::AACAAAGCCAACCGCX:CXn*G 

GTACCTGCCCGTTCTT 

>Sequence 534 

GCGTTTGGAGAACACCGCGGNGGCTTITCXKKKjTCT^ 

TGAAAAAGCAGCTGAAAGGAGTCGTAAGGCTGGACCAATAACXXnVVAA^ 

TGAAGCCTGATrACTGGAGTGACAAACTATTGAAAGAAGCAGAAGCGTIT 

GCTTATTATCGCCGGACACACACTGCCAATGAGCGGCGGCGGCGTGGTGA 

AATGAGGGATCTCTTrGAGAAATTAAAGATCACTATTTGGATTACTTCAT 

TCTTCCAAGGTTTCCAAAAGTCTCATTCTTACTCGAGCCTTCAGTGAAAT 

TCAGGGACTAACAGATCAGGCAGACAAATTGATAGGACAGAAAAATCTCC 

TGACTCGAAAACGGAATATTCTGATACGGAAAGTATCGTCTCTTTCAGGT 

AAGACAGAAGAAGTGGTCCTGAAGAAGCTAGAGTATATTTATGCAAAACA 
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GCAAGCACTAGAGGC 
>Sequence 53S 

NGACTTTGAGGCAACTCNCGCGCNNGGCGCTGCGNCGGNGNCACGACGCG 

CCNGGGCAAAGGGAAGNAACAGACACACGTTTGNGNGGAAGGATGTAACC 

CGGGACCAGAGGCNCAGNGGNGGGAGAGANCCCNGCATTACCCACCAACC 

AGAACGNGGCCCGCCAGAGGCNNGAACNGAGAGAAAGA NNCNGGGG CNGN 

CNAANGAAAANANAGACAhW(>ICACANAAGCCTTGTNCATTTTCTTTNCC 

GGCGTGACCGNCCACCGCAGAAACANNNCACAANAGGCNGCCGGNNCAAA 

CGGGGGGGAGCACGGACTGTCAGhJNCNCNGGGAAGGGGNCAGCGCANCCG 

GCAGGGCNNCNCCNCCCCGGNCNNNGGGAGAACCAGGGCTCNNCNCAGGG 

GCCCCAGGGACGGCCAGGCNGNNCCAGCCAGGAAGGCCAAAANCAAGAGG 

GAGANGNAGAAAGGNNGAAAAAAAGAAAAAGGGGAG>WGGNGAANCGGNN 

GNNCCNNCCCCACAANNGGANGANNGGCANAAAGGGNNNAGCANGNCCCN 

CCN7WCCNCACCCCCCCCNNGGNCNCCAATAAACAAGAGAAACNCCAAAG 

GAANGGGGAGGGCCGAACCCACAGGCGGAGAACCCGGCACCCCCAAGCAN 

NCAAGAAAAAGGCGCCCCCAAAAACAAACAACCCCCCCAAGGG 

>Sequence 536 

GGCTTTGAGGCACTCCGCGGNGGCCCTCGNCGNGCTTCTCAGCCAGANAC 

GNACAGCCNGAGAGTNGCTGGNAGACTCTTTTANCANCCGCCCGCCACNA 

TCCATCCATCNGCTCATCCTTTCTCCATCTGCreAACAAA CGCTA GAGA^ 

TCAATCCTTGTGTCAGATACTGGGGCTGCCCTCAAGGAGCTTTTATAGAG 

TTCAGGGNACCTTTTTCGCTCTTTTTT 

>Sequence 537 

GGCTTTGNGCNACTCCGCGGNGGCCCTCGCAGTANNATCGNGGCCC 
>Sequence 538 

GCGTTTTGGGGCACACCGCGGNGGCGTTCNGANGTACGATCNGCGCCCGC 

CAGAACAGGCCACAGCCCAGAGCCCTGCGGCNGCCTCATTACNCGGNACA 

AGCTNGAGCGGGGGGACAGGNCGGCGGGTTTTGGAAACACTGGACTGGAT 

GGCACATGATCCAGAACTCCGCTCCGTTTGGCT TCCCAAG GATCCCACCA 

ACTCATTCTAATCAGCGATCACTGTTTTAATTTC 1 1 1 1 1 INCCTATTCAC 

TATNNCACAGATCAGGCCTACCTCATTGGCATATTAAGAAAGTTGTCTCA 

AGTATATTTAGTGTTTATCATTTTACTATAGTTCTTCAAATGACTGACAT 

TCATCTTTrCCCTACCTCTAAATTCCTTTCrrTTTCACATTATCT^^ 

GATTGCTTTTTAATAGAAAAACANACAAAGACATGGATTTACTGTGCATA 

TTAGCAGATCCATACTGGAAAATGCATGGAGGTTTCATATACACCACTTA 

CAGAAAGAATAACTCAGAGTATAAAGTCGAAAAGAAAGAATCTGAAATAT 

TAGACTTGTTCTGGAATAAGCGTACCTAGGATGATACCACTTCACTTAAT 

CAGATTTCCCCnrrrCCACTATTTAACAGGGCAATATAAAAAACTGGTAGT 

TAAATACACAAGAGGCACTTATATTACTGGCTCCTCAACCCA 

>Sequence539 

ccGGGCAGGTAcrri'crrrrriATAG'i'rrri'i'iGri" iTiGTGAi 1 1 1 1 1 1 

TTTTTGGTTTTTGTTGTTTTGTGTTTTTT^^ 

AGAAAATCTGAGACACGTGAGGCCAGACAAAGCAAGG CCGGGGCT GATGG 
CCTGGCTGCCTGGTGGTTGATGGTTTTGCTCCCCCTACCIIUU 
GTTTATTCTGATTG Ai ' rrriTl ' lC i IG GTTTCTGGATAAACCACCCTCTG 
GGGACAGGATAATAAAACATGTAATATTTTTAAGAAGGAAAAAAAAAAAA 
AAAAAAAAAGGGCCCCGGGCC 

>Seqi2ence 540 *• 

CCGGGCAGGTACTTTATTTGCIAAAAAAATG CrAAT GATATC ^ 

CAGCTACTTGTAATCTTTTTGCTGGTGGAGGGTTTTGTCr^ 

GGCTGCTGACTGATCAGCGTGGTGGTTGCTGAAGGTTGGAGTGGTTGTGG 

CAATTTCTTAAAATAAGACAACAGGCTGGGTATATTGCCTCATACCTGTA 

AATCCCAGCACTTTGGGAGGCTGAGGTGGGAGAATCTTTTGAGGCCAGGA 

GTTTAAGACCGGCCTGNGCAACATGGTGAGACCGTGTGTCTGCAGAAAAT 

GAAAAGAAATTGGCTGAGTGTGGTGGTGCATGCCTATACTACCATCTACT 

AGGGAGGGTAGGATGGAAGGTTTGCnTGAGCCCAGGAATTCAAGGTTGTG 
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CCACTGCACTCCAGCCTTGGATGGCAAAGTGAGATCCTGCCTCVVAATTTA 

AAATAAATTAAATTAACCANANAAAAAAAAAAAAAAAANNAGGACCTCGG 

CCGTCTAAAACTAGGGATCCGCCGGCTGGAGGATTTAATATCAGCCTATT 

CCCCCCGGCCCCrGGGGGGGGGCCCCCCCCCCAlirirri'lCCTTTAAGG 

AGGGTAATTCCGCGCTCGCCAAAATATGGAAATACTTTTCCTTGAAAAAA 

TTGTATCGCCCAAAN 

>Sequence 541 

GGACGGTCAGAACCGATACCACCGCGGCGGCGGCCTGATGTACTTTTTTT 
TTTTTTTTTTTTGTTAAAAGACACAAGTAGTGATATATCAACATCTGTTT 
AACTCGTGACCGTTTClU'l rrri CAACTTCri'rrriCri'riCAGTGCl l J' 
CTTCTTCCATTACC 111" 1 CCTG ATTTCCACTTTCAGTTTCCATTCGTTCG 
CTATCTTCTGGTAGCCACAGCTCAGCTCCAATCTGCGAAATACGGCACTC 
TCTTTATTGACTACTGCTTCTCTCGGCCCCCGCGCTGGCCNACGGGAGTA 
CCTGCCCGGGCGGCCGCT 
>Sequence 542 

GAGGGGTGACTCCCCGCGTGGCGGCCGCCCGGGCGGTACAAAATGTTAAG 

ACGTTGTTTGTATTTGTAAGGCTGGTGTATTCAGAGAGCATATCTCTTAT 

TCCTCACTTTCCACCCCCGTATTTTGTAATGACCATGATCAATGririlA 

CTTTTTGTATAATGGGGTGGGGTGGAGTGGGGGCTATTGACAGTCACCCT 

GAGGTCTTTAGAGGACCAGCTATTGTATCACCTTGGATACITGAAGTTTA 

ATGCTCAGTTGGGTCGGGTGGCATTTGACTTGGAGGCTGGCATGTTCACC 

AGAGCCTGGGGCCCTGTATCTGGGCAGCCTTTGAGGATTACTTATGATAT 

TG A ATG AC AGTCTTA AGTGGC A ACTCACGCCC AGCTCATGCCC 1 r 1 1 " 11 G 

CCTGGACATGTGCTATTTTTATTCACTTATATGTGATTCACTTGTCAGGG 

TTAAACTTTCATACACGAATTGTATTGGGACAAAACGGCTGTTGGGGATT 

ATATATCCCTT 

>Sequence 543 

GGACACACCATGCACGCAAAACAAATTGCAATAATGTGATAAGTTCTTTA 

AAAGAGGTAAGAGCAACGTGCTTTGGGAGCAGAGAAGAGGGAGAAAGCAG 

CATCTTGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCCACTATCTCA 

TTTAATCTTTACAACTCTCTTGCAAGGTTCCCTGGTTGTGAAAATACATG 

AGATGAATCATGAAGGCCACTATCATCCTCCTTCTGCTTGCACAAGTTTC 

CTGGGCTGGACCGTTTCAACAGAGAGGCTTATTTGACTTTATGCTAGAAG 

ATGAGGCTTCTGGGATAGGCCCAGAAGTTCCTGATGACCGCGACTTCGAG 

CCCTCCCTATGCCCAGTGTGCCCCTTCCGCTGTCAATGCCATCTTTAAAT 

GGTCCAATGTTCTGATTTGGGTCTGGACAAAGTGCCAAT 

>Sequence 544 

GAGAGGGTCCCGGGTGGCGGCCGAGGACACAATACTTACTTACAAATTTA 

ATACTGCTTCAAGGTATrrAATCTAAAATTTTACCAACTTTGA 

GGTTAGGATATTTTGTTTTAGTGGATATGCTITAATTCGGATCAATTACT 

GCAGTAAATCTCATCCCTAAGCATGAAATGTTGTCAACAAATACCCAGTT 

CCATTTAGTTATCAATTAGCCCAAATAAGAGATACAAAGTATAACAGTGA 

CCAACCTTGTACCTGCCCGGGCGGCCGCTCGACCACTGACATAGACTGAA 

AGCAAGAAGAGTGCTGTGTTTGTTGCTATATCCCCTCCAACACCTAAGGC 

AATGCATITCACATCTTGCTGAGAGCAGATAACTCAATACCIGGAACTAG 

AAAATTAGAATCTAAAAGACGGAAGGCATCTAAAGAACAGTTCCCATCAT 

GCCACAGCTGAGAAATTGGAGACC 

>Sequcncc545 

atitgttataccgcgtcacx:aatttccaacacaaactatacx:gaagcc^ 
ggagagacattaaaagttgtaaaaagcacttggggggtgtccttatatgg 
aggtggaggcttaaacnrcaacatitaaattttgcggtttggcggcc^ 
acatgcgcgcgcctttttcccagtttcgggggaaaaacacttgtttcggt 

GGCACAGACTTGGCAATTTAAATTGGAAATACGGGGCCCAAAACGGCCTC 

CCGG GGGA AGAA GGGCCGGGTTTTITGCCCGTAATTTGGGGGCCGGCTTC 

TTTTCCGGCTTITCCCITCGGCGTCAACnTTGAAC^ 

TTCGGGTTCGGTTTACCGGCTTGCCGGGCCGAGGACCGGGTAATTTCAGG 
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CTTCG 
>Sequence 546 

GCCCGGGCAGGTACCTGATGCAGGGAATTGAAGCCAGACCCAAAACGGGC 

AACCCAATAGGATGGCCATCTGCCCCATTAATGCCAGCTTGTCCAAGTGT 

AATTATTAACAGTGCCCCCTTTCACTCTCCAAAGAGTCCCTGTCCAGACA 

GGTAATTGTGAAAGTCGCCTTCAAAATGACTGGCCGGTAAGGAAAGTGGA 

GTGAGGGAAGCAGGGTAGGTGGAGGTGTGAAAGGGAGAAGGGCCTCATCT 

CAGGGTGGCTGGACCTGCACCAGCATCGGCCTGCATGAATGTGCTCCTAC 

TCTTGCCCAGGCTGAGTATCAAGAGAAGCAAGAAATCTAGATAAAAATCC 

AAATCCAGAAACATCAGCGTTTTGAGGTTAACATGTTGGCAATTATTCAG 

CTTTATG AA ATA A ATATTATCTTTCl ■ 11" 11 CTACCCGCTTGGG AGCCTGG 

CAAAATATGGGGGGGACCCCTGGCTTCTTTG 

>Sequence 547 

AAACAAGTTCACATAATCATCAATTACAACTAATAATTTTACAATCTCAT 

CTTACTATTTATATAAATATTCCTAATCTGTATAATTTTTATTATATTAT 

ATATTCTTATATTAATTTGAGGCCCCGGGCGCCGAGTCAGGTAAGCCCTG 

GCTGCCTCCACCCACTCCCAGGGAGACCAAAAGCCTTCATACATCTCAAG 

TTGGGGGACAAAAAAGGGGGAAGGGGGGGCACGAAGGCTCATCATTCAAA 

ATAAAACAAAATAAAAAAGTTATTAAGGGCGAAGAATAAAAAAAAATTTT 

GGCATTTACATAATTTTACACCGAAAAGCAATGGCTTATCACCCTTCCCC 

TTGGTGTGGCACTTTGGAGATGAGGGACCCTGGGCCAATTNTNCTCCTTT 

AGAAGAGGAAAGTTGGGGGTGGGCTTTCTTAGTGAATGNGGCAAGGGGAG 

CnTTCCCTGTTTAACAAACCGCCATTCCTCAATA'll'rriGGGAAATGAAC 

CCTATTAAANNAAAAACACACAAAATGTGGCAAATCCTAAAGGTCCCTTC 

CGGCGCACCATTTGTTGAAAACCTTTTGTGGGGGNAATTGTCTTCGCTCT 

CAAACCCGAACTTGCCTGTTCAACTCATTCCACCGTTTTCCCAAGTTTTT 

TAAAAATTCCCTGGAGGTCCAAAGCCCCAAAAAAAAAAAAAAAAACCCAA 

AACCAAAAAACAAAAAAAAAAACCACATTAAAAGG 

>Sequence 548 

GGCGCCGCAGGTACCCTTTGTAATATCCTTTATATAAACCAGTAAATGCT 

GTTTCCCTGAGTTCTGTGACCTGCTCTGGCAAATTAATCAAACCCAAGAA 

GGGGGTTGTGGGAACCCCAATTTATAGCTATTCAGTCAGAAAAAAACAGG 

TTAGACAATCTGGGGCTTGCGACTGGCATTGGAAGTGGGGGACAGTTGTG 

CGGGGCTCAGCCTTCAACCTGTGGGATCTGACGCTATCTCTGGGTAGATG 

AAGTAGAATTGAACTGGGGGACACCCAGCTGGTGTCCACTGCAGAATGAA 

TTGCTTGCTTGATGTCTAGGGAGGCCGCAGAATTATAGCAGGAGGtGAAA 

AGCACTTCTTATTAGCAGTGGCAAGAGAAAATGAGAAGGAGCAAAAGCTG 

AAACTCCTGATAAACCAATCAGATCTCATGAGGCTCATTAACTATAACAA 

GAATAGCATGGGAAAGACTGGC 

>Scquence 549 

acttgatagcgccgtgcgtgccagtgaacctctcagcccccgtatgcx:ga 

cctgaaccrcacatgcgtctaacgtctattgcattcatgtctggtgaaag 

aatctcaatcatgaatggggtacctaacagacacctatcctcgctggcga 

aaagaaaagaatgggctgctctcagaccgtagaccctaaaaggacctgcg 

gtctgtgcccccggtcccttgcccacacggccgacx:aacaactactgg>^ 

cccxctggctgtatgaatacgatatccatcttatcaatcccaataaccca 

catggggggcctggcccccatgacttgttgcctttagacagggttactgg 

ctcgcttggcaaaggcatgggcataacroggtgctot^^ 

ccgcgtccaattlxxcaicaccgtactaaccgagaccatatagggtgaaca 

ccggcgtgccraacgcatgacctgaaccacactaattgcatcatacttac 

tgccccctctgcagtgtgaaaacctgtcctgcx:agaccgatgcatgcagc 

G 

>Sequence 550 

ACGTGGTTACCGCCGTGCGTGCGCGAGGACTACACGATGATCGGTGATTG 

TGCTCATGGGTACCCAGCrGCACCCATGAACTACGCCGAGAGACTGTTTT 

AGGCTGTGAGGGACTCAACCGTTATACTGAATGGAGAGCGGGACCACATA 
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ctggctggaaagtatactgcggacagtccggccctgcccaaccactctgt 

ggagaacctacgcactgcacgccatgcctgtttcctactcaagcctcaag 

acttctaccttgatctgcttgccttccttgaccatctacctagaactaac 

cgagtcccagctcccaacctggcatgagcttggacagggtggaccgccac 

cctgcx:tgaaccatggagacagcctctgggattggaggccagaggccagg 

gtcagacccaacacggactcctaatttgatgtcacagacgcaattaataa 

gcttatttaatcccgcctgggaacttaaattattgcggggcgctcactgc 

ccatttttcaaaaaaaaaaacctgcccc 

>Sequence 551 

GTGATGACGACCGCGCGGCGGCCGAGGTACATTAGCAAAAACAGTGGACT 

TTGTGACCTTGAAAAAGTCATTTAACATCTCTGAACCCTACTTTCTAAGT 

CTCTACAAGTAATATATAGTGGGTGAGGTGTTCTTTCTTTGTTCTGTTAC 

TCGGATGTGAAACTCTCCTTTTCTAGATGAAACCATTGCGTAAGTAATAT 

AAAGACTTTTCCCTGTAGTTATCTTACAGACTGGAGAGAGTGCTAGTGAA 

TGCTTTTGTCTTCAATGCCCATCTCTTGGAAATATTGAAGGTGGAGTAGC 

AACCGGGCATTATATTATCTCTTGGAAAAGGACCTCAGCAATGGAGAATA 

TCCCCATCATCACAACTGTCATCACTCTGCCGCACGTGATTGTGGAGAAT 

ATCCCrCTCCATGTGAATGCAGAATGAGATTCATTTACAAAACGAAGCCA 

TTAGGGGGG AGCC n " 1 ' 1 1 " 1 1" 1 1 AAACCAAG AG AAGTGGGGGCATCTTTCT 

CTGGAAGATCTGGCCTCATTTGGGCCGTGTAAAAAAATCC 

>Sequence 552 

TTCTGTGCATTAATTTTA n i l I GTTATTGTGTTTAAATCGAAGATATTT 

TTTTTAAATTACGTTCGTTAGTTATGTAATATATGGTAGTTGCGTGGTTT 

ATTATTTTTTTTAGAGATGAGACGAGTGGCCGGCCGCCCGGGCAGGTACT 

ACAATGATTCTGAAGCACAGTGTATTCAGACAGATACAGTGAACCAAGTG 

CAATATGTAAGGATGAAAGAAGAAGAGATGACAAAGAAATCCAAGTAAAT 

GCCrraTCTTTGCAAATGTTTTTATATTAAATCATAAGGGAAGGGAACTA 

CTGCCTTAAATGTTATCAAAAGAGTTTTCTAACAAGGTTAATACCTTAGT 

TCTTAACA'riM'ri l'l lCl ri ATGTGTAGTGTTTTCATGCTACCTTGGTAG 

GAAACTTATTTACAAACCATATTAAAAGGCTAATTTAAATATAAATAATA 

TAAAGTGCTCTGAATAAAGCAGAAATATATTACAGTTCATTCCACAGAAA 

GGCATTCCAAACCACCCAAATGACCAAGGCATATATAGTATTTGGAGGAA 

TCAGGGGTTTGOAAGGAGTACGGAGGAAGAATGAAGGAAAATGCAACCAG 

CATGATTATAGGGGGGTTCATTTTAATAAAAGTTGAAGGCACAGG 

>Sequence 553 

GAGATGACCCGGGTGGCGGCCGAGGTACCCATCTCTGCCCATCACCGCTG 

GAATTTTGATGACCTATTGGAAAAGATCTGGGACTATCTGAAACTAGTGA 

GAATTTACACCAAACCCAAAGGCCAGTTACCAGATTACACATCCCCAGTG 

GTGCTTCCTTACTTCGAGCGGCCGCCCCGGCAGGGACTTCACACCAAACA 

CTAGCTCAAGCACTGACGTTATTCTACAGGACTATGAACCTTCATATCCA 

CATTTACAGTCCGGACAGATAAAGGAAAACAACCCAAATCCAGGAGGCAA 

TATAAAAGGAAGAGAACAAAACACACATTCATACACTCACACTTAAAAAT 

AGGGGAAGACCAACAGGGGAACTTTCGTTCTCTTCTGGATGTCTACTTAA 

AAATCCCATGTGGTACCT 

>Sequeiice 554 

GAGATGCCCGGGTGGCGGCCGAGGTACrCnTGAGATTGCTTTAAATTTTG 

TATTGAAACAACAATACATTTTGCACK3TAGTAATGGGAGCACTA ACTCT 

TAOUVCAGTTAGTGAATCGTITTAAAGAATCAGTTCAGTCTAGACAT^ 

GAAAAGATTGTnx::CTGTGCICTACAATAGCT^ 

TGTTTTACTTGCCATTTTCCTGCTCTGTTT^ 

AGAAACTCAGATCAAAGTTAAGATTATATCCTGTTTGTAGTATCAGATAT 

TTTTCTGTGTACATTTACATTCAAGTTGATAACACTGGTGGT^^ 

AATACAAATTATGCTAGAGAACTGACATITTCAGACATGGTCATATAtAT 

GCTATTTGAATTCCTTTATCTTGATACAGATCTTGATTGTGAATCTCTGA 

TGATAGATGTGCAGCTAATTTGTCCCGAAACTCATGAAGAT 

>Sequence 555 
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TGAGAGATCCGGGTGGCGGCCGCCCGGGCAGGTACAAGACCATGACACGC 

CCAAAACACTTCCTGCAGATGTTGTCGTTGGAAAACTGTCGTCTTACAGA 

AGCCAGTTGCAAGGACCTTGCTGCTGTCTTGGTTGTCAGCAAGAAGCTGA 

CACACCTGTGCTTGGCO^AAAACCCCATTGGGGATACAGGGGTGAAGTTT 

CTGTGTGAGGGCTTGAGTTACCCrOATTGTAAACTGCAGACCTTGGTGTr 

ACAGCAATGCAGCATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGC 

TCCAAGAAGCCTGCAGCCTCACAAACCTGGACTTGAGTATCAACCAGATA 

GCTCGTGGATTGTGGATTCTCTGTCAGGCATTAGAGAATCCAAACTGTAA 

CCTAAAACACCTACGGTTGAAGACCTATGAAACTAATTTGGAAATCAAAA 

ACTTTTGANGAAGTGAAAGAAAAGAATCCCAAGCTGACT 

> Sequence 556 

GAGACTGCCCGGGTGGCGGCCGAGGTACGCGGGGGGGGAGTGGCACTCGC 

AGCTGCAGCAAATCTCAAAATAAAGAGGCAACG GCCTTT CTCTTCCTCTC 

CATCTCTCTATAGCACACCTTTTATTTCTTTTCTTCrirrrrrAAGCCTC 

ACGAAAGATTTTACTTGTAGATCAACTTTCAAAATGTAGGAAGTCAGAAT 

GGGTGACATCATCAGAAAAATATGTGGAGCTGATCACAAGAAGTGAAGAA 

CCCAGAGCACGAAAGCGGTTGTGACTCCTGGGCCCAGGGAGTTGACAGCG 

TCTGGGCTTCAGAGGAGCCAGCGCCTCCGAGTTGTCTTGAAGTGAGGCTC 

TGCTCTAGTCCTGTTCTTCTGGCTCTAAGATCTGAATGTTGTGACC^ 

ATTTGCTCTTTCCTGGAGGOTAACCCCAGTTTCGTCCACAAGGC^^ 

CCCAATCTTTTGCAACAGTTGAACCAAGAATCTGAAGCTGATAT 

>Sequence 557 

TGAGATGCTCCGGGTGGCGGCCGAGGTACTGGATGTCAGGTCTGCGAAAC 

TTCTTAGATTTTGACCTCAGTCCATAAACCACACTATCACCTCGGCCATC 

ATATGTGTCTACTGTGGGGACAACTGGAGTGAAAACTTCGGTTGCTGGCA 

GGTCCGTGGGAAAATCAGTGACCAGTTCATCAGATTCATCAGAATGGTGA 

GACTCATCAGACTGGTGAGAATCATCAGTGTCATCTACA 

>Sequence 558 

GGGATGTGTCTCCACCGCGGTGGCGGCCGAGGTACTTTTTTTTTTTTTTT 

I ' n 1 11 1 1 GTTTTTGAGACGGAGTCTCCCTCTGTTGCCC AGTCTGG AGTG 

CAGTGGCATGATCTTGGCTCACTGCAACCTCCATCTCCTGGGCTCAAGCG 

ATTCTCCTGACTCAGCCTCCCAAGTAGCTGGGATTACAGGTGCCTGCCAC 

CATGTCCGGCTAATTTTTGTATTTTTAGTAAAGACGGGGTTTCACCATAT 

TGGTCAGGCTGCTCTCGAAATCCTGACCTCGTAATCCGCCCGCCTCGGCC 

TCCCAAAGTGCTGGGATTACAGGCCCGAGCCACCGCACCTGGCCTGTATT 

CCCGCGTACCTGCCCG 
>Sequence 559 

TAGATGACTCCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGGTGCCTG 

GCTCCGTTTCCTGCTTTTGGTTCTTACAGTAG TCGG CGTAGGCCrTAGGT 

GGGTTCGTGCGCCTTCTACCTCGCTGTTTCGGTTTTCCT 

CCTTTTCTCrCCrGTTGCAGCTGGGAGCGGACGAAGCGCGAAGC^ 

TTTTTACTGTCTCCTGAAGAATTTAACACAAACATGGATATCAGACCAAA 

TCATACAATTTATATCAACAATATGAATGACAAAATTAAAAAGGAAGAAT 

TGAAGAGATCCCTATATGCCCTGTTTTCTCAATTTGGTCATG TGGTGG AC 

ATTGTGGCITTAAAGACCCTTGAAGAAGAGGGGGGCAGGGCCTTTO 

ATAATTTAAGGGAACGGGGCTATTCCACCAAAAGGCCTTGGAGGACAGGC 

TACAAGGGATTTCCCATTTTTAGGGGAAACCCCAAGGGGGGAAA 

>Sequeiice560 

GCGATGTGA€TCCCCGCGGTGGCGGCCGAGGTACrrnriri 11 1 1 1 11 1 . 
riU ' 144 ' 11 IG ATCGGCAAGCGACGCTTAGACAGGCGTAGCCCCGGGAGGA 
ACCCGGGGCCGCAAGTGCGTTCGAAGTGTCGATGATCAATGTGTCCTGCA 
ATTCACATTAATTCTCGCAGCTAG<nTGCGTTCTTATCGACGCACGAGCC 
GAGTGATCCACCGCTAAGAGTCGCCCCGGGTCCCTGGCCCGGGG 
>Sequence 561 

TAGCTACTTTACGCTGTCTGTACATTNTGTCGTATACATGAGTACTGTCA 
TAATACTTTTGACACTTGCTGTCTCTAGTTTCTAATATTTATATTATAAC 
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ATGACATTGATCTATAATTTTGTCTTTTATTrrANANANATATTTGCGAT 

GGCTCCCCGGGTGGCGGGCGAGGTACCATGTGGGAAGCGCTGTGAAGAGT 

TGTTGCCTTTCAAGATATACCCAAATTCCCAGTTCCAGCCCGTGTCATTA 

AAACTOCGCTGGCGTGAAAGATGACGTCCTTAGCCCAGCAGCTGCAACGA 

CTCGCCCTCCCTCAAAGGOATGCCAGCCTTTTATTTAGAGATGAAGTTGC 

TTCTTTGTTATTTGACCCTAAGGAAGCGGCCACAATTGACAGGGACACCG 

TCTTCGCCATTGGTGAGCCATCTTTTAACTTAGAAA AGCTC TTGGAAGCG 

TTTGTrirCTGGATGTTACTGl i i ri l l l rCCCCCCTGi ri lC TCTTC TG 

TACCCGTGCTCTTCCTTAACAGTTTCTGCATGTTGATGTATATTTTCAAG 

GGAAAGAGATCATTAACACCATGTGCTTGGTGCTTGAAATGTTTATTAAT 

TTTGAGCGGCCGGCCGTCTGGAACCTGGGGGCCCACTGGC 

>Sequence 562 

AGAAACATTGTGAAGCAAATAGGGCCAGTCAAAATGGCCCATTGATACCG 

TTAAAAAAGGGCCGGCGTTTGCTGGGCGTTTTTTTTCCAATAGGGCTCCC 

TGCCTCCCCCTGAACGTAGTCAATCAACTAAAAAATTCGGACCGCCTCAA 

AGGTTCAGTAGGGTGTGCCGAAAAACCCCCGTACCAGGGAACTATTTAAA 

TGGATACCCAGGGCCGTTTTCCCCCCTTGGTAAGCTTCCCCTTCGTTGCG 

GCTTCTTCCCTTGTTTCCGAACCCCITGCCCGGCTTTACCCGGAATAAC^ 

CTGTTCCCGGCCTTTTTTCTCCATrrrCGGGGAAAGCCT^ 

TCTTCATTAGCCTCACG 

>Sequence S63 

GCNNAGCCCGGGGNNGATCCNATCTAGNTTNCTNAGNAGNCNNGGCCGNN 
CCCGGGGCCAGNGTAACCNGCXKjGNNGGGGCCCGGGAAAGGTTGGGAAAA 
AGAAAAAAAGGGTTTTCTTAAAGTTGGGGCTTTGGGAGGGGGTAATTTCC 
CCCCCAAAAGGAGAGACCGGGGGGCCCCGGGCCAAAACGCGGGGGGGGGG 

gggggaaaccctcccaaattttgcgccccc taata gagggggggcggtat 

ttaacccggccgcttaatggggccccggggtttttaaaaacggtgggaac 

tgggaaaaaaacctgggggggttccccaaattaaaaaggcctttgggaag 

aaatacccctctttttgccggggtggggggaaataaaaaaaaaggggccc 

cccacaaaaggcgctttttacaaaaAatttggcccccctcttaattggga 

gaagggggggcccccccttttttgggcggaatataaaaag ggcggg gggg 

ggggggtggggtttttcccccaaccgggagggcgcgttatal i l ittgtg 

GGGGGGCCTTATTACGGAGCCTTTTThmWNNGTG iri^ 

TTTTTTTGTTGGGAGGGAGC 

>Sequence 564 

AGGTACCAAGTAGGATAATTACTACTGCCAACACACACATGCACGCATGC 

ACACACACACACAGATGTATGCACGCACACACACTCTCACTCCTAGACTG 

CTAAAAGCAAAAAAAAAAAAAAAAAAAAAAAAAAGTCCCTGGCCCGGGCG 

>Sequence 565 

NGGATTGGAGAATaXK:GGNGGCGGTTOGNNGCAATTACTAGACCTCNGA 
CO^CGGCACTAAGCANCGNCACCCTGAANAGANTGTTCATCXJNNCCCTCC 
CCCNGNAGAAACCNCNGCGCCANGAGTTTCAAGNGGAGGAAGAAGCGACT 
GCGCAAGCNGAAGCGCAAAAGAAGAAAGAN GAGGCA GA GGNC CAAGNAAA 

CCGO^AGOWGNNGCACCGNGGAGGCCTTrOTTTTTTA^^ 

CAGACGCrrcCTTATGAAAGTACCAAGAAGTGGGAAGCGGGGTGAGCTGCT 

GAAGATTTTTGGTATCGACAGGGATGCCATTGCACAAGCTGTGAGGGGCC 

TCATCACCAAGGCCTAGGGCGGGTATGAAGTGTGGGGCGGGGGTCTATAC 

ATTCCTGAGATTCTGGGAAAGGGGCTCAAAGATGT 

>Sequeiice 566 - 

TCGAGTACGCGGGGGGGGACTGGAGGACCTGTCTGGTTATTATACAGACG 

CATAACTGGAGGTGGGATCCACACAGCTCAGAACAGCTGGATCTTGCTCA 

GTCTCTGCCAGGGGAAGATTCCTTGGAGGAGGCCCTGCAGCGACATGGAG 

GGAGCTGCTTTGCTGAGAGTCTCTGTCCTCTGCATCTGGATGAGTGCACT 

TTTCCTTTGTGTGGGAGTGAGGGCAGAGGAAGCTGGAGCGAGGGTGCAAC 

AAAACGTTCCAAGTGGGACAGATACTGGAGATCCTCAAAGT AAGC CCCTC 

GGTGACTGGGCTGCTGGCACCATGGACCCAGAGAGCAGTATCTTTATTGA 
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GGATGCCATTAAGTATTTCAAGGAAAAAGTGAGCACACAGAATCTGCTAC 

TCCTGCTGACTG 

>Sequence 567 

TGGATTGGGCCCroCGCGGNGGCGGTTGANGGCNTTTCGNNGCCCCNCAC 

CAhfNhWAAGGNCGAGGGN>mCCCTGGANGANTGGTTANTCGGCCCCCCCC 

CGGGCNCNGCAGGCCGNCANNANCGTTGANGCNCGCGCGGGCGCNGCCCC 

TGAAAACCCCGNACCNGCCCGGGCGGCTGCNCNAGAAC NAGN GGANCCCC 

CGGGCGGCAGGAANNCGAGAGCAAGTTTTTCTTTTTTGGTTTTCCCGAGG 

GGGGGCCCTTTTCAAAAAAAAATGTCCCCCCAGGGAGGGGGGAGGGCGCG 

CTTTTTTTTTACAACGGCACAGCCGGNCCCCGGGGGAAANNGGGAACCGC 

GCACAAANCCACACAACAGACGAGCCGGGAGCACAAAGGGGAAAGCCCGG 

GGGGGCCAACGAGGGAGCCAACCCCCACCAAGGG 

>Sequence 568 

GCGATTGGAGCTACACCGCGGNGGCGGTTTCGGGCGAGACNNCTCTTGNC 

CATCTTCTCCCGCTGCTGAAATTTNCTTGGCGGGCGCTTTAACCCGAGGA 

CCCCTCCCCCCGCGTACGCTGGATAGCCTTTTTTCCAGAAAGAGAGAGTA 

GCGCGAGCACAGCTAAGGCCACGGAGCGAGACATC TCGG CCCGAATGCTG 

TCAGCTTCAGGAATCCCCGCGTACCTGCCCTTTTCTTTTTT 

>Sequence 569 

GCGCTTTGGAGCNACTCCCGCGGNNGGCGGCTCGAGNGACAATTACAACC 

CCGNNNAANCCAAGGGNNNAGGGNANCAAGCTGCTGNGATNNACTAATAC 

ACAAACCCCAGACAGCAGNAAGGNCAGAAGAACCTTGGAGAACAGCAGAA 

GCAACACCGCAGAACNCNGAAGGCNGAGAACACAAGNCAAANACANNNAA 

CNNAAAAACAACGCNGAGAGAACACNGGGAAAAATTTCTTTTTTTAGATG 

TCCACAAAAAAGGACATGTAAAGGGGAAGGTCAAGTTGTTGAGACAGCTA 

CTTTATTCTTGGGATGACTGNGGAGGTGGTGGAGATGAGCCTTGTTTGCC 

AGATTTCCGTTCGTAGTTCACGAGTCGTTGACCCACAAGGTACCTGCCCG 

>Sequence 570 

GCGATCGGAGCAACCCGCGGNGGCGGTTGANGNCGCGACAGCCGANGAAA 

GAAAAAGGGAGCCAGGCCCATTTCCCAGCCGATTAANCCGNGGGGGGGAA 

CGGGGNNNAAAACCGGGGAAAATTTAAACCCAAGAGGGGAAAACCCAGAA 

AGGCCCANGGGGCCGGGAAACCCAACCCCAGGGGGGAAAAAACCCGGCCC 

CCCCGAAAAAACCCCCrCCCCCCCTTTTTAATITTTTGG 

CCAAAAAACCCCCCCCCCCGGGGGAAAAAACCCTCCCAAAAAAAAAACCC 

CCCCCCX:CX:OCCCC CrrrirriG GGGGGGGGAAAAAAAAACCCCAAGGGG 

GGGCCCCCCGC 

>Sequence 571 

NGGCTAGGAGCACACCGCGGGCGCTGGGGCCAAACAACTGTCTGTAAGAG 

GGACCTCTCATGGTTACAGGCTTTGACAACCCAGAATCAAACTGGAGAAC 

ATTCCGAAGCCGTTCTTATAAGTGTCTCCATCTCTACCTGGGCTGAAATG 

GAATGTGCAAATGTAGCCCAGCCTGGTCCTTGGGTGTTGCCAGTTGATTG 

ATGACTGGGAGCCAAAGTGGCATTTTCTTTGACCTAAACGGGCGATGATG 

AAATAAATCGAGCGGCCGCCCGGGCAGGTACATCTGTGAATGTGAATGCC 

AAAGCGAAGGCATCCCTGAAAGTCCCAAGTGTCATGAAGGAAATGGGACA 

TTTGAGTGTGGCGCGTGCAGGTGCAATGAAGGGCGTGTrGGTAGACATTG 

TGAATGCAGCACAGATGAAGTTAACAG 

>Sequence 572 

. GGCGTTTTGNGNCNACACCAGCGGhfNNGGCGTTCGNTGAGNGATCNGNCG 
GCCGNGNhWCNCACCGCXKjNCCNNNCOm'AC^ 
CGCCACGGAAAAGNNGGCOXCGAGCCAGAGCTTTTGCAGCC^^ 
GGCGNGGCCCGAGGCAANGGAAAGNGGGANGNAAAACOAAGNACAGGAGC 
AGANNNGAAGAANNACAAAGNGAANNGGNGCTTITCAGTTTT^ 
TGACCACANAGCCTCTACnrCCTCTGATAAAAATGTTGGGAAAACACC^ 
AATTAAAGGAAGACrcATGCAACTTGTTTTCTGGCAATGAAAGCA 
TTAGAAAATGAGTCCAAACTATTGTCATTAAACACTGATAAAACnTATG 
TCA 
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>Sequence 573 

CCCCAGAAAAAAAAAAAAGGCCCTGGGGCCACCCCAGANAGAACTCAGGG 

GACAACCACGCGGCGGCGGCCGCCCGGGCAGGAACANAGCCCTCAGGGGG 

GNCGGAAACCCCGCANAGGACAGGACANAAAGGAAAACACAAAAGCGCAA 

GCCGGACACACACACAGGACAGCGAAGGGCAACGAGACCCAACGCCGGAC 

ACAAGCCAAAACACCAAAAACGAGAACAGAGACCACGGGACGGAAGCCAA 

AACGACAAAGGGGGAGACTGCAGCCACAACAAGACGGGCGGGCTCGGCGC 

CCGCAAAGGAGCGCCGCCGCGCGCGGCCGAAGAACACGCCCGCCGCCCCC 

GCCGGCGGCGACACACACAGCAAAAACAACACCGGCACGCACCAAGGGGG 

AGAAACAGCCGCCCCCGCCGAGACGGGGGCGCCCCGCACACCAAAACACC 
AAGACAG 

>Sequence 574 

>Sequence 575 

>Sequence 576 

NGCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGTAGGAGCC 
TCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGA 
AACCATGAAGAGCCTGATCCTTCTTGCCATCC 
>Sequence 577 

CCGGGCAGGTACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGG 

AGCTCGGCGAGCGAGAGGCGGCGCTGGCGTTGGAGAGCGACGGCGGCCCC 

CGCGTAAGCAGTGGTAACAACGCAGAGTAACGCGGGAATGAAGAATCTTA 

GGCGGGTGCACCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAG 

GATGATGTCTTCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTC 

AGACCTTGTGAAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGA 

AGAGTGCAGATACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGT 

CTTCTGATGTCATATCATTTCACTGTCTAGGCTACAACC 

>Sequence 578 

GCGATTGGAGCTCCACGCGGTGGCCCGCCCGGGCAGGTACCTCACAACGA 

GTTCAGTCAGTAGCAGAAGGATCITCTCTCTTGTTCCTGATGATTTCAAG 

GTCCTCACAGTCCTGATAATCTGGTTCTTCCCGAAACTCCCAAATATCTA 

TGGAGAGCTGTTCTAGCTTTTGCACAGGGAACCAGTGGACAGAGGTATCA 

TTA AACA TGTCCATGTATTGCGAAGTCTGAGGAAACTCAAGCTCCTCCAG 

TCCnTTTAAAATCTTTGCAATGTAGGGATAATTTriCT 

CCAACAACCTCTCCTCAAGTCCTTTGAAACTGTTCCCAATGATGACC^ 

TTAGAAAGGGCATCTACTGACCAGTTACTCCATAAAAGATTGTTGTACCT 

CGGCCGCTCTAGAN 

>Sequence 579 

NGGAATTGG AGCTT ACTGCGGTGGCGGCCGAGGTACTTTGGACAGTGAGG 

GTTCGATTCATTTTAGGGGTAGGGTTGGGGGTGGGAGTGGGAGTGTGGGT 

TGGCAGGAGGAAGAATGAGT CTACTTTGGAGACAATTAAGTCATGGTACT 

1 1 1 1 l l l l l 1 1 1 1 1 1 1 1 1 1 1 1 J i l l lGGCTACATAGACATCnTCTCATG 

TATT GTTACTAGAACAACrrGTATAGGGTTTTATGGTTTGGGGAAAACAT 

TTTTAAAAAATGG ACTTAT CTCTATTATACAGAGTTATAATATAAAAATG 

ATTTAAAGGCTATATTTTTCAGCATGTAGGTAGCTACACTGTAATCCTGT 

TGAAGAAACTTTCCTATTTAAGCTTATAGGATGAAAATATATAATTAAAG 

TCTTCTGATCATAGCTT 

>Sequeiice 580 

AGGTACCATCCAAATGCriXX:CTGGTCTrGATGATXnxnTCX:AGAGTC 
TCTGAGTGGCCTTTTCTGCACCCnXXrCCTTCT^^ 

AAACCC AATTTGGAAACAACATTGACCCAGTCAAAAGCTTCTAATGGTTT 

Cli l l iCriCCTCCAGTTTTAGTTTG<nTITATTAAAAAA^ 

GCATGGCCATAGCTCCTTCAGTTCnxnTATTGCAGACTAACCAT 

GGTATCAAAGCACAAATACTTTGGAGGGGAATGCGTTGAACTGGGGCAAG 
TACCTGCCCG 

>Sequence 581 

CACTCGGCACTCTCGGTTCTCTGCTATTTTAATTGTATTTTGTAT^ 
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CAATACGTATTTTACTACATTCCTTTAATGTACATAGATATCATATACTT 

ATTTATTCATTAANTTATATTATGGTTTAGTAGTGAGCTC 

>Sequence 582 

GTTTTTAGAGATGAGCTCACCGCGGTGGCGGCCGAGGTACCAAATTGTAA 

AATACTCGAAGGCCTTCAGGAACCTGTGACTGATTTACATAAATACCAGA 

ACCTATTTTGGATGAGGTAAAAGACATGTGCTCATCTCCAATTACAGTrr 

CAAGCTGCTGTCGGCCAACCCTATCAGCGGGGAGGCCACAAAGCATAAGA 

ATTCTTTTGGGATTACACTGACATCAATAATTTTTATCACTATCTTCCAT 

TACACTATTGTGCACATTAAGCCAATTTTCTGATCATCACATACTTGTTG 

TAACTGCTGCTGGGGGCATATCTAAGCTTTACGT 

>Sequence 583 

GCGCTAGGAGTACTCGCGGNGGCGGTTAGGGCTCTACCGGACCNCNGACC 

CTCCNGGAACCGAAAAGGCTGGNGCGGGTTTCANCCAGGNCNCACTGANN 

GNCGGACCACANGAGNCAAACTTAGGNCNAGCNCAGAGAAAGCCCGAGAC 

AGCAGGGCAAAAGCGGCNNGCGCCCCGGNNGGAACANCGCCAGCCNCCTC 

ANAANCCAhnWCCAGACAAGCTTTCATTTTTTTTTCAAATCCGACATCTA 

CTCCAACTACATGATACACTAAAGTGCTTGCTGTGTGGGCTTCCAGGGGA 

GATGAAATGGTAAGTCGGGCTGCAGCATCTCTGTTCAAAATATACACCAA 

TTTCTGTTTCTCAATGGCACTAATCATAACGGCrcGCCCnTGGGATCCA 

CAGCTAAGAACTGGCCAGGAACGA 

>Sequence 584 

GCGATTGGAGCTACCCGCGGTGGCGGCTGAGGGACATTACGTATTGGTTA 

TACAACATTTGTTTAATAAATGCAACTAACAAAGCTACACAAGACTTAGA 

TATTGAAGCAGAAAAGGTGGTTTTACAGTCCCTGCATTAACCTCTAATTC 

TTACTACCCTGGCCAAGAAAGCATTTTCACCTCCTGCGCTTTCCTTCCTG 

TGTGCTTGTGGTTGGTTCTTTCTTCTCAGGCTTTCTTATTCTGATGCTGA 

GATAGTTCTGTTCACTTAGCAACTTGGGACAGTGACAC AGGG TTTGTTCT 

GTACAAGCAGGTTATCCAAGAGGCATCCATACCCTGGGTTTTCCTCCAAC 

CATAAGGAAAATTGATGCAGCTGTTTCTGACAAGGAAAAGAAGAAAACAT 

ACTTCTTTGCAGCGGACAAATACTGGC 

>Sequence 585 

TAGTACCTGGGCCACCAAACACAGCTGGACTCAATATATGGGGAAGGTAA 

GTGTCCTCAGTTTTTGGAGAGAGATTACCCTCTTCCAAAAGAGTGCTTGA 

TTCrGGTAGTCCAAGCTGTCTCCGTCTGGTGGCACCCX:AATTTCCCCTGC 

CTAGACCCACCTCC 
>Sequence 586 

GCGTTTGNGNCACTCCGCGGNGGNCCTTG1WGNNCTGTACTNGCACC>^ 

aggagacgawgnagnccnngnattttnngt^ 

cggnnnangcnnlwcagagncacancatnttggncgaaanaggagccca 

cacagaggaaggnngaggaggccngcaggnaccncggccgcncaagaacn 

agnggancccccgggcggcaggaattttaanctttcttaggggttccgng 

gaccncccggggggagacggnacccagccccx:gcncccgggagggagggn 

NAACNGCGCGCNNGGCGNAANCANGGGCANAGCCGGNNCCCGGGGGAAAA 
NGNNANCCGCNCACAANNCCACACAACAAACGAGCCGGGAGCA 

>Sequence 587 

GCGATTGGAGCrCCCCGCGGTGGCGCGTTCGGGTACAGCTTTAAAGCATC 

ATAATGACTAATTATAGGTGAATAATTTTACAGACAGTCTATATTCTAGG 

AGGCAGCTGTAGGCGTTrrAATTGGAAATAAGCATTCTGAGATAATGATA . 

ATAGCAGTGTAGAAAAATCAAGCTAAAAAAATrcAAAGTOTTGAGAA 

TCCTGTCCTTCTGGGATITTrATTTTAATCATCTCCT 

GCAGNACi i iNrrrrrrnTiTrrrrriu'iGGGGTTTATiTTATG C 

AGAGCCATCGTGGTTTTTTATTAGGTAGATGCCCTGGATAATCCTTTCAA 
GGAAGATCACTTAGTCCAACTTAATGAAACX:AATATCCTTtXK:ATACT 
>Sequence 588 

GCGTTTGGAGCACCCGCGGNGGCGTTCGGCCGGGCTACTCAGCCANGAGG 
. GAAACCGAAGAGCCAGANNGTTAAGNGCAGATTAAGACNAGANCGCCGAG 
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GNNCGGGACAAGAACCGNGAAGGGTTGATGGACAGGGAAGAGACCAACGA 
CTGGATCCTTCCCTCAGACTATGATCATGCAGAGGCAGAAGCCAGGCACC 
TGGTCTATGAATCAGACCAAATCAAGG 1 1 1 1 1 1 i GCTGTCCAAG GAGG AG 
ATCGCTGACAAGTATGACTTATTTGTTGGCAGCCAGGCCGCAGATTTTGG 

GGAGGCCTTAGTACCT 
>Sequence 589 

GCGTTTGGAGCACACCGCGGNGGCGTTCNGNGGACTATCATCNGNCCGCA 

GANCAGACTNGCAGCCGACCAAGTTATGNGGGGATTTAGACAAAANCCCG 

GANNNCACCNTNCCACTNTNNGAGGACTTTGTCCAGGGTCTCTGGTCTAC 

CGATGTCAAAGCAAATCAGCACAGCATCCGAATCAGGGTAAGAGAGGGGG 

CGGACATTGTCATAGTAAGGAGAATCCGAATTTTTCCACAGGCTCAACTC 

TATTCTTTGTGTGTCGATTTCAAAACTGGCCGTGTAATTCTCAAACACTG 

TAGGAACGTAATTCTCGGGGAAGCAGTCCTTGGCGAAGACATGGAGCAGC 

GCAGTTTTTCCACACTGACTGTCTCCCACCACAACTATCTTGCAT 

>Sequence 590 

GCGTTAGNGNCNACACCGCGGNGGNNCTCGNNGTACNATCTGNGGGACAG 

CANGCNACNGNCNAGAGC>WGNNTTAA>fNGNCNAGTnrAGACTNGCCCCC 

CGAACGCCGANCACCNCNGAGACCXIACCTITrTCANAAACAAAAGGCCCA 

AGCCGGAACACNGCCX^JGGACCNGNGACA NNCNGGA CNANNNCNGNGNNN 

AANNGNGGCCGAGNGAACAACCATTTANATTTTTTTCGTGTTTGNNNAGC 

CCGCGAANNAACTAAAAAAAAAAAACCCCAAAAAAGGGGGGGGGAAAGNA 

CCCGCCTTTTT 

>Sequence 591 

GCGATTGGAGCrrCCACGCGGTGGCGGTCGCCCGGCAGGTACTCAGGTTTT 

ATCTCTGCACTCCAAGTAGGATGAATAGATAAGAGCAAAGGCTCATGTTT 

GCCAAGTCTGTCCTTTTGTAACAAAAAACCCAGCAGCTTTATCAAGCAGA 

ATTCCACCTGTATTTCTTAACTTGCCAGAGCTGAGTCTCATGGCCACCCT 

TAGCAGGAGTTGGGGAGGTATTTTTAACAAGGCACATTATCATCTCCCCC 

ACCCAAAGTGGAGCTATTGCTAATGAAAAAGATACAATGAGATGTTTATG 

AAATTATCTGTAGCTATTAATGTCAGGTTTTTGAAATTTACTGACCTGGA 

AGAATACTCATAATGCAATGTCAAGTGAGAAGCAGGACAAAGAACATTTG 

CAATACAGTT 

>Sequence 592 

TGGAGTATGCGAATGAGCTGCACCGCGGTGGCG GCCGAGGTAC lll'I'rn' 

l4 " rnTt ' irri ' ii ' I ' lT T G CCCAGCAATTAAAAAAArrrir 

GACTOGATTTTGCCATGTTGTCCAGGCTGGTCTGGGATTCCTGGCXr^ 

GCAATTCTTCCTCCTCGGCCTCCCTAAGTGCTGGOATTACAGGCATGAGC 

CACCATACCTGGCCACTTCTTCATTCTTGTTGGCTTTC 

AAAATTGGTGAGAAGTTCCTTCGGCTGGGCTGAGGACCCGAGGTCATGGG 

TGGATCTCATGGAGAGAGGGCGAGGACAGGGGACCGGTCTCCCAAAGGAG 

TCCTCCTGTCTTAAGTCTTTGGCCCAAAGTGTCGGAA GGGCCCCATA AGA 

GGGGGGCCCACCCCACGTTTTGTGGGACAAAAAATG'i'rrrri'1'l'l'IlGGG 

GCCCCCCCGGTTCTArrAAAAAGGGGAGAGCCCTCGTTTTCTTTCCGGGG 

GGG CrrtlHlA TTATAAGTA TATATG AGTCTTCCCCTACCCCACGGTCGA 

TCCATCTATATATATTTCATATTTTTCCCCCCCT 

>Sequence 593 

GGGAAACATGGCAAAGATTGTCCTGGGGGAAAAAATTGTTCCCCGCAAAA 
TCCCCAAAAAAAACTA(KXGGGGGGAAA>^^ 

CCAGGGGCCACCCACACCCCi414"llGGGGGGGGG<X:CCCCCCTCX:CCAA 
CTCGGGGGACCCCCTTTTGTTXX:CCCCTTCTAATAGAGTCa:C 
GGGGGGGGGGGGGAANAAAAA 11 iCl'l i 1 C I i CAATTATAAAAAAGGGGG 
GGGGGGGGGGGGGG 
>Sequence 594 

TGTAGAGGATTGACGGGGGCGCCGGGTCAGGTGCGATTCTGGATGACAAA 

GAAGATGCTTACTrCACAGAAATTCGAAATTTCATTGGGAACAGCAACCA 

TGGCAGCCAATCTCCCAGGAATGTGGAGGAGAGAATGAATGGCAGTCATT 
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TTAAAGATGAAAAGGCTTTGTCGA GCGG CCG CCCGG GCAGGTACTTTNTT 

l " ri I 1 1 1 1 1 i 1 1 1 1 1 11 1 l A AGGAGCTTTTATTGTTTTAGTAATCTTAAC 

ATAACTTAAAATAAGAGAGGGGAAATGACATCTGGAGATCTAGGTATGTG 

GCCCATTGCAATTGAGCACATTTCTTGGGTCTGTTTCTCTATCTCTAAGG 

GCAGTCTCAAAACCCCAGCTCAAAATACGACACTAACATGATGAACATGC 

ATGAGCTTTGAAAAGTGCTCTGTAGTCTTATGATGATC TAGA AGAGCACT 

GTCCAATAGAACTTTCTGTGATGATGAAAAGATTCTACITnXjACCrA^ 

CAATANGGTAACCACTTATCA 

>Sequence 595 

ACTTTTTACTCrrATAGTACTCTTACTTGTTTATTATTACTAAT CTTATT ^ 

TATATTAATTATATTTATGTAAATTTATAATACATATTTATAATTTTTAT 

TATATTTTTTATTAGAGCGAGCTCACGGGTGGCGGCCGCCCGGGCAGGAC 

ATCGTCACCATAGTAAGAATGTGTTGGTCGACACAGACTAGAATGGTCTA 

ATAACTAGGTATAGGTTAATTCTTATGTGCACCCTTGACAATATGAGGAA 

ATGTAATACAAGCGATACACAATATTTGAAGTGCAATGGCTTATT AAAG A 

GTTAATCAAAGATAATTTCTTTTATAAAACCTAAAAATAGGTGAATTTTG 

TGAAAGCATCAATAAACTTTTACATGTTTATAGTGCTTACCCTCAAATGT 

TTAATTGATTGGTGTCCAAAGTAAACATTTGGGT GTGCAT ATCTCTAAAA 

GTTTAGTAAAAATTGGCCAATTATGCNCAAAAAATriTITAAA 

AATCACACCCTTACA Al i 11 II 1 1 1 f T C TT A AATCAAAATT CACCCCC CT 

CCTTACTTACCAATAAAAAAGAAATTATTTGAAACCTTCA'rrrri-riCTT 

TTACAAGGTGTCGTGGGGTAGGGAAAAGAATTATGGGTGTATTCCAATGG 

TGGTACAATTGGGAAAACAAGTTAAGCTTA ATATTT TATCGAAGTTATTT 

TATTTGTTTAATGGAGGAAAAAAATGTGCAGTTTTTAA AACTC TTTGGGT 

AAAGAAGTCTCCAATTATAGTCTGCCCAAGGGAGTGGGTTTT AATG AGAA 

TATTAATTTTTTTTATAAACGAGGTGTATCCTTCGGGCACGGATTTTAAG 

AAG 

>Sequcnce 596 

GAAAACGAAGTTGAGCTCCACCGGGTGGCGGCCGCCCGGGCAGG TACTAT 

TTAAGAAAAG AACAAGGTTAACTAACTAAAAGCAG AACTCACTTA 1 1 ill 

TGCTCCCTAGCCAATTAAAAATAAGTTCATTAAAAGCACTTGAAATTATA 

TATTTAACCTGAAAAAAAGTTGCTAAAATTCCAATATAAATGTAAATATC 

TTTAACITGCTTAACCCAGCTATCCCCAAAACAGTGTAGTGGGGCAAAAT 

GTTCAAAAGAAAAATCATCCAGTGCACGTAGATGGGCACCAAGAAGCTAA 

GCTTCCCTGGCGCCTACCCTGGG 

>Sequence 597 

TGATTGCTGTTGAGCTCACCGCGGTGGCGGCCGCC CGGGC AGGCACTTTT 

rri ri ll l rri i l ' l ri ' l l ll GAGTTACTCTGATGTTTATTTTA^ 

TTAGTCCACACAGTTGGTATAAAATCAGAAAATGCAAAGCAAAAACAAAA 

GGTCTGGAGTCTTAGCATCAGAAGGGCACCATATATACATCTACAGTTGG 

TGGCCAATACAAGTCATTGCCAGACAGTCCTTGGAGGCACAGAACAGCXZC 

AGACCCAGCCAAGCTCTAGGAACTCACGGGTCCCAGGGAGTTCTAA ACCC 

TrGTTCTGATGCTCCAACCGTAAAAAAAATGTGGGAGTGATGAAGGCTTT 

ATGATTTACTCATTATCCCGCGTACXJr 

>Sequence 598 

TGTAGTTGGCTTCAGCTCCXKKjAGGTGTAGAAAGGCGCTGGGTGTTCA^ 
ATAGGCTCTCCTGGCCCACGGCTGACTGTCTTCCTTGTGTCTCTACAGTG 

gacgtgactctxk3acxxagacacggcctacxxx::a 
" taatctgcxkk::aagtgcggtacagtracxrixxaaca<^ 
accccgagaggttcaatctgttttxctgtgtxrrtgggct^^ 
atcgccgggagacattattgggaggtagaggtgggagataaagccaagtg 

GACCATAGGTGTCTGTGAAGACTCAGTGTGCAGAAAAGGTGGAGTAACCT 
CAGCCCCCCAGAATGGATTCTGGGCAGTGTCTTTGTGGTATGGGAAAGAA 
TATTGGGCTrTTACCTTCCCAATGACTGCCCTACCCCCCGCGGACCC CGT 
TCACX:GGGGGGGGA1 rril 1 1 GGGCCATGATGCTGGGGAGGGCCTCCTTT 
ACAAAGTGG 
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>Sequence 599 

TTTTTTTGCGGCCCCCCTCCCGTCCGGTAGAAAATAGAGGTTCTGACTCC 

TCAGGAGCAAAAAACATAACCTGAAGAGGGAGGAAGTGGATTTGGGGTTC 

ACCATTTCTTGGGGCACACnTGATTGAAAACTGAGACITCrGAAGAG^ 

GCCAGAAGATACAAAGACAGACCATGCCAGTTGAATGCTGTCTTCCAAGA 

ACAGAAGAAAATGATCCAGGCCCAGGAATCCATAACACTGGAGGATGTGG 

CTGTGGACTTCACTTGGGAGGAGTGGCAACrcCTGGGCGCTGCTCAGAAG 

GACCTGTACCGGGACGTGATGTTGGAGAACTACAGCAACCTGGTGGCAGT 

GGGGTATCAAGCCAGCAAACCGGATGCACTCTTCAAGTTGGAACAAGGGG 

AACAACCGTGGACAATTGAAGATGGAATCCACAGTGGAGCCTGTTCAGAC 

ATATGGGAAGGCCCTTCATGCCCCTGGAACGCTTGCCAAGGGAAAGCCTG 

GGGGACAAAAGGAAACCATGTGATGGAC 

>Sequence 600 

GTTTGTGCGCACCACGCTCCGATGGCCCAGGTGACCAATGGCCGCAGGCT 

CCATGGCGGCTGGCTTCTTCCAGCCCTTCATGTCACCGCGCTTCCCAGGG 

GGCCCCCGGCCCACCCTGCGGATGCCGAGTCAGCCTCCCGCAGGCCTCCC 

TGGCTCCCAGCCCCTCCTCCCTGGCGCCATGGAGCCCTCCCCACGAGCCC 

AGGGGCATCCGAGCATGGGCGGCCCAATGCAGAGGGTGACGCCTCCTCGT 

GGCATGGCCAGCGTGGGGCCCCAGAGCTATGGAGGTGGCATGCGACCCCC 

ACCCAACTCCCTCGCCGGCCCAGGCCTGCCTGCCATGAACATGGGCCCAG 

GAGTTCGTGGCCCGTGGGCCAGCCCCAGTGGAAACTTCGATCCCCTACTG 

CTTCTCATCCCCCGGCAGCTACACCGGACCCCCAGGAGGGAGGTGGGCCC 

CCTGGAACACCCATCATGCCTAGCCCTGGAGATTCCACCAACTGCAGCGA 

AAACATGTGCACTATCATGAACCCT 

>Sequence 601 

TTTTGAGTACTAAGCTCGACGCGTAAAAAAATAATAAAATAAAAAAATCT 

GTGCAATAATTTAAAATGTGCrCCCAGGAATAGACACAAATGTTTTGAGT 

ATCITTTAAGCTGCATTTTCCTTTAGTGATGCATTTGTC AATTG C ACTC 

ATTTAAATCTGAAAGTCAGAGGTGATTATTGATAGT ACTTTT GTATTTTG 

ATATGGACAGTTTATTCATTrGCATACAGTTATTGACTTTTTCCCAGCTG 

ATTAAAAGATAGTCAAGAAATTCTGCAATATAGCTGCCAA AATAGA CAGC 

TACATTTTTATGATATTGTCATCTTTTCTGN ri l ri l l l lCri 11 i r 

TTTAGCTATTTTACTTAAGCATAATAGCCACAATAGG ACATA TAAAAGAT 

TATAAATACAGAGCTTTATTATCTTGACGTCITGGGTCTTTTAAGTATAT 

AC r I T i C TG AAAGGTATCC ATTTTGTAGGCTTGGGTTTCTTATG AACATA 

CGATGTTT 

>Sequence 602 

GACCACATTCTATATATCATACGAATGAAATCGATTTTGTTCTACCGTAA 
CATGTACCTCATACTGTATCTATAATTCTCACGTATCAATGATCTAATAC 
CAGTGAAGACATCATGAATAGACAACCAAGACGAGGTGCACACCTTGGGA 

caccctcatctgcgtgggcggccaagatcggagcagcgacgctgcgggct 

accccxratgccacccatgacctgtagggaccacctctagatgcctactcg 

actcaaggacaacacaccatgtctccgctcgatctggccaagctgaacca 

ggtggcaagacaacagtctcacittgccatgacgcacggcgggaccggat 

tcga:ggaattgactccagctcixx:agaggtgaaaggctattgggcaagt 

tttggatgcatctactcaaaccacccatgaactcaccatttccaaaaaac 

ttaattggctgcataaatcgggcgccaaggccgccaacatttaaagagaa 

cccgcx:agatgti«:gggggccx:aggatcaaaaaagocaaaccccagggg 

aagggctccixrrggaagggccgggtacaaaacacixk j^^ 
tattagatctggcccaagtattctaaataaaggcgggcttttcc^^ 

aaaaggcatgggggggcgactaag 

> Sequence 603 

TACATCTACTTCTGTTCATATCGTTAATACTATCTArrCTTATT^ 
AGACTAATTATTTTATATTCTATTTACTTTACTATACA TATA TATTATCA 
TATTTATATAATTTGACTCACCTCTAATCATTCATATTTITTC^ 
TATGATGGGCGGCCGCCCAGCGTCCGGGAAAAATTACCTGTCTTGACTGC 
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CATGTGTTCATCATCTTAAGTATTGTAAGCTGCTATGTATGGATTTAAAC 

CGTAATCATATCTTTTTCCTATCTATCTGAGGCACTGGTGGAATAAAAAA 

CCTGTATATTTTACTTTGTTGCAGATAGTCTTGCCGCATXrrT GGCAA GT^ 

GCAGAGATGGTGGAGCTAGAAAAAAAAAAAAAAA AAGC CCTTTTCAGTTT 

GTGCACTGTGTATGGTCCGTGTAGATTGATGCAGAATTTTCTGAAATGAA 

ATGTTTGTTTAGACCGAGAATCATACCGGGTAAAGCAGGAAATGACAAAG 

CTTGCTTTTTCTGGTATGTTTCTAGGATGTATTGTGACTTTTAACTG^ 

TATTANATTGCCAATATTAAGTAAATATAGGATTATAATATTGTATAGGG 

GTTTTCACAAAGCirrAGACCCTTTTACCTTTCAGCCACCCCAAAGTGCC 

TTGATATTTTAGAGTCAGGCATTGGTTATACATGTGTAGTTCCAAAGCAC 

AT 

>Sequence 604 

TCGTATCGTAACTTATTTAATTGTTATATTAACAT ATACT CTATCTTATA 

CACTTATATTACATCACTTTTCTACTTTATTATTTATTTTTCTTACCAAT 

TTCGTATTAATTATTTTTACTATCTTGTTGATGGGGCGACACGCGTCCGA 

GACAATACAAAGTTACATrTTTGGACCATATTAAAACTGCAAGAAGACAG 

GGGTCriTACTGAAGATCTnTAGAAAACTTAAATCCTGTCACAGGATATT 

TAGACATGTGTAGAATGTAGCreAATTrTTTAAAAAGTAACT GACCT AGA 

GGGTGAAAGTTGAAACTGACACATTTTCAAATTAAGATTATGCTTTAT^ 

TGTAACAGAAAACAATGTTTAAACACAAGCAGATCTGTTGTATGTAATAA 

GTAACACAGAGTTTTTTAAAACAAATTTAATTATTTAGCTTTATTGAAGT 

TTTG' in ' 141 ' ri CCTTCCGAACCTGGAGTTATCATAATTATAAAACAGCAG 

TTTTCACACCAGAATTAGCAGTGCCCITTTCTTTTTC 

TGG AACC r 1 T I CI r I A CTGGGTACCrrGGG ACC ACTTTTTATGTTAGTTTT 

TGATGCATAATTCTTTGGAATCCCTTTTATACAAAACTTAAATTGTTGTG 

TAAGAAAAACCTGTCCCTGGAATGTAATTAAG 

>Sequence 605 

TTTAGAGGGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACCCAAATACCAC 

TTCAGGAAATCTGGCCAGATCACCTGAATCCAAATGTTCTATTAATTCAA 

TACACGTTATCAAGTCAAATCCAAGCAAACGAGAGTCTCTCTCCACAACG 

GAGCCATGATACAATGTGATGGTCAAATTCAGATCCCGAGGTTTCAGAAA 

ATCCCCCAGGAAAGGAGCTAACGAATCCCCTCTCCATCGTAA TTTAT CCT 

CATTAATATCTACTCCAACAAGCAATTCAATGCATGGATTGACnTTAGC 

AGCCTTAAGAGTGAAGTATCACCACATCCCAGGTCTGCAACCTTCTTAGG 

CTCATGTTGATCCACTAAATTTTTAACGAACTGGTACCTGCCCG 

>Sequence 606 

AAAGAATTGAGCTACCGCGGTGGCGGCCGGGTACTTAAAATAATTACTGG 

CAGTAGGTTATAATTGGTGGTTTAAAAATAACATTGGAATACAGGACTTG 

TTGCCAATTGGGTAATTTTCATTAGTTGTTTTGTTTGTITro 

CCTGGAAATACAGTAAAATTTGACTGTTTAAAATGTTGGCCAAAAAAAAA 

AAAAAAAAAAAAAAGGTCCGCGGGGGCGGAGGTCAGGGACAAGATGGTGC 

CACCGGTGCAGGTCTCTCCGCTCATCAAGCT 

>Sequence 607 

TTTA' l ' l ' iCl ' l ri iA TATTATTATATT ATTATT TAAATAAT TTATICT A 

TAATCTTATTATTTATTATTACTATTCTTTTATTATTCCTATT^^ 

ATATTTCANTNNCITTGGAATGTGGACTGCACTGGCGGCGGCCGATGAGA 

agaagaaggggccx^aaagtcaccgtcaaggxgtattttgacctacgaa^ 

ggagatgaagatgtaggcxigggtgatctttggtctxn^ 

tcx:aaaaacagtggataatittgtggccttagct 

ttggctacaaaaacagcaaattctatcgtgtaatcaaggactttatgatc 

cagggcggagacttcaccaggggagatggcacaggaggaaaaaaaaaaaa 

aaaaaaaaaaaaaaaaggtacct 

>Sequence 608 

TGAGAGTGGTTGAGCTCACCGCGGTGGCGGCCGAGGTATGCGGGAGCTGA 

GAGAACAGACACAGACCTGTCGGAAGGTCCTCTGCAGGTCCCCCTTCCGC 

TCTGCCGATCGACTTCCGCCTCGGGCAGTCAACATACTGCCAAGGAAATC 
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TGATGTGGAAAGGAAAATAGAAATAGTGCAGTTTGCTAGCCGGACACGCC 

AACTCrrCGTTCGATTATTAGCTTTAGTGAAATGGGCTAATAATGCTGGC 

AAAGTGGAAAAATGTGCGATGATTTCAAGCnTrTTAGATCAGCAAGCCAT 

CCTGTTTGTGGACACTGCTGATCGCCTGGCCTCGTTAGCTAGAGATGCTC 

TGGTCCATGCACGCCTGCCTAGTTTTGCCATCCCATATGCCATTGATGTA 

CCTGCCCG 

>Sequence 609 

TGACTCACCGGGTGGCGGCCGCCCGGCAGGTACTTCCGCCTTGCCGTTAG 

CTTGTGGAGAACGTGCTTCTTATTCCTGGCAGGCTTCAAGAACAGCTGCA 

CATGTGCCGCTAACTGACCGCGTTGCCATTGGCGACCTGGACTCTGAACT 

CAGGTTTATTCTAAACCCAGTGAGAGGTGAGGGGGAGTGATGAAAGGGGA 

TCAGCTGTATTTGTGTGTGTGTGTGTGTGAGCACCTGACAAATCTATGAA 

ACCGAGTGAAAGGAGAAATGTTAGATTCTTTATTATTTTATTATATTTAT 

ATGGAAAGCTCGACTCTCCCTTTGGTAAGTCCGAAGCATGTTGTCTGTTC 

GTCCGTGACTGTCTTCCTCAGGTCTGTGGCCTGTGATTTCCAGTCACCCT 

TGTAGTTACTGACAGGAAATTGACTGGACTGTCATTTGTGTTGAAGTCTA 

GGAGGGAAATGGGCCATTTTAATTGTATGAATTTTGGTCATAAGTAAGGA 

CTTTTTTTATGTCACCCATATTAGATATATGTACCTCGGCCG 

>Sequence610 

G AGCACCGCGGGCGCGAG ACTG N i i 1 1 i 1 1 TCCTATATAAAGTGATACTG 

AAATATGCTAATTAATATATTAATTTTAGTTAAATGCTGCTAATATGCAT 

ACCTCITACTTGAAGGTTTTTAATATGTTTTGATAACTTTAATAAC^ 

GGTGATGTCTGTATAA 1 11 liA AAGTGCAGCTCrCTCTAACAAATGTGCC 

CTACAACTCCTGATTAAACGGCGTCTTGAAGGTTCAAAAAAAAAAAAAAA 

AAAAAAAAGGTACCTGCCCG 

>Sequence 611 

ATTCTTATACCCGCACATATTACGTTTCTCTATTACATTTTTCTATTTTT 

AATTTTACAAATTCATCTCGATATTTTTATTCTGTCATTTACAACTTTAG 

Al 1 11 1 rrrriCCrririAGTTCGACTCACGTGTGGCGGTCGAGGTACTT 

ATGAGAAATTGGCATGCCTTTGCTAATATTTACTGCAGAGTGTAATCCAT 

GTTTGATAGACATTATAGTAATGTTTGAGTAGGGTATTGTACTATATTCT 

TAGTGGTCCTATACGGTAATAATATCTAATACAGTAAATACCTGCCTTGC 

CTTTTTCCCTGGATAGTTCTGTAATATTACGAAATTGTTGTACTAACCTC 

CGAGCAATGTGATCCTCAATTTGGTGTGGACTTAGGCTTCGCCCl rriCC 

ATGTGGGTGCAATAGAGCTAATTATTGGCTCAAGTTTCTGTAGGTATAGA 

GATTCTTTCTCTACCAAGTAGACATTATAGTCTCAGGGGGACGTTCTCTT 

CTCTCGTGTGGGGTAACAAGGTTCACTAG AGGCCACCTTATAA 11 " i 1" 1 CC 

CTTCCCTGGCCTTCAAACCCTTGTGAAAAAGGCCTTTGTCTACCATTAAA 

TAGGTTAACCATGGCTAGAGGTTTCATTTTCTTCCCAAACAAGTATTCTT 

ATGACTTTCTAAGTTTTAATAAACAACCTTCCrrCCXnTI^ 

GAAATGGTCGTAATAAGGAGGTGAATAAAATATTTCCCAACATTATAGTC 

CTTAAGCCAACCrrGTATAAACCTCAGTATTGGTTCTTAAGAAAGCA^ 

GTCTTTGGTAGGTGAACCTTACCAATAGTTTGGTTCCTAGGGATGGATAT 

TCTCrrGGAAGGGCCTAGGCAAGTAA«:CAACAAAGGGAATGGGCCC^^ 

CTAAA 11 rcri GGGTTCCTTGGAGCGAGGTCXnTGGCTATAGCCCX:CG 

>Sequeiice 612 

GAGACAGTGAGCCACCGCGGTGGCGGCCXjCCCGGGCAGGTACCAAAGAAG 

ATGCAGTrcAAAATACTGCCAGTTTTCCAAGAAATTT^ 

ATGGCX:ATCtACTCTTGCCTTAAAACrTTTC^ 

ACATGCATGATATCCAAGGTCGACAGACCTGGATTAGAATCCACTCTCAA 

GCTTCTCATGCAGTGCGTATTGTATTTTCTGCATAAGAAAGGGCTGCCTC 

TAGAACACAGTAAGTGTATTTGCCCAGTAGTGACATTGCCTACATATAGC 

CA AGTGT TATAGTATACCAACTTAGTATATTTTTCAAGGAGAGCTAAACC 

ACCrn 1 GTAATGGTTTGGTTTCTCACTGTTATCTTCCr 1" 1 CCTATAATT 

AATTTATTTTAATCTACAAATTGACATAGGGCTAAAAGCTTCAATATT^ 

ACAAAATATTAATTAATGTAATTGTTCCCAAITATTAGAAACTTTTTTCC 
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ATTTTTAAAAATGGTTGCCAACTTACA 
>Sequence 613 

GGAGAACTACTGTAGTCGCCCGNCGTATTTCGTGAGATCCCACCCCCAGG 

AAGNCCACTTTGANGAGGCCATCAAAACGAACGGTTATACCCCNCCCACA 

NNNCACNCNGAGGGGANGTTTTACAAGNNCACCCGGGNCCCCGCCTGGGG 

AAAGGAAAGCTAACTCCACGTCTGTTCCAAAGGCCTCTGCTGGTATTTAC 

TTTACGAGAGGCCCACCTTATCCAAAGAGCTATATGCCCTGGGGGGCCTT 

GATGGGCTtCACACAGTACCTGCCCC 

>Sequence 614 

GATGATTAAGCGAATAGTAGATTNGGCGGCCGATGTTGTGAGATCTACTC 

ATAGNTAAGAAACATTCITTATAAATTTTGATCCCrrcCGTTCAAGCC 

ACCATAATTTAATTACAGATGGATATTATATGGTAACGGGTATTTACAGA 

AGGAAGGGTGTTATTACGGAAAAAGCTAACGGCACGACGTTTATTTTTCC 

CCCACAATCTTTCATACAGGAACTAACAAATTGAACTTGCAAAAGCACTA 

AAACATCACATGTAAACCCAGCTAACAGAAAAATACATTCACAAGCGTTG 

TTGGTGGTGGTGTGTATGTGTGTGCTATGGGTCAATGTGCTGAAGAAACA 

GAAGGGAGACTTTGGCACGGCTCATTTTTTTCAGTCTATAGTTACATGAA 

GTTTACAATTAGGTT GCCCT ATAAAAAGGAACCCCTTATTCAATACCCCA 

ATACCAAATAAACCCTTTTCTTTCACATACTTAAAAAGAAACCGGGTTAA 

CTAAAAAGAGGAAAGAAGAAGGCCC 

>Sequence 615 

TAGAGGAGCTCACAGCGCAGCGCGGTGGCGGCCGCCCGGGCAGGTACTTT 

Nil rriri 1 1 1 1 1 1 iiiiaattttccatgtattggccttaatcaaactat 

aagctgtggagtggccaatatactccattgtgattatacactgatttcca 

tcacctgcctttgtactatcaactcttattagattaaaaggaaatagact 

gaaattgggagngaggtcagcggctggctggataagatgttgggctcaga 

agaatgtatgtgaaaoacaccaaaggcctctcctgtatggacacaaaatc 

atataaccactgtgtctgagctgggttgtggatagtcttatttggcagag 

ggggatagccattatattctatgaaccttgccagctgtacct 

>Sequence 616 

tagagtgcgatccgccgctgaggcggccgaggtactgtgccctctttctt 
cactaggtgaccagagtggttttgactcctgtggtgcttgaagtcattct 
caggggtctctatgaccttttccctcctgcagttcactctagtitcttct 
atttca tcatc cgcactgctcttagcatcgaagtcactgtctgcatctgg 

TTCTCTACTTTCACATCAGTTTGAAGAATGCATTTCTCTTGTGGTATT 
GTTTTTTGAACTTACTTCATTGGAGAAGCCCCTTGATTTTTCT^ 

TACCAGATCTGGCTTCACGAAAGCTGCATTTAGGTACCTGCCCG 
>Sequence 617 

GTGCAAGGCCCTCGCTATACTAATTTTATAAAAAAAAACTTTCACAAATT 

TCCCTTGGAACTGGAAACATAAAAAGGATGCGAATTGGTGGTGGTAAACT 

GGGT ATTTGGAGTTATATAAGGTTCCCAAAAAGGCATATTCCTTTCAAAA 

TTTTCAAAATAAAGAAirirriUlACTGGATTTTAAATGGGGGTGTGCCA 

ACTCATTAAAGGATTTTATAATGGGTGGGGCCCCCGGGCCCGGCTTCGAA 

AAAAACTCTTTGGCTTCTTGGAAATGAATCCrGGGCTGGGGGGTCGGGTG 

TGGAAGGGGTTTAGTTATTTAAAGGGGGGAAATGGG 

>Sequence 618 

CAGCGTGCAGCTCACCGCGGTGGCGGCCGAGGTACTGGGACAGTTGGGTG 

cgttatggatcataacctgaggagccgggggaagctggcxntgggtgt^ 

tacctcaatcatatatccacacaa6tgcttct^^ 

tggoagaagaagaataaaatrotttatcctccacaactxk:ctg^ 

tgagaccagcagaaatctaccactgtcgaagacaaataaaatatagcaaa 

gacaagatgtggtatttggcaaaattgatacgaggaatgtctattgacca 

ggccttgg ctcag ttggaattcaatgacaaaaaaggggccaaaataatta 

aagaggttcttttagaagcacaagatatggcagtgagagaccataacgtg 

gaattcaggtccaatttatatatagctgagtccacctcgggacgaggcca 

gtgcctgaaacgcatccgctaccatggcagaggtcgctttgggatcatgg 
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AGAAGGTTTATTGCCATTATTTTGTGAAGTTGGTGGAAGGGCCCCCACCT 

CCACCTGAGCCACCAAAGACGGCAGTTGCCCATGCCAAAGAAGATATTCA 

GCAGCTrCGCAGCCCGACCATCGTTCACACTCTATGATGAGGAGAATTAG 

ACTCCACAGTGTATATATTTTGGCATTTATTTTCTAAAAATAAACAAAAA 

TGGAAGCCAAAAAAAAAAAAAAAAATACCTGCCTCGGCGGGCGTCTAGAA 

CTAAGGAATCCCCGGGCTGAAGAATTCGATATAAGCTTATGGAACCGCGA 

CCTTGGAGGGGGGCCCGACCCAGTTTGGTCCTTTAAGAGGTTAATGCGCC 

TTGGGTAATATGGG 

>Sequence 619 

TTAAGAGCCGGAGCTGCACCGCGGTGGCGGACGAGGTACCTACTATGTGT 

CAGCCATGGGGGATACAAAGATCTATAAGGCACAAGACCCTCAGTCTTGT 

AGTCGCCTGACAGCCAGCCAGCTACAACATAATGTGGAAAGGACAATGGT 

GGGAAATGCACTCAGGTCTTCCTAATGCACAGAGTATGCTCAGGCTGTGA 

CATAGGAANGAAAACACGATACTTTACCTTAACACNGGACTTGGAGGGAC 

CTTCAAAAAACATGTGATGGTGAGGAAATCCAGTTTTAAAAGTCTTGATT 

TAAAAAAAAGAAAACACTTTCTGTGGATAAAGATAGGCTGCAGGAAATGT 

AACCTATGAAATTTTCTCAAATTAGCTTTCAGACACACACAAAAAATTGC 

ATTTGTTTGAGGAGCAGAATGTAACTTATATTAAAGAATAAACTACTATT 

TAGTATCTGAGTGAAGTACCTGCCCG 

>Sequence 620 

AGTGAACCGCGGTGGCGGCCGCCCGGGCAGGTACATTCTAATTTTTATGA 

GACATAGATATGTATTTATAAAAAGATAGATGGAAAGAGAAGAAATTAAC 

TTAATTCTAAGAGCCAAATTTACTCAGAAGGTTTAGAAACACCAAAATTA 

ACAGCCAGTTTTCTTGATTTTCITCTTGAAGAAGAGATTGGTGTTGACTA 

TGGTGAGATATACTATGGCCTTGAGAGGCAGTTTCAACTTGAAAAGAAGA 

TGCAGGTTGAGCAATCGGAGAGGACTTCAAAGAAGCTGATGAGCTCTCCC 

GTGGACTTACTTTGACAATGTTGGAAGAATCTGGCTGGCTAGTCTGAACT 

GGAGTGGCTTGAGAACTCTGGGCTTCCTTATTCTCAAAGTTCnTT^ 

TGCAAACCCTTTITTTAGTAACCTGCAGAGGTATAAACTGATTGTGCACA 

CCCCCTGGTATTCCCX:CAGCCATGGGCATGGTCCCAGAATATAAAGTATG 

ATGGAAGGGCTTCCCAGGAACTGGCACCGATGGTCCCCATGGCATTGAGC 

CAAAGAGATGAGACGACGAAGGCATTATATTAGCAATAGGTGGGGGAAAA 

GCTGGAGOAATGGTTTCAGGTGGTACCT 

>Sequence621 

AGACGCCCGCGGTGGCGGCCGAGGTTAACGACGCCTGCCCATGACAGAGC 

CTAGGAAATCGCGATGACAGTTTACAGCAGGTAAAATCCGGTGGAGACCA 

GCAGCATCCCCGAGAAGCCGTGCGATTGTTTGGGCGTATGTAACTCGCTG 

GTACTCTTGCGCCAGGGGCGNGCCCGCATGCTAGNAAN 

>Sequence 622 

TGATGAGACTGAGCTCACCGCGGTGGCGGCCGAGGTACATTTATTTCAGA 

TAAGGACAATAAGTTTACITTGTATCTGAACTCAAAACAAAGTAGTTGTA 

TATTTTAACATTCAAAATTGGGATTTCCCAATGTGACACATCATGAATGC 

AAACCCCTCCAGCCCATCAGACGCCAGGCTGCCTACTGGTAATCTGTGTA 

TAGTATATAAACATGTAAAAATAGGTTGTATTTTACTCTATGTATGATGC 

TAATCAATGAACACTTTATTTATTTTACAGAGAAAACTTATCTGTGAACT 

TTACTATATATCTGriTATTTTACITrATTTTTTT^ 

TTTrAAATGCTTTGCCGTCCTTTAGTTAAAAAAATTT^^ 

CCCXKKnTGAAAClTITITAAAAGAACGGGGAGAAAAC^ 

CCAAGTAAAGTTTTTTATCTAAAGAAAGGTTCt^ * 

CAGTrGTGGCTCTG I 1 1 i I IN GAATGAAACTGGTrrAGATATC"*~ 

>Sequeace €23 

TAGAGTGGCTCarGCGGGGCGGCCGCCCGGGCAGGTACAGCCATTGCTCT 

TTGAGTTTGTCTGGCTAGCAAAAAGCTGGCTGTGTTATGTAA ATAAA GCC 

CCTATAGTAATTAAAATITAAAAAAAGTTTTTTAAGCTGGCTO 

ACCACTTCAGAGTCCnTGACCCCGTAATTTAGGTCCCCTTCAGATTTGAC 

AGACAGAAACAAACAACAAAACAGTTAAGCAAAACTAACAATGGTCACAC 
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AAATTATACAATTTCTGAGTGCTCTAAGTGCATTGGAAGAAAGCTGAAAC 
TCCATAAAAACATCACCTGCCTTCCATCATCATGAAAGCAGGAAAACTTG 
CCTTCCTTGTTGNGAGCAAGTAAAACTCCAAAAAAAGAGGTGTTGTACCT 
>Sequence 624 

TGTTATGACTCACCGGGTGGCGGCCGAGGTACGGCGGGGAGCCGCCTGGA 
TACCGCAGCTAGGAATAATGGAATAGGACCGCGGTTCTATTTTGTTGGTT 
TTCGGAACTGAGGCCATGATTAAGAGGGA 
>Sequence 625 

TTTAAGGCGTTGAGCTCCACCGGGTGGCGGCCGCCCGNCAGGTACAAACT 

GATCTTCATGAATGTGTGGTCCACTGCTTTTCTGTTTCTGTCACAGTAGC 

TATAAACAGCTGTTTAAGGATATCCTTATCTAAATTTCTGCCAATGAGGA 

CCAATCGATTTGTTCTCTCAGTGTCATCCTTCCAGCTCACTGAGTCTCTC 

ACATAGAGCTCATCCCGCGTACCT 

>Sequence 626 

CCGGGCAGGTACGCGGNGATGAGTCCTAGGAGGCGCTGGCTCTTTGGCGG 
CTCGGAGGAGCGGCTGCTGCTGCTGCTGCTGCTGCTGGTGGCCCCTTTGC 
AGATGTA 
>Sequence 627 

GGAGACTGATGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTT 

CirCAGAAAAATTCTCCTTGAGGAAAAATGTCCAAGATAAGATGAATCAC 

TTAATACCGTATCTTCTAAATTTGAAATATAATTCTGTTTGTGACCTGTT 

TTAAATGAACCAAACCAAATCATACl 11 1 ICI I IGAATTTAGCAACCTAG. 

AAACACACATTTCTTTGAATTTAGGTGATACCTAAATCCTTCTTATGTT^ 

CTAAATTTTGTGATTCTATAAAACACATCATCAATAAAATAGT GGCAA AA 

AAAAAAAAAAAAAAAhfNGGGGTACTCCCTGATAAAGGGGGAAT TTTCCA T 

GCCGTCrACCGGGGATGACCTGGAAAAAATTTTTTAAAACCCCGGTTTTT 

Cl'l l rnri n iAAAAAAAGGGGGCGAAAACCl 1 1 1 1 GTTAAAAA GGGGG 

TTTATACACACGGGGGGGGGGGAATTTTCCGGAGGGGl 1 11 1 U 1 1 1 1 1 1 

TTAAAAAAAAAGGGGGGGGCCCCCCCAAAAAAATTTGTTTATGGACAACA 

CACAATmTT 

>Sequence 628 

tagttggactgaccgtggaggcggccgcccggcaggtacgcggtggaaga 
cggaggcggttctacagagacgtaggctgtcagggagtgtttatttcgcg 
tgcgcttctgttcctccgcgcccctgtgctgctccgactcacatactcgt 
gcagaacx:ggtctgagcctctccgcgcagaagtgcccggagcatggcggt 

ACCT 

>$equence 629 

tagagtggagctcaccgcggtggcggccgaggtacagacgacgtcaccgt 

atatcitcttttcggccagtggaggatatcaccgaagaggacttagaaaa 

tgttgccataactgttcgagataaaatctatgataaagttctgggtaaca 

cgtgccatcagtgtcgacaaaagaccatcgacacx:aagacagtgtgtcga 

acagtgctgtggtgtgcgaggacagttctgtggaccatgcctgcggaacc 

gctatggggaggatgtcagatcggcattgctggacccggattgggtgtgt 

cccx^cctgtcgtgggatctgcaattgcagctactgtcggaag 

>Sequence 630 

tagagrrgagctcaccgcggtggcggccgcccgggcaggtacatagtgtc 

gcgaactcaaatcggcatttagatagatccagtggtttaaacggcacgtt 

ttixkrrtataaaaaaagtgcaaaaaagatgtggtttacy^ 

cagaatccctttttgctgtaattgcaccagttttaaagcci^ 

gcagatcgtttaaaactttgtttttcttaaaagct^ 

ATTCTCCTCCCCri ri l ACAAGACGGGGGCCGGAGGGTGGACACTGGTGG 

CAGGTTAAGGGATACTGTCACITTAAGAAGCCrrGCAGATTGAAGTGTAAA 

CATGGAGAAATTAGGGGCTGATTTTTTAAACTGTGTGAGATATTAACCAG 

CCGCCCTGTTATAAAATCAGGAAATCCAAACAGCGATTTACACCGATTAA 

CACCCCCTTTATATATTTTTTACAAAAATACACn3AGAAAATAAT^ 

GTTTTCATCTCTCTTGT C ' 1 ' rill ' ri 'G l lU ' i ri ' A AAAGTGTCAAAAGT^ 
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CATTTAAATATAAAAAATTAAAAGTTAAAACTCTAGCCCTTCAGTGAAGG 

AGACGTAAAATGGCGTGGGTAACAACAACTACCAAAAAAAAAGAAAAAAA 

AAAGAAAAAAAGGAAAAGGAAGGAATAAAGAAATAAAGGGAGTAAAAAGA 

AAGGAAAGAAAAAAAGGGACAAAAGAAAAAATATGTTTGGCCAGTATAAA 

TACGTTCACATATAAAATGCATCTGATTACATTAACAAGGAAAAGAAATA 

CGAGGATGGAGCATCGGTGAGGAAAAAACACGTTTCTCATTTACACCTAT 

AGGAATAAACACAACACTN 

>Sequence 63 1 

AGGTCATCAGCTTGCCTCAAGTCTGGAAAGAAATTGGCTTGGGCTCATCA 

AGTTGAAGGGACCACCAAAAGAGCTAAGATTGCTTGTAATACTCATGTGG 

CCCCTAGGATGCACCGACTGGTAGTGATGAGCCAGGTTTACAAGCAGACA 

CTGGCTAAGAGCTCAGACACTCTGGCGGGGGCACATGTAAAGATTCATCG 

TTGCAACGAATCTTTTATATATCTGCTCTCTCCCTTACGATCTGTGACAA 

TTGAGAAGTGCAGGAATAGCATCTTTGTCTTGGGCCCTGTAGGGACTACA 

CTTCACCTCCACAGTTGTGACAATGTTAAAGTCATTGCTGTTTGCCATCG 

TTTGTCCATCTCTTCTACAACAGGTTGCATCTTTA 

>Sequence 632 

AGGTACCACACTCAGGGCAGTTrCCAGCTCCTCTCACAAACAGTAAATCT 

ACACAACITTCACAGAGAGTGTGTCCGCACACATTCACCATCAGCTTCAA 

GGAGGGGTTCCGATATTTGGTGGTCTTACACCGAGGGCAACCCTGATCGT 

CCATGGCGGTTTCCCTCCTACAGACTCTCGCAGGCGCCTGTTTCAGCCAG 

AGCCACCTACAAGCCCCCTCCCCGCGTACCACCACACTGTCCCAAATTAC 

CTCITCATTACCCAAATCAAAGAATCTTTCTGTTTTCCCAATCCTCAAAA 

GGAATGAAGAAAAACCAAAGAGCAAACTCAAAAGATGATTTTTACCATAA 

ACCTCAAATGTGGCTTAACAAGTACCTGCCCGGGCGGC 

>Sequcnce 633 

GCCCATTGCTGTTTGTTTGTTTGCTTGAAGACCAAGACGGAGTTGGGCCT 

CTTGA 

>Sequence 634 

CCGGGCAGGTACTGAAAACCACTTCCAGAGTCTAAAGCAGCTCAGATGTT 

ATCTCTGGGGGAATTAGTGTTCCCCTCATTTAGCAACCTCCATACCACAA 

GGTCTCTGTCTGTAGTTACTGGGATTATCCAGATACACTATCAATGATAC 

AAATTCATAGGAGTATTAATGCA lilCAriA AACACAACTTGATTAAGAA 

GCAAATATGTTAAGCAGTTTTCTTTTTCTGCroCT 

ACTTCAGTATCTTCTCriTTACATGTGTATATAAATTAGTAAGAACCTGCA 

TCCAAAGCAATGTAGTGTGTGTATGTATCTATATATATTTATTCTAACTC 

AGCACTTCAGAAGCCITTTTGAGTTACAACAATATTTTAGTTTGCCTCAT 

CTGTAGAGGTAAAATTTCTATATTACCAAGCTCCAGAGGAATATGATATT 

TTACAGGCACAATTTTCTGGCTGTAGTCCCTGGGGCATTTATTTGCTTGC 

CTCCATGGGATGCTGTTAGAACAATTGTTAGCCGGCAAGAGAAGAAAGGC 

TACCAGGACAGCATITATAATTGTAGAATGGGAGCCTTTTTTCCTCrrNCC 

CTCCACITTCATTTAGCATGAAATAAAAAATAATTGGAAATG 

>Sequence 635 

NAGAAGTGACTCACCGCGGTGGCGGCCGAGGTACAGATGATGAAGCTTCC 

AGAGCTTATCTGATCTCTTAGACAGAACTCACATAAACACACAAATACAA 

GAGGTTATTTTCAAGACACACACTTGCAAGTAATCTTTCTATAGAAATGG 

CX:ACAGCATTATAATATTCAAAATATGGAAGATTGACAGTCTGAGGATTr 

CTAGGAAAAAAAAATCAAAGGACTTGCCAAAAGGATAACTACATA^ 

TATGACAATCTACAGGACAAAAAGACAACATGTCAG^WWVtATTGTTCAT 

ACAACAGCGTTAATGGAAAACAGTAAAACACCTTTTAGCAGTGTGCATGT 

TAAGTCTITTAGTAAGATTATCTGTAATGAGGTTTGAAAGTAAATCAC^ 

AGTAGACAAAGTAAACCACCACAGAACCAGGAATAGCAa:CATCACTGCT 

GCirraTCACTCCAGAAAGCTGAAAGTCAACCGAACAATGAAAAAAAGTC 

AAAGAAGCATTTCCCTTTGAATTCAGTCCTAAAAATATGAATGCCTrATA 

ATTAATTTCAAAATAAGTATCrrACAAGTGTTTCATGAAACATTGTTTTC 

CTAAAAGGCAAATTCAACArrATGAAAATATATATTTTGCCCGGTAGTTA 
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CTGAGAAATGTCAATCCTTTCAACTCTAGAGAATGATGCNATGAAGTCGG 
CTTTGAGCCCCACTGCCGCTTGCGCGTGTTTNCCATTTGCCTTCTGC^ 
CGCACCTTAATGCAGATGTACCTTGCCG 
>Sequeiice 636 

T CririUlUA TACATATAATTCTTTAGTTTrAT ATATTTA T ACTAT GCAT 

CAGATGTGTGTTATGTCATCTATAATATTAACIU"lM"ri"l'CATTTTAATAT 

ATTTATGTTAATATCATTATAAGTCGACGATGACTCACGCGGTGGCGGCC 

GAGGTACTAAAGGGCAAGGTTCACCACTACAAAAAGGAAGTTGTCTAAAA 

GCAAGAATTCAATTAACGCTGGGTAAGAAAAGTCAAAACACTAATGAGTT 

GTCCATGAAGCCAACTGCTAAGAACGCGCTCAACTATACGCGACATGAAG 

ACACTACGCACGAAGCCTTACTTGGCGAGTCTGAATTTCTATTAACTAAG 

GGCAGAGTGAGGGAGAACAAAGAGCTACTTCCGTAACATTTTAGTATCCA 

GATAGTACCTGCCCG 

>Sequence 637 

TGTGGGTTOAGCTCACCGCGGTGGCGGCCGAGGTACAGGAAAGGGAAGCA 

CAGTTTGGAACAACAGCAGAGATATATGCCTATCGAGAAGAACAGGATTT 

TGGAATTGAGATAGTGAAAGTGAAAGCAATTGGAAGACAAAGGTTCAAAG 

TCCTTGAGCTAAGAACACAGTCAGATGGAATCCAGCAAGCTAAAGTGCAA 

ATTCTTCCCGAATGTGTGTTGCCTTCAACCATGTCTGCAGTTCAATTAGA 

ATCCCrCAATAAGTGCCAGATATTTCXrrTCAAAACCTGTCrrcAAGAGAA 

ACCAATGTTCATATAAATGGTGGCAGAAATACCAGAAGAGAAAGTTTCAT 

TGTGCAAATCTAACTTCATGGCCTCGCTGGCTGTATTCCTTATATGATGC 

TGAGACCTTAATGGACAGAATCAAGAAACAGCTACGTGAATGGGATGAAA 

ATCTAAAAGATGATTCTCTTCCrrrcAAATCCAATAGATTTTTCTA 

TAGCTGCTTGTCrrCTATTGATGATGTATTGAGAATTCAGCTCCTTT 

>Sequence 638 

TGTCGATGACTCACCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGAAA 

ACTAAACCnrCATTTACTGTGAACATCrTCTGACTGTGGCTTCCAGATGC 

TAGTTTACAGAACAACCACACAGCAAGACCAAGCTTATGCTGAGTTGACG 

GAACAATGAGTAAACATAAGGATATTACTGTGACTTTGAAATTCTGAAAT 

TGTTCTTTCTTAACTTTTGCATTAAAATCACATTTATTTTATAAAATAAT 

GAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAAAAAAAA^ 

AGCCCCCCCNCTAAAAAAAAAGGGTTTAAAAAATTCTCCCTCTTA r^ 

GGGGGGAGCCGGGG'rri"l"l"lCrrn'l"lGGGGGCCCTCAAAAACGG'l 11 1 1 

TTTTTTACTCCCCCCCCCAAAAAAAAAAAAAAAATTTTCCCT 

AAAAAAAAAATTTTTGTATAAGGGAACGCTCCCGTTTAATAAAAAA 

>Sequence 639 

TGCGATGACTCACCGCGGTGGCGGCCGCCCCGCACAGGTCCTGGCCCTTA 
ATCCCATCAGATTTGTAGATCTTAAC^AGGCAGTCACCGAGGCCrCGGAA 
GTCCCrrTCAGCTCCAGCTTTACCCACATCAGCTGCT 
>Sequcncc 640 

TGGAGACGATCGAGCTCACCGCGGTGGCGGCCGCCCGGCAGGACGCGGGG 

gctgtcnx:acx:ggtgagacctggaagcgggcgagtctcgtgctgtgtcgg 
acctxk::agtccciggcctixx:gccaccatggagtacct 

>Sequeiice 641 

tgagattgagtcgagttcaccgcggtggcggccgcccgggcaggacgcgg 

GTCTn^GAAACCAGGCTGCirrcAGGAACATTGCTC ' ' 

TTCAGACAACACATGACTAAGACAGAATGAGACCACTCTAGTIXkxri^ 

GGGAAACTCGGGAAAAGACTGCAAAAACAACATrGTTtCrCCCTTI^ 

TTCTGGAGTTATAAGGCAGAGGTCCCCCATCTTCCCGAACTGGCCTATTC 

CGCTAGAAGCAAGATGGCTGAACTCAATACTCATGTGAATGTCAAGGAAA 

AGATCTATGCAGTTAGATCAGTTGTTCCCAACAAAAGCAATAATGAAATA 

GTCCTGGTGCTCCAACAGTITGATTTTAATGTGGATAAAGCCGTGCAAGC 

CTTTGTGGATGGCAGTGCAATTCAAGTTCTAAAAGAATGGAATATGACAG 

TTNNNAAAAANAAAAAAAAAAAAAAAAAGGTTCCTTGGC 
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>Sequence 642 

gccgagatgactccccgggggcggccgggacttggagaatatttccacaa 

tagcx;gatgacttgttcttgttgacaagagaaagttctttggctgttacc 

ctcaatgatagtgaggtccattgccgtctattaaatggagatgattccat 

cttgtctacagacactgaaatacctggctaaaagccgcctttccict 

ctgctaccagccctgtcacaggtcccggcgctctacctccccgcgtacct 

GCCCG 
>Sequence 643 

GTTGAGTGAGCTCCCGCGGTGGCGGCCGAGGCACGAGAAGCTCACTGGCT 

GTGCTAAACCAAATGAATGGAAAGCGCCAAAAGTGATTTTATACCAAGGG 

TCCATCCATACAAATAAACAAAATCCTATCCTCTTCTTTCTATATTGTGT 

TTCTTACATTTCTTATACAAATAACAGAATGCTTCATTTTATTCACTTCA 

ATAGG ACAA AGTCCT TAAA GAAAGACTGAAAAGAGCTGATAATCAAAATC 

CCAAATTTTATGCTTATTTTTGGTTTAGGGCTATCAATTTTCTGACATAT 

TAACATAGGCAGGAAAACATTCTCAGTAAATTGAGCATTTGAGTCTACAA 

ATGTCTTGAAGCACTCTGGCAAGTTACATGTATCCCATGTTGCTTTTGGT 

TTCCCATCTCTTCTTTGCTTCAAACCCCCATGCAAG 1 1 IC I IC l I ' i i TI C 

GGGCAGGCrcTGAATATTCAACCTCCTTTTTGGCTTT^ 

CAGGCAACTGCrrrGGCAATTTTTACACCAAGCTCTCGAGTAGCTAGCT 

GTTGCTGCGGTC 

>Sequence 644 

TGACGACGTGGAGCTCCCGCGGTGGCGGCCGAGGTACACCCTCTGGCCTC 

TCCAAGCAAGCAGTGAGGTGTGCATTGTTAGAGGTGCACCGGGAAGGGAG 

CTTGGTTTCGGACCCCAGGACATCCTGTCCGCAAGCAGCTGCTACTTCTT 

GGGCTTCTCTAGAATATTGAGGAATTTCCCCCGTGTCATCTCTCTGGACT 

CATCCAGCCCCAGCTGATAGGCTAGGTTCTGTAGGCCTCGAACCTTCTCC 

ATCAAATTAGCCGTGGTGAGACTCCCCAGTTCTTTCAACATGTCGATGTC 

ATCA CGTTCTATCTCAGCCATCCATTTGGGTGGAGAACTAGTAATAGGAC 

TTTTGAAGGAAGCTGCAAATTCAGCAACACCTGGTAATTGTTCTGGCCAA 

AGATCTGGTGAGGCACGGTCAAGTTTTTCAAAACTTAGCAAAGATGCTTC 

CAGATCTGTCCCGTCTGTGGGAGACGCCATCTTCCAACCCATGTCACGTC 

CCCGCGTACCTGCX:CGGGCGGCCGCTCGAGCCAGGAACCGTAAAAGG 

>Sequence 645 

TTAGCGTGAGCTCACCGGOTGGCCGGCCGCCCGGGCAGGTACTTCAGGGA 

GGCCTATATATTGGCACCCAAGGAATGCCAGGACTGCCACCTGCTGCTCC 

AGCGTTAGCCTCACTCGTGTGCTTACTCACTTTGACTGCCIT^ 

TTTCTGGGAGGTTGGTAGAATGAAAGGGATGCTCCAAGGCAAGCAGATGG 

CCTGTCCACCTCCTATATATTGACAGTGCCAATGAGTGTAGAGTCTTGCT 

ACAAGAAACAAAGTCATGAGAAATGCCAGGCTTCCTGTTACACXCAAAGA 

CTGCTGGCCCTCCTACTCTATCC 

>Sequence 646 

TCCACTTCCXnTTCAATTI^ 

ATATTTTGACATTATTTTTTAAATTATATGTTAGTTATTCACTTCnT 

TATTATTTCTTAGTAGTGTCGACTCACGGGTGGCGGCCGAGGTACCGGCC 

AAGCCTGGTCCCXnrcnTGTTGGGCACnXjTGTATGGGCGGAGAi^^ 

GCTTGTTCTTGCrGATGACGCAAAGGTCAATGTTGCTTCCGGAGCCCAGG 

TCGTTGAAGATGCCAGCTGCGATGGCTTCGCrcACCAGATTCTAGGC^ 

CTTXrrccnXXrATGTCTXKKXrrAAACTTAT^^ 

GCCAAGGAGACCAGAACXX:ATGGTGACAJAAGGCAACrrTATCAGTTTGAT 

CCATGAGGATAGATGCTGTAGAGGTGAGGTCTCAGTTACATCTACTTC^ 

CCTAAAACTAGGGCTGCACCAATGTAACCTTGATACCTGAAAAGCATCTG 

CTTCAGCATCCX3ATTGGCTGTCACAACTCTGGGAAGACGGCCAGTGGAGA 

GGGAGTGGAGCTCCAGGTTGGAAGAAATGAGCTGGGTTGTCATGTCTGTG 

TCTGCAGCTGTCCCAGTACCACAACATTAAATATTAGGAGATATGAAATG 
TATTTTT 

>Sequence 647 
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GGACGAAGTCGAGCTACCGCGGTGGCGGCCGCCCCGGGCAGGTACTTTTT 
l i rriM I i 1 1 l iGAGACAGCCTGGGTGACAGAGCGAGAGAGACTCTAAA 
AAAAAAAAAAAAGAAAAAGAACTGTTGAGGGATACACAATATGTCAAAAT 
ATTAAAGCl l r i l l ri AAATTGGGAACACrCAGGATATTGGGATAATT^ 
TTAGGCAATGATTCAAAGATGTTTGGTITTAAAATTCAAAACCCT 
GGTCAAAACTCTGGAAAAAA'rrri4'IGGTTTCCCCCTCCCACG'l'i'ri' i i 1 
TTITAACCCCTTAAAAAAAAAAGGGGCTTCACCC TTTAA AAAAAAAT^ 

I r 1 " 1 r n r 1 gtgcaaccctc 1 1 r n t i rGCGGGGGGmrA a a a aagggg 

GAAAAAAAAGGGGGGTTCCTCCTCCTAAAAAAAAAAAAAA AAAGAGGG GG 
GGGGAGAGGGAAAACAAAAAAAAAAATCTCTCCCi ri l riCi rrn rnG 
TGGGTATAACCACGAGAAAAATATAATTTTGTGTTTATTGTAATCAACAA 
CCCCACCACTCACTTATTTTATGTTTTTTTCCACTATCAAAACAACGCTG . 
TTGTTTGTGG 
>Sequence 648 

GGACGACGATAGAGCTCGGGTGGCGGCCGCCCGGCAGGTACTTTNTTTTT 

rri 1 i 1 1 i Ti ' i i 1 i rrrn i Ai'iu'i ri ri ii ATiTririTi i rri l i i 1 1 
rrrrn i i 1 1 1 1 in 1 1 r iG rm - ri i^u ' i ri i i m4 ri i' r i 1 1 1 1 1 

n rn i rn 1 1 1 1 I IU iG TTCCCGGGGGAAACCCCCCITTTGGGGTTTTT 

CCCCCACGGGGACCAAAAGGTTAACCCCGGGGACCCCGGGGGGGGGGGGC 

CCACAACCCCAAGGGTGTTAAAACACGGGTTGGGGGGGGGGAAAAAAAGG 

GGGGCCAAAGGGGCCCCCCCCCCTTTTTCCCGGGGGGAGAAAAAAGGGGG 

CCCCCCCCCCCGGAGACCCGGGGGGGTTAAAAAAAGGGGACCCCCCCCGG 

GGGGGGGGGAATCTATATAAAGTTTTATTCCCCCCCCCCCCCGGGGGGGG 

GGGCCCCCCCCCCCTTTTTTTTCCCTTTTTGGGGGGGAAAAAGACXIGCGC 

CGGAAAAAAAAAAAAAAAATATTTTTGGGGGGAAAAAATATTTTCAAAAA 

AATCCCCCCAAGGGGGG 

>Sequence 649 

GAGATTGAGCTCCCGCGGTGGCGGCCGAGGTACAGATAGGAAGAATGTAT 

ATTCTGTGGTTGTTGGGTGGAGTGAATGTCTATGAGGCCCCTGACTTCTT 

TCATTCAGGAACACGATTCAGAGCTTCTGCTGTGCAGTAGGGGGCATCAA 

TAGTTCATTTTCTTTTTATTGTCTGCTACCATTCCATTGTATGGATTCAA 

CCTAGTCTGTTTATTCATTCTCCCAGGCrTTCCACCAGGCCATCTCTTTC 

ACTTCGGGGGCACCT 

>Sequence 650 

GTGAGAATGAGCTCCCCGCGGTGGCGGCCGAGGTACTGAGTGGGGAAGAA 

GGTAAGAAACAGTTGATTAACACCCTGTGTTCTGGCAGGTGGGATCAGCA 

ATATGTAATCCAACTCACCTCCATGTTCAAGGATGTCCCTCTGACTGCAG 

AAGAGGTGGAATTTGTGGTGGAAAAAGCATTGAGCATGTTCTCCAAGATG 

AATCrrCAAGAAATACCACCTTTGGTCTATCAGCITCTGGTTCTC^ 

CAAGGGAAGCAGAAAGAGTGTTTTGGAAGGAATCATAGCCTTCTTCAGTG 

CACTAGATAAGCAGCACAATGAGGAACAGAGTGGTGACGAGCTATTGGAT 

GTTGTCACTGTGOTATCAGGTGAACTTtXn'CATGTGGAAGGCACCAT^ 

TCTACACATTGTGTTTGCCATCAAATTGGACTATGAACTAGGCAGAGAAC 

TCGTGAAACACTTAAAGGTAGGACAGCAAGGAGATTCCAATAATAACTTA 

AGTOCCTTCAGCATTGCnnTCTTCTGTCTGTAA^^ 

>Sequeiice651 

GAGAATGAGCTCCCCGCGGTGGCGGCCGAGGTACTGCGTTATGCAGAGGT 
. GTCCAGCCCX:CTTCCTXrrTCCIX3GA 
CAATTGCTGGACCAGGTCAACATCTTCGTTTTG^ 

AGTGATTGTCITCCACTGCAGCCCTTCTACCGCTGGAGGACGTGGGTCCC 

TCCTGGGGGITGTTATGATCCCTGCTCTCCATGACGGTAAATGCCACCTG 

CTACCACTTTTAGCCTTTTCCITGAGAAAATGCAAAT^ 

CTTAATCAAAGAAGCTTTGAGTGTAAATTGGGATTCTCTGGCAACAGAGC 

AGCAGTATGAAGAAGGAACAATGTTCTCAGTCTTCTGACATTCCACCTGC 

TCAACTCAGACGTCTCAATTATTCCTTTGGCAGCCGCAAAGCCTGGAAGA 

CTGCTTGCAGCCCGAGCAGTTTCCTCCTGCTGCCTCCGCGTACCAGTGAG 
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GAAGGAAAGAGCATTCTCCTTTAGGGCAGCAATCACAAN 
>Sequence 652 

GGAGATGGGTTGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGG 

GGAGGGCCAGGTCTCAGGGCTCCTGGAGCTGCAGGCGGCGGGAGGGGCTA 

CAAATGCnTGACTCAGTGATGCAGAACCTTTCAGAGTTAGCTGGAAGCC^ 

CAGCCCTGCCTCTTGATGCAGCCTGGATCCAGCCGGTGTGAAGAGGAGAC 

CCCTTCCCTCTTGTGGGGTTTGGATCCroTGTTTCT 

>Sequence 653 

TTTTGCCGCCTGACTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTGTG 

AACTGAGGAATTATAGATAAACCTTAGGTCAAATCATTTCGCAATTGCAT 

T GGTGG TATTGAAAAATGATGAGATTTCTCTGACAGAGAGCTTTGTCCTA 

G i i' 1 ■ n GTTCTTC ATAGGTC AA A ACTGGC A ATATTCTCTTGTCTGC A AG A 

TAAAGTGTTTGTGCTTCTATCACCATATGCATGAACATGTAAGAATCAGA 

TACAATTTCTGCTTCATCAGTTTCACATGTTCATGTTGTCACTGAAAAAA 

TG C ATCTACTGTTTATAGCTCCC AAGGAG ACCCC A A ATCC I " I 1" 1" I " I " I CTT 

TTGAGATGGAGTCTTGCTCTTGTTGCCCAGGCTGGAGAGCAGTAGCGCGA 

TCTCAGCTCACTGCAACCCCCACCTCCTGGGTTCAAGTGATTCTCCTGCC 

TCAGCCTC CCCA GTAGCTGGGATT TACAG G TGCCC GCTACCAT GCCGGG T 

AAATTTGGTTTTAGGAAAAACGGGTTTTCCCriTrGGCX:C 

> Sequence 654 

GTGTGGTCGAGCTCACCGGGGGCGGCGAGGTACCTGTTACCACTTTAAAA 

GTAAGTTCTCCATCCCATAAAGCCATTTAAATTCATTAGAAAAATGTCCT 

TACCTCTTAAAATGTGAATTCATCTGTTAAGCTAGGGGTGACACACGTCA 

TTGTGCTATATGTATGTGACTTCCCTCCCCCTGCCAGAATACTCCTTGGT 

CAATTGTAGGTATTCTTTTTGGTTTAAriiriGCCAATGTAATTAAAAAA 

TGGTATGTCATTTTTAAAATrrGTATTTCTlTCATTACAAATAAGATrGT 

TATGTCAG TATTGT TATTGGCrri UCGTA TTCCTCTTAACGTGAACCGTC 

TGTTCATTGTTTTTACCTGTTTTCGTTTTAGCAAGTAGTACCTGCCCG 

>Sequence 655 

GATGAATTGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGAAGTCGG 

CCATGGACTGGAAAGAAGTTCTTCGTCGGCGCCTAGCGACGCCCAACACC 

TGTCCAAACAAAAAAAAAAGTGAACAAGAATTAAAAGATGAAGAAATGGA 

TTTATTTACAAAATATTACTCCGAATGGAAAGGAGGTAGAAAAAACACAA 

ATGAATTCTATAAGACCATTCCCCGGTTTTATTATAGGCTGCCTGCTGAA 

GATGAAGTCnTACTACAGAAATTAAGAGAGGAATCAAGAGCTGTCTTTCT 

ACAAAGAAAAAGCAGAGAACTGTTAGATAATGAAGAATTACAGAACTTAT 

GGTTTTTGCTGGACAAACACCAGACACCACCTATGATTGGAGAGGAAGCG 

ATGATCAATTACGAAAACTTTTTGAAGGGTGGTGAAAAAGCTGGAGCAAA 

AGGCAAGCAATTTrrCACAACAAAAGTCTTTGCTAAACTCCTTCATACAG 

ATTCATATGGAAAGATTITTCATCATGCAGTTCTTTAA 

>Sequeiice 656 

GGAGGGAGTAGACTCACCGGGTGGCGGCCGCCCGGGCTGGTACGCCACAA 

GGCATTTAATGCCCACAGTAACAGGGCTGTTTGACAGTGGCAGAAGAGGA 

CGGGACTAAAGTTACTTTGTCCTGAGAGGGGGAAAGAAGCACAAAG^ 

GTCrOTTGCGTAATTGAATTTTTAACACTCTTATCCACAACAAACACTrT 

TTCGTGTCCTGCTGTGTAAAAGACATGAGATATATTACAGATTTTCAAAC 

AGGTGAGCATCC I I I iACGAGCTGGGCAGGTGGGGAGTGGCGTtK5TTTTG 

ATGGAGTXjAGGAGATTTGGATGAATCAACXJCTAAGATGGCCAGACGCACC 

TCTTGGATCXjTAACTCTGCAGGCTGGGATItXAGAGC^^ 

TGAATTCGATCTGTAAACCTGTTGTCATTTGACGTTIXKV^GGCA 

AACATTTACATTGAGATrCAATAGACGCTACTACTACAAAGGAGCTITAT 

TGTTGCAGCirAAAATGGTTGCTGCGGGAACACTGAAGGGTGAAACTGAC 

mTTT 

>Sequence 657 

GGTTGTGGATGACTCCCCGGGTGGCGGCGGGTACATTCCAATGAAGAATT 
TCTTCATTCTGATCTCCTAGAAGACAGCAAATACCGAAAAATCTACTCCT 
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TTACTCTTAAGCCTCGAA 
>Sequence 658 

CCTTCTGCTACGTCTCTATTXrrATTCCITGTGA^ 

TACTTGCTGTCGTATTTTACGTGTTTTATTTCAGTTTTC^ 

GGCTATGGTAATTGAAATGGGGGCGATGGAGCTCACGGGTGGCGGCCGAN 

GTACCTNGTGGGCNTTAGGTCAATGrrGTTATACACITTCACAAAAGATT 

GTATCTTTGATCTCTTGGCGATCTTCTTCTTGCCCATGGCAGCTGTCACT 

TTGCGGGGGTAGCGGTCAATTCCAGCCACCAGAGCATGGCTGTAGGGGCG 

ATCTGAGGTGCCATCATCAATGTTCTTCACGATGACAGCTTTGCGTCCGG 

AGTAGCGTCCAGCCAGGACAAGCACCACCTTCCCAGG 

>Sequence 659 

GGAGTGAGCTCACCGGGTGGCGGCCGCCCGGGCTGGTGCGCCACAAGGCA 

TTTAATGCCCACAGTAACAGGGCTGTTTGACAGTGGCAGAAGAGGACGGG 

ACTAAAGTTACTTTGTGCTGAGAGGGGGAAAGAAGCACAAAGTTTGGTCT 

GTTGCGTAATTGAATTTTTAACACTCTTATCCACAACAAACACTTTTTCG 

TGTCCTGCTGTGTAAAAGACATCAGATATATTACAGATTTT CAAAC AGGT 

GAGCATCCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGGTTTTGATGG 

AGTGAGGAGATTTGGTTGAATGAACGCTAAGATGGCCAGACGCACCTGTT 

CGATCTCAACnx:TGCAGCCrGGGATTCCAGAGCTGCAAACAACCACTGAA 

TTCGATCTGTAAACCTGTTGTCATTTCACGTTTrCAGGCAGGCATGAACA 

TTTACATTGTAATTCAATAGACGCTACTACTACAAAGGAGCTTTAT TGTT 

CCAGCTTAATATGGTTGCTGCGGCAACACTGAAAGATGAAACTGACTTTT 

TT 

>Sequence 660 

GAGTGAGCTCACCGGGTGGCGGCCGCCCGGGCAGGTACTATGACCTGAAG 

AGGCAGAGGCCATCACTGTTGGTCCGGTCTCCACCTGGGGAAACTGAGGT 

TGCACAGTGTCTCTGTGGTGACGAGCAGGGCTTCATCCAGTGCCTCTGTC 

CCCACCGAGGGGACTATGGGAGACATGGAGGGTGTGTGAGCAACAGGTGA 

GACTGGAGCCAGCTGAAAACTGGGAGACCGACCCAGCCAACAAACAATGT 

CGGTCTCTGTCTTGGCACCTGCAGGAAACAAGCTCCTACTTCCAGAAAAA 

GTGCTCCTGGGACTCCAGGATACCAGQCATCTGGGTAAGCTACAATGCTT 

AACCACTTAACACAATCAGGAAGCAACAGCCATGCATTCGGGAAAGGAAC 

TTCAGTGTTGTGTGGCTCAGTCTCCAGACCTAACTTTCCITTTGGTAC^ 

>Sequcnce 661 

GGCGTGGGATCGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAGAGAC 
TTTTTTCTCACCATGAATGTCACCCCAGAGGTCAAGAGTCGTGGGATGAA 
GTTTGCTGAGGAGCAGCTGCTAAAGCATGGATGGACTCAAGGCAAAGGCC 
T 

>Sequeiice 662 

gcgtgaggttcagctccccgcggtggcxkkx:g«:c»ggcagct 
i 1 rn ' rri I ' i i i rrii rn - i I ' l - i iai ri riiiATrrn i r 1 1 ii 1 1 1 ii i 
rri ' rii ' rin ' i " rrri ' i ' i ' i4nu ' rrii ' iii ' i ' ri ' rri ' ri< iGACAAAACAAACGA 

G i i i 1 i 11 A ATTrATTTAGGGGGAAGGAGGGGTGTCTTTGGATATACCAC 

AGCGAGG 

>Sequence 663 

GTAGATGGAGTTGAGCTCACCGCGGTGGCGGCCGAGGTACTTGTGGAAGG 

TAGTGACCAGCACAGCCAGCGCCTGCTCCAGAGAACTGCACATCA 

>Sequence664 

TATGCTACGGGGGCGGCGCCGGCAGGTACXKXKKKKK:GGTATCrro 

GGCCTTACTGGCnTCAAGAGCX:GAATTCX:CTTCCAAGCACCCACCAGGGG 

GACCCCAATTAAGGGTTTGGGACCCACTATTTTTTAATAACGCCAGCACC 

TTAAAATGCCTGGGAAGATGGTCGTGATCCTTGGAGCCTCAAATATACTT 

TGGATAATGTTTGCAGCTTCTCAAGCTTTTAAAATCGAGACCACCCCAGA 

ATCTAGATATCTTGCTCAGATTGGTGACTCCGTCTCATTGACTTGCAGCA 

CCACAGGCTGTGAGTCCCCATITTTCTCTTGGAGAACCCAGATAGATAGT 

CCACTTGATGGGAAGGTGACGAATGAGGGGACCACATCTACGCTGACAAT 
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GATCCTGTTAGTTTTGGGGACGAACACTCTTAACCTGTGCAC ACAAACT T 
GTGATCTAGGAAATTTGGAAAAGAATTCCAGGGGAGATCTACTTTTTTCT 

AAAGATCAAAGATTATTTTGAGTGCCCTT 

>Sequence 665 

GGATAGATTGAGCTCCCGCGGTGGCGGCCGAGGCTAACAAGGAAAGCCCC 

TGGAGCTCCTGTAATAAGAATGTGGTTGGAAGATGCAAACTGTGGATGAT 

CATCACCTCCATTTTCCTAGGTGTCATTACAGTGATCATCATAGGCTTAT 

GTCTTGCTGCAGTAACTTATGTTGATGAAGATGAAAATGAAATACTTGAA 

TTATCATCAAACAAAACATTCTTCATCATGCTGAAGATTCCAGAGGAGTG 

TGTTGCTGAAGAGGAATTGCCTCACCTGCTCACCGAAAGGCTCACAGATG 

TGTACCT 
>Sequence 666 

GATGACTCACGGGTGGCGGCCGCCCGGGCAGGTTTAATCTCAGGTCTCCC 
TATACACTTCTCAGCCTCAGCACCTAACCCTCACACAACACTCCAGTATT 
GGATGCAGTCAATCTTGTATAACATTTTTTGAATGTCCAATGTGCAAAGC 
ACGATGTTGGAAATTATACAGAGGTGAATAAGACAAAAACTCTTGCTCTC 

AAAGATG 

>Sequence 667 

TACGAGATTGAGCTGAGTTGGCGGCGGCCGAGGTACTGGAGAGTCGGCTT 

TGACCATGGCCTCAGCTCAGCTCCAGGTTTGGAGCGGAATAAAACAGGAG 

CTAGCAAGATGTCTCATCTGAGCTTCCCAGTGCCCAACTTATCTGAGGCC 

TGGGGCTGAAGCCAGCGCTGACGGAT 

>Sequence 668 

TGAGGACTCACGGGTGGCGGCCGCCCGGGCAGGTAClllll'l 1 1 111111 

TTTTTCTGGTCGAAAATTTTTGTTGGAATTTTAAAGAAAANGAAAGGCAA 

AGTAGCACTCAGATGGCCTTTTTTTGTAAAGTGAAGTCAACCTAATACTC 

TGGTGCTTACnTTGCAAATCTTTTCCATAAGTCAAGTATTAGTGTTAACA 

ATACACTTAAGAAGTAAGGATAAACCCATCAAGGTCCACAGCTAAATAAC 

CAGCAGATTCCCAGAAACTTTATGTATTTGGGAAAAGTAAAATATACAAC ' 

AGACATATCCCTGCCCTGATTAAGAGGGTAGATAAAAACAAAACATAAAA 

CAATTTTACTTGAGATAGTAATAAGTTATTTGAAAAAAATACAACAGAAT 

ATAGGGAGAGAGAGCAACTACAGAAAGAAGACAGAAGGGGTTCTGCTTTG 

AATAGTAAGGCTTGGGAATAGCTGAATTGTAAAACAAATCTGTCAGTCCA 

AAAACGAAGATATTTCATTCACCGCTGACTACTGAATGGGAAAC 

>Sequence 669 

GGAGGACTGAGCTCCACCGCGGTGGCGGCCGAGGTACAGAGTA GGATC AA 

TAAAATCTGTGTGTTACAGCGGCAGACTGAAGGACGGGTGCCTGTnrCA 

GCCATGAGGTAGTCCCTGACCATCTGAGAACCAAGCCTGACCCTGAAGTG 

GAAGAACAGGAGAAGCAACTGACGACAGATGCTGCCCGCATTGGTGCAGA 

TGCAGCCCAGGTTGGACTGAGTCACTGCCTTGCTGCCCCATCCCCATCCC 

ATCATGAGAAGCTAGGCATTACCATTCCTGTCTAGTAGGGATACATAGTT 

GGTTGCGCCTAAGTTGCTTCTGGCAGAACCCAAGGAATAAATTTCTCCAT 

ATCGTTTCCTAGTTACCCTAATCTCTGCACAAATTTGTGTGTTACAGAAG 

CAGATCCAGAGCTTGAATAAAATGTGTTCAAACCTTCTGGAGAAAATCAG 

CANAGAGGAGCGAGAATAGCAGAGTGGGAGTATGATGCGACTGGTGGCTA 

AACAGAGAAGAGAGGGATTTACGATCACTGGAATGGATGGGTG 

>Sequence 670 ' 

TTATCACTCACGGGTGGCGGCCGOCCGGGCAGGACATTXrn'n^ 11 1 1 

TTTAAACTTrrAGGGTCTKKKXrrATTGCATACTAAAG^^ 

AGAGATATCAAAGGGGCTAATTTTTTATTCACAGACXIATGTC 

ATTAGCTGACITTGGTGTGGCTGCAAAAATAACAGCTACCATTGCAAAAC 

GAAAATCTTTCATTGGCAGCCCrTACTGGATGGCCCCAOAAGTTGCAGCA 

GTAGAGAAGAATGGTGGCTACAACCAACTCTGTGATATCTGGGCAGTAGG 

AATAACAGCAATTGAACTTGGAGAACTTCAGCCACCT ATGTT TGGATCTC 

CACCCAATGAGGGCTCTCTTCTTAATGTCAAAAAGTAATTTrCA GCCTC C 

AAAACTAAAGGACAAAACAAAATGGGTCATCAACArrCCATAATTTTTGT 
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CAAAATAAGCACTAATCAAAAAAAAAAAAAAAANAAAAGTACCTCGGCCG 
CTTAGAACTGA>n'GGATTCCCCGGCTGCAGGATTCGATATCAGCT 

>Sequence671 

GTCGATGTTGAGCTACCGCGGTGGCGGCCGAGGTACGCGGGGTCTTCTCA 

TGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCT 

CTCCCTGTCTCCGGGTAAATGAGTGCGA 

>Sequencc 672 

GATGACGATCGAGCTCACCGCGGTGGCGGCCGAGGTACTCTTCTGCACTG 

TTCTTTCTTTCTAATAAAACTTTCTTTTTCGAACCTATACTGTCTTCTGT 

AAATTCTTCTTACTACCCTATGACCCGTGAGCCAAC CACTTTCCGA TGCC 

AGGGTTCTGACACCTCACCTGGCATAATATAAAGTGTTTTTTTTTTATAC 

CCTTCCACTTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAAC 

TAAAAAGAGAAGAGTTAATTACCTGAAAAGCAAGAGAAAA CAAGAA GGGG 

TAAATTTTGAACCAAGGGAAATCATTTAAGAAGTGTCTGGTATTTTTCAA 

ATTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAATAAAGG 

ATGGAGACATGCTTATTTTATTTAACTCCCCChfNNNNAAAAAAATAAAAA 

AAAGTACCTGCCCG 

>Sequence 673 

TGCGTGTTGGATTGAGCTCCCCGCGGTGGCGGCCGTCCCTCTTAATACTG 

GCCTCAGTTCCGAAAACCAACAAAATAGAACCGCGGTCCTATTCCATTAT 

TCCTAGCTGCGGTATCCAGGCGGCTCGGGCCTGCTTTGAACACTCTAATT 

TTTTCAAAGTAAACGCTTCGGGCCCCGCGGGACACTCAGCTCCGCGTACC 

T 

>Sequence 674 

GCGCGTGACTCACCGGGGGCGGCGAGACTGAGCCACACAGTGTCCGGATG 

GAAGTCTGCATCTGAGGTTGCTCAGTGTCCCGGTCATTCATTTACACATT 

TTAACTTGCATTAAAGAGCTGTTCTTTTCTGTGGCCTAGACTCTTTTCAC 

TGATCTCAA AATAAACTGG I I 1111 1 CAA AAAAAAAAA ACAAAAACAAAA 
AAAAACACAAAAGCTGCATGTCTAAAATT ACATGG AGTT AGTGTCTAT TC 

TTTTTCCCCTTTTGCAGCAACTTACACAGCATTTTTAACACCl i ri 1 1 1 1 
CTAG l i ri ri i GTTCGGTTTTGTTTTCCATCAGGAATTTGAGTTCTCTCT 
AACCCAGCTTACTGTGGGACATAGGAAAACTCAGTAGAAATACCTTTGGT 
GATCTTGTTGAGTTTAAGTCTGATCTTGATCTTAAACTCAGTAAGCCACT 

ATCTGCAATTTTGTACCTGCCCG 
>Sequence 675 

GTTGATGTAGAGTTGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGCT 
GTAGTGGCTTCGTCITCGGTTTTTCTCrTCCTTCGCTAACGCC^^^ 
TCTCGTCAGCCTCCCGC 
>Sequence 676 

TTTTTGTGTTTGATCGAGCTCACCGCGGTGGCGGCCGCGAGAGCACAGAT 
GACCACGCCATCGTCCAGTATGAGTGGGCACTGCTGCAGGGGGACCCGTC 
AGTGGACATGAAGGTAACGCATGTTGTCACTGC 
>Scqucnce 677 

TGAGTGAGCTCACCGGGTGGCGGCCGCCCGGGCA GGACG CGGGAAGGATT 

CTGTAGTATCTAGCGTGTTTCTTAGGTAAAGTCTCTTT^^ 

GGGAAATGGTCTCTAAACACTGGTCACTGTAGCAGGTAAACACTACTCTA 

ACGTGGAGAAATGAGCTTCATGCTGAGGTAGTGGTTGCCTTAAAGCTGTT 

TTTTATGCTGTAAAAACCAAAATGGGTTTGGTTCXXnC 
TAAAATTTGCCriTATAGrrilUllI'iCCCreGG GCCX:AGA TACCC^^ 
GGTTTTCC Cl rri i TC CGGGTTTTAAAAAAGGGi 11 1 1 1 lA AAAC GGGGG 
CCCCGGGTCCCCACCl 11 i l l rAGGATTTTCGGCGGGGCCG TTTTAA AAA 
TAGGGGATCCCCCX:CCCGGGAGGAGATTTGATTTAAT AAA11 inrCCCC 
CCCCCTTCGCCTTAGGGAGGGGGGGGGGCCCCCCCCCrri 1 11 1 1 1 1 ITT 
TTTAGAAGAATAACCCCGGCCCCCCTCAATATTATCCGGGGAArri'iril 

TTC 

>Sequence 678 
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GAGAGTGAGTGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGTGGCAGACG 
TCGATGATCGAGTTCAAGGCTGTCTCCAGCTCGGCCAACATGA 
>Sequence 679 

TGAGTAGTCGAGCTCACCGGGTGGCGGCCGCCCGGGCAGGTACTGGTGTT 

GTGATCGGAACGTGTCGATCCCCTCTTCTCATCACTGCTGCTC CAA CTGG 

ATTTATTACTCCGGGAATGGTCTGAGGGGGAAAACCAATGTGTTTAGCGT 

GCCTGCCCACCTGCGCCTGAGCACAACTATCCTGCAATCTGACCTGCCCC 

TCCTGCACAGGAAACCACCTTCCCCTCCCAATTGATGGTTCAAACACTGC 

CACCGCTGACTGCCCTGCATCTGTGGGTCTGTAGAACAGAAAGGCAGAAC 

AACTTATTTTTTAGGATTTAACGACAACCGGTTGAAAAAAACGGTAGGGT 

GTCATGCTCACAGAGAATAAAGATTTGTAGAAAAGGTGCTGAACTGCCAA 

GGAAGGCATTTCTTGTGCCGTGTCTGGAACCGTGTATCCTTACTACATCA 

CTGAACGACACCAAGCACCCCATGCACTTCTGGGGCCAACCTTGGCCCCT 

GGAGAAAGACACCTGAATTTGGCATGCAGTCTACTTCCN 

>Sequence 680 

TGAGATGTGATTGAGCTCCCCGCGGTGGCGGCCGGGTACAAGGGGAGGTA 

AGATGGGAGCTCCACTCCTTGGACCACCAGCTGGTTCTGGACCGTATCCC 

CATGAATCTGTTTGAACGTAAGGAGGAAGTCAAAAAAGTTCTTATTTAGG 

G ri^ ' CIllG AGATGTGGGGCCACTTCCATTCCCACCCGGCACAGGTAGGC 

ACGGGCATACACCGACACTAGTGGGTCTCCGATCCCTCTGATCATGCATG 

TCAACCGGGGCAGGCACTCTGAAATTCCCGTTTTGGAGAGGAATTTGTTA 

CATTTCAGGATGGATGCCTCCACGTAAAATCTTGGAATGAGTTCCCTGAT 

GGAGGCAATCTTGAAAAACCAATTTAGGCATGTTTCCTTGGCCGTGTCAT 

TTGCATTCTCTGGAGAAAAGTGATCTGGTAAGACGCTGCGGCTATCCACA 

CACATGGAAAAGATGCGCTCGTACCTGCCCG 

>Sequence 68 1 

CTCCTCCACATGTATTTAATTTATTTATTTATATATTTATATATAATTTC 

TACTAAAATTTTTATACTATATTGATCATATATAAAATATGTTTATATAT 

ATACTTTTTATTCATAAAAAGAAGTGTAGGAACTCTCGGGTG GCGG CCGA 

GGTACCCTAATGTAGTAGTAAATTTAAGGCCTGTCGAGGAAATTTTAACA 

CTTCCAACAGGTGACTATATCAGGAAGGAGAAAACCAAGTGCTTCCTGCT 

TCACCTTCTGCTGCTTTTGGGACTTTTTATGAGCTAGTTAGCTAAGGACA 

AGACCCTGAACCCATTTTTTCACTGGGAGAGGAAAACCACCAGGCTTCTC 

AGCTTTGGCTTGGCAACrCTGGAGTTCCTATGGCTT(XATCAGGGCTCCA 

GGACCCTGATAAGTGGCCTCAGGCAGGAGGAGATCGGGAGCGGATGGGAG 

AGCTAGTCAGGAAGGTGGAATAGGGACCATCCCCAAACACGTTGGCGTAT 

GATGATTTGAGGAACTGGACGTAGTrCTGCATGCTGCGGTTGGAGCTTTC 

GGACTGCTCCAGGCGATCITTCAGGTCTTGCAACCGGCTTTGGTAGCGGC 

GGTCCGCATTATAACGGGTTCGCCGCAGATGGTTAAATTC 

>Sequeiice 682 

GATGGGATTGAGCTCACCGCGGTGGCGGCCGAGGTACTCTCGTTTCAGCT 

GGGCTCTTATGGCCAACCGCTCGGCTTGCGCCCGCCGGGTTTCCGGAGAT 

ATGTTGTATTCGGCTGGGTCGAGGGTCTCAGGCAGAGTGCGCAGGCTCGA 

CGGCTTATACTTTGGGAACGACA 
>Sequence 683 

GACAGTGACAACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGATGGCA 
CATGCAGCGCAAGTAGGTCTACAAGACGCTACTT CCCC TATCATAGAAGA 
GCTTATCACCirrCATGATXVVCGCCCTCATAATCATTT^ 
TCCTAGTCXnXjTATGCCCTTTTCXrrAACACrrc 

ACTAACATCTCAGACXKrrCAGGAAATAGAAACCGTCTGAAC rATTC CrGt ' 

CGGCATTATTCTAGTCCTAAAGGGCCTCCCATCCCTACCCATCTTTTAAA 

AAACAAAAAGGGGAAAAGATCCCCTTCCTTTCAAAAAAAAAAATGTGGCC 

CCAAAGTTTTTTGqCCCCTCCGGGGCCCTCGGGCC TT^ 

GGACCCCCGCGGTGTGGAGAGAATATTATAAAA Gl Tl rn i IC CCCCCCC 

CCCCCCGGGGGGGGGCGCCCCCCCCCCA rri r n ri'l'l I TTTTTATGGGG 

GAAAAAACCCCCGCCGAAAAAAAAAAGAAATATTTTTTG 
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>Sequence 684 

GCGTGACTCACCGGGGGCGGCGGGACCCCATGCAATATATGGCTCTACAA 

TCCreAGCATGTTAATCGAAGCCTTGTTGAGCn TCACA AAGGTTCCATTG 

AAGATTTGACGAAGGCGAAGAAGCTGCAACACCTTTCGAACCnTGGGCT 

CACTCCATTGATACCTCTGATTCTGATGACAAACGCCAATT TGGG TTCTG 

CAGGTACGAGGACATTTTGCCCCGCGGCTTGTTGGGGTCTXXrriTACOCA 

TGrroACAGATCCGCGTCCACCCGAGGGTATTGGAGGGTATTCTTGCCTG 

GTGCGAGCTTTTCCTCAGAGTCCCGCAGA 

>Sequence 685 

GAAGTGTACAGGGTGGCGGCCGAGGTACn i ri 1 1 1 1 1 1 l l l i l l i l l I T 

TTTTTTGAGATGGAGTTTCGCTCTTGTTGCCCAGGCTGGAGTGCAATAGA 

GCGATCCCAGCTCACTACAACCTCCGCCTCCCAGGTTCAAGCAATTCTCC 

TGCCTCAGCTTCCTGAGTAGCTGGGATTAC AGGC AT AAGCA ACCATGCCC 

AGCTAATTTGGATTTTTAGTAAGATGGGGTTTTTCCATTTTGGCAGGCGG 

GTTTTGACCCCCCACCTAAGGGGGGCACCCCCTCTGGGTCCCAAAAAGGG 

GGGTTAATAAGGGGGGGGATTCAATTCCCC CCGGT AAAAAAAAAAGAACC 

CCCCTCCCGGGGGTGGTAAATTTTTAATATGTTTTTCCCTCCCCCCCGGG 

GGGGGGGCGCCCCCCCCCCCCTTTATTTTTTTTGGGGAGGGGCCCTCCCC 

CCTTTAAAAAAAAAACCATTTCTTTTGTGGGGTGATTATTAACACCCCAA 

ACCCCAGCGGGGGGG 

>Sequence 686 

GTACGACGATTGAGCTCACCGC GGTGGCGGCCGCCCGGGCAGGTA CTTTT 

n i ' rrni ' rmi i ' l ' ii I i i i GGrmii ru'i'iin 1 1 1 n 1 1 1 1 1 nr 

1 1 1 r riT l Tl 1 ri 1 1 1 114 ' 1 ' I4 ' I ' 1A AAACAGGAATTCTTCAGACTTTATT 

AAAAAAGGCCCTAAGGGGCCTCTTATTAAAAAAGGTATAAAAACCCCATA 

AATTCGGGGCCCCTGGGCTGGGCAGGGTTGATATCCCTTAAAGGGGAGGA 

AGGGGGGGGATGGGGGGTGAACCGGGGACTGGGGAAGAGGACCAGGGGGC 

ACATTGTTCCTCGGGTTTGGGTTCAAAGATGGAGCGGGGGGGGATATGGG 

GGAAAGGGGCCCACGGGTTCTCACGCAACAACGGGGGAAGGCCGGCGACA 

GTTTTTTCCCAAAATTCTGGGGGAAGGGGGTCCCCT 

>Sequence 687 

TGTTGATATCGACTCCCGCGGCGGGACGCGGGGCTTTACATGGCAACAAG 

TATGGCGGCTGCTAGTGGTAGATTTGAAAGTGCGAAGAGTATCGAAGAGC 

GGAAAGAACAGACCCGGAATGCCAGGGCCGAGGTGTTGCGCCAGGCTAAA 

GCCAATTTTGAAAAAGAAGAAAGGCGTAAAGAACTTAAGCGACTTCGGGG 

TGAGGATACATGGATGCTACCTGATGTGAATGAGAGAATTGAACAGTTCT 

CACAGGAACACTTTGTGAAGAAAAAGAAGAAAAAAGACAAGCITCrATTT 

AAAGAAGGGAAGATTAATCAGTACCTGCCCGGAGT 

>Sequence 688 

gacgcgtgagctcacax:ggtggcggccgaggtacactcgccagcggttt 
tgccacaagagtatacggaacaaaggagacaggctcatttataatctgac 
gcggccaccctcctgcixk:gttcggtttcca 

>Sequence 689 

tgagcgtgagctcaccgcggtggcxkkx:gcccgggcaggtacaaactggg 

CACIXKjATAGGTAGTTCCTTTGGTGGTCAAGGTOGCICTACCT 

AGCTCTCGTGTCACTCGCTTGGTGATCCGTCCACACATCAGGCCAATCAG 

GAACAATATACAGATGCTCCCACTGATCACAGAGAGAATGTAGTTCTTAG 

ATGGAGACGTCATTACTTGCATGGCAAGATCAGAGAAGCCATCTGCrGGG 

GCCACCTAGAATGACACAAGGCAATGTGAirCIXjroAGAGAGCAC^ 

TGGTXKjCAGTGCTAGGTCTAACTTATCCCTCTCAGTTCCTAGTTT^^ 

ATGT Cn I I CI • 111 G G AGAGGGAGGGCAGGAG ATAAG AAAAATC AACACA 

GAGCTACAACTCTTTTTCCTGGTCATAAAACTATACACACGTCTACTGCA 

CAAAATTAGGAATACCAGAAGAGCCAAAGTGGTGCAGTCACCCACAATTT 

CTCACAGTGATCACCACTAACACCAGGACC 

>Sequence 690 

TGTTGACTGTGACTCCACCGCGGTGGCGGCCGAGTTTGATTTCTTGCAGT 
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CCTGAGCGATGGAGCCCGGGGGTGCCTG GTTATT GTCCGCTTTCTCTCTC 

AGATGCTTGGCTTGTTTTTCAAGAGAACCTTTTTCGATATTCAT^^ 

ATCGATTGGATCCAGTCCTTGTTCAGAAAATTGT 

>Sequence691 

GGAGACGGAGCTCACCGCGGTGGCGGCCGAGGTACTACAGGAAGAAACTA 

GAGGAAACGGGAATTTCATCCATGTCCIXiTGTATCTGCTGGCAACAGGTC 

AGAACGGCCAGTATGTTATTCCCTGCAGOCTGCCTAGGGTGCTCTCCTCA 

AACAGATCACCTGAGCCTCCTGCATCTAT GAAGT TATGACACAGCAACCA 

GTTACTCAGAGTCTGATGAGAAAAACAGATTTTAGGTTTGGGAAATGGGA 

TTACrGTAATTTACACATCCAAATGCAAACTGGAGCTCTGATTGAATTCT 

ACCCTGGGGAGAACTTGATGCTAACCCACAGGTACCTGCCCG 

>Sequence 692 

GAGTGAGCTCCACCGCGGTGGCGGCCGAGGTACACCAAATGGTGACATCC 

TTTCACCAATATAGATTACTTCATACCACATTGTCAAGGAAAGGACTAGA 

AGAATTTTTTGATGACCCAAAAAACTGGGGGCAAGAAAAAGTAAAATCTG 

GAGCAGCATGGACCTGTCAGCAACTAAGGAACAAAAGTAATGAAGATTTA 

CACAAACTTTGGTATGTCTTACTGAAAGAAAGAAACATGCTTCTAACCCT 

AGAGCAGGAGGCCAAGCGGCAGAGATTGCCAATGCCAAGTCCAGAGCGGT 

TAGATAAGGTAGTAGATTCCATGGATGCATTAGATAAAGGTTGTCCAGGA 

AAGAGAAGATGCCCTAAGGCTTCTTCAGACTGGTCAAGAAAGAGCTAGAC 

CTGGTGCTTGAAGAAGAGACATTTTTGGAAGAATAATTGGGCACAGGTTC 

AAGCAGGGGGGTTATACCTGGGCACCCTAATAAAAGATACAATTGGAAAC 

CGATCTTTGCCTTGCTTTATGGGACCCATTTCTTAAACTG 

>Sequence 693 

CTGTGGAGACTAAGTGTGAGAGGCTACCGTCACAATCATTTTGGGGGGGG 

CCGGACTCCCCAGCTTTTTGATCCCCTTTAAACGCGGGTGTAACCAGGCT 

CCCTTTGATGTGAATATCCTCGACCCTCCCCTTGTATGACGCGCGGTTAA 

TCTATATTAGTGCCGTTTTATTACCTTCTCTCCCTAGTTAAACCTAACC^ 

CGTTTGGGCCCTAGGGTCGTTTAAGGCCTTGGGGCCGGCCGTGATTTAAA 

TTTTCCTCTCAAAGGCCTGTAATTTACCGTTGTTTTCCCACCTGAAACCA 

CGGGTGCG 
^Sccjucncc 694 

TTAGCGTGACTCCACCGCGGTGGCGGCCGGGTACAAAACAGGGGCTAGAG 
CTTCCTACTAGGTCTCTGTTGGGGCTCCCCTTT CCTGA ACTTTG GCCAAA 
GACAACAGG ATATTCTTGGGGGTTTTGTTGTTGTTTTGTTGGC A 1 ill 1 i 
CTGTGCCTGTTGGTGATTCCAGCACAGACCAGAGTGCCGCGTACCTGCCC 

G 

>Sequence 695 

GAGGACTACCGGGGGGGCGCCGGCGGTCTGTATAATGGAGGCTGACCAGA 

GCAGTTTAGGAGATTGTAAAGGGAGGTTTTGTGAAGTTCTAAAAGGTTCT 

AGTTTGAAGGTCGGCCTTGTAGATTAAAACGAAGGTTACCTAAATAGAAT 

CTAAGTGGCATTTAAAACAGTAAAGTTGTAGAGAATAGTTTGAAAAAAAA 

AAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 696 

GGGTCGAGACTCACGGGTGGCGG<KXXKXX5AGGTACAGCAGGGTGCCTCA 

GCAAGAGAGGACrGAGTOGATTTrCCTTAGGGATATTTATGAACCTTAAA 

GCAGGAGCTTAAAGGGAATTTGGGCCATATTAACCACTTAGGTCATGATA 

AATGATTACATTTTTGGACATTTTGGTGIXrrrAATGTCAGCAA^^ 

ACGATAAOTTTTGACATGCATGCAtGGGAGACATCTAGAAATT^ 

CITACAAGTTTrTGGGGAAGAAGCCTXWACO^ 

ACAGGGGAGTCTAATTACrrcrAAATTCCTCAC ATAG GGA GTTTTG C^^ 

TGGATGGCCTG(nTGATGGTCACTAGGGTGATCTTTTGCCCCrn'lATTC 

TTAAAGCCTCTTGCTCTGGAAGGGGGTTTTTGGGCCT^ 

GCCCGGGAATAATGGGGGAAAAATTTTTTGGCCCCCCCATTTTAAAAAAA 

AAACCTTTTATTTGTGGGGGAAAATGGCCCCCCCCCACCCCGGGGGGGGG 

CCCTATTTTTTAAGGGGGGAAAAAAACCCCCCCCTTGGGGGGGAAAAAAA 
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AAAAAATTTTTTTTCTCTCCCCCGTAAAAAAAATA 
>Sequence 697 

TTTAGATGAGTCTCGGGTGGCGGCCGCCCGGCAGGACGCGGAGAGACAGC 

GTCAGGCGCTTGATTTCCCTGAGTCCCGGTGCCTCAGCTGCCC AGTGC CC 

ACGTTCGTAAGAAGGCAACAAGTTCTTCTCCTCTACAGAAGGATTTTGCA 

AACAATTCGGCAAGTTCCAAATGATTCTGATCGCAAATACCTGGAAGATT 

GGGCAAGAGAAGAATTCAGAAGAAACAAACGTGCCACCGAAGAGGATACA 

ATCCGGATGATGATTACTCAAGGCAATATGCAGCTCATGGAGTTA GAAA A 

AACACTTGCTTTAGCAAAATCTTAACTATAGCATTATTCTGAAGGATrrr 

CAAAGTCTCCATGTGTCTTTGCTGCATTTAGGATTAACAATGGACAACCC 

CAATGCCCAAGCTTACTAATTAAAATAACCCTGGC 

>Sequence 698 

CGGTTGATGTTATACCTCACCGCGGTGGCGGCCGAGGTACACGGCCCGCT 

CGTAGGGATCGTGTTTGTTCCTGACGACCCTACGGTAATGCAGCCGGAGC 

TTGTTTTCCGTAGCTGGGGACAATCTTCTGTCCTTGCTGTTCATGTCGTG 

GAAGAGAGGGGCAGAGTCTTGCTCTGTCACCCAGGATGGAGTGCAGCGGC 

GTGATCTCAGCTCATTGCAACCTCCACCTCCTGGGTGCAAGCGATTCTCC 

TGCCTCAGCTTCCCAAGTAGCTGGGATTACAGGCGTGCACCACTACATCC 

AGAGACTGGGACTACAGGCATGGATTTTCAGGTTTATAACATGGCAGAGT 

GAATTCTGGCAACACACTGAGTGATGCTTGTCAATGGCCACTATCAGGAA 

TTTAAAACAAGATTTGGAATTATGACATCTGGACAAACCACATATGCAAA 

ACCTACCTTTTGGTCCATTCTCCAGGGCTTCTTCTGCAGCTTCTGGTTCC 

AGTTCITTTTCGGAGCTGTCAGTGTGTGTTTTGGCCTGTCCATTAACTGA 

CATCATATTACTTGGGNCCCGGG 

>Sequence 700 

TTTCTCACAACCTCATTTTNTATTAGCAATTTCXrCTTGATGCATCTAGT 
TATTTCTATAACTACAATTCTACATTGCAAGTAGTTCTGTATATATTCTG 
TCTTCTTCATATTTTTTAGTThrrChWTTGCTGTTGTGA 
>Sequence 701 

AGGTACGCGGNGGAGAGAGGAAAAGAACACAGATCTCGCATGGTTCAGAT 

TTTTCTTTTTAGGTCCAGGAGTAAGATATATCATACGAAAATGAAAATTA 

TAATGGCTTCTTGGATTCCTGGGAGCCACATTGTCAGCCCCACTTATCCC 

ACAGCGTCTCATGTCrGCAGCAATAGCAATGAGTTACTTCTTAATCTTAA 

TAATGGTCAACTTTTGCCACTACAACnTCAGGGCa:ACTTAATT^^ 

TTCCACXnTTCTCTGGAATTTTACAACAGCAGCAGCAGGC^ 

GGACTCTCCCAGTTCTCTTTATCAGCTCTAGACC AGTT TGCTGGACTGCT 

CCCAAATCAGATACCCrTAACAGGAGAGGCCAGTTTTGCCCAAGGAGCCC 

AGGCAGGCCAAGTTGATCCCCTACAGCTTCAAACACCGNCCTAAACACAA 

CCAGGCCCCAGTCACGTGATGCCCTATGTATTCTCCTTCAAAATGCCTCA 

AGAGCAAGGACAGATGTTTCAATACTATCCAGGTTACATGGCCCTACCCT 

GGGAACAACCCTAGCAAACAGTTTCAAGGGCACCTAAACAAACAGGACAG 

CAACAGTTTTGAGGAGCAGATACCATTCTAGGCTCAAATTGGGATCCATT 

CCACAACTAGCAAGAACCTGCTTTTATTAAGGAGAGGGGCACT 

>Sequcncc 702 

TGTGATGACTACCGGGTGGCGGCCGAGGTACl'I l rrn i n i l 1111111 
TlTATGAATTATTTArrriCrriCTCAGAAAAGGATGCGCCTCCACTTAG 

CAAGGCTGGGCAGGATGTGGTTCTGCATCTGCCCACAGACGGGGTGGTTC 

XAGA • .«.,.'• •' •■ • 

>Scqucncc703 . . . . - . 

GTGAGCTCGGGGGCGGCGCCGGGCAGGTCAGACCTGAACGCteAAACACT 

TCCTGCAGATGTTGTCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGC 

AAGGACCTTGCTGCTGTCITGGTTGTCAGCAAGAAGCTGACACACCTGTG 

CTTTGGCCAAGGAACTCrcATTTGGGGATACAGGGGTGAAGTT^ 

GAGGGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGTTACAGCA 

ATGCAGCATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAG 

AAGCCTGCAGCCTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGT 
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GGATTGTGGATTCTCTGTCAGGCATTAGAGAATCCAAACTGTAACCTAAA 
ACACCTACGGTTGAAGACCTATGAAACTAATTTGGAAATCAAGAAGCTGT 
TGGAGGAAGTGAAAGAAAAGAATCCCAAGCTGACT 
>Sequence 704 

TGAGATGCTCCCGCGGTGGCGGTCTGCCCAGATCCATGATGTGCAGTTCT 

CTGGAGCAGGCGCTGGCTGTGCTGGTCACTACCTTCCACAAGTACACGGG 

TCTATTTGGCCGTGACCTTGCTCTGGAGACGATGATATCCCTTCAGCCTG 

AGGGAATTGATGTTGATGAACCCGGAGGCATCAGTTGGCTCATAATCACC 

CTGCACGTTCATGCTCACCAGCTCCTCATTGTTCAGAGACAGTGGGGACT 

CCCGGCCGAGGATGTACCT 
>Sequence 705 

GTGACTGGCTCACCGCGGTGGCGGCCGAGGTCCGACGCAGCAGGC 

>Sequcnce 1082 

AC I ' nri ' l rrri ri i l i rriTi i ri GCTGGTTAACAAATATTTTA ATTC A 
TTAAAATAAAACTTAAAAATTACATGCTAGTCTACACAAGTTTAACTTAC 
TTTAGTCACTTAGTGAATTGTGAATTGGCTCCCATTAGTGGTCAGGAGAA 
TGTATTTGGTGTAGAAACCAAATAAATCAAGCTATTATCGCCXrGTGAGT 

ACG 

>Sequeiice 1083 

CCC7TCGGCCGCCCGGGCAGGTACTGGGAAGTGCACTTGGACGAACAATA 
AATATAAATATTTATTAAAAAAATATATTTTAAAAAATAGGGAAAAAAAA 
AAAAATAAAAAAAAAAAAATTTCCTTGGAAAAAACT AAAAG AGAATCAAA 
GATTGCGGGTTTTTTAATTTTTAACCAATTTATAGTTATTTTTAAT ^ 
ACCTTTAA Crri rri GTGAAArrrGACrin ri'ri I 1GA ATGTAG CCTTTT 
TTTTTTAGTGTGATTTTTTATGTGTTCCAAATTAG ril r r i 11 1 A TTGAA 
TA AAAA 1 1 1 n 1 1 1 1 1 G GAAAGTTTACTTCTTTTC AAATG TTTTAT CCTT 
TTTTAAAATTTCTAGAAATTTTAAATATTTAATGGTTTTAAAAGTAT^^ 
AAAl'rrrrrrATAATATTCAAAAAATAAATTTTAAA ATAAT ATATTGAAT 
TTTTATTTTTTAACCGCCATAATGTGCTAAGGGACGATTTTCATTCATTG 
TTGCTTAATTGAGAATATGGGGGTACAATTGGTAGGTTATAAATATTTGG 
TTATTTTATTGTATrrCATTTTTTCCTGTGATAATAGGTTTATATTGTTA 
CAATGTTTCAAACCGATTTAAAAGGTTATATGTTTTAAATATGATGACTA 
TGGGAGACTATTAAGAGGTAGATACGGTGGAGTAATTGGGTTTGGATTAA 
TTTAATG i ' i ' l l I CGATGTGATTATTTGACGGTTATCTGAT TTATA AAATT 
GGAAAACATGTGGTGAAAGCAATATGTTTAATAACGCGATTTTCGTGTTG 

AGGAATTGTGCCITTTTGGGTTTGTG 
>Sequence 1084 

ggtacacatttttctgaaatgtcccccgtgattaagttgtgaacaaatga 

acatgccacatgtcaacaaactgaacaaacatggattgttagtgacttag 

aggtggagggagggctagagagaggctagctgtgttggtct<kx:aatctc 

ctgtgtcccacactggctacaaaaatacaaccactgggtaggtagggctc 

atctagaaccaaaattaggaataaggattgagaagaaaactcagcaaggg 

tgatgaatgagtttcagctcattgctggagttagctg aaga atgaatagg 

acacagtggatgaaggaacaagctattccggggaccttttgaagccctcg 

gacctcacatccctaatagctaaagaaggataaaatggatgtaagccagt 

gctaatcgttcccgcgt 

>Sequence 1085 

GGTACCACCTAACAAATTGGAGGAAATGAAAAGAOGAATCAACAACATTT 

TGGAGAAAAAATTTATTCrACTTCTAGAATTTCATTAGXft.CAAGT^ 

AGTTCTTGGTTTGGTAGATGAAGTGAAATCAAAATTGGATATTTGGAACA 

TTAAATATGGGAGCAGAGAATCTGTGGAATTATTGCTGGAAG ACTGGC AT 

AAATTrATTGAAGAAAAAGAATTCCTAGCTCGACTTGATACriCrrriCA 

AAAATGTGGAGAAATTTATAAGAATTTGGCTGGAGAATGTCAGAATATTA 

ATAAACAGTATATGATGGTGAAATCTGATGTTTGTATGTATAGAAAAAAT 

ATATATAATGTGAAGTCCACTCTACAAAAAGTGCTGGCATGTTGGGCTAC 

TTATGTGGAAAACCTTCGCTTACTAAGGGCTTGCTTTGAGGAGAACAAGA 
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AAGAAGAAATTTAAGAGGTACCTGGCCGGGCGGGCGATCTAAAGGG 
>Sequence 1086 

ACTTTN l 1 11 i 11 i 1 1 ri l l rrrn ri I r G AGACAGGGTCTCGCTCTATC 

ACCTAAACTGGAGTGCACroGTGCAATCTCGGCTCACTGCAACCTTCACA 

CCCCAGGCTCAAGTGTCAATCCTCCCGCCTGAG TAGCT GGAACCACACGT 

GCGCACCACTAAACCCAGCTGTTTAATACACCA TTTTT AACCCAAAACAT 

TAAGAAAAATATAGGAACAGTAAGTAGATTACATTTTGTAAACAGACAAG 

CTTACAAGTTTTCTCAAATATGAAAGTCATACTAAACTGGGAGACTGTTA 

ACTTCTTGATGGGGTTAATCTCTAATATGAAGCCACAGTCA TAGCTAA CT 

ACAAATTACATATACAATGCCAAAAATATTCAAAAATAACATTTTTTGCA 

CCTTAATGATTACAAATGCTAACCAGCATAAAGACACTGGAAAGTTTCAG 

AATCTCCrCATCACATACTTTCAAATATCITCCCTTTACTTCCATGAAAT 

TGAACGCGGGATTCTATGTAAGTGATGACTTGTCAAG GTTC CAGGTGTAT 

CTTAACTTAAACTAAAGAATGCCCTAACTTAGATGGGTTTTGAGCCTATA 

CAATTGGTATTGGTTGACCCTTAACCTTTACCTCTCTTAACATGGAGGAC 

GAAGAAAGCTGACCTTGGGCGCAACCACCTAAGGGCGAAATTCAACACAC 

TGGGGGGCGGTATTATTGATACCACCTGGGACCAACTTGGGGAACATGGA 

>Sequence 1087 

ACCCAGAAGGGCAGACTTCAACCCAGAAACAACTGTGAATTGTGATGGAG 
AGATCOGCTCTAGTATCTGAACAACGAA ATTA TACnTATAGACTACTrTC 
TTTTCACAGAACAAATGAG C ri 1 C 1 1 G GCTTTTAACAAAATTATCATTGA 
AAACTACAAAATTAAGATCACCCATAATCCC 
>Sequence 1088 

ACATCCriTTTGCATGCTCAAGAGCCCATTCTTTTCATCAT^ 

CAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCTATATCAT 

TGCTGGAGTGATCTATCAGGCACCAGACTTGGGATCAGTTA TAAAC TCTA 

G AGTGGTA AGTGTCTTCAC ATTCTTTAAGC ACTA AAG AAAAC 1 1 1 1 AATT 

AGCTACCTTGCTTCCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAG 

TTGCTATAAAGTArrGACTATTAGAATGTCTTGAACTTTGGTTACTGTGA 

GCCAAGTCGGTGCTCAAAGTATATTTCATAGTCTCAATTA TATA GTAATT 

TAGGTTCTGAAAAATAGGTTCTGTCTTTGCATATGGAATATTTTGT GAGT 

ATTTACTTTGGAAAGTTTGGTCGACCTTATGATAAATTAAG AGTTA TTTT 

TCTTTTTACAACCTACTGGCTTGGAAGGGAATTCAGTCAGCTTTTTGATG 

AACGTTTGTAATACTGACGATATGATTCCTTCCAAAGGGGATTTGGTGGC 

ACTTTCAAAAAACATTGAAGAGCAAGGGTAAGTTATAACATTCCTTACCC 

TTCTATAAACAACTTTTTTGAATCTTTTGAAGAAGATAAACCGTGATCTC 

GTATAGTATAAAGGGGAGTGGGAATGATGTCTATAATGGGGGTCACTCTT 

CTCAACGGTGAAAATGGATGAGGATCAACATGATAGATATCTGTCCCTGA 

TGATGGTGGATACGATAGATGACGATGGTGGATGCTGGCCGGCG 

>Sequence 1089 

ACATATCCCTATCTACTATGTAAAGACAAAAAGGCAAATGAAATGATGTA 

ATACAATGAACrcCTCAGAAAATAACTCTGTAAAATCTCAGACTGCCT 

TTATCATATGCTAGAGTAAACTTACATTCCrritrilGTTAGAGAAAAATG 

ATGGTAAAATCCATGCATTAATCAAAACTAAAAACATGAAAAGGCAAGCC 

AACTACAAGAGAAATACAGTTGG«:CITGAACAACACAGATTTGAACTAC 

ATGAGTCCGTGTACC 

>Sequence 1090 

ACCGTGCAGAAGAAGCTACCAAACAGCAAATATGGAAATAGTCAGTTTTT 

lU4 - rrillA AAGCCnx::AGTAGAAGAGTGCAGAGTTACACTGTCCro 

GGGTGCCCCCCrCCCX:CTTTCGACCTAAGTGCTGACAJkGGC^^ 

CTCAGTTCCTGCCACTGTCATTTATATGCTTCCACAATGACATACCAATT 

TCTGTTTTTTCATACCCATCACATAAGTGTTGGAGCT ATGTAT ACGATCT 

TAGTGGCTTATAG rrrnrn 1 1 1 ataaattagaacactttttgttacat 

ATTAAAAAAT 
>Sequence 1091 

ggtacctttgcagttttctaagggctcttagtgcttttaactagaaaggg 
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GTTTTTCGTTTGTTTGTTTGTTTTAAAAGGGTCCnT^ 

CCTTCCTGTAAAATCCTGTGTAAAATGACAAAAGTGCACAATTGATCATT 

GTAAGTTCTAGT 
> Sequence 1092 

ACGCGGGATCTAAAGTTGGGGTGGGAAGGAAGGAGAAAAGGGGATTGATT 

TTAGTGGAAGAACAAGAATGTTCTGAAATTGATTGTGATGGCTGTATAAT 

CCTGTGAATATACTAAAACATTGAGTTGTGCA CTTTAC ATGAGTGAATTG 

TGTGGTATGTGAATTTATATCTCAATAAAGCTATTTTTAAAACGAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAGTCCC 

>Sequence 1093 

GGTACCAGGTCACCTGTATCTTGATCACCAGAGAGCACACCAGCCTGGAC 

AGCAGCACCATACGCTACAGCTTCATCTGGGTTTATGCCACGGGATGGTT 

CCTTGCCATTGAAGAACTCTTTAACCAGTTGCTGAATCTTTGGAATTCGA 

GTCGAGCCACCAACAAGAACAATTTCATCAACCCGCGTACATGCTAAGAC 

TTCACCAGTCAAAGCGAACTACTATACTCAATTGATCCAATAACTTGACC 

AACGGAACAAGTTACCCTAGGGATAACAGCGCAATCCTATTCTAGAGTCC 

C 

>Sequence 1094 

ACATGCCAAAGACTTCGCCATAACTTTTCAAGTTAATTACACCTGCTACT 

GTTTCACnTAGTGGCACTTTGCTTAACCTGTTATACACAGAAGGGGTTGA 

GAAGACAAAACACTGTTAACTTCATTATACCTTTGACAAAGTAATATTAT 

GTGACATGATGTGTTTTCCCCAAAATATTAGAGCTGCAGATTTAGCTGAT 

TCAATTTATGGGACAATTTGTTATGTGATCTAACAATTrGGCATATAATC 

TAGAAAGCAGCTTTATGATCAAAAATTGATTTTATATATATACATATAAA 

TC 

>Sequence 1095 

GGTA Ci ' 1 ' 1 11 11 II I II 1 11 1 1 1 i n rn Tl 1 1 1 1 1 acttcaaaataaca 

TTTTTATTATATAAAAATGTAAAAATCCAGCAAAACCAGAA ATACG AATA 

TATTTTTCTGGGCTTTCACATTTGTTGATTTTTATTCGCGATCr^ 

ATACAATTTACACCCTCATCCCCATTTCCAGTCTGATTATACAAGTGCTA 

AGTGGCAGAAAGGTCTGGAATAAATACATCAAAAAGAAGAGGCAAAGCTG 

TGAAACTAAGTTGCATGCAACAGGTTCTATGAGGGTGGGGGAAGTGTCTG 

AGAAG 

>Sequence 1096 

ACAATCTGATACAAAATCTGAAAGAAAGAACAGTCTTGTAATCTTTACAT 

ACTTGTAAAAGCATTTCTCAAATTTCAGCTTACTT TCAAA ATAAAGT^ 

TACTGTCTAATATGCTCTCnTTAAATTTATTAAGTATTTTAAAA^ 

TGGCTCTTTATCTAGTTTCAATCTAAGTATAGAAAAGCATTCTCTGTAAG 

GCTGTCTTAAAAAAAAGAAAAAAAAAAAAAAAAAAGTACC 

>Sequence 1097 

ACATCTGCAGACATACTGAGTGTCACCGTTGAAGAGAGTGGAGTGGCTTT 

TGTAAAGAAGTTCAGGTACATGTCCAGGGG CCCAGCCT CTGGGCCCAGTA 

ACTCAGCTACTCTTTGTGGCriTCTTCATGGC ri ri l'1'lGTGGGCTGCCA 

CGCCCATCTTTATCACCAGAATGAGGAACTCCTGGAAGTTA ACTGCA CCA 

TCAGTGTTGATATCCAACTCITrGAACCAGACGTCTGCACCCrrrriCXrr 

GATATACTGAGGACACTCGGTCTCTAGCAATTTCTTCAGGTCATCCC 

>Sequeiice 1098 

ACTACCATTCCATACAATGGAATATTACCCGATGAAAAAATAAAGTTGAA 

CACATCCTACAACATXKiATGAACTITGCTTAT AAOAAC AT^ 

ATGCCAAAA6AAAAATGAGTTTTAGCTCAAATTriTrrAA(^ 

CTGCTCAAGATATCCTGTTAAAAAAAAAAAAAAAAAAAAACrcC^ 

TATCTAAGGTGAAAATAAAAAACATTTTTAAAAGTTTAATATAAAGAATG 

AAATAATTTCAGGTCAAGTTTATTATACAGAAATTATATTAATGGGTGGG 

>Sequence 1099 

ACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCCGGGATGAAGGCCGTGTT 
GGGGCTAAACCACACTCTGGAATTCTGTCAGCAAATTCCTCGCTGTGTGA 
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ACITGAGCAAGCCATTCACCTTTCTTAAGCCATTTTCTTGATATTTCACA 

GAGCCTCACCAAGTATTCAACGAGAACATGTAAGTGAAATGCTTCACAAA 

ATGCCTGGTAAATAATAGATGCTTAGAAAATGGTAGAGAGAGAAAAGAGC 

AGTCTCTGCCCTTTAATGTACC 
>Sequence 1100 

ATAATTAAAATAAATATGATATAAAAATAAAATGTAAA AAAAAA AAAATT 

TTATAAATAAAAATCCAAAACATTCAACrrcATTACITCATTTTCATA 

IM 11 rriC ITAGTAAATCATTTATTTATAGTAATTAACGAACCCCATNTA 

GAAGNGGCCGAATTTGGGGGCCCCCnTCTNAAAATAGCCATNGCCTTNCG 

AACCGGGCCCGCCAAGTGTGAATGGAATCTGCANAATCGCCCTTCGAGCG 

GCCGCCCGGCAGTACTGCAGCACATTACCGCGACTGAGGGTATAACCGTC 

AAAACCACGGGCCCG 
>Sequence 1101 

GGTACTTGTTGGCTAGGAGCTGAGCTTATCACAACAAACAACAGCATTAC 

AGGAATTGTCTTATATGTGGTCAGTTGTAAAGCTGATAAAAATTATTCTG 

TAAATCTTGAAAACCTAAAAAATTTACGCAAGAAAAGACATCACTTGTCT 

ACTGTAACATCCAAAGGCTTTGCCCAGTATGAGCTCTTTAAGTCCTCTGC 

CrTGGATGATACAATCACAGCATCACAAACTGCGATCGCTTTGGATATTT 

CCTGGAGTCCTGTGGATGAGATTCITCAAATCCCTCCACTCTCT TCAAC T 

GCAACTCTGAATATTAAAGTGGAATCAGGAGAGCCCAGAGGTCCTTTGAA 

TCATCTCTACAGAGAACTGAAATTTCTTCTTGTTTTGGCTGATGGTTTGA 

GGACTGGTGTCACTGAATGGCTCGAGCCCCTGGAAGCAAAATCTTGCTGT 

TCAACTTGTTCAGGAATTTCTGAATGACITAAATAAGCTGGATGGATTTG 

GTGATTCTACAAAAAAAGACACTGAGGTTGAGACCTTGAAGCATGACACT 

GCTTGCAATCCATCGTTCCGTCAAGCGTCTTTTCAAAGTTCGGGGTGATC 

TTGATATTGCTGAACAACTGTGGTGCAAAATGAGCAGTAGTGTGAATTCA 

TACCAAGACTTGGTGAAGTGGTTCACATTGATCATTCAAATCTACAACGT 

GGGGAATTCAAGCCTGGCrrCATAGGGGAAGTACAATTAACTAGTAAGCT 

CATTCTTAAGCTATTT 

>Sequence 1102 

GGTACGCGGGATTCCCCCATGTTTTCTTCTAGAAG TTTTA CAGTTTTACG 

ATCTACATTTTTGGTCTATGACCCATTTTGGTTAAATTTTGTGTAAGGTA 

TGTTATACATGTGGAAGTTCATTITTTTGCATGTAAATATCCAATTGTTT 

CAACACCATTGGTTGAAAAGACGGTATGTTCrrCCTTTGAATGCTTCTGCG 

CCTCAATTAAAATCAGTTTACTCTATCTGCATAAGTCTACTTCTGGGCTG 

TCTACrrCTCTTTCATTGATCTGTATGTCTGTCCATTNTCCAATACCACTG 

TCTTTATTACTGTAGTTTCATAGTAAACCTTGAAATCATAATTCTATAGT 

AAGTCTAAAAAAATCACACAGGTTGGAAATGCACAATTAGTATGCTAAAT 

CAGAGCAATCTTGTTGTTTCAAATGGTTTATGGGAGAAATATTAGCCAGT 

GGCTTAACATGCTCATTGATGATAACCTGAGCTTATGTGAAAATATTGrr 

TITAAGCTTTGCCGCTATTTCAAAACCACTGGCTGGGCTTGGTTTGCCA^ 

AATATGACGACCATTTAGGAAATGGCATTCATGAATGTCCTTC ATCTG AA 

TATTTGGAAATTGGCCAACTTGCGGTCTAACTTGGAAT TAAG TGTTTTAA 

TGGAAGAGCAGTAAGCCGGTATTGTGAAAAAAACGCATTTTATTTGGCTA 

TGTGATTTAAAAATGATCTTAGATTTTTCCATTAAATGATATATGGCT 

GAAAATAATTTGATT 

>Sequeiice 1103 

GGTACTTTGTTAGCGTCTGCGTGTGTATGGAAAGTTGACAAAAAATGGCA 

TGAAAAGATCATGATTOGArn iCl 1 1 1 AAAgCTGCOCTTC TGTAAA AAA 

TAGTTTATATATTTTTAAATTAGTAGGTATGTGTGGCITCC^ 

AACATTCCCAGCAAATrrTTGCTGCTAAGACTATCACTGTTAAAGTGAAA 

ATTACAGGGAAAAATGTGATGAATATACCGTAACTCAAAATG TGATA TTT 

TCTTAAAATCACTCITTTATGCTTTAGGAACTGGTTGGTCT 

TTATTAGTGTAAAGAGCCTGAGTATACGTGGATTrCATTGTAAAATTTAA 

CTCCTTGTCTTTTACTTGGGGCACGGGGCCCCTGGAGGGCITCCCTACIT 

TCCCCACTATGTTAACAGGTAATTCTGATTTATGCCTTTAGTTTGACTTA 
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TTTTTACCAAAATATTAGAAGTTATGCTTTAAAATGTTAAATGTGGACTG 
AAATTTTCATCTTTTGTTTGAGAATCTATGAAGGGTATTATATACGTGGC 
CTAAAGGCAGGTGTGGATTTTGTTATTCTGAAATTGGTTTGCATCTGGAC 

AAATACTAAATATCCCGTGGCCC rri i 1 1 1 1 1 TATTnTAAACCCGGGTA 

TCCTTCCATCCTTTGGCCATTCCTAGTAGGCAAAAA ATTTG TAAGCCCAC 

TTCATTTTCCAATTACAGACTGAAAAATTTGGCCCGTTTrrAAGAAGT^ 

TAATTTT 

>Sequence 1104 

CACTATAGGGGCTCGAGCGGCCGACCGGGCAGGTACTTGCAATGGTTTGA 

CATTAAGAGAGAGACTATACATTCACAGAGGTTGGGAGCTTCT GTCTA GC 

CTGTTGTCCAAAACTGCTTATAAAATTTAGCAACTA ATTA TCACTTTTGA 

CAACTATTTTAATTCTAGAAAATAGGrTTATAAAGATTTTCTTAAAGTGT 

TATCTATCCTTCCAATGACTTATTATAAATTTTAG AATG TATTTCTATAG 

GGTGGAAAAATCTCCTTTAGTCAGAATTGAACAGTTTTCATGAAGAACAT 

GTTACACCATGTAGAAACATGGGTACC 
>Sequence 1 105 

GGNACn i 1 1 1 1 1 1 1 1 1 1 1 l A I l ri ri Tl i i ri TATGGCAATATTTATAT 

TTATTTTTGCAATTCCTTGGATAAAAACCATTTGAA CAATG TT TGGTA AG 

GTGTTATTCTCATAAAAACTTCTrrCAAAATGAAGGTTTTTCT 

ACAAAAGTTAAAATTACATGCTGAAACAAAGTTAATGACTTAGGTAACAC 

AATACAATGTCAGAAAACTGGTATAGTAAGACCAGCTAATGAACTACGTT 

TTTTAACTAAACAATTACACAGAACTAGAAAACTTGACTTAGTAGTAAAA 

TATATAAATCTACAATTTTAAATATAAATTTGGTCCATGGAGACACTAGG 

GCAGTATTTACAAATAGTAACAAGATTATTTCTAACTTTAGG GGGAA TAA 

CTGCACTTGTAAAAATGGATGAAATATTATATGGAGAGAGTGTTTTATTT 

TACCGGCCTTCTGTTTTTAAAAGTTATATTTTTTATG 

ATTGGCTACAAATACAGCTTATAAAATTATTACCACTACATAACCAAACA 

TTTTTCTGGTGTTTGGGAAATTCCTTAACCTTCTCATATAATG^^ 

TGTTTTGTTTAAATTACATTACAGCGAAAAAAAAT ACCCT CACATTCCCA 

TATTTTTAGACGATACTTGTAAATATTATAATCCTGTTTTAATTTCACCA 

CATCATTTAGTTATATTTCACAGTTTTTTGCAAAGAGGGCACAACATTGG 

TCATGATATTAATACTTGCGGCGCGAATCCTATGATTAGAGAGGTTACTT 

GTCAGTGATGTAAAATAACT 

>Sequeiice 1106 

CCCTTAGCGTGGTCGTTTGTTGAGGTACAAACCTGCATGGTGTTTATGCA 

CACAGAGATTTGAGAACCATTGTTCTGAATGCTGCTTCCATT TGACA AAG 

TGCGTGATAATTTTTGAAAAGAGAAGCAAACAATGGCGTTTCTTTTATGT 

TCAGCTTATAATGAAATCTGTTTGTTGACITATTAGGACTTTGAATTATT 

TCTITATTAACCCTCTGAGTTTTTGGATGTATTATTATTAAA GAA AAATG 

CAATCACGATTTTAAACATGTAAAATCAAATTTTGGATAACTTTAGATGA 

CrrCAGTGAAATTrrcACGTAGTCTGAGTAATAGAATGTTTTGCCACTTA 

GAATAGCATTTGGCACTTAGTAATTTAAAAAATAATTGGCGGAGAATTTA 

ATGGCAGTTTTGGTCACrTGTTATCTAATGACAAATTATAAAGCCTTAAA 

AGGGGTTGGACCACATTTATTTTGAACATAGGTTTG CACACA TTTAAGAG 

ATACATGTAGCCAAAATGACirTATACCACCGATGGTTTTTTGGAATTTG 

TAAAAATAATACATTTATATGTGTAAATTGATTTAGAAATACGCCACATG 

TTTTGTTTCGCGCTTCACACGACTCGCTTCAAAACGAC^ 

GGOCGGCCGCrrrAAAGGGGTAAATACTATGCACATGGGGAGACGGTT^ 

TGGAGATCCCGGTCTTTXKXJTCATACTXXKilOCAC^ 

GGATrCATAGGGCAAAATGATACTCGTCTXX:ACGCTCCCCA 

CCTGT 

>Sequence 1107 

CCCTTTCGAGCGGTCGTCCGGGCATGTCTGTGAGATGTTACCACTAGTAT 
TTGGAAAAAGAATAAAAATGTGGCCGGGCGTGGTGACACATGCCTGTAAT 
CTAGCCACTTGGGAGGCCAAGGCAGGAGAATCGCTTGAACCTGGGAGGCG 
GAGGTTGCAGTGAGCCAAGATTGCAGCATTGCACTCCAGCCTGGGCAACA 
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GAGTGAACTCTGTTCAGGGTTAAAAAAAAAAAA AAAA AAAAAAGTACTTT 

1 1 1 111 iirn i n 1 mi iG GTCATTAGTTATTAATTTTACACAGTTAA 

CACTGAAAAATGAATGATATTTAATCATTGTCACTTACTGAGAAGCAAGA 

ACAATGAGTGAGCCCAAAGGAGTCTACTACCATACCTATTAAGTGTAGGG 

AAGGGTITAAGTATrrrrrACATACnTTCTTCTGTCATTGG^ 

CCCCCCATCTGAAATGGACAGAAGAAAATTTTCCCAGGTGTTTTACTCTC 

ATCAGAACAGCTTGGGGGCAGTGACCTTCACACTGTTAGCTTGCCCCCAT 

ACTGCTTGAAGGGCACCAGTTAAGAGCTGGTAAAGGGAGTCTCTT TAAAA 

ATACA ATTGTGGG AGATCCCACTTCCA AAAGGTATGG ACCA ATGC 1 nil 

TCCAACAGCAATGAATGGTGGGGCTGAAAACCAAACTTTACAGGCCCTGG 

CTTAGGCCTGGGGAGGGGAGAACCAGAGCATGATTATTGGGAGTTTGGAA 

AGAAATTTTGCCTAAACCCGGGCGAAATGA 

>Sequence 1 108 

CCCTTTCGAGCGGTTCGTTTGGCATGTATAATGAAATGTCTTTTAAAAAA 

AGTTTGTTGTAATTGTGTATGTAATTCTGACAGTAATTCAAAACACAAAA 

TCACACATTTTCCCTAACTTCCCATGTTCTGGATCTGGGGACTGC AATAT 

TACAGAAATATGCAAAAATAAGTTTAGTGCTCAGAGATAAATAA 1 1 1 1 iC 

TTATTTCAATGCATCAATGCGCAAAAATTTCAATTC AAAAA AGCCAACCA 

CTGCTATATGCAAATAAATAAAACATTTGACAACACTTTTATAATCAAAC 

CCAACATTATACAAAAAATGTGTGGCACGTGCACATACATGTGC ATATG T 

GTATGCAATGCCTATTTTAGAAAAAAGGTGTCTT GATG AAAATGATTTTG 

AAAATAGTCACTGACACACATTATATACAAAACCTTTTATATAAAAAATT 

AAACTATTTTCAATGAAATTCCATGTTCACACTCTATTCTGAGAATTGCA 

AACTGAATCATAAATAGGTCTACTAACGAAATCATGGTTAAGGCAGTATT 

TTTTACAAGGGTTTTCTTTTATATCACATATGTCACTAAATACTACTGCA 

GTCAAATATACAGATGCAATCTGACAT GCCTTAT CGTTATTACCTGAACT 

TTTTTCACTGTATAAAGGGAGAAATACATTTTTTACAAAAAAATTTTATT 

TATAAAAATACTGGTATCATTTTCCAAAAAAGCATTACTTAAACATTAAA 

GGTTAAACGTCATCTTATGATGTAAAACG 

>Sequence 1 1 09 

GGTACATTTTGGGCCTTTAATCCCATCTAAACAATTTGCTGTTAACGAAA 

CTCAAAAACAGAAATACCTATATTTTCTCGCTAAATCCAATTGTTACCTA 

TGATGAGTAAAGACACTAGATCTGCAGGTCCTAGTACAATCTATACATAA 

AAGGCCTTCAGATTTGAGGCACAAAAAAAAAAGGGCAAAAAAAGAAAAAA 

AAGAAAAAAAAACCTTCTACACATTTCC II C 1 11 1 ATCTGCAATATGAGA 

AGGAATCCTTTCTAACTCTAATAACATATTAACAAGAATTAAGAACAQ3A 

TTGTCGGGGAACTCAGATGTTGGCAAAGCTTANAAATAAAAAAACAAGGG 

CTGGGTGCAGTGGCTCAGGCCTATAATCCCAACACTTTGTGAGGCCGAGG 

CAGGAGGATTGCTTAAGCCCAGGAGTTTGGGATCAGACTGGACAACAAAG 

TGAGACCCCTATCCCTATCTCnx:CAAAAATTTTTAAAAATAGCTGGGCAC 

AGTGGTGTGTGCCTGTAGCCCCAGCTACTTAGGAGGCTAAAATGGGAGGA 

TCCCTTGAGTCCAAGAATTTGAGAATGGCGTGAGCTATGATCAAACTTCA 

ATTCAGCCCGGGGTGAACGAAGCCAGGGGTTTTTAAAAAAAAAAAAAAGG 

GAAAAANNAAAAAAGGGGGAGGTTCCCCTTGGGCCCCCGG GGGCCCGG GG 

GCCCGGGGTTTTITCGGAAAAGAGGGGGGGCCGCXXjAAAAAril'1'1'1 ICC 

TCCCCACAGGCGCCC 

>Sequence 1110 

OGTACIXKXjATTACAGGCGTGAGCCACCGCACCCAGCCAAAACTGAATCC 

TTTTAAGAGCACCCAAGTCAACTCmiA0TGCm 
ATTCCACCAGATACCCrAAATCATCrrCTtnx:AAGTrcGAAGT^ 

tctctagagcaggggcagaatgctcccagtctctttgctaaagcatagca 

aaaatcacctttgctgctccagttcccaataagttcctcatctc^ 

agaccacctcaacctggacttcattgtccatatcaagatcggcat ntgg 

tcaaagccattcagcaagtctctaggaagttgcaaactttcccacatttt 

ccrgtcircttctgcaccctccaaactatttcaacctctccctgttacct 

agttccaaagttactcccacattntcaggtatgtttacagcagcaacccg 
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CTCTACCGGT 
>Sequence 1111 

GGTA Cri I ' l l l ATGTTTTAATTTTTTGTAGAGAATGGCTCTTGCTA 

GCCCAGGCTGGTCTTGAACTCCTGGACTCAGGTGAAGTGATCTGGCCACC 

TCAGCCTCCCAAAGTGCTAGAATTACAGGCGTCAGCCACCACTCCCAGCC 

TGTAGCCTATTTTTATAAATGAAGTTTTATTGGAACATAGCCATGCCTGG 

TCATTTACATACGTCTATGGCTTCGTATGCAATATAGCAACAGAATATAT 

TAAACATTTACTACCTGGCCCTTTGCAGAAAATGTTTGACAGCTCCTGCT 

GTATAAACATAAAATCTGCCAAAAAATGCTGATATTACCCCACATGGAGA 

AACACTGAACCCCTCTTCAGAAATCAGATGCCAATTT AAATATTACT ATC 

AG AG AAATAC ACTCTG A I " 1 " 1 1" 1 " 11 " 1 " I CCTATTCCCITTCTTTTATTTTCT 

TTTTTGAGACAAGGTCTTGCTCCGTTGCCCAAGCTGGAATATGATGGTGC 

CATCATAGCTCACTATAACCTCCGAATCCTGGGCTCAAGTGATCCTCTTG 

CCTCAACCTNCTGAGTAGCTTGGACTATGGGCGTGT GCCG CCGACCCTGG 

CTAATTTTTGGGATTTTTAAAAAAAAAAACGGGGGGT TTTCC CCACCGTT 

TTGGGTCCAAAAACTTGTGGTCCTTTGGAAAAACCTTCTTTTG TGAAACC 

CCTTTCCGGTGGGAAATACCCTTGGGGGGCCCCCCAAACCCCCTTTTTTT 

>Sequence 1112 

CCGCCGCTCGAAAGCCCTATACTTAGCGTTTTTAACTTATATNTCTGTGC 

TTNNNNNNNCTNNNGGGNAAGTGGGGGGAATGAGGAGTGGGGGGGAGTGC 

TACGCGCATGTGTGTTCTCAATTCCCCTTACGGCCCCGGCAGACCTTGGC 

TTGACTGTGGTCTANAGCACAAGAATATGCTAGGCTGCAC TCTGCT AATC 

AGATGTGTGAATGGTCCTGTGGNGTGTATTGAATGGGAAGCTTTTGCCCG 

GNGAACCAAAGCTCTCATGGATGATGTGGTGAAAGCCACTTCTAGGGGCT 

GATCACCATCATAGGTGGTGGAGACACTGCCA 
>Sequence 11 13 

GGTAC l 1 Til I C rnrn ICl 1 l ll l rrnil iGAGACAGAGTCTCTCTC 

tgtcactcaggctggagtgcagtggcatgatctcagctcactgcaacctc 

cacctcctgggttcaagcaattctcctgcctcagcctcc tgagta gctgg 

gattacaggcaggcaccaccacacccggcraattttgtattittagtaga 

aacggggtttctccatgttggtcagtctggtttcgaactcccagcgtcag 

gtcatctgcctgcctcggcctcccaaagtgctgggattacaggcgtgagc 

caccgcgcccagccacttctgtatttttaaaaaagtggtaagatttgagt 

attatactgggatagaactgaagttggggg ctta atttgatctatcagct 

tattgaaaacaaggaccttttaagaaatggttttgt taggttgg aaaagt 

gagttttaattcgtcatttaattagccaggatgttga ri i 1 1 1 1 iggtga 

aatgtacctgcccx:ggcggccggtcgaaaggg 

>Sequence 1114 

ggtaccacattgacccaaggacctctagctgtgtttggtgaggcaggtct 

ttgtcaatttaagtaatcctgtcagatggtgta ccaa tcttgt 

gacaaagcactgtrgctgagatactgtgatttattttcc ttaat gggc^ 

ri4 - ri ' riA TATATATACGTTCCATTTTCAGAC AGGTG GTGCTTTGAGTTG 
AATTTGCAAGTTCAGTGAAACATGGATCTClllllIATTTAACTCCCTTT 
TCITCrcCTAAGGTGCTTAATTTCX^ATGCTTGAC^ 
>Sequence lllS 

TGTACAGAAGGGTTTCACCATGTTCACCACACTGGTXrrCAAACTCCroGT 
CTCAAGTGATCCATCTXK:CrCAGCCTCCCAAAGCACTAGGATTACAGACT 
TGAGCCACCXKIACCCTGTCCCATCACTTTATATTTTCAAGAAGG TC^ 
GGGTGTGTTGGTGCCTGNGGTCSXS;* GCTGAAGAAAAGGGAAA 1 1 11 iCT 

ATCTCTGGTAATGTCTTTA 

>Sequence 1116 

TGTACCATCCCATGGACACAAGTTTCCAGGCAGCAGCCTCCAAGAATTTT 
GTTAGAGATGTCCCATCACrrATGGCCCTACACTGTTTACATCTGGACrC 
TGGATTGCAAGTGTAAGGAAGAAAGTGAAAATGAAAGAGAAAGTGGAACA 
AATATTGGCAACAGAGCCCCCAGAGGACAGTTGTCCCnTTCCAACAAGT 

TAAGTGGAAAATGCTGTTGCCATGGGAGT 
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>Sequence 1117 

AAAAAAACAAATATTTTTTAAAGCGTGAAAAAAAAAAAAAGAACH3GGGGG 

GAAATCTAAACTTGGGAAAAAAGGGGG CCTTAA AAAAAAAAAAAAAAAAA 

TTTTAAAAACAAAAAAAAAAAGAGCGC Ci'l'l't'lA AAAAAAA AAAA AAAAA 

GCCCCCCGGGGGCGCGCCAAAAAACCCCTTTTTTAAAAAGGGTTTAAAAA 

AACACCCCCCTCCCCAAATTTAAAAAGGGGGCCCGGGAAAAAAAAAAGGA 

AAAGGGGGTGGCAAAAAAAAAAATCCCCCCCCCCAATTAAAAAACACAAA 

TTGGGGGGAAAAAAAAAAAACGGGGTTAAAAAAAAAAAGGGGGAAANTTC 

C A A A AGTA A AG AGGGG A A A A A A A AGGGTG I r n i GGGGG A A A A A A A A A A A 

AAGAGGCCCCCCAAAAAATTTGTAAAAACAAAAAGGGCAACTTCAAGGGG 

GTGAAAAAAAAAAAAAAAAAATTCCCCCCCCAAAAAAAAAAAAAAAAAAG 

GGGGGGGAAATTTTTTTCTTATTTGGAAGAAAGAAAAAAAAAAAGGGGGG 

GGGCCCCCCGGGAGTTTTTTTAAAAAAAAAAAAAAATTGGGGGGGGGGGG 

GGG rrrrn TM u i i c cccccccccccccccccaaca ataaaaagag ag 

>Sequence 1118 

TGTAc riTi 1 ill 1 1 1 n rn i 1 1 1 1 n 1 1 1 a aagaaaaagttggcccag 

ccccagggaataaattttgactgctcta aacaa ccacagaccaagggcca 

aatctggccctctgactgtataaattaagttttactggaataaaaccagg 

tccattgatttatcx:attgtctacatacgcttttaggctac^ 
actgtgtcactacaaaagagottatctagacaaaaagcctaaaatattac 
cgtttgcctctttatggaaaaagtttgccattccctagtxrraaggtttag 
attctgagcttatcatgttatcctacccccccccgcgt 

>Sequence 1119 

ACAATATGGAAAGGTAAGATCCATACCCAAAGTTAGGTAACTGTTTGAGT 

TGTCCCATGTAAATAGTTTAAACACTTGTAGAAGTATTAGAAGAGATCCT 

TAGGGAATGATGCAAGTGGCATTTGAGCTATTCATTTAGAGAANAGTTTA 

GAAACATGCAGTCTANNAGGAAGAGATAGAGGCAATAGGAAAAAATATAC 

TTAAGATTAACAGCTGTTTATCCCCGACTTGCTTAACTTCNGAT GTNGT G 

TCAGAAAAGCAACAGTATGGGCTAGAACAAAGTGGGAATGGCGTTTTAAG 

AAGTAGGAAAAGGGCAAGTCTAAAGAATTTTGAACTTNAGATACTAAACT 

TGTGTTGCNAGTGATTAATCATAAGCTTATTCrrCATG AAAAGT ATATAT 

TTCrrTCACACTACNCTAAGACAGTATTATACAT TTTGCT TTTTTATCTG 

AGGG ATTGAAA AAACAAAATTATTATTTTTTGCC r ir I " 1 A ANTCCTTAG A 

ANTGAAACTAGAACTCTATATTTAGGGAGTTAGCAAAAAAAAAAAAAAAT 

ACCTTGGTCGGCACCAACCTTGGGGAGAATTACTTCCCACITGGCTGGC 

GGTCTTITTTGATGCAACCCTXKiGTCCCAAACXATTGGGTGGGAA G^ 

GGGGTCGGTTAAACTTGGCTTrCCTT GGGCTG GAAAAAAAAAAAAi ri 1 1 

TCCCCGTTTCCCGGCCTTTATTTTTTATTTTTTTC 
TTTTTCCTTTTAAAACCCCCCCCGGGTGGGAAACAGAGGGGGT 

>Sequence 1120 

GGTACACACATCTTTTTGAGATCCTACCTTCAGTTC TTT^ 

CCAGAAGTGGTATTACTAAATCnTACGATATTTCT ATTTT TAATTTATTG 

AGGAACCACTGTAGTTTTTCATAGCAGCTGCACCATTTTACGTTCTCAOC 

AAGAGTGCACAAGGGTTCCGAGGTTCCCACATCCTCCCCAACACTTGTTA 

TTTTCTG CrrririiA GATTGCAGCCATCATAGTGGGTGTGAGGTGACAT 

TTCATTGTGGTTTTGATTTGCATTTCCCTAATGAGGAGTGATGCTGAGCA 

TCITTTCATATGCTrACTGGTCATTTGTATGTTGTCrT^ 

TATTCAAGTCCriTGACTATTTTAAAAATTGGGTTATTAGAGTTAT^ 

GGTGGTGACTTGTAGGA G T n CI 11 CT ATATrCTGGATATTAA TCCCCTA 

TTAGATATATGATTTGCAAAgiVTCTrCTCTTATTC CT 

CCTTTTGGTGAATGGGGTCTCTGATGGATAGAAGTT TTTAG GTT^ 

AAGCTAAATTATCTGGTTTTACTTTrGGGGGCTGGGCTT^ 

TTCAAGAAATCCTTGCCACAACCATOTAATAAGGTA CCTGC CCGGCCGC^ 

GCTTXiViAAGGCGAATTCAAGACACTTGCGGCCCG'l ri l l 1 IG 

TCGGTCCAAACATGGCGATATAATGGGATAACATGGTACAGTGTTAAATC 

>Sequence 1121 
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CCCTTAGCGTGGTCGCTTTCGAGGTACTTTN l"! 11 III i I I I I 1 1 1 1 1 lA 

TATTTAGTAGAGACGGGGTTTCACCGTGGTAGCCAGGATGGTCTTGATCT 

CCTGACCTCGTGATCCACCCACCTTGGCCTCCCAAAGTGCTGGGATTACA 

GGCGTOAGCCACCCTGCCGGGCTGAAAAATAACCCrTTAGATATCTACAG 

CTTTAAACTGTGTGCAGTCATGAAAAGCAGACATTAGAAGTCATTGGCAT 

TTAATAAATTGCAGTAAAATTATACAGTAAATACATTACAATCATTAATA 

ATAGGCTTTAATGAOAAGAATrrAATAAATAATCATTAAAAAGACAGCAG 

AATTTTATTCTXSTTCTCAATATGTTGCTGCTCTTXnTATC 

ATAAAACTATATGACTATTATATAGAT TTCA GGAGCTAAAAAAAGCCTTA 

TATTTTCAAATTAAAGAACAATATTAATnTGCAAAATACAATGAGCATT 

ACTGAAGTATAAAGGTAATATTTTGGATTAAAATATATGGTCATTTAGAT 

ACCGGCCITAAAAGAATAGAAATCTTAATGATTTCTTTCTGGCTACAGTG 

AGCTTAAAAATACCACCCCAAAATTTAATAAATATGTAGCACTTCAAGAA 

ATTTTTTAACAACTTCATAATGTGAAATTGAGCCATTTATTTAGAACTTT 

GAATTTGAAATAACTGCTGGCATTCTTTTGGAAAGGGACCTTTAGGGAGT 

TCCTTATCCGACACGGAT 
>Sequence 1 122 

CCCTTCGGTTTTCCGGGCAGGTACGCGGGGGCGGCTCGTTCAAGATGGCG 
GAGCTCGACCAGTTGCCTGACGAGAGCTCTTCAGCAAAAGCCCTTGTCAG 
TTTAAAAGAAGGAAGCTTATCTAACACGTGGAATGAAAAGTACC 

>Sequeitce 1 123 

ACCTTTTATCCCTCAAAGGACCCTTCTTGGGTTTTGAAT GGAAGCC TTTA 

TTCCGGTTAAGATGTTTTCTTCTATTTTGCCACTTCCATC ri ri l i IGT^ 

GCCCrcGATCCTATTTTTCCCTGACTCCATGCTTGGTTGGCCCTTATAAA 

ACTTGTGCCCAAAAGATTGTGGATTAGACTTTCCGAGGACTTACCTGTCC 

TAGGGGAGTAGGCAAGCACTTCCACTAGGGAGGGGGTGGGGGAAAGGAAT 

GACACATGACATACATGGCATACACATTAAGCAGTTGATCATATGTCTGA 

CTGGGTTCCAGTTTCTTGGGAATGTTGGTCCCCTTGTTCAGGCTTGCATA 

TTTTAAACTAAAAATTTCAGTCTATTGTTTTTAGTAACTTCATT^ 

CCTCCATAACAAGTTAGAAGGATGTATCTGCTACCATTTATTCCTATAAT 

TTTAAAAAGTTGGGGCTTGACATTATACTCATTTAGTGAGAGTAGATGCA 

AAAAAGTGGAGGGGCAGGAGAACTTTTTCAGACACCTCAGATAAAGTCCG 

GAGCCCAAGCTTTATCTTAACCATGTATGGTACCTCGGCCGCGAACCCCC 

TAAGGG 
>Sequence 1 124 

CCCTTTCGATCGGCCGCCCGGGCAGGACGCGGGTAGGGCAACTTGGATGT 

ATGCTTAGGGTTCGCAAAAAGTAAACAAAAATACA AGGGAA AAAAATTAT 

TGACAATGAACTGCTTTGGTAGTGATTTGTGATTTTGTTTT^ 

agtaaccaacagcacagccacx:aagaaa 

>Scquence 1 125 

ggtacagaaaaagacacatttagataaactgaagcagattaaagtgactt 

tataagacaacatctttgtttttatgtttaatttcaagtatggttaagca 

ctaatttaattcagtgctttctgcttattctgtttctagta^ 

gaaacaagtgtagtcagtagccaacatacatccatgtcagcctatatatg 

acttactaggagggcttagttttttaaaagaga tgaa aaataaagagaag 

gtctagtattttcctca:acattccaacagatcattt^ 
tgggtgagcacattccatgttgtagaccattgatcatagtagtcagagca 
tggagctctggagttcagaanaataattitattattgctggtatgacaaa 
aataattaccatgaaaaaaaaaaaaaaaaaaagt 

>Sequence 1 126 ' ■ 

ACTTTACTGTTCTTTTAAACCTGGAGAAGCCTCTATGGCTTATTCC^^ 
GAAGCAACAAATGAAATGATGTATAAAGCATCAAGTCAAAGATACAGAGA 

actggacacatccactaattgttatgacaatcaaagaagtcatctccgta 
aatacctaagggttgtctaaggctataaaggtcaatttgaaag ccag tta 
gggatccaccgtgtttcataaaagtgtciracactcatgtttggctttca 
agaagtgatatgcctactaaagctgttattttgagactatcccgcgtacc 
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>Sequence 1 127 

CCCnTCGAGCGGCCGTTCGGGCAGGTACTTTN lU'l'll 1 ri"^ 111 

TTTTGGCCTCCAATTCCATTTTAATTTTGTTTCTTTGTT^ 

AAATATACAGTCCATCACCTTGGCTCAGTGCATGTCACCAAAAATTCTCC 

AGGGATTTCATAGTCTCGGTGGTGTGGCTGGCCCAGGACTATCCA TGCAG 

GGAGGCCTGCACCTCTGACAGTCGGCTGCAGCTGGGGGTGCCCATCTTTT 

GTGCTCTGTGGTACTCCTACACACATAAATTCAGGAAATGACTAGATGAG 

CCTGAGTGGCrrrATCATTATTGTGCAAATACAGTTTCTATACCCACAAA 

CCCAAATTAAATTATTATAGGGACTAATGGCTGTCAGGTGGG TGTGG GAG 

GAAAAAATTCACAAGCTTGTGTACCAATTACCTTTACCATGAATTTTATG 

TACCCTTGCGCGCTACCACACTTAGGGCTATTTTCTGTCACACTGCGGGT 

CCGTATCTTAGGGAATCCCACTTGGGTCCCACATCATGGATGACACCTGG 

TAATTAACTGGTTCCCTCTCATAAATAAAATTCCGTTGTACATTCAACAC 

AAAATTACGTACCGTACTGCAAAATATTATATTCTTCGGCGTGCCACTCA 

GATGATCTTACACACATCTATTTGCTACGCCnTATTGTTTCTTTACAATT 

ATACAACTTATTCGGATAACTTCTCTAAACTAACTTTACACCCCTGCGTT 

AGGGCGCTTATCTATTCTCCATCATTCTCAACCGTTT 

>Sequence 1 128 

CCCTTTCTTTTTGCCGCCCGGGCAGGTACTATCGATTGGGTCGGGGGTGA 

TCTATTATCATTGAGTAGGGAAACTTACTAGGTTAAATAGAGAGTATATA 

GAATGTATTTGGTTATAGATATGTGAAGGAAAAGGCATAATTATATGGTC 

ATCCATGCTGGGGAATATTTTGTAGGTATGTTTTGTTGAGAGAAATCGAT 

CATATTGGATCAATAGAATTAGACAAATATCTTGAGCATCAAGAGACCTG 

GAAACATGGGAATGATAAAGAGAGAAAAACTGCAGTTTCGACGTTCTTGA 

GGCCACAAGAGAGATGGAGGAATGAGGGTCGTGTATAGGAAAGAGAAATA 

AGAAATTGTGTGGGAGAGAAAGATGGTTTATTGTGATGGTCAAAATACCG 

AGCATGGGAGAGCCAATGGACAACATTTGAAAAATGAATCAAATTGATAA 

AGTACCTTCGGGCCGCACCACCCTTAGGGCCAAT 

>Sequence 1 129 

ACAGTGGCGCAATCTTGGCTAGTGTAATTCAGTCTTTTGAATAAATGGAA 

AAAATAAATTGTATGTTATTTTTATACAGAAAAAAAGGCCXrAATATCAT 

AAGGTTTTTTTATAGCCCTCAAAACTGArrTTTAAATGGAGGTAGGCAAC 

TGAGAAAATAAGCATTTAAATTAGTTTTCACCCCAAAGCCCCCCAAAATT 

TTGCTTACAAAATTAGGGTACC 

>Sequence 1 130 

A criTN ri Tiii 1 1 11 I ' ll lArrrriccTiTi i i ATTATi Trrrn 11 11 

TTA I H I 1 1 1 lArri l ri IN NNAANNTTTTAirnTl 1 lATh^^ 

AAATTATATACNAGGGGGGATAAAAAAAATAATAAAAGGGGGGGTGGAAA 

AAATAAAAAAAAAAAAGGGGGGCCAATATAGCGGATTGGGGAGAGGGAAA 

AAAAAAAAAAAGGGGGGTTTGAAAAACAAAAAAAGGGGGGCCGGAAAAAA 

AAAAAAGAAGATGGGATTGTAAAAAAAAAAGGGGAAAAAAGAAAATAATT 

GGTTTAACACAAAAAAAGAATAAAAAAAACGGTTGGGAGGGTTAGGGGGG 

AAAAAAAGTGAGGGGGGGAAAAAATGGAGAAAATGGGGGGGGGGGAAATA 

TAGGGGGAAAAAGGTGGGGAAAAAAAGGTGGGGGGGGAAAAAAGGCGAAA 

AGATTGTACTAGGAGGAAAAAAAAGTTATTACGGCGAACATATAAACAAA 

AAAAATAGGGGGGGGGAAAATAAAAAAGAGGAAACCGGGGGGGGGCAAAA 

GAGGGGGGACACTCCCAAATATATGGTGGGGGGGGAAAATGGGGGGGAAT 

AAAAAAAAAGAAAAAAAGTGGGCACATGTGAGAAAAAAAAAAAAAACATA 

CAGGCGGAGGGAAAGAGGAGTTAGATAAAGAGGAGGTATATTAAATGTTT • > 

AAAAAAAAAAAAAj^AGAGGAAAAAAGATTGGAAAGGGGGAGGGGAGTATG 

AGTAAAAAGAGGAGGGGAGAAAGGGAGATATAAAAAAAGGGTGAGAACCG 

AAAAAAAAAAGGGGGAAAAAAAGAGGGAGAAAGAGGGGAATAAAT 

>Scquence 1131 

ACCCAGAGGGAGAGGCTAGCAGTATTTITAAATTGGTTTCTAAAi 11 1 II 

ATAGCTrGATGGTAGATAACACATTTGCTTCATTGAAGTAATCTG AAAA A 

CCAATCCTCAAAAGACCTCTCAATTAGAATTCTTAAATGACAATGTm 
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TrrATCATATATTTGAGAGATTGATTTAAAGAAAAATAATGCTTGACTAT 

CTGAAATAATATTTTAACCCTATCATAAAATCTCTGCCTGGTAGAACAGC 

TGACTGTGGAAGGGTAAAATGCAGAGAACCAGTCATTGOATCTCCCTTCT 

CTACTTTGTTACTGAAATCTTGAACCTGTAGAACATTACTTATCA CTGT G 

TTCCTTTCTAATGGGAAA ATAATAATAAACACTTGCAGAGTA 11 N I'l 1 AA 

AAGTTTTTAGCTTTAAAAAAAAAAACCCTGTGCCTTACACAATGTGTATA 

TTGAGTTGATACTGATTATGATAATTAGATGGTATTATACAATCATTCAT 

TCAGCAAACATTCACTTACTGAGCACCTACTAATGTCCAAGTACCTTCGG 

NCGCGACACGCTTAGGG 
>Sequcnce 1 132 

ACATCACATGGTGAAAGCAGGAGCAAGAGGGATAGAGGTGCCATACACTT 

TTAAACAATCCGATCTCACAAGAGCTCACTCACTATTGCAAAGATAACTC 

CAAGCCGTGAGTGATTGGCTCCCATGACCTGAACACCTCCCACCAGGTCC 

TACCTTCAGCATTGGGGGTGACAAAGCAACATGAGATTTGGGCAGGGATA 

AATATCCAAATTATATCATTCTGCTCCTGGCCTCTCCCAAATCTCATGTC 

TTCTCACATTGCAAAATATAATTATGCCTTCCTAACAGTCCCCAAAAGTC 

TTAACTCATTCCGACTNTAACTCANAAATTCAAAGTTGGCCAGATGCAGT 

GGCTCACACCTATAATCCCAGCATTTTGGAAGGCCAAGGTGGGTGGATTT 

CirGAGCCCAGGAGTTTGAGACCAGCCTGGGTAATGTGGCAAAACTGCAT 

CTCCACAIWNNNAAAANNNAAAAAAAAAAAGTACCTTGGGCGCGAACACG 

CTAAGGG 

>Sequence 1 133 

GGTACTGAAACTACAGGTGTGAGCCACCATGCCTGGCTTAAACATTTGTT 

TTTAATTAGCCAGGCTTGGTGGCCACATCTGTAGTCCCACCTACTCAGGA 

AGCTGAGGTGAGAGGATCACTTGAGCCCAGAAGTTCAAAGGGGCAGTGAT 

CACTCCATTGCACTCCAGCCTGNGTAACAGAGTGAGACCCTGTCTCGCCA 

AAAAGAAAGAGGTTAAGGAGGAGAAGACTCTAGACCAAAAGAAGTAACTG 

ATATTATTGAAAATATTTGATAGCAATCGCAATTATTTGGATAACTATTT 

TCACATATGTAAGCAAACCAAATAGGGTCTCAAAAGTTTCAGACCAAATG 

ATTCATGTTCTCTACTTCAACCTTAAAAAAAAGTTAAAGAATTCTACAAT 

TACAAAAAGAACAGTTATTCTATAGTTACAAAAAGACTTGAAAACTTTCA 

CCTGAATGCATCTCTTTGTTACAAAACCATTAAAGGAGGTAGGGGGGAAC 

TTCATGATTCATCAATGCTGCCTGCTTTTTTAACCCAGGAAATCCTTTAC 

ACCCCTTCTTGCTCTGGCCAGCAAGAACCTGAGGTGTACCTGCCCGGCCG 

CCCGTCA 

>Sequence 1 134 

A Cl I ' lNii ' i4 - rrriU ' lU4 i l IG TTTAGGAGCXriXrrGGTTAC GT^ 

TATATTTACTTTCTCATCCTTTCTCTTTTC^ 

TCCrTATCTATTCTAGTGCCAACCCX:TCTCTTTAAAAAG 

NNAATATAGTTGGCTCNTTTTTATTTA>n4AAAAATTT^ 

ATTTGCTTTACirrATCATGTTACCGAOGGGCTTrATTTA^ 

ATTACANNAATATATTrGTTAACCTACCCTAGCAA ATATTTN TATGGGTA 

ATAACTTTCGCCTATTThn-AATATAAAATCCCrGGGTrTTT^ 

TGAAAATGGCTCCATTTTAAAGTAATAAGGGAGACAGGGGTGAAAATTGG 

ThrrCCAAGTTTTACCTACCTACAACCAAGGAAATAAAGGGAAGCrCTAGA 

TTCCTTGGTC Crrrirri CCAAAAAAGAAAAAATT TTTA^ 

TTATTTGGAGGTATAGGTTTGATTATAAGCCTATATTTTGGACATGGTCC 

CrrGGGCCCGGGACX:ACX:G<m'AGGGGCGAAATTCCACACACACT^ 

GGCGCGTTACTTAGTGGATTCCCXjAGCCrrCGGTACCXIAAGCCTGGGCGTA 

AATAATGGGCAAT*AGCTGGTrrCCTGGGGAGAAAATGGTTATCCCGC^ 

CCAATTCCACCACAACATACCAACCCGGAAGCCTTAAGATGTAAAGCCTC 

GGGGTGCCTCAAGGACGAGCCTAACCTCCCATTAATTGTGTTGCGCTTAC 

TTGCGCCGTTTCCCAATTGGAAAACCTTTCTGGCCAACTTG ATATA TGGA 

AATGCCCACGCGCGGGGGAAGAGCGGTTGTCGTTTGGGCGCTTITCCCCT 

CCTCCCTTCACTGACTCCCTTTCCCTGGCGTTTGGTGGTGGGAGGGGTAA 

AT 
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>Sequence 1135 

GGTACAGAGGAAATGGGACTTTGCAATTATATTTTTCTAAGTGGTCTGAA 

CTTGGTCTCACTACCCACATCANCCTGGAATGGGTTACCAGGCCTCAAAG 

GACTCCCCCACGGGCTAAACAGCTGATCCGCTCTCTGAAGCCAGACAGTC 

TTATCTGGGAGGTCCnTACAGATGCCACTGTTGAAGGCCCGGAAGCTGA 

AGAGAGTGAGCTCCATCCTCAAGTAGTCCTTTATGCTCCTTTGGAACAAG 

CTTTGCTGTTTTGGGCCGGCATTTGTGAATTGGGCCTGGAGTGTAAGGTC 

TTTANAAAGAAGGGATGGGTCCTTTAGGTAATGAAATAGGTGTTGATGGT 

GTTATGGGTGATGATGGAACTGAGTGCGGGTGTATAAAGTCTTCATCCTT 

CCCAACTGGGTGGTATCTAAAATCGGCTTGGGCTTCACATTTATAAGGGA 

GAAGGGTCGGGCCAGGTACCTAAAGGGAAAGGAGGGACCTTCTTCCTTAA 

GGGGGAGGTCCCTGGCCACTGGCAAAACGGGAGGGGGGACAACACCTGGT 

GAAATTACCACCCCCCCGACGCCAAGTTGTACCGCGGGTCCTCCTCGGGT 

ACTCTGGCCGGGGTGGTCGTTTTTAATAGGGCTAAATTCTTATCACATTG 

CTATGCCGGTCACTATAATGGAATCCGATAATTCGTTACGGAGACCTTGG 

CTCAACCATAGGACTAAGATTGTATTCCTGGTGTGCAAACAGTGATTCGC 

CTCTCAAATTCACAAAACATTTCGAGGCACGGAGCTTAATGAATAGGCN 

>Sequeiice 1136 

ACAGATGAAGATGTGTTAAATATCTCAGCAGAGGAGTGTATTAGATAAAT 

GGAATTATGATATATATGATATACAAACnTTTTCTATTTAAAAATATATT 

AATGG ATCAACTTTAAAATTGTTAGTTG CCAG TGATCl I 1 TU GGAAAAC 

AAAAATGGGGCATTTGTTGATTTATTTATTTTCCGTCTCTAATTAGTTAC 

CTCAGTTTGATTGAAGCCAGTGAAGTTGTGCTTTTCCTCTACTICTACT^ 

CCTCTCCCCGACCITTTTTCTGCCCAGTGTAGGTGTATTC 

>Sequence 1137 

ACAACCTTGGCTCACCGCAACCTCCGCCTCCCGGGTTGAAGCGATTCTCC 

TGTCTCAGCCTCCCCAGTAGCTGGGATTACAGGTGTGCACCACCACGTCC 

TGCTAATTTTTGTGTTTTTAGTAGAGATGGAGTTCACCATGTTGGCAAGA 

CTGGTCTTGAACTCCTGACCTCAAGTGATCCATCCGCCTTGGCCTCTCAA 

AGTGCTGGGATTACAGGCATGAGCCACCGCACCTGGCCCTGTCAG GGTT T 

TCTTAACATTAGCAACTGCATTTTGATTCTGACAACTGTCACAACATTTT 

GGGCCAGGTAACTTTTGGTGGCTTGTGCCCTGTAAGATTTTAGCAGCATC 

CCCGGCTTCTACCCACTAGATGTCAATAACATCCCTCAGTTTTGACCATC 

AGAAATCTCTCTAGATATTGTCAAATGTCTCCTGAGGAGCAAAGTTGTCC 

TCCGTCGGGAACCGCTGATCTAGAGTAAAGAGCTGGAAATGGAATCACCA 

GGTCATAGGGCCTGTGCGTTTTCAGTTTTTCCAGCTCTGCCCAAATGTTC 

TTCACATTTATCCTCATTTACACTTTCATCAGCATAATTTCAAGTCTAGT 

GATTCATGTGTTAAGCTGAGCTTCATTGCCTTCAATAAGTGATAATGCCT 

GAGCCAAGGACAATATGACTGGATTTTCACACCAAGGTGCGGGTTAAATC 

ACCCTATTTTTTGGACTTCGGAATCAAGGGATTGGGTTAATTAAGGGAGG 

TTGCCCTTACAT 

>Sequence 1 138 

GGTACAAAACAGAACAAGTCTCAGTTTTCAGTGCAACATTTCAAAAAATA 

TATATGCTGCAATCTAATAATTAAAAGGAATTTTACCTATTATGAAACAT 

ATTACATTTTTTAAGTTAGATAATCAGTTTCAAAAGGAGTATTCAGGT^ 

TTTAACTTTGTTTTTAAATGGCTGCATCAGAAAAAAATGTCTA1141'I"i 1 

TTATTAAAATATTTCATCACTTGTTAAAACATATITTTGATCTGAGTTTG 

GTAAAGTATTATTTTACCTGCTGTTCKXXTGCXXXKK^ 

>Sequence 1139 

GGTACTATCTCGAATGAAGTTAAAAACAAATTAGAGGGAAAAGGTCAGGT 

TAGCATGTTTTAGAACTATTGGTAACTATAATTCATGGGACATTATATAA 

TCAAAAGATTAATATTTTAAGCACTAAGTTATAAAGGGTTTACACCCATG 

AATAAAAAGATTACCATCACTTACTATGAACCACCATTCCATGAATCCAT 

GTAGCTGAACACTCCTAATGAAAAGTTTAATTATCCITCAACCfGTAGTT 

GAAGAACTCAGTTCATGTTCATTGACAGATTTCCATTACAGACCCACTAT 
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ATTGATGTTACTTTCTTTGACACTATATTTTATATAGATATATTAAAATT 

GAAAACrrAATGCTGTTTAGAAGGCTATTAATATAACTATTAATTTCTGA 

AAGCnTGAGTTTCTGAAAAGGCTTTTAAGATCAAAATTrCTGAAACA^ 

CCACACATTCTTCCrcACCCACATTrAATTATAAATCAATGTTATACTGA 

TAAAAGGTTCTATACACACATTTAGAGATATATGTGTGCGTGGGTGTGTC 

TGTGTGTGAATATATATATATAACTTATTCCCCCCAAGAAGGAGTCTCAC 

TTCCCGCGTCCTTGCCCGGGCGGCCGTTAAAGGGC 

>Sequencc 1 140 

GGTACCAGATTATGGACTCTGCTTCTGGTGTGGGTAGTAGGTGGAG GGTA 

GCCAGGAGGGCTTGGGGTGGGTCATCACCTCACATTTGAGATGGGGTTTT 

ATTTTGCAGATTCATGCATTGATCACAGGCCCATTTGACACTCCTTATGA 

AGGGGGTTTCTTCCTGTTCGTGTTTCGGTGTCCGCCCGACTATCCCATCC 

ACCCACCTCGGGTCAAACTGATGACAACGGGCAATAACACAGTGAGGTTT 

AACCCCAACTTCTACCGCAATGGGAAAGTCTGCTTGAGTATTCTAGGGTA 

AGAGGAGACTTTTAAGTAGCCAAGTCGGTTGTTAGCAGATAATTACTCTA 

GGTCAGCCTTTATCAACCGGAGTCCCTCATCTGAACTACAGAACACAGAA 

AATGATTGAGTGACTCTTCTCAAATCTCCTCAGGATGGTATGTGACTAGT 

ATCATTCTAGATGCAGAGGGGAAAAGTTAATTTATTACAGTGGTAACTCT 

rrOAGAAGTGGTTCTTTTTAAGAATGTGGCCCTGAACATCTGGGAA CTTG 

TTACCGAGCAGTTTCTGGGGCCCITATTTAGACCTACAAAGGAAACIT^ 

GGGTTGGGGCCCAAAATCTGGTATTTTGGGTGTTGATTCTTGTTTGATAT 

GAGACGGATCTTGCTCTGTCCCAGCTTGAGTGAGTGGCACTAACTTGGTT 

ACTGAAACCTTTGCTTCAGATTTAGCTATTTTCTGTTCAGTT^ 

TTAGAAACTTGGCT 

>Sequence 1 141 

ACTTTTTA i"! r i i 1 1 1 i TGACGGAGTGTGGCTCTCTTGCCCAGGATGGAG 

TGAAGTGGCACGATCTCGGCTACTGAACCTCCACCTCCTAGGTTCAAGCA 

ATTCTCCTGCCTAAGACTACTGAGTAGTGGGGATTACAGGTGCCTCCCAC 

CATGTCTGGCTAATTTTTGTGTTTATAGTAGAGACGGGGATCCACCATGT 

TGGCCAGGCTGGTCTTGAACTCCTGACCTAATATGATCCACCTGCCCTGA 

CCTACTACAGTGCTGGGATTACAGGCATAGCCACCGAGCCTGACACGGGC 

ATTTTTAGCATGGAAAACGTGAGGAATGAATG GCTGTT GGTGTTGCAACA 

AATCATACTGGCTACATGTTGTGAAACCTGAAGTTTTTGTTAGATTGTAT 

GAGAAATGATCTCTGGACGCAACACACCCTAAGGGCGAATTTCAGACACA 

CTGGCGGGCCGTTAACTATGGGATCCGATCTTAGTTACAAAACTAGGCTG 

AACACATGGTGCAAGGCATGTTACATGAGTGA AATTG GTAACCCGCTCAA 

CATTTCTAAACAACATACGAACCGGGAGGCTTATTTTGCTAGAGAGGGGG 

GTGGCACACCACCCGCGCCACCCCCCACTTACCCCCCCCCCCCCCCCCCC 

C l ' n Tl ' 1 GTriTGGACACCCCCCCTGTCACCAGCTTTTT G ACTTGT TCAA 

CGCGCCGGATGAGGCGTATGCAATTTGAGGCTTTATCGTTTTTTA 

GCACTCCCACCCGCCGTGTTAGGTGCGGT 

>Sequence 1142 

ACTATTATCAACTGTGATGATGATGATTGTGAATCTTATTTTCATATCTT 

GGGTTTTCTTACAGTGAAATA 

>Sequence 1 143 

ACCTACACACATATATGCATATATGGTATAATGTATCAATATTTACAGAO 

ACCATAGTAAACACAGCACAAAACCAGGCATTAAGAAGATGCTATGGGAA 

ATAGCTATTTAAAGTGGTACAATATCGGTAAAAGATTGGTTTAT ATGG TT 

nrGGGG ITrnCl l A 1 1 1 IC AATGATCTAXATITTTAATGTrANNCrrTT 

AAAATAGA riACGTGGAATGTCGATTCAACTTTAGTCAG AAAAAAACATA 

AGACTGATATGAAAATAGAAGGGTGCTCTCGGCTCGCGACACACGCTTAA 

GGGGCAGAAATTCCAGCTACACTTGGCGGGCGCGATACATAGTTGGAATC 

ACGAAGCTACGGGTACACAGAGCTTGGCGACGATAATCAATGGGACAATA 

GACTGGTTGACCTTGTGGTGAAAATTGGTTAATCTCGCTTCACGAATTGC 

CACAACANACAATACTGACGCTCGTGAAAGGCATAAAAGATGATAAAAGC 

TCTGGGGGTCGCGCTTAAGTGAAGATGAGCTGTAACCTCAACAATTAANT 
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GTGGGGTATGCTGCCTACACTGTGCGCCNGTCTTTTCACAGATGCNGAGG 

AAGAACCTGTGGCTGGTGCCCAAGACTGGACATATAAAATGAAAATCTCG 

GCTCACACATCCTCGCGGAGGAAGAAGGGCGTGTATTTAGGCGATAATAT 

GGNGACNGCTACNTATCGCGTCTTATCATTANGTCCAACTGGAACTACGC 

TTGTGACATCGAGGACGATTTCCGCCTTGGCGGCTGAAGCCGGNTAATCA 

TTCTTAACGATCAAGACGCCGGGTTAAATACTGGGTTATTCTCCACAGAG 

ATCATGGTGTGATATACCGCTAGATGAAAAAAACCATTGTTGAACACAGA 

GAGTGCCTGCCAACAATGGCTCATGAACCCGATGAAAANGGGGCGCGTGT 

TTCGTTGATGTTNTATTACAATGACGGTTCCAGTACTCCGCTGGAG 

^Sccjucncc 1 144 

ACTATAAGTAGTTGGTTTGTATGATATGGTTAAAAAGGCCAA AGATAA AA 

GG I I ICl I 1 J I 1 1 IC Cri n i riG TCTATGACAGTTGACTGTTTAATTTTT 

TCTTGGCACTGATTTGATGTATTGTGTGAAAACAATTGTTGTCCAACAAC 

TAAACAGGAATTTTATTTTGCTGAGTTGTTCTAAGCTAAAGATAAAAATC 

CAAAAATAATGGTCCCTCGGCCGTGACCACTCTAAGGG 

>Sequence 1 145 

GGTACTTGTGTTTGCTTAAACAAAGTGACTGTTTGGCTTATAAACACATT 
GAATGCGCTTTATTGCCCATGGGATATGTGGTGTATATCCTTCCAAAAAA 
TTAAAACGAAAATAAAGTAAAAAAAAAAAAAAAAAAAGT 
>Sequence 1146 

GGTACCAAGGTGAAATTTGAATGTGTGAACGCATTGTTCTGTGGAGTTCT 

TTTCAAAGAGATTTCAAAGCCACAAGTTAGATAAGCCCAAGA AGTAA GGC 

CAGAGTGAGATCGAAGTAGGCCTTTCITTTAAAAAATAATAGC TTTTAT T 

TTATGTCAGTATCTTCTTTACAAATCTAACCTTCCCTTTTCACGCl 1 11 1 

GAAAAGATAGCTAAAATTCAGTGTGTTCCTCTTATTATAAAGGATTGGGC 

TAATAGTTAAGCATTTCAAAACATTTCAGTTTCGTTAATCAGAAGCTGCA 

GTGGGTTTGTTTTATAGCCAGTTTGCITTTAAATTTGGCCATGTGGGCTA 

TAAGTTCAACGTATTTCTGTTCTCTTTATTGTTACTCTCTCCAGAATArr 

ACCCAAACTGTGAAGTTGTGTTTATGGGGATGGCAAACATTCATTCTATT 

CGGAGGAGTTTTCAGTCTCTGCGGTTGC 
>Sequence 1147 

ACATCTGTCAAAAATCATATGTATGTGAGATGTGTCAATACTAGACTTGT 

GTCATTTATGCTACTTAGAAAGAAGATAAAGAAATATTCCTGGTTTGGAC 

TCCAAAAAAAAGAAAACGTCAGCTCCCTCCTGCAACGAGTAGGAGCATGC 

AAACCCTTTATAATTGATAATCACAAACCCCTCAGACCCAAAGTAAAATA 

AAAAAAAAGATATGTAACATTAGGCATTGATGGAAAAGGACTAGATCCTA 

GTATAAGCATCCTAATAAAAGGAGAGGTTCAAAGACGCTCTCCAGAACCA 

GTAATTCAGACTTTATATGATAAACTAAATGTGCCAGTACC 

>Sequence 1 148 

CCCTTAGCGGCCGCCCGGGCAGGTACTATTGAACCAACAGGAT ATCn i'l 

TTATTATTTGCATGAGTTAATCCrACAAACAAAATTAAATACCTCTTTTA 

TAAAACATCTTTTCCAGTGTTCTAATTGATGGAGATGCGGATCACTCATC 

TATAAAAAATGACITACAGCTTCAGCTTAATCAGTTGCTATAATGTGAAA 

ACAGGAATGTGTA i ' l ' l ' l ri IC AACTAGGTAAAAGGTGCATAT AATTTG AA 

TTGTTAAATGTTTTATTAATGAACAAAGTAAACCITITAGTAATTm 

ATTACTGGTCTTAGGTGTTTGAAACAAGGTAAAAGTATACATTCCAGTTT 

TGCCCAAAAGTCACITAAAATATCnVVCAAATTATTTAATCTGTGTC 

AACACCATTATT<KnXX:AATnCTGGAAAGAGTCTATT^ 
AAAAGAGGAAAAACAGCAAAGTGGCTAACTTTGCAGTGGAAAGAAAAAGT 

GTCCITCATGGGTTACACTTTCATATTTTT^ 

CGTTATGGGGAACTTGGGTTTTATTCCTACTCATGCATGATGTtKj 

AACTTACTTCCTGACATrTCAGAGAACTTCTTACATTACC^ 

CTGAGGTGCAACTTGGACATATTACAATTTACTCATTATTTGCCATGGGG 

GCrAAGTTACTATACTGGTCrTGAAATAAAAGTCCCATTTGAAATACTAA 

GTTAGACTCATAGGAAGGGGGGGAAGGCCTTAATATAT 

>Sequence 1149 
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GGTACCATATTGTTCTTGTTACAGTTGTTACTGTCTCAGATATAATTTTG 

CAATGGCGGTTTCGCAACTAGCACTGTCCTGACCCTATGTATCATAACTA 

ATCTAGGTAAACAATTAAAATAGGTAAATGTAATGTGATAAATACTTGGG 

GACAAACrGGTCATAATTTAGAATCTCAAGCTATATTAAATAATAGATAT 

TTCATTATTTGGGTATTTTCCAATAAAAATGTATTGGAG GAAAA CCTTTC 

CCAAAAAAAAGTGTAACCITTTTAAAAAGGTGGAATAA l ri i lG TCTAA T 

TCAAAGCirATTTAAAGGTTATGTGTAAAACAAGGGTAAAGA ACCTTT AA 

ATAAGA A AGATGTAA ATAAAGTTACCAAAA AT AAAG TGAGGG in i iGGG 

TTTTTTTTTGGTAAGAAGGCTTAAAGAAAAATATTTT^ 

TCTTGTATATAAATTTAGACCTAGAATTAAATGGCTGTTTAAGTAAGAGG 

GATGTTCAGGACAAACCCCGAAAATCCAACATTGTAATGAATGGTCTGTG 

TTAGTCCAATCAACGGATTTTTGAAAACATGAAACATACATTATTAAAAG 

TTCCTGGCCGGGCGGCCCTTTAAGGGGGAATTCACACACTGGGGGCCGTA 

TTTGTGGAACGGGCCTGTTACAACTTGGCGGAATTAGGGCAAACAGTTTC 

GTGTGAAGAGTTATCGGTAAAATATCCACAGATGGACCCGCCCCCTATGC 

GCCCCT 

>Sequence 1 1 50 

ACTTTTTTTTTTTATTTTTGATT^ 

AGCTGGGCACAGTGGCTCATGCCTGAATCCCAGCACTTTGGGAGGCCAAC 

TCAGGAGGATTGCTTTAGGCGAGGAGTTGAAGACCAGCCTGGGCAACAAA 

AAACAAAAAAATTACCCGGGCATGGTGATGTGTGCCTGTAGTCCCAGCTA 

CTTGACAGGCTGAGATGGGAGGATCCCTTGAGCCCTGGAGTTCAAGGTTG 

CAGTGAGCCATGATCTCCCCATTGCACTCCAGCCTGGATGCCAGAGCAAG 

ACACAGTATCAAAGAAAAAGAAAAAACACAAAAGAGGTGGAAGGGCTCAA 

CAAGTGCTTTCCACATTCGCATTCCCTTAAAATCGGGA ATGCTC TAAAGC 

TAGAGGACTTTTAAAAAACAGAAAATACTACTTAAGTATTTTTCTTGTGC 

CCATGTGAAGTCTGGCAAAAGACAGAACTTTAAATAATTAAAGAGGGCTA 

ATCACGAAAGACCCCTAAGTTTGCAGGAAAAGATGAAAGGGGTCTTTCTA 

CCAATCCTTAAAACCTTGAGGACTGACTTTACAGAACACAATGGAAACAA 

CTAAGGGCTTACAACTCCTCTGAAAAAGTTTGAAA TAATAT TCAATTAAA 

AA l I Ti i ' l I ' l l A TTGAAGGCAAAAATTTAAATCGGGTTTTTAATGGAATA 

ACCCCAACACCCCTGGTATTG 

>Sequence 1151 

GGGA crrrrrrrrirrri ' iTni 1 A IG GG rnrnri iii u 1 1 1 1 1 i ga 

GACGGAATCTTGCTCTCTCACCCAGGCTGGAGTGCAATGGTGCGGTCTCA 
GCTGACTGCAACCrCCGCCTCO'GGGTTCGAGATTCTCCTGCCTCA GCCT 
CCCAAGTAGCTGGGACTACAGGCACCCACCACCACACCTGGCTAAl 1 M i 
TTGTATITTTAGTAAAGACGGGGTTTCACTATGTTGGCCAGGCTGGTCTC 
GAACTCCTGACCTCGTGATCCACCCACCTTGGCCTCCCAATCTTATTTGC 
TTTACAAGTCCTGCnTCAGGGTTACCTTCCCTGACCA CTGCTG CC TC 
CCCAGCATTTGCCAAGGACTGTCATTGCCITTAGTTATTTTT^ 
GG rrn 11111 GGCG 11 1 1 IGll l ll 1 1 1 I GAGACAGCGTCTTAATCTTT 

cgccaaggcctgagtgcattggcacaatcaaaagcttgttgcagcctttg 

aacttctgggcttaagccaattctcttaccctcacaactatggataccgg 

ctcattccaccacgcttgggctttraattaatttttgtgtaac^^ 

acctcaggcixntgaatacttggtttaaaaatccccgagggac^^ 

tccttttataccaatggaacacttaagtcatcittcgatggtaaagggaa 

aaaaaaaaaatt 

>Sequeiice 1152 

ACOlGCAAGACTTTCXnTTAATATTGATAAAGAATrGA 

CATTCanTTTATGATATACAATTAATTGTAAGTrATrrCCCCT^ 

CAACCATCCACATTTTIXrnCTGACCTTTTC^ 

TrrAATGACTGCATTTTGGAGGTGGTCCCAGGAGAACAGATGTTGCCTTA 

TAATGGTGTTTTTCCATTTTTATCTrroATTGGGCAAGC^ 

ATTATTTAGTCATTATATGGATTCCTCTAAAAATTGTTCAATAGAATATA 

TATTCATTTATTCACrrACrrATrGTTTATTTATTGCCTAGAGTATACCX: 
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AACACTGAGGATACAATAATGATC AAGACAG GTCTAATTTCTGTCCCATA 
GAGCCTTAATTTGAATTAGAAAGAATTTTTTTATTAAGCCGTGGAAAAAA 
AGAATCATAATATAAGTTCCTTTGCCCTGACCACGCTAAGG 
>Sequence 1 153 

GGTACTACATAGAAAGGGCTTGGAAGTCTGATTCAGGAAAGGAAATCAGG 

AAAGAACAAAGGAAATGAAGGAAGAATAAAAAGAAGAGAAGTCATTGAAA 

AAGTATGAAAAAATATGAAACAGATAACAAGAAAGTAGAGGAGATTCCAA 

AAAATACAACCCAGGTTTTCTGCCCTCATTCTATAGAG 

>Sequence 1154 

GGTACTGCAACTATCACTTGTCATTTGTCTAGGAAGGTAAAATACAGGAA 

GTTCCCAACTTAAAAATGGGCTTGACGTAGCAGTTCATTTGTAAGTCACT 

TGCTTGGAATTTAGAATGCTTCTTCCCTCTGCAGAGACAGCTTCCATATG 

GTGATTAGTATCCAGTCAGCCCACAGAAGTTATTCAGTCTGTTGCTATAG 

ATGAAATTATCCTTATTTTTACTTCCCCTTCGAATAGACCACCTACTGTT 

TCTTCTGAGTGTGGTCTTTTTCTTTTCTCCTATTCCCTCCTCAATCCTCT 

11 1 yyi X X I n n 1 1 li I IC TGGTTTTCTTCATTATTCTCTAATTTCTTC 

TTGTCTCATAATACTTCAGTTCTATTGTGGTA GCTAG ATTTAGGGACTAG 

TTTGAAATGCTACTTTGCTGATGGAAAACACATTTTGCAGCCCTTAACAA 

GAAGCAAAGGGTAGATAGGGTTTAGCTAATACTTAGTAAGGGGCTTACTA 

TGTGCCATGGTCCCTGCCCGGGCGGCCCGTTATTGGCCAATTTCAACAAC 

ACTGGCGGGCGGTTACTAATGGAATTCGAAGCTTG TTAACC AACCTTGGC 

GATAAAAATGGCAAAAACTGTATCCTTGGTGGAAATTTTTTATCCGTTAC 

AATTTCAAAACACATTACAACCCGAAACAATAAATGATAAGCCCCGGGTT 

CCCTATGAGGGGGCCAAACTACCATTAAT 

>Sequence 1 1 55 

GGTACCTGCAGGAACAATATTCCTGTAGCCATGGAAGAGGGCCAAGGCTC 

AGTCACTCCTTGGATGGCCTCCTAAATCTCCCCGTGCAACAGGTCCAGGA 

GAGGCCCATGGAGCAGTCTCTTCCATGGAGTAAGAAGGAAGGGAGCATGT 

ACTTGCGCTTACT7TGTAGCCTTCATCAGGGTTTGCTGAAGATGGCGGTA 

TATAGGCTGAGCAAGAGGTGGTGAGGTTGATCGGNGTTTATCGATTACAG 

AACAGGCTCCTCTAGAGGGATATGAAGCCCCGCGT 

>Sequence 1 156 

ACGCGGGCATTTTTGTATTGCTATTAAGAAATACCTGAGA CTGAG TAATT 

TACAAAGAGTAGAGATTTAAATGGTTCAAGGTTCTGCGGGCTTTACAGGA 

AGCATGGTGCCAGCATCTGCTCAGTTTCnX3GAGAGGCCTCAGGAAGCTCT 

TAATCATGGCAGAAGATGAAGGGGGAGCAAATTAATCACATGGTGAGAGC 

AGGAACAAGAGAGAGAAAGGAGATGTACATATACATTATGTAATTAAAAA 

GCGTGCATGTGTATGTATTAAAAATAATGGTATATAAACAAATACAATAT 

ATACAATAAAACACCTAAACGCAGAGGCTGCTGTTATCCACAATAGTAAT 

ACCAATAGTATTAATGATGTGTATGTAGACACAGACAAAAGCAGCGGACG 

TATTAATAGGCAGACACACAAAAGCAAAGCAAAAAGCACGCCAGTAATGG 

TGTGGATGCAGTATCAAGATTTGTCATATAGACATAAATCCAGTAGACAC 

TGGAATAGTTTTTGGTAriTrAACTTGAGACAA AAAA TG GTCAC GTTGGC 

ATTCACTATTATATGTAAGTGTAACAATTGCCCTTTTATGTTTTACATTA 

TGTCCTGTCXAATGGCATGTTAACCACACTGCGATATACAATTTACAATG 

CTTTTTAAAATTTTTTTCTTAAACATTT^ 

TTTAAAGGTACCTTGGCCG 

>Sequence 1157 

^^TACAGGCTCCTGanTTAAGAGCACTGTTTTGCTTT^^ 

CATGGACTTTrAAAGGGGGACTTGGCATGAATGCATTCAGAGGAGGGAGT 

GAGCAGTTGGGGGTCTGCGTGACTCGCITTCGTGCTTAATCTACTGGTGG 

TCGAGCTGGCTGCATCACAAGCAGAGCTAGGTTGTATAGTGGC CTTTG TC 

TCAAGACACTCTCCAGGTGGGAGAGCCTTCCATCAGGGACATACTTTAGG 

TTGCAAATTGACTGTTGTCTCITGAGGCAATCTCCTTGTGGGAGAGAGTT 

TCTGCCCrGGAGCTTCAAAGTAAGCACGTAGTTAGATAAGCTTCCAGTGT 

AGTGAGTGTCTGGTGAAGGGAAGGTAAAGGTTATGATTGCATTTCTGAAG 
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AGCTAGGTAGGAAATGGGAACTAAAAAAAAAAAAGAAAAAAAGTTCCTGC 

CCGGGCGGTCGCTTCAAAGGG 

>Sequence 1 158 

ACCGTAAAAAGAGCCGCGTTTGCTGGCCGTTTATCTAATAAGGTTCCGCA 

CCCACCTGAGCAAGCGTATACAAAGAATCGGACCCCACAGTGCCAAAGGG 

GGCGGATACTCCGCCCGTGGCTATAATGGAATCCACCGCGGTTCGCACCT 

GAAGATTTCCTACGNGGCCTCTCCCCTTGACCCG 

>Sequence 1 1 59 

ACACCAGCCTGGCGACAAGAGCGAAACTCCATCACACACACAAAAAATTA 
ATTAAAAATAAATAAACATTGGTCAAAAATCATAAAGCTGTATCAACTGT 
ATATAAATAATTCAATTAAAATATCATGCATAAAATCTGGGTG 
>Sequence 1 1 60 

GGTACTGGGATTACAGATATGAACTACCGTGCTCCCTGATACCCTAAATA 

TTTATCAAAATTTTTCACTGCTATTTTCCTCATGGATTAAAAGGGCTATT 

TATTATTTTTTATAACTACAGCTGACCCTTGAACAACATAGGGGTTAAAG 

GTGCAGATCCCCCGTGCAGTAAAAAAAAAAAAATCATAAAAAACTTTAGA 

TTCCCAGAAAACTTGACTATTAATAGCCTACTGTTGACCGGAAGCCTTAC 

AAACAGTTAATACACATTTTGTATGTTGCATGTATTATATAATGTACCTG 

CCCGGGCGGCCGCTCAAAGGG 

>Sequence 1 161 

GGTACTATAAAGCTTTTGTTCACACACACTCTGAAGAATCCTGTAAGCCC 
CTGAATTAAGCAGAAAGTCTTCATGGCTTTTCTGGCTTCGGCTGCTCAGG 
GTTCATCTGAAGATTCGAATGAAAAGAAATGCATG 
>Sequence 1162 

GGTACCAACCCTATTTTACAGATGGGAAAACTGAGGCTCAGAGAGGTTAA 

ATCACTTACACAAAGCCACACAATTTTGAGTGGCAAGCTGGAATGTGAAT 

CCAGGCAGTCTGACCCTGCAGCTTATGTGCTTAACGATACTGCCTCTCAT 

GTGGGCAAAGGATGGCCCAGGAGAAAGGCAGGCCCAGATTCCAAATCTGG 

CTTGACCGTCTAAGAGGCTGAGTCTTAACCTCTCTGAGCCTT TGCT GTTT 

CATCTGTAAAGTGGTCCTCCTGACAGCTGCCTCCTAGGGTTGTTTTGAGG 

ATAAAGTGAAGTAATGGAGGGCCCTTGGGATATGGTACCTGCCCGGGCGG 

CCGCTCAAAGGG 
>Sequence 1 163 

GGTACCnTTTTCACCCTCTGAAATTACTAAGCAGGCTGTGGGGTGGTGCT 

CTGAAACTAGGTAGAAGTCCTCACCCCCCAACAAACCTTTACCAGTGGTT 

TTAGCATGCAGAAGATTCIXKSCCTGAACCAGTTACTACTACA GAGGC TGC 

AAAATGATGATTTTTTCATTCATTCTTTTGTAAATACCC^ 

CAGGATGAATGT 

>Sequence 1 164 

NACTTT N ' lu - ri 1 1 1 1 1 1 m i 111 rm ^ ^ 

GTCACCTAGGCTGGAGTGCAGGCAACAGGCCAAGACCCTG 

>Sequence 1 165 

CCCTTAGCGGCCGCCCGGGCAGGTACAAACTTTCTTCAGTTCTAATTTCT 

AAGATGTTTCACTCnTTAAGTAGAAATGAAAGTCATCTGACTGAAAATTA 

TAGCAGTATCTAATTGTTTTTCATAACTAGCCAAATTCAGAAATGTCCTG 

GATATATTTCTGGACAATGTAGATGCTGATATCCTTG GATTT AGGTTATA 

CTGACTTTTATCTTrACCAAACCATATTAACATTTGCATTTTAT^ 

AATGAGAAATTTAGAGTAAGAGATCTGGATCATGCAGGCAGGCAAGCATC 

AACCAACAATACTTTTATGTACC 
>Sequence 11 66 

GGTACGCGGGCAGTGGTTTTGCTCTATACCACTGAAAAGCACTATAACAT 

AATTGTTGTCCATGATACTGAAGCTTTCCXrCrcACTTGTAGGTTGATTAC 

ATTCAGAGCTCTATCAATAAGAGGAATACATATTACAGTGAATTCGACAA 

CCGCACAAGTTGGCAGTAGGTATCCCCAACCTAATTTA TCTTGGT AAATT 

CACCCTGTTTCCTAGTGCTGCTGGATAAAAGAGTGTTTACrrTTT^ 

TCTTAGACAGAGTAGTCTAGATAAGTTTTCAATTTATCAACATAGCCTAG 
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ACTTCTGTA AGTGG AATG ATC ATTAGTAACTCATC r 1 " 111 GTTG ATATAA 

TTGGAAACAGAAACGAGGCTTATTGCTATTGCAGA AATCCC AAACTGGCA 

AAGGCCAAGTTATATGGTATTCCATAATATAACCAGCTTTTGAAACTTAT 

GTGCTTGGATTAGTGCCirCTGGTTACCAGTATTGACTCTGTTACTT^ 

CCTTTCGGTCTTAACAGAAAATTGGAATATGTAATCCTCTTAAAATTGGT 

CGAACCTAGTGAATGGAAGTAAATCCAGGAATTCTACAGATAATTGGTCC 

TTGCCGGGCGGGCGTrTAAAAGGGCGTATTCCAGAACATTGCGGACGTTA 

CTAATGGATTCCACCCCGGGACCCAGGCTGGCGTAATATTGGGTGTACTC 

CCTCCCCCCCCCCTATTGTTTTGGAATGAAATTCCCCCACCCCCCCCCCC 

CCGAGGAG 
>Sequence 1 167 

GGTACTTTTCTGTCTTCTAATTTTTA AAATTATTA ATGTCT TCTA ri 1 1 1 

CTAAGGCTGATTTTTTCTAATGTCTGATTTTTCC i l l l I f ICACATCTTG 

ACATAAGTAGAGTTCATTTATTTTCATTTATTCT TGTATA ATAAAATTAC 

TTAAGGTTAGGAATAATTAAGTTTTGCTCCCATGTTTTTATGTGTAACAA 

TCTCAATGTTGTATGTCATCTACTTCAAAATTTCAAGCTTCCCCTTTAAA 

ATACTGTrrAAAAAACTTTATGAAACCAGTArrrCTCTCAACCTTrGTGT 

AATACCTGGTTTTACTTTAATGTGGTCAAATAATTTAACCTGTACTGCAT 

CGGCAGTGCCTTCGGACTGTCTATTTGACCTGCAGTCCAACCTATGGCCT 

TTCTCCTTTTGTCTCTAGTTCATTCTCTAACCACCAACCATGAATTTCAG 

GGAACTCTTTTCTCATTCTCTTTGTTTTGTGGCCACTTTCACAATGTAGA 

AGGAAAAAACCAAATGACCCCACTGTGATGTGAATGGCACCCAAATCAGA 

TAAGTTTCCCTGTAGGTTAACCTGCAGCCCTGCGTTGCCACTTGGATTAA 

CTCTGAATTATTTATTCCAAAAGTGCCAAAAATTTGAAATCTTGCTAGTG 

AAAAACTTGCTCTACTTTTTTGAAATGATCAAAAACCCCTAATATTTC 

ACTTTATACTTCTGTAAAAATAGATTTTCCATTCACAAACTGTCAGAAAC 

TTAAAAATACCTGTCCGG 

>Sequcnce 1168 

ACGCAGGGATATACAAAGGTGAAAAGAAACCTGAAATATTTGTTGATGGC 

TGGAATATTTATTTTTTTGATCAAATAGAGAACTGCCTACCTATTGGTCA 

GAATGTGGAAAAAATACAGAATCTGTTGGGCAGTTATGGTTGGGCCTTCT 

TCGTTTCTACACAGAGGAATTTGATTTTAAAGAACATGTTATTAGCATCA 

GGAGAAAAAGTCTGCTTACAACTTTTAAGAAACAGTGGACCTCAGAATAC 

ATTGTTATTGAAGATCCCTTTGATTTGAATCATA ATCT CGGAGCTGGATT 

ATCAAGGAAAATGACAAATTTTATAATGAAGGCTTTTATCAATGGTAGAA 

GAGTATTTGGTATTCCTGTCAAGGGAATTCCAAAGGACTACCCCTAAAAA 

TGGAATACTTTTTTGATCCACAAGTGTTAACTGAAGGAGAGCTTGCCCCC 

AATGATAGATGTTGTCCAAATrrGGGGAAAAATCGGACACTTCATGAAAG 

ACTTGTCTATGAAGAGAAAAAGTAGAACGCGGGGAAAACAAGAAGACGCC 

CTTGAACAAAGAATACCTGGGACAAGGGAAAAAGAAGCCAGGAGGCCAAG 

AAATTCCCAACAGGTCCTTTGGCCGGGACACGCTTAGGGCGAATCCACCC 

AAT 

>Sequence 1169 

GGTACACCTGGTTrCACAGAAAACAAAGCAACTCITAAACACCAGCrGGC 

AAAATGATAGGG CIUtlCCrrro AATACTC ACCAC AGGTGTGAAAGACAG 

AATGACTAATCCATCTOATTAAACATAGACCITTTAGAAATCAATAACCT 

TATITACACAGATGACAACTGCTACTGTrCCAAGGCTCCTAATCATO 

CAGTTCTCAGGGCCTCAAGTCITriTCCATTOC^ 

>Scquence 1 170 ' ' " 

GGTACCGCAGCTAGGAATAATGGAATAGGACCGCGGTTCTATITTGTr^ 

TTTTCGGAACTGAGGCCATGATTAAGAGGACGGCCGGGGGTGGCTATTGT 

GGGAAGTCATAACCCACAGATAGATCAACCTAAGAATCCTGGCCCTTCTC 

CACTCTCCACCATGCAGGACAAACATCTTCTCAAGCAGTCAACGTAGAAT 

GCTTGGGAAATAGTCATAATTACCCACATATAGTAATTAATAGATGGTAA 

TTAATTGATCCrrTGATGTGATGTTCTTTTGCATATTTCXrrTCATTCT 

GATGTTCCCTGGCCGGGAGCGTTGGCITTCGCCTGTAATCCCAACACTTT 
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GGGAGGCCAGGACAGATCGCTTGAGGTCAGGAGTTCGAGACCAGCCCAGC 

CAACATGGCGAAACCATGTCTCTACTAAAAATACAAAAA7TATGGTGACG 

CCTGCCTGTAATCCCAGCTACTCGGGAGGCTGAAGCAGGAGGATCGCTTG 

AACCCATGAAGTGGAGACTGCAGTGAGCCGATATCGCACCACAACGCTTC 

AGCCTGGTCGACAGAGTGAGACTTCATTTCAAGAAAAAAATAAAATTAAG 

TTGTTCTCTTAAGAAAAAAAAAAAAAAGTCCTTGGCCGGCGGCCGTTCAA 

AAG 

>Sequcnce 1 171 

ACAGGAGGAATGTTTGGTTGGGAGAATCACAGCTTTACAAGGGTGTTTAT 

ATTTGATTTGTGTTTATATTTGAGGCAGGTATTGTAATATAAAGGAATCC 

ATTACCATGTCCTATAAATGACCTCTAGCCATTTTATGATTATGTTCTCT 

GTAAAACTCTTCAAGACTTCAATGAGAAGTTTGTTTATAAGAATTATCTT 

CTCATACCTTTCCTTGTGAAGAGCGTATTCTGTTTTTCTATCAGTTCGAC 

ATGAAGTCCACATCACATGCTGTTCTTTTCTAGTTACATGATGTGCCTT 

>Sequence 1 1 72 

GGTACCAACCCTATTTTACAGATGGGAAAACTGAGGCTCAGAGAGGTTAA 

ATCACTTACACAAAGCCACACAATTTTGAGTGGCAGAGCTGGAATGTGAA 

TCCAGGCAGTCTGACCCTGCAGCTTATGTGCTTAACGATACTGCCTCTCA 

TGTCGGCAAAGGATGGCCCACGAGAAAGGCAGGCCCAGATTCCAAATCTG 

GCTTGACCGTCTAAGAGGCTGAGACTTAACCTCrCTGAGCCTTAGCTGT^ 

TCATCTAGAAAGAGGACCTCCTGACAGCTGCCTACTATGGTTGTTATGAG 

GATAT 
>Sequence 1173 

ACGAAGACAGCATCCTTCAATCCCGCCAGCTCATGTGCATCTGAGGGTGG 

GGCTCTGTCTTCATGCTAGAAACCAAACTGCTCTCACAGCTTCCTGCTAA 

ATCACCACGGCTAACGGATAAGCAGAGACGGACTACCCGCGTACC 

>Sequencc 1174 

GGTACAGATTGCATAATAATTTTTAGATAAATGTCAGGAACAGAATCACA 

TTCTTAAAAGGCGAATTTCTATAAACGTGTGTATATGTTGAACAGATGAG 

CAGCTCTGCAAAGATGTGTATAACTGCATTTGAAAAAGACAGTGAAAATT 

TTGGGTTACTGTAGATGTCCCACAGTCTGGCTTGGAATTTAGTTCTGTGA 

CTAAAGGAGGCTTACAGTTGCTCCAATTTTGGTTCTGTGGGGTACCTGCC 

CGGGCAGCCGCTCAAGGG 
>Sequencc 11 7S 

GGTACATGGTCACAACAGATGAGCAACTGATATCACTCACACATGCTATT 

AAGAACTGTCCTGTGATAAATAACAGACAAGAAATTCAGGCATCAGAAAG 

CGGAGCCACAGGTAGAAGAGTTATGGACAGTCCAGAGCGTCCAGTTGTAA 

ATGCCAATGTCTCAGTGCCATTGATGTTCAGAGAGGAAGTGGCTGAATTC 

CCACAGGAAGAGTTGCCCGTTAAACTGTCTCAGGTGCCAGACCCTCCAGA 

TAACATGAATCTGGCCAAGAATTTTCCAGCACATATTTTTGAGCCAGCTG 

TGTTGTTAACACCACC 
>Sequence 1176 

ACCGCGGCCGTTAAACATGTGTCACTGGGCAGGCGGTGCCTCTAATACTG 

GTOATGCTAGAGGTGATGTTTTTGGTAAACAGGCGGGGTAAGATTTGCX:^ 

AGTrcCCCGCGTACCAATGACTGGTTCCATGATCCCCTAAGAGAACACAA 

CITAGGAATGTGGATTCTAATGATAGCTTTATACTGCTrAGGC^ 

CrrCTGAGCCTTATGTGCCTTCAGTGGTGCAAGCAAATTTCCT^ 

TTAGAGAGGTTGATTAACGAGTACC 

>Sequcnce 1177 

GGTACACTGAAGAATTAAGCTGTAATGAGGCAACACGCCrGCAACTTATT 

CTTTAATAGTTCAGAAATATTAACAATTGGGTAATTTGGGTGAAAGGTAT 

AAGGAGCTATAAATGTTATTTCTGCAACTTTTATGTAAATTTCAAGTTAT 

TTAAAATGAAAAGTTAAAAAGTTTAAAACATAACAGAATAGAACATAACC 

TATTAAATAAATCTGAGTCCAGGCATGACACAGTGGTTCATGCCTGTAAT 

TCCAGGGAGGGACTGGGAGGCCGAAGTGGGCAAATCACTTGAGGTCAGGA 

G 
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>Sequence 1178 

ACTAAATTGTTTTAGAAGCAAACTACAGGA CTTAA AAAAAGGTGA i 1 1 1 1 
TTTTrrGGCTGCAAGTAGGCACTTATTGTAATTTTTATTCATGCTA 
CTCATGATTTTCCCTTTATTCTCCTTTGATCXrrACTTAAATAAAT^ 
GAGTATTGAATAATATAGAACCAAGATAAGAACCCTAAGAGACTTTAGAT 

GTTTATTTGrrCATTAGCACTCTGAGTACC 
>Sequence 1 179 

GGTACTTTN rri 1 1 1 11111 1 1 i ll I I i JH I rcm ITl ITmrii TT 

I ' l l rri rrrriTi rri rn ri rrn i 1 1 1 1 a ttaaaaaaaaactgcctcc 

TTTAATGGCAGGAATACAATTCCTTGGTTAAGAGACCCCCGGAAAAAGGC 
AGGTGACTTTTTTGGAAAACAAATTTGGGA GTTTA AAAAGG GTGTAAA AT 
ATTCTTGCGGCG ATTTTTTGTAAAAATACAGTTTTATGTTTTC I I I i H I 
GCGACACCCAATCTTTAAACTCTTG AAACAGG TTTTTCCCCri i rri 1 1 1 
ACAAACCCTGGTTAAAAAACCAATTTTTTTTT 
>Sequence 1 1 80 

GGTAc rn 1 rrn 1 1 1 n nrm i n m 1 1 i crn 1 1 1 1 r r n tttt t 
rrrri rrn 1 rrn ill i rri rrn 1 1 ii ii i t c ccccagg ggattttat 

TCCCTTTrAAAAAAAGGTTriTAACAGAGGG'l"in'i TTTAAAAATTTGG AC 
GGGGGGGGAACTGGACAGGATAAGGGGGAAGAATTITnTT^^ 
CCAAAAAATGGTTTTGGGGGCCTGAAATTTAAAAAAAAATnTCAACCGG 
GATTTTGGCACGGGGGGGGGGGAAAAAAAAGGTTAAAAAAAAAAACCCTT 

AAAGGGACCGGCTTAAAAAGGGG 
>Sequence 1 181 

ACTTAGGCTTTCATAAAAATACAGCAGGGCAAGAGGACCAAGATGGAGGC 

AGTGATCAGGGAATCTCAATGAGGGTGAGACTGCGACAAAGACTTGAAAA 

AGGTGGAGAAGCAAGCCTTGTGGGTATTTAGGGTAGCAGTAGTCCAGGCA 

AGGGGAACAACTAGTGCAAAGGCTCTAGGAGGCAATGTGTTTGAAGTGTT 

TTAAGAACAGTAAGGAGGCTAGTATGGTTAGAACAGAATGAGCAAAGGGG 

CAAAGTGGTAGAAGGTGGGATCAAAGAGGTAATGAGGCCATTGTGGAGGC 

CCATATGGACTATTGGN 
>Sequence 11 82 

GGTTCTAATGAAAGCCAGATAAAGGGATGGACGATCACAAGGTGAAGTCC 

CACAGTAGGCTATCTGCAAGCTGAGGAGCAGGAACCGCCAGTCAAACTCA 

AAAGGATAAAAGGGNGGGAAGCCGACAGGGCAGCCTTCAGTCTGTGGCTG 

AAGGCCCTAGAGCCCCTGGCGAACCACTGGTGTAAATCCAAGAGTCCAAA 

AGCTGAAGAACTTGGAGTCCAATGTTTGAGGGCAGGAAGCACCCAGCACG 

GGAGAAAGATGGCCGGAAGACTCAGCCAGTCTAGCATTTCCACATTCCCC 

CGCGTACCTGCCCGGGCGGC 

>Sequence 1183 

A Cri ' riCrrrriG TGTATTACTTTTCACTTAGCATAATGTCCTCCAGC^ 

CATCCATAGCAGCnCATCCATAACTTCTGGGTGTAGCCATGGCAAGGGT 

AAACTGATATGGCACACTGGTGGGCATGTCTTCTGGAGAGGTGCTTCCAA 

CTCTTCCCTGTTTTAGCTAGTCCrcAATTTGTCTGATGTCTO 

TGCCAGAGTTGAGTCTTGCCTGCTGAGTCATGTCCAGACrcCTACCTCAG 

AAGTATGAAGCATAACTGGTGTTACAAACACCATCTTCAGAACAGTGATT 

AACCTTACGCT 
>Sequence 1184 

ACGCGGGGGAAG<nCATTCTATACCCGAAGAGCAGT CTCAG AAAGCAAGA 

TTACnTTGTGTTTTTTAAAAAATGATTCTTTAATGTATT^^ 

TTCTGATTGGAAGTAGTGGATrCCTAAATGAT TCCA AAGTCATCTGTAAT 

TCnTCTG rrrri GTTTTGTTCTGTCi'rrrcriCA TTTTGGCTTTG^ 

GGGGAGGGGCAGGTGACACANAGGArrn'1'n rri 11 mil 1 AA I m i 

GGAA TCrn TCCAATAACCAGCTAAAGATTTGCACTGAAATACAACTTGT 

ATGCCTTTTGCATT 
>Sequence 1 185 

ACTCCTGTATTTGTTCnTATGAAATGACTATCTGCCTTCTCGTATCTAGT 
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AAGATTGGCTGGCTCAACi i IC i rCTGTCA AATTA TATGGTTATTTTTTA 

TATTACCACATCAGCATTATATTAAAAGTGTTTTTAATA GTTGA ATGTAT 

TTTGCCAACTACTAGTATAGACTCAAATTTGCTATTTA ATTTT TAAAATA 

CAATTTATTTTGTAAATCCTTTAAAAAATATTTGGTTAGTTT^ 

AAATGATTTATGTTAGCCATGTGTTGAAGATGAAATTGGCATCAGTGTAG 

ACGGTGCTGATTG 

>Sequence 1 1 86 

ACATATCCCTATCTACTATGTAAAGACAAAAAGGCAAATGAAATGATGTA 

ATACAATGAACTCCTCAGAAAATAAGCTCTGTAAAATCTCAGACTGCCTG 

riTATCATATGCTAGAGTAAACTTACATTCCTTTCTTGTTAGAGAAAAAT 

GATGGTAAAATCCATGCATTAATCAAAACTAAAAACATGAAAAGGCAAGC 

CAACTACAAGAGAAATACAGTTGGCCCTTGAACAACACAGATTTGAACTA 

CATGAGTCCGTGTACC 

>Sequence 1187 

ACTCTCAAATAACCTGTGAGTTGGGAAATTCCTCTCCTCTTGAGGTCCCA 

AGATGGCGTGGGGTTCCTGGGCCTGTCGGAAAGTGGCATTCTTTACTAAC 

CACAGGTCAGGAACCCTGCACAGGAACTGTGTAGACAAGGTATGAGGCCA 

GTTTTCCCAAGGAACTTTTATTGGCTCCATAAGTCAAGTTTGAGTCCTTA 

AAGGAAAGCACACCV^TTCCCATCAAAGTCCTGGTAAAACAACTAGTTTCT 

CTAATTGTCTCCTGTTGCAAAAGAAAACAGATTCITATTGCACTTGTGCA 

AATG 

>Sequence 11 88 

ACATATCTrACTTGATTATTTTATTTTCTATCCCACCAATC CACAC CTTC 

ACTGGAAAGTAAGTTCCATAGAGGCGGAGACTTTTGTCTATTTTGTTCAA 

TOAACATCCCAAGCACCTAGAACAGTTTCTGACACATAAGAAGTATTCAA 

TTATGTGCTGGCTGAATGTATGAATTAATAAGTTGAGATTCGATCACTAG 

TTGAAGTATAAATATATATTTTTGCAAGAATAAATGCTACAGTAACTGAT 

TATGACAGCTAATTCTGTGTACC 

>Sequence 1189 

GGTACAATGGCATAGTTGAGTAGTCACCACAGGACCTAGCTGAAATCCTA 

AAATATTTATTATCCCTTTATAGGAAAAGTTTGTTAATTCCTACAATAGA 

CAACGAACTATCAGAATCTATCATACACAGCAATGGTGAACACCTATTCC 

AGTTGGGGTGTGTGTGTGTTTGTGTGTGTGTGTATGTGGTGGGTTATAGT 

GTNNANTGTOTTThm'ACTGTGACCATGThWAAAAAATTAAAAACi^ 

ATTAATGACTGTTTAAGTGCITAAAACCATGCCTGGAACATAGCAAGGTC 

TGAATAAATGTTAGCT 

>Sequence 1)90 

GGTACACCTGGTTTCACAGAAAACAAAGCAACTCTTAAACACCAGCTGGC 

AAAATGATAGGGCTTTTCCTTTGAATTAGTCACCACAGGTGNGAAAGACA 

GAATGACTAATCCATCTGATTAAAGATAGACCTTGGAGAAATCAATGACC 

TTATTTACACAGATGACGACTGGTACTGGTCCAAGGCTACTAACGATGGA 

TACGTGAGCAAGGCCTGAAGACTTATGACAGAGGGAGGAGGAGGGATGCC 

TAGCCGGGCGTNCGGTGGGAAGGGCAAGAGGTAAGAGACCCGCGAGTGCG 

GGGGAGATGGG 

>Sequeiice 1191 

GGTACTTCTACC AlCri I IG TCTACTTTCGTGACTTAAACTGCCATCTGT 

GATACATGAGGACTTACCTAAAATGTCrGAGAACTGACTTACGCTTGATT 

ACCAATGTTTTGGAGTTTATAAAGCTCAATTCTAACAGAACATGATC 

TATAAAAATAATCTTAAAAAATAAAATATGATGGTATAGTAATAAA GTAA 

AAATAAATATGGT 

>Sequence 1192 

ACAAAACAAATCTGAAATATCTTATTAAACAAGAAAGTAAAAATGTTATC 

AAAAACTACTGTCGTCTCATCAAAAAGATTCAGAAGCCAATTTAAAGAGT 

CTCACACTGGACACAAAAATAATTTGAGCTTCAAAATAAACTGCAAGGGA 

TTAAAACACATAAATTGTGTTAAAATCCACAAGTTCATAATGATACTAAA 

AAAAAAAAATCTTGTTGGTTTCCTCTAGAGGCTACTAGAAAATCAGCTCA 
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TTATTTCTGATATTGGTTTAAATAGAAGAAAGAAAACCAAGCATC 
>Sequence 1193 

Ac rn 1 1 1 1 1 ill i 11 II u ri iiii ii i 1 1 1 1 c attcaagaa ag ataat 

TTTACACTTATTCTTTGAAAGAGAAATTCTATGGAATTTTCTTCTTCT 

TTTAATTCCAAAATACATTCrcrCAACCCTATGCCCTCATACTAGTAACT 

TGATGGTTAGCGGGTAAGTAGGTAGTAGTAAAAGAACAGAAGGGGAAATT 

GGGGGAGCAGAAAAGGGAGAAAAAGAAGAAAAGGGAACCTTCTAGTTTCC 

TAATAAAAAAGCTAGAGAATTCCATTCCTGAAAATTAAAGATATT 

>Sequence 1 194 

GGTACATATACATTATGTAATTAAAAAGCGTGCATGTGTATGTATTAAAA 

ATAATGGTATATAAACAAATACAATATGTACAATAAAACACCTAAACGCA 

GAGGCTGCTGTTATCCACAATAGTAATACCAATAGAATAAATGATGAGTA 

TGTATACACAGACAAAAGCACAGGACGTATTAATAGGCGGACCCACAAAA 

GCACAGCATAAGCCAACTAGTGTAGCGCACCGGTAGTGTTGGTGGTGCGG 

GATCTAAGATGTGAACGATGAAAATAAAGACAGCGCATCCCGGACGACCA 

CC 

>Sequence 1195 

GGTACATAGTGTCGCGAACTCAAATCGGCATTTAGATAGATCCAGGTGGT 
TTAAACGGCACGTTTTTTGCTTATAAAAAAAGTGCAAAAAAGATG TGGTT 
TACAAGTTAAAGCTACCAAAACCC i ri i riGCTGGAATTGC ACCAG TTTT 
AAAGCCTTTTGGACAGAACCAATTTTTGGTTTAAA ACTTTG i ri riCTTT 
AAAAGCTTACAGGGGTTTGGCTTAATCTTCCTTCCCTTTTTCAAAAAACG 
GGGGCCCGAGGGTTGGCCCCTTGGGGGAAGGGTAAAGGGTA 

>Sequence 1 196 

GGTACTAAAGGGAAGTTGCTAGGAAATAGAGCATGTAATCTTATTGTTAA 

TTATGGAAACCATGGCAACACAGTAAATATTATGTCTCTTAATTTGTCTT 

TCAGTGA 1 mil G GCATGAGTGTTATGGAAGAGTA AACA AAATT AAACA 

CAGTGAACTCTGAGTCATTTGCTACCCGAG TTAG TCATTTTCTTTTGAAG 

GTTGTCCANACAAACACril4'lUlU"l"I'rilATTTTCTCCCCCTGTTGTGT 

CGGGGCGGCAGAAAAAAAAAAAATAAAATGAAAGATAGGGATTTATAGTT 

GTATTT 

>Sequence 1 197 

ACAGGAAGTGTCNCGGAGGAATATATAGAAAACTGCT AGGCTT AATTCTC 

AGAGGGAAGATTGGGTGTTTGGAGTGGGAAGCAAACATTTTTTACTGTAT 
ACACTTGTACC 

>Sequence 1 1 98 

GGTACATGGCCCGCTCCCCCGTCCATTCCAGTTTCCTGCCCTCTACTGGC 
CATGACGGTCATCACAGTGCCCTCCTCATTCCTAACTTTTAAATACACTT 
GAGACCGCCTGATTAATCTTGCACTANGAAA AACA GAACAATACAAACAA 
GTAACAAAAACAAGACACTCACATACAATGhnTTTAATGCTTGAAAAGT 

>Sequence 1 199 

GGTACCACATTCCTGCTCAGAAACTGCrcACTTCCTTAAArrGTCl rrri 

TCCCCCAGCGTGAAATGTATCCATTTATAACTGCCTATTGCCTGTTCTAT 

TAGCATCCAAAAATGTGGAAGGCCTCCCAACCACCATNTCTGCTGTGTNC 

TTAGGATGTGCAGNAAAAAATATAGACC TAACA GGTTATGTTATAGAATG 

GCTTTATTTACTTTGGTGACTGTTTATGAGTTTTAAATAAAAGACT 

ATTTTCTCGAAAAAAAAAAAAAAGAAGAAGAAAGTACCTGCTCGGGCCGG 

CXXiCTCGAAAG 

>Sequence 1200 . 
GGTACTTACAAAAAAGCAAGAGAGAACAGTGGTTAAGGACGCTGAtriCT 

GAGCCAGATTGTTTGGGTTCAAATCCITGCTCTGTCnxn^ 

TTITAGGCAAATAACCTAACCTCGCTGTGCCTCAGTTTCATCAT^ 

AATGGAATTTATAATAGAACCTACATCATGAGTTGGTGTGAAGATTAAAT 

ATATTTATATCCCGGCTGGGTGCGGTGGCTCAACX:CTGTAATCCCAGCAC 

TCTAGAAGGCCAAGACAGACAGATCACCTGAGGTCAGGAGTTCAAGACCA 

GG 
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>Sequence 1201 

ACGGAAGAGTAAGTGGGGAGGGATGGGAATGGTTCCTTGAGACAATCTTT 

TACTACAGTAGATGCTTCATGGATGGGAGAGTAGGGACTGGTGACTTATT 

TATAGCCrrCTCTTTTAAAAAAGGACCCATTTCTCTCTTGAATGGTGTGG 

TGAAAATTAAGAAAAAAAAAAAAAGAAAAAAAGAAAAAAAAAGTACC 

>Sequence 1202 

GGTG cnrm 111 rn rn i li 1 1 1 rr T c cnTriTn ri 1 1 1 1 1 1 1 1 1 

ri 11 1 1 1 1 11 1 1 n 1 1 1 1 111 11 11 11 1 1 I 1 l AATTCAAAAAACA I mi 
TAAA CinU ' rrrri GCCAAAAACTTTTClTrG GAAA TGCAAAAAA TAAA AA 
GGTTCCTTTTTCTGCCCTTAAGGAGCTAAAATTTTAAAAAAAACTTTTAA 
AAAATAAAAAAATACAATCCCTGCCCGGGCGGCCCTTAAAAAGGGCA 

>Sequence 1203 

ACTAGTCCATTCTCACACTGCTATGAAGAAATACCTGAGACTGAGTAATT 

TATAAGGGGAAGAGGTGTAATTGACTCACAGTTCTGCAGGGCTGGGGAGC 

CCTCAGGAAACTTATAATCATGGCAGAAGGTGAAGCAAGCATGTCCTTCG 

CATGGCAATGGCAGGGAGAAGTACC 

>Sequence 1204 

GGTACTTTTTTCCTACAAATGAGTAATTGAAGAATTTTGTTTAGCCAGAC 

CATTTAATTCTCATCAATTGCATAATATTTCTAGTTAAATCCGAAC TTCA 

TTCTATATTAAGTAACATTTTATTCAGATCCATATCTAAATAGCAATTTT 

GTGAGATTTACTAAGAATTTTTCCTGGTATGTATGGTTTTGGTGTArrGG 

AATGTACCTGCCCGGGCGGCCGCTCAAGGG 
>Sequence 1205 

GGTACCAGAAGCTAATCCCCACCGGGGTTGGTTTAAATAGGGACTAACTA 

CTrrGGAGGACATGGAAGATACCTCAAGTTTAAATGCTTATAAACCAAGG 

CTCAGCAATATTCTAGTTAATACTCTAGAGGAATGCTTGCACAGTGCCCA 

AGAAGGTATTAAAAGAATGTTTATTCAGGTGTTATTTGTCATAGTGAAAT 

ACTGGAAGCACTGTAACGGTCCATTACAGAAGAACGGATAAAAACTATTG 

TGACTAATTTATATAACAGTATAGCATACGGCAGAGAAAT 

>Sequence 1206 

CCCTTAGCGGCCGCCCGGGCAGGTACAAACAATTTTTTTTAACTAGCAGG 

GCATGGTGGTTTGTGCCTTTAGCCCTAGCTACTTGGGAGTCTGAGGCAGG 

AGCACTGCTTGAGCCCAGGAGTTTGAGAATACAGTAAACTGTATCACACC 

ACTACACTCCAGCCTGGGTGAGAGAACAAAACCCTGTCTGAGAAAAAAAA 

AATTAAACTGAGATGCATTTCCCCCCTTTTACACTAAGAAACAGACCCTT 

CTTTGTTTCTCACTGGCCGCCAAAGGGAATGCTGTATGAGCATTTCAGGT 

GCAGATGCAGCTGCGATATCAGAAGACCCCG 
>Sequcnce 1207 

ACCTTGATCrCTAGCAACGAGGGAAAATAAGAAAGATCAAGATTATTGTG 

TCTAAAGAAAACTGGGAATATATATACTTGACCCGCrTCACnTGCTTACA 

TTGTCTGTCTGATTCrTCCAGGCATTAATTAGAATTTGCAACTCCTAGCT 

GGGCACAGTGGCrCATGCCTGTAATTCCAGCACTTTGGGAGGCCGAGGCT 

GGTAGATTACTTGAGGTCAGGAGTTCAAGACAAGCCTGGCCAACATGGCA 

AAACCGCATCTCTACTAAAGGTACC 
>Seqiienoe 1208 

GGTACCCATATTGCTAATGCTAGGATCAAGATACCACATAGCCAGAACAA 

GAAGTTGAAGGTAAACATAGAATATTTTATACAGGCACTCACACCTGCCA 

TnXXKSAAAAGGATTAGGAATOCAGATWXGTGAAT^ 

CAGGCTTOTCCTGCAATATGCTCTGOAGCAACTTt^ 

GTATCCACGGACATTTAAATATCGCAAAGGCTATCTCCAGC^^ 

TCCTTTGCTTGTCATCCCCGCGT 
>Sequence 1209 

acgcgggggaggtctccattcagtaggtggcccgggatgaaggcx:gtgtt 
ggggctaaaccacactctggaattctgtcagcaaattcctcgctgtgtga 
acttgagcaagccattcacctttcttaagccattttcttgatatttcaca 
gagcctcaccaagtattcaacgagaacatgtaagtgaaatgcttcacaaa 
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ATGCCTGGTAAATAATAGATGCTTAGAAAATGGTAGAGAGAGAAAAGAGC 
AGTCTCTGCCCTTTAATGTACC 

>Sequence 1210 

GGTACATTGTGAGAACTCTGGAATTATTATTTTTATTTGATTATTACTAT 

ATTTTATCTGACTAGAAGCCATTTATTACCAAACCAATTTATTTCTTAGA 

GTTGAAAACCGTCTGTGAGAAG(nTCTCTGGCCTGGATGGAGATCCAGCG 

Crri ri i rrri l ri GAGGCAGAGTCTTGTTCTGTCGCCAGGCAGGAGTGC 

AGTGGCACGATCTCTGGTTACTGCAACCTCCACCTCCTGGGTTCAAGCAA 

TTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGTC 

>Sequence 1211 

GGTACTCCTGCCAAGAGGGCGACAAGTTCAAGCTGAGTAAGGGGGAAATG 

AAGGAACTTCCGCACAAGGGGCTGCCCAGCTTTGTGGGGCATTCCAGAGA 

ACCATGTGCTGTGAGGGCCTTCCGAGTCCATCTGTTTAATCCTGTCATTG 

GAGACTTGAGAAACCAGAGCCCAGAAGGGAAAAGTGATTGTCCCAAGATC 

ACACAGCACTGGAGAAAGTGGATGAGGAGGGGCTGAAGAAGCTGATGGGC 

AGCCTGGATGAGAACAGTGACCAGCAGGTGGACTTCC 

>Sequence 1212 

ACATACAGTTTACATTGTGGTAACAAAGTAGGACATGCTATGA AGGCC CT 
TTGAATTCGCTTGACAAGAATGACAGAGATCTACTAGACCCAA 1 1 1 1 lAA 
ATAATATTGCTGGTTTTTGCTCAACATGAATTAAAATATGGTGGCTAATG 
TGCAGATTTTACATTTGGAGAACTTTAATTTTCAGTATTAATTAGAATTT 
GTTTAATATTACAAATGCATTTAATGACACTTAAAATTGTACC 

>Sequence 1213 

GGTACCAATAAGCATACCTAGAGTTGAGATTTTGGTTTCTAAATGCCATT 

CTCCAATTAAAAAGGAATCAAAGCACCTCAGATAAATGTTTAATTCCAGG 

GCTGGGGCAGGGAAAGTGAAAGAGAATCACAGAACATCCTGTAATGACAG 

AAAAAAGTCACAATAAATGGTGGGATTATGTCAAAAGGACATGGGATTCA 

ACTTGAAAGATCTTCCAATAGCCAAATCTGAGAAAAGTTAAGCAACAAAA 

AAAATAACAAAATCTTATAATCTATAGAAAAAATATGAATGTATA 

>Sequence 1214 

cccTTAGCGGCcGCCCGGGCAGGTAcrrrrrrn 11 i i 1 1 1 ri'iri 1 1 1 1 

TAGAAATTGGCGGCAGTTTATTAGTCACAACTGCTCACAGGGAGGGAGGT 

CACCACATGCCATGCGGGGTCACAGGAGAGTTGCATTTGGGAATAGAGTG 

AACCAGTAGGGGCTGTGGAAGGCAGGCTTTGCAGTAACAAGAGGAAGAGG 

CGATTCCTGGCTCCTCCAGATGTGACAGGCITGTTTGAATAATTITCCAG 

GCTGGAGGGAAGTGAGCCACGTTGAGACCCAAGGAGGGTACCTCGGCCGC 

GACCACGCTAG 

>Sequence 1215 

ACAATTAATTGTGTTCTTGTGACCTGATGATTTTTTGAAAATTTGCTTT^ 

CTCITTAAGAAATTTAAGTTTTCAAGGGCCGTATTAGTTATCTi^^ 
TTGGGCTAATGTTGACTTATAAATAAATAAAAATTTAG AAATATA TTCAT 

GATGACAATTTTGTTACITACACTGCCTATTCTTTArriUlirrri^ 
CAAAGGTGAAATTTTGACCTTTGTATTAACAAAGCCTCAAGAAAAGAGAA 

ATTCTGCCTTTTAAACATTGGTTTTCCTTGCATT 

>Sequeiice 1216 

GGTACATGGAGGAAGTGGAGGTAAATCGAAACCGAGCTGGATTAC TTCCG 

GTCTGAACTCAGATCACGTAGGACTTTGATCGTTGAACAAACGAGCCTTT 

AATAGGCGGCT<K:ACCATCACXK3ATGTCCrGATCCGACATCCTGGCCTGT 

AACCCTATTGGGGATCTGGACICTAGAATAGGATTGCGCrG^^ 

GGGTTACrroTGCCGACGGGCAAGTrATTGGATCAGATTGXErniTAGT^ 

TTGCGCTCTGACTGGTGGAGTCTTACCATGT 

>Sequence 1217 

GGTACCACTGTGCIXrTAGCXriTGGTGACAGAGCGAGACrroTCTTAAAA 

AAAAAAAAAATAAAAAAGAATITATTAAAAATTTAAAAAAAATGAAAAAA 

AGCTGCATGCTTGGTTTTTGTTTTTAGTTATTCTACATTGTTTC 

TACCAAATATTGGGGAAAATACAACTTACAGACCAATCTCAGGAGTTAAA 
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TGTTACTACGAAGGCAAATGAACTATGTGTAATGA ACCTG GTAGGCATTA 
TTTATTGAATTATCATCATTCCATATGTCCAGCACATTTTTAATAGGAAA 

GT 

>S«quence 1218 

GGACAATGTTAAATATCTGACTTTTCTATGATTTGGCTTTT^ 

TAACTATTTAAATATCTGCGTGATCn C I i i AATTrGGGCTA CTTCT AGA 

ACAAAACAGAGGTATTTACAACAAACCACTTGCCACAGGGCCTTTGAACC 

GTTTACCTAAGTCAAGTGTAATGAAAAACATAACCAAATGCACCATGGGG 

TTTATTGTTAGATAATAAAAGGCTTAAAAAGCCCCTAGACCCTAAAAATG 

CCTGGGATGGATGATTGATGCTCATATGCTACTTGAGCATGTA 

>Sequencc 1219 

GGTACC Ill It i ' l ri i III m i I CGTCAAAGTCACTAT TTGGG CCCTAA 

CATAATCCTGCTCAGAGCGACGGAAAAAAGGCAAGCCTTTTCAAACATAA 

CTCTCTCTACAAGCCAGCTATTATGGCAAGGGAAAAAAGAAAGCATCTAG 

ATAAATATCTATCAAAATTAACTTTAAGAGAAATACTCTCTTTCCTTAAA 

AGCCCTTATTTTTTAAGACACTAGAAAATAAGTTAC TATA AAAAGTGGTG 

GTCTGGGGGCTAAAAACAAAACAAAAAAAATCCTCTTTTCTACATTTTTT 

AGTTTTC 
>Sequence 1220 

GGTACAGAATTATCAACTGATTTGGTCAGTTGCTTCCAATGCTGGTTGAT 

TTCCCTCATTGTGTAAACATTGACAGGTATGTGACAAATGGGAAAAAAAA 

TCCAAATAATAAAGTGACATATT GGTGTTCATA AAAAAAAAAAAAAAAAG 

AAAAAAGAAGTCCnii 111 1 1 INi 1 I i 1 i II 1 TGTTAC TTAATA AAAAA 

ACTGAGTTTTATTTCACATGTATTTTGTTGGNTCCCCACCTT^ 

TTGACCACCGCTACTACTTAGTCCTATCATAACATTCCATACATACTTAA 

AACC 

>Sequence 1221 

GGTACCTGAGCCAGGCCAATCAAAGTGTTTCTCAGGAATTAGGAATTTCA 

CACATAAAACCTGGAGAGATAGCACATGCTCTTTCrrrCTTCTTGGACTG 

TGAGCTGTACCTGCCCGGGCGGCCGCTAAGGG 

>Sequence 1222 

Ac rrnTn rnn 1 1 1 ii ri rn i 1 1 t ta n i rin i ii 1 1 1 1 1 1 1 ii i 

TTTTTAACAAACCCTGTTCTTGGGTGGGTGTGGGTATAATACTAAGTTGA 
GATGATATCArrTACGGGGGAAGGCCCTTTGTGAAGTAGGCCTTATTTCT 
CTTGTCCTTTCGTACTGGGCTGGAATACCTAAAACTA CGTGTAAA ATGTA 
AGTAGTG ACC AATAGAAAATAAGGTTACCTTAACTTCC 111111 CCTGGG 
GGTTCTAGGACAAAAGTATAGGCATTGCCAAGGTCAAAGAATCAA 

>Sequence 1223 

ACACTGAACAATTTGTTAAGATAGATCTCACCTTGTGTT CTTA CTGAAAA 

AAAAAAAGAAAGAAAATAGAACAGAAAAGCAATTGGAT TTrAA TTCTGGA 

AACTCCTTTCTCTTCCTTACATCCAGGAAATTTGCTOT^ 

GCAAATTTAAACCTATTTAAGGGAGAGAGAGCTCTTGTAAAAATTCATTT 

ATTAGTTCroGACCAATGTTATTTATAAGCTA TTATTTCAAATG ATA^ 

AATAAATGCATAATACATnrGATGATAGAACAriTriCll 1 1 1 A 

>Sequence 1224 

GGTACTTCTCAAGACCTCACITTTATCTCTGAAATGT^^ 
AAGTAAATGAATGAGGGGTGA GGTTCT ACCATAATGCXKXn TGAAGT AAT 

ATTTGTGGATAGCTAAAAGCAATTTmKJTTTATAGGTT^ 

TTATTTTGGTATTGATCATTCGTTGTTGGTGTATTCAAATAGTCATAAAA 

TAAGATCTGTATGAATTGTATTATCTTCTGTATCnTAAGTATTAG 

ATATTGTATTATGGATATATGATGCAGATTCAGATTCATATATAGACAGT 

ACCTGCCCGGGCGGCCGCTCTGAAGGGTCGATTTTCAAAAAACTGTCTGC 

CGTTTCTACTTGGATCCGAGACTCGAACTAAATCCTGGCGTTGTCATGGA 

CATAGCITTTTTCCCGTGTGAAAGTGTTAATCCGATGACAATTCCACACT 

AACATTCTAACCCGTAAGCATATTTTTTAACAGCCrTGTTATACXrGAGG 

TTGTGCACCACACTCACATAAATTTCTTTAGAGCTTGGGGCCCGGGTGTC 
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CAAGGGTTAAATATATAACTCTTTCCGTCnTTAATGGAACATTGCTACG 

TTTCGCGTAGAAGG 1 1 1 1 f lA TCTGTGTTAACGCGTTTATTTCTTATTAC 

AAGGGCGGTGATACGGGGTATTCCCACAATATATGATTGTTTCCACCCTG 

TATAGTAACTCTCTTTAAATTGGTTTCTGCTGATGTrrCCTAAAA ATCT 

AAGGAGACGCCCTGTTGTGAGTTATTITATTATGTATCCATCCCCCTTTT 

CTGTGTCAAATAAAAGCCGTTCATAT 

>Sequence 1225 

GGTACATCATTTGATGTATGTTTTTGi ri rr] l AACATAAAAG GATT ATA 

TCCTTTTCCGCCAGCTGTTTTCACTCAATACATTGTGAAAATATTTTCAC 

ATATGTTGCATGGGTTTCTATAACATTTGAAATGACTGCCAAATATTTCA 

CTGTATGATCATCATTTAATATTATTATCAATTTTGTATATTTAAGTTAG 

AACTTTTCCATTACCATAAACATCATTATGAATGAGCTTTCTTGAACTGT 

ATTTTAATATACTTCCTTAGGATAAATGCTTAAAGTAATAA 

>Sequence 1226 

ACATATACACTATGTAATTAAAAAGCGTGCATGTGTATGTATTAAAAATA 

ATGGTATATAAACAAATACAATATATACAATAAAACACCTAAACGCAGAG 

GCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTCTATGT 

AGACACAAACAAAAGCAGCGGACGTATTAATATGCAAACACACAAAAGCA 

CACAAAAGCAAAGCAAAAAGCACGCCAGTAATGTTGTGGATGCAGTTTCA 

AGATTTGACTTATAGAGATAAATCCAGTAGACACroAAATAGATTTTGG 

>Sequence 1227 

ACCCGATATGTATGTTGAATTAAGAGGATTTTTAAAAATGACCCTTAAGT 

CTTTGACATAACAGCCCCTGTCACTTCTTGTCACAGTTTGTATGTGTTGT 

TAATGGAATGTCTATTTCTTTAAAGAGCAGAGAACTACAGTTACAGGGGA 

TACAGTGTGAGGGGTGACACATTGCTGGATTCTGAGCTCAGGCAAATCTG 

TCTGTGTCTATATTAATAGAGGTCTATCTTTTCTTAATACTGAATGCAAT 

GGACCATTCCAACCTAAGTTATCCTTGATATGCTGGGATTACAATAA 

>Sequence 1228 

GGTAC rn 1 1 1 1 1 1 1 11 1 1 1 Ti l l Ti l l " i i " ri l AGAGACAGAGTCTCCCT 

GTGTTGCCCAGGCTGGTCTCAAACTCCTACGCTTGAGCAATCTTCCCCCT 

TGGCCTCCCAAAGTGCTGGGATTACAAGCATGAGTCACCATGCCCA GCC A 

ATAATGATTTCTTGATTGAAGGAATGAATGAATTAAAAGGTTCATCTTTG 

GACACAAAGGCAGACAAAAGTTTGACAAAAGGCATTTTTGAAACTAGGAC 

CTTTATTATAATATTAGTCTAAACAGGGGGACCCATGAATAAGCATGG 

>Sequence 1229 

CACAGAAAAAAAATCTACACCAGGTAACACTGGAGGATGCAGGGCTACAT 

TTGCCACTGAAGAAACATTGTTCrCTTGCATCTGAATT CCAG TGCTTTCC 

AAATAGATGCGTAGATGATGAAAAATGGAGCAGCTTCnTTTATTTCTTCT 

TCTTTCCTCCTTGAATTCTAGTACTTTGTGAACTGTTGAGGTGTCCCTTC 

CTAAGTCACAATTCACACTGATGCATACACTATAGTGAAACACTGGCTTT 

AAGAAAACTGATrAACAGAAAACCGGCAATTGTTATTTATnTAAAT 

>Sequence 1230 

ccctttgagcggccgccx:gggcaggtacaggttctaaaacgaaagtattt 

gggtagtccacttagtgatattatgtggatgtgtagacaataatattagt 

tcctagattaaaagctatatgtatagaagaacaaagattagctgcaaaaa 

ggagattgtttgaaagcgaaaacagtgggtatggcaatactgaagtggaa 

acttcacagatggtacaggtggaagggcgccatgagactgaaacaccatg 

tagtcagtatagaggtggaagtggaggggggtatagtgagttacaaa 

>Sequence 1231 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCITTTAAAT 

GGGCAACTTCTAAATATTGATACAACCATTAATAATAATGCTGATAGGGT 

CAAAAGACAATTGTTGAAGCACTGAATTCAGTAACCTGGGTCATGGTCCA 

AlU'riGCTCACTACTTCATATCITTTATGTAGATTATTCCTATAAACATG 

TTCCCTAAATTCCACATCAGTTTGTAAAGTCAATGGATTAAATTATTCAA 

ATGTAGCTATTTAACGGTCAGTAACAATGCCTAGAAACCTATTTATTCAT 

CTGTAATATTAAAAAGCTGAATTTGATGATCXrGAAAAATCCTTTCCAGA 
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TTTACAACTTTTATTCTAACAGTAAAAGAAATACAGAAAAAGTGTCAACA 

AACTTGGATGGGAAGCTAATAATTGTAAGTCACACCGAGAGATTAAGCTA 

ACAAATTTCAATAACAGCAGTCATATGGGGAAATCCCCAGAACTATTTAG 

AAACCAATCTTTTGAATGCTAAGAACTACNAGTAGAGCCCA TTTACTTAG 

AA l rrrrUC ATAGAAAAATTAGGGCCTTCAAA GGTTA TGCCci i ici 1 1 

ArrGGAATGGATAAAAGATGCrrGGAAACTAAATTTTGGTTTGGCGAAAA 

AATCTGAAAAAAACTGCCCTGATAAGGATAATGGGAAAAAATGGCAATCC 

TTTAAAGGCTTAGAACCAAACTGGGCTTTGGACCTAAAGTTT 

>Sequence 1232 

CTTACGTGGTCGCGGCCCGAGTTCATTTAAAAGGGGGATGTTATACTTTA 

AAAAGGTTTAAGAAATAAATTTAAAAAGCCTTGG GAAT GGTTTACGGGAA 

GGGTCCGCTTACTGGGCTTTTGGCCAGGGACTTAATTTTAAAACTAAAA 

>Sequence 1233 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCTTTTAAAT 

GGGCAACTTCTAAATATTGATGCAACCATTAATAATAATGCTTATAGGGT 

AAAAGAAAATTTTTGAAGCACTGAATTCAGTAACCCTGGGTCATGGGCCA 

ATTTTGCTCACTACTTCATATGTTTTATGTAGATTATTCCTATAAACATG 

TTCCCTAAATTCCACATTCATTTGTAAAGACAATGGATTAAATTATTCAA 

ATGTGGCTATTTAACGGCCAGTAACAATGCCTAGAAACCTATT 

>Sequence 1234 

GGTACAGTTTTTGCGGATTGCTGAGAGTGCCCCATGAGGGGGGAGAAAAA 

TAAATTTCTATTTTTATTTNGGATCTAGGCTAATTCTATTCTTCACTTGC 

CCAATTAGTATTTCCCATTGGCACCGGGTTAATCCAC AATAA ATGGTCTT 

TTATTATGGTTCCTGCAATCAATTGAAACCCTTTGGGGTTTTGTTCCCCC 

AAACATTTTATTTGTTAAATCCATAAAAACCATTTT CTGG TTAAAAAAAT 

AAAGTCITTTTCCTTTGGTAATAAAAAGCACAATCCITT^ 

ATGGAGANTTCAATAAACCTTTTCTTCCCAGGGAGACAAAAAGAAAGTAC 

CCCTATGTAAAGGATGGGGATATTTTGGCCTTTTGGGTCCGAAAAAAGGG 

TTTACCCCTTGCCCCTGGGGGCCGGGCCACTGCTTTCCGGAAAAAG TGTG 

CCGAAAATTTTTCCCCAAGCCAACCAACITTGTGGCCGGGTCCCGGTTTT 

AACTTTAAG 
>Sequence 1235 

CCCTTCGGCCGCCCGGGCAGGTACTCTGTAAGTCTGGAAGAACAGGTCAC 

ATTTATTCAGACTTCTCCCCCACAATTTTTAATCAAGCACCTCCCAGTAA 

CAAGTTATTTAATTAGATCGATTTTAAGTTGACAACAGATGTATCAGATG 

AGGAAAAAATTGAGCATGTGTGGTGTGATTATATA ATAGAA TTGGTTTCT 

ATAAACCATTTATAGTATTCAACTTTTATAGTATTACTTTTTCAGATGTA 

TGGATATATAGACTATTATTTACTAACTGAGGCTCTGCGAAGTGTAGTGT 

ATT 

>Sequence 1236 

GGTACTCGGATCTATGATAGAGTAOAATAAAACCTCTTTCGTCTACAAGC 

ACAACTTATTCAAAATTGTGTGGCAACTCACACT AGCGA TCATACCTGCT 

TATATrCTCCTAGTTAGTCCCTGGGGGATrATACCTTTTAATTCTTTCA 

>Sequence 1237 

GGTACTTCTGACTAAACTGGAATTATGAGTGAGGAAGAGAGATTACTAAA 

TAAATGACTGGGGCAAGCAAAATnjATGAGGAAATTACAAACTGTTTGAC 

AAACTTTTAAGAGCTACriTGAAATA ACAGA AGTTCTTGATTAAATATTG 

CACAATAATtKKXjTAGAAAAGTATGGTTTTAAACTGGGACCCTTAT^ 

GCACTTTTTAAAAAATTAATrTCrcAGTATACTa:ATTAAAATA«:ATTC 

TTTGTTAAAAAAAAATTTCATAGATATTACCAAGAATATGGAAATTAAAT 

AAAAAAATTGTATACTTCCCCITTCTCAATTATTAGATATTTATATGAAT 

TATTATTTAATTATATACTAATATATITTTATCTCrTGTCCCCCAGAGGG 

CTGGGTCCGTTTTTTTAAAAATGGTGGCAAG 

>Sequence 123S 

ACAAAGCTAGAAGCAGCCTGGTCCAGATGGCTATACAAACCCGAAACTGT 
CTACACCCAGACTTTATTCTTCTACAACCAAATTCCTCAAACACACAATC 
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TGAACAGTAGCAGTGAAAGGGAGTTTAAGGTGGGGGTGAAGGAGAAAGGA 

GTAATATGGTTTTTTAGTAATATAGTAATTTACATTTTCAAAAATCTTCA 

GTGTTTCACTATCTTAAATGAATATTTATTCTGGTGGGCCTCCCATTTCT 

CTTCTCCTGTTAAAAAAATGACTGTTATTAACTCCAATCTCATGTGGATT 

TGGGTTTACTCACCCTCAGATTGGGTAGAACATCTGTCTTCAAAGAAAAA 

CGAGTGACATTCTTTGCAAATTCCCCTAAAGACCCCGTAGGACAAGTATA 

TGAAACATTTAATAAAATCACTTCAGGCCCAACTGCTACTTTGCACTGGG 

AATTAATTGTCATACTATTATGGCCCAAGTTGGGCTGACACTTGATTTCT 

CTCTGGAAATGGGACTAAAATTAACCTAAACCAGGAA AAACAAAG GACAT 

rrGTTTTACCTACAACCAGATGGCCTTAACTATTCAAAA 1 1 1 1 1 1 1 iCCA 
CTAAAAAATTGCCACAAAACCACTTATTTCTTTAAACAAAAACnTCCTT 

TTAAAGTCTTAAACTATTTTTTAAArrCCTTTAAGGGCAGATGGTTGTT^ 

TAGAAAAAAAATTAGAATTGCACT 

>Sequence 1239 

CCCTTTGGCCGCCCGGGCAGGTACGCGGGGCGGTATGTGGGGCCAGAGCA 
TCCGGAGGAACACAACCTCTGTGGTCCTGTAGGAGCCACTATGAGGAGGG 
CCCTGGGAAGAATTTGCCATTTTCAGTGGAAAACCAGTGGTCGTTACTAG 

CTAAGATGTGTTTGTACC 
>Sequence 1240 

GGTACGCGGGCTACCAAACCTGCATTAAAAATTTCGGTTGGGGCGACCTC 
GGAGCAGAACCCAACCTCCGAGCAGTACCATGCTATATTGGTCACTGTAG 
CTCTGTAACATAGTTTGAAGTTGGGTAATGTGATTCCTCTA GCTTTGTT A 

GCrCTGTTGTTTTCACTTAGTATTACTTTAACTATTAGGGCTC 1 1 11 1 iG 
GTTCCATATAAArrGTAAAATAAATTTTTCCAGTTCTGTGAAGAATCTCA 

TCGGTAGTTTGATAGGAATAACATTGAATCTGT 

>Sequence 1241 

CCCTTTGAGCGGCCGCCCGGGCAGGTGGATCACTTGAGGAGTTACAGACC 

AGACTGGTCAACATGGCGAAGCCCCATCTCTACTAAAAATACAAAAATTA 

GCTGGGCGTGGTGGGCGTGTGCCCCCTAATAATCCCAAGTTACTTTGGGA 

AAACTTGAGGCCAGGAAAAATTCGGCTTGAAACCCCGCGTAGGGTGGGAG 

GTTTGCAAGTTGAGTTCAAAGAATTGGCACCAAGTGGCACCTCTCAAGCC 

TGGGGCCAAAGAAGTGAAGACCTTCCAATCTTCCATATAAATATAATATA 

AAATAATAAAAATAAGAGGTAACCTTCGGGCCCGGCGTACCCACCGCCTT 

AAAGAGGGCCGAAATTTCTCAGGCAACAACCrTGGCCGGGGCC CGTTT AA 

CTTAGGTTGGGAATTCCCXiAAGACCTTCGGGTTAACCCAAAAGCCr^^ 

GCGGTTAAATTCAATTGGG 
>Sequence 1242 

CCCTTTGAGCGGCCGCCCGGGCAGGTGGATCACTTGAGGAGTTACAGACC 

AGACTGGTCAACATGGCGAAGCCCCATCTGTACTAAAAATACAAAAATTA 

GCTGGGCGTGGTGGCGTGTGCCCGTAGTAGTCCCAGCTACTTGGGAGACT 

GAAGCAGGAGAATCGCTTGAACCCGCGAGGTGGAGGTTGCAGTGAGTCAA 

GATTGCACCAGTGCACTCCAGCCTGGGCAAGAGTGAGACTCCATCTCAAA 

AAAAAAAAAAAAAAAAAAAGGT 
>Scquence 1243 

GGTACAGAATTCAGTTTCTGGGGAAAGTGAAGCATGAAGGGAATCATAGG 
AAAAATTTGATTTTTGTGTATGGTGTAAGAAAAGAGTCCGATTTCAATCT 
TTTTGCACATGGArrATCCAGClUll'liCCAACACCCATGTTATroGAAA 
GAGAACTTAC Xri 1 i l l fC CXriTrrTGTGGGATTCXnTTGGTCATACCCTT 
GTTTGGAAAGGTGCCCITITCCTTTrrGCC^ 

TCACAATAACAAAGGTTGACCCCTTGAGTTTCA^JG^CCAATCCI^^ 
TTGAATTCCAAAAACCTGTTCTCAGTTCGTTCTTAAAATTrCC^ 
GTGGAACCGTTITGGGTTCAACCTTGACITGCCTTGAAAA CrrCCC^ 
GGAAAAGCCTGGTTTTGGTGGCCITGGTGGCCCCAGACCCCTITTCCC^ 

TCCCTTTnTGTTCCC 
>Sequence 1244 

GGTACAAATAAAGTCTTCCAAGGGTTCAGAATAGAAAATGATCTCTTCCA 
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GCrrGGGGACATTTGGGAAATTGGGATTCCTTTGGGGAAATGTACGTAAT 

CAGTATATTCTGGGAAAACATAGTAGAGAATGAATAAATAAATTGCATCG 

AATTGGGAATATGTTGTCCATTCTCCCTGTAACTAATGCTATCAAGATAA 

AGTAGAAATACCACATTTCAGAAACAGCTGGAGTAGACAGGTCTTCATAG 

GCTAGCTTGGAAACCTAATAGCTATTAATA ATGAA ATTGTAATTATACTC 

TGGATTCTAAACAATGAACACACAGTGATXrrTTTTGACTTGCTGCTTGT^ 

TATAAGTTGGGGATGGTCTGAATTCATTGTTGA 

>Sequence 1245 

GGTACAGATGTGACCTTTCTTATAGTCAGTCAATGCTGGGAAGTAACAGG 

CAGATGTGACTTCACITGAGCAATTGGAGAAAGCA AAAAA GTTTGCCTTA 

GTCGTACCTTAGGTTTTAGATGGACAGTACTrrGCATTTTTGCTTCCC^^ 

AATTCTAGGTAGTTGTTTCTTTGGTTGAAGAGGATGGTAACCGG TACA TC 

CTTTCTGGGTGACCTAGGGCAAACTTAGAATGTATAGGTAATTCCTTTGT 

AGGATAGCCTGGATTGGTTCAAGGGAGATGGGATCACCAGGGGTTCCACA 

GGTGAAAACTTCCAACTTTTTAAATTATACTTGGATGTTCTTGGTGGGAT 

GGTTTGAAAAGGTGCCAATTTTGGAGATCTTTTTCAAATTGAACCATTGT 

TAAGAGGGGGGGACAAAAATGTrTCTTCTTTGGCCTTCCCAACCCATTCA 

ATG 

>Sequence 1246 

GGTAC I rri 1 rrrri IM ' ri ' l ' ll ' l i i GTCTAATTACTACCTTTTATTCTAA 

TGTGAACCATGGGCCCTGAAAGACTGATAACAAGCTTTGGCATGAAGCAG 

AGGGGGAACTTAGGGGTTCGGCAGAAAAAGGATTTAATGGGGTGGGAAAA 

ACATTTGGGCTTCTTTCCTTTGGGGGAGATGAATGCCTGGAGGAAAATGG 

GGAAGTAGAAGTTGGTCTTCAAACCCTGCCAAGGTAAAAATTAGGCCTAA 

GAAAAAAGGCTCAAAGGGGCCAAATAGGCTTGGGATAGGGGGTAGAAGGG 

ACCAGGTTCTAGCATTGGTTTCAGACCCCTGGGGGTTTCTTGGGATTGTA 

ATGGGGTTTATTTCCCCCTTTATTCCCCTTGGTGGCGCATTTCCCCAAT^ 

TTTCGGTATCAATTGAACCCCCTTAAGTATCTTATGGGGAGACC 

>Scquence 1247 

cccTTGGccGCccGGGCAGGTACi'nTirii rrnii'i'i nrrn 1 nil 

TTrAGTGAAAAAACTGTAATTCTTTATTTGAAACAATGCATTTCAAAAGA 

AATAAAAACCACTCAGACTTCTTAGAACATTATAAAGTCAAAAAAACGTT 

GTCAAAAATTTTGGCAATTAGTAGAATAAGTATAAAAGGGGTTAATCAGA 

TACCAGCCAGAATTAAGGGGTATAACCTCCAGTTCTTCAGACAGAAAAAG 

AGGGACATAAATTTTTTCATTTTTTAAAAAACTTCT T^ 

CTTAAATTTTTGGACACCTATTCAAAGATAAAATAATTTTT TAT^ ^ 

CAATGGTGGAATrATTGGACCAAAATTAAATTCCCAAAGGCTTTGGCTTG 

TATCCCAAACTAGACCCTGGCAAATGGGGGGCAAGGGTTCAACCCCCCAC 

CAGTCAACAAAGT 

>Sequence 124S 

ACTATCCCTATGAGGCATAATTATAACAAGCTCCATCTGCCTACGACAAA 

CAGACCTAAAATCGCTCATTGCATACTCTTCAATCAGCCACATAGGCCCC 

TCGTAGTAACAGTCCATTTCTCAATCCAAACCCCCCTGAAGCTTCAACCC 

GGCGCAGTTCATATCTTCATAAATCX:GCCCACGGGGCCnTTAACAATCCT 

TCATTACTTAATTCTGCCCTTAGCAAAACITCAAACCTTACG^^ 

CTroACCAGGTrCGGCAATCAATAAATTCCTT CTTCTCAA AC^ 

TAAAAACCTTCTAACTOCCCAACTAAATAAGCCrn U'ril'G AATGGAACT 

TTXriTAGCCAAAGCCCXnCGACTAAAACXXnCGGC^^ 

A 

>Sequence 1249 

GGTACTATATGTTGCTCTCTCAGTGGCAACAATGAAGTTTTTGCAATTCT 

AGAACTTGGAlirrill'lllAACAAAAGTCCCAAAACACCAAAAATGTAA 

ACAAGATAAGAGATTAATATTGTAGTGGTGTAATTTAATTAA AGTTA TAT 

TTTGGGTTAATTTTAACAACTGAAGTCTTATTGTTG AAACITA 1 1 1 r 

CAAAACTGTGCAGTTAAATTTGTATACGTATTCACATACTGAAAGATGAA 

CCGTTAAAATAGCACTTAATTTTGTGTTTCrTCAATATGTCTTGATAATA 
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ACTTTGGTGCAATTTAATATTACCCATGTTAAGGTTGA 
>Sequence 1250 

TGTACTTAGGTGCCTACAACATAAACAGAACCTGGTAAATTAAGTATTGA 

AAAAATGCTATGGGGCAGAAGAAGAAATGCTTACGCTTCTGTGAAGAAGA 

GAACACAGCTATGTTACACGAGGTGAATAAGAACACAGCTGCAGCTGAAT 

AGAAGAAAAGGTATACGAATTGCTAAGGTGTGAACATTCCTATGACTGTT 

TCAGCCACTAGCAAATGTCAAACAGTCTACTCTATAATAACGCCATAGTG 

ACATGACTTAAAGGTGGATCCTTCATGTGCTTTAAATCGTTAGCGCCCCT 

CTCGCGGAATTCAGAGAAGGAAGCTTGCCAGGGATTTCATATTCCTGGCT 

AAACTTCTCATCTtATAGGAGTGAGGCCCGATAATCTTA TATAA ACGAGA 

TATCAAGTCAAACACTCCCTTTCCCGTTATTATTGAGAAGTTTTAATATA 

CACATGTCGCAATTATCTTGGGCAAATTCGTATTAACGCTTGCCTTTCTG 

TCAATTAAGAGAAATATGGAGTGTCTCCATTGGTAAATGGAAGATAAGCT 

CTATTATCAGCTTTCAATTGGCTGGAAAACATTTCAACGGTAGTATCTGG 

TACCCTGGCCCGGGGCGGTCTGAGAGGCTGGATATCCTGCCCCATCTGGG 

CGGGTCCGGTACCTATGTGGAATCTCTGGCTATGGTCGCAAATGCTTGGG 

ATGTCATTAAATGGGCCCAAATCTTGGTTTCCTTGTGTAAATACGCGTGA 

TATCTCGTATAACTAGTCGCCCCGCCAAATTTGCGAACTCCTGCAGCCAT 

TAGAGGGTATCCGCTAGGGGTGCCTATATTGATGAAGCTGCCTTCCATTA 

ATATGCGCTGCGGCTGACTTGGCTCGCTTTTCAGTTCGAAACTCTGGATT 

GCCCGTATTCATTAAAGAATCGGGCATACGCGCGGTGGAGGGCTGTTCGG 

GATTG 
>Sequence 1251 

ACGCGGGCAACAGTTAAATCAACAAAACTGCTCGCCAGAACACTACGAGC 
CACAGCTTAAAACTCAAAGGACCTGGCGGTGCTTCATATCCCTCTAGAGG 
AGCCTGTTCTGTAATCAATAAACCCCGATCAACCTCACCACCTCTTGCTC 
AGCCTATATACCGCCATCTTCAGCAAACCCTGATGAAGGCTACAAAGTAA 

GCGCAAGTACC 

>Sequence 1252 ' 
ACCTATTATTATTTCAAATTTAAAAACrTCTTCTTTTTTAAGAGAT^ 

TATCACTATGTTGCCCAGGCTGATCTTGAACTCTTGGCCTCAGA TGAT CC 

TCCTGGGTTCAAGTGATTCTTCTGCCrCAGCCTCCCTCTTATTTGCTTTA 

CAAGTCCTGCTTCAGGGTTACCTTCCCTGACCACTGCTGCC TCCCT CCCA 

GCATTTGCCAGGGACTGTCATTGCCTTAGTTTATTTTTTCTGTTT^ 

ri rni iG TCGTmTG riri 1 i i i ig agacagcgtcttagtctgtcgcc 

AAGGCTGGAGTGCAGTGGCGCAATCAAAGCTTGCTGCAGC 

>Sequence 1253 

GGTAc rn 111 Ti A 1 1 1 11 1 1 m 1 1 rrn 1 1 1 1 a ctttagtagagatgg 

GGTTTTACCATGTTGGCCAGGCTGGTCTTGAAACTCCTGACCTCAGGTGA 
TCCACACGCTTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACC 
ACX}CCCAGCCTAAATA 11 1 C i H A TAGCAATGCAAGGATGGCCTAACACA 
CTGCCTAAATCAAAATTGCTATTCACTTCAAGG GTAT TCATTACCTGACT 
AG Cri ' l ' A 1 IG GGTGCATTTGAACATAATGTAAATTTTATGGCTGATCAAA 
TGTCATTACTATGAAGATACTCCCTATGAGCTCACAGAGTCAGGACAT 

>Sequence 1254 

ACAGTCITTTATCTTGGGATAAAATGG CTAG ATGAGTATGGACAGGGAGG 
CAGGGCAGATACAGTCCTTGCTTCTGGTTTTAGAGTTCTTCTC 
ATCAACTTCTCX:AAACACCCA<XrrTTGTXrr^^ 
ATCTATTGCroACrriTCCTCX:ACCTTCTCTACATC 

GAAGAAATGTrATTGAGACTATACCTAAAGGAAGAACATTCTCCTCTCT^ 

GCACACTATTATCCAATTGGATAGACCCACATCTAAATGTCTGCAATTAC 

AGTAATGTCAGCTGGGCATGGTGGCTCATGCCTGTAATCCCAGCATCTTG 

GGA 

>Sequence 1255 

GGTAC l 1 Tl 1 1 11 111 A nil 111 A 11 1 1 i CTTTTTAArrirri 11111 1 
TTrAGAATAACAAAAAATTTTTTACTAAAACATAAAATTTCCAGAGGTT^ 
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CCAGACAAGCCATACAAAAGGGGCACAAGCTTTTTTGGAGGGGGGAATCT 

ACACTTGACAGCAATGTTATTAGGGAGGGCTGGGATGTTrGGTTAATGTT 

CCCATTTAGGGTCCAACAATAAAGCCTGTTCATTTACAGTGTCCA AATG A 

AGTTTGACTTGGCITGAGCATTTTCTGAAGACCTGGGTTGGGTGGTTTTA 

ACCCATGCAATTTGGATCCXrCAAAAAAGGGGGAAAGGGGCCCCCCTGGTT 

CCTGGCG 

>Sequence 1256 

GGTACTGG rrm 1 1 1 1 m - rrrrn Ti 1 11 \ nA GGTTTCC TmT AAT 

GAGCrCACCCTTTAACACAAAAAAAGCAGGGTTGATGTATTTTAAAAAAG 

GAAGTGGAAATAAAAAAATCTCAAAGCTATTTGAGTTCTCGTCTGTCCCT 

AGCAGTCTrr(nTCAGCTCACTTGGCTCTCTAGATCCACTG TGGT TGGCA 

GTATGACCAGAATCATGGAATTTGCTAGAACTGTGGAAGCTTTTACTCCT 

GCAGTAAGCACAGATCGCACTGCCTCAATAACTTGGTATTG AGCAC GTAT 

TTTGCAAAAGCTACTTTTCCTAGTTTTTAGTATTACTTTCATGTTT^ 

AATG 

>Sequence 1257 

GGTAc riTi rn 1 1 i 1 ri i i i 1 1 1 1 r ri i ri i igggtttcaaacctcagt 

TTGAAAATGAGAGGAAAACAAAATAAAATGATTTACATAATCAAAGGATT 

AACTGATACAGACITTTATTCTAAATGCTCACAAGCACAGAAACCAACAA 

GAAATCAGATCTTGAACGAATTTATAATGATTCTTCCAGGAAGCACCGCG 

GCAGCCACATAAGGCGCTGTTCACACCTGGCTGTGTCTGCCAAGTTAGTC 

CTCAAAGAGAAAACAAGGAGGAAAAAGACAAAAAAAAAAACAAACCACCA 

AACCCAGTGTGCTTAAAACACAGATCACCATCAGAGGTTTATTTCACAGC 

AAGG 

>Sequence 1258 

GGTACCTTGCTGGTTAATATAACTAAGATTTTGCCTTTATTGGGTTAGGT 

ATC l rri rrri A TTTTAGCACCTGATAGCTGTCTTCTACTGAGTAAAGAA 

TTATAACTTTTAGATGTCACAGAAAATTAGAGTATTTATTGTCAAAAAAA 

AAAAAAAAAAAAAGTT 
>Sequence 1259 

ACTTCAACAATTCCAAAAGTTTTTGACTGAAATAAGCAAACTCACTAATG 

ATTATGAACTGAACATAACCAACAGGCTGTTTGGAGAAAAAACATACCTC 

TTCCTTCAAGTAAGTTTGCCATGCCTACCATATCTGTGAGTGGTATTCTG 

GAATGGCCAAATGGCCCTGGTAGGACTATGGGTCCTGAAGTCGTGCTGCC 

TGGCTCTGGCCACATCCCTGTGGTGCTTTTCCATCCTGATCTACAG ATAT 

TCAGAACTGCAGGGAGTTCCITTTAGTCCTGGCAATCTGAACCTGATTTT 

TGCCTCATCCCCAGAATAGCTGCATAAAAATGTGCAGCAGGAG 

>Sequence 1260 

ACTGGTGGGATTGTTAGACCATCCCAAAAAGGAAGTGCACCTTGGAGTCT 

GTGGAGCrCTCAAGAATATCrCirrrGGACGTGACCAGGATAACAAGATT 

GCCGTAAAAAACTGTGATGGTGTGCCTGCCCTTGTGCGATTGCTTCGAAA 

GGCTCGTGATATGGACCTTACTGAAGTTATTACCGGTGAGTTCTAGGCCT 

AAGGAAAATTGCTAAGTCAGTGTTACTCTCTAGTGATGTTGAGAACTAGA 

GGGATTTCCAGACCTTTTACTTTTGATGAAAGGTTGTGAACT 

TGGGTCAAATCX:ATCrcACAGATTTCTITGGATCACA^ 

>Sequeiice 1261 

GGTA Cn i ' l 1 1 11 i i irn i A ' A I ' l l 1 1 1 1 ICI 1 1 t g octcctctgactat 
ATTTTCAAATAGTCTGTCTTCAAGGTCAGTAATTCIl'l^ 
CAACTXntKrrATTAAAGGACIXrroATXKZATT^ 
TTTTTCAGCTCCAGAATTTCTGCTTCATTCI^^ 

AAATGTATCTGGTAAAATTCTGAATTCCTTCTCTrTGTTATCTTGAAT^ 
CTCTGAGTTTCCTCACTATTTTGAATTCTGTCTGAAAGGTCACAATCTTG 
TTTCTTAAGGATTGGGCCCTGGTAACTTATTTAAATCATTTGGTGAGGTA 

ATG 

>Sequence 1262 

GGTACACTCCATCAAGCCTGGTTCCTAGGATGCTGGACTTCTAGCTTAGT 
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GAGAATGCAGTATACrnTTGAAAACTTCGTGCAG GAATC CCTCAAATGC 

TGTAACTAGGAATGGGTCAGTGAAGTTCAAACGACTTTTCCTTGAGGGAG 

TATTTTAATCGGACAAGGGAACTCTTTTTCTTTTGGGCAATGGCCAACAG 

GACTGAGAAGCCAGAGAGCTTGCACCTGAGCCATCTCAGCCGTGAGAGTA 

ACAGTCCTAGGAAAATAGATGGGGGCTGGGGGTAAGGAAATGTGCTGAAG 

ACAGAGCTATTCTGGA 

>Sequence 1263 

GGTACTc ri i l i 1 1 1 i i I rn 1 rn i i l l i r AGGGG n i icrrrGTAGAG 

ACAGGGTCTCACTGTATTGCGCCAGGCTGGTCTTGAACTCATGGGCTCAA 

GTGATCCTCCTGCCTTGGGCTCATGAAGTGCTGGGATTACAGGTGTGAGT 

CACCATGACTGACCTATATTTAATTTTTTAAAGATTAGACTGGTGTTAGC 

TGTAAATAGTTTGAAATACCTCTCTGATAGGTGCTAG CTTATC GTTACTC 

TTAGTGCTTCTTGCATTTGCATAGTCAAAACTTGATACTTTTTGTGAACT 

TTGAAAGCATGC 
^Sccjucncc 1 264 

ACTTTGTGTTTAAGAGAAATTCCTAAACTGGATATATGTGGCAGGCTGAA 

AGCACTGTGAGTTGAAGTCAAGGGGAGAGGTCCAGGCGCAGTGGCTCATG 

CCTGTAATCCCAGCGCTTTGGGAGGCCCAGGCGGGAGGGrrGCTTGAGGC 

CAGAAGTTTGAGACCAACriTGGGCAACATAGCAAGACCTCGTCTCTACAA 

AAGATCTAAAATTAAATATTAATATAAAATAAGGTTCCTTGGCCGGGACC 

ACGCTAAGGGCG 

>Sequence 1265 

ACCITATTGTTAAAGTGAGTCAGATAAATCTTCAATTCCT GGCTA TTTGG 

GCAATTGAATCATCATGGACTGTATAATGCAATCAGATTATTTTGTTTCT 

AGACATCCTTGAATTACACCAAAGAACATGAAATTTAGTTGTGGTTAAAT 

TATTTATTTATTTCATGCATTCATTTTATTTCCCTTAAGGTCrGGATG 

ACTTCTTTGGGGAGCCTCTAAAAAAATTTTTCACTGGGGGCCACGTGGGT 

CATTAGAAGCCAGAGCTCrcCrcCAGGCTCCTTCCCAGTGCCTAAAGGGG 

CTATAGGAAACATAGATCCAGCCAGGGGCTT 

>Sequence 1266 

CCCTTAGCGGCCGCCCGGGCAGGTACTCAACACTGATTTGAGAAGAAAAG 

TGTGATTTGCTTACCTGTGATTTTGAGACCTATATAGTGAAGGTTTGTTG 

CCACrTTTTAGTTTCCTCAAACATGCAGAAGTAATGAGGTTTGACAGAGA 

CATGAGACTATAAGATGTCTGTCATTGCTGCCAACCATGGAAAAGATGTT 

AAGATGTCCAGCTGCCCATAAAATCATATTTTCAAAGTGTGAGACACGAA 

GAATATCTTTCTCTTATTTGGAAATATGCTGAAGATAGGAATAAAGAAAA 

GGATTACAGTAAAATGGAGACGAGAGATACAGTAAAGCAGAAATGTATAT 

GCC 

>Sequence 1267 

GGTA cn rm i 11 A I i rrn 1 1 1 1 1 1 gggttctgtaaacitttatttta 

CACTTATGGGCCACTGCCAACTCAGGTGCCTTGGCITCTTGACTCATT^ 

TTACAAAGGTTACTTTGTTTGAAAAGATGGTATGTTAAGGTTAGATAATT 

TGGAAAATATTTCCTTGTCTAGGTAATACCCACAGTTT ATCTT TACCCAG 

ATCCTATAAAATTAAAAATGGCAACGTTTGTACAGCCCTTT TCAGAAAA A 

TCTTATGGAC Crri ' lCllG GAATTrrrAATAAAA AATGGC AAi iiiiiAi 

TTTCAATrATTGAAAAAGAAAACCAAAAAGCCATTTTTTGGTAAAAAAAA 

TAGGACCATATTTGGTTCTTTAACAACCAAAAAATGGGGTTGTI^ 

CCCTATTTXiGGCCTTlTATTATTTTACT 

>Sequence 1268 , 

ACGCGGGGGGCTnrGCAGATGTGATTAAGCAAAGGACCCX::AGATGGGGAG 

ATTATTTTGAATTACCTAGGTGGACTCCACGTCATCACAAGGGTCAGAAT 

CCAAAGAGATGTGAGAATGAAAAGCACAAGTGAGAGCAGTGGGATAGCCA 

AATTTTAAGAGGGTTGTGAGCCAGAGAATATAGGCCGCCTCTAGAAGCTG 

CAGAAGGCCGGGGTGGACAGAGTCTCCCTGCGAACCTCCAGAAGCAGCAC 

AACCCTGCCCACTCACGGTAGACTCTCGATCTCCGGGCTGTAGAATAATA 

CATCTGTGCTATTTTAAGCCACTGTTTGTGATTGTCTGTTACAGAAGTTA 
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TAGAA 

>Sequence 1269 

GGTACATITAAAAGGTGATGCrrAATACTTTAAAATGTTTAAGATATAGAT 

TTAAAAAGCATTGTAAATTGTATACTGCAATGTCGTCTAACATGGCATTT 

GGAACAAGGACATAATGTTTAAACATTAAAAGTTGCAAA TTGTTAA CACT 

TAACCATATGGATTAGTGTAATGGCATACGTTGACCCAAATTTTTTTGTC 

TTAAAGTTTAAAAATTACCATAAAAACTTATTTAACAGCTGTACTTAACT 

GGGAATTTAATGGTCCTAATTATAGACAAAAATA CTTTGGAA T ATCTTG G 

CATTTTCCACAAACAATTTAACTTGGGCAGTTGCCri rrriTTAGci l l l 

GGCTTTTTGGAGGTGGCCTTTTTGGATGTTGGTAATGGGCCTAATTTAAA 

TAAACGTTCCCGACTAGATTTTTTTGTCTTGTGGTTCTAACATA 

>Sequence 1270 

GGTACTGCAAGCAACAGTTACTGCGACGTGAGCAGCAACGAAGTATCCTC 

TCCTGAAATTATTAGGCAGCACTTGGGTCAACCACTCCGCCGTGACCCAT 

ACCAAAGCCGTCGCCTTGGGCACCGAATAAACACAGACGACTATCCAGCG 

ACCAAGATCAGAGCCAGACACCGGAAACCCCTGCCACACCACTAAGTTTG 

TTGCACAGGAGACTTCAGTGGAACAGGGCCTCCAATTCCCTCAACTGCAT 

TTTAAACCAGCTCACACCAAAGGGACGGGATTTAACCGG TAATT AGGTAA 

CAACTACAACCCATrAGTTACCTKK:CCX:GGGGCGGTGCGCTTTAGGGGC 

CGATATTTCCAGCACCACTTGGTCGGGCCGGTTACTAA 

>Sequence 1271 

GGTACAATTTTTAGTCAAGGGATTGTTTGATACTCITTAAGTTCACTGCC 

AGGCCTACCACTTATCTCTGTCGCAGGAGGAGAGTTCCTGTAATGAGAGG 

TTTTTAAGACGTCCITTGTTCTGGGATGAATCATAGGGAATGACTGCCT^ 

ggagctcaggatattaaactgagtggtgtcaaatattcccaggatcaaat 

cgacaatgccattgtgttccttgcccgggctggccgctccgaaagggccg 

aatttccagcacacttggcggcccgttacctagtggattcc x:aag cttct 

ggttccaaatctttggcgrraattccatggtcaatagcctgttttccttg 

tgtggaaaattgtttatcccgctcacc 

>Sequence 1272 

GGTACTCAATGTCACATTAACATAGGAAAGGTTA TATATA CACTATACAC 

TTCAGCCTTGAAATGTGGACCCAAAAAACATTCTATTTTTCAGTAATCCA 

TTGAATTCGGTGAGGGTCCCACACCCTCAAATCCTAATTTATCACAGCAC 

AAGCCCTTCCTTGGCTGCCAAGCGCTGGCGGAGAACTTTGTCrrGCTGCA 

GCTCTTCATGAATTGGATGCCAGAGTTTCGTGATGATCCITTCAATGTTA 

ATAGCATAGACrrGCATGTGTAGGGATGACTTCCCTTTGCACCTGCTAAG 

GTTGATAAGAATCGGACCTGCACTTGGCGGCCGCTCTAAAGGGCTAATTC 

TAGAACACTGGCTGTT 

>Sequence 1273 

A cmrrri ri - riArrriTrrricri i I ' lci 1 1 u lA ii ri i i 1 1 1 1 1 1 r 

ri - ITlT rrAA l ' l ' lii ' i ' iriA AAAaVAACCCCCTAAATCAAAAAACC^ 

AAAAAAAAAAAAATAACCCTTTCXX:AAAAACCCCCCXnTCC^ 

CCGGGAAAAAAAACCCCCAAAGCCAAAACCCAAAACC CCCGATTCCCCCT 

TTXXrCCCCCCCCCCAAAACCCCCCXXXKIAAAA ACAAA ACnU'll'i'i^'li'l^ 

TCTAAAACCCCCGGCCCAAAAAAAAACCCCCCCrnTAAAAACAAAAAAT 

TTACCCAAAACCCCCATAACCCCnTCCTCAAATCCCCAACAATTCAAAAA 

ACCCAAAC 
>Sequencc 1274 

nOTACTACAAACAACAGAAATTTATTGTC TCTCAp TTCTGGAGGCTAGA^ 

GTCCAGAATAAGGTATTAGTAGGTTTGGTTCrrTCTGAGGGCTGTGAAGC 

AGAATCTGTTCCATCCCTCTCriTCrrGTCTTCATCTGTTCrrATGTCTGTC 

TTTGTTCAAATTTCCCCTTTATATAAGGATAGCAATCATATTGGATTAGG 

CCCAGTCCTAATGACCAGATCTTAACATTTGCAAAGGCCCTA TTTCTC 

TAAGGTCGTATTTAC AGGTATAAAGGGTGTAG ACTTTAAC ATCll ■ 1 1 1 GG 

GGAAGACACAGTrCAATCCGTAACAGATGGTTAGTCCTTTCCTCTCCTAA 

AT 
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>Sequence 1275 

CCCCTAACCGTGGTCCCCGGCCGAGGTCCATTTAAAAGGGGTTGCTTAAT 

CCTTTAAAAAGGTTTTAAATATTTGATTTAAAAAGCCCTTGGA^ 

TTTCCTGGAATGGGCCTTTTACAAGGGCiVnTC 

TAAAAACAATATAAAGTTGGCAAATTrGTT TTACAC T TTAACA TTAT^ 
TAAGTGAAATGGGTCAAACGTTGACCCAAATTTTTTGrriUllAAAGGTT 
TAAAAAATATCCCAAAAAAACni 1 1 i 1 ACCCGG GGGTCAT A AACCTTGG 
GAATTTTTATTGTCCTTATATATGGACAAAAAAATCri'I'riG GTTACAC T 
GGTATTTTCCACCCAAATAATTTTTCTTTTTGC GGTG GGCCAC ri i rr 
TGTTTTTTAGAATTTTATGAAGGATGTCTCi'l'i 1 1 riAGTGAGTGACCAT 
ATTTCC l 1 11 1 1 lA AAAAAAAACCCnTTCCTCTTATT^ 
TCTACTTGTTTGTTCATTATATATAACAAACC 
>Sequence 1276 

ACTATAAAAGGTTGAGTAAAAACAGGAAAGCGTGCTATAAGTTCAAATCT 

GTTGTATTACCCTAAATTAGATTAAACCAACCTGAATTATAGTAGATTTC 

TCAATAGATGAGGAACTGAAAAATACTATGTAAAATATCTTCCAAAATGC 

TTTTTATACri 1 111 1 A TTTGTAATTTGGTCTATCTAAAATGTrCGTTAG 

CTTAACTTAATGGGCGTTATTGGATTCATATGACTA ACGTTTC CTCAGTA 

TTGTAATGCTTGAAATATTTGAAAGAAAAAATGTTG TTTTT^ 

CTGGTATATATAATTCAGTGCITGGCAGGTTAGTATATTTTTAT 

TT 

>Sequence 1277 

GGTACCAACACAATTGTTAATTTCCTCACAGGCTCAAGGCATTCTGGGAA 

GCTATACAGGGGACAGGAAGCATTTTGGGGAGCCTAAGGGGAGCCAGTTT 

GGAAGAGACAGCATTCTCCTGGCTAGGACAGGTGGTGGCGGTGGCCGGGT 

TTAAGGTTCTCCAAGGGACCCTTTGCAGATGCCGGGGCCCTGTTTATTCT 

GAGCACGTGAAGATGAGTCACATAGCTTGGTGGGAATGGCACGTGTGGAG 

CAAAGCCCTACACACACAATGGTGGTGTTTAACCAGCTTTATAGCGACTG 

TGTTTGAGGGGGACTGGTACATGTCACTAGGGGAACATGGTATAGGTGCA 

CCTGCTT 

>Sequence 1278 

GGTACTAAAACTAAAACTGAGCAGTTTAA AACA TTCATTTAAAGGGATAT 

CTAATGTGTTTATTATTAACATAAATAATGTTTTATGAAAAA TGTAA CCT 

TAGTTTTCCAAAACAAAAATGTTTAGGGCAAGAGTAACATTATTTTACAT 

TATTGCATCTCAGTGAAAAATAAATGGCAACAAAATTCITATATCrGCTT 

CTGCAGTTAATCTGTTCATTTTGTTTTGGTTGAAGTATATGAAGGAAATC 

TGTCCTCACACAGTTGTGTAGTGGAAAAAGGGGGACTATTGTAACAGGCT 

GTGCACATAATTGTGGATGATTTTCTTTGATACAACAACAAAACTTGGGG 

GATG 

>Sequence 1279 

ACAATGTGATTTATCAATTAATTAAATTTGAATTCCATGGAATGAAATAT 

AAGTCAACAAGTATGACAGTTTCGCTTTGTTTATTATGGAAGAATCATTA 

ATAATTTGATAATTAAATGGTCCTGAATGGTTAGCCATGTTCTCCGCATT 

TAAATAAATAGTATAAACATAAATGAAAATATTAAAGTAATTTCAACGTG 

ATAGAGACCGCTTATTTITAGTTCAGGTAGAGTTCCAACCTAATGGTAAT 

TAAGATTCCAGATCCGAAAGATGTCATGTGAATATTGCTCT GAAAA ACCA 

AAATTAAAGC l ' i'i C 1 1 A AAGATGCTGTGTAGGGCTGAG AGGTTTTTCACT 

TGTACCTCG 

>Sequeiice 1280 

GGTA crniiii 1 1 rniii 1 1 1 1 1 1 1 1 1 i ggaiVjGCaatttaataagat 

ttgagcatagatattaaacttagcatggacagagaaacrratttcttggg 

ggactggcatagtgaaagaacagaatcagtatgacctgagagagcagaaa 

aactttacaacagctaatactacttgctacattgctgt^ 

tgagggaggaggtactagagccnxscctgagatccttttg aggtc agtttt 

GAATTTAAGC Cin ' ri ' C14 " l4iririC4111 ATTAATTTGAA ATT^ 
TrATA i rri iG GGTGTTCTAATTATCACTTAAAATTrCTAAin i i l'i 
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TTTTACTTTATACTTTTT 

>Sequence 1281 

ACCTCTGACirrCTAACAAATTACCATAAAGGAAGAATATTTTTCGTCTA 

CTATTGTTAGAACACCTTAGAACCATCA AAAAT ATAATTACA TGGC TAAT 

AGAAAAAAAAGAGCAGTTTTAAAATATGTTTTATGTAACCTATTTTCATT 

GTTTTTCATTTTGTTGTTGCCGAATAGTAGTTGTTCTAAGTAAATACAGG 

TCTCAATTTCACTATGAATAAAAAAAAAAAAAAGGAAAAAAAAAAAAAGT 

ACC 

>Sequence 1282 

GGTACTCITTCTTATTTTCTTAATCAATAC AGCTA AAGGTTT GTCAA T^^ 

TGTTGATCTTTTTAAAGAACTAAAATTTTGTTTTGTTGATTTCCT^ 
r\y ill 1 I CTGTTTTATTTATCACCACTCTTATTTTTAGTATTTCCTTCC 
TTCTGGTAGCTTTGGGTTTAGTTTGTTCTTAAGTTCCTTAGGTGTAAAGT 
TACGCTGTTGAAATGAGATCTTCTTATTTAATGTATGC ATTTA TAGCTCT 
AAATTTTCTCTTAGCACTGTTTTCACTGCATGCTCTAAGTTTTGATAT 

>Sequence 1283 

GGTA Cnn 11 1 1 1 1 1 1 11 1 1 1 1 1 ill 1 N r CTTTTTAATTAAAAACCGG 

GACTTGGTGGGTTGCCCAAGCTGGGCTTGAACriCTGGGCnTAAACAAT^ 

ATACTGGTrTGGCCACCX:AAAGCACriXKKjATrACCGGGCTGAACCACCAC 

ACCCAGCTTTTAAAACCACAGTATTTTTAGGGCA ATAT TA CACACCTGGC 

CCAAGGACTTACAGGGGGGGGAAAAGCTTGGACTTTTGGCri 11 1 1 1 i i i 

7TTGGACCCAAGCACCCTGGAACTTCCATTTCCTTCCTTCAATTACGTTT 

AAAATC 
>Sequence 1284 

GGTACTCACAAATAACAAGACAAATTTGACCTGTTCAATAAATAGAAATG 

AAGTGGCTAAAAATGTTTAAATGGAAGTGGAAA ACAG TCGTCTTCTTTGT 

ACTTGGTCTCTACCTCAGATAATTCTTCTTTGAGCnTTTGAGTAGCTTCT 

CCTITTTCACTTAGTTCTACATGTATTCTATGCAGTG AGGTT TCAGATGC 

AGACAATCTTGACTGAAGCTGTTGACAATCTAGGTCTTTTTGATGAAGGG 

TTGCCTGAATATTCTTTTTACTCACAGATTCTTCATTATGTTTCTCCT 

>Sequence 1285 

CCCTTAGCTTGGTCGCGGCCGAGGTACTTTTTAATCTTATTATTAAACTA 

ACCCCTGTGGTGGTGTGGCTACATTCTTTGAGTTTAGAAAACGAGATAAA 

GAATTGCTCATATCTTCCCAAATTGTGTAGTATAAAAAGAATGCTGTCCT 

GGTTGTTTTTTGTAGAATATGGAAGTCCCTGCAGTAAGTAGGC AACAT GC 

TACCCTTCTATTCAACACAGCACTAGAACAAGGCAAGTGGGACCTTTGTC 

GACACATGATTCGATrrCTTAAAGTCATTGGCTCTGGAGAATCTGAGACA 

CCTGCATCCACACCCACAGCTCAGGTTAGCTGCAAAAGTTACACATCTTC 

TCTAGGCCATACACCCACGTAGCATCTTTCTCTAATGGT 

>Sequence 1286 

ACACAGGATGTGATCAACAAAGTTCTATTTTACAGGAGTATGATCCTGTC 

GATACCTTGCCGTAGGTTATGTAACAT GATTG GAGCGCAACCAGCTGTTC 

TCTTGCACAGATCGAGAGTGAGGGGTATTTTGTGACATTACACAGCATCA 

GGAGCCTGGTGCCTCATCAGGTGTAAGTTCTTATAACCACTCTTGGCAAA 

TTTATTAAAGACAGGAACACAGTCAATCTGTAACTCATAGTAGCTCTACG 

TTTACTTGAATTCCACAATCCCTAACCCATCTGTCCCTGGCAGAAAGAAG 

GAAAGATGACATGCATGGACAGTGAACAGAAAGGGATGAAAGCCAGGATT 

CCTGGGATGAACAGACAGTGGCAATTAGGATGTGAAGACAGGTCACAACC 

TATTACTATGTCTAAAAACGACCAGAOCAGAGAGCCAGAAAGAATAAGCC 

TGAAGTCACCrcCACTCAAAAGCAGCCAAACTCCCTCAAAGGAGTAACTT 

TTAAAACCTGGATCTAAACCTGAAGGGGCTAAAAAGT GTCTG TTTCTGAG 

11 11 C 1 1 1 CCITAAGCTCATGAAGCAGATGAACCTACATTTTTA TTGCCA 

TTTCATATCAAATGTGGGTGGTATAACCTTAGGATTTCAACAGACTTTTG 

AAGTGTGGACTAAATATTGTCCTTCXJCCGCGACACGCTAAGGCGAATTCA 

ACAACTTGGCGCGGTACTGTGGACCGAGCTCGTACCA 

>Sequence 1287 
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GGTACATTCCAGTTCTTTATCTGAATACAAGCGTTTTGCTTTTATTTCCA 
GTTTCTTGGACCAGAACAATAAAATACATAAGACATCGTTTCTATATGGT 
CATATACTATATAGAATAAAGAATTGTTATGTA AATTAT TAAATGAGTAT 
ACAGACCTTTACATAAAAACTAAGGT AC 1 1 1 J 1 1 1 1 1 1 1 1 ITTTTGTTTT 

ITlTri i rn i l l i rrriTrirri riNTTTTGTTGTTTTGATTTTGT 
G ATTTTG 11 11 i 1 G TGTTGATTGTGGAGTAGG AGAAATAGTGAAATTTGA 
AGGTAGAGG 
>Sequence 1288 

GGTACCTTGTGCAGACCGCCTACCTCATCCTGTGACTTAGAATGCCTAAC 

CTCCTGGGAATACAGACCAGTAGGTCTCAGCCTTATTTTACCCAGCCCTT 

GCTACATTCAAGAAGGAATCACTCTGGTTCTAATGCCTCCGACAGAATGG 

TCAGATTCTCAGACTCTAAAGCAAAGAAGACTATGTTCAGTGACAGCAAG 

ACTGTTGAAGAAAAATAAACTCGAATGGCCTTGAGGAGCTATTATCAATA 

AAAACAGTATAACTTATAATTATCTGTTGTGTTACAATGAAGTATATCAT 

CACTGCT 

>Sequence 1289 

ACTAAGGTTGTTAGCCCTCTGCTGGAAGAGAGTGTATTAGTCCATTTTCA 

CACTGCTGATAAAGACATACCCGAGACTGGGTAATTGAGAAAAAGAGGTT 

TAATGGACTCATAGTTCCATGTGGCTGGGGAGGCCTCACAATCATGGTGG 

AAGGTGAAAGGCACATCTTACATGTTGGCAGGCAAGAGAGAAATGAGAGC 

CAAGCAAAAGGGGAAACCCCTTATGAAATCATCAGATCTCGTTAGACTTA 

TCCACTACCACAAGAACAGTGTGGGGGAAAGCACCTCCATGATTCAN 

>Sequence 1290 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATAGGCTCTGCCTATCTCTGTG 

GCATGGATCCTACATCCACAACTACACATTATTTATTTATTTATTTTTTG 

CAAATCCCAATTCCCCAGAAATGGTCCTCACCTCATTGACATATGCAGGA 

AGAGCCAAGGGGGAAACAGCAACTTGGAAATGACTATGACAGACTAACAC 

AAAGGACAAGAAATGGCTCTCATGGGATGTAGGTGGAAGGAGAGGCCTCT 

GGCATTGGCAGCTCCCTACCAGAGGTGTCCTGCCCTCTGTTCTCTTGGGG 

TAAGGGAGCCACTGGGCAGGAGTAGGCAG 

>Sequence 1291 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATAAGCTCTGCCTA TCTCTG CG 

GCATGGATCCTACATCCACAACTACACATTATTTATTTATTTATTTTTTG 

CAAATCCCAATTCCCCAAATATGGTCCTCACCTCACTGACATATGCAGGA 

AGAGCCAAGGGGGAAACAGCAACTTGGAAATGACTATGACAGACTAACAC 

AAAAGACAAGAAATGGCTCTCATGGAATGTAGGTGGAAGGAGAGGCCCTT 

GGCATTGGCAGCTCCCTACCAGAGGTGTCCTGCCCTCTGATCTCTTGGGG 

TAAGGGAGCCACTGGTCAAGAATAGGCAGC 

>Sequence 1292 

GGTACAl'l i ri i riCCrCl l l l l l l l l l l l i l'l l U l AATTCTGAGAT^ 

CCCCAAGCTGTGGATTCTTCXrrACTCCTTAAGAAAAAAACnTT TO 

TTTAGCATCTACACTTTTGTCAGTTGTGTCGCTGTTTTCCACCCATTTTA 

TTATACTCTTAAAAGATGTAATTGTTGTCATTTTGAACAGTTAA ACATC T 

TTGGGTATAAAAAGAACCCCAATGGTTATGTTATGCTTTGTAAATTTTGT 

TTTTTTGGTTTTACXn'AAATAAACTTTCAGCT 

ACTGTCTTTTTT 

>Sequence 1293 

GGTACTACCTOTTTAAGGACATACa^GAAAAAAAGTATTGATII^ 

TATGCTAAACAGTGCTGTGATAACrriTTCTATCACT^^ 

GAAATTATGCAACACTACTAGATAACCCCTXKiATCA AAGA GGAAATCAAA 

AGGGAAATTTCACACTGTATTGTAAAGAGAGGAGACmTATGCCAAAAT 

ACAGTAAGTCITTTAGTCAGATAAAATTAATAATCriTAAATTCCA 

GTTAAAGAAGAAAGACAATTAAGAAATCTGACACTAATCAGAAGAAATTA 

GAAAACGAATAAGTAAAAGAATCTGAAAAGGAGAAATAAAAA 

>Scquence 1294 

GGTACAGTGGGAGAGTGAGGTGGGAGAAGAAGAGTGTCTGGTTTTGTGTG 
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CTTCACTGTCTTCTTGGCATGAGCTATGTTTTAATTTGGAAAGAGTAGGG 

CCGCTTCAGAGCCTCCTACAAAAGTGCTAGGGCCAAAGACTTTCTTAGCT 

TGAACATTTGTATCTGACTAAAATTGACITGGGCAGCGCTTTCTGGAAAA 

TGACTTTGTTTTTGGCCTTTTTCTGGTGGGTGGCCC^ 

TCGG I 1 1 H ICi 1 IC AACAATTTGCCCCCCTTGAAAAATGAATCCACCAT 

GGTGTGCAACCTGTC i ' T i ' l i ri ' i ' i iG GACTAGGCC CCAAT ATCACCTGAT 

CAATGGTAA Ill'l 11 1 CCTCTTCTTTGGGGGGCCriCnTCAATGA AAAC 

CCAAATTCCTTTGGCCACCTCCAACAATTTTCTTTGGGCCCGGCCCTTT^ 

CCTTGG 

>Sequence 1295 

ACGCGGGCTCTCTCCATGGGTCTGTGTTCCAGAAAGCTATGACTCTTTAA 

TGCATCTCTTAGTTTTTTCCTTATTTCCTTTATTCTTAGTATCACAGTCC 

ATGATATCCACTGTCCTTGGGGCGCCCAATTCATTGTGCAAAAGCATTTA 

AATCAAAATACCCTATTTGTTATTTTTTTAAAAAGTAAAGTGGGGATGAC 

AAGTCAAGTGGAAATTTATCCCAAAAGAGTGGGGATTACTGTGACTATCT 

G AGG AGTTATACTTG A i ' 1 " M J " 11 GTCTG ATTTTA ATGG ACTGTAGG ATCT 

>Sequence 1296 

ACAATGCACATGCCGAAAGACCTTAATTTTGGATGTGATGAAATGTTTTC 

TATGCCTGGAATAAATGCCTTTCTTTGGGATGTAACTTGCTTAAATAGTA 

TTTGCrCCTCATCTCTGTGAGTTACTTTAATTTTGTTTCTCTGAAGTAA^ 

CTATGATATTCTGGCTTTACTAGTGGTGACTCATCTATCTGGGTAAGAAT 

AGACTACATACTCATTTTGGATGTATTTTGATTTTAAGTTTGTAAACTGG 

TCCACTATTTTAAAATATTGTAGAGTGCTGATTACITCCATTTGGGCCAG 

TGTAGCACCCTGTGTTTATCAGGTAGGTAGATTGGATANTTGGAATTGGA 

ATATTAAAATCTATAATAAACCAATGGTTTTACAAATGCCTTTATAAATC 

TAACATTGCGCTTCATCTAGATAGAAACTTTCTGAAAGTGCTCCTGTCTC 

TACTTGGTGTATAAAAGGGATGACATTTCTTACAGACCAANTATATTGTT 

CGTTACTAGGATATTATCTGTGATCATCGTCCTCGTTCGTCAACAAGGAA 

AAGAATTCCATTGTTTAATGAAGAACTATGTGGATTAGAAGAGNATAAAG 

ACAACCGTCACAGGGGTCGCATTAGTAAATTGAAATGAGACATGGAGCAT 

ATTTAAAATGTCAGAAGATGTGTGAAATGTAAATCCATGACTACTCGGTG 

GTCGACTTCCGTCGTTGTAATATCCCACATACTGTAGTGGACAAGTTTAT 

CATAGCAGAACAGTGACGGAAATAGTCTTCGAGTCTCAGTGAGTAGCTAA 

ATATCGCACCCTTGTCATCGAACATGGAGAACTCATGATCAACTAGGATG 

AAATATTATCGTTGGTCATTGAAGGGACACTACATATTGAGATGCATGAT 

ACG 

>Sequeiice 1297 

GGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTTTAAGATATAGAT 

TTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATTGG 

ACAGGACATAATGTAAAACATAAAAGTGCATTTGTTACACTTACATATTG 

ATAGTGAATGGCTACCTGACCAATTTTTGTCTCAAGT TAATT TCCTAAAA 

CTATTTCAGTGTCTACTGGATTTATGCCAT ATTACACAT TTTGATATTAT 

ATACCTAAATATTACTGGCATATTTTTTGCriri 11 1 1 IGTTGGCTTCAT 

ATAGTTTACATTT 

>Sequence 1298 

CCCrrTCGGCX:GCCCGGGCAGGTACGCGGGCTTCXrrAC^ 
TCTTGCAGAGACTGCTCCATTCCAGTAAAAGGTGAAGGTTCAACTGGAGA 

CCTXXIAAAGTTGGCTGGGCCTACGGTTTGGGG^ 

GCACAGAGAGGGAAAGATireATGCCATGGTOATAATAAA AAGG CCCACC 

TGGGGTATGATATTGGGGACTAACGCTTG TTATTC CCAACGCTTTGGGAG 

GGCCAAGGTGGGCGGATCACGAGGTTTAGTTTTTCTAAACCAGTTrAGGT 

CAACAATTGTGTAACCCTGTATATTTCTTATGTTGCTAAAAAAAAAATAA 

T 

>Sequencc 1299 

GGTACTAAACGTGATGAAAAATATGCCAGACCTGGCCGGGCCTGGTGGCT 
CAACGCCTGTAATCCCTGCACTTTGGGAGGCCGAGGCAGGTGGATCACGA 
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GATCAGGAGATTGAGACCATCCCGGCTAACACAGTGAAACCCTGTCTCTA 
CTAAAAATACAGAAGAAAAAAGAAAAAAAAAAAAAAAAGGTTCTTTGTTT 
ACTGCAGTGTCGTCTACATGGCATTGGACAGGACATAATGTAAAACATAA 
AAATGCAATTGTTACACTTACATATGATAGTGAATGGCAACGTGACCAAT 

TTTTG 

>Sequence 1300 

ACATACAAAAAAATCATTAACTCATATATTrCAAGAGTAGGAAATGGGAA 

CTGGTGTTAAAACTCTTATAACATATGTCACTGTCTTAAGGGACAGTGTT 

TAAAAACGCATACCTGGCCGGGCGCGGTGGCTCATGCCTGTAATCCCATC 

ACTTTTGGGAGTGCCGAGGCTCGGCTGATCACAAGGGTCAGGAGAATCGA 

GACCATCTCTGGTTTACACAGATGAAACCTGAGTCTCTACTAGAAATTAC 

AGAAAATAATAAAAAATAAAATGTCT ATTGGA CTGAAAACAACACTAAGG 

TGCGATTTCCAGTTCACTGGGCGGTACTTTTTT 

>Sequence 1301 

ACATTTAAAAGGTGATGCTAATACTTTAAAATGTTTAAGATATAGATTTA 

AAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATTGGACA 

GGACATAATGTAAAACATAAAAGTGCAATTGTTTACACTTACATATGATT 

GTGAATGGCAACGTGACCCATTTTTGTCTGAAGTTAAAATACCAAAAACT 

ATTTCAGTGGTCTCTGGATTTATGTCTATATT GAAAATCTT GGTTACTGT 

ATTCCA A A C I I I i C 11 GGC ATAGCATATTTG ATTTTGTTTTGTTGTGCTT 

TTGAGAATATGGACTATT 

>Sequence 1302 

CCCTTGAGCGGCCGCCCGGGCAGGTAGGGCGCGCAGCAGCACTCGCCAAA 

GTCGTCGGAGATGCGGCAGGCAAGGCACAGAGGAGCAAAAGTGCCGCACA 

GACAGACAGGCATGTCGTTGCAGCAGTCCGTGAGACCTGTGTGCCAGTCA 

CTXjAGCTGGGTCTGGTAGCAGCTGGTGGTGGCGCACTGGGGCTGACTQGT 

CACAGGGTAGGACATAGCTTTGCCTTTCACGTTGTCGTGCATCTCAAACT 

GCATCTTGCTGGCCCTGAGGAGGTGGCGTTGGGGACGGCAGAAGTGGCTG 

tggcaacagtggcagagtctgtccaagggacgctggatactgcaggatcg 
cgatggcagtga - 

>Sequencc 1303 

GGTACTCAAAAAACAAAACAATGGAGTATGTCCTGTTGGTAGAAAAATTT 

GAGCAACAAAATAAATAAAGTAGTATAGGATTATGACCCCAAGTATAAAA 

TAACCATCTATGAGTCCATACATATATAAATAAATGATTGAATAAATATA 

TAAACGGAGAAGAAAAAAAGACTATCCATAGCAGAAGAATTCCAAATAAT 

TTTATAGACAGCTCCCCTTTAAGAAAACAGACCTACTGAGTGTGGTCTAC 

AATTAATGCTCGCGT 

^Sequence 1304 

GTGCGAAATCGTAATGCGTTAACATCTGGGGCGCCTAATGCGTAGACGTA 

CCTTCATGAGTTACGCCTGGCGTGGCCTTACGAGTTACCTAATTCAAATT 

TATTTGCGCTCGCXriTCATTTGATCAATTTTCCATACGCGAAACCTGTAG 

CGCCATCTTTATTTAAGAAATCTTCCAATCCCCCGGGAAAAGCCGTTAGC 

TTATTTGGGCATTTATCCCGATACCTCGGTTATCTTTACTCCCTAACACT 

CTGCCTTTCCGGTTrcGTCAAGCAGTATTAGTTTACT^^ 

TTCGGTTTACCCTCGAAATCAGGGAATTCCACXGCAAAAAACTTTT 

AATAGGCCTCCAAAGGCCCTAAAACCCTAAAAGGCCTCTT^ 

TTTC 

>Sequeace 1305 

_ . ACACraAAAACTGGACATrATAACATrAATTTTATTAGCTCT^^ 

GAGCTACATGATGTTGTGCACTGAAATTACCCAAATGTTCTCGCCTT^^ 

TTTCCTGGATGAGCTTCAGAAGGAGTTCATTACTACTTATAACATGATGA 

AGACAAATACTGCTGTCAGACCATACTGTTTCATTGAATTTGATAACTTC 

ATTCAGAGGACCAAGCAGCGATATAATAATCCCAGGTCTCTTTCAACAAA 

GATAAATCITTCTGACATGCAGACGGAAATCAAGCTGAGGCCTCCTTATC 

AAATTTCCATGTGCGAACTGGGGTCAGCCAATGGAGTCACATCAGCATTT 

TCTGTTGACTGTAAAGGTGCTGGTAAGATTTCTTCTGCTCACCAGCGACT 
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GGAACCAGCAACTCTGTCAGGGATTGTAGGATTTATCCTTAGTCTTTTAT 

GTGGAGCTCTGAATTTAATTCGAGGCTTTCATGCTAT AGAAA GGCTCCTG 

CAAAATGATGGGGAAGATTTTAAATACATCAT TGGCA rrrriCi'lGGAAC 

CACAGCCTGCCTTTACCAAGTAAGTTTTCTrrCCTTTTAAGA A^ 

CCATTATTGTTTACnnrTAAGGATCAAGTCTAACAATTGGGCATTTTA^ 

AAATTTTAAAACTCCVVAAAAAAAAAAAAAAAGGGACCTGGGCGGAACC^ 

CTTAAGGGAATTC 
>Sequence 1306 

GGTACACCAGTGGAGGACACGAATTCTATACCTGTAGGACAGTGCATGGA 
GAAAAACCTAATGCCGGCIXjTCCCTCAAAAGCCTGGGGCCAGTGCCTGGG 

ctgtcacctcatccatgctatcagtctactttccctcttagccacagaaa 

gccctgaagaaagtggcataaaaatgacctggctgggcacagtggctcat 

gcccattatcccggcactttgggaggccgaggtgggcagatcacctgagg 

tcaggagttcaagaccagtctggccaacatgatgaaacccggtctctact 

aaaaatacaaaaattagccgggcatgatggtgggcgcctgtaaccccagc 

tactcangaaagtgaggcangaaaatctcttgaacccaggagacggaagt 

tgcagtgagctgagatcgcatcattggactccagcctcagcgagaacagc 

gttgaatttccctttgtttgaactg gctttt c atggt ccttaa 

CTCTTCAAATGGTTCTATGGATAl ri ri l riCCTTTTGAGGTTGGACCTT 

ttaatctacttggttttccctggttggtgcaaagtgtaccctggccgggg 
cgcccggtttaaagggcgaaattccaacacactgggcggccggttctaag 
ggatcccaccttggttcccaacttggcggtataaagggcataccgtgtcc 
tgggtgaaaatgtttcccctcaccattaccg 

>Sequence 1307 

GGTACCCTTGTTACAAATATACCATCATCATCAGGTCTGAATGGGTTTCC 

TCTACCCCCGACACCACCTGATATGCTAAATCCAAGTTCTGGATCCTTrT 

CAACCCTCACTCGAATCTCTTGTTTTGCCAGTTCATGGCCTTGTCTAGGA 

GAACAATGGGGCTGTGTATATGGAGACTGGTGGGCCACTTTCAGCATCAA 

GTAATCAATTAGTTGTTCTCTAGAGGGATGCCTTGCCACAGATGCCTGAG 

GGGGGTGATGTATTTGACTATAATTTGCCTGAGGCCTGAGAGGCTGGCCC 

ATCTGTCCATTACTCAAAGGCATCTAAGAAAAACATGAAGTATCTTAAAA 

TGACCAATAATAATGTCTTATTTCAAATATTTGGATTTCTTCTTGGAGCA 

TTACAAAAGCACTAGAGTTTTCACATTCTAATTAAGTCAAACAATACCAT 

GCCACTTACTATTTTTCTATAATTTTAAAACTTAAAAGAAATAA GCTA^ 

AATGTCTTAATTCTAAGTTTCCrGAGTGCTTGTTGTTACACrCACrri^ 

TAAGCTTTTCAATGGAAGTACCTGCCCGGGCCGGCCGTTCAAAAGGGCG 

>Sequence 1308 

TTTATTCGCCCTTATCGTGGTCGCGGCCGAGGTACTTTGGGG Jill 11 1 1 

TTTTTTTTTTGGGTCACAGGAGTCCTGACTGGGAAAACCCTGAGCTACAA 

AAGCAAGATTTTACTGAAATTAATTATTTCACAGACAGACTGGAGATCAC 

AGGTCACTGAAAAGTCATTTCACTGAACAGAGCTAAGGATCTAGGATAAA 

TTGTAATAACAGCAAAGTGAAATTTTTTTAAAGAAGAGCAAAACTCAAAG 

TCAAAACATCACATACTCTTATGCCTTTGGAAAAGAAATAATAAAAATAG 

AAATTTGCCTCCATCAAAATTATAATACTATTTCTGAATTCAGGGAAAAG 

ACAGTGTTATTAAAGGAATTAATTAAATATATCAAATTTCTACTCTATTA 

TAAACATACCAAGAAAATGAAACAAAAAATrAATTAAACAAATTATTTGG 

GCrCACCGAAAAAGAAAATOCCTTCAGGTGTCACACACACACGCAC^AC 

AOCACGGCAAACAAAAAACTrACCX:ATriTATClTT^^ 

GGGTGGTrrXGGGCTKKJTrrAACTACATAAACC^^ 

TTACAGGGGGGATCAAAAATTGGCCCXXIACCATGCGG GTXXiG G TGGCC^ 

riU'rriUl'lCCAAGGGATAAAGATTACAGGTGGTGGACCTTTTGG'rrrri' 

ATTATAGAAAAGAGGGCCCTTTTGGGCCATTGGGGAAGGGCAAAAAAAAT 

TGGGGGGGTGGGCTGCTTT 

>Sequence 1309 

A cnii 1 1 iTiTi iTii rnii 111 lui i ic i 1 1 1 ii r n i i ii n rnT 

TTTTTTTTTTTTTTTTITTrTAAAA^ 
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ACCCAAGGGGTTAAGTCTTATTAATTCAACCCC CTTTTA AAAAACTGGAT 

TTAAAAAGGTTATTAAAAAAAAAATTGGACCCCGTTTTGAAAAAA AAAAA 

AAAAAAACCGGTTGGG AAATTGCTTATTGAA ACGAA CCTGGG CAA i I i 1 1 

TAATAAAACCCTGGCCAAAGGGGAGAAGGAATTTTTAATTTAATTTTTCA 

AAAAACCCAAGACCTTGGGCGGGAACAACCTTAGGGGGAAATTCAACAAA 

ATGGGGGGCGGTAATTAGGGAATCCAACTTGGGACCAAAGTTGGGGGAAA 

TAAGGGAAAAAGGGGTTCCTGGGGGAAAATGTTATTCGCTTAAAAATTCA 

CAAAAAAAAAGAGCCGGAAACAAAAAAGGGTAAACCCGGGGGGGCCAATG 

GGGGAGCCTACCTCCATTTATTTGGGTGGGCTCTATGGCCCCTTTTCAAG 

GGGGAAAAACTTGTGGGGCCACITGTTTTATAAAATCGGCCAACCCCCGG 

GA A AAAGGGGTTTTGCTTTTTGGGCCTTTTTCC I'l ' i T CITG A TAAAAA AT 
TGTTGGCCTGGAAGTTGGGTTGGGGGAAAGGTTTAATTTTACTAAAGGGG 
GAAACCGGTTTTCCAAAAATTGGGGAAAACCCGGAAAAAATTGTTAAA 
>Sequence 1310 

CCCTTTCCAGCGGCCNCCCCGGCAGGTACATACCCTTGTAGGATAATTCA 

TCTCTAATTGAGAGGGGAGCTGACCTTCTGCTTCCTTTTAATCCCAGATA 

CCGATTGCCTAAGGGATCGTTTGACTCAGACTAGTGAGAGGTGTGCAGAT 

GACATCCTTACACTCTGGTATCATGCTATATGGTTGTTGCATCCAGTTGT 

ATAGGGATGGCTGAGCATATGCATAAATTAGCGTCACTGTATGACAACTA 

TCTATATAATGGTTTAATTATACTTGGACGTCGACCCTGCATATACACTA 

TATATTTCTTGGAGCTATCTTAACTGCGAAGAAATTGTAAAATTTGAGAC 

GTCTCTCATGAAACATATTGAGATATGTCGATAATGGAACATGTATTGTT 

TCCTCGTTGTTGGTATAAAATATGCACACTGAGCTCAAGCGCATGTAACA 

CTAAATATGCAATTGGTAAGTTATGAATCTCTGTTGTCCATATATAATAT 

ATACATGAGTGGAGTGTACAAGTGGGTTCTCTCTCTGTGTGACACCTAGC 

ACACTTATATGCACGTGGATATATATACGTACATATATATGTCAACAGAT 

GCGCATATAAGACATATATACCTAGGTGATANGTCTATGCATAGAGTTTG 

AGAGAGTCACAGTACATCACTTGTGACATATGCAGTACGAGTGTATACAC 

ATATATATGGTTGCACATGATGAGATCTAAGACTATATGGTACTTTACAT 

ATGTACGTGCGCGATAAGTCGACACTCATGNTGGTGATTATGTAGTGTGT 

TATATGTCTACTTACACATATGTGACTAGATGTATACACTGACTGTAAGC 

TCCTCAATACATGTGAGTAGTGTACACTCTATCGTGTGCGTAGTACACTA 

CGCTCCTATATGTGGTCTGTTATGTATCTTCTGTCATACATATAGGTCGC 

GGTGCGCGTTATATCTTACGTGTGTGATATACCGNAGCACTCGTGAGATA 

CGCAATGGCATTGGTGTCGTGACATATCATTTGTGACTTATGTAAAGNTA 

GATATTACGTGTGGTGTGATAAAACANTCGATATGTCTCAATGTGTCTAG 

TCACTATTGATACGACACACGACATGTCTGGTGCGCGATGATAAATGACA 

TATTATGITCTATATAANACATCTCGTAGCACTACGTCATGATTGACATG 

CGAGT 
>Sequence 1311 

ACAAACTAAAATTATGGGAGAAGAAACTATGAGTGAAACXiATGAGAAAAA 

CCTAATGCATGATGTAGAACTGAGTGGTGTTAATAGCAGAGCACTGGAGG 

GAAGGGCCACAAAACTCTTCACCCCAAGGTCTAG AATC ATTCTAGAATCA 

TCCTACAAGCCTAGTTTTCATGAGATrcAGCOCTATTTTATTT^^ 

TTGGAATTATATGAAATTACGAATTTCTGTGTGTTGTCAOCTGTAATAGA 

ATACCCTGGAATTTTATTTACTTTTAATTTTGTTTAT^ 

TGTGCCATCITCTCATGAAAAAGAGGCAGTATGTTAAAAGTTTGAGTTCA 

GATTTICTGATGTAGATAAATAAGCTAAAGAAGGCAGGGTGAAQTQTGAT 

ATATGAGAATTTCCAGAGCAGGGTATTCGTAACTTOTAAGTATTTAGTCC 

AAGTTCCCTCTCCCAACACATTTTACACTAGAATAAGATTGAAAGGCCAG 

ATGTGGTGGCTCACGCCTGAAATCACTTTGGGAGGCCAAGGCAAGTGGAT 

GGCTTGAGCCCAGGAGTTCAAGACXrAGCCTGGGCTACATGGCGGAACCNC 

ATCTCTACAAAAAAATACAATAAAAGGTAACTGGGCATGGTGGTGTGTGC 

CTGTATTCCCAACTACTTGGGAGGCTAAAGTGGGAGGATCACITGGACCA 

AGCCAGGTCAGGCTGCATGGAACCATGCTTGTACCTCGGCCGGACACGCT 

AAGGCGAA 
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>Sequence 1312 

ACAGTAAGCCAAGATTGTGCCACTGCACTCCAGCCTGGTGACAGAGCGAG 

ACTCTGTCTAAAAAAAATAAATAAATAATAGAGGTGAATGTCTGCATTAG 

GATCAAGACAAGAAGAAGACAGACAATCACnTGGAATTCTGAGACTACC 

TCCAAGAATCATCCACGGAAGGATGTCAGCCATTTAACCAGGGCTACGGA 

TCAAAAAGGAAAAAATACAGTCAGTGGACAAGTAGAAGAGTCTCCTGAAA 

AATATCCGTATTTGAAAAGGCAGCAGGAGTTGATAGAAAACATAACTAAA 

AAAGTAGAAGACACTGTTAAATTTGAATCTGGATCCTATAT 

>Sequence 1313 

GGTA crri 11 11 ri 11 rrrri ' i ' i ' i iT F iG ^ 1 1 1 r 

rrrrirrrri rrmii ' i 1 1 1 1 n 1 1 1 1 a aaaaaaaagggcaattttaaa 

AAAAAAATGTAAATTTGCCCGGGTAACCCCCAAGGGAAAG TCCCT GACCC 

CCCCCAAAAAACCAAGGCTTTCCCTTTCCCCAAATTTACCCGTTTTCCAA 

AAACCAAAGTTTTAAAACCTTTGAATTTTAAACCCCCCTTCTAACCGGAA 

AAATTTTTTCAAATCCCCrTACCCCAATTTAATA TAACCCA AAATTATTT 

TTTCTAAAATAAAAATTACCCCCCCCAATTTAAG 1 1 UTI 1 AG CCCAAA A 

TTGAACCAAATTAACCCCCGGGTTCTAAAACCCCAATATCCTGTTTTTGT 

ACCCATCCAATCAAGGTCCCTGCCCGGGCGGCCCTTCTAAAGGGCCAATT 

CCCCCCCCCTGGCCGCCCTTCCTTGTGGATCCCACCTTTGGCCCAACCTT 

GGCATAAACAAGGCCATAACCITTTCCTTGGGAAAATTTT^ 

CATTTCCCCCCACTTACTGCCCCGAACCATAAAATGTAAACCCCGGGGGC 

CCCCAATAAGGGGCCCCCCCCCCATTTATTGGCGTGGCCCCTCCTCCCCC 

TTTTCCACAGGGGAAACCTTTCGTCCCCACTTTTATTAATAATACCCCCC 

CACACCCCGGAAAGAGCCGGTTACGGTTATTGGCCCCCTTTTCCGTCTTC 

CTCCTACAAGACT 
>Sequence 1314 

CCCTTGAGCGGCCGCCCGGGCAGGTACCTTCTTAGAAACCTAGACTCCAC 

AGAACACTGTTTGACAACCACTGCAGTAGAACATAATATATCAAGATTCT 

ATG AGTGGG 1 ' 11 C I T 1 C TTCATTTTTAC ATGTT GTAG AATA ACATGC ATA 

ATCAAAGCTAATAATACTGTGI'l l ICl 1 lACTCTTTTA TTTG CCTCTAAA 

GACATCCACACATAGTCGTGAACTGATrTTTAATGCGTTTTAAATAACAA 

GCATTGAAAAATATTAATAATTGTAGTTACTAAAAGTATTTCTCTTTGCG 

ATTCTCTTATCTGTGTTTCCAGACCGGTTGGAGGGTGACAGATCAGAATG 

CTCTGGTCAAGAGAATGAATATGAGGATGAGGAATAATAAACT CrCTTT G 

GC AAGC A CTT AAATGTTCTG AAATTTGTATAAG AC ATTT A TTATA m n 

TTCTTTACAGAGCTTTAGTGCAATTTTAAGGTTATGGTTTTTGGAGTT^ 

TCC Crrri rn i GGGATAACCTAACATTGGTTTGGAATG ATTG TGTGCAT 

GAATTTGGGAGATTGTATTAAACAAAACTATCAGAATGTTT TAAG ACTTT 

TTGCCGTGTATGAAGAGTGCTAGAAAATGCAAAGTGCCATATTTTCCCTA 

ACCTTCAAATGTGGAACCTTGATTCAATGGTGAAAATAATTTCATCATAG 

TGAAATGTTGGTTCAAAATAATTCTACACTTGCATTTGGAATGTTGTTGC 

nTTATATAAAGAGACTGGTTGT 

>Sequence 1315 

CCCTTTGCGGCCGCCCGGGCAGGTACATTTGGTGGAGTTTGAGACCAGCC 

TGGGCAACACAGTGAGACCCroTCTCTAAAAGCATTAAAGCATTAATCCT 

CGCATTTCGATAGGGCTATGTAGCTTTTAAGTAAGCAATGTTAGAATGAG 

TTOTAGAGTTTTATriTroTGAATATAGTGAGTGACAGATGGCAATTACA 

TGAGGATATTTGAACGAAGGTACC-. 

>Sequence 1316 

TCTACGAAAGACACrrATTATICTAACATGCATCAAGTAAAGTAA 
GGAGAGAGGCTGCGGTGTGTGGGTAGGGGATGCAGGAGAAGCTGTGTAAG 
GTAGTGGACAGC 
>Sequence 1317 

ACTTNNATGTCi 11 n 1 1 1 ri n 1 in iTH riTi 1 lai^^ 1 11 r 
rrririAcccrGAGTCAGAAAArri'i'i'riAATAGTTACAAAAirriri 11 

11 1 1 1 1 11 11 1 1 lA CAGAATCAGTTTAAAATAGCGGGGGATTTCTCCATA 
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ATTATCAAAA l Hill I ri cri GGGGTTTTGGCTAAGGGGGGCTGAAATC 
AACAAAAGGCCTTGGACTGTTGGCTCAAAAATTATTCTAAAAAGCCCCCC 
CTGTTGATATTTGGCATGCTTAGCCCTTATGAAATGACCCCnTCCTTAAA 
AAAAAAAAAAAAAAGTTCCTTGGGCGGGACCACCCTTGGGGCGAAT 

>Sequence 1318 

CCCTTAGCGGCCGCCCGGGCAGGTACTACrrriGl rn i Ti l 11 1 1 1 TTG 

GATCAATAAGTTTATTTATGTTGCATCACACAATAGTTACACAAGCATTA 

AAAACACATGCACACGTGTTTATTATACCATACATACAAACACACATACA 

ACTTAATATTTACAAGCACATACAAGCACATACAAACATA TAAACA ACAA 

ACAACACTAATTTAACATACATACAATACTTACAGCTTA CGirrniGCG 

TTTAGCAGTTGTAGAGGTAGATGAGGCGGTGGGTGTAGCTTTTCGTTTTC 

CTAATGTAAATITTGGTTTGGCCATTAATCCTGCTTGTAGTAAAAATTTG 

CGTCCTAAAGGAAACTGATCTAGGTCTGCAGAAAACTTrTCCITTAAATA 

TACTGCCCAAAAAGAGTATTTTTTAAGGGGATCTTCTTTAGGTGCTGGAA 

GTGTATTGTTTTGACAAGACATTGCCTGGGATGTTACAAAACCTTAAGTA 

TCTTTTAAGGGGCCTCCTGGGGGAGGTTGTAAACCAAAAT TTCAG ACTTC 

CAAAATAGTGGAATGCATAAAATGTTTTTTATTTTAT AACGTT TTCAG^ 

AATGTTATTTTCAAAATTGTAAAAAAAACTGTAAAAATTTTTCATTCTAT 

GGTGGAGGTACTTGGGCCGCAACCCTCTTAAGGCTAATTTAGCAAACTTG 

AGGCCTTTCTAAATTGTTCGAATTAGGTCTCTAATCTTGTTATAAAT^ 

ATATATCTGAATG 
>Sequence 1319 

GGTACATGAAAACATCAGTGTGACAGTTAATATTAAATGTCAACTTGATT 

GGATTGAAGGCTGTAAAGTCTTGTTTCTGGGTGTGTCAGTGAGGGCGTTG 

CTAGAGAAGACTAACATTTGAGTCAGTGGACTGGGAGAGGAAGACCCACC 

CTCAATATGGGTGGGCACCATCCACTCAGCTGCCAGCGAGGCTGGAACAA 

AACAGGAGGAAAAAGGTGGGATAGGTGACTTGCTGAGTCTTCCAGCTTTC 

ATCTTTCTCCCCTGCTGGATGCCTCCTGCCCTTGACATCAGACGCCAGGT 

TCTTTGGCCTTTGGACTCTCAGACTTACACCAGCGGTTTGCCGAGGGCTC 

TTGGGCCTTTGGCCACAGACTGAATGCTCTACAGTGTTGGCTTCCCTACT 

TTTGAGGCCITTGGACTCGGACTGGGCCACrACTAGCTTCCTTCCTCCTC 

AGCTTGCACGTGGCCTATAATGGGCCTTCACCTTGTGAACATGTGAGCCA 

ATTCTACTTAACAAACGCCCCTTTATACATACATATATCCTATTA GTTC T 

GTCCCTCTGGAGAACCCTATACACrrcGATAAAATGTCAATAAAATTTTAA 

ATAT 

>Sequence 1320 

GGTA crmTi rrriTiTi ' ii 1 ri 1 1 11 1 1 i ci 1 1 n i 1 1 1 1 1 a i tttt t 
iTnTiTrmTrrii ' rrrri ' rri ' i rrrrri ri i 1 1 1 ia ai i i 1 1 i i ha 

ATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAAAAA 

AATAAAAAATACACCCATACCCAATTATTTCAACTAAACCAAAAAAATAT 

TTTNAAAAAAAAAAAAAAAAAATAAAACITAAAAATAAAAAAAA AAA 

AAAAAAAAAAAAACTAATTTAAAAATAAAAAAAAAACATTTAATCCTTTA 

TAAAAATAAAAAAAATTAAAAAAAATAAAAAAAAAAAAAACAAAAATAAC 

ATTTTCAAAATCITCATATCCATATAACX:CTAACCAAAATAAAAAAAAAA 

AATTAAAATTACAAAAATATTNCI ICI I 1 H AA AAAAA AAACAAACCCCA 
AAAAAATCAAAAAAATATACAAAAAAAAATAATTTTTAAACAAAAATCAC 
AATCCAAAAAATAAAAAAAAAAACAAAAATAAAATAAAAAATAAAATCAA 
TACTCATAAAT 

>Se^»ence 1321 

GGTA CITI 1 1 1 11 1 1 1 1 11 1111 1 illTnri C TiCTr^ 

• m iTiTi 1 1 A 1 1 1 1 A 1 rm rn i i TiTiTn i i i 1 1 ri 1 1 1 1 1 1 1 1 1 1 

ATA ' A - ATITI A A A A A A A A A A A A A A A I A A I I ' A A 1 A A A A I T A AAAAAAA ATCC 
CCCAATTTAAAAAACCCCCX:CCCAATTTTAAA AACAA AAAAAATTTn^ 
AAAATTCCGAGAGGGGAAAAAAAAAAAAA AATTTTC TAAAAAAAAAAAAA 
ACCCCGGGGGl l l l A 1 A 1 AAAAAAAAAAAAATTTTTTAAAAAAAAAAAAA 
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AAAAAATAATTTTTTGAAAAAAAAAAAAA^ 

GGTTTCTTTAAAAAAAAAAAAACTArri rrrri'l 1 1 1 I 1 lAAAAAAAAAA 
AAAAAAAAAAACCCCCCTCA' rrn I i 1 AAGAAAAATTGGGGGGGA AAAAA 
AACCCCGAAAAAAACAAAAATCTTTATTTAAAAACATC AAAAAA CCCGGG 
GAGGTTAAAGAAAATATTTTATAAAAAGACCCAAAAAAri 1 1 1 lAAAAAA 
AGAAAACCACAAAAATrrATATAAAAAAATATAAAAAGGATCTTCTN 

>Sequence 1322 

GGTACAGAGCTTCTTCCTATTAAGTGCCTAAACTATAGGCAAACTTTGGT 

GTTCCCACTAAAACACAAGAGCCTCACACAATTAGGAAAAAAAAATCAAA 

AGAAACAAGGAAACTGAGAATGGAAGTTAGTGTAAATCTCTGCATTTGGG 

GAGTTGTCATTAACTCCAGAGCCCAGCATAGTTTCCATGGAGCCCTGAAG 

GGAGGGGACCTCCTGCCACAAAGAGTTTCGTTCCAGACGAGTCGTAGCAG 

TGGGTGTAAACAGCATTGGGGAAGAAGTCAATGTCTGAAAAGTAATTCCT 

CCAGGTTTCATCATGATTCTACGGGAAGAGAAAGAGACTACAATTAGCAC 

CTCTAGCCATGGGGCAGGAAAAGGGGGAGGAAGGGACAGGAATGCTTTCT 

GGTCTCCTTAAGGGAACAGGGTTCTACAGGT 

>Sequence 1323 

Ac ri iTi i 11 i nil 111 1 1 1 1 i i TrrTTCTTi'ri i 11 1 1 in i m i r r 
rrrrnrrmTrrrrrri I n 1 1 1 1 1 1 1 1 1 1 r i i i 1 1 1 1 1 1 1 1 m n i 

111 11 1 11 rri AAAAAATAAAAAAAACC AAAATA AAGGGGGGGGAAAAAA 

ATTTTTAAAAAAACTTTCCCAATTGGGGTTTTTTAAGGGAAAAAAAAAAA 

AAAAAAAAGGGAAATTCCCCTAAAAAATTTTTA CCCCCCCCCC TTCCAAA 

AAAAAAAAAA l ' l l l l 1 1 1 AAAAAAAAAGGGAA ACl l i l l 1 1 i lAAAAAAA 

AAAAAAAAAAAAAlU'rriMGGTTATTTTTGGGAAAGGGGGGGG AAA AAAA 

AATTTGGGGGGTTGAAAATTTAAATGGGGTTTTA AGGGGAGGG TTTACCT 

TGGGGGGGGGGGGGGGAAAAACCCCCAAAAAAAl 11 in 1 1 1 1 AAAAAAA 

AAAGCCCAATTTGGGCCTTTGGGCTAAAAGGGGCCCACCCTCTCCTTAAA 

AAAAAAATTTCTTCTTAAAAAAAAAATTCTTCAAAAAAAAACGTTT CT^ 

AAAAGAAGGTTGTTGGATAAAAAAATAAGCGCCAAACCCTCAAAAATTIT 

GGGGGGAAACTN 

>Sequence 1324 

GGTACTTGGTTTAGTTATGGCTGTTTTTTGCCTCTAACACTTT TAT^ 

AAAAGAAAATTAAAATAGGTTATTGGGATCAAAGATATAGGCrrril OTT 

ACTITGAATGATTTTTGTAATTCAGAATATGCACTTGTTATTTCAGrrCT 

TATTTrrATAATTATTGGTAGAGTTCATCTAATTACCCTATAAATCCCTG 

GAGAAAGGTGGCCCCCATATACTTTATTTCTTGGTTATATGTATAAAAAT 

CAGTAGGCAATGTAAAAATGTTTTTGTGTGAATTTATGTGAGTTATAATT 

CTAATTCTATGTCAATATTCACCTCAGATTACCACATGAAAGCTCAGTCA 

CCAACTATGCCTCATACTGAAATACCCACTGATTAAATCAGTTGACAACC 

AGCTCCTATCGTACCTGCCCGGGCGGCCGCTAAGGG 

>Sequence 1325 

GGTACITATTTTA IlUU ' rrrri GTTTTGAGGCAAAAGGTAACGTGAAAAA 

GCAGGCATGGCATATAAGCAAGCrn 11 1 1 AAGGCTGAGTG ACTTATGTG 

GCTGATAGAGGAAGGATAGGAGGAAAGGAAATATAGTGAAAAGGAACAGA 

GAGGAATAATAAAGCTGGCAAGTCACAGACAACATAATTAGACTATCAAA 

AGAAAATTTGGAAGAAAGGCATGGACAGGAATAAAGACCTCCTTCTAAAG 

CAAGGTAGGGAGAGCAACTCGATGTAGATTGAAGAGAAAAAGGAAAGAAA 

AATGAATGTTCATATITGATGGCCTATGATTATCTGGGTCATGTAAAAGG 

CAAAGTAACATGTTXiVUlGTCATGAAATIXKKjTAACnTrATC 

ACAGTTCATACAACCAATTCTGAGAATAGAAGAGAACACTGACTATATGA 

ATAGAAGGATTTTAGAGACTTTACGACTCA GCCGAGT TTAAAT TAAAT AT 

TGGTAGGCATTCAGTCAATAAGGGTATACArrilUllCCGACAGCTTTAG 

CCCTTTATGAAAATAGAGCCTAAGAAAAAACCCCAAACGTATGGGTAACT 

ACCTGTGAATCTGGTTAGAACTGTTAGAAGGAACTTOCrGCAAAAGTTGG 

TAGTAAAATGCAAATTTAATCAGGTAAATGTCCAACATTGAATGGATATT 

GCTTAAACCACACCGTAAATTITTGAAAATGTAAACrrATTTAGAAAATA 
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ATTTAAIl 1 1 lAAGGGATT 

>Sequence 1326 

ACGCGGGATATTTATTTACAAAACACTTCATTATTTATAAAGAATTTACT 

AACAGTTTATCTTATTrATACCCATACATCTGCTACTTTGGGA GGCCCT T 

TACATAGAAAACAGCATTCITTTTGCCAAATATGACCAAATTACTT^ 

TTATAATTTTTGATTTATGTTTCAGCTAGATCTAAAAAGCATCTGAAGGA 

ATTTACAATGAAAGATACCTATGCAATAACATTTAGGATAATCTTTGACA 

TTTTGGAAAAATAAGAATTGAGGAAAAAAGTGTATCTTTCAAGTAGATGC 

AAAGCATTATAATGACTGACACTTGTATCTAACTCCAGTCTTACAGATAA 

CTAAGGCAAAAAGCTAAATAAACAATATGTAA CCTCTAAC ATTTGGTAAA 

AGGAAGTATACTGGTCTGTTAGCAGAGACAAACl'rrrillAGAATTGAAG 

TCTGAAACAAACAAAAGCAATTCAATGTCAATAGACATTAAGCAACATAA 

TAGACAAACATCTCCTAAGGGAACATTTGTTACAGCTGCTCCTTTCCTGA 

ACTGTGCTTTGGAAGATAAGCTCTGTCCTGAATCCAAACCAAGCT 

>Sequence 1327 

TATACGGCGAATTGCAGCTCCACCGCTGCGGCAGCCGACGTACATGCCGT 

GGAAGAGACTCAAGTAGGAGCGCCTGCCCGAGCTGATACTAGATGTGAAC 

CTTTCACCATGAAAATGTTAAAAGATATAAAGGAAGGAGTTAAACAATAT 

GGATCCAACTCCCCTTATATAAAAACATTATTACATTCCATTGCTC ATGG 

AAATAGACTTACTCCITATGACTGGGAAATrrrGGCCAAATCTTCCCTT^ 

CATCCTCTCAGTATCTACAGTTTAAAACCTGGTGGATTGATGGAGTACCT 

GCCCG 

>Sequence 1328 

CCGGGCAGGTACCGGAATCTGCAGATCGCCAAGATTTTCTATAATGATGC 

CCTCCTCACGTTTGTCTGGAAACTGGTTGTGAACTTCCGAAGAGGCTTCC 

GGAAGGAAGACATAAATNNNCCNANACGAGGGGGGACATAGGAGCTCCAC 

GACWmn-CTIXrrATTACTCGGCANCCCCCTGCAAGCCTCTCTTCA TC 

GGGCCATTCTTCAGCAATNAAGAAGGGCAAACrcrcCAAAGTTCATTTTG 

GGTAGCCAGAACCAGGGGGCTGCCACTTCTGGCAAGCX:CCTGGGGAGCCC 

AGGCAAGGCCnrCATGGAAGAACCTCTTGGCCAAAGGTTGAAGAAACGAA 

CAATCATATGCCTGNCATGGGGAGGTCCCGAGGAAGCCCTGGCTGAATGA 

GGTACCCTCGGGCCCGCTTCTAAGAAACTAAGTGGGAATTCCCTCCGGGG 

CrGGCAGTGAAATTTTCGATrATCAAAGCCTrAATTC GAAATA CCCGTCC 

AACCCTTCGGAGGGGGGGGGCCCCGGGTAACCCAAGCTTTTTGGTTTCCC 

TTTTAGTTGAAGGGTGTAAATTGGCCGCGCCTTTGGCGGTAATTCATGGG 

TCAATAGGCTGGTTTCCCTGTAGTGGAAAATTGTTTATTCCGGCTCAACA 

ATTTCCCACACAACCATTACAAGCCTGGGGAGCCATAAAAGTGGTAAAAG 

CCCTGGGGGTGGCCTAAATGAGTTGAGCCTAACTTAACATTTAATTGGCG 

1TGGCGCTCACCTGCCCCGCTTTCCCAGGTCGGA 

>Sequence 1329 

acagaaggtttgggattcagcatcacttccagagatgtaacaataggtgg 

ctcagctccaatctatgtgaaaaacattctcccccggggggcggccattc 

aggatggccgacttaaggcaggagacagacttatagaggtaaatggagta 

gatttagtgggcaaatcccaagaggaagttgtttcgctgttgagaagcac 

caagatggaaggaactgtgagccttctggtctttcgcx:aggaagacg^ 

tccacccaagggaactgaaagcagaagatgaggatattgttcttacacct 

gatggcaccagggaatttctgacatttgaagtccx:acttaatgattcaag 

ATCTCKIIAGGCCTTXKiTGTCAGTGTCAAAGGTAAC^^ 

ACGCAGATTTOGGAAlVl'i'l O l C AAGTCCATTATTAATGGAGGGGCAGCA 

TCTAAAGATGGAAGGCriTCGGTGAATGATCAACTGATAGCAATTAAT 

AGAATCCCTGTTGGGCAAGACAAACCAAGATGCCCTGGAAAACCCTAAGA 

GGTCTATGTCTACnTGAGGCrATAAACGAAGAATGATCCCGCXnTCC 

>Sequence 1330 

ACCGTGTTTTGATAGTTGACTAACACTGACCTGTA ATGG TCCTACACCCT 

CTCCACTTACITACACTATCnTAGGTAAATAAGACTTTTATTCCTAAGT^ 

TGAATTTTCACAGGAGGAGAAATCTGGCAGATAGATCCTCACCATCATCT 
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GAACACTCGAACTGGACTTCCTTTTCTGAATTGACCAGTCAAAGAGAAAG 
GAAAAGAAAAAAAATATGACCGG 

>Sequence 1331 

GGTACTGTTKK:ATTAATAAATTAAAGCTCCATAGGGTCTTCrrCGTC^ 

CTCTGTCATGCCCGCCTCTTCACGGGCAGGTCAATTTACTGGTTAAAAGT 

AAGAGACAGCTGAACCCCCCGCGTACCACTGTAATCATTATTCCCAATGT 

TATGATTACATTGACAGATAACTCCAGTTTTGCTAACCTGAACTGATGTT 

ATGGCCATAATATGTTGTTGATTCATGGCAAATGGTGATGTGTGAGTTAT 

GATCCTGTTTTTCTCACAATGGTGGTGGAGGCCGGGAGCTTATATGTTTA 

TTTATGTATGAATGACGATAGTAAGAGATGGCATATAATCACCAGACTGA 

TCATATTGGATTCTTTGGGGAACGGAGCCGGAAGGGAGTAAACAGAGAAG 

CTTGACTCTTTATATATCTGTAATCTGCGGCTTTTTACAATGAGCATGGT 

ATTTTAATATTTTTAAATATCTGATTAAGAAACTTATGAAAGAGCCGTNT 

TTTGAGGTTTAGTGCTAAAATAACACTTAAATGTTATTCTTAAACAATGC 

AACTAGTCTGGGTGAAAGAGACCATAAGGCGCTTTAAAACCATCCATTGG 

ACTCAGGGAAAACCATGCTCCCAGGGGGG AATGA AATCTAGTGGTCCTTT 

AGTAAGTCTTTAAAAGACCCTTCAAAAAATTTTTTGTGTTCACTTTATAG 

TAACCCACACCCTCTTCCCAAGATTGCCTAAAGGGGTGGGGATGGTCGGG 

CITTATAATATTTCGGCAATGGAATITGTGGATAACGTTTGGAACGGGA 

AATCTTTGGG 
>Sequence 1332 

ACTGGATTTTTGCAAGCCCTCTATTTAAAATTCCCCAGAAATTAAATAAG 
GAGGCITTGGAGGGAGGAATGCCCTAGACAAATTGTGG AGTGGGTTTGT T 

TTGTTTATGGAGATGGTCITTAAAGTCTAAATTGTCCCCGTTTTA 11 1 1 1 
GCCCAATTGAAGAGGGGCTGAACTCAGCTGGGAGGGAGGGGATGGTTGTC 
AGCCTACAGCTTTTAGTTGAAACCAAGTCCATTCTGGGGCCAAGAAGC^ 
CCATTTTTAGCAAAGAGAGAAAGGCGAAAAATATACAAACCTCGTACCTC 

GGCGCG CG ACCACGCTA AGGGG 

>Seqiience 1333 

ACTTAATTCATTCTACTTTGTGTTAACTATCTTTTTATGTGTAGGTCTCA 

TCACCCCAACCAGACTATAAATTCCTTTGTCATTATTTAAATCCATGCAT 

GGAACTCCCATAGACATCAACCAATCACCAATAGACAAGCCTTAGAACAT 

GTATTACAGGAAAAATAGAGTAACACATACAACTAATACAGAGGAAGAAC 

AATTGACATTAAAGTAGAAAAAAAAATTAACACTCTTGGAGTCTATAGAA 

AAATGTAAAGAGAAAGAGAATTGAAGATAATACGTCAACTTAGAAATATT 

TAGTTTGCCTGCTTCAACATCAATAATAAAGCATA CTAGGAA AAGTGGTC 

CITTTAAAGCGATTGTTACAACTCTCTGAGGTGCrrGGTTTT^ 

TTCTTGGCCTGAGACTGAAACTTTTATTCAGCGATTGGCTGGGTAAGAGA 

ATCAATTAAGAGATTAATGCATCGCGCCATAAACAGAAGACTGCCGTGGT 

GAGAGGTAACTTTGTGACATTGTGCTAGGTTITCATATGGGGTGTGTTAA 

GGGCTGCAAATAAATGTTTAGCATTGTAG 

>Sequence 1334 

GGTACAAAGTTCAACAAAGTTTGTTCTTGATTAAAAAAAAAAAGAATGAA 

TATCTAATGTATAAACAACrcCAACTTAGATmX:AAAATCCT 

TTCACATTTGTGCTTCTTTCTACACAGCTGTCA^ 

GTATTTCACTATGTAAAATGGGAATTTAATCTTTATAAATGAGGCAT^ 

TGTAAAAAAAAAAAAAAAAAGT 

• >S<quence 1335 ... • 

ACAATAAACCACKXAAAGAAAATAACCAGTTAGCACTTAAATAAGAATCT 

ACCATGTAAAAAACACAGTATGGGACACTACAAGGTAGTATTTATATATT 

TTTTAAATGACTGAGCTACAGTACC 
>Sequence 1336 

CCCTTAGCGGCCGCCCGGGCAGGTACATCTATCTGACCCCAGAGTTACCC 
TTTTCTATCATGCCCCCGTAGGATATTGCCTGGGGACACCTGACAACAGA 
AAGTCTAAGGTTTTCATCTAGGATTGGGAGTTACCCCAACACCAGCAGGA 
TGCAGGAAAAAGTAACTGACCGGATGGTTGCCTCAATCTGTTGATTCTTC 
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AGTGAGTTAGCTCAGATTTTGTCCAGGAACAGCTTTCAGAGCCAAAGATT 

ACGTATTGAACTCTACCAAGGCATCTGGTGACTAGAAAACTCCTGGAAGG 

TGGTCATAGCAGAAATTGTTGGGAAAGTTCTCAGCATATTAAAAGAGAAA 

TTTITATTTCCTTCATGATCCACTCCTACAGGGAAAAATAAATGGCAAAT 

GAACCCATGTATGTCAGACTCTGTAATAAACATCAGTGAGATCACAGTGT 

CAAGAAATTTCAGCCTGAATTAAAGATACCCnTGCTCTCrrTAAGAAAGAA 

ATAGAGTTAGAAATTGTCCCTTGGCCCGACCACCCTAAGGG 

>Sequence 1337 

GGTA crrnri I ' rrrn 1 1 1 1 i ri i i rriG CAAACCTTATAAAXAAAAAG 

TGGTATGCCAGTAAAGTTTCAATTTACATTTCTCTTCTGAATGAAAC^ 

GCATTTTCCATTTTCCTCCTAGATTCTTAGGAAGCCTTTGTATCT 

ATAAGTTACTTTCTCCTTCITTGTCATGTTGTTTAACTTTGCACr^ 

TTTA A A ACCTGC AGTAA ATTTTAA ATC 11 " I " i C ATTCAGTGCTTCTGGTTT 

TCAAATCACATACAGAAAGAATCTCCCGAGTCAGAGGGTGTGACCACAGT 

CTGTTCTGGTGCTTCTATGGCTTCATCTTTCACATTTGAATCTCTGACGT 

AGTTGGAATTTATTCTGGGCTATAAGGACCCGACTTTATTTTAAGAACAA 

AATTTTTTTAACAAATGTTAAACTTAACTTCCTAAAGGCAGATTATTACT 

GGGACCATGTGTGACTNGCATGTCTATGTTTGCTTAGGAACATTCTTCCA 

GAAGAATTTGCAATGCTGAAAGGATGATGACTCAGATCGGGACATCTTCA 

TCTTGAAACATTATTGTAATATAGN 

>Se<juence 1338 

GGTACTTTTGGTAAAAGATTTTAAGAAGGCATGGGAATATGAATTTCTCA 

CCTAAGTTTAGAGGGTTAAAGGATTGTGTTAAGTGAGGAAGGAAAAAATC 

TAAAGGTTTAAACAAGTTGTGAAAGGTTTATAAAAAATTAATGTGTGCAA 

ACATATCGGCTAAAGTTAAAGAGGTATTATTCTGTTTTTCCATAAATTGA 

ACATTGGAATAAAAGTGCAACAGAGTTTTCCTAAATCATTGTTCTGCTCT 

TTAACAAAAAAAATATTGTAAAGGGTTATAAAAGGTTTATAAGAATCTTA 

CCTTATGGACAAACTAACTAAAACTGAATGGATTTGTAAAATGCTATTAA 

ACTAAATTAAGGCTGGACGTGGTGGCTCACACCTGAATTTCAGCACTTTG 

GGAAGCCGAGGCAGGCCGATCACTCTGATGTTACGAGTTTGAGACTAGCC 

TGCCCCTATGGTGAAACACTGTTCCTCTAACAATATGCGAGCGTGTTGCG 

GTCGCAT GATGT CCAGCTGCTTGTTAGGATGCGCTAGAGAATTGCCCTAA 

CTGTTATGCTTTGATCGTGTCTrCTN 

>Scquence 1339 

actaaaaatttccactatcagaagatcctgattaaaataaagaaatacat 

aaaacrcaaacagtaagtcaatgtgattatttgtttcatrrcagaagatc 

tatgggtcccactgcccgccacacgtgtctcctggttctcaacgaagtgt 

gaccagctcttctgaagaggtagggtgaatggcgactgtgttgtcaaagt 

ctgccttcgttgctcccatcttcagtgcagcagcagagccctgcagcatt 

tcatcacacx:caagtccx:tgcatatggatcccaaccaccttgtcttactt 

ggtggcacagaccattgtgatcacaccattgtgggtttgcttttggtacx: 

TCGGGCGGGAGCACGCTAAAGGC 
>Sequence 1340 

GGTACITTTAACTATTTGTTTCTTCTACGATAATTGGTTTGTTGTC 

TATCTACCTAGAGTAAATTTTGGCAATTTGCATTTTT 

TTO AATT TATTGTGTAAAATTGCTCAAAAT AGTCA ATTTAA^ 

CTGTTTTACTATTTCCCCXnTGTCATTTAAATTTT^ 

TCCOGCGT 

>Sequetice 1341 

ACTTTGACTATTriTrAGCAACAAATrAC^^ 

ATITAACACTTCCAATTTTGGAACTATTGGATAAATAATGATGGGATrrA 

AATAAAGCAATCCGATTCTACTATTACAGCATAGGGTCTCTTGTAGTCCT 

CTTAGTAAAAACTATTGTGACACTTCCllUlllCTCCAAATATTC GGCCT 

GGAAAGACCTAAATACAATGCAGGGATTGAATCAAATTCACACATTTTTT 

TTCCTACGGAAACAACAACCTTTCTTGCTTATATTTAACAAAAAC^ 

TAGATT 
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>Sequence 1342 

CGTACTATAGGGAGTCGACCACGCGTCCGGTGGTACGTGGTGCGGGATCG 

AGATTGCGGGCTATGGCGCCGAAGGTTTTTCGTCAGTACTGGGATATCCC 

CGATGGCACCGATTGCCACCGCAAAGCCTACAGCACCACCAGTATTGCCA 

GCGTCGCTGGCCTGACCGTCGCTGCCTACAGAGTCACACTCAATCCnXXG 

GGCACCTTCCTTGAAGGAGTGGCTAACGTTGGACAATACACGTTCACTGC 

AGCTGCTGTCGGGGCCGTGTTTGGCCTCACCACCTGCATCAGCGCCCATG 

TCCGCGAGAAGCCCGACGACCCCCTGAACTACTTCCTTCGTGGCCTGCGC 

CGAAGCCTGACTCTGGGAGCACGCACGCACAACTACGGGATTGGCGCCGA 

CGCCTGCGTGTACTTTGGCATAGCGGCCTTCCTGGTCAAGAATGGCCGGC 

TGGAGGGCTGGGAGGTGTTTGCAAAACCCAATGTGTGAGCCCTGTGCCTG 

CCGGGGACCTCAGCCTGCAAAATGCGTCCAGAAATAAAAACTGGGTCTGG 

GTGCGAAAAAAAAAAAAAAAAAAGGGCCGG 

>Sequence 1343 

CGTCTTATGGAGTCGACCCACGCGTCCGAATGCAGTGAAAGTGACACTGC 

CTGACCTTCAAGACTAGATCATCAAAGGTGCTACAGCTTCTGCTTTGGCT 

TACCCTCTCTGTCGTGGGACACTCACCCTTGGACCCAATCTCCACACTGT 

GAGAACTTCTATGCTACCTGGAGAGGCCTTCTATAGATATTTCAGTCAAC 

AGGCCTAGTTAAAGTTTCAGCCAGCGTCAACCACCCAACATGTGGGTGAG 

TGAACCCTCAAATGATTGCAGCTCCCAGCCTTTGAGTCTTCC^ 
TCCCAGTCATTGAAACAGAGTCAAGCTGCCCCCGCTGTGATTTATCTGAA 
TTTCTGACCCACTGGGAGCATAATAAATGATTGTTTTATGTTNAAAAAAA 
AAAAAAATAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGG 

>Sequence 1344 

TGTACTATAGGGAGTCGACCCACGCGTCCGTCCAGAATTTCTAGAGTGGG 

TGGGCATGATTCCAGTCAATGGGGGACCGCCCGTGTCTAAGCATGTGCAA 

AGGAGAGGAGGGAGATGAGGTCATTGTTTGTCATTGAGTCTTCTCTCAGA 

ATCAGCGAGCCCAGCTGTAGGGTGGGGGGCAGGCTCCCCATGGCAGGGTC 

CTTGGGGTACCCCTTTTCCTCTCAGCCCCTCCCTGTGTGCGGCCTCTCCA 

CCrCrcACCCACIXrrCTCCTAATCCCCTACTTAAGTAGGGCTTGCCCCAC 

TTCAGAGGTTTTGGGGTTCAGGGTGCTGAGTCTTCCCTTTGCTGT GCCCA 

GGTCATCCCAAACCCTTCTGTT ATTTATTAGGGCTGTGGG AAGGG i r r 1 1 

CCTTCTTTTTCrTGGAACACTGCCCCTGTTCTTCACACT 

CTTAAACTCATACAGATTGTCCATCATGGGGGGCATGGGTGGAGCAAAAG 

GGCITCCTTAACCCCGGCAGGCCAAGGCAATTGGTAAAGGAAGCACTTGC 

CCCCCTITCTGGCCCCTTCTTAATCTTTAATAAAAAACCCGG<^ 

TTTTTAAAAAAAAACCTTTTTGTTACAAAAAAAAAAAAAAAAAAAAG 

CGCCCCCTTTGACTTATCTTAGAGAAAAAAACATTTCCAACCTTCCCCTT 

GAACCITGAACCATAAAAGAAATCCATTTTTGGTTGTAA CCTG TTATTTG 

CACTTAATAAGGGTTCCAAAATAACAATATCCTTCCCAAT^^ 

AGCCATTTTTTTACTGGCTCT 

>Sequenoe 1345 

ACGCCTrGAGAGCCTAGGACACGGCCXGATATTACTGTGCGTTTCACAAT 

CGGGCCCTCTACTGGGGCCAGGGAGCCX:AGGTCACCXjTCTCCTCA^ 

CACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCIXXnCCA AGAfK ^ 

CTGGGGGCACAGCGGCCCTGGGCTGCCrGGTCAAGGACTACTTCCXXXiAA 

CCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACAC 

CTTXXX:GGCrGTTCTACAGGCXnTAGGACTTTACI^^ 
TGACCGGGCCCCTCrACAACTTTGGGCACCCX:AACCTACAT^^ . 
GAATTACCAGGCCATCAACCCCAAAGGGGCAAGAAAGTTGTGCCCAAATT 
TTTGACCAAGATGATACATGCCCACCGGCCCCGACCCCTAACCTCTGGGG 

GGGCCCGCAGTCTTTCCTTTTCCCCAAA 
^Sequence 1346 

GGTACTAGATTGGGTGTGTGTATTAAGAGAAAGACAGGAGTCAAAGATAG 

TTCCAAAACTTTTGAACAGAACACTGGATGAATACTGTTTACTGAGATGG 

GGAACACTTAGAGAAAAATGCATTTGGAAAGCAGAAATACGATCAAGACT 
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TCCATTTTTGATACATTAAGCTTGGTATGTTTAATTCATAGCTATATAGA 

GGTATTAAATTGGCAGGACAAAATCATAGCTAGAGATAAAAATTTAGAGT 

TCACCAGTGTAAAGATGATATTTGATGGCACAGGATGGACrilCTTCTGG 

GATTTGAGTATACATAGAGGAAAGATGTGAGGATTGAGCACCAGGGGACT 

TCAACATTGACAGGCTCAACAGAGGAGAATTCCCAAGAGGATGAGGTTCC 

ACCTTTAGGACCGCCAAAGAAGACTTCCCAGACAAGTACCroCX;CGGGCX3 

GCCGCTAAAGGG 

>Sequence 1347 

GGTACnTTTAACTATTTGTTTCTTCTACGAT AATTGG TTTGTTGTG ACTT 

TATCTACCTAGAGTAATTTTGGCAATTTGCATTTTTCTCAAAATAGTTT^ 

TGAATTTATTGTGTAAAATTGCTCAAAATAGTCAATTTAAACAAATTTCC 

TGTTTTACTATTTCCCCCTTGTCATTTAAATTTTTGTATTT 

CCCGCGT 

>Sequence 1348 

GGTACAAATTACTCTGTAATATTGCTTTCTATTAAAAGGGTGTGGTTTTT 

TTTTTTGTTG' rri - rrri l l H i l i AGCTAGTCCAGTGGTCI'rri lGATGT 

TGGTTCAGCTTAGTGGTTCTCAACCCTGGAACAACCCGTAGACCCACCTG 

GGGAGCTCTTAAAATTATCAGTGCCTACCCCACCTTCCAAGATTCTGATT 

TAAATCCTGTAGTGTTTTTAAGGCACCCCAGGTGATTGTAATGTACCTGC 

CCGGGCGGCCGCTAAAGGG 

>Sequence 1349 

CCCTTAGCGGCCGCCCGGGCAGGTACT m i 1 1 I I I I I I'l l Ti 1111 IGG 

G' lTrrrrrrrrrri riTrrrri I ' l ' iTiTrir riTi'i 1 1 mi 11 i in rr 
rrrrirrrrn rri rill 1 1 1 AAAAAAAGGGOTAA CATTA A rm" nr iT 

TCCCCCCCAATGGGCACGGGGTTTAATTCCCAAATTTTTA ATITTTGGGA 
AAAAAAAAAAAATACCATTTTTAAAAACCCCAGGGGGGGTTT^ 
AAAAAACTTGTTAAACCTArrrrrriGGGGGGGGTTAAAA'rrrrririri 
TTGGGCCAAAAAAAATCCCCCCCTTTTTTTCCCm 

TGGGGCCTGCITTrrAATTCACCCTTTTAAAAAAAATTCTGGAGGGT^^ 
CCAA i ri ri ri l AAGGAAATTTCCCGTGGAAATTTTTTAAAAAAGGGAAA 
AAAAAAAAGGTTTTArri 11 riGTAGGGCCCCCACCCA GTTGGTGG GAAA 
AGCCCITTCCCCAATTTTTTCCCCCTGCGGGGCAAAAGGT^^ 
AAAAAAATTTTTTTTAAAATCTTTTAAAAATTGGTGGT^ 
CAAACCGTTTGTTAGCCCCCTTGTAAATTGTTTCCAAACCCAAAAAAAGG 
TTTCTa:CCX:GTATTTCTTTGGCGGGAACCACTTAAGGGGTATATTCCC^ 
AATCTGGGGGGGTTTTATATAAAATTCAATTGTTAACACAATTTGGGAAA 

ATAGGAAATAATTG 
>Sequence I3S0 

GGTACnrCGTCTTCTAATTTCAAAAATATAACTTAAAAATGTAAATATTC 

TATATGAATTTAAATATAATTCTGTAAATGTGTGTAGGTCTCACTGTAAC 

AACTATTTGTTACTATAATAAAACTATAATATTGATGTCAGGAATCAGGA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGGCAA 

GGG 

>Sequence 1351 

acaagtatratgtatccataaaaattaaaaaatctttaaaaatgcatatg 
ggggtcagtaggaaaagaaaagagaaccaagagagctgcagcxkiggagca 
cagcttgctitaaacatgagatccagctcagtgatcatgcgggggaaaag 
gcccggcattgctggaactcctaatatttaaaaagatgatggaaacttga 

. aattttatatttaatcitctcatttit^ 
ctttgaagccixnctgctggtcaaacaagatgtatc^ 
agtccacagctxkk:cagtttgaaaactgaatcctgctagccttaattt 

ATTTTTTTAAATTTAATTTGCITTGATTCCTGCACT 

TCirCAATGGCTCCCCACTGTCTGCAAGGTAAAATCCAAACTTTGTCACC 
AGTCCTTCAAGCAACCCATGACTATATCCNGACCCCAAACCATATTTCTA 
CCTTAATATCAGTCrcCATCTTTCCACCGCACCAGAATGATAGTTGAAAT 

GTACCTNGGNCGCGACCACCTTAAGGC 
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>Sequence 1352 

GGTA Ci 1 i 1 1 1 1 1 n 1 irrrn 1 III 1 1 1 1 1 1 i 1 1 acagttatactgtgg 

AAAGTTATTCAAATTTCAAATTTATTTACAGTGTTTGAAAAGCACACAAC 
AGAAGATCTTCATTTATGCAACAAGTCAATCATTTGCAGTATGTATGGAA 
AATAAAAATCTAAGGTAAGTCAAACATACAAACTCTACCTCITGCTTrCT 
CCATTAGAATATACACATTGGAAATCTAAGTTCCAAACAGT TCCTCT CTA 
CTGAAGATAGTGAAATTTAGTGCAAGCCCCCTAATTACCAATTTTTTGGA 

TGCTTACA 
>Sequence 1353 

ACATTGGTTTGATCTGGAAAGGCAGGACAACCCAAAGCGGGCTGGGGACA 

GTTCCAAGTTATAGGAGGTTTTCCAATTGGCAGTTCGTTGAAAGAGTTTA 

TCTTAAGACCTGGAATCAATACAAGGGAGTGTGTCTGGGTTAAAATAAAG 

GGGTTGTGGAGATCAAGGTTCTTATTAGGCAGATGAACCCTCCAGGTAGC 

AGGCTTCAGAGAGAATAGATTGTAAATGTTTCTTATCAGACTTAAAAAGG 

TCCCAGACTCCTAGTTAATTTTCTAGTGGATCAGGAAAAAGACCTGGACA 

GGGAAGAGGG 
>Sequence 1354 

GGTAc rn i i i 1 i l l in i i 1 1 i ggi i rn rn in rn i i rr m i 1 1 1 
1 inii 1 n 1 1 1 11 11 inn 1 1 1 1 1 n in 1 1 inn in 1 1 1 1 1 1 1 1 r 
ri rrrnn 1 1 1 1 1 1 1 1 1 1 i aatttaaaaaaaaaa aaaaaa ggaai 1 1 1 1 

TTn'GAAAAATACAAAGAATTAATAAAAAArrriUl 1 iri AAAAAATTTT 
TTAGGAAAGGGGGGAAAAAAAAAAAAn'AAAAAAAAAAiU r n i n iTT 
TTTTAAAAAAATTTTTATTTGGGGGGGGGGTATAAAAAGAAAAATT^ 

GAAAATGGGG 
^Sctjiicncc 1355 

GGTACAGAACCTGCCTGAGTATGACCTCTCC ACCn^ATAGTT TATGAATG 
TCTTGTTTGTGAAAGTGACTATAACCCAAACri 11 ini 1 1 1 AAAGAGGA 
TTTGGAAGTTGTATGGATTTTTTGTTATCTTCACTTTACTGCATAGGAAA 
CAATCTACCrCATCATTTAAAATGACATGGGTGTCGGTTTTGTAGATCTT 
TGGTTTTTTTGTCAGGTTTAATTTCAGTTAACAAAATGTAAAACATGACA 
TTCCCTGC AG ATATTGTTGTATACCAGTATGGTTTCTTCTC 11 iCl 1 1 AA 
ATGTTTTTGGCCATCAAGTAGN 
>Sequenoe 1356 

CA crrnTnn 11 1 ii rrrrri i inG A on 1 1 in i u m 1 1 1 1 n r 
ini n mi rm 1 1 1 rrnn ri i rn nn in 1 1 1 it ia ccx:ca aa 

AAAAAAA lin 1 1 1 1 A CCCAAAATTTCCCCrrATCCCCCTTTCCCCCTTT 
TTAAAAACCCCCCAGGl'innil 1 1 AACCCCCCTTCCCCCGTTAAGCCC 
CCTAAAACCCTTTCCCCTGGCCCCCC nn 11 1 AAAAAAAGCCCCCCCCC 
CCCCCCCAAAAAAAAAAlinn 1 1111 ICCCAAAAGGCCCTT 
>Sequence 1357 

ACAACACTTTAAAAAGTGAATTTTAAGCTATGTGAATATCTCAATAAAAA 

CATTTTTTAAATAAAAACAATTCCCAAAGGCCTGGAAATTCAGGAACATA 

ATTCAAAATAATTTATGGATCAAAAAATAAATCAtATAAAGATCTGAGAA 

CTACAATGTAAAAATATAGAAAAAAGTCATAACAATATTAGAAAAAAATT 

TGAGCTGGATAACAAAAATAGTACC 

>Sequence 1358 

GGTACTTACATGGAAATAAGTGTTAAGAAAAGGA 

>Sequence 1359 . . 

GGTACAAAGAAAAAGCTAAGGAACGGTATGTATATTAATCCCTT TATTA A 

AAATGTAAAAAGCCAAAAGCAAGATAGACGCAGATATGTGCCAAAATATG 

TA Trrnri i ic ctggaacaaatcacaagaaatgtaataacagttacagt 

GAGAGGAGCCTTTGACATCTCTTTCTAAACTATTTGATATCATTTGTAT^ 
CTAACGATGT 

>Sequence 1360 

GGTACGCGGGATAGGCCTTCITGTTATTATTTCAAAGAAAGAGACTTGAC 
GTTTTATGAGTGGGGTGGATTGTAGGTTGAGCAGAACTAATGGGAGAGGT 
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GCTGGCTAGAGAAAGTTAAA AATTTCTGTTAGCTTTGCATTGAGC mil 

AATATCATTTGTTCATTTCACCAGTTCAGAGGATTGGGGGTGATGGGCAC 

AACAGAAATGATGGAATATAGGCCAAATGTTACAAATAGATAAAATTACC 

TGACCAGTGAAGTGTGTTCCTCAGTCGCCATGGAGCTCAGATTGGACTCC 

CAAAAAAAAAAAAAAAAAAAGTGN 

>Sequence 1361 

GGTACTATAGCTTCAGTGTGGTTTAGTAAACTTAGCCTAGGAGGCCAAGA 

TGTCTCCCTAAAACTTAGTCTCTGTCCTATTTACTTTGTTTATAAGACTG 

TGACCTAACTTCCCATGGCCAATTCAATCGACTAGGTTATCTTTACTCCA 

ATGGACCCAGGCCTTTTCCCAGTCAATCCATGTCCAACCCrrCATCTCCA 

GCGTGATCACTCAACTCTTCAACTTGCCTGCTTGCTGCAGGTTTAAACCA 

CACCACCATNCTGTGCTTTCCCCCTAATCGCCCATGATGCCCCCCAGTAA 

AAATAAACTAAACCCACTTGAAGTGCC 

>Sequence 1362 

CGTACATGAAAATGGCTGTTrTTCCCCACATTAGTC AGCTCTGGATTT TG 

CATGTGTGGGGCrnU"ri"rrrrrri"rGATAGTTATTTG'l"rri4"lATTTTA 

aaaatttattttgccaacccagtagagaacagctgagcatcttctcatgt 
atttattggccatttgcatttctgctgcttattggccatgta'm 
ccatttgccgtctgctgtgaaatgtcttacattatttgccx:att^ 
gtgataaaacactgaagcacatttttaaagacttctgatgatrm 

TCAGAT 
>Sequeiice 1363 

GGTACATTTAAAAGGTGATGCTAATACTCTAAAATGTATAAGATATAGAT 

GTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATTGG 

ACAGGACATAATGTACAACATAAAAGTGCAACTTGTCACACTTTACATAT 

CGATGAGTGAATCGGCAACrACGACCAATTTTTGTCTCAAGTCAAAATAC 

CAAGCACTATTGCACAGTCTACTGGATTT ATGT ATATATGACATATCTGG 

ATACTGCATGCACCACATTATTGGCGGCCTTTTAGCTAAGCTGTAGAGTG 

CTATTGTGCGACCGCTTAGTGATACTATTCCTGGT ' 

^Sequence 1364 

GGTACTCAAACTCTTTCAGCCTACTACTGCACACCTAGGCTATGTGGTAT 

AGCTACCTTGTATATGTGGTCTGTCACTGACTAAAACTTTGCTA CACA GC 

GTATGACCCTACTATTCAGCCTTGAGAAGATGGAAATGCTGTCATTTGCA 

ACAATATGGATGAACCTGGAGGACATTAAATTAAGTGAAATACGCCAGGC 

ACAGAACGACAAGTAACACATAATCTCACTTATATGTAGAATCTAACAAA 

GCTGAACTCATAGATGCAGACTTAGATGATCCTTACCATGGGCTGTGAGG 

AGGATTATGAGGGAGGCAGAG 

>Sequence 1365 

GGTACTrTTTTTTTTTTTTTT^^ 

CAGGATACATGTGCAGAGTATGCAGGTTTGTTACA GGTAT ACATGTGCCA 

TGGTGGTTTGCTGCACCCATCAACCCATCACCTAGGTTTTAAGC XCCACA 

TGCATTAGGTATTTGTTCTAATGCTCTCCCTCCCCTTAACAGCAGTTTT^ 

CTATAGGTCAAAACAAATTTGGGAACC AGAATTGT CTACTGTCTTTATAT 

AAATGATCATTACGATTTGGGAGGAGGrn 1 1 ITTGGTCACATTTGATAT 

GATTAGTCACTAAAGCATGATCT 

>Sequence 1366 

ACCACAACGTITCTACTCTATTGTGTAAGCTTTAAATACAAAAATACCAC 
AAOTACTCCCXKjAClXXrrCXViTrATTr^ 

TTTCAGGATACATCATGCAAATAAGTTCTTTTATTTTrcAAAlI^ 
TTCCTAAAGTATCTTTAATITITCTTTTrG^ 

AACAAGTCACAAGAATCTTCATTTGrrrCTAAAGTATATAATTCTACAAA 

AGTTGrrTTACTCAATGTGAATTAAAATTTGCAAGTCTAAAAAAATAAAA 

AAATTTTAAAAAGTAAAAAAAA 

>Sequence 1367 

ACAATATATTATGAAGCATGACCACTTTATTTTGAAACTTAGCAATTGTA 
TTGCTGGGGTTTATTGTATCTGTAGCATGTCACTGATTATTTCAGTTAGT 
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TTTATAATGATTTTTAAAAAACATATCTATTTGGAATAAGATACAGCAAC 

AATCATTGCTATTGACTTGTTCAACCCCTTAGTTACACTGTATGATCAAC 

ATATAACAAGATACAGTGGAATGGCCCATACAGT ATATT ACTGTTGTGTG 

ATGATTGGCTTTGGAAGCAGTTTGATTTTGAAATGCriTGATA 

TGACATGGAACAAG 

>Sequence 1368 

CCCTTAGCGGCCGCCCGGGCAGGTACATATGATGGGGCCAATGCACAATA 
CTTTTATCACAATCAA Cii i4 1Cl ' 14G TATCCCTATTTCAATGAGCAGTC 
AGTCTCAAGAGGTTACTGCATTTCAGTTCTAACTAGACATTTGTACTTGT 
GATCACACTACGGGAATCTCTGTGGTATATACCTGGGGCCATTCTAGGCT 
CTTTCAAGTGACITTrGGAAATCAACCi ri l l l ATTTGGGGGG GAGGA TG 
GGAAAAAGAGCTGAGAGTTTATGCTGAAATGGATNTATAGAATTTTTGGA 
AATCTATTTTTAGTGTTTGTTCGTTTTTTTAACTGGTCATrCCTT 
>Sequence 1369 

GGTACAGCTTTCTCTGCCTCACGTTTCAAGCTTAATGCATCATCTTAATT 

CATCTTTCGACATCTATTTCTACTACATGCTGCrCTCTTTCTCTATCTTA 

CATCTCCCAGAATGTTTTATTTCAACAAATTGCTAATCTGTGCCAGGCAT 

TGTTATTAGCAAAATGATAAGCCCTGCATGTAGCAAAGTTCCTGCCTTCA 

CTGCATATGCATTAACAGCTCTGATTAGTCCACTTAAAAACCATTGTTCC 

CGTCATGCAGAACTCCATTGCCAAGCCCCACAACACCCAGCCAGTAGGTT 

AGCAAGCTCCCTGAAGCAAGGTAAACATGTTG 

>Sequence 1370 

GGTA cn I i m 1 1 1 1 1 11 i i I liATiTi i n 11 r n n rin rn 1 i'l i 

TTTTTTTTTTTTTTTTT^ 

TTTTACCCCGGAAAAAAAAAAAGGCCCAAAAAAAAGGGGCT TTTATGGC A 

CAATAAAAAAACCAAAGGGGGGTCTAAAGGGTAATCGGGCATTTTTTTTG 

GGGGGCCGGGAAACTTTAAAATCTATTTAAAAGCCGGGAAAAAAGTTCTT 

TTTTAGAAAAAAAAACCCCCTCAAAAATTCCCCGGATCCCGGTTAAAAAA 

GGGGGGGGATGGAAA 

>Sequence 1371 

ACTGTCGTTTCCTTCCTACCTCGTCCTCACCCCACCCCGAGTGAAACTTT 

TCGAGTGTGAACCTTACTTTITTCCCGTTCrCCTCAAGGCAGTTTGAACG 

ACACAGGTTTGGAAGGAATAGTTAACTCTCCAGTATTATTGGAACATCTG 

GACACCACCAACAAAAAATCTTAGAAAAGGGTCATTTAAGGCCTATAAAA 

AGTGCCACCTTTCCCAGAATTAATTCAGAGAGAAAAATCTTATCTGCCTC 

CTGGCAGCTACAGCGCAGAAAGTACC 

>Sequeiicc 1372 

GGTA Cl 1 1 1 1 Tl 1 1 1 1 ITl 1 1 1 IMTG G TlTnTin 1 11 11 11 1 1 1 1 1 1 

rrrrrri ' in ri ATA irri ri rriirri 11 11 riA AAAA ACC^^ 

GGGCACAGAAGGTCCAGCATCCTTTGAAACATGAGTTTTTACCAACAAAA 

GCAAACXnTTACCCCAACACCTCATC TTTAAC AGCAGGAAGGGAAACAA 

CCAACCX:CCCrrcACCTAAGAAAATATTTTTTCCCAAAACCAAGGACCCA 

TGCCCCTCAAGGGTTCCACAACCTTGAAACACAAAGATTCCACAACCCX5T 

GCTITCCTTTGCCCTGGCCGACGTTATAAAAG 

>Sequence 1373 

GGTACAGCTATTCTCAATGGATAATTCTATAAAATATTTAAAGAAGAATC 

AACACCAGTTCTCCACACTCTCCTCTAGAAGAAGAGGAGGATGGAATACX: 

TTCCCCCTTAATTTATGAGGCCAATATTACXXrroATGCCAAA 

AAGATATTGTCCCCCAAAATAAAACTAACGATCATAGATAAATAOCT^^ 

ATAAATTTAGATGCANAATCTTAAGCANAATATATTAQCAIJAATGAATTC 

AACAATGAATAAAACATATTATACACCAAGTGGGATTTATTCTAGCTATG 

CAAGACTAGCTTGACATTTGAAATTGATTA 

>Sequence 1374 

CCCTTTGCGGCCGCCCGGGCAGGTACTGGGAATACAGGCATGAGCCACCG 
CACCCGGCCAGAAATTATAAATCTAACCAGGATTCCC AAAC CTACAATAC 
AATGGAAATATCATATTCTCTCTTATAGGGTTTTTGGGTTTTAACCCAAT 
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CTATTTTAAAAGGGGGCAGATTCAAGCGATTATGCGTTTATATGAGTGGA 

TTCTCTGTTTGAATACTGAATCAAATGTTCACTGGGAGAACAACGCAACT 

AATTTGCAAAAGGCATACTCTATGCCTTACATTAAATGTGGATCCTCITC 

TAAAACTAGAATAAGCATCAGTTCAGTCACCCAACGTGGGAAGAAAGAAT 

AGAGGTGGCAAGAAATGAAGCTCAAGTTTGTTTTGAAACAAAAGAAGAAA 

CTTATTTAAAGAATCTTCTGAGTTACTACATAACAACCATTCTTCT 

GCAGTTTAGCTAGTCCGAGGGACCAAAAAAACAAAACCAAAACCAAAAAC 

CAAAACGGATGGTCTTTTTGGGCCCTATTATrGGGGCTT AATC CTAAACT 

GGAAATTCTATCCTTTAAGAAAATGAATTTGGGTAATTATTTTC CCAATG 

GTTTTGGTTTTTTAAAGAAAGGTTAAAATAAACCAATTTAGCCGri^ 

TCTAGGGAAAATAAATTCCTTTAACCTCACCCCTTTGGAA 

GTCAAAAATCACAACCCGGATTTTTCCTTATTTTTTAGAAACTTTrC 

CATTTT 

>Sequence 1375 

ACGCGGGGGATATGATTGGCCGGCGAATCGTGGTTCTCTTTTCCTCCTTG 

GCTGTCTGAAGATAGATCGCCATCATGAACGACACCGTAACTATCCGCAC 

TAGAAAGTTCATGACCAACCGACTACTTCAGAGGAAACAAATGGTCATTG 

AATGACCTTCACCCCGCGAAGGCTACAGTGCCTAACACAGAAATACGGAA 

AAAACTAGCCATAATGTACTTTTGTCCGTTACCACGCTGAGGGCCGATTT 

TTTGCCCACTAACCGGTCGTTACTAGTGGAGACTAGCGACGATTCCAAGT 

TGTCATATTACTCGATATATCTTA 

>Sequence 1376 

A crncri I rn icn - rrici 1 1 iG TTA i 1 1 i 1 1 i 1 1 i m ig agacagg 

gtctcactctgtcacccaggctggagacagagcaagatcccgtcaattaa 

aacaacaaataaataaacaaaaatgcccaacaaggaagagaacgggaagt 

cataggcaatctcattcatgaacatagattaaaaacacctgaagtatata 

catacccacacccccgacatgaatacatatgagatgtgtaaatgtgaata 

cttacatgtatgtatatgaaagcaaaccaaatcaaacaatgttaaataaa 

aataacacatcatgactgactggcatttgtcccaagaatgcaaagctact 

tgagaaaatctattaattcatcaatttaatactttaaaagaggggaaaaa 

gtttatgaacatctcaacagatgtagtaaaagtatctgat aaatgct ctt 

agggtggataaaaacttcctaagttataacagaagggaagttttttaagt 

ttacagggttgtttaccaaaacaccrrcagcaaacattacacttactgat 

gaaaccctgaaagccitcttgaaaatagaaacaggggagggagcccactt 

ttaccacttcattaggattacacaacaaattcttccaagccttg gagga c 

agg aaaag aacttaag accttaaatgg aaagaaaccaaactac llli" 1 at 

attgtgaatggagtaaacaag 

>Sequence 1377 

GGTACCATATAAAAACATTCCAGTGTCAA CAGCA CTTTAAATTTTC ACAG 

TAATATATGAAAGAACAGACTTTACACTTCTTTTGCACAGAATTATCT 

GCTATGTTTTAAAATACTTAAGAAATAGAAACAAATTTAAGAGAGTTTTC 

ACCTTTAAAATTTATTACATAAGCTATACACACAAAATGAAATCCTAGTT 

ATAAAAGATGCATCTAGAAGAATAATTTATAATAAACCAACAAAAATGAG 

AATGTGTATCTCCAGGAATATAAATATATTTAAATGTTCTCAGTGACTGG 

CATTGCTTTATGCATTACATAAGATAGTATGT 

>Sequence 1378 

GGTACACAGGGGCTTGACTTTTTCAACITCGTTTC^ 
. AAAGAACCACTTGTGGTICTAAAAGGTGTGAAGGTG ATTTAAGGG^^G 

GTCAGCCACTGTTTGTTTACAAAATCAGGTAACTAACTGCATACAC^^ 

TCTCTTTCCATGACATCAAGACTITGCTAAAGACATGTW^ 

CAGAAGCTACTGCGATGCCCCGGGAGTTAGCCCCCTGGTAATAGCTGTAA 

ACTTCCAATTTCTAGCCATACGCrCAGCTCATCCATGCXrrCAGAAGTGCA 

TCTGGAGAGAACAGGTTTCTAAGCATAAAAGATGAAAGAGCAGTTGGACT 

TTTTAAAAATTCAGCAAAGTGGTTCCCTCTCrTAGGGACAGTCAAAACCA 

AGTCACTTAGGTAGTACCTGCCCGGGCGGCCGCTAAGGG 

>Sequence 1379 
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ACGCGGGGTGAATGGAATGCCTTGCAATATGAATGTTAATATAATGTGTA 
AAGGGAGATTAAAAAGTTGAATGATATCCTAAAAAAAAAAAAAAAAAAAA 
AAGTACC 
>Sequence 1380 

ACAGTAATTTTGGAAACCTCTTTGATGTCTGGCTTATAGAAGACACCTGN 

GTTCTTATATCTGCTTCTGAATCGATCTATCGTAATGTCGTATTTTGGCT 

GAAGTATGTGAAGACAATACTACCTTACAAAGATATGTATNTTCAAAAGG 

AAATACATATCATAAAGTTTGACAAAGCCAGTGAGTGATACTAAAGTTGT 

CACGATGGATGGTGTCTATCTGGAGAGCTGGCAGGGAACAGCCAAGCCCC 

TTGAGCGCTCCTTCCAGAGCAAGAACTATGATTGATGTGTTCTTACTCAC 

TTGTAAATTGCGTGATTGTGGCTCTATTTCAATAACTTITCAGAAGAC^ 

GAGATATTCTTCTTTGATACTACATCAGAACITTGGCAAGTACTTC 

AGTAAATTTCGGAATATTTCTTTTAAATAATGTGG 

>Sequence 1381 

ACAAGCCATTGAATAAGCCTCTTCCTTTTTTTTGCTCAAACATTCCACAT 

CCTTGTGGATTCCCCTGCATTGTTTG 1 1 1 1 ATATA ACATTTG ATATTTGT 

TGTAGCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTCTCT 

CCAGTATGACCCAGGTTTCrTGACTCTGAGTAATGCACCTTCTATAACTA 

TCTAAATTTCTATTGAAGCTTTTTGGATTATGAGTATGCTGACTT^ 

GATTGGCTGGTGCATGTTTAGACTTAAATGTCATATCCTTCATGTCTCAA 

AGCCAAAATAGTAACATCTCATCTCAGAACAGAGCTGTGACCACATGCCA 

ATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAAGTCTCCTT 

AAATGTTTCACAAAATGTCAACAAGCTTGTTTTGTTATTGATATTTCCGA 

GATTGGGCACATTTAAGACAGTAAACGGGAAAGGTGGTGAAGATGCTATA 

AGAAGATGCCTGTATCTTGAGAATTGAAAAATGAAAATCTGACATGGTTT 

GAAAAATCATGAACGGTATATATAAAGGGAGCATGTGTAGGAGCCATTTA 

AATTCATAACAGTATGTGCCCCTTAAGCGTTTTAATCTTATGAAGGGCTA 

AAGAGATACATTTTCGGAATTTGACAAAAGGGATTTGAAATTAGGTCCTG 

TGGAATATTAATGG 

>Sequence 1382 

ACCAAAATTCATTCAAGAAGAAATAGATACCAGCCTGAGCAACATGGCAA 

AATCCCATCTCTACAAAACATAAAAAAAAAAAAATTAGTCGGGCATGGTG 

GTGCACACCTGTAATCCCAGCTTGTCAGGAGGCTGAAGTGGGAGGATCAC 

CTGAGCCCAGGGAGGTCAAGGATGCAGTGAGCCATGGTCTCACCACTGCA 

CTCTAGCCTGGGTGACAGAATGAGACCCCGTCTCAAAAAAAAAGACGAAG 

TCGATAATCTGAATAGCCCTATATCTATAGAAACTTAATAGTGCTGGGAG 

ATATAGGTATTATTATCCTCATTTTACAGATGGGAAAATTGAGGCTCAAA 

GAAGAAAAGTCTATTGCTCAAGGTCATGTGGCTAGAATATGGCAGAACCA 

TGATTCAGATCCAGGTCTTCTGAATCITATTCCAGGGTTCTTTTTA^ 

ACCATGTTGCCTCTAAAGAATGCAGCTTCTTAATTACTAGAAAATTGTGC 

CTGGCCAATTTAAATGTGAAATTTAACCCATTTTTTGTAAGCACTATGGT 

GGGGTTTTAGAAGCATAATTTAATGGCTTTGGAATACAGGTGTTTGGTT^ 

GGGAAAGGAAAAAAAATCririlllCCAACTTGGACTTCGACCAAACTGG 

GAAAAAAAAAACITAAAATGTTGGTGGTTTGTACCCCGGGCCAGAAACCA 

CCATATGGGGGGACTTCTCTATTTGG 

>Sequeiice 1383 

GGTACTTTGTGTrGTTGGTATCCAAAATTAGGACTCTGAGATTCTTG 
AITCAGAGAATITTrAGTAGGAAACAOGACAAATTTGCATATGA 

AATAGTrATTACATCACAAAATATCTAGATCTQAITI^ 
TAGTCCAAAACAAGTAAGAGTOGGAAAAGCAGTAAAAAGTTCTTCl^ 

TATTGCTGTTGTCATCCAAAGTATTCTTA'illUll'lUAGGTGAAAAATTT 

CCATTACTCl 1 liGTGATATTCTCAAAAGAAAGTTTAGGATTTTACAGTG 

TTCTGAAATACTGAATCITAATTCAATATTTCAATAGAGTATTATTGATT 

TGCTTCCITATCAGTAGATTTTTAAATTATTTATTTCTAGGCTATAG 

TTCCTAAAATATAATCCAAAGTAGTTTAAAAAGCAGATATTTAAACCAAA 

GTATAAAGATCU'lUrrrCTGGAGCATGCTATATTTAACAGrriiriCCTA 
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AATTGGGTTTTGTTTTTGGAAACATGAAATATTTGGTTCTTAAAGC^^ 

TTTAATTCTATTAGAGGGTTTTCTCGCTCAAAAAAACATCTAAAAAAT^ 

AAGTTAAATTGGGAAGAAACACTGGGTGAAAAAAAAAAAAAAAAAAAAAG 

TTCCIXrrCCCGGGCGGGCTCTCTAAAGGGGGAATTTCAACCAATGTGGGG 

GCGTTCTAGATGAGCCCGGTCTCG 

>Sequence 1384 

CCCTTGAGCGGCCGCCCGGGCAGGTACCTCACTCATCTCATCCTTGGCTC 

AGCCCTGCTGGTTAGTATTTAGTATTTATTTTAGTA AGATAT TTGTGTCT 

GTATGATGGTCAGAGTTGAACTGATCTGGCTTGTCATTTTTCAGTAATAA 

AAAAAGTTACTGAATTTAATTGTTGAATATGATGCATATCTCATT CATTA 

CGATTTATCAGAAACCAAAGATTTAAATTGCCTAG ATTTG TGGTTCTTTC 

TCTTCCTAAGTTCCCAGCGACTGCTTTCAAATACrATTTTCTAAATTTCA 

CCAAAGGAGCAACGAGGATAAAACAACACTCCATAAAGGCCTCTTGGGAT 

GTCAGAAATCTAAAATCTAAAAGAAAACAGACACAGAGCAAGACAATAAC 

ATCACAAGCTAAAAGCCAGAGAAATTTAAAATTACCAACATCCTTGTTGG 

AGTAAGACAGTAAATATCAGCCTTGCAGCAAGACAGCTCTGAGCAGCTGT 

GGGCAAAGAGGTAAACCAGTGGGGGTGCAAGGAGACTGTCTGCAGCTTGG 

GGCAGAAATGGTGGGATCCAACTTGTGAAATGCTTCATGTTTTACAAAAC 

CAAAAGTCAGGTAGCAACAAACTTATTGTATGTCAAATCAATAAATGTTA 

CITTCAAAAAAAAAAAAAAAAAAAAAAGTTCTAAGACCTTAGCrrrCAT^ 

AAGACTCAAAGTGTGTAGGAAAAAAGCTTATTACCC 

>Sequence 1385 

CCCTTCGAGCGGCCGCCCGGGCAGGNACTTTA i i l l 11 1 1 i H 1 11 i 1 i T 

TTATTTTAI'iTrnrrn TIAI 1 1 1 1 II i 1 1 1 1 1 ATTTTTTA AAA AAATT 

TTTTAATTTATTATTGAAATTTGGAAAAAAATTAAAAAAAAATGGGGGGG 

GGGGCAAAAAAAAAAAAAAAATGGTGGGGGGGCCCCAAAAAAAGAAAAAA 

AAAAAAATATAAATGGGGGGCCCCCCCCAACAA AAAGAA AACTGGGGGGA 

TAAAAAACAGAAAAGGGGAAAAAAAAAAGATTTTTTTTTCCCACGGGGGA 

AAAAAAAAAAAACCCTTTTGGGCCCAGAGAGAATTAAAAAAGAGACACCA 

TATGTGGTTGGCAAGATTATAATACAAAAAAACAAAGAAAAGATTTGGTG 

ATCATGAAACCAAAAATATTTGAGAAAAAAAAAAGATTATGTGGCGCCCA 

CAAATTTGAAAAAAAAAATAGAGAAAAAAAAAGACCCCCCAGGAGTGGAG 

AATCATTTTGAAGAGAAAGAAATACACCCGTAGGCGGGAGAACCCGTTAA 

AAGAGGAGAACACCACCCGCACGACGAGGACGTGGATAATAAAGAGAAGA 

CAAAAACTGATCAAAAGGTGGAAGAAAAAATATGAGGAGAACAACATGTT 

CCCCCAAAAAAAAAAGATCCTCGCCCAAAAAAATATCACAAACAGAGGAC 

GCCCAAAAAAAAATAAGGACAACCCGTGGGGGGGTTCAAAAAAGAGAACA 

TCACCAAATATTGGGGCCCGCCACCCCGACCTATTAA 

>Sequence 1386 

CCCTrGAGCGGCCGCCX:GGGCAGGTACGAAAGCAGTCATAGACAGTATGT 

AAACAAATGAGTGCAGCrGTGTTCCAATAAACCTITATTTACAAAAACCG 

GCAATGAGATGGATTTGGCCTATGGGCCATCATTTGCAAACTCCTGATTT 

AGAACAACCCTGCCATGAGTTCTTCCACAGGCTTGAAAACAGGAAGCAAA 

ATACAAAAAGTACCTGGGCCGCGACCACGCTAAGGG 

>Sequence 1387 

GGAACTrrirrnTAArri'i i ii 1 1 1 1 1 AAAGATTCcrniii attatat 

TATTA' l rri l I i 1 lA ATAAATAAATATATTAAAAATTAAATATATAATAA 

aataaatitattaaaaaaaattttataaaaaaaaaatggnanaaaaaaaa 

aattatatagggaaaaaaaaaaaaagggcfigagaaaaaaaattatat^ 

aaaaaaaaaattataagaaagaaaaaaaaaagggggggaggaggaagaaa 

aaaaaaaaaagtcaacaaaaaaaaaaaagagacgcaaaaaaaaaaaaaat 

i - l i l 1 1 1 a aaaaaaaagggggaaaagaaaattggaactaaaaaaaaaaaa 

aaaggggggggtataaaaaaaaaaaaaaaaaaa tgtgttaaaa aaaaaaa 

aaaaacacacccgaaaaaaaaaaaaatgagcg rri 1 1 1 i i i ittggggga 

aaaaaagaggagaaaaaaaaattgtgaagaaaagaaaaataaatagataa 

actgtgaaaaaaaaaggaggtggaaagagaaaaaaaaaaaaaaagagtct 
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CCGCGGGAGAGGAGGGGGAAAAAAATATTTTGAAAAAGAAAATGATGAAA 

AAAAAGAAGGGCCCCGTATATTTTGGTGAAAGAAAAAAAAAAAAGAGAGG 

AAAAAAGAGATTTTTGTAATAAAAAGGGGGAGAAAAACAAAAAAGGAGGG 

GGGGGGTAAAATATATAAGAAAAAAGAAGAGTGTGTATAAAGGAGGAAAG 

GGTTTTAAAAAAGGGAGAAGGTGAGGG 

>Sequence 1388 

GGTACTTT >I1 ' 1 l i 1111 1 i 1 rri ' i 1 ' 1 ' IG GTAGTAAAAATATCCCAATCTC 

TTAAATGTATAGGTGAAAAATACTTAGTTTCGAAATGATTCCTTAAAAAG 

CAACAATAAAAATACTCTTCTTCACTTGAAAGAAAAA ACCC AAAAGGCAG 

TGTTCATACAAAGTCATGAAGAGAATTTAAATTAA GGTTT TGGTTCCACT 

TTGTCTCAACTTTAACirrrAACAGTTCTTTATAGGC^^ 

TTTGGAGAAGGAAAAAAAGTAGGAATAACTGTrCTTCAAAAATTTTACAA 

AAACAGTTTGACTCAGCTTCAGTTGTTAAA 

>Sequence 1389 

CCCTTAGCGTGGTGCGGCCGAGGTACTTTTTTCrrrrrrrriGAGACGGA 

GCATCGCTCTTTCTCCCAGGCTGGAGTGCAATGGTGCTATCTTGGCTCAC 

TGCAACCTCCACCTCCCGGGTTCAAGCTATTCTCATGTCTCAGCCTTCCA 

AGTAGCTGGGACTACAGGTGCCTGCCACCATGCTCAGCTAATNTTTGTAT 

TTTTAGTAGAGATGGGGTTTCACCATGTTGGTCAGGTTGGCCTCGAACTC 

CTGATCTCAGGTGATCCACCTGCCTCGGCTTCTC AAAATGCT GGGATTCC 

AGGCCTGAACCCACCTGCCTGGCCGCATGTTGCArn rn TTGG GTGTAA 

TACCG ACCGTATAATTGCC AGGTATGCTTTTGTGGACAAACTTC I I I ill 

GGGGGAAAAAAGGTTTCCnTCAATCrTTTTCACTTTTG 

GTTATCCCTG i ri ri ri l l IC CACTTTTCCTTCCTrGGTACATGGGGAGT 

TTTTCTTGAGGGCTTTAAAGCCAAGTCTTGGAAAAATCCCGGGTAGGGGA 

ACATCAAATCCCCTTTTGGGGTCTTTTTTATACCCAAA CCTTTA CCCCCT 

AACACCTTCCGGGGTrrGAAAATGGAAAAGATAGGGGTTTT TCCCTAAA A 

AGTTGGCCTTTCTGGTGGGGGGATGAACCGGGTTTAAAACACTTTTTITG 

TGGGCCCCCGCCCCTAATTGGCAGGAATAAAAACAATTAGAGCGGCCCCG 

GGGGTTTATAACCACCAACACCT 

>Sequenc6 1390 

CCCTTCGAGCGGCCGTCCGGGCAGGTACTCTCAAAAGCTAGGGCTGATGA 

CTOAGCAACTACAGAGCCTGACTCTXriTTCTACAGACAAAACT 

AAGACTGAACAAGAGAaxnrCTGCTGAOTACCCTTGCCAAGATGTCTGC 

ATATGCnTTGCCGACITGTCTACrGAGTTAGACAAACTTOAGATTGT^ 

CCTTTCTTAACACAGATTrGAAATGTAGGAGACAAATCCTAGCGGATAAA 

ATGACATATCTTTAATATGAGTACTGTGGCAGTCTCACA TGGA GGTCACG 

AGTAACAGACTCAATGCCTAAATAGCTGTTTACCACTGCriTTCTGA GCA 

ATATTTAACTTATACAGACTATAAAGGAGCAGGCCAAATGGTGAGGTTTT 

TAAAGGATGTCAAACACTGTTTTAACAATACGAAGCCCCATAGTTTAAAA 

GGATATTCATTCCTATTCTCAAACAATATGGAGAATTATCCATCTGAGAA 

TCTATTGGGTGTACAGACCCITAGTAAAGGAGGG GTCCrT AAAAAATTTG 

TATGGAAAACCCAGTTGCCCTTAATTTCCTAACCATTTTTATGGGATGTA 

TCCAGATCGAGGGGCACCTTATGGGGGCCGCATTCCAAAAATAAGGGTAA 

CAGGGAACCCCCAAATTTGAAAATAGGAAAAACTTGTGGCCGAAGAAAGT 

TTTAAril'llGCCCCCTCTAATTrCGCAAGGTGAGTTTCGTCCCT^ 

TTAAAAAAAT 

. >Scquciicc l3?l..j..jJ7,.,.. -w- . ....-■•.• -•.::$.-•-.-'-■ • • 

GGTACTTTGGTTGTGGGTCGAGGGTGTT^ 

GATATCATTCATAATTCATAGGTITI5KC14irir 1 1 1 1 1 1 AAGACA 

AAGTTTTACCTTCTCTCACATTGAAAAATCT<XTATATI^ 

TGAGCAATACATTCACGACCCAGGTTTGGGATTTGCATACTATTGGAGAA 

ACTGTTTCCTGAAGATAAACACTTCAAGAATITGAGAAAATrAAAACT 

AAACCCGAAACATGAACACAAAGGCACAAAAACATTGCCCTAAC ATTGCA 

AAAAATTACCTTAAAATCCTGGATTTGCTTGGAAGAAGAAAATAGTT^^ 

TTTTGTTTTGTTTGCAAAAACTTTGAAGGAATGGCATGAACCIT^ 
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GGGGAACACCCTTCCAAATGGAGA ri'l 1 1 1 1 i ACCTT TAGAAGGA TTGAG 

CTTAAAAAAAAATCTGGGTTTAAAATTAAAGAATTAl ri 1 1 ri 1 1 ACAGT 

GGGCAAAAAAATTAAAAAAGAACITAACGCrTTTCCTTCCCGAGA^ 

C 1 1 1 1 1 IG GAAAAGGGGAAAAGGTTTTAAATAATTCAAAA GAAAAA TTTT 

TTCCACTTTTGGTTAGACCAAAGGGGGTGGACTAAAAATGT TTT^ 

TTCAAAAAAAATTTGGGAATTCAAAGGGGCTAAAAGAAA^ 

TTTGGGGGGCITGCAATCAGGGAAAAAAACTTAi-rri rri 1 1 GTGCCAAA 

AAAGAAAAATTG 

>Sequence 1392 

TGGCGGAATTTAAAAAATCCCCCTCTAATCAGAGGGTGGAAACCCCTACG 

GTTTTAAAGTTTT 
>Sequence 1393 

GGTACAACTGCCCTACATTACTGCCTAAAGGCAATTTCCAGACTACACAG 

ACAGAGAGGAAATGCACATAGAGCCCAACTGTCTCTGAAAAGAGACAAGA 

GAAATCTAATTTCTAGGGGGTAGCTAGAATTTTCAGAGCAATGTCCTGGA 

GAAGAAGTTGTGCACAAGAAGATATTCAAAAATCATCATGAGGGACCCCT 

TGAATGTTTGGGAGAATACAAATCTGCTTATGTATAGGGTGAAAGACCAC 

AGAGCTGATCAAAGTGCAACTATCAGGATCAAGAACAAATTAACGCGAAG 

GTCAAGTGTAAGCTGAATAATTCCCAAAGCTCACATGAAGTTGCAA ATTG 

AGTTCCCACCCAACAGAATGAAAAGATCTTATTGAACGTGGAGGAATTTT 

AACGGACCCTTAAAAGGATTTTTACTGGGGAACTACACTGGGTCTAAACA 

CAAAGGTTCTTTAAACCAACCCTTAACATGGCTTAAAAATAAGCCCGAAA 

AAGATAAGCTTGTCCTACAGGAAACTTAATGGCCCAACTAAAAAAAAGAA 

ATTCAAAAGGGTTTAAAGOAAGGCATAAAAGCCAAACGCCCAACAATTAG 

AAATTTGGAAGGTTATACTTAAATTAAAAAAATACTGTTCCTCCCGGGCG 

CCGTTCAAAGGGGGAATTCAAACACTTTGGGCGGTATAGGGGTACCCAGC 

TAGAACCCATATGTATAG 
>Sequence 1394 

GGTAC i 1 rn i i i i i 1 rn 1 1 1 111 1 1 ic agtatggggtctgtgttgccc 

aggctggagtgcagtgactattcataggggcaagcattatgcacaacagc 

ctcaaactcctgggctcaagtgatcctcctgcctgagcctcccg agtag c 

tgggactataggagtgcaccaccacgccaagctggcattct ctgtt ttct 

tatttcctgattctacrtttagctrrcttaatatgctgatat^ 

tggtatatcatatattaaaaaacagttcatctcatccccatcatctatct 

ctaagaagcaccccaaccatttacacattaggtaaacaatggcaggcata 

agggagtgaacattccatagcctccttttgataagccacatccttacctg 

cttttactgtcaaaaagtaaatctacattgggtttctgcrrcctaataatc 

AAACTTAAC inrrri ' ri GAAGGAATTGGTGATCCAATAAATGC CTTCA TT 

TTTTTGAAATCTTGAATGAATGACCGGATTGAATCAATTAAGGTTTTACT 

TATTAGGTTAAATACrin"IU"lAAAATCTTTCTTGAGAATTCAAAAACCCC 

TTGGGTTTTAATCTAAGAAACCATAATTTTTTCCAAAAA TTAAG A^ 

TTTTXHTrCAATTGCCAAGAATTTTCGCrTAAGGCCTGCCC^ 

CACATTAAATTGGGG 

>Sequeiice 1395 

gotacxk:gggggcggaactggggttgcggcgtctaagtgtttccggtgga 

tttxcagggactgtcggaggtgttggactctgacctgcxtacgc^^ 

gggnaagatgttctaccatatccrccctagagcacgtaaatccrrgctgc 

ACCTCGCGCTACTGTCTGCCCXIAACT^ 

TCTTCACCGAGGTGGAGGGOACCTGCACAGGGAAGTATGGCTTT 
GCTGTCACCACCATTGACAATATTGGTGCTGGTGTGATCCAGCCAGGCCO 
AGGCTITGTTCTTTATCCAGTTAAGTACTATGTGACTGATGAAACTACrT 
GTTGAGGCTGCTGGAGCAGGGGCAACTAACl 1111 IGCCA TCAAA TTAA A 
AGTGACACATTATAATCCTTAAAGAATTCA 11 rcril 1 1 ICCTGGTCTTT 
CTCITTGATCATGGGATGGAAACnTAGGCTGTTTAAATGGAGTTTC^ 
CTAAAAGTGAAAACGCCTTTTATACCTCCTTTAAAAAATAGGATTTGT^ 
AATCCATGGTTTGTTTGGAAAAAAAATTTTAAAATTTTGGCTGGACA 
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CCTTTGGGAAA Cl i 1 1 11 A CTTATGGGCCAAAAACCTTTGTAAAATTTAT 
CTTriTGAAAATTTTTTAGGCCCCCrrATTTATAAGGGTTCCCAACCGGG 

GATATTAri li lATATmTTA 

>Seauence 1396 

CCCrrAGCGTGGTCGCGGCCGCGGTACm^ 

TTGAGAGGTATGATTCTITCTAGAGATTTTTTCTCATGGCTACTATAGAT 

CANGAATGGGTGATTGGAGATTATTAGATTCTAGGTTAACTTCTACCACT 

TTACCCTAATACATAAAACTTTTTCCTAAATAAATGATGGAAGGAATAAT 

ACTTGGTTACCTGGCATrATTTTTCAGTAAG AAAAA AGCTTTACTAACCA 

CTACATTTATGGAAAATTGTAGGGGTAAGTATTTTATAGGTCATAAAAAA 

CACCATAATATAACGAATCTCATTTTCTTTAAATGTGAATrAAATCCTAA 

CAGTCATCTTTATAAAATGACCATAGGCTAAAATCTTACGTGTAAGT 

>Sequence 1397 

CACATGTGTCGCCTTAAATCATCCAACCTTTCAGTCACTACTATGTGTAA 

GGCAGTCTGCTAGGTTCCAGGAATGTGGGGCTAAGTGAATAAGATGCAGC 

TCCTTACTTTAAGTCTGGCAAGGAAGATGCATTTTTTACGTATCTTCCAC 

AGTGCATTGTGAAACATGCCATAAGGAAGGGATAAACACTGATGACAAAG 

TAATTGCCAACTNTTACTAATTTTGTCAAATTTCAGAGAGGTACC 

>Sequence 1398 

ACAAGTTGTAACCCCTGATTCTGTGAATGTGACCTTTCTGGAAGTACGGT 

CACTGCAGATCTAATAAGTTGAGGATCTCAA GATG AGATCATCCTGGATG 

CAGGATGGGACCTAACGATAATGGCTGGCGTCTTTATAAGAGAAAGGAGA 

ATGAGATTTGAGACGCAGACATGCAGAGAGGAAAGCGACATGGAGACGGA 

AGCAAAGCCTAGAGTGGTTAACCTACAAACCAACGGTTGCCAGCTGTCAC 

CAGAAGCTGGAAGAGAGGCATATAAGATTCOTCCTTAGAGTCTCTGGAAG 

AAACCAACCCTGCTGGTGTCTTGATTGCAAGCTTCTGGCTATTAAGAAGT 

AGACTTCTTGCCTTTTAGAACAGATATCTGTTACACACAAATGGGTAGTA 

ATTTXirAATGTCANGCCTTAAGAAAACTGATATATTAATGTAAGTTTCC 

CTGTGGGGCTCTACGGGCCAAATTCTTTTGGTTCAAGAGGCTTGGTAGAA 

TGGTTACAGGTACCCTTTGGCCGGTAACCACGCCTATGGGGCGAATTCCA 

ACAACAATGGCCGGCCCGTTCCTAATGGGATTCGCGACCTCGTTACAAAC 

CCTTGGCGGAAACCTGGGGCAAAACCTGGTTTCCTGGGTGAAAATTGTTA 

TCCCGCTCCCAAATCCCAAACAATATAACGGCCCCGAAGGCTGTAGCTGT 

AAAAGCCGGGGCGGCCCAAATAAATTGCGCAACCACATAAAAGCGGTTGG 

CC 

>Sequcnce 1399 

GGATAAATAACTTGTTACCCTGGGACTTTAAGGGTCGGGCACCGGGAATA 
GGCCACCTTAAGGGGGGTTATCCGTGGGTTCCCACACCTCGG GGATA ACC 
CCAGAAAATACATTTTTGCCAAAGGCCGCAAAGGCCCTGAACCTTTAAAA 

GGCCT 

>Sequenoe 1400 

GGTA CATi 1 1 1 1 i 1 1 11 I ' ll li i i 1 i i CTTrc TriTri ri 1 1 1 1 n mr 
rm 11 11 1 1 1 1 1 1 1 1 1 1 11 1 1 1 1 1 1 1 1 ill 1 i H i i n nrn 1 1 1 1 1 1 
rriTri ' i ' irrri 1 1 1 1 1 11111111 111111 a ' a aaaaaatttaaaaaaaa 

AATTTTTTTAAAAAAAAATTAAAAAAGAATAAAAAAAAGGGAAAAAAAAA 
AAATIXKXKKKSAAAAAATTCCAAAAAAAAAAAGG TAATAAA ATTAAAGGO 
AAACA l 11 1 in lA AAAAACAAAAACAAAAAATTCATTTnTGGCGGGCT 
TTAACAAAAAGTTrrGAAAATCCAAATTJAAAAAAAATTTAAAAAAAAAA 
AGGTrriTTGAAAAAAAATTGGCAAAAATTITAAAAA^ 

AATTTACCCTAATTTTAAA^iLCCITrGGAAAAAAAAAGC^^ 
AAAATTCCAAAAAAAAAAAAAACCCCIXTGGAAACAAAAAGGAAAAAAAA 

AATTGGTTATTTTTTAAAAAAAArril 11 1 1 1 GCAC ATTTCAAAAAAAAA 
AAAGAAATCCAAAAAATATTTCITATAAGAAAGGAACCCCCCCGGCCCCC 

CCTAAAAAAAGAAAAAAAAAC 
>Sequence 1401 

GGTACTCAATCAGATGTTAAATTCTTCAATGTAAATGCTCTGTCATGCCA 
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TCCTACCTCCTGTCTCCCCCACCCCCTCACACACACCTAAAAGCACTC 
>Sequence 1402 

ACTTTTAAAATATATATTTTCTAATTTTGAAACATTCAAGCTGCGCATAA 

TGGTTCACACCTGTAATCTTGGCTACTTGAGAGGCTGAGGCAGGAGGATG 

GCTTGAGGCCAGGAGTTCAAGACCAGCATGTGCAATACAGTGGGACACCT 

TCTGTATTTAAAAAAAAAAAAAAAAACAAAAAGGAAGGAAATGT TCAA AT 

ACACAGAAAAGTTGAAAGAATATTATAAAGTGAATATCTGCATACTTTTC 

CCCTAGGTTACXrrGTCACCTTGACATGCCTTCTGAATTGTACC 

>Sequence 1403 

GGTA cn rriTi 111 i rn iTrrriTrri ' iTii ' nn i ri 1 1 1 1 i i i i 1 1 

TTTTTAGAAGGGTGGTATTATAACATTTATTAAAATAATGCTGGGGGTTA 

ATAGAAACCGCCAAGAACCAAAGAATTAAAATGCAAGCTATTTAAAATCC 

CAACTAAAACCCAAAAGGGTCTAATGTTTTCATTCATTAACTAACTAAAA 

CCCCAAAAAAGACACTACACCCAATGTTATAAAGTTCCTGCCCGGGCAGG 

CCGCTCGAAAGGGCT 

>Sequence 1404 

ACTTTA A rn 1 I 1 CTATTTATGAATTGCTTATTTGCTTTGCTCATTTCTC 

TAGTAAGCTGCTTTTGTTAATTTGTGAGTAATTTATTCTAGGTATCAGGC 

CTCTGGCATGTTTCAAATTTCCTAGTGTCTTTGTCAAAGAGAAATTTT^ 

ACTTCAACATAAGTAATTTGTCATCTTTGTCXTrrAGTTTTTGTGAT^^ 

AAGGACATAATATCTATTACTTTAAAAGTATTGAAAGCTGTATGTATATT 

CTTCAACTAGCCACCTTATTTCTGTTCTAGAGTTTGAATTTCTTAACTCC 

AAAAACACACAATAATTTTTAAAGTCTTGATCAAACTCTGTTATCTTCTG 

CATAGTCTATTTTTCAGCATTCCATTAAATGAATTGAGAAAAAGGAGGTA 

CC 

>Sequence 1405 

ACCTGGCTACAGTAAATGCTCAAGGCCCTTTGTTATTATTTCAGATGGTC 
AAGAATAAATG i ri'l i CAAGGATCl'lCl l rn GTAGACAACTGTGTAGTC 
ACAGTTTAGAGTCGTAAATTATCTGCCTGGCAAGATACTTT 
>Sequence 1406 

GGTACATACAATAGAGTATTATTCAGCCTTAAAAAGGATGAAAAAATCCT 

GACATGCTAAAATATAAATGAATGTTGAGAACATTATGCTAAGTGAAATG 

AGCCCATCTAAAAAGGCAAATACTGTATGATTTCACTTAACTGTGATATC 

CAGAGTAGACAAATTCATAAAAACAGAAAGTAGAATAGAGGTTTCCAGGG 

ACTGGGAGTTACTrGATATAGAGTTTCAATTTTGCAAGATAAAAGAGTTC 

TGGATATTGGTTGCACAGCAATATGAATATACTTAACACTACTGAACTGC 

ACACTTAAAGATGGTTAAGATGGTAAATTTTGTTAGGTGTTTCTTACCAC 

AATTTAAAAAAAAATTTTAATTAAAGGAATTAATAAATTTACAA^ 

ATTCATCATTGTGTTTCCAGTTTAATATTCAACACAGCAGTATTTCAGGT 

ATAGTAATTAACTTACTTTCATTTGAAAAGATGTCTATAGCITAATAAAT 

ATCAAACTCITATTCATACITITGTTGATAATCTAGGAGAAACCAAGCAC 

CCAAATGGAAATGGGGTTCTCACTACTTCACCTGCCCACCTTCAAATAGA 

AGCCGGATTTCACACTACCTATAG 

>Sequence 1407 

GGTACTAGAAGACCTTCCTCGCCACTCTCTCCACATGAGAGAGTC^ 
CCCnTTCrcCTGTGCCrCTGCAGGAAGAACIXnxn^ 

agctcctcattgagggatagttttctttgataagaa^ 
tactctgacctctctttaaatctatatccagagccactagccx:aggaaaa 

ACTTGGGTGACXXXjTAATTlXnXrriXrr^^ 
CCCCACCCCAACIXXXXirrAAATTTTACAGGC^ 

GCTCAGCCAATGAGCAGAAAACXrrGGAAAGAATTTCTGGACTTTAGC^ 

CCAGTTTGTCTGGTTGACTAACCTGCTGAGAGCTAAAATTGGCACCCATT 

GCCCCGTGCCTTCAGGCAGTCTCCTGGGGCAGAGTATGCCACCATCCGAA 

TATCAGGCACTGAGTGGGATGTGGGTGATGCTCACATGACTGGCTAGAGC 

TTTGGGGGTGGGGAGGGGGGGTAACTACTATTTATTTGGCCATGATCTCT 

TTACGCCTTCITITATTTTTAATTAAAAAAATGGATCCAAT^ 
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AGCN 

>Sequence 1408 

GGTACCCTTTATAGGAACCCTCAAATTAAAAAAAAATGTCTTTTAATGG 

TGAGAGGGAACCACTATAACATGAGTCCAAGCX:CAGAAGACT TCTGTC TA 

TACAATA l 1 1 1 1 1 1 1 1 AATTTTGGAGATAAAAGCirrAAGAA ACTTT T^ 

AGTTAATrATACTCATAAAATGAGrriCrilAATAAATTAAATTTTATTG 

TGTAAAATGTATTATTACATAAAATGTGTTTTTGAATCAATGCAGTTTGG 

GGATGAATATAATTAAAATATGTTTAATAACTTAGAATTCAACTAATAAA 

AATTTAGCCACACTTACAAGGGGGAGGAAGTCCCTAGTTTAAAATGTATA 

ACTGAGTGGTAGATCAGT 

>Sequence 1409 

GGTACTATGTGTGTATTGTTACTATTACAGTTAATCCTTTCTTTGTGTGA 

GCTTGTTAATGCAGTGAGGATTGTAGCACTGTCCACTGAGTCTCTGTGCA 

ACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGA 

CGCTGGATAGTCGTCTGAGTATCTTCAGTGCCCAAGGCGACGG CTTT GGT 

TTGGGTCACAGGATGGTGTGGTTGGCCAAGTGCTGCCTAATAGTTTTAGG 

AGAGGATACTTATTTGCTGCTGCATGATCAACACTGGTAGATTATGGTTT 

CTGAGAACAGATGGGGCACACAATTACTAGAGCGCCCATTAACAGGTATA 

TACAAGTACCTAGCACGGGCGGCCTGCTCGTTGGGCGAATTTCAAAT 

>Sequence 1410 

GGTACGAGCCTATAATCTCACCTACTCGGGAGGCTGAGGCAGGAGAATTG 

CTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCCGGGATCATGCCACTGCA 

CTCCAGCCTGGGCAACAGAGCGAGACTCCATCTTAAAAAAAAAAAAAAAA 

AAAAAAAAAGAGAGAGAGAGAAGGAGGGGAGAAAGTGAAGTCATAAGTGT 

AGACCACTCCTTCTGAGGGAGAATCCACCCCACCTTCCTCCTAGCTTCTG 

GTGGTTGCTGGCAATCTTTGGCGTTCCCTAGCTTGCAGATGCAGCACTCC 

AATCCCTGCTTTCATCTTCTTAGGGTGGTCTCCCTATGT 

>Sequence 1411 " 

GGTAC ii 1 11111111 rnii Ti ' ii 1 1 1 i GTirn ri 1 1 1 1 1 rn 1 1 1 it 

rrinMU ' rriA AGGGAGTAAGTTTTTTAATCCACTTAAAAATACAAGAGCA 

CAAATCCACATTTATTTATTGATTTTTCGTTAGTTTAAATCCTTGAGGGG 

TA CM 1 1 1 1 1 1 1 1 1 1 1 11 1 1 1 111 1 I GGGGGAAGATAGAAAATGTGGGGC 

TGATAATTGGCACATCAGTGTTTTAATCCGCCCCC TGCT TCTGCGGAGAA 

AAATGTrrrGATGTTAATACTACCAACATTAGTTCTTTTAGGGGG TGAAA 

GATTGCCCCAATGGGGGGGGAGGAGATCAATTTTTTGGGGGG GA'rr rrrG 

AGGGGGGGGGTGATCAGCAACAACTCTTTAATAATTGG CGGCTTTT ATGA 

CGCCTACTGGGGGTGATAATTTTCTACTTTTTCTACGAGG'r lACT 

AGCGAAAAAAGAGTTGCTCrrrrritiGACCAACAAATTAATC AACGA GGT 

GTTTAAGGAGGTTITGGCXKKrATATTAGAAGGTCGAATATTATTT^ 

GAACACCXTTTATCACCATGCKKKJTCTGTTTGTCGCC^^ 

CGGGCGGT 

>Sequence 1412 

ATTCGCCCTTTTCGAGCGGGCCGCCCGGNGCAGGTNACGCCGGGGGGTGG 

AAAGAAAGTTGCTTrrGAAATCCAGCCri'iCllTGGGGGTGCAG GAACCT 

ACCGCTGGGACCATCCTG Cl ' rrillC CTTAGGGAAAAAAATACCCCTTTT 

GGGTAGGAAGGCCCCCAGAAGAAAAGGAAAAAT TTAAATC AAAGCCCCCC 

AAGAAAAATTCCCCCTACAAAAGTCAATrGGCCCIirrrriGGGGAAAAA 

gcoccccxx:aaaggcccaagt . 

>Sequence 1413 

A ciTi i 11 rrrrn i t rri 1 1 1 A rri G irriTri r m 

rrri 1 1 1 1 1 11 11 1 11 1 1 1 1 1 1 iTiTi ii 1 1 111 1 1 1 irrn rii 1 1 1 1 a 

TITTTTGGGGGGGCrCCCAAAAAATTTTTT^ 

TTAAAAAAAATACCGATTTTTAAACTCAGGAAAAGTTAAAAAATAIAAAA 
AGGOCCCTGAAATGAACCAAAAAAAAA A"i rA"A A A A 1 A 1 1 A A 1 AACCACCA 
AAACCCACAAAATTTTCrriTTATAAAAAAAAAAAAAAACAAACACTAGT 
ATGAACCAACCTAGAGGGAAATTCCACCCCAGTGGGGGGGGTAAATAAGT 
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AATCCCCTCCACAGACACACATTGGACAAAAATAGAAAAAAAACTGTTTC 

TGAGAAAAAAAATAATTGCCCGAAAAACTCAAACAAAAAAAAAACCCGAA 

ATAATAAATTGGACACCCCGGGGCTCACAAAAAATGACACAACACTCATT 

ATTGCGGTAGCCCAACCCGACCITTTTAAAAAGAGAAAC ACTAT I^ 

CCTTTATTTAATATAATGCACAAACCCCCGAGAAAGAGGGTTTTCAATTT 

GGCCCCCTTCN 
>Sequence 1414 
GGTACGCGGGTCAATTA 
>Sequence 1415 

CCCTTCGAGCGGCCGCCCGGGCAGGCACAACCTTTCAGGATGCAGTTCTT 

TCATG ACCATAGTG 1 1111111 CCTATTACTCTTTC ACTTACTCACAGGA 

TTCAACCCATCTGACTCATCTGTTCCTCCTCCCAGACTCTTCTTGATCTT 

TATTTTTTTAATTTACCAGAGAAGAGCAAGCACGTGAGCAGTGAATAACT 

TGCAAGGATGCAGACTTTTTTATTTTGCGATGCTACTTTTATAAAAACAA 

ACCGTAACATAAATAACTCTTTAATGAAAACTCAGAAAAATATTAAATCT 

ATTCTTAAAAGGGTTTAGAAAGAAAGAAAAGACAGCTGTTAGGTTATTTG 

ATTTTCAAGTTTATCAAATAAAATTCAAATAGAATTGGCAAATCTTTAAT 

GGCATATGAATACTTCTATCACTTAGTAATTAATTTGAACAGAGATGTTA 

TTAGGGTCCTTAGTATCACTCCATCCTTTCCCTCCATCTTTATAC AAAAA 

AGAACATACAOAAATTTAACAAAOATATATGACTTACrcATATGTTTTAT 

AAAAAGTATCACCrAGCAGGTGTCTTCCATTTAATXrrAACANAGGTTTAT 

GTAGCANAAGATACATGAATGAAGCCCTAATCACAGAATCTN 

>Sequence 1416 

GGTACACGTGTTTTCCTGAGTTCTGGGCACAGCTTTAGCAAATTAATCAA 

ACCTAAGAAGGGGGTCATGGGAACACTGACTTGAAGCTGGTTGGCCAGAA 

GTTCTGGATGAGGCCTGGCCTTACAACTAGTGTCTGAAGTGGGGGCAGTC 

TTGTGAGACTGAGCCCTCTCTCAGCCTGTGGGATCTAATGCTATCTCCAG 

GTAGATAGCATGAGAATTGAATTGGATTAGAAGGTGCTCAGCTGGTGGTA 

TCTTCTGCAGAACTGATTGCTTCTTGTTGGTGGGGAGAAATCCCCACACA 

TTTGGTCACAGAAGTCTACTGTGTTGATGATTGTGGTGTAAGAGCAGAGG 

AAAAGCAATTTGATTTTTCTCCACAAGGGGAAGAAAATGTTTCATGATTC 

AACTAATGATTTACCTTTCATTGTAAGGTTATCATGCTCAAGTATTAATG 

TAGGAAGGCTNTTTTGATGCAAAGTGTGTGTGTGTGTGTGTGTGTATATA 

TGTCTGTGTTTGGAGAGGGCTAACTTAAAAAGGGGAATGTATAAGGAAGA 

AGAAATGGTGTTCTAAACnTAANACCCATOTCATCTGCTAAATCGTCCTA 

GTGAATTN 
>Sequence 1417 

GGTACAGATCACACCTTTAAGATGGTCCTCCAAACAAAAGATT CTACAA C 

TTTAGTTATTTAGAATTAGCTTTGAGACTTTGGGCAGGTCACAA 1 11 i C 

TCTATCTCCTATCXrroTAACrrTCAGAA«:AGACACACTACT 

ACATCCAAACTTGGTTrrTG I 1 1 1 1 1 1 1 lA AC AGAT AAAAAATGTGACTG 

GGCACAGTGGCnrATGCXrrGTAATATCAGCATTTTGGGAGGCCAAGGTGG 

GAAGATCGCITGAGGCCAGGAGTTTGAGAGGGGCCTGGGCAACATAATAT 

GATCTCATCTCTACAAAAAAAAAAAAAAGGAAAAAAGGCAACATTAGTGG 

GGTGTGGTATTGAGCACTGTAGTCCAAGCTACTCGGGAGACCGAGGCAGG 

AGGATTGCTTGAGCCCAGGAGTTCAAGACCAGCCTGGGGGAAAGTTTCTA 

GTGGGCTGCAAAACAGCATCTAGCCATTGTCCTCTTCAATGT 

>Sequence 1418 

ggtactaatttacaccaacaggtgaagtttcctagaagagtcx3tc 

gtaacatgggattagctgctagagggacroaggactctaaagagaacata 

agcagcaaattgcaagagcatctgtaactgctgggctaaggcaggggacc 

caggagggagcaaatccaggaatggggtggctccccagggccgagatcca 

gacctcattaaacaggatttggtcacggccx:actggatag tggg gaagcc 

tgtggggttgtccatgtggtggctggcaagcaggggcctgctttctgggg 

gtgfrrggtggaaatcactagacagttacx:ctgtgggtgcctgcaacactt 

tctgggcgttataaggaagatggcctctagtgtgctagtggaactctctg 
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GAAGCTACCTGGAGGGTGATGCCAAGAGAATTTGCTGGGAAGCCATGCTC 
TGGGGAACTGGTGGAACTCCCTAGGAAACTGCCTGTGGGTA TGGTG CCAC 
TGAAATTCACTGCGAAACCTCCTTCTGCAAirilUlliCTTCCTrm 
TTTCCC ri i'l 1 l l lM l l l iGGCTTGCAAAAAAA 
>Sequence 1419 

GGTACACATAAGTTCATTCTTGGCTTTTTAAATTTTATGGAAAGA CTAAA 

TACATTTGTGTCTATTAATCAAAATATGAATTTAGAAGGAAATAATTTTG 

TGTAAAAAATTGTATGTGGTAAAATTTTACCTAATTTAAAATTGTTGTTC 

CATAATTTTTTTAAAAAGAAAAATTACAGAAATAAGACTTGGGGGGTGGG 

GGTTGAAAAGTGGTGAAAGAACTAAACAAGTAGAAGAGGATTTCTAAAGC 

ACTGGTCTCATGAAAAAAGTTTCATGTGTGACTGGGTCCACTGAGATTGA 

AAAGAAATTGTTTATACGATATTCTAAAAATTAAATGTT GCTGT CAGGGA 

TGACATGATACAGGACCAGAGTCTGTGTAAACAACAAAGTTTTCTTAAAG 

TATTGATACACGCTTTT AAAA ATTGCAAGAGGTTTTAAGTTTAATTCAAA 

AATCTGTTTAACAGCCATTTTGT 

>Sequence 1420 

GGTACACCTCAGAGAGGACTTGTATCTAGACCAAGAGGACTATGCCTGTG 

GGCCAAATCTAGCCCAAGGTCTTGTTTTTGTAAAGTCCCTGTGAGCTAAG 

AATAGTTTTCATACTTTTTAAAGAGAGAGAGAGAGTGTGTGTATGTGTGT 

GTGTGTATAATGTGACAGAGACTTTATATGGCCCTCA 

>Sequence 1421 

GGTACGACGTAACTCCAGACATAGGCTTTAGACGTTCTCATGCCACCCTA 

TCTTCAAAACCACAGAGAGTTCATGAGCCAGTCTTGCCCATCTCCAATCA 

GGGAACTTCTAAAATAAAAATCTTAGCAATCTCCTTGGCCCAAAACTTCA 

CCCCATCTTGGAAGGGAGGGGAGAGAGAATGTTCTGATCTATATCTGATG 

AGGGCGTGTGGTTGGGACCTGAGCATCCTCCTGGTTGGGCTAGTGATGGG 

GAGAGAGGGCTGTTACTCACGACTCCCTCCAACAGAATACCAGAAACAGG 

CAGGCAGCTCAGGTGTATGTAAGGATGTGAGGCCAAGAAACCAGCCCTCA 

CCAAGTTACCXCTGTAAATCCTTGTCTCCCCATGCACCTCTACTTTGAGT 

CAGAAATGGATTCATTGCAGGCTCAGTTGTTTGTATTATGTGAATGAACT 

GAACGTAACCAAGCACCAAGAGAGCCCTAAAGACACAGTAGACCTCCTGT 

AGAAGGGCTCTOATGGACCTTCAAACATTGCTCCTCCAACTNTATGGTGC 

ACACAAATCACCTGTGCATGTAAAAATGA 
>Sequence 1422 

ACCAAATTCTCTTATCAGTCAGGGTTCAACCAGAGACACAGAACCAGTAG 

GAGACACAAACCCACGCAGGCACAAGAAAGGAGAACAAACCAACACGAAA 

CCCAGGGATGAGTAATCGGAGGGGAGCAGCAAGCACAGGGAAAAGATGAC 

TGGGAGTCAAGAAACTTGGGGTTCAGTCCCAGCTCTGCCCTGTCATTTTC 

CCTCACCTGTAAAACTGGATCAGAAATCTTACAAAAACAAAAA ACAA AAA 

ACCTCTTCAGTATTTCCCTCAAACAGGATCCTCCTCACATCTGTATTTAT 

ATTTAAAAAATAAAAACAGAAAAGAAAAAGAACCAGCATGACATCATTAG 

GTGTGTGTACC 
>Sequence 1423 

ACATCATAGGACTAGTCACTTGTGCTTTCATGGATACTGCCTGGGTGGGG 

GTTCACAACACTTATAAGTTAGAGAGTTTG AGAG CCAGTGGAAAGTAAGT 

GGAAGTTCTTCTGAAATAAGCCCCTGGCAATTTrCTGCAATGAAAA 

CAGAGGTCATTTTCTTATAATGCTCAGCCTCAGAGATAGAACACTGCCCG 

CGTAClXnXKjTnXKjGTTCAAGTGAGAGGCTTTTCATC 

TTGAAGAGCTtrrAAGTIOVGOATATCTCAATCTTCAGAAAG C^ 

AAOAAGCCAAACCAAAACCATTTAATGTGAACACAAACCTX;i4"l"lCI i 1 1 

AGTAAGTTOTACTTTTAATACAGAGTCAAAGAAAATAAAAATTTAAT^ 

CTAAAACAAGTCAAACACCCATTCTACACnTGATAAAACC TTCAC AAAAG 

TCAACTGAAGTAATCCGGAGCTGAAACTGAATTGGGCXXjATITICAAA 

AATCACAAAAGTCATGTAACACAAACAAAAGTCGATTATATTTACACACT 

CACAAGCCCTCTAAAAATGTGCCCCAAGAAGCATTTACCT TTGTT TTGGC 

CATTCTGAAGATTTCACATTTTATTTTTAGATAGCTTAACATTT^ 
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GGGGTTCTCTACATGCGGTATGGTTTGTCCTTGGCCCGAACACCCTAGGC 
GAT 

>Scquencc 1424 

ACTANTTTTTTTTAAAAAAATTTTT^ 

TACTTACnTTTTTATTTTTTATTATATTAAATATAATATT^ 

AAACATGCTTTAAAAAAAAATTATTTTAAA AAATC CGGGAAAAGGTTTAA 

AAAAAAAAAACCTAAAAATCATTTAAAAAATTTTAAAACAAAAT^ 

AAAAAAAAAATTTAAAAAAAAAATTGGG TGTTC AAATTAAATTATTAAAA 

CAAAAAAAAACTCTATCCAAAAATTTAAATTTTAAAAAAAAATTTAAAAA 

AAAAGCTCCTTAAAAAAGGGGCTTAAAAAAAACAATGTGAAAAAAAAAAT 

CCATTTTATACAAAATAAGTTTTTGTTAAAAACATAACTTGAACTAAAAA 

AAAACCCTGGAATATTTAAAATAAAAAAATTAAAAGTTCTCAAATAAATC 

CAAAAAAAAAAAAAAAAAAAAATGTACAAAAAAAAAGTTCCTTTGTCCAA 

ACACAAACTAAAGGCAAAAATTCAAAAAAATATCGGCAGTAACTAAAGAA 

GACCAAAGTCTGAAAAAAAAATCGGAAAAAAAAAAAAAAAAAATCATTCC 

TTTGAAAAAAAAAATAATCTCCCCAAAAAATCAACAAAAAAAACTACGCG 

AAAAAAAAAATTGAAAAAAACCAGAGCGCTAACATGACAAAACTCAACAA 

ACAATAATGTTCCCTAACCAAAA 
>Sequence 1425 

GGTACTACCATCTTAACAATATTAAGTCTTCTGATCCATGGCC ACCA AAT 

GTCTTTCCACTTATTTGGGTCTTCTTTAATTTCTTTCAACAATGTTT^ 

AGTTTCCAGAGTAAAAGTTTTATGCTTTGTGGCTAAAGTTATTCCTATCA 

AATTOTTTTCATGCTATTGTAAATGGGATTGCTTTCT^^ 

lU ' l l ' l rrriC GAGAGAGGGTCTTGCTCTGTCGTCCAAGCTAGAGGGCAGA 

AGTGCAATCTTGGCTCACTGCAACCTACACCrCCTGGGCTCAAGCGGTCC 

TCCTGCCTCAGCXnrCCTAGCAGTIXKKjACTACAGGCACATGTCACCCAA 

AAAAAAATAATThriTGTATTTTTTGTAGAGACAGGGl^ 

CTAGGAAGGTCTTGATCTCTTGACCTCGTGATCTCCCC^ 

CAAAGTGTTAGGATTACAGGCGTGAGCAG'in"l"Ii:ririGGTATTGCTTTA 

GAAATGGAATTTCCCTCTGCTGCCCAAGCGGGAATGC AAGG TGTGAACTT 

AACTCACTGAACCTTCACCCTCTGGGTTCAAGTGAATCTTTTGGCTTAGA 

CCTCCCAATACCTGGGATTACAGGTATGCGCCACCTTGCACAGCTAATTT 

TTGATTTTTAAGAAAAAAAGAAGGTTCACCTTATTGGCCAGCCTGGTTTC 

TGATTTCCAACCTTC 

>Seque]ice 1426 

GGTACGCGCITCAGGGCCCTGTTCAACTAAGCACIXrrACTCrCAGT^ 

TGCTAAATCCACCTCGACCCTTAAGTTTCATAAGGGCTATCGTAGTTTTC 
TGGGGTAGAAAATGTAGCCCATTTCTTGCCACCTCATGGGCTACACCTTG 

ACCCCCGCGT 

>Sequence 1427 

ACATATTGCTTAGAGCAGTGCTTTCAGATATGAATCATTTCTAGAATGGA 

TTATAGAAGGATGGGAGCTTTAGTATTTAGTAGrrrCCrriCriCTCCCT 

AAGTTTACAATCCATTITAAAAAATGAATGAATTAAGTATCTCCGAAACA 

AACTGGCAATTGCTCTGAAGACAAGTTTAGCAATTrCCGT^ 

TCTGGCTTCGGCCAAGGCCACTGATTGATTTCTAAGCAAAA^ 

CCGTCAGGATCAGGAATGATGGCAGAGTGGCCCTGTTGGCITTGT^ 

AATTGTGCTCAGCCAGAGAAGAACCACGACCAACAGAGCCCTAAACTGAA 

GTCXXXAATIXnX3TCTACnnACC» 
>Sequence 1428 

ACAGTCTTATTlTCAGCCTAAAGAAATGGACACnTC^ 

CGTGATTGGTTGTGGACAATCCriTTTCCTAACCAGGATCCATAATATCAC 

AGAC AAGGTAATATAGC ACTGTGAAGGATGTGTCl 11 C 1 1 CAAATGGAGC 

CATGAGAGATGGTGGTTTTTTAAGTTGATTTGATGTTGGATGTAGTAAGT 

CCTGTGGGAGAGAA I l ri i ri AAATAAAAAATACTOTTTAAAAGTC 

TTCTAACrrGATCTCTACCTrrTCCCCIXriXX:AC^^ 

CCAGCTACACTTTCCCAGTrrGAAATAATGAACAAATCCmTGCTGACA 
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GACCAAACCTTAGTTCCTGTGGGCAAATGAGGGGTTTTTTCCCCCCAACA 
ATGAACAArn i l i IGAAAAAGTCTCTCAAAGATGTTCTTATTGGAATAA 
CCCTTXnTAAACCCAAACAGCCTAAATGATTGGATAAATGTTCCACAAGA 
TCAAAGAGCCACCCAGGAATITTACAGCTGGACTTCATTACTTGATTACT 
TTGCAAAAATAGAAGCCAAAGCTTGACTTAA CTGGT AATAGACTTAAAAT * 
TTGAGTTTGCTCI T GGTGGGGTGCTTATCCCCnTT TTACATGAC A 
GTTGGAGTAATTTTATGTGGCCTGGGTTGGATGGCl l'l l 1 1 1 ICTCACTA 
TCCCAATAATTTTAG 
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>1.1 

GCGGCCGAGGTACI M I I M I I 1 i M i I I I I I 1 I GGACATACTGAGAGAA 

TTTGGAATTATATGTTATGGTAGAATAAAGATCGAGGTCCA Mill CTAT 

ACATGAAAATTTAAATATTTAGTTTGGGATTTGAGAGTTCTATTAGGCGT 

CTGTATTTCTTTGTAG I I I I I I CCCTACCATTCTTTAATCGGAGTATCCA 

AGCCCAATCACCCTGTATCGTATGTCCTAAAGCATCTTGAATTGGTTGTT 

CATG I N M I CTTCATGTGGAGTGTCTTTTGCCACCCTCTTAGCCTATCT 

GATCCCACTTAGGCTCTGAGGTTCTGTTAAGTTCTCACCTTCnTATGAA 

TTTTCGCCAGGCATAATGATC I M I I AACGTCTTTGAGGTTTTACTATTT 

ATACTCTTTACCTAACCAACTAAATGGTTTTT 

>2.1 

GGCGGGGGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGGGGGAATC 

CGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTGCAAGA 

AACTATGATCCTGCTTTACATCCTTTTGAGGTCGCACGAGAATATATAAG 

AGCTTTAAATGCTACCAAACTGGAAGGAGTATTTGGAAAACCATTCGTTG 

GTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCA 

GAGAAGGTGGCTACTGTCCTTTGTGGGGCGTGTGATGGAGAGGTTAGAAT 

TTGGAATCTAACTCAGCGGAATTGTATCCGT 

>3.1 

GGAGAGGAGTCCTTTAGTTAGAGTCAAGCTGAAGGAGCATCACAAGGCGA 

AAGACTGTTATGTTGTGAAATTTAGGCTGTGTTTTAATAATACTGATGAT 

GATAGGATGAAATAGTAATTTATTGATTACTATATCTACTATATGTCCGT 

AAGATAGCAGGGTGTTTATACTCGGAATCTCATTTGATGGTCATAGTTTT 

TATTGGTrATTATTATCCTCATTTTACAGATACAGAAACTGAGGCTTCAG 

AGAGGCTGTGTAATCAAGAGTTTGTATGCGTTTCATCTGAGGAGGTTGAG 

GACAATCCCAAGTTAGAAAAATAAATGTCTTTAGCATTATTTTTCCTTAA 

TGTTTAGAATATTAATAAGTTACTCAGATAATCTATrGGAATTTCTTCAT 

GGCAGGGGGAA 

>4.1 

GAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTCGTAGCTAC 

ATCGTTGTTATGAGGATCAATATCTGTAAAGGTCTTAGAACATGCATTTT 

TGTTGTACT 

>4.2 

CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAAC 

AATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAAGAAAG 

CAGA 

>5.1 

GGCGGGCGCGGGGGGAGGTACCATGGAAACCCACTCTTTGATTGAAAGGA 

AATTAGGTTGAACCTCGAGGAGGCGGTCAQAGTCTGAGGAGAGGCTGGCT 

TGATGTCTAGATACGACGACAGCAAGGGTGGTTAGAGCTAACAGCGCATT 

GCCTTTCACTACGGGACTCTCCTTTGCAGCtGCCTTGGTGATCTCATCAG 

TCAGCATGTCTCTAACCCAGAGCCAGGCTGTGC 1 1 I 1 1 I I GT 

>6.1 

ACCTATGACCATCTTACATTATTTTTATGGGTGGGGGGCATTGGCTGTGG 

AATGTGGGCAGTAACTTGCACAGTCAGTAACCGTGTGAGTAACGGGTTGT 

TGGCATCCCCATTCTGGCACTCCTCGTCTAGGTCTCACCTACACGCTGGT 

TTGTGGGCGGAGGGGCAGGTTGGTGCGTGGGGTGTCCGGGCACTGGCTGT 

GCATGCCTTCTTCCTCTTCTGTCTCTTGGCCACC7TTTCCAAAAAGTCAC 

GAGTGACGAATTCTCCCAGTGTTTCTTTGGGACTCAATGCCTTGGGCTTG 

GGATTGGGTAAAGCCGACTGGCGAGTTTCATTCTGACCAGCTCTATAGTA 

GTCCGGTGTGGACCTCTGCCCTCCCTGCTCTGCGGAAGCTTCCTCAGCCT 

TTGCTTCTCACTATTTACTATTTGCGGGGCGTGGGGGTAC 

>7.1 

CGCGGTGGCGGCCAGGtACGGATCAATTCCGCTGAQTTAGATTCCAAATT 
CTAACCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGGTTCtCTGG 
ATGCTTTGCGAAGCAATTGACTCCATCACGGTGACCATCGAGGGAAGCAA 
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GGAATGGTTTTGCAAATACTCGTTCCAGTTTGGTAGCATTTAAAGCTCTT 
ATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTGT 
TGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTGCGGAT 
TCCGGGTCAGCATGTTGAGGTTCATGTGGGTTGCTGTTG 

>8.1 

GCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGT 

GCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCGTG 

CTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCT 

ACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGG 

TCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGGTA 

CTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAACT 

CAGCGGAATTGTATCCGT 

>9.1 

GGCGGCCGAGGTACCACATGCACTGATAGCTCTCTTTGTATGAACAGAGC 

TGTGGCAGGCCCTATGCCAGGGAGAAAGTAAGATTGGAAAAGAGCTTACC 

AAGGAGGTGGCATTTGCACTGTGCTTAAGGGGCAAGAAAAACGTCTTCCA 

ATCAGGAGCCACAAATGCTTGGCTGAAGTGCTACTGCTCTTTCATCCTGG 

AGCTGGAACAGACGTCACCAGTC 

>10.1 

TGGCGGCCGAACATCCATGTTTTAAC TAGCA CAGACAA AACCT ATGTGTT 

AGTATGAAAATAAAATTTAGAAAAACAATTTTGTTATAAAATTTTGTGTT 

TGTATTTGGAGTACATAAACTGGCTTTAAAATTGAGAAATATGCCCTAAA 

ACCATAAGGAAAAAGGGAACAGAAAGAAGAAAAAGATGAGAGGAATTAGG 

CCGTrCTATTCAATTTTGCCATGAGCTAAAAATCACATTCTTCACAAAGT 

AAATTACGCCCTG MINI ATTCTTAAGCACTAGGGTTAGGATTGTGATC 

TGAGCTTTACTAAATCGGAAAAGAAAATCTCAATTATAGAACATTTAGTT 

TATTTATACCTTAATGCCCGGAGAGGTAATATTTTACTTTAAAATGCATA 

ACCCATGTGACATGCTAGGTCTTCCAAAAC 

>11.1 

GCTGGCCTGGTTGTCCAGGGAGCTGAGATCACTGAAGCTGTGGTCGGTGG 
CGTGATGTGGAGGAGGCAGAGCTCAGATAGAAAAGGAGGGAGTGACACTC 
AAGCTGCAAGCAGTGACAGTGCCCAGGGGTCTGATGTGTCTCTCACAG 
>12.1 

riTCTGTTTTGCATCATCAGTCTCTTTCTCATCACTGAAACCTACAAATA 

TTTTAAAATCTTTGCATTAAAAAAATTTTGCTGATCATTCAAGCtCTTCA 

AATTATTAAGAGATACTTACTTTGTATGAAAAATTTT6TCGAGATGTATA 

ATCCATTTTTTTCTGGGAAGAGAGTCAGTT 

>13.1 

ATTGGGTCGGAGGTAGCAGGTGTCATTGCTGCAGCAGGATTTAACAGATG 

CAGATGTGGCGGGAGTGTGAGCATCTGTGTTAATGGTATCAGACTTAAAG 

AAGGAAAGACGTGATTTGACTGCTGTTGGTTTGGTAGTGTTCCCTGATCC 

GGAGCCAGTTTTGTGGGAGGGAGTCCCAAAGCAGGTTTGAGCTGTGGTAA 

TGACGGAGTTGATCCTAGAAGACAAAACAGTAGAATCGT 

>14.1 

CGCGGTGGCGGCGGAGGTACGGTATTCTGTTAAACAAGAGCAAGCCCATG 

ATGATGCCATTTGGTGAGTTGCTTGGGGGACAAAGAAGAAGGAAAACTCT 

GAGACAGTGGTCAGAGGCTCCCTAGATGAGCTGGTGAAGGTCTGGAAATG 

GCGTGATGAGAGGCTGGACCTGCAGTGGAGTCTGGAGGGACATCAGCTGG 

GAGTGGTGTGTGTGGACATCAGGCACACCCTGCCGATTGCTGCATCCAGC 

TCTCTTGATGCTCATATTCGTCTTTGGGACTTGGAAAATGGCAAACAGAT 

AAAGTCCATAGATGCAGGACCTGTGGATGCGTGGACTTTGGCCTTTTCTG 

GTGATTCCCAGTATCTGGCCACAGGAACTCATGTCGGGAAAGTGAACATT 

TTTGGGGTGGAAAGTGGGAAAAAGGAATATTCTTTGGGCAGGGGAGGAAA 

ATTGATTCTTAGTATTGCATATAGTCCTGATGGGAAATACCT 

>15.1 

GGTACTGGTGGCTGCACGATCCAGTCAGGCCCTGCCCGGGTGGTTATGTA 
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ACAAACAAGTCTGTGTCTGTGTGGAGTGTTGCAGGACGAGTGGAAATGAC 

TGTTTGCAAGTTCATGGCAATTCAGAAGGCCCTTCAGCCAGACTGGTTCG 

AGTGCCTCTGGGATGGAGAAGTATCTTGTAAGGAAGCAACTTCCATAAAA 

AGGGTGAGAAAGTCTGTTGACCGATCACTTCTTTTCTTGGATAAGTGTGT 

GCGGCTGCAGGAAGAGTCAGAGGTTCTTCAGAAGAGTGTGATCATTGGAG 

TGATTGAAGGTGGAGATGTGATGGAAGAGAGGCTGAGGTCAGCACGAGAG 

ACAGCCAAGCGGCCTGTGGGTGGCTTCCTTCTGGATGGTTTTCAAGGAAA 

TCCAACAACCCTGGAGGCTAGAGTACGCTTGCTGTCATCAGTCACTGCAG 

AGCTGCCGGAGGACAAGCCA 

>16.1 

CGGTGGCGGCCGCCCGGGCAGGACGCGGGAAGAGGTAATTTTAATGCCAT 

TTTCATGGGACACTTGGGAGCTAGATTAGAAGAAGCCAAGACTAGAATCG 

GGGAGATGAGTTGCAGAGGGAAGTGGTGAAGGTCTGAAGGAAGGTAGGAA 

AAGGTCGGACACATTCCAGACATATTTAGGGGTGGAGGTGGTTGGATATG 

GGGAGTTTAAAGGGGAAGGAATGTGGGGTGATCTGGGTGGTGAG 

>17.1 

TGGCCGGCCGCCCGGGCAGGTGACTTTAGTCCTCACTCTGTGGGCAGGGG 

CATTACAGCATAGGGGTCCCTTTTGTCAGGGATTTATGATGGCATCACAC 

GCAGGATTCA 

>18.1 

CGCGGTGGCGGCCGAGGTACGATTCTACTGTTTTGTCTTCTAGGATCAAC 

TCGGTCATTACCACAGCTCAAAGGTGCTTTGGGACTCCCTCCCACAAAAC 

TGGCTCCGGATCAGGGAACAGTACCAAACCAACAGGAGTCAAATCAGGTC 

TTTCOTTCTTTAAGTCTGATACGATTAACAOAGATGCTCACACTGGGGCC 

AGATCTGCATCTGTTAAATCCTGCTGGAGGAATGACACCTGGT 

>19.1 

CCCCCGGGAGAGGAATTGGGAAGAGCAAATTGCTGCTGAAAATTTCTACA 

TTGATCCAGACAAACAAGTTAGAGCAGGCTGAAAAAGAAGCCTTGGTGTT 

TTTACTGTGTTCAACCAGATCAAGTGGAAAAGTATAGATACCTTAATTAG 

GACTGTGCTCTGTGGGATTCTGGTCAGCCTGGCCCAGTGGI Mil I ICCC 

CTGAACACGGCTGAAAGGGGAGCTCATAATGACTGCTGTGCAGGTGGGCG 

GGGAGGGGGCTTCCTATTTGATTTAGTGGCTGATCAATGCCAGTTACCAA 

TTATTGGTAGCCCCATTTATACATGGTGGAAAAAAAGT 

>20.1 

GCCGAGGCACCACAA I I I I I M AAGTTCTAAGGTAGCTTTCTCAAAGAAA 

ACCATTTCAGGGTGTCCATTAAAAGAGCATCTGCGAATTGTTTTTGCAGG 

GACTCCTAATCAGTCAGGAGAAGTAGAATGTAAGCAAAGTCACAAACCTC 

CCGTAAGAATTTGGTTGACCAGGAOACAGCTGCTCTCTTATGAAGGGATG 

AGAAGCAGACCCCAAACGCAGTGGGACAGTCTCCCTGGAAACAGCAGCAG 

GCTTGGGGAATGCTTCCAAAAGGCTATGCCATTCAAGGTGTGAGG 1 1 1 1 1 

TGGTT 

>21 .1 

TGGCGGCCGAGGTACGATTCTAGTGTTTTGTCTTCTAGGATCAACTCGGT 

CATTACCACAGCTCAAACCTGCTTTGGGACTCCCTCCCACAAAACTGGCT 

CCGGATCAGGGAAGACTACCAAACCAACAGCAGTCAAATCAGGTCTTTCC 

TTCTTTAAGTCTGATACCATTAACACAGATGCTCACACTGGGGCCAGATC 

TGCATCTGTTAAATCCTGCTGCAGGAATGACGCCTGGT 

>22.1 

CGCGGTGGCGGCCGAGGTACAGAGTAGAGAGAGTTGTGCAGGGATGAAGT 
GGGAGACGTTGATAGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAG 
GACTTTGGATTTTACACCAAGTGCAACAGGTAACTGCTGGAGGGAATTCA 
GGAAGAGAQTGACAQGAGGTGATTGACAATTTGAACGCCGACTCTGGGTG 
CCATGTGGCAAATAGATT6TAGGAAGAAAAGAAGAAAAGGAAGAGAGGAG 
. TTTGGAAGCTACTAGTGTTGTCCCAGAAATATGTAATGGTGGQTTGGCCA 
GGGTG - ' . 
>23.1 
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GCGGTGGCGGCCGAGGTACACAGTAGAGAGAGTTCTGCAGGGATGAAGTG 

GGAGACGTTGATAGGACCAGACCAGACCAGGGCTTGTAGGCCATGGAAGG 

ACTTTGGATTTTACACCAAGTGCAACAGGTAACTGCTGGAGGGAATTCAG 

GAAGAGAGTGACAGGAGCTGATTGACAATTTGAACGCCCAGTCTGGGTGC 

CATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAAGGAAGAGAGCAGT 

TTGGAAGGTACTACTGTTGTCCCAGAAATATGTAATGGTGGCTTGGCCCA 

GGT 
>24.1 

CGGGGGGCGGCCGAGGTACAAAAAAAGCACAGCCTGGCTCTGGGTTAGAG 

ACATGCTGACTGATGAGATCACCAAGGCAGCTGCAAAGGAGAGTCCGGTA 

GTGAAAGGCAATGCGCTGTTAGCTCTAAGCAGCCTTGCTGTGGTCGTATC 

TAGACATGAAGCCAGGCTCTCCTCAGACTCTGACGGGCTCCTGGAGGTTC 

AACCTAATTTCGTTTCAATGAAAGAGTGGGTTTCCATGGT 

>25.1 

GGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAG 

AGTTTTGTAAACTGAACTTTGTTTTCAGTTCCGGCTCCAGCCATCCTGGG 

GTAGCTTGCCAATAGATGAATCCCACTCGTTTGACCCATGACGCTCCTTC 

TTTTCATTTCTCCCTCTTTCCCCACAGCAGTGCATGTCCACCATACCACC 

TGAGAGTCTGTGGAATCTAATTTTCTGTTATACTTCTTTCCTTACACTCA 

TTTTCCTGTCTTTATTATGATAGTCTAAC I I I M C 

>26.1 

GGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAA 

CGTGTCCATCACACGGCCCAGAAAGGAGAGTAGCCAGCTTCTGTGGATGC 

TTTGCCAAGCAATTGACTCCATCACGGTGACGATCCAGCGAAGCAAGGAA 

TGGTTTTGCAAATACTCGTTCCAGTTTGGTAGCATTTAAAGCTCTTATAT 

ATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCTTGGA 

ACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTGCGGATTCCG 

GCTCAGCATCTTGACCTTCATCTCGGTTGCTCTTC 

>27.1 

CGGCGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATT 

CTAACCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTGTCTGG 

ATGCTTTGCCAAGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAA 

GGAATGGTTTTGCAAATACTCGTTCCAGTTTGGTAGCATTTAAAGCTCTT 

ATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCT 

TGGAACTCTCTGTAAGTGCAACTTGGTTTCGCGGACATAATTGTGGGGAT 

TCGGGGTCAGCATCTTCACCTTTATGTCGGTTGCTCTTC 

>28.1 

GCGGGOGAGGTAGTCAGTTTGCTTATGTATAACATGGGGATAATATTAGT 

AGCTACATCGTTGTTATGAGGATCAATATCTGTAAAGGTCTTAGAACATG 

OA 

>28.2 

. CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAAC 
AATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAAGAAAC 
GAGA 
>29-1 

CGCGGTGGCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAA 
TATTAGTAGCTACATCGTTGTTATGAGGATCAATATGTGTAAAGCTCTTA 
GAACATGCAI 1 1 I ICTTCTACT 
>29^ 

CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAAC 

AATTATAAACAGTCTCTGCCTTTAAGGAGCT 

>30.1 

. OCGGCCGAGGTACTCAGTTTCCTTATGTATAACATGGGGATAATATTAGT 
AGCTACATCGTTGTTATGAGGATQAATATCTGTAAAGCTGTTAGAACATG 
CA 
>30.2 
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CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAAC 

AATTATAAACAGTCTGTGCCTTTAAGGAGGTTAT 

>31.1 

CGCGGTGGCGGCCGAGGTAGTCAGTTTCGTTATCTATAAGATGGGGATAA 
TATTAGTAGCTAGATGGTTGTTATGAGGATCAATATGTGTAAAGGTCTTA 
G AACATGGA 1 1 I I I CTTCTACT 
>31.2 

CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAAC 

AATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAAGA 

>32.1 

GGCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATGG 

CAGTTCATATCATGATGTTACTTTGATTCTCTGACCAAACTGGCCTGTGA 

GCACCCTGGGCCTTTCTTCCTCTGTGAAAGGCCTTAAGACAGGTTTACCC 

TGTAGCCAGGTCTGGAAGACAGAGCTGGGTTAAAGCTGGGTGGGAGAAGT 

GAAAAAGGTCAGGTTTAGATTCCTACGCGGAAAAGGATGTAACACGGGGC 

CACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTGGCTGCCAA 

ACCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACT 

CAAGTGGGAAGGGGAGTGGGCTGTAAAATAGTTTAAGAGACTCTCTCAGG 

AAGTCAGCGTAATTGATGTGTAGAAAGGTAACAGTCAACAGTTCTCCTAA 

CAAGACAGGTTCAAAGCAGCAGCTATAGTGGAGCATTCCTGAGGCCTGCT 

GCAGATGAAAGCATGAATGTGCAGACTGGTCCTCTTGCCCAGCGTTTGTT 

TCAAATCTTTGCACATGTTATATTTTAGAGGCAAGTTCAGTTCTAGAGGA 

OCT 

>33.1 

CGCGGTGGGGGCGGAGGTAGGTATGCACTTGGTTGCCATCTAAGCAGGGA 

CAATGGCAGTTCATATCATGATGTTACTTTGATTCTCTGACCAAACTGGO 

CTGTGAGCACCCTGGGCCTTTCTTCCTCTGTCAAAGGCCTTAAGACAGGT 

TTACCCTGTAGCCAGGCTCTGGAAGACAGAGCTGGGTTAAAGCTGGGTGG 

GAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGAAAAGGATGTAAC 

ACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTGG 

CTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAA 

GGAAAGTGAAGTGGGAAGGGGAGTGGGGTGTAAAATAGTTTAAGAGAC 

>34.1 

TTAAAGTCTTCTAGCCTGTATCCCCACTCC Mill GCCACTTGCAAATTC 

GGTAGCCCAGTTACCCAGAGGGAGGGATAGGAGGGAAAACGAAGACTGAA 

AAGGGCTAATATGAGTTTTGTCTCTTACAATTTATCTGCATCTTATCCTT 

CCCCCACCCCGCATCATTAAATCATTAAAGATTGTATCCAAATAGGATGG 

CCTTarGTGGAACTGCATATTTGGAAACCATAGTGCGTGTTTAAGTTATG 

CACTCCACTGGGAACTTACAGTATCTGTTTCCCACAATACTTGCAGTCAT 

ATGAGTTACAACCGCTGGGTGTGTATTGGTTCAAAAGGAGCTACGTAGAA 

GGTTATATCAATCCATTGTCCAATTTGAGAGiATTTTTTCTGAATCCAGTT 

AAAATAATTTTTGGCTACACCTGGGGAGACTTCCCAGGAGAACAATGACT 

TGTAGTCTAGTGCCCAAGAAAGCCAAAAAGGCCCGGCAACCTTGGTTGCC 

AGCAGATCCCCAACAGACAGATTGTAAGGGAGAAGAGAGTTTATCAACTA 

ACACTGAGA 

>35.1 

GGGGGTGGCGGCCAGGTAGGGATGAATTCCGCTGAGTTAGATTCCAAATT 

CTAACCTCTCGATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTGTGG 

ATGCTTTGCCAAGCAATTGAGTCCATGACGGTGACCATCCAGCGAAGCAA 

GGAATGGTTTTGCAAATACTCGTTCGAGTTTGGTAGCATTTAAAGCTCTT 

ATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCT 

TGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGAT 

TCCGGCTCAGCATCTTCACCTTCATCTCGGTTGGTCTTC 

' GGTACAfTTGTGTtrrATTGTGAAGGGtcCTCMC^^ 

GGCTGTCCCCACTGCAATGTATGGAGAGGAGAGAAAGGGATGAAAGTGAA 
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GGCAGGGGGGGGGATGTTTGTTTCACGGGGTGAACTTCTGCCTGAGCAAG 
TTGATGTTGGCTTCCGAGGTATTTGGACAGTTTCTTTCAATACAI UNA 
TTTAGGAGTTATTGTGTGTCTGGTGCCCTGGGA 
>37.1 

GTGGCGGCCGCCCGGGCAGGTACGCGGGGGCAACATGGCGGCCTTAGGAA 

GCTATAGCTGCGAGATTTGAATTACTCCACTCGTAGGTATTGCATTCCTG 

ACGATGGCCTCTGTGGCTTCGTGCGATTCGCGTCCGAGCTCAGACGAGCT 

CCCTGGAGACCCCTCTTCACAAGAAGAAGATGAGGAGTATGATTTTGAAG 

ATCGGGTCAGCGACTCGGGTTCATATTCCTCAGCGAGTAGCGATTATGAT 

GATCTTGAGCCTGAATGGCTGGACAGTGTGCAGAAAAATGGAGAGCTGTT 

TTATTTGGAATTGAGTGAGGATGAAGAAGAAAGCCTCCTTCCTGAGACAC 

CAACTGTGAACCATGTCAGGTTCAGTGAAAATGAGATTATCATTGAAGAT 

GACT 

>38.1 

CCGAGGTACTTAAGTTTTTCTTCAGTTACAGCTACCATGTGAAAATAATT 

CTCTGCTTATCAAGTTTACAACTTTAGAATTTCCTGTTTTAAAGTTTTCT 

CATTTACTTATCACACAGTCATCTTCTTTTTGCCAAACGCTATAGTAGCA 

CATTAAAAGGAGACTGATGTGAAATCAACTCTGTGCAAAAAGTATTGGGT 

GCTTTGGTAGAAGTCTATACAGAAGACACTGGAGACACAAAAATGAATTT 

TGTCCAGGTGAGTTGA 

>39.1 

GGTGGCGGGCGCCCGGGCTGGTACGCGGGAAAGCAAAACGACAAGCACGC 

CCTGAGCAGAGCCCCGGGAATTGAACCTTTAAGTGGATAACTTGGGTTCT 

GGTTTGCCAAGGAACCAGGGCATCAAACAGATGAAACAGCCTATTGTCCA 

TTTCAACAGG A I M M CAGGAGTGGGGATGATCTTTCAAATTATCCACAA 

CTTAATTATTTAATATTTTGATAGTCAATTACCTAAGACACGGCATCGTC 

ACTGACCAATCAGAAGAGATGCCAGTAGTTGGGC 

>40.1 

CTCCCCGCGGTGGCGGCCGAGGTACAGT7TAGAAAACTGTGGGGCTGAGT 

CCTCGGGGCCGTGGGGCGCAGCGTGGCTGATCACCATCATAACGGGCCTA 

TGGGGATACATTCTCTTAGACATTTTGAAGTAATTAATGCTCTCGTTAGT 

GATTAAGTCTGTGAAGTAGTCCTTTGCATAATCAAATCCATGCTTTTCTT 

TGATGCCATTGCGACAAACAGTGTAATTATAGAAGCGAGAATTCTTGATT 

AATCCAAGCCATTCTCGCCAGCCAGGGGGGATGTAGCTGCCATTATATTC 

ATTGAGGTATTTTCCAAAAAAGGCTGTTGTGTAGCGAGTGTTGTTAAGAT 

ATACAGCAAAAGTCCGAGGCTCATGCATGGCGTGCGACGAGGGGGAAGAG 

CAGTTCTCGTTGTTGGTGTAGACATTGTGATTGTGCACATAGTTCCCGGT 

GAGCATGGAGGACCGTGACGQ6CAGGACATGGGTTGTAGTGACAAAGGCA 

7TGATGAAAGTGGCCCCCCCATGTTCCATAAT 

>41.1 

GGGGGAAAAAACTCCACTCAAGACTACACCCAGAAAAGCTATCTTTCAGA 

AATGGAGATAAAAACATCTTTCCCAGACAAAGAAAAACTAAGAGAATTTA 

CTACCACTCACCAGCCTTACCAAAAAATGCCCAAGGGAGTCCTAGATCTA 

AAGCAAAACGACAATCATCACGAAAACATGCAAAAGGATAAAACTAAGTT 

GT 

>42.1 

TGGAGCTCCACCGCGGTGGCTGGTCGGAAGAGCAACCGAGATGAAGGTGA 

AGATGGTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGAC 

TTACAGAGAGTrCCAAGAAACTATGATCCTGCTTrAGATOCTTTTGAGGT 

CCCAGGAGAATATATAAGAGGTTTAAATGCTACCAAACTGGAACGAGTAT 

TTGCAAAACCATTCCTTGGTTCGCTGGATGGTCACCGTGATGGAGTCAAT 

TGCTTGGCAAAGCATCCAGAGAAQCTGGCTACTGTCCI I ICIGGGGCGTG 

TGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAAfrGTATCCGT 

ATTGGAGCTCCCCGCGGTGGCGGCX^CGGAGAGCAACC 
AGATGCTGAGGCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGAC 



Page 6 of 111 



wo 01/42467 



489 

Table 3 



PCT/USOO/33312 



TTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGT 

CCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTAT 

TTGCAAAACCATTGGTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAAT 

TGCTTGGCAAAGCATGCAGAGAAGCTGGCTACTGTCCTTTCTGGGGGGTG 

TGATGGAGAGGTTAGAATTTGGAATGTAACTCAGCGGAATTGTATCCGT 

>44.1 

AGG » M I I ACCTGATGATTGTGTAGGTTTCTCCTAGCTCCAAAGTATCCG 

GCTCCTACGACTGTAAATATAAGCTTCAAGGAAAGTGGAGCTGGTTTAGT 

CTTTTCTGA 

>46.1 

TGTCAGTGCTATTTATAGTAATAC AAAAA TTTAATGTAATTTTTGTCAAA 

ATCTCAATGGTATA Mill GCAGATTTTTCAAATTATATATATATG ATTT 
ATAAATTATTGTTATAGATTCCTGGAAAGTTAATCCATCTCACCATTA 

>47.1 

CTAACCTCACATTTAATTGCGTTTGCGCTCACTGCCCCGCTTTTCCAGTC 

GGGGAAACCTTGTTCGTGCCAGC 
>47.2 

GCCGCCGGGGGGAGGAGGGCCGGGTmTGGCGGTATTGGGGGCGCCTTC 

TTTCGCGCTTTCCTTTCGCCTCACTTGAACTTCGCCT 

>48.1 

GTGGCGGCCGCCCGGCCAGGTACAAGGACATGCTGGATGCCAAGCAGTTG 

CCCCGTACCGTGTCACTGCCGCTCAAGACTTCAAGGCCACTCTCCCCATA 

AACATGAGACTACAGATTTAGGTGGAAGAGGAGCCATGTTTGAAGGGCAC 

ATGTGATGAGTGGGGGGCAGCAAGATGGCATTTCTGCATCTCCCAGAAGG 

GATGAGTCTTTGTCCCGATGCAAGCGCCCTATTCGTTGGGCTCCCAGCAG 

TGCTTACCTTCTACAGCGTTCACTCATTTTGTTCTTTCCCCCCAAC MM 

M M M I 

>49.1 

GCGGCCGAGGTACAACTAATGGAGCTCAGAAGCTGTCAAGGATATAAGCA 

GTGCAACCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAA 

GCTATGACCTACACAGAGGACAGTTATGGGATGGATGGGAAGGTTAATCA 

GCCCCGTCTCACTGCAGACATCAACTGGCAAGGCCTAGAGGAGCTACACA 

GTGTGAATGAAAACATCTATGAGTACCTGCCCGGGC 

>50.1 

GCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCC 

GGACAATTATGTCCGCGAAACGAAGTTGGACTTACAGAGAGTTCCAAGAA 

ACTATGATCCTGCTTTACATCCTTTTGAGGTCGCACGAGAATATATAAGA 

GCTTTAAATGCTAGCAAACTGGAACGAGTATTTGGAAAACCATTCGTTGC 

TTGGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAG 

AGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATT 

TGGAATCTAACTCAGCGGAATTGTATCCGT 

>51 .1 

GCGGCCGAGGTAGCTCAGCATATATTGGAAGTGTTTTAGAGTTGGTGAGT 

TCGGCGTGCCTTCCAGAACTGAACGCTAGGAGGAGCAGCCAGTGAGGACA 

GACGTCTATGCAGAAACATGGGGAACCTCTGGAAATGACACAGTCTCCGG 

GCACAGGGGGCCATTCGTCCATCTTGAGGTGGACTAATCATGGAGATTCT 

CGCAGGGCOGGCTGCTATCTCAGATTTTCTAATCGGAGAAGGAGAGAGAT 

CAACTTCCATCGACTCCAGTCTGTCGGGGGCTGATGAGTGAGGTGGCAGC 

AGGCATCCGCGTGGATTTGTTGAAAGTGGAGTTTTTATTGTGCTGAAAGC 

TGCTTGTrGTGATGATCTCATACTTTGTAGTTGTTCTATCTGCAGCACTG 

ACTTCCTAAGGGA7TCTTCCAACCTAGAAA 

>52.1 

GGGGGTGGCGGCCGAGGTAGI M M I M I M N M I M M IGGCATTCTG . 
AAAATTCATGAGGCTGTGTTTTAGGTGAGGCTATTTCTTCATTCACTGAA 
CGGGGCACCCAACAGGCTGTTAATATGAAGACTTGGGCCCtTCCTGA(3TT 
CTAGAAAAGC A i I I I TA GTAGTTCTTCAGTAATTTCGCCTCCCCTTCATT 
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CTCTGTTCTCTTTTCCTCGGACTCCAATTGGATCTTGGGCCTCTAAGTAT 

AGGGAAGATGATGTTTGTAAAAAGGTTCTTAGAGGGAGGGAGTTCCTGGG 

AGTGTTATGTGGGGTGGTGCAGAAGGTGCTAACAGGTGGGTrrCTCTTTA 

GGATGAGGAGGTGGGATGCCAACTGTCAGGCTGGGACCTTTCCCTCCAGT 

GCTAAAATGAAAGTTTTATTCTGGTCCTTTGACATGCACACCAGAAGTCT 

TGACTTTC 

>53.1 

GAGCGACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTAT 

GTCCGGGAAACCAAGTTGGACTTACAGAGAGTTCCAGGAAACTATGATCC 

TGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATG 

CTACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGAT 

GGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGC 

TACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAA 

CTCAGGGGAAATGTATCCGT 

>54.1 

GCGGGGGAGGTACACTGGGAAAATGAAGAACTTAACTAGATAAAAATAGA 

GGGACAGTGAAAACTTCACAGGGGGGAAATCAAGTTAAATTCAGAGCTGG 

ATTTAGATGATGCGATTGTAGAGAAGTTTGCTTTCTGCAATGCTCTATGC 

CTTTCTGTAAAAGTGGCAATTTGGGAAGCATCACTGGATAAATTTATTGA 

ATCTATTCAGTGAATTCCTGAGGCTTTAAAAGCTGGGAAGAAAGTGAAAC 

TATCTCATGAAGAAGTTATGCAGAAAATCGGTGAACTCTTTGCTCTAAGG 

CACCGTATAAACTTGAGTTCAGACTTCCTGATTACTCCTGATTTCTACTG 

GGACAGAGAAAACCTGGAAGGACTTTACGATAAAACGTGTCAATTGGTTA 

GCATTGGCCGAAGAGTTAAGGTCATGAATGAAAAAGTTAAGCACTGCATG 

GAAGTAAGAGATCTAATGCGGAATCACCTGAATGAGAAGAGGGCA 

>56.1 

CGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCG 

GACAATTATGTCGGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAA 

CTATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAG 

CTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCT 

TCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGA 

GAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTT 

GGAATCTAACTCAGCGGAATTGTATCGGT 

>58.1 

CTCCACCGGGAGGCGGCCGCCCGGGCAGGTACGCGGGCTATTGTGATTCC 

CAGTGACCCATAGAACAGGATTTCACTAGTGCTATGACATGTGACTGGGC 

TTGGGAAGTTGGGGTGTCAGGTCCAAAAATCCTAAGGTGGGATCTTCGCT 

TTGTGAAGCAAATTAATTACACAACCAAATATTGCCACATTGTTGAGGTC 

TATTGAGACAATGGGAACTTCAACCGCTACTTAGCTTAGCAI N 1 1 1 I II 

TCAAAGAGTGAAAAGTGGTCCAGGTAGAGCACAATATAATTTAAGTAAAG 

GAAGATTAAAACATATTTTTATCCATTTCTTATGGTGGGAAATTAACATG 

TTTTAGATTTGAGGTCCCCCTCTCAGGAAACCCTTTCAACTTGGTATTAT 

TCACTCCTGAGTAGTATGGGGTAGAAAATGAGTGGAAATCAGTTTGGCCA 

CTATTTCCGAGTCTTTTGCACTGCAATACTTTCATCAATATTTACAATAT 

TTCAGTGCTGTTTACAGATGGGGATCACATCAGGCTC 

>59.1 

GGCGGCCGAGGGACGCGGGAAAGATCAGTTGTTTTACCTTGGGATTCAAA 

GACTTTTCTTTGACTCCGATGGTTCTGAAAGGGTGATCGTGGTCCACCAC 

GATCAGCATGGGGGGGAACGTGTTAGCACTGCAAATTCTCATTCCTCCCT 

AATTTTCTGAATCAGAAATTAGGGAGGT 

>59^ 

TAATTTATGCTTTGAGAACCGCTGATCTAGTTTGTCCCTCTCATTTTGCA 

GGCAAAGAATTGAATTCTAGAGAGGTTAATTGA 

>59-3 

CCCAGGATTGATAGTTTTCTTTCTAATACTCCATATTTGACTTGAC I lit 
TTACAAGTTGTAATTACAAATAAGTCTAAGATGGGAAAGTTGTGGAAAAC 
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TTTATAGAGAACATGAGATTTGACTGAACAGTAAACATTAAGTAGAGAGG 

AAAGAAAGGGGTGTTCTAAGC 

>60.1 

GCCGGATCCGGACAATATGTCCGCGAAAC CAAG TTGGACTTACAGAGAGT 

TCGAAGAAACTATGGGGGTGCTTTACATCCTTTTGAGGTCCCACGAGAAT 

ATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGGAAAACCA 

TTCCTTGCTTCGCTGGATGGTCACGGTGATGGAGTCAATTGCTTGGCAAA 

GCATCGAGAGAAGGTGGGTACTGTGGTTTCTGGGGCGTGTGATGGAGAGG 

TTAGAATTTGGAATCTAACTGAGCGGAATTGTATCCGT 

>61.1 

CGCGGTGGCGGCCGAGGTACACGTTACTGTTCCGTCGTATTTTGTAGTCT 

CTGTTCTGCCCTTTGGAACATCTCTTCGGTGTTCCTGTGGGATCTCTCTA 

CTGCATTCTACTTTATGTAATAATCTGTTCAATAAATAATTTTTAAAAGG 

AGACAACAACGCCGCAGGTGATCTGGAGGCTCCTGGAGGACCTCAGCGAC 

TCAGGTCCAGTCCAAGGAGGGCCGCAGATCAGGGTGAAGGATGGATCCAC 

ATGTTTAGAGGAGATCGAGAAATGCAGAAGAGAGATGCAGCAGAGAAATG 

CCAGAGAAAGGGGAGCTGGAGAGAATCAAAGGATGAGAGGAATTGAAGCT 

GCTGTGACTGGAAGGGGTGCAGATGGAACGCTTGAGAAGAAACGTGTGTA 

GCATCTAGGAGTAAAGACTGGCCCTGGCTGACAGCTAGTAAGGAAATGGG 

AACGTGAGTGCTGCAGCCTCAAAGAATTGACTTTAACCCAGAGCCTGTGT 

GCACTTAGAAGGGGATGCATTCAC 

>62.1 

GGCGGCCGCCCGGGAGGACAATGATGGCTGTCAAGTTGGTTTGTTTAAAA 

AAAGACAATTTGAGCAGGACGACCCTCTCCAATCTGGGTAGCATGGTTAG 

CCTGTGCAGTAACAACGTAGGCTCGGAGGATGGGT 

>63.1 

TGAGTGAGCCTAACTCACATTTAATTTGCGTTTGGCGCCTCACTGCCCGC 

TTTTCCAGTTC 

>63.2 

AGGAGGGCGGGTTTTGCCGTATTTGGGGCGGCTCTTTCCCGCCTTCCTTC 

GGCCTTCAACTTGACTTCGGCTTGC 

>65.1 

I I I I U I m I I H M I I GGAGGAGATGGACAGTGTCAGTCTCCTGATAA 
GGGGGTGATGGGTAGGTAATTTAAAAGCTTCTATTATAAAATCTAGTCTC 
TGTGACACTGCCGTGTGCACTGCAGTCACATCTCGGAATACTGAAGGATC 
CTGAGAATACGAGCGGGCATGACACTTAGTCAGGTCATTCAGCAT 

GGGGTGGCGGGTGGCCGGGGAGGACCGGGGAAATCCCCTAAGTTCCTTGC 

TATCTTCCCATCCCATATTTAGGTTAGATAGAGAAGTGTGTATGTGTGTG 

TGTGTGTGTGTTGCTCGCACAGTGATGAACTGTAAACATAAATGAAGATA 

TGGAAAAATACATCAATTAGGACAACATGACAATTTCATTAGACTCCTAT 

GAAAGAGTATCAGTTCAGAGTTTTTATAGATACTAGTATAAAATTCAGAT 

CTTGACTGTTTTCTGGGGATAAAGCAAGGCTTTAGAATTTAGCAGTCTGT 

AGCTAGCTTGAAACAGTAAAACAACAACAGCAGAGCCTTAAGTGTATTTT 

TGTGACCTAAAACATGAACTCAGGGTTTCCAAATTCCTAACAATGAATAG 

T 

>67.1 

GATTGGAGCTCCGCGCGGTGGCGGCCGAGGTACTTGAAGGATAAGAAATT 

ACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTTCCAGACCTGTGGC 

TCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTACTCA 

GTGTGCTTAGACCAAAGGAAACCAGCACAGGGATrrCACAGGC 

>68.1 . 

TCCCCGCGGTGGCGGCTCGGGTACTTGACAGGATAAGAAATTACTGTGTC 
AAATTACCCACAAGTTCTATGGGCATGTTCCAGACCTGTGGCTGTTAGTA 
tCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTACtCAGTGTGCTT 
AGACCAAAGGAAACCACCACAGGGATTTCACAGGC 
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>69.1 

TTGGAGCTCCACGCGGTGGCGGCCGGGTCCCATTTCATCTTGCACCCGCA 

TACCAGGGATTGTTGCGAAGAATGAGTTGTGTTATATTGTCCAAATCATC 

AAAGATACGCTGAGGTAAATTACTTAGGTTATTATrGGACATATCCAGTC 

GATAGAGCTGCCTTAGATAAGAAAAAGCATTTGGGGGCACCCGATTGATG 

TGGTTATCTTGAAGATAAAGCTTGGTCAGGTTTGTGCCTGGAAGGTTTAC 

TGGTGCAGCAGTCAGGGAATTGCGCACCAGGGACAGCTGTGTCAAATTAA 

CTAGGTTGAAGAAAACTTTGTCACCTAAACCATGATTGTTCAACAGGTTT 

CCATCTAGAACCAGGCGTTTTAGAGTAGTGAGACCTTGAAGAGATGGTGA 

TGAAATAGTGGATATGCGATTATCATCCAAGCGTAGTTCTTCTATAGTGC 

TGGGCAAACCCCAGGGAATTGTGCTAAGGTGATTACGGGACAGGAAAAGC 

AGTCGGAGATAGTTGCTGTCTGGGAATGCTCCCTCTTGTATGC TAACTG C 

AGAGACAGAGTTGTCATCTAAATGTAATTCT TCCAG ATAGGGAATTTTTG 

AAAGTGAATCATAAGTGATAGTCGTTATGTTATTTTC 

>70.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGAATAAAAGGGTTTGG 

TTTCTCTGATGTCTTCCAATCAATCACACAGAGGTTGCCCTGATACTCAG 

CCACAGAGTCCAGCAGACCTATATAGTTTAAGGTTTCATGTTGAACAGCA 

GTTTGAAGAGCTCGCACTCCACTG ACATC TTTCAGAAT ATGCT GGAGAGT 

TTCAATGTAACCAGACTTGAGGAGATTTTCATCTCTCTCTTTTAAGGTTT 

CCTGGGGTGAAAGTATGCTTTCCAAGGCTrCGTGGAACCGTTTCCCTTGT 

AAAAAGAGGTTTGAAGTGTATTCTTTAAAGCCATCTTCTCCC AGTTG CAG 

AATCATCCGGTGTTTGCACGTCTCCAACAAGAAAAGGTGTTGTTTTGTCA 

TGGTCTGCTGAAGGACTCGGGTCACACTTGGTATCACATTCGTrTGCAAG 

GGGATTTTCAAAGGAACTGAAGGATCAGTTGCATTTGGTTTATCAC 

>71.1 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGAAGGATAAGAAATT 
ACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTTCeAGACCTGTGGC 
TCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTACTCA 
GTGTGCTTAGACCAAAGGAAACCACCACAGGGATTTCACAGGC 

>72.1 ^ 

ACATATATCATTTATTCAAGAGGCAGATTTTAAACGTTTTTGTAAAAAGC 

TAAATAACACCGAGAGTGACTCAAAAAATTTCTCAACTTTGCC 

>73.1 

CTGCCTTTAAAAGCTCATAACAGTAGAGATGAGTTGTCTGTGGTTGCAAA 

TCTAACATATATTCATGCAA 

>74.1 

ACCTTGTGAGAAGAGGAAGAAGGTGATAAGAAGTAAQATCAGAGCATAGT 

AGAGAAAQTAGCCCTGTAAAGAGAGGAGAAGGAGAAAGAGAGAAGGGAGG 

ACAGAGCTTTTATTTTGCTCCAGGTTAAAAAGAAAAAAAAAGCACATTAC 

AACTCTATGTCAGTGTCTGTCCCAGGTCCTAGAACTGGAATAGACCAACC 

AAGCCCAACCCTTCTTAAAAGtAAGACTAGGTGCTTCCTGATTATATATT 

CAACTGCCTGGAAGCATGCAAGTAAAATTTCCTTGATGGCATTTCTAAAG 

TTCAAACATATTCTTCCTAAAAATGGATTTACAAAAAATATTAAGATTGT 

G M i i m GGTTTGGACT7TAAAAAAAATTGTTTTCAAAACCATAATTGG 

GGCCTACCCCAAAATGGAT 

>75.1 

TGGCGGCCGAGGTGCGCGGGGAGGCGTTGTGGGAGGAGGTGCGGGGAGAG 

AGGAAGGGGCCTGTGCACTGAGCAGGCATCAAACATTAGTGGATGGCCTT 

GGGTCTCAATCTGCAGTAAAGAGGAAACTAATCTGAAAGGGAACGATAGG 

ACTGTGTGT G I I 1 1 1 A l I 1 11 1 A AAATACGGAGTGTGCAATTTTACTGAA 

TCTTGAATCATGGCCAAAAGAATGAGCTGTCGGTiSCTGCAGTCGTGACCC 

AGGCTGA 

GGTCTTGGCTGCCTGTGGGCTTCGCCAGGTGiG CCTG GACSGTGGGCAAAGG 
GAAGTAACAGACACACGATGTTGTCAAGGATGGTTTTGGGACTAGAGGCT 
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TATTGGGGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGTTTGC 

CTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTGTTATGAAAATATA 

GACATT CTCA C ATAAG GGCAGTTCATCACCATTTCGTCGTTTACCTTTTA 

GTGCAGTTTTCTTTTTCACATTAGGCTGGTTGGTTCAAACTTTTGGG 
>77.1 

CAGGACGCGGGGAGACAGCAGAAGGATCACTGGGCTGGAAGCTCTAACAG 

GCATTGGCAGCCTAGCTACCTGCAGTTTGAGGCAAGGGCAGGGTCACTTA 

CCCTGCTGTCTGAATGTCTCCTGGGACAACAGGAGGGTGCACTCACTGGC 

TGAGTTCAGACAGAAGAGGGATCATCGGACTGGAAGCTCTGGCAGGTATG 

GCTAGCCTGGTTACCCGTAGTGAGAATGGAGAGGGCCAGGTGCCCAGCTA 

CACAAATGTTTCCCAGGACAACAGGAGGCTGTGTCCACTGACAGTTCAGA 

CCGAAGTGGAACCACTGGACCGGAAGCTCTAGCAAGTGTTGCCCACCT 

>78.1 

TCCCTTTAAGTGAGGGGTTAATTGCGCCGCTTGGGCCGTAATCATGGTCA 

TTAGCCTGG 

>79.1 

GGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACACAACAGA 

GGCAGTTCCAGATTTCAACTGGTTCATAGATGGGCGGGAGAATGAAAACA 

GATGGTGCAGCCACAGTTCGTTTGATCTCCACCTTGGTCCCTCGGCCGAA 

AGTGACCGATGTCCTTCCATATTGTTT 

>79.2 

GTCTGCGATGTCAGTGGGCCTGTTGGATGTATCAGAGATGAGGAGGCTGG 

GAACCTGGCCAGGTTTCTGCTGGTACCTGCCCGGGCG 

>80.1 

TGGCGGCGATTACTGTGCGAGAGGTAAAGGATATATGTGGCTACGATTAG 

GGCCTCTCT 

>81.1 

GGTGGCGGCCGAGGTACAGCCAACCCCCTAGGTGTGGACCAGCTGAGGCA 

GGTGGGCAGATATGCAGAGGGACTTGGGGCT7TGCCAAAGGGTAAGCACA 

AAGAAGGAGTCACGGGTTCTGTTCGAGGCACTGTTGGGATTAGGAGCCCG 

AGGGACCTACTTTGCAGGAACGTAGCATAACTTTGTGTGACGAGACTGCA 

CAAGACAAAGCTCAGGCAAGTGGCTCAGTAGTTGGCCAGCCCAGCAGGGT 

CCTCTGTATGAGTGTGCACCCAGCTGAAGAGAAGAAATGGAGAGCAGCAA 

7TGGAGCTTCAGGACCGGCTTGCACTGTGGCTCCAGGTTATACCACCACT 

GCCCAAAGCAAAAGCTAGAGAAGCAAGTGGAGAAATGCTGGAGAAAGCTG 

CACCCTACAGGGAACCAGGACTTTAAAAACCACTGCAGGGAAAGTAATGG 

AAGGAAAAAAG 

>82.1 

T6GCGGGGGAGGTACGCGGGGGAGTCAGTCTCAGTCAGGAGACAGCATGG 
G 

>83.1 

GTGGCGGCCGAGGTTGCTTGTrGCAGGTCTTT A I I ICi lA GTCCGACTCC 
CCCGAGGTAA CACAT TTCTGCI I I M I AGCTGTTTGGTCTAGTGTAGGTT 
CACCTTTGTAATTTTTGATTCAATCAGTTAACCAGGGTTACATACTAGAA 
AATATCACTATATTATG ACCATG ATTATATTTCTnT G I I I N CCGTTGA 
TCAAGGAAGTTCATCAAAGAATTTGATGAAAGTTCAATGATGACCTCTTT 

rrAAAATTTTCTTAGTATTCTATGTAACTATTACGGATGTTTTCCCCACA 

CA 

>85.1 

CGCGGTGGCGGCGGGTACTTATATTAGATTATGCTAAAATGCAAAGATGT 
TATGCTAAATGTTATATTTGGGAACAAATTGTGTAAATATACTGATGACG 
TCAATGGATCATTACAATTAATGTAGGTGCCGTGGGCAGGAAAGCTAACT 
TTAGCTGAAAGCATCTeAAACGTGGTTATTTTTAATGGGCCCTCAAAGGA . 

AAGGGATGAGQGCAGCGATAAAGAAAGGCTfGGCCAAATATAGTTGTTGT 

TTGTCAAGAACAACAAATCCCATTTCACAAGAGAACtAACCTGGCATGCC 

ATTCTATGCTTAGGTTCTGGCGTGCAGTGAGCGAGGCAAGGATGGCATTC 
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AAGATTTCATTCCTTTGTTCCAC 
>86.1 

CGCGGTGGCGGCCGAGGTACATCCCTGTTTATCCCATTCCATCCACCGAG 

GCCCAACAGGATGGATGATCTGTTTGCAGGGAAGCCTCCCTGCTCCCGTG 

ACAGGTATCTCACCAGCTGACACTTTACCATATCTGGCAACAAACTGTTT 

GCTCTGTTCTTGGATTTCAAATCCACCAGCTTTTAGCAGGGCGAGGGCCA 

GGCCTCCCCCATGCAGAAGATCTTCATTGGCTGCATTCACCACAGCATCA 

ACAGCATGTGTGGTGAGGTCATCTTTCCACACTGATAACTCTATCCTAGG 

AGTCAGCA Mill CTGAACAGTTGCAGAGATTTGCTGTTGCGTTGCTGAA 

CTGGAGAGACCAGGGTAGAGATACAGCCAAAGTTATTCTGGAGGACTTGA 

CACAGCTGACGCTCATTATTGTTTAAAATTTTGAAGTCATTGTGGTTAAT 

GGGAAATTTGCCAACTATAGTTTTCTCCAAG 

>87.1 

GGCGGTGGCGGCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACA 

GCAAAAAGTGAAGAATTCTTACAAACTAGAGGAGACAAAGATTGGAG 

>87.2 

AGTTGGAAGACCGAGCCCTGTAGCCAACGTGGAAGAAACCTCGCATTCCT 
CTACTTAAAAATA 

>88.1 

AAAAGGGTAAAAAAGGCGGCCGTTGCTTGGCGTTTTTTCCATTAGGGCTG 

CGCCCCCCTTGACCGAGCCATCACCAAAAAAATTCGACGCTCAAGGTCAA 

GAAGGGTTGGGGGGAAAACCCCCGACCAGGGAAG 

AGAATACCCAAGGG GCG I 1 1 M CCCCCCCTGGGAAAGGCTTCCCCTCCGT 

GGCGCCTCTTCGTTGTTTTCCCCGAACCCC 

>89.1 

ACCGCTCAGCCTGCTTGGTTGCATCCTCCGCATGGCGAGTCAGCTCTGAG 

ATCTGAAGGTCAGCATGCTTACGCTCGGCCTCACATGTGTCAAAGTGATT 

CTGGATCTCCTTAAGTCGATCCAACATCTGCAGTTGCTGTTTTTCCCCAT 

TCTCCAGTTCACGTGTTAAATTCTCTACTTGTGATGCCAAATGTGCTTTC 

TTCTTGTCTTTTCTTTCCATGCACCGTTTCACTTCCTCTAACTCAAATGC 

CATTGCGCTGAAGTTCAGCTGCACTCTCAAAACTGACATTTGCT 

>90.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGAC 

AAACAGGAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATT 

GGTTCAGCCACCCGTATCTGTAATGTCTGGATTCTGGGGTCTTGATTTTA 

ATGCAGGTATAAAGGAGAGTATTTTAAAAGTGCCTCCGAGTAGGAAGAAC 

AGTCACAAGGCAGTGTTATATCAATTCAGTGTGACAGAAGCGCTGATTAT 

TTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTTGCTGA 

CATTTCCAGCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAAACTA 

CAGCCATTGATCAGAATGTAAGCAGGCATCCTTGAGCTTCTTCTAGGAAC 

ATATACAGATGTGCACAAAATTTTCATTTATTCA 

>91.1 

TTGGAGCTCCCCGGGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGAC 

AAACAGGAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATT 

GGTTCAGCCACCGGTATCTGTAATCTGTCCATTCTGCCCTCTTGATTTTA 

ATGCAGCTATAAAGGAGAGTATTTTAAAAGTGCCTCCCAGTAGGAAGAAC 

AGTCACAAGGCACTGTTATATCAATTCAGTGTGACACAAGCCCTGATTAT 

TTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTTGCTGA 

OATTTCCAGCAGCTGTATATTTAATTCACAGTrAGGGGCTGAACAAACTA 

CAGCCATTGATCAGAATGTAAGCAGGCATCCTTGAGCTTGTTCTAGGAAC 

AAATAGAGATGT 

>94.1 

ACACAGCTCCATGAGGTCACGAAGCATCCCATGACCCATACCGGCAGTTG . 

CATGGCAATGGCTGCCAGGCAATGGCACATCAAAATCCGGGCAGCGTCTT 

GAGCACTGTGCAATTGAGTCAACAAGGTCTCAACTACTGACTGGCTAAGA 
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TGGGGCCTGCCCTTGGCCAACTTCACCATACAGTTTAGAGCAATCTTTAA 

AGTGGCGTGAGCACGTGGACTATGATGTTGAGTACAAAGT 

>95.1 

ACCTGTATGATAACATTGGAGTCAAACATATCTTGTGACAGGACAGTTTT 

TTGTGGGGAGGAGAATTAGACCAAGTTCGGAGATATATTTTAGGAACTAA 

AAGGAACGTAAGATCTGGGGTAGGGGGATGAGCAGCTCCACACCCTGCTC 

CTGTGTGAGGTGTGCGCTCGCGACTGGGAAATGTCTAACTCCATCGAAAA 

CATGAGATGAGGGGCAGGGAAGGGGCTACTTCCAAGCCTTTCATTATAAT 

ACTGTGTGTAACCTTTTGCATATTTTCAGAAA AGAA ACCAGTAAGGTGGG 

TTCAGTTGTGGGCTCATCCTGACTTAGAAAATTTrAAATAATTTAGCCCA 

TTGAAATGTTGATAATATAAGGCATGCATGAATAATAATTTTTGCTTCTT 

>96.1 

AAATGTCGCCAAACTGCCGTCTTCCGTCCTCGGGCGCTGCGACAAACACC 

CCACAAAATGGCGGCAGCGCCGTCGCCGTAGAATCCCCCGAGTCGCCTCT 

CCCCGCGT 

>97.1 

TGAGCTCCCCGCGGTGGCGGCCGAGQTACCTTCCCCTGAGGAGCCCCCTT 

CAGAGGGGCGAAGAGCAGTATCTTCAGAGGCGATCGAAGTTTTAGCATAA 

CAAGGAGGGAAAGAGAATGCAGAGAAGAGGCTGGTGATAGACAAGTTTCA 

TGTTCACAACTTGAATTGCAGAGGTCAAGAGTTTAAAGAGTTTGGGATGG 

AAAGAAATCGAGAATTGGG 

>98.1 

AGCTCGCCGCGGTGGCGGCCGAGGTACCAGCAGAGATGGCTTGAAGATGA 

TTTAGGACTTGGGTCAGTAGCACTTACTGATGTAGTGGTTTGATACACAC 

TGATTACCTTGTTCC i I I I I I A TTGTCTGGCATTTCTCCTATATAACTAG 

CCACTTTTAAACAATATTTGTCGGGTCTTTTCTTCTGCTTGTCTGTAAAT 

ATTAGGGTTCCTGAGTCCTTACCTAGATTTTCTTCTCTTCTTACTCCTGG 

CCTTTCCTTGGGAGAGTTCATAATTCACCTACTCCATCTAGATATTTGTG 

ATGTCCAAACACATCTCCACGTTAGGCTTCTATTTGTAGCATCAGACCCA 

CACTTTCAACTGTCCACTAGATAGCGTCACTTGGATGCTCTGCAGGCCTA 

AATAACCTTTGCGGACAGATTAACAGGGAAAAAATATTAATAGGAAAAAA 

TATTAGAI 1 1 1 1 ATCTGATGTTAATATTTCTATGTGGCATGGAGGAGTTC 

ACAGA 

>99.1 

GGAAGAGGGCCGGTTTTGCGGTAATTGGGGCGCCTCTTTCCGGTTTCCTr 

CGCTTCACTGGACTCCGCGTTGCGGCTTCGGGT 

>100.1 

TATGCATATCATGCAGGCAGCATAATGTTATATTTCAAAGAGAGATTTAT 

CCA7TGAATTATTGTTTTTAAAAGTTGGGATTCTGTACATAGAACATATT 

TTCTGAAATTTCAAGAATATTTTCAGGTAAATTAAGAATTAATTTCTTCT 

AAGACTATCCAATGTGTCTCAATCTATTCCATAATATAATCAATGATAAA 

GATTCACATGTATCACCAAATTCGAGGCAGCTTAGTTGAAAAAATTTGAA 

ACAGCTTACTGAATTCCATTTGCTGATTCTGGGGGGGCTTCCCCAATGGC 

ATGTGTGCTCCTTTGGATGCCTGCAGGGGTGGTCACTGCAAAGTCGTCAT 

CTGTGCCACTGGGAGTTGGGAGGCGGCCTGGTGGGGTTCCCTGGGTGGCA 

GGATTTACACCTGCTCCTCGTGCTGGAAGGCTTCCATCCTGGACA 

>101.1 

GCGGCCGAGCCCAATTCTTGATTTCTTTCCATCCCAAACTCTTTAAACTC 

TTGACGTCTGCAATTCATGTTGTGAACATGAAACTTGTCTATCACCAGCC 

TGTTCTCTGCATTCTCTTTCCCTCCTTGTTATGCTAAAACTTGTGATGGC 

CTCTGAAGATACTGCTCTTCAGGCCTCTGAAGG6GGTCTCCTCAGGGGAA 

GGT 

>102.1 

ACCATAATAATGCAATTAACAAAATCCAGGATTTAAGGATTTCTAtAAGA 

TtAAAAAAAAAATGAGGTGGTGTCGAGTGGGGAGAGAAAAAAGCAGGAAA 

CAAAACTGGTGAGAGGAAATGACCCCCTGATGAAAGATCTTAAACACGAG 
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GCTGAAGATTTTAGATTTCTACCTATTAGAAATGAATATTCACTGAGGTT 

TGATGAAGAGTCACTGAAGTGTCACAAAGAAAACAAGATTTGAGAAAGAT 

TCTTGAGAACTCGTGCATAGGAATGAAGTGCAATAAGGGCAGATTAGAGA 

AGAACTAGGGCATGAGGGGCTAGTATCCAGAATGAGGCAGAGGGAGGGAC 

GCTGGATGTGAGCA 

>103.1 

GAGCTGCGCGCGGTGGCGGCCGAGGTACTCGTTTCTTGTTTAAAGCCTGA 

CCACTGACCAGGAAGTCTTGATAGAGCCATCTAGTAATTCTTAAGTCCTA 

CCTCATCCAACCTTGTTTTGACTCCTGCAGTGAGCACAGCTTGCCCTCAC 

CCTCCCCTCTCTATGCCCTCACCTTTGCAGGAGACTCTCAATTTCTCAGT 

CCACATCAGCTCTCAGACCACCAAAGCAAGGGTTATTTTT 

>104.1 

AGCTCCCCGGGTGGCGGCCGGGACACGTAACAGGGTGGTTGCATGCATTC 

CTCAAGTCTGTATGACTCTACCAAGATACTGTGAAGTTGTCCTTCTGATT 

GCACATGGGGAGAAAATGCTGAAACTAGTGGCCACAGATGTCTTTAATTC 

CAAAA 

>105.1 

ACTTTCTAGGTATATCATGTGCCCTAATGTGCTCCTAATATCATAAATGT 

TTACTTTCGGAAAAGTATTTCTGAAAGGGAGCATATTTTGGAAAGTGCAT 

AGGCTTGTAATCATACTTGTTTTCAAGTTTCAACTTTGCTATTCAACTAG 

AATAATCTTGTGCAAAACCTGAGCTGATTTTCTCATGTATAAAATGGAAA 

CAATACTTrCTGTGATAATGGGTGCAAAACACAAGGTATACTGGTTTCTT 

TGCTCTGGATTCAAGTTTTCTTCTTAGTTTCAAAATTTTAAAGGGAAACC 

AAAAATGTTTCATG 

>106.1 

GTCCGGTAGTGGGCAGCGATCAGGGCTGGGGCTCTTTCCTGAGTTGTGTC 

AGGTGAGAGATTGTGAGAACTTGGCTTGCAGGGTTTGGGCATCAGCTGCC 

CATTGAGGGGCCGTTCATTGTCTCAAAGTGAATGTGGGGTGGTTTGATCT 

GCATGTGTCATTTGTATCCACACAAGTTAATrATTCTGCTTTTGTTGTAG 

TACCTTGGTTGTGAAGCAGAAGCTACCAGGCGTCTATGTGCAGCCATCTT 

ATCGCTCTGCATTAAGTAAGATGAGGATTCACTCTTAATTTATGGGCACA 

ATTTAGTTTCTTCCACACAAATTTAGGCCTTAACTCTTTT Ai N i l I CCT 

ACAGTGGGGGTTTGGAGTAATATTCATACGGCATGGAGTTTACCAAGATG 

GGGTATTTAAGTTTACAGTT 

>107.1 

ATAATrGCAGAQAAAGCTTGGCAACGGTQATAAGTAGGTTTGTCTAGCAG 

CAGTGATGCGTCGTGGAAGTTGATGGTCATGAACATACAQTGTGATAAGG 

TATCTGCGCT CTTGA G C MM G TAGTAGTGCTATGTCATTTTGGTAGTAA 

GGTAGGTGAATTTTCCAAGTGTTCTTGGAAATAAGGAAACATCAAGAATA 

ATGTAAAAGCCTCATATACAATAATGAATAATAAAGAATAATGTGAAGGC 

TTCATTCAAGGTTGGGGTTTGCCAGATACATTGCAACAAAATGAGAGAGC 

AGCCAAGGTATTTAGGATAGTGGGCAAAGGATTGTAATGATGGCTTATGG 

AAGTGTCAGCTGGATAAAGAGTGAAAATGAATAAAAACTAATG 

>108.1 

ATGGATTCTACATCAGGTGTCTGTGCCTGGCTGCTGAAGGATAACCCAGA 

GTGCAAGGTCATCTTTGTTGCTGAACAGGGCTGGACCTGTCGCACTTAAG 

CAGACTTAAAGGATTCTATTCTTCATTCAGGTCCCCGAGAGAAATTGGCT 

CCTTAI I I I I CTTTACCTATTCCTAGACTTCCTTTTGTCTAGAGCCAGTT 

TTGCAAAGGGCACTTTTATGCATGTCAGTTATTCCCAGAGGTGACAGAAT 

GAGTAAAGCATATQGGGCAAATAGCATATATGAGCTAAACCAGTTAACTG 

TTAACCAAGGCAGATGGTCAATGCCTTAGT AI I M I M I M M 

>109.t 

CCACGCGTCCGAGACACTTCTCTGACTAACCATAGACTATGTGGAAAATG 
GTAGCTGGATTGCCTTTGGGTGGAGTCCTTGCCCTGTGGCATAGGAAACA 
AAGGAAAGGAGAGAGATGCCCTrTGAGATtAAtGAAAATGCTCTCAGCCA 
AATAAAATCTAAAAATAGCCTCCTTGTGATACGAACGCGTGGCCCCTAAG 
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GGTCCTAAAGAGAGAGCTAGGGGAGGTTC AGCT GGCCACAGAGATGCTAA 

AGGTCAGG AGCA GACTTTTAGGGTTTGCTGTTTTATAGGTTTAAAGACCA 

GGTCTGTGTTTTGATAACTGAAGTTGCTAATAGCTGGCCACTTGAGTTGC 

TTCTTCCAGCTCTTTGTTTGTTTTAAATAAAGAGATTCAGCCAGTAATAA 

TGGGAAGAGCTGGAAATGACTTCCCCAGTTGGGAGTGCCTGGTTG I I M 1 

CCTTCTGCGTGGGCATGGTGATGTGG 

>110.1 

GTGCTGCCTGCACTGTGACTAAGACTTTCTGGACTATCATCATGTTTAGG 

AGTTGATGAGATTATAGTTTCATGT AAGTG TATCATTAGATGACAACTGT 

ACATCTTTAGGCATGGAAACAAACATTTTTCCTGGAAGAAAAAAAAGTGA 

ACATCCAACCTCCATTTAAACAAATTTGATTGTTTCTTTGCTATTAAGAA 

ACTCGGTGCTCT TTCTCC CACTCTATTATATTGTCAAAATACATCTGGAG 

ACACTATATAAACTTTTTCTCCTTTAAATTACGTGGTTTATATATTATCT 

CCTGTAGCCTGCATATAGATAAAGGTTAAACATAGAGGATTTAGGTTGTT 

GGTAATTTAATAAATA 

>111.1 

GTCGCGGGATTGGACCGACGCAGCCATGGTAGGTCCAGATCCCGTAGAAG 

GGAGCGGGGTCCCATAGGTTACGGCCGATTCCTGGAGCTTCTGGACTGAG 

GGCCGCGGTAAGCAGTGGTCTGGGCTCCCGC 

>112.1 

GTGGCCGAGCGGTTTGCATCGCCAGCTGGCGCAAGGCCATGAGGTTGGTC 

TGGGTGAAGAACGCATCGATGGCGGCACGGGGCTGTTGCGGCACGTAGAG 

CTTGCCGTCACGCAGACGCTCCAGCAATTCGCGCGATGGCAGGTCGATCA 

GCAGCAGCTCATCGGCTTCCTGCAAGACCCAGTCAGGCAAGGTCTCGCGC 

ACTTGCACGCCGGTGATGCCGCGCACCTGGTCGTTGAGGCTTTCCAGATG 

CTGGACGTTGACTGTG GTGAA TACGTTGATGCCGGCAGAGAGCAATTCCT 

GAATGTCTTGCCAGGGCTTTTCGTGGCGGCTGCCGGGGGCGTTGCTGTGG 

GCCAGTTCGTCCACCAGCACCAGGTTGGGCTTGGCGGCGAGCAGGCC 

>113.1 

GGGGGCGGCCAGCCGACTGGACCCCTTAGCCTCGAGGCCTTTGCTGAAGC 

TCATGTGAGGGGGCGACTGCCCCTGACAGGTGTTGGATTCCAGCTGCTGT 

GGCCCTGAAGGTGGGTGGTGGGAAGAACGGGAGAATGAAGCCAGCCTTGG 

GAGAGGTAGGACGCCAGCCCGGCCCAGCTGCTTCCAGCATCTGGATCCAG 

CCTCACCTGAAGCCAGCCACCTTCTGGACTGCAAAGTCATTGTCAAGAGC 

GAAACACAGGGTTTCTGACCATTGCAACCCAGGGTCCCGGCGTGTCGTGG 

CTGCAGAGCGTGCAGACCGCTATGAAGATGGTCCTGCCTGCGTTGCATCG 

GGCCTCTAGCTAQGGAGTGTGGTTGCA 

>114.1 

AGCTCACCGCGGTGGCGGCCGAGGTACGCGGGAAGCAACTGTCAGCTAGT 
GAGATTACTGTGTATGGCCAATCGAGATAAATAAGACGATCAAGTGTTTA 
TGAAAAGGAAAGAAAAATTTGGAATGCACATCTCTGTCCAGCTCAATTCC 
TCACTCC M M I I AAGATGGAGAGCTGTTAGGTTTGTCTACACAGTAGGA 

AACACCTGATTAAATAACAGCATGGAGCCAATCTTGACAAAGAAATTGGC 
TGCATCC 

>115.1 

GCCCGCAGGGCCCAGCTACTCGAAGAACAGCCAATGGATTGGAACGTCCT 
AGGACAGATGCGACGGCTTTGACCCAGGCTGGGGGTGCACGGATCTCACT 

GGGGTTAGTTGGTCGGAGGGGGAAGCCCCATGGGTCCAGCAGGATGAGGT 

GTTTAACTCTATCAGGGT 

>116.1 

CCGCGGTGGCGGGCGGTAGGGCCGGTAGGCGGTGTGGAGCAGGGGCTCGT 

CGGTGGCGQCCAGCGAATTGGTGACGACGCTGATCTTCACGTTGCGCCCG 

CGGATCTCGCGCATCACCTCCAGCCCCGTGQCACCCGGAATCAGGTAGGG 

CGAGACGATGGTCACTTCGGAACGCGCGCGGCGCATCTGCTCGACCACGT 

TGTAGCGCACGCTGTCGACATCCAGCAGCGGCACGCCGCCGTACGACGCG 

GTCTTGCCGATCACGCGGTCAGGCGAATCGGCATACGGCTCGGCGGTGGT 
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CCAGATCAGGCCGAGCTTGCCGGCGTTTGAGGTCTTCGACCATCGGGCTG 

TAGCCGAG 

>117.1 

TGAGCTCACGGCGGTGGCGGCCGAGGTACTCTAATGGAGGCACTCAGGAC 

TGTCTTAAAAAGACAAAAATACCTCCTAGAGTTGTTATCATCAACGTCAG 

TTGCTGGCTTTTGGTAAATTTGTCTTCTACCTCAGATCTAAACCATTTGA 

TAACATTAGGGCAATATCATGGCAATCGTGGCCCAGTAAAACCATAGCAA 

ATGTTrrCTCCCTAGGACACTATCTGTTTTCACAGGAAAATTTTTCTCAT 

AGAAAAACTGTAGGAAAAGCCATGGATGAGCTGAGAAGACCAAACCTATC 

TCTTGGAAAACAACAGTAGGGAGCG TGGAT TAGAATGTCTTGGGTGCGTG 

AAACAGGCAGACAATCCTGAAACATCTTTTCTGGGGACGTAAGGCATGAA 

AAATTTCTATACACTTAGGAGGGCTTCTAGGAAACAGGAAAGGACA 

>118.1 

GTGGCGGCCGAGGTACGCGGGGAACCGAGGCAGCAGCGGACGTGAGCGAT 

AATGGGGGATATGGAGGATCTCTTCGGGAGCGACGCCGACAGCGAAGCTG 

AGCGTAAAGATTCTGATTCTGGATCTGACTCAGATTCTGATCAAGAGAAT 

GCTGCCTCTGGCAGTAATGGCTCTGGAAGTGAAAGTGATCAGGATGAAAG 

AGGTGATTCAGGAGAACCAAGTAATAAGGAACTGTTTGGAGATGACAGTG 

AGGACGAGGGAGCTTCACATCATAGTGGTAGTGATAATCACTCTGAAAGA 

TCAGACAATAGATCAGAAGCTTCTGAGCGTTCTGACCATGAGGACAATGA . 

GCCCTGAAGATGTTAGATCAGCACAGTGGGATGAGAAGGCCGTAATGATG 

ATGAAGA 

>119.1 

CGCGGTGGCGGCCGAGGTACCTGAACACCAGGCTGTTTAGGGTGCCTGGC 

CAGTGAAAGGGTCTAATATAAAACACACCGAGGCTGAAATAGCCGCTGCT 

TGTGAGACCTTCCTCAAGCTCAATGACTACCTGCAGATAGAAACCATCCA 

GGCTTTGGAAGAACTTGCTGCAAAGAGAAGGCTAATGAGGTGCTGTGCGA 

TTGTGTATGTCTGCAGATTTCCCCAGGGTTGGGATGGGTTCATCCTACAA 

CGGACAAGATGAAGTGGACATTAAGAGCAGAGCAGCATACAACGTAACTT 

TGCTGAATTTCATGGATCCTCAGAAAATGCCATACCTGAAAGAGGAACCT 

TATTTTGGCATGGGG AAAATGGCAGTG AGCTGGCATCATGATGAAAATCT 

GGTGGACAGGTCAGCGGTGGCAGTGT 

>120.1 

CGCGGTGGCGGCCGAGGTACCGAGCTACCAGGCTGTGGAATGAGACCGGG 

AG CI I n I CGTGCTAAGATGCCGTTACGGAAACATCGGTGTCGTTTCAAG 

AGCTATGGGCATTGTTTGACA 

>121.1 

CCGCGGTGGCGGCCGAGGTACAAGTTTATGTTTTCCTTGGTGTAAGGGTT 
TAACAGTTCCGAGG7TTCAGCTGCCTGGGCATTGATTGCTCACCTACCAG 

TATGACTAGATATGATTCCATGTGC I 1 1 1 GACTAGATTCTTTGTCTCTTG . 
TGTATGGAAAGTGAGACTTTAAGTAATAGTTACTGCTGAGAGAAATAGAA 
GACGTGACAACGTTTGCTTTCCCATTCAGTAGTCAGCGGTTGAATGGAAT 
TATCTTCG Mi l l GGACTGACAGATTTGTTTTACAATTCAGCTATTCCCA 
AGCCTTACTATTCAAAGCAGAAGCCTTCTGTCTTCTTTCTGTAGTTGCTC 
TCTCTCCCTATATTCTGTTGTA I 11 I I I I C AAATAAGTTATTACTATCTG 
AAGTAAAATTGTTTTATGTTTTG M M I ATCTACCCTCTTAAT CAGGG CA 
GGGATATGTCTGTTGTATATTTTACTTTTCCCAAATCATAAAGTTTTTGG 
GAATCTGCTG 

>122.1 

ACCGCGGTGGCGGCCGAGGTACACACTGGATCTCCTTACTCATTTTTAAC 

CCTGACTGGGAGACCAGAGACATGCTGCATCTTGTATTAGGTGTTTGATC 

TTGCAGAATGGCTGTGCTCCTGAAATATTTCCTGTGAAGAAAATTGTTAC 

AATCCCATTACATCACTGGCTTTTATTATTAAATTGAATGTTGGCTGGAA 

ACAATTTTAACCCGAAATTGTGACAAACAAAACTATATGGAAAAGGTC 

>123.1 

CGGGTGGCGGCCGCCCGGGCAGGTACGCGGGTGTGCAACTGCAAACCAGT 
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AACCTGCTATGGC 
>123.2 

AGACTCCAAACAGTAAGGTCAGAATTTATCAAGACATTACATAGGAGTAA 

GGGCAGAGCCAGGGGTGGTGGGG 

>123.3 

GGAAGGAGATTTTCCAGCACTAATTAACAGGTTTTATGATTCAGTAGGTT 

GGCCCAACTACTGTTCTGAGCTAATTCCGAGGCCAGCGTGTCAGGAGGCG 

AAATGACAC 

>124.1 

CTCCACCGCGGTGGCGGCCGAGAAATGTCGCCAAACTGCCGTCTTCCCTC 

CTCGGCCGCTGCGACAAACACCCCACAAAATGGCGGGAGCGCCGTCGCCC 

TAGAATCCCCCGAGTCGCCTCTCCCCGCGT 

>125,1 

ACAGAGTTTCATTCAACAAATATTTATGCATCAGCTACATGCCAGGATGT 

GTAATAGATTCTGGGTGTGCAGTAGTGATTACTGCAGAATGCAGACATGG 

TCCCTGCATTCTTGAGAGGGAGACAGCAACCAAATAAACAATTACAAAAA 

AGTATGTAACTAATTAACAAGTGGGAGAAGGGAGTGGGATTACACAGCAG 

AAGTGGAAGGAAGGGCCCACTTAGAGTGGTCAAAGGCTTCTTGAAGGTAA 

CATGTAAGCTGAGACCTGAAGAAGGATGCAAAAGGGCCAGCATGTAAGGA 

ACAGAGAATAAACATCCCAGAAATAGAAAATAAGAGACAAAAACCTAAAG 

TCATTAAAGAACATGATCATCTTTGAAGAACTAAGCCTTGAGATCAGAGT 

AGTTTGATTATAGAGGAAAGGGGTGAGTGCAATGAAACGTTAAAAATAGC 

CAGATCACGTAGAGCTCTGTA 

>126.1 

AGGTCCCCGCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGC 

CGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGT 

TCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGTCGCACGAGAAT 

ATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCA 

TTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCA 

>127.1 

GGTACTGAAAGTGAGGTGAAAAAACAAGAAAGCTGAGAGAAATCAACATG 

TTCCCAAGTGCTGTATGTGAACAATAAATCTGAGACATACCTCTAAGGCT 

TTTCCAGAGACAAGAAAGCTCTCAACCTGTAAAGAATTCCTGGGACATGA 

GTGAGAGOAATGAGAACTCGAGGCAGAAGGTTAGCAGATATAGTGTAGAG 

CATACACAGATATAGTATAGTTCATAACAGTGGTGGCTTAGCTGTAAATC 

AGAAAATAGCACTGGAATTATACTAGTGATCATAGCACATAGTCCAAGAA 

GAAAAAATTTTGATCTTGTTGTTAAACTTTGTGGAGGCAGTGGTGAAATG 

AGTCACACAAAGATGCAACAATG 

>127.2 

ATGAACCCAGCCCTCTTTAGACTAACATATTCTTGCCCATCACCACCAAT 

ATTACAATAAAAATCAAGACACATGAAGGAGCATACCT 

>128.1 

TTGGAGCTCCCCGGGGTGGCGGCCGCTGTGAAACAATGCTCATAGCTCTT 

GAAAGGACAGCGATGTTTCCGTAACGGCATCTTAGCACGAAAAAGCTCCA 

CGGTCTCATrCCACAGCGTGGTAGCTCGGT 

>129.1 

GTGGCGGCCGCCCGGCAGGTACAGTCAAGGCCGAAAACCAGTGAGCTTTT 
CCCTCTGCCTGGCACATATCCAGTGCCCTGCCTTCCTTCAGCTGATGAAC 
TCTTCATATGCCTC C I 1 1 I GGGTGTGAGTGGAAATGTCAG I I CM ICTAG 
AAGCTTCTCTGGCTCTCCCAGCCTGGCCCAGGGCTCCAGCTATGAGCTTC 
CATAACACCCCTAGTTTTCCTCA0ATT6CCCTCATAGTATATGGAATTTG 
TTCATTCAATTGCCTGGCTTCCAACAGATGCCAGCTCCAAGAAGGCAGGA 
GCTGCTTCTGGGTATTGCTTGCCATCAAGGCCCTCACACCCAACCTAATG 
, CCTGGGCCAGAGTAGGTGC . 
>13i.1 

TGAGCTCACCGCGGTGGCGGCCGCCCGGCAGGTACCTATCTGCAGAACGG 
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TCATTAGCAGTTTTTCCAAACAAGCGACTTTTAGCAAATTAACCGTTAAT 

TTTAATGAGATTCAAAAGTTAATAGCCATTCTTAACGTTTTATAATTAGA 

AGGTGTTATATAATTAGAGGTGGACAGCCACATGGAGAAACTAATTTGAC 

TGTGCTGCATTTGACTTCACTTTGGTAACAGGAAGCACTTTTTAGTCTGT 

AGACCCTTGGGAGTTGTAGGGAGTTAAAGCTGATCATTATATACTATTAT 

ATACTTAGGGATACAACCCAAGGGCAACCCGTGGCCTTTATGAAAAGGTG 

GAGTGAGTTATTATTTCCTGGTAATAGAATTCTCTGCCAGCGAGTTGCTG 

CATCAAAACAGTTCTGATACACACACCTAAAGTCACCACTTCCTCATTCT 

GGTCCCCAATAACCCTATAAGCCTCTCTCCTTGTAGGTGACCTCTGCCCT 

GTGAAGGGTTGGCTCACCCCAAGA 

>132.1 

GTGGCGGCCGAAACCGTGGTGGGCGTGATCGTGCCGTTGGCGGACGGAAC 

CTTGAAGATGTTCTGGGGGGCCAGCACAATCGCCGCCTTGCGGACGATGA 

CATTGTTGGCGTTCAGCGCGTCAATATCGCCCTTGATGTGGATGTTGTGG 

GTGTGCTCATCATGGGTGAGGGGAATGGGGGGGTTGGGCTTGGCGGTGGC 

CTCGACGAGGAAGAGGGCTGGGGCCGTGGAGACATCGGTGGAGGGGAGGG 

TCAGGTTGCCCTGAAGCAGGCCGTTGTTGTCGTGGGTGAGATCACCGCGG 

AGCGGGGTGCGGGGGGCAATGAAGTGGATATTGCTGAGGCG Mil l GGTG 

GTTGTGCAGGGCAAGTTGCGTGGGAAGATGGGCGCGGACGGCGTCGAGGA 

ACGCCAGACCGGATACCTTGGCGTCCGCGCGTCCTTGACAGAAGTCCGTT 

GAAGGAGAACGCGCCTTCCTGAGCTTGCCCCGGAAAGTTTGCCATCC 

>133.1 

GTGGCGGCCGAGGTACGATAATTCATGCCAATTTCTTTGGGAATACTTGT 

TTCTGATAT AATAGG TTACAAAGCAAAATTGAGATGATTTTTAAAATGCC 

ATGCAG7TATTTTTTCTGAATAACATAAATTTTAAACAGAGACCTGAAAA 

AAACCCCAAAAGTATTAACCTTTAAATACATAAACTCAATAGAAATAATT 

TAACTGCC TTCTC TTCACAAGAGGCAATCAGAAGGCAGGACTATAGTTTT 

CTGTGTTTCTTTTCCACAGGAGAGATAATTACATTTCTAGAGACCCATAG 

AAACAATTCCATAGTTTTAATTTCATCTCTCTATCTCT 

>134.1 

GGATGCAGCCAATTTCTTTGTCAAGATTGGCTCCATGCTGTTATTTAATC 

AGGTGTTTCCTACTGTGTAGACAAACCTAACAGCTCTCCATCTTAAAAAA 

GGAGTGAGGAATTGAGCTGGACAGAGATGTGCATTCCAAATTTTTGTTTG 

CCTTTCATAAAGACTTGATCGTCTTATTTATCTGGATTGGCCATACACAG 

TAATCTGACTAGGTGACAGTTGCTTCCCGCGT 

>135.1 

AGCTCCCCGCGGTGGCGGCCGAGGTACOTGTCCTGCAGGGCCCTCCATTC 

AGGGTCTTCCTGGAAAAOCCCCTGGAGGAAGGGCTCCTGTTGCAGTCGGA 

GTGAACACCGGTCTTGTTTAACCACCAGCAGGGGGATTCCTTTCTGGAGA 

GTCCATGTAGTCATCATCTCTTTGACCTCTGCATTrrCCCCCAGAAAGGC 

GAGCATGTTACTTGTCATCTTGGGATCCGAATGACAAACTCCACCAGATG 

TAAAATCACTTTCTAAACAACTATTTGACAGACTGCTCCACAAGTCATCA 

TTCTTAGCATTTCTATAGCTGAACTTCTTTAAGT 

>136.1 

CGCGGTGGCGGCCGAGGTACTTAAAAGTATATCAGGGCAGTTTCATGCCA 
GGGAGCCAGGGAAGGCACCCAAGGAAGTGATGGAAGAGTAGAAGTTCACC 

AGGTGCAGCTCAGGAAAGGGCTCAGCAAATTTCTCTGTAACAGGATGCAG 

ACCCCGCGT 

>137.1 

GCGGCCGAGGTACTAAATTTAGCAACTTTATTCATGAGGAACACCAGTCC 
AATGGTGGTGCTCTTGTCCTTCATGCTTACATGGATGAACTCTCATTTTT 
GTCTCCAATGGAGATGGAGAGATTTTCTGAGGAGTTTCTTGCTTTGACAT 
TCAGTGAAAATGAGAAAAATGCTGCTTAGTATGCTTTAGCAATAGTGCAT 
. . GGAGCGGCTGCTTATCTCCCAGACTTCTTGGACTACTTTGCTTTTAATTT 
CCCCAACACTCCAGT 
>138.1 
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CAGTTTGCATACATGCTAAACAGAGAAATGTCCTCAAAATTCAGTTACTA 
AAAATTAGTGATATGTCCATGATTAGAACCACACTGTGGTTGTGTGTGTA 
GTCAAAGGAGGAGAATTTTTAATGCTATATAAGCATAACTGATAACTGCT 
ATTACAAATAAATATTCCACAAATTTGGAAAGTTATTAGAGGAAGAATTT 
I I I M CCTTGTAATTTGCAGGTGTTTATATTAGTTGGGGCATAGTGAAAA 
TTACATGGAGGAAAGAAAATAGGAAAATAAGTCACAGAAAAAGAAAATGA 
AAAGAAA 
>139.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGCCCAATTCTTGATTTCTTTCCAT 

CGCAAACTCTTTAAACTCTTGACCTCTGCAATTCAAGTTGTGAACATGAA 

ACTTGTCTATCACCAGCCTCTTCTCTGCATTCTGTTTCCCTCCTTGCTAT 

GCTAAAACTTGGATGGCCTCTGAAGATACTGCTGTTCAGCCCTCTGAAGG 

GGGGTGGTGAAGGGAAGGT 

>140.1 

TGACCGCGGTGGGGGCCGCTGTGAAAGAATGGTCATAGCTCTTGAAACGA 

CAGCGATGTTTCCGTAAGGGCATGTTAGGACGAAAAAGCTCCACGGTCTC 

ATTCGACAGCCTGGTAGCTCGGT 

>141.1 

TGGCGGCCGAGCCCAATTCTTGATTTCTTTCCATCCCAAACTCTTTAAAC 

TCTTGACCTCTGCAATTCAAGTTGTGAACATGAAACTTGTCTATCACCAG 

CCCCTTCTCTGCATTOTCnTCCCCCCTTGTTATGCTAAAACTTGGATGG 

CCTCTGAAGATACTGCTCTTCACCCGTGTGAAGGGGGCTCCTCAGGGGAA 

GGT 

>144.1 

GTGCGGGCGGTGGGGGGCGTTGGCGTTAGATCTGTGATTTGGAAGTGAGA 
GGTATTAAATAACGGGATATGAAAGCTTAAAAGTCATCAAATACAATCAG 
TGGGTAGTTTCGATTAGCCAAACCAGGCAGTTTCCTAAACTGGGCAGTTG 
TTTAGTTGTGCGGTCTCGTTTCTTTTATTCCCCCGCGT 

>145.1 

ACGGAGGTACCAGGGTGTGGAATGAGACCGTGGAGGTTTTTGGTGGTAAG 

ATGCCGTTAGGGAAACATCGCTGTCGTTTCAAGAGCTATGAGCATTGTTT 

CACA 

>146.1 

CCCGCGGTGGCGGCCGTTCTGCTTAGCCAGTTTATTGTTTAI 1 1 I II lAC 

TGGAGTCATTGCCAGTGATGGAAACGQTGTTTGCTTCTCTTTCAGTCAAG 

ATCTGCACAAAGTATAGCATTAGGTGGTATTTATTGTTTATATTATGAGT 

TCTACATTCATCTTTCCAGCACTCTGAAGTTATCAGCAAGTTCTCAGTCA . 

GTTCAAGGCATTGGATTCTGCTTGAI I Id I I I lAATTCATTGI I I I IGA 

CCCCTTTGAGAGTTTTAATAGAGAGGAGTCTGGAAGGCAGAGATCTCCAC 

CACCTAACCGTGAGAAATTTGGAACTAAGGACTTGCACTGGTCCCCAAGT 

TAACAGTGGATATACTTCCTGCA 

>147.1 

ACCCAAGGTGGGCAl II I N I AAAAAACCCATGGAAATAAATGCTAGTTC 

TTGTTAGTGTTGTTTGAAAATAAACAAAGAAAATGGAAACAAAACAAAAA 

CCATGGTGGATTCAAGCTCAAGAGTATTTAACCAATGCTCTGTTGCGTCT 

TAAAGGATTGGTAGCTATTTCGGGATCTACAAATACATGACAATTAACTA 

AGCCCAATTCTTTAAAACTATCTGGAATTAGGTCAAAATTATCTAATnr 

TTTCTGATTTAATTATGGATTACGTAATCCAATAGTTGGCAACATTATAA 

AACCCTAACTTTACCTCATTGTTTGGCTATACCAGGTCTCATGACTCTGG 

ACATAAGGACCA 

>148.1 

GTGGCGGCCGAGGTACCTATGTGCGCGGTGGTAGAAAAGCAGCTGGGTCG 

GGTGCAGACTGCGGAGGGGGCCCTACCGTGTGCGCAGAAAGAGGAGGGGC 

TGGACTTATCCTAGCTTAAGTTGAAGGAGACCAGCAATtGTTGTGACCTA 

CAATCTCCACACCCATCTTTACTCTGAGCCAAGGAAGTGTCTGTTCTTGT 

GGTGAGTTTCAGGGGCCTTGAGCTTGCGGGAAATCGCGAAGATGGCGAAA 



Page 19 of 111 



wo 01/42467 



502 

Table 3 



GACAACTGAACTGTTCGTTGCTTCCAGGGCCTGCTGATTCTTGGAAATGT 

GATTATTGGTTGATGGGGCATTGGCGTGACTGCGGAGTGCA 

>149.1 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTG AGGA GCCCCCT 

TCAGAGGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATA 

ACAAGGAGGGAAAGAGAATGCAGAGAAGAGGCTGGTGATAGACAAGTTTC 

ATGTTCAGAACTTGAATTGCAGAGGTCAAGAGTTTAAAGAGTTTGGGATG 

GAAAGAAATCAAGAATTGGG 

>150.1 

GGTGGCGGCCGCTGTGAAACAATGCTCATAGCTCTTGAAACGACAGCGAT 

GTTTCGGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCAC 

AGCCTGGTAGCTCGGT 

>151,1 

CCCCTCTG AGCC ATG G AAG ATACTG G AGTTAACAAA AATTTT ATAAACTA 

AAGAAAGCAACTTTATAATCTAAAAGAAAGCAACTTTCCCTCCTGTCTTT 

TGAATTCTTATTCCTGAAAGAATGGATAATGAATCAGGAGATGAGCAAAA 

AGGTATCTTTTACAAAGCTCTAGTCTTCCAAAAGCCTCTAAACTCAAACG 

AAACC Mi l l AAAGTAGTTTTGTAAAAGCTCAAGGTATGCCATTTCCAG A 

AAGtTGCAGATGAGCACCATTGGCATTACCCAAATTCTGTCACACATTGA 

GGAATGAAATTCAGGAATTGGACAATGACGTCTTGGCATATGAAAGAATT 

AAAAGAGGGC 

>152.1 

GCGGGGGGTGCACCTAAAAAGTGACTGCAGCAGAGAAGAAAACATTGGAC 

AAAGAAGAAAGGCGACAGAAGGCTAGAGAGAGGCAGCAGAAATTGCTTGC 

GGAGTTTGCTTCACGACAGAAAGGCTTTATGGAAACTGCAATGGATGTTG 

ATTCTCCTGAGAATGATATTCCTATGGAGATCACCACGGCAGAACCACAG 

GTTTCCGAGGCAGTATATGACTGTGTTATTTGTGGACAGAGTGGCCCCTC 

CTCTGAAGATCGACCTACTGGATTAGTTGT 

>153.1 

GGTGGGGGCCGAGGTACACCTGCAACTGTGCGAATGGTCCTGTTGCCTCC 

TGCATTTTGGCCTGTGTTCTATAAAGGAAGAGTAAAGATG GAGC TCCTCC 

TGCCTCCATCACGAAAGCACATATCATCTGTCCCTTTGGA7TTTACTTCC 

AGGAGGCGTGTCGTCGCCAGCGTGTGTTGCCTTATGGTGCCGGCAGAGCG 

TCAGGTATGTGGCTGGGAAGTCGGATGTCX^TTGGAGAGAATTTGGAATGC 

AGATA AI Ml I C I I A TTTCtTGAGAGCTTAGTTTAATCAGCATGACACTA 

CCTAAACACTGAAGATGGCCTTATATTAGTAAGATTTGCACAAAATTAAG 

TATACCTATGCAAACTATTACTTTGGTTTTTAGGAGTTTGGTCAGATGAA 

GAAGTAATGGGATCACATATATATGTAAG 

>154.1 

TCCACGGCGGTGGCGTCCGGCCCCCGCCTTTTGTGCGGCTTTCAGCGCGC 

GTTTCAGGTCGTCAATGAGGTCGTCGGCATCTTCGAGACCGATGGACAGG 

CGGATCGTGCCCTGGCTGATGCCTGCGCCCGCCAGCGCTTCGTCGCTCAT 

GCGGAAATGCGTGGTGCTGGCCGGGTGGATCACCAGGCTGCGGCAATGGC 

CCACGTTGGCCAGGTGGCTGAAGACCTTGAGGGTTTCAATGAACTTCTTG 

CCCTGCTCGCGGTTGCCCTTGAGGTCAAAGCT 

>155.1 

GTGGCGGCCGCCCGGCAGGTTTAAAAAGAACATGTATAAACGCTTAGCAA 

ACC GI 1 1 I lA ATGTTGTGAAGTGAGTCTTTGTAAGTGAAATCGCTGGAGA 

GTAGAAAGTATGAAATGGCAGTCTACGTGGGGAACGTACAAAAAATrTAG 

CTTGAAAAGACTTCAGTGTCCGCTCCCCTGTTGATCTCATGGAGTGGGGA 

ATGGGAATTGAACCAGAACTGGAAAATTATTTAG6AAAGTTTGTTAAGTA 

CTCTTTGTTGATCTCATGGAGTGGGGAATGGGAA7TGAACCAGAACTGGA 

AAATTATTTGGGAAAGTTTATTAAGTACTGTTTCTGCTG AGTAAATTTAA . . 

ATGTGTTCTGGACATTGTTGAGGTCTAGAATTGTCTATACAATGCCCTGT 

"... ... - •• •■ 

ACC 
>156.1 
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ACCGGGCTGGCGGTCGCCCGCTCTGGTGCTTGCATCTTGGCTTCCTATAG 

CTTTCTTTTTTAGAGAGGCCATGAAATGGAATCCAGCTGAAGTATTATCA 

TCTTGTAGCATTTCAAAAGGAAGGTCGAAGTCATCCAAAGGATGGGAACC 

ACAATGTTCTTGTTGTTCGTTGGGTTTCTTAATGATTTCT GAATC ATCAT 

TATTAATTATGGAATTCTCTGGTCGAAAAGTCAGATTTGGTTTTCTCCTC 

AGTTTCTGACATGI MM ICTTGCAGGTCTTTCTCAGGTCTTCTTCCTTG 

C C M M M I ACTGTCCTTTCCTTGTCTTACTTCAGGT 

>157.1 

CGGGGGCGGCCGAGAAATGTCGCCAAGTGCCGTCTTCCCTCCTCGGCCGC 

TGCGACAAACACCCCACAAAATGGCGGCAGCGCCGTCGCCCTAGAATCCC 

CGGAGTCGCCTCTCCCCGCGT 

>158.1 

TGGCGGCCGACTCGCTGACCAGACCAGGCCCCCAGGGCCCAGCTACTCGA 

AGAACAGCCAATGGATTGGAACGTCCTAGGACAGATGCCACGGCTTTGAC 

CCAGGCTGGGGGTGCACGGATCTCACTGGGGCTAGTTGGTCGGATGGGAA 

AGCCCCATGGGTCCACCAGGATGAGGTGTTTAACTCTATCAGGGT 

>159.1 

ACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAG 

CGCAAAAGGCTCCAGACT7TGATGTCAGTGGATGATTCTGTGGAGAGGGT 

GTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTT 

ACACCGCCGACCATGGTTACCATATTGGGCAGTTTGGACTGGTCAAGGGG . 

AAATCCATGCCATATGAGTTTGATATTGGTGTGCCI M M I lATTCGTGG 

TCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTG 

ACTTGGCCCCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGAT 

GTGGACGGCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAA 

CAGGTTTCGAACAAACAAGAAGGCCAAAATTTGGCGTGATACATTCCTA 

>160.1 

ACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAG 

CGCAAAAGGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCT 

GTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTT 

ACACCGCCGACCATGGTTACCATATTGGGCAGTTTGGAGTGGTCAAGGGG 

AAATCCATGCCATATGACTTTGATATTCGTGTGCC I M M I lATTCGTGG 

TCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTG 

AGTTGGCCGGCACGATGCTGGATATTGCTGGGCTCGACACACCTCCTGAT 

GTGGACGGCAAGTCTGTCCTCAAAGTTCTGGACGGAGAAAAGCCAGGTAA 

CAGGTTTCGAAGAAACAAGAAGGCCAAAATTTGGCGTGATACATTGGTAG 

TGGAAAQAGGCAAATTTCTACGT 

>161-1 

GGCCGAGGTACCATCCTATTAATACTAACTTCTGCTTCTACATACTGTAG 

ACCTTTCTGGATGATAGAAATCAATGCAGCGGGTGGGACGAGGGCACCAT 

TTATATTGGACTGAGTGATATGGCTTTCTATACCAAAGGTAAATGCTGAA 

TGAGAAAATCCTGACTCTTGCAAGTATCTATATACCAAGAAGTTGACCTC 

ATCACTGCTTATACTCATCTTTATTCCCACTTAAACCATGAGGTCACACC 

ACAGGATATAACCCATTGGCAGTGCATTGATGTGGGGATGTGCAACTGAA 

TATCCGGGCACCGCCAATCACAAGTTGCTGTTGTTGATGCTGGAAACGGT 

GGCCTTCAACGCCGCTTCCCCCTTCCGGGAATCCCCGCG 

>162.1 

GGCGGCCGAGGTACCTGGCCTGCTGGCATAGTTCTTTGACCCGTTCATAT 
TTGGGCAAGTGATTTGAGTGTTGGATATTCTTGCTGGATTCCT CGTTC TT 
ACGTAGAAATTTGCGTCTTTCCACTAGGAATGTATCACGCCAAATTTTGG 
CCTTCTTGTTTGTTCGAAAGCTGTTACCTGGGI I I I GTGGGTGCAGAAGT 
TTGAGGACAGACTTGCCGTCCACATCAGGAGGTGTGTCGAGCCCAGCAAT 
ATCCAGGATCGTGGGGGCCAAGTCAATGTTGAGAACGATCTGTGGGACTA 
. TTGATCCTGGTTCTACAQTTGGACCAGGAATAAAAAAAGGCACACGAAtA 
tCAAAGtCATATGGCATGGATTTCCCCTTGACCAGTCCAAACTGCCCAAT 
ATGGTAACCATGGTCGGCGGTGTAAATGATGT 
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>163.1 

TGTACATTGTCTTAAAATCTGTGGCTTGCCTGTTCAATTCATTAG TGGT G 
TTTTGTTAAGCAG I I I I I AATTTTGATGAAGTGTAAGTTATTCAI I I I I I 
ATTATGGTTATTGGTTTATGTTTCAGGTCCCAAATTTTGCCTTCTCACAA 
ATCACAAACATTATCGTATGTTTTGGTTCAAAAATTATATG 

>163.2 

TACTAAAGAAATTTGAGGGATTTGCTATAATGTTAGGGATTTTTCTAGAT 
>164.1 

TATTTAATTTCTTAGTGTCTCAATTTCCTCCTCTATAAAACAGAGATAAT 

AGTATTTAGCCCAGAGGGTTGTGGTGAAGTGT 

>165.1 

TAGTAATCAACCTGTTAATCCAAGGTCTTTAGAAAAACTTGAAATTATTC 

CTGCAAGCCAATTTTGTCCACGTGTTGAGATCATTGCTACAATGAAAAAG 

AAGGGTGAGAAGAGATGTCTGAATCCAGAATCGAAGGCCGTCAAGAATTT 

AGTGAAAGCAGTTAGCAAGGAAAGGTCTAAAAGATCTCCTTAAAACCAGA 

GGGGAGCAAAATCGATGCAGTGCTTCCAAGGATGGACCACACAGAGGCTG 

CCTCTCCCATCACTTCCCTACATGGAGTATATGTCAAGCCATAATTGTTG 

TTAGTTTGCAG7TACCCCTAAAGGTGACCAATGAT 

>166.1 

TGATGAGCTCTCTAATCAGCAGGACCAAGGTGTGAAGTGGGAATGAACAT 
GGATCCATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGTTCGTCTGT 
CATGTCAGCCTAGGGCTGGGAACAGTTTGTGAGGACTTATGTGTTGTACC 
T 

>167.1 

AGCGCAAGTAGGTCTACAAGACGCTAGTTCCCCTATCATAGAAGAGCTTA 

TCACCTTTCATGATCACGCCCT 

>167.2 

CGGCTACCGCCAATCCCTTTTTACAATAAAACAGGACCGAAGGGTCCAAA 
C 

>167.3 

ACCTTGAAACCCCTAACCGAAGTTACCCTTCGGGCCCGCTTCTTAAGAAA 

GTAAGG 

>168.1 

CCGCAGGCTGGCATTGCATCTTCAGGAGACGCTCGTAGCCGTCGCGCTTT 

TGCTAGGACAGTTCGGGGAAGAAGTGGCTCACGCGTTCGAGAGCCACATC 

ATCGCGGTCGAAATAGAAGGCCAGAGAGAGGTAGGTGTAGGAGGCGTGCA 

GGTACGTCGGCCGCTGTAGAAG 

>169.1 

GGCCGCCCGGGCAGGTACTTCCACTATTATTGAATGTATTCTGTATTATA 

ATTGTATATTTGATTGCCTATCTCCCCTCAACTGCATTATACATTTTCAT 

GGGTGAGCCAGTGT C Mill C AGTCTATTTCAGTGCCCTGCACATTTTCT 

GGCACATAGTAAGCAT 

>169.2 

AAAATACTAAAATCCGAAATGCTCATAAAATTCAAAGCTTTTTTGAGGAC 

CTGACCTCGTGCCTCAAAGGAAATGCTCATT 

>170.1 

TGGCGGCCGAGGTACTTAGCTGTGI I I I I ATTCAAAGTCTACATTTTATG 

TAGTGGTTAATGTTTGCTGTTCATTAGGATGGTTTCACAGTTACCATACA 

AATGTAGAAGGAACAGGTCCAAAAAGTAGGGCATGATnTGTCCATGTAA 

TCGAGGGAGAAAACAAGCGATGACCATTGITGGTTGGGAQAGTGAAGGTG 

ATTGAAGGTTCACCATCATCCTCACCAAGTTTTGGGGGATAATTCACCCA 

ACCGTTTGGTGGAGCCTGAAAAAAATCTGGGCAGAATGTAGGACTTCTTT 

ATTTTGTTTAAAGGGGTAACACAGAGTGCCCTTATGAAGGAGTTGGAGAT 

CCTGCAAGGAAGAGAAGGAGTGAAGGAGAGATCAAGAGAGAGAAACAATG 

AGGAACATTTCAtTTGACCCAACATCCTTTAGGAGCATAAATGTTGACAC 

TAAGTTATCCCTTTTGTGCTAAAATGGACAGTATTGGCAAAATGATACCA 
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CAACTTCTTATTCTCTGGCTCTATATTGCTTTGGAAACACTTAAACATCA 
>171.1 

GGGGGCCGCCCGGAGCGGCGCGGAGCATGATGGAAGTCGTAGTAGGAAAT 

GGCGTCGTGGCATTGAGGGGCATCCCTCCTAGAACCTCCAGGAAAAGGTC 

GCGGAAGACGAGGTTGTGCGGAGAGAGAGGCTCCAAGCAGTCTGGGAAGT 

GTAGTCCAGTTGGCTTAGCAGTAGTTTCGTTGGGGGGGAGCCGAGGTTCC 

GGCAAGGGGCTAGGCCGGCTTGAAAAGAGATTATGACTGTACCTCGGCCG 

TCGAGCGGCCGCCCGGGCAGGTACAACTTTTATACAACTCAGGAGATTAA 

AAAAAAATCTCCACAAGAAGAAGCAACTCAGCAGGCCCTGGCATTAAAAC 

ATTTCCGAGAATAAACAGATATGCATTGCATTAAAGGTAATTTTCAAATA 

TTTAAGTTACACCAAGATTTCCCTCCAATATGTGCCTTTCTCAAACCAAT 

GCAACTAATTCATTGGTAATAGTGGGGCATGAATTTTTGGCAAATGTTTA 

TGGTTTTAGTTTCTTGATTAATCAAAAAA I I I I I I AAAGTGGTAGGAAGG 

AGGAAAACATGTGGGATGAGTTCTGTGCTCATGGGAGAAGTGCGGAGTGT 

GAAA 

>172.1 

GCGGCGGGGTAGAGATTTAAGGTTGATGGACTGAGGGTAAGGATAGGTAC 

AGCTGTGTGGGGCTGAAGGTCTGTGGCACTGAGGTACTGGGGAAGGAGGG 

CTCTGTTTTCATTGTGACACACTGAGTTAATAAAGCACTTACTGAGGGAG 

CCAGAGCCCAAACTCTAAATGTGCTGTAGAAAAAGGGCCAAGTCATTGAC 

TGCACCAGTCCTTCAGCCAGAGGTAGAAAGGATTTACTCTTCAGCCATCT 

GGTAGAGCCCGAAGAACAAGTTACATGTGGACAAAGGGAGGGAGAGGTAT 

CATGGTGATTAATAAATTCAAACAAAGGTGAATGATAAGACCCCAGGATG 

GAATACAGTCTGAGAAAGGCCTGGGCAAAGGGAGGCAGAGGGACTGAAGG 

AAGCAGGTCAAGGAAGATACAC 

>173.1 

TGGCGGCCGAGTACGCGGGATAGGTGGAAAAAAACACTGCCATTCACAAG 

TCAAGGAACCCAGGGCCAGGTGGAAGTGTGGAGCACACATGGTGTGGAGC 

ACACATGCTGTGGAGATTGCAGTGTGTCTGAGGTTTGTGTAGTAGTGGAA 

GATTTTAGGTATGTAGAGCAAGTTGAAATGGATTGAGACTGCATGGGGGC 

ATAAATGAGAAATTGCCTGTAGCATCTAGTCTACTTGAAGGAAGTGGAGA 

GATAAGGAGAGAGAAAAACAGGTTTGTGCCATAAAGTATTTTTTCAAAGA 

CACCAAGATGTGGGTAAATGAAAATTATTAGTTCAC 

>174-1 

GGTGGCGGAGCGGCCGCCGGGGCAGGTACCAGTAGGGTGTTGTTAAAGGA 

CTTGATAACCAGCTTGAAGAGGTTCCTACTGACCAGAAATGGAATGAAAT 

TTAAGCATCAATAAGGGTAATAACTGCAAGAGACTGACATCCACTATGGT 

TTAAATCCATGAGGTCACAATGATACTTAATTTTTCATTATTCTGAAAAC 

CAGTAAATAAAGGCTAAGATTCAACAAGCATTTATCCAGCCTTTCCTGAA 

TGAAATATATCTTAAGAGAACCGAA 

>175.1 

AGGTACGAAAACGTGGGGATTAAGCTAAGAAGTCTGGTGGAGAGACTCTG 

TGGACGTAAAGAAGGGAATGAACACAGAGAAACTTTCAGCCAGATTCCTG 

AGTGTCACCTGAACAAGAAAAGTCAAACTGGAGTGAAACCATGCAAATGC 

AGCGTGTGTGGGAAAGTCTTCCTCCGTCATTCATTCCTGGACAGGGACAT 

GAGAGCTGATGGTGGACAGAAACGATCTGAGTGTGGTGGGGAATGGAGAG 

AGACGCCCGGGAAACAGAAAGAACATGGGAAAGCGTTCATTTCCCCCAGT ^ 

AGTGGTGCACGGOGCAGAGTAAGACCAACTCGAAAGAGAGCTTATGAATG 

CAA 

>176.1 

ACGCGGGGTGCTGTGAAGAGCTTTGCATTGTGGGAAGTCTTTCGTTTCTC 

GTTCCCCGGCCATCTTAGCGGCTGCTGCTGGTTGGGGGCCGTCCGGCTCC 

TAAGGCAGGAAGATGGCGGCGGCACAGAAGAGGAAAAAGTCGCTGGAGTC 

GATCAACTCTAGGCTCCAACrgGTTATGAAAAGTGGGAAGTG . 

>177.1 

TCCGCGCGGTGGCGGCCGAGGTAC i HI IN I il U I IN I lA TGAATTA 
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TTTATTTTCTTTCTCAGAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGC 

AGGATGTGGTTCTGCATCTCCCGAGAGACGGGGTGGTTCTAGA 

>178.1 

TGGCGGCCGGCCGGGCAGGTACCAAACCATTTTCACTAGTTCAGGATAGG 

AATATTCATGAGA7TGTCTGTGTAAAAGTGAATCACAAAAATTGGACGTG 

TGTAGGTGTGGGACTGGACAGCTGAGTGACAGGGCCCTGGGAAGAACAGA 

AACCACTTTTCCTCTTTCCTCTGAAATATCAGAAGTTAAAAATCTACTCT 

GAGTTATATGTGCATCAATTTTAGACATATTGCTGATTTTATTATGAAAA 

TGAAGTGCTAAAGACAAAGGATATTTCCATTCCTCTGGACAGGCAGCCAC 

AGACCAGCACTGCTTGACCCATGTGTATACAGATGTGTGCTTTGT 

>179.1 

CGAGGTACTCACAGTCACGCAAATTCACTGTCTGCGTGCACGGCTCTCCA 

TTCTTCTTCtTGGGTTTACAGGTTGCCAGGTCAAGAGGTTGACCCATAAT 

TAAGACCTTCTGAGGATGAGCGATAGATAAACACACCTCCTCTGAACCAT 

CCTTGGGCTTCATGGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGC 

TCCGTCTTCCAGAGCGCTTTGTGAACTTGTCCAAATAAGAACAAGGACAC 

ACATTGTGTGAGGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGTTT 

TTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAAT 

GTCACCCAATCTATTrCTTCCAGCTTCTCTGTGGCCATCTTTTCCTTGAT 

CTGAGACAGTCTGATCAGTTT 

>180.1 

GCGGCCGAAAAGTGATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGA 

GAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAA 

GGTTACGCCACAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAAC 

TGAATGATCTTCGTGACCTGACACAATGTGTGTCCTTG7TCTTATTTGGA 

GAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGACTGTCGTAGGGAT 

CCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAGGTGTGTT 

TATCTATCGATCATCCTCAGAAGGTGTTAATTATGGGTGAAGCTCTTGAC 

CTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAGCCGTGCACGCAGAC 

TGTGAATTTGCGTGACTGTGAGT 

>181.1 

GGCGGCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGGTTC 

ATGGGGTTGGCATTGAGGATCCGTACGACAGTCCGCTGCTCGGTGTTCCA 

GAGCGGTTTGTGAACTTGTCCAAATAAGAACAAGGAGACACATTGTGTCA 

GGTCACGAAGATCATTCAGTTTGCATATGCTGAAGG f I I I IC CACTATTG 

ACACTGTGTGGCGTAACGTTCTTGAATATAACCCGAAATGTCACCCAATC 

TATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTG 

TGATCAGTTT 

>182.1 

GCGGCCGAGGTACATGGATAGG7TCTCTTCTGGGGGCGGTCTCCAGTCCT 
TTCTCATGAGGGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGAT 
* ATGGAATTAAGATCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCAA 
CGCAGGAAAAAAAACAAAAACTGGCTGGCGATCTGGAGTAAAGGATCCTC 
ACATCCACGTGAACCAGGAAACTCTGTGCCCAAATCGACGAAAAAAAAAC 
AGTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGT 
>183.1 

GTGGCGGCCGAGGTACGCGGGGAGCGGAAAGGQAGACTGTGGGGAAGTAG 

GAGCAAGAGCAGGGATGGACCAAAGGAGTGAAGGATGTATGAAAAAGATT 

AGCAGTGTGAATCTTGACAAACTTATAAATGACTTCTCACAGATAGAAAA 

GAAAATGGTAGAAACCAATGGAAAGAACAATATACTGGATATTGAGTTGG 

AAAAAAGTAATTGCCTATTAAAAGTAATGCAAGCAAAGGAGGTCTCCATT 

AAAGAAGAATGTGCTACTGTTCATAATATAATAAAAGGGCTACAACAGAC 

CATTGAATATCAACAGAATTTGAAAGGTGAAAATGAACAACTAAAAATAA 

GTGCTGATCTTATAAAAGAGAAGTTAAAGTCTCATGAACAGGAATATAAG 

AATAATAfTGGCAAACTTGTAAGtGAAATGAAAATCAAAGAGGAGGGATA 

TAAGAAAGAAATAAGCAAACTTTATCAGGACATGCAGAGAAAAGTTGAAT 
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TAAATGAAGAAAAGCACAAAGAACTAATAGAGAAAAAGGAGAT 
>184.1 

GGCGGCCGAGGTACATGGATACGTTCTCTTCTGGGGGCGGTGTCCAGTCC 

TTTGTCATGAGGGAGCACACTCCTCTGCCTCATTGGAGTGGGCTCAGGGA 

TATGGAATTAAGATCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCA 

ACGCAGGAAAAAAAACAAAAACTGGGTGGCGATCTGGAGTAAAGGATCCT 

CACATCCACGTGAACCAGGAAACTCTGTGCCCAAATCGACGAAAAAAAAA 

CACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGT 

>185.1 

GTACGCGGGGGTGTCCGGCGATGGGCACGGGCATTrCTTCGTTTATAGCT 

GTCTGTTTGCATTCTGATTGGGAACACTGGGATCATTTTCATCATGCCGA 

CAGTGGTGGTAATGGATGTATCCCTTTCCATGACCCGACCTGTGTCTATT 

GAGGGGTCCGAGGAATACCAGCGAAGCACTAAGTAATATGGATGATTATG 

ACAAAACCTGCTTGGAGTCTGCATTAGTTGGTGTTTGCAATATCGTTCAG 

CAAGAATGGGGTGGTGCAATTCCTTGCCAGGTTGTCCTGGTGAGAGACGG 

GTGTCTTGGCATTGGTAGAGGGTCACTGGAACA 

>186.1 

CGCGGTGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTG 

CACGGCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGC 

TTCACCCATAATTAAGAGCTTCTGAGGATGATCGATAGATAAACACACCT 

CCTCTGAACCATCC7TGGGCTTGATGGGGTTGGCATTGAGGATCCCTACG 

ACAGTCCCGTGCTCCGTGTTCCAGAGCGCTTTGTGAACTTCTCCAAATAA 

GAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATA 

TGCTGAAGG Mill CCACTATTCACACTCTGTGGCGTAACCTTGTTCAAT 

ATAACCCCAAATGTCACCGAATGTATTTCTTGCAGCTTCTCTGTGGGCAT 

CTTTTGCTTGATCTGAGACAGTCTGATCAGTTT 

>187.1 

GGCGGCCGCCCGGGCAGGTACCAGAGATTCCAGAGAGTGGTCTTTGGAAT 

TTCCGAACTGCTTTGCTTCAGTGGCCTGATCTGTGAACTAACAAACCAGA 

AAGAAGTGGCAGCATGGACTTATCATTACAGCACAAAAGCATACTCATGG 

AATATTTCCCGTAAATACTGCCAAATCGCTACACAGACTTAGTGGCCATC 

CAGAATAAAAATGAAATTGATTAGGTGAATAAGGTCGTACCCTACTACAG 

CTCCTACTACTGGATTGGGATCCGAAAGAACAATAAGACATGGACATGGG 

TGGGAAGCAAAAAGGCTCTCAGCAAGGAGGCTGAGAAGTGGGCTGATAAT 

GAACCTAACAACAAAAGGAACAAGGAGGACTGCGTGGAGATATACATCAA 

GAGTCCGTGAGCCCGTGGCAAGTQGAATGATGAGCACTGCTTGAAGAAAA 

AGCACGCATTGTGTTACAC 

>188.1 

AGII 1 I I M I II N 1 1 1 I I I I I I GTAACTACAGGTGTCAGATGCATGACA 
AAAGCAGAAGTGCGCTTTCAGCTCTTCTCTGTGCCA7TCCTTGTCAATTT 
CATGCTGGCTACAGCAACAGCATAATACTGCAAACAGCCATGATGTeA 
>188^ 

TCTCTGTGATTGACAGAGAGGGACACGTCGTAGTCAAGAGGTGTGCTCCT 
CAGAAGAATATCAGAACTCAACTCGCTGTGCCTCCAAGGGGCTCAATCCC 
TTGATTTGAGGGGAGGGATG 
>188 3 

AGCGGATGGGAAGTGATACTAGGTATGTAAAGGATGGTCAGTTACCTGTA 

AATGTAAGTTAGACGAGGACAGGCAG 

>189.1 

GAAGGAAAGCAGCTGCAAACTTCCCATCTGCAGTGTTTGTTTGTCTCG6C 

TCCGGCCATCACTGCCACGATTACCCCTGGATGAATTCCTCAGTGGAAAT 

ATCAACAAGACTCAGCCCACCTGCACCCAGGTGATTAAAAAGGTrrATTG 

CTCACACAAAGCCTGTTTGGTGGTGTGTTCAGATGGACGCGCGGGACATT 

TGGTGCCCTGACTTGGATCAGGGGAGGTCCGTTGGGAGATCAATCCGCTG 

TCCTCCTGCTCTTTGCTCCGTGAGAAAGATCCACCTACGACCT 

TCAGACCAACCAGCCCAAGGAACATCTCACCAATTTTTAATCAAGAATAT 
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TCTGTGAAAAAGACTAAGATATCAGAGAAATTATTAGTGCACATTATTAG 

AAGAGAGGTTCAGATGAAAATAAAGATCAAGAAAAGAGTCTTGCTTTGAG 

AAGACACAAAGAAATCACATCATCTTATTGGGATTAGTGGC 

>190.1 

CATCGCGGTCCCATTGCTCACAGGGACTGGGAAGGCGATGCCTGGCGGGA 

GCTGCTGGTGGAGAGACTCGGGATGACTCCTGCTCAGATTCAGGCCTTGC 

TCAGGAAAGGGGAAAAGTTTGGTCGAGGAGTGATAGCGGGACTCGTTGAC 

ATTGGGGAAACTTTGCAATGCCCCGAAGACTTAACTCCCGATGAGGTTGT 

GGAACTAGAAAATCAAGCTGTACCCTGATGCTACAGACGAGGACATCACC 

TCACACATGGAAAGGGAGGAGTTGAATGGTGCATACAAGGCCATCCCCGT 

TGCCCAGGACCTGAACGCGCCTTCTGATTGGGACAGCCGTGGGAAGGACA 

GTTATGAAACGAGTCAGCTGGATGACCAGAGTGCTGAAACCCACAGCCAC 

AAGCAGTCCAGATTATATAAGCGGAAAGCCAATGATGAGAGCAATGAGCA 

TTCCGATGTGATTGATAGTCAGGAACTT 

>191.1 

GTACTCCCTGGAAAGTCCAGCTGAGAAAGCGATCCTGCCCTCTGCTCCTC 

CCAGGGTTACCCTCCTGTAAGTCTTCTGCTTAGTGTTCAGAATTGGGGGA 

TGCTGGGACTGGGCAAGGACTTGTAGGCAACACCCCATAGCCTGGTCATG 

CGTGTTGGGTTGCCTATGGATCATTCGCTGCTGGGCTCACTCACCGGCTT 

CGTATAAGGTCC Mill GAGGTTTATTATTTCGTTGTCCATATACTTGAT 

GCTCTTCATTGGCTTGTCTGGGACCTGCCTTAGGTTCTCCGAGGCATAAA 

AGGGCCGGACAGCCCCCGAGTTGGGGGAACTCTGAAGCTTCTTGGTGGCT 

GGAACCTTGGTCATCTTAAAAATCCTTCAGGTTTTAGCCTGTGCCGCCAA 

GACAAGGATTTTTCCAGAATCTTCTACTTCAGTAGTTACTGGTATGAGAA 

GTTTGGGCAACTTGTCCCTGATGCCCAAGTCCCAATTACA 

>192.T 

TGGGGGGGGGGGGGGGAGGTAG I I I I I J I I I M M I I I II 1 1 1 1 I 1 1 I IC 

TGGCTTGAAATACAGCTGAAATAACTGAATTTTCTACTTGAAACGTGTGT 

GCCTGTCCACTGAGGGGCCAAGGCCCTGGAAATGTAAAGGGCCAATCTTT 

GTTACAGAGGGGTTCATTGGAGTGAAGGGCGGGTTCTGCAAAGACAAACA 

GGTGTCACAGATAGTTGCCCCCGCGT 

>193.1 

TTTTCTCTTCCTTCGCTAACGCCTCCCGGCTCTCGTCAGCCTCCCGCCGG 
C 

>194.1 

CGGCCGCAGCGGCAGCTACAACAAGCGGGTCGCTCTCCGCTCAATTTCCA 

AGAGCCAGCTTTGAAGCCAAGTGCCCCCGCGTACCT 

>195.1 

CCGCGGTGGCGGCCGGTQTGGTGTGCTCAGCTGCCTTCGAAAGGAGGAAC 

AGATCGGCAAGTGCTCGAGGCGTGGCGGAAAATGGTGCCGAAGAAAGAAA 

TAAAAACCCTGAAACATGACGAGAGTGTTGTAAAGTGTGGAAATGCGTTC 

TTAAAGTTTATAAAAGTAAAATCAAATACAI I II 11 I i I CAAAAAAAAAA 

AAAAAAAAAAAAAGT 

>196.1 

GGCGGCCGAGGTACTTTGAGCTCATAAGCTGGTATAAAATATCAAACATT 
TTGACTGTTTAAACAACTCAAGATATGTTTTGCAAAATTACAAAACATTA 
TACAGGTGACTTAATTAATATCTACTCCAATTATACACAACACATCATGC 
TGAAGATTTAGATTTATTTGAAAACACTTAGTGTAATTTATATTAGTGCA 
GAAAAATCACATTCAATAAACCACAATTGTAGAAGAGACAGATAAGTGTG 
TTTGTCACATTTTCACACAAATATAATTTGATATTTAATTAAGGGATGAT 
GAATCACAATCACCATGGTCGCCGCCTGA6CGCCAACCCCTACCCCGTCG 
CCTCACTCGGATCCCCCCGCGT 
. >197.1 

GGAGGGCGGTATGCCGCGAAACGCTTCOGCAAAGCTCAGTGTCCCATTGT 

GGAGCGCCTCACtAACTCCATGATGATGCA 

>198.1 
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CTTGCTCAGCCTTTCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAGGAC 

CAAGGTGTGAATGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAA 

GAAAGGTGGACAGCCTGTTCGTCTCTGATGTCAGGCTAGGGCTGGGAAGA 

GTTTGTGAGGACTTATCTGTTGT 

>199.1 

GTACTTGCTCAGCCTTTGCAGGCCCCTCTGATGAGCTGTCTAATGAGGAG 

GACGAAGGTGTGAAGTGGGAATGAACATGGATCCATCCCATTGGATGGAG 

AAGAAAGGTGGAGAGGCTGTTCGTCTGTGATGTCAGCCTAGGGCTGGGAA 

CAGTTTGTGAGGAGTTATCTGTTGT 

>200.1 

AAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGT 

TATATTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAAGGTTCA 

GCATATGGAAAGTGAATGATCTTCGTGACCTGACACAATGTGTGTGCTTG 

TTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGAG 

TGTGGTAGGGATCCTCAATGCGAACCCCATGAAGCCCAAGGATGGTTCAG 

AGGAGCGTGAGTGTGAGT 

>201 .1 

GTTCAAGCTCAACAAGTCAGAACTAAAGGAGCTGCTGACCCGGGAGCTGG 

CCAGCTTCTTGGGGAAAAGGAGAGATGAAGCTGCTTTCCA 

>201.2 

CTGATGAGCAACTTGGACAGCAACAGGGACAACGAAGGTGGAGTTTCCAA 

GAAGTACCTGCCCGGGCGGCCCGGTGTAGAAGTAGT 

>202.1 

TTGGGGCACAGAGAGGGTTTCAGAGGATCCTTGTGAAACACTAGTTAAAA 

GATGACGAGTGGGGAGAAGTGCGAGGAAAGAAGGAAATTAGTGTGACTGG 

CTTTCTGTCCTGCACCATTGATTGAATGGAGACTGGCGGGAGGAAATGGA 

AGACTAGGGTTGGAGATGGGATGGGTGGGGCAAGGGATGGAAAGGAAAAG 

GCAGACAACTAATGCGTTCCATTTATAACAAGTAATATATATCAAAGACT 

TAAAGGAGATTAAAGACCAATCAGAATAATTTGGCAACTTTAATTCTTAG 

GAAGATCAAAGTTCCCTCCAAACCTAATTTGATGTTTTATTACTAAAAGC 

AAAGACCAGTATGGT 

>203.1 

TCCTTTCTCGTTCCCCGGCCATCTTAGCGGCTGCTGTTGGTTGGGGGCCG 

TCCCGCTCCTAAGGCAGGAAGATGGTGGCCGGAAAGAAGACGAAAAAGTC 

GCTGGAGTCGATGAACTCTAGGCTGCAAGTCGTTATGAAAAGTGGGAAGT 

ACCT 

>204.1 

CGGGGTGGCGGCCGAAAAGTGATCAGACTGTCTCAGATCAAGGAAAAGAT 

GGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATAT 

TGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACCTTCAGCATA 

TGGAAACTGAATG ATCTTCGTGACCTG ACACAATGTGTGTCCTTGTrCTT 

ATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGACTGTCG 

TAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAG 

GTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGC 

TCTTGACCTGGGAACCTGTAAAGCGAAGAAGAAGAATGGAGAGCCGTGCA 

CGCAGACTGTGAATTTGCGTGACTGTGAGT 

>205.1 

CCGGGTGGCGGCGGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAQAT 

GGCCAGAGAGAAGCTGGAAQAAATAGATTGGGTGACATTTGGGGTTATAT 

TGAAGAAGGTTACGGGACAGAGTGTGAATAGTGGAAAAACCTTCAGCATA 

TGGAAACTGAATGATCTTCGTGAGGTGAGACAATGTGTGTGCTTGTTCTT 

ATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGACTGTCG 

TAGGGATCGTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAG 

GTGTGTTTATCTATCGATCATCCTCA6AAGGTCTTAATTATGGGTGAAGC 

TCTTGACCTGGGAACCTGtAAAGCCAAGAAGAAGAATGGAGAGCCGTGCA 

CGGAGAGTGTGAATTTGCGTGACTGTGAGT 
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>206.1 

CGCGGTGGCGGCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTG 

GGCTTGATGGGGTTGGCATTGAGGATGGCTACGAGAGTGCGGTGCTCCGT 

GTTCCAGAGCGCTTTGTGAACTTCTCCAAATAAGAACAAGGACACACATT 

GTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGTTTTTCCA 

CTATTCACACTCTGTGGCGTAACGTTGTTCAAT ATAAC CCGAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAG 

ACAGTCTGATCAGTTT 

>207.1 

CGCGGTGGCGGCCGCCCGGCAGG TACA TGGTTCTTCCTAGAAAGTGGTTC 

TTCCTTAATGTGTTTC I I I I I ACCCCTTTTCTTCTTCTTCTTCACAGATG 

TTTCTTCTTCTTCTGCCAC I I I I I CTTCTTCCTCTTCTTCAACTGAATAG 

GGTAAGTGTAAAGGCACAACAAATTAACACTGTATCAGATCTCATTCCTT 

CCAAAAACGTTTGAGTCCTAG I N I I I 1 CTGTCATTCTCATCAACTACCC 

AATGTTTGTTTTGTTTATTTTATAATTGGGAAGGTTCTCCAAGGCCTACC 

ACTAACTTTAACGAATGATATAGATAGAGGTCAGAGCAATCTTCTCACGA 

TCATGAAGTCATGTATAAAAATCAGGATTAAAACAAAGGTCATGTGATCT 

CCAATCATTATTGGGAAGAAAGTCAATTATATTAGAAATGGTTAAGAGCT 

TGCACTCTGAAGTCAGACGGGCTGGGTTTAATCTACCTGCTGCAACCCTG 

AAAAATTGTATTTACCCTTGGTGAAGCTCCCTA 

>208.1 

ACATGGTTCTTGCTAGAAAGTGGTTCTTCCTTAATGTGTTTC I I I I lAGG 

CGTTTTCTTCTTCTTCTTCAGAGATGTTTCTTCTTCGTCTGCCAC Mill 

CTTCTTCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAACAAAT 

TAACACTGTATCAGATCTCATTGCTTCCAAAAA CGTTT GAGT CCTA GTTT 

TTTTCTGTGATTCTCATCAACTACCCAATGTTTGTTTTGTTTATTTTATA 

ATTGGGAAGGTTCTCCAAGGCCTACCACTAACTTTAACGAATGATATAGA 

TAGAGCTCAGAGCAATGTTCTCACGATCATGAAGTCATGTATAAAAATCA 

GGATTAAAACAAAGGTCATCTGATGTCCAATCATTATTGGGAAGAAAGTC 

AATTATATTAGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTG 

GGTTTAATCTACCTGCTGCAACCCTGAAAAATTGTATTTACCCTTGGTGA 

AGGTTCCTATCTATAAAACTTAAGAATGTCTTATCTTAGTGGACTGTTAC 

TGATTTAAAAAGAT 

>^)9 1 

CGGGGCGGCGGACGAGGTACAGGACATAGGCACATGTGCAAACACAAAGA 

AGGTGGGCTGCTGCTTCTTTCTATCTGCCCCTAGACCAGGCTCCTTTGCT 

TCACGTAAGATGGAGACTGTCCCATTCCTCTGAAGTTGCTGGAAGGACAT 

TTCCCAGGAAGAAAGAATTCCTCACTGCCTATAAACTGTAGTCAGATGTG 

GGATAGTCAATAGAACATGAGAATCAGAACAATCTGGGCAAATGGGTATG 

GCAAGAATGGGAACACCACAACAGGACAGATGCCAACTCTCATTCATGCC 

AGGCCTTTTGGCATATGGGTGCCTTCTGTGTGTTCTTTCCA 

>210.1 

GGCGGCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTC 

ATGGGGTTGGCATTGAGGATCCGTAGGACAGTCCCCTGCTCCGTCTTCCA 

GAGCGCGGTGTGAACTTCTCCAAATAAGAACAAGGACACACATTGTGTCA 

GGTCACGAAGATCATTCAG7TTCCATATGCTGAAGGTTTTTCCACTATTC 

ACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCACCCAATC 

TATTTCTTCCAGGTTCTGTCTGGCCAT C I 1 1 i I GTTG ATOTGAG ACAGTC 

TGATCAGTTT 

>211.1 

CTCACCGCGGTGGCGGCCGAGGTACTCACAGTCACGGTCCTCTGAACGAT 

CCTTGGGCTTCATGGGGTTGGCATTGAGGATCCCTACGACAGTCCGCTGC 

TCCGTCTTCGAGAGCGCGGTGTGAACTTCTCCAAATAAGAACAAGGACAC 

ACATTGTGTCAGGTCAGGAAGATCATTCAGTTTCCATATGCTGAAGGTTT 

TTCGACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAAT 

GTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCCCATCTTT 
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>212.1 

TGGATGACATTGGCGGTGGTCCTTGATACCAGATAAGCCCTCAGTGTGAA 
GCAGCTGTTA I I I I I CCTTGTCTTGAGATTGCTGTGGAATGGAAA TTAGG 
CTTTTTTG AAGGTGTG ACCC I I I I I GTTCATTTGTTCAGCAGTTACTTTT 
TAATTTTTAAATGTTTGACACACAGTCTCTGATAAATGATCATTGACCAA 
TCACCGATTACTCTCCTTGCTCTGTTAAGTGTGACAGTGTCCCTTTGAGA 
ATCTGGCGACAGCTATGTATGCCATAACCACACACCCCAAAAAAAAAA 

>213.1 

GGCGGCCGTTTGAGAAGCCAGCGCTCACGCACCCGGGGTCTCTGTGCATT 
GACCTTTGGGTGCTGACTTGGAGAAAAGCACAAACACGAGCAGTCCCCCC 

GOGTACCTCGG 
>214.1 

TTTTAACACAATATACCTAACATATTTTTATTTCAATATCTAACCAGTAT 

AAAAATTTACTTGTTTTGCCCTCTAGAGATAGTAAGCTCCTTAAGTAAAC 

AGAAGTAATACCTGATTAATTAGAATTCCCAACCCTCATCAAGTGTGTGC 

TTATATAGAAGAAACCCAGTAAATGTTTGTTGATTGAAAGATA TTAA TAC 

TCTTGCTTGGATGAGAGTGAGGAAAAAGGTATTAGTATTGGCTTTTCAC 

>215.1 

GCGGCCGAGGTACTTTGGAGTCGCCTGGTTTCTAAGAATTGCCGTTGACT 

CTTTCTTTGGCTTGTGCTGGCACGGTAACCAGACTCCCTACAACTGCACT 

CTTTGTCTTTGTCATGGAAGCCGCGAGGGTAGAGGTTCCGCGTGGTCTGG 

CGGACTTGAGGAGGTCACTGGGTCCTTTACACTTGTGAATTCGAAGCTTG 

CCAGATGTATCCTCAATGCATTGCCACTTGTGCCCCGGTTGTTCACAGGC 

TGTCTGGTACGAGATCTCCGACCAGTCTGGGGGCGCTGGCGGCCTGCGCA 

GCCACCTCAAGATCACAGATTCTGCTGGCCATATTCTCTACTCCAAAGAG 

GATGCAACCAAGGGGAAATTTGCCTTTACCACTGAAGATTATGACATGTT 

TGAAGTGTGTTTTGAGAGCAAGGGAACAGGGCGGATACCTGACCAAGTCG 

TGATCCTAGACATGAAGCATGGAGTGGAGGCGAAAAATTACGAAGAGATT 

GCAAAAGTTGAGAAGCTCAAACCATTAGAGGTAGAGCTGCGACGCCTAGA 

AGACCTTTCAGAATCTATTGTTAATGATCTTGCCTACATGAAGAAGAGAG 

AAGAGGAGAT 

>216.1 

CCACCGGGTGGCGGCCGAGGTACTTTGGAGTCCCCTGGTTTCTAAGAATT 

GCCGTTGACTCTTTCTTTGGCTTCTGCTGGGACGGTAACCAGACTCCCTA 

CAAGTGCACTGTTTGTCTTTGTCATGGAAGCCGGGAGCGTAGAGGTTCGG 

CGTGCTCTGCCGGACTGTGAGCAGGTCACTGGGTGCTTTACAGTTGTGAA 

TTCGAAGCTTGCCAGATGTATCCTCAATGGATTGCGACTTCTGCCCCGGT 

TGTTCACAGGCTGTCTGGTACGAGATCTCCGACCAGTCTGGGGGCGCTGG 

CGGCCTGCGCAGCCACCTCAAGATCACAGATTCTGCTGGCGATATTCTCT 

ACTCCAAAGAGGATGCAACCAAGGGGAAATTTGCGT7TACCACTGAAGAT 

TATGACATGTTTGAAGTGTGTTTTGAGAGCAAGGGAACAGGGCGGATACC 

TGACCACTCGTGATCCTAGACATGAACATGGAGTGGAGGCGAAAAATTAC 

GA 

>217.1 

GCGGCCGAGGTACTATCAAACAACATGATACAATTTAAATGTGTCATAGC 

AACTACTAGTGGTCACCTGAAATCCATTTTCGCCTCCTTCACAGTAAGAG 

TTTTAGCTGAATGAGTGGCCACTCATAGAGAGATTGCATTTCTGGCTTCC 

CTTGCAGCCATAGGTAGCCATGGGACAAAGTTCTAACCCAGGGGGGGTCC 

AATCrnTGGCTTCCCTGGGACACACTGGAAGAAGAAGAATTGTCTTGGG 

CCACACATAAAATACACTGGCATCAAGGATAGCTGATGAGCAAAAAAAAA 

AAAAAAAAAAAAAGT 

>218.1. 

CGCGGTGGCGGCCGAGGTACCATCCTGTTCGACAGAGCCATTGGCTATTC 
CTAAATTGAATCCGACTGGGCGTGCCCCTCCTCGGAACACAACAGTAGAC 
CTTAATAGTGGAAACATCGATGTGCCTGCCAACATGACAAGCTGGGCCAG 
CTTTCATAATGGTGTGGCTGCTGGCCTGAAGATAGCTCCTGCCTCCCAGA 
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TCGACTCAGCTTGGATTGTTTACAATAAGCCCAAGCATGCTGAGTTGGCC 

AATGAGTATGCTGGCTTTGTGATGGCTCTGGGTTTGAATGGGCACCTTAG 

CAAGCTGGCGAGTCTCAATATCGATGACTACTTGACCAAGGGCCATGAAA 

TGACAAGCATTGGACTGCTACTTGGTGTTTCTGCTGCAAAACTAGGCACC 

ATGGATATGTCTATTACTCGGCTTCTTAGCATTCACATTCCTGCTCTCTT 

ACCCCCAACGTCCACAGAGGTGGATGTTCCTCACAATGTCCAAGTGGCTG 

CAGTGGTTGGCATTGGCCTTGCATATCAAGGGACAGCTCACAGACATACT 

>219.1 

AACGCGCGACTCCACCGCCATCTTCCTCCTACGGCCTGCGAGACGCTCCC 

CCGCGTACCTCGGCCGCTCTAGAACTAAGTGGGATCCCCCGGGCT 

>220.1 

GCGGTGGCGGCCGAGGTACCATGATATCATGTATCCTGCTTGGACATTTT 

GGGAAGGGGGACCTGGTGTTTGGCCAATTTATCCTACAGGTCTTGGACGG 

TGGGACCTCTTCAGAGAAGATCTGGTAAGGTCAGCAGCACAGTGGCCATG 

GAAAAAGAAAAACTCTACAGCATATTTCCGAGGATCAAGGACAAGTCCAG 

AACGAGATCCTCTCATTCTTCTGTCTCGGAAAAACCCAAAACTTGTTGAT 

GCAGAATACACCAAAAACCAGGCCTGGAAATCTATGAAAGATACCTTAGG 

AAAGCCAGCTGCTAAGGATGTCCATCTTGTGGATCACTGCAAATACAAGT 

ATCTGTTTAATTTTCGAGGCGTAGCTGCAAGTTTCCGGTTTAAACACCTC 

TTCCTGTGTGGCTCACTTGTTTTCGATGTTGGTGATGAGTGGCTAGAATT 

CTTCTATCCAGAGCTGAAGCCATGGGTTCACTATATCCCAATCAAAACAG 

ATCTCTCCAATGTCCAAGAGCTGTTACAATTTGTAAAAGCAAATGATGAT 

GT 

>221.1 

CCGGGCAGGTACAGCAACAAGAATCAGATGGTGTrTAGAGATCCTCCATT 

TCATTACTCTAACATTCTTCAATGTGGTTCCAGCCACGCATAGTCATATA 

GATACTACATATTCAAAGATAACTTACTGAAGCTTGTTCAGAGAACCAAG 

CTTTCTCCTGATAGCTCTTCTTCCCCTACCCCGCACTTTTGGAAGTATTA 

CCCCAAATGCTCTTCAGGATTTAAATAACAATT7TTAAAAAGACACTTAA 

GACGAGAAAATGGAATTTGCTGGCATGACGCGAACAATACGGTTAGTCCA 

GATGCTGTATTCAAAGTGTATGGGTCCGTTGAAAAAATAGATATAACCAT 

TTTTCTCATAGACAGCATCTACTTTATCACCAATTCCTGGGAAGTGTTGT 

TCTATTAGTCTCGGATAGTCTTTATCCATAATATGGCTAGTATCATGATA 

TCTCCAGACCTGGTTTCCTGAGAACAGGAGAGTCTTGGCTGTATCCTCAA 

AGTGAACAGGTGCACTTATCTTCTTAACTTCTTTTGGAAGACCCAGTTCA 

GATATTTTTTTGGGATAACCTTCSCAAAATGTCATAACCAT 

>222.1 

ACGCGQGGAGTGTAACTATGGCCGGCCTGCGGAACGAAAGTGAACAGGAG 

CCGGTCTTAGGCGACACAGCTGGAAGCAGAGAATGGGAGATTTTAGAGAC 

TGAAGAGCATTATAAGAGCCGATGGAGATGTATTAGGATTTTATATCTTA 

CTATGTTTGTCAGCAGTGTAQQQTTTTCTGTAGTGATGATGTGCATATGG 

CCATATCTCCAAAAGATTGATCCGACAGCTGATACAAGTTTTTTGGGCTG 

GGTTATTGCTTCATATAGTCTTGGCCAAATGGTAGCTTCACCTATATTTG 

GTTTATGGTCTAATTATAGACCAAGAAAAGAGCCTCTTATTGTCTCCATC 

TTGATTTGCGTGGCAGCCAACTGCCTCTATGCATATCTTCACATCCCAGC 

TTCTCATAATAAATACTACATGCTGGTTGCTCGTGGATTGTTGGGAATTG 

GAGCAGTTTTTC 

>223.1 

GCGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGATTCTTCC 

CTTCGAGGTCAGCCCATTATCTTTAATCGTGACTTTTTTGTGGAGAAACT 

CCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCAATATCA 

CAAGGGTCATCGATTTACCTQGAACTGAGTTGGGTGAGGTGATGGGGGAA 

GTGGACCTTAAiSTTGCGTGGCGQGGCTGGCCCAGCATCAGGATTCTTCCG 

GTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCC 

CACTGACGGAGGAAGGCATTGCCCAGATAfACCAACTGATTGAGTATCTA 

CACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGT 
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>224.1 

GGCCGCCCGGGCAGGTACTCCCTGTAAAGGGGAATTTCCATGCCGTCTAC 

AGGGATGACCTGAAGAAATTGGTAGAGACCGAGTGTCCTCAGTATATCAG 

GAAAAAGGGTGCAGACGTCTGGTTGAAAGAGTTGGATATCAACACTGATG 

GTGCAGTTAACTTCCAGGAGTTCCTCATTCTGGTGATAAAGATGGGCGTG 

GCAGCCCACAAAAAAAGCCATGAAGAAAGCCACAAAGAGTAG CTGA GTTA 

CTGGGGCGAGAGGCTGGGCGCCTGGAGATGTACAGACTCTCATTTTATGA 

TGTATCCTACTGCATCAGGACATTTGTGTCAATGTCAGGTGACGAGGGGA 

AATGAAAGTGATGAGACGATGAGAGGAGTGAAATAGCAAGGACGCCATAC 

TAGGAAACCCAGGTCTATTTGTTATCAGAGTAAGGATGAAGCCAGATAGC 

CTGTTATGTAATTTCTCCGATAAAAGATTTTGAAAGCAGGTGCTGTGGGC 

ATCTGTATGGGGAATCGCACTCATAGAATTATTTTCATTTGTAAATATTT 

GGTATCAGGCCAAGGAAGGGAAAGAAGCTTTACTGTATTACCATCTTT 

>225.1 

CGCTCCCCGCGGTGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGT 

CTGCGTGCACGGCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGT 

CAAGAGCTTCACCCATAATTAAGACCTTCTGAGGATGATCGATAGATAAA 

CACACCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGAT 

CCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTC 

CAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGT 

TTGCATATGCTGAAGG I I I M CCACTATTGACACTGTGTGGCGTAACGTT 

GTTCAATATAACCCCAAATGTCACGCAATCTATTTGTTCCAGCTTCTCTC 

TGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAGTTT 

>226.1 

ACGCGGGATGGATAGCCGGTTGCAGGAGATCCGGGAGCGGCAGAAGTTAC 

GGCGACAGCTCGTCGCGCAGCAGTTGGGAGCTGAAAGTGCCGACAGCATT 

GGTGCCGTGTTAAATAGCAAAGATGAGCAGAGAGAAATTGCTGAAACAAG 

AGAAACTTGCAGGGCTTCCTATGATACCTCTGCTCCAAATGCAAAACGTA 

AGTATCTGGATGAAGGAGAGACAGATGAGGACAAAATGGAAGAATATAAG 

GATGAACTAGAAATGCAACAGGATGAAGCTTATCATCAATTCATTGTATA 

AAAATAAAGAGAT7TTCCTGAGAGAACTGATTTCAAATGGTTCTGATGCT 

TTAGATAAGATAAGGCTAATATCACTGACTGATGAAAATG 

>227.1 

ACGCAAAGTGATTCAGAGAACGGTGGGGCTCACAGGCGGTGTAGCAAACG 

TGCAACTGTTGAGGAACACTTAAGACGCGACCATTCAGAACACAAAAAGC 

TACAGAAGGTCCAGGCTACTGAAAAGCATCAAGAGCAAGCTQTTAGTAGG 

TCTGCGCATCACAGAGGGGGGCATGGTGTTCGACATGGGAAATTGTTAAA 

ACAGAAATCAGAGGAQCCATGGGTGTCAATAGCCTTCCTACAAAOTGOAT 

TATTAAGAAGTTCAGGGAGTCTTGGGCACAGACCAAGCCAGGAGATGGAT 

AAAATGTTAAAAAATCAAGCAACTTCTGCTACTTCTGAAAAGGATAATGA 

TGATGACGAAAGTGACAAGGGT 

>228 1 

AGACTTGGCTGTTGGGAGGGGCGTGTCTTACACCTTAGGAAGAATCCTTA 

GCTGTACTTTCCTGTCTCTCCTGGAGCTCGGTCCTACCCCCTAGGTGAGT 

AGGCCAGGTTTTGGTGCAAAATCTCCCACATTGGCAAAGTTCCTGCATAT 

GCTGCGCAGTATGTGCCTTGAATAAAAATCCTGAAGATTAGATGGTTCAG 

GCTGCATCATCCCAAAGCAAAGAGCACCTCTTTGAAGCTCACGTGCCCGG 

GCGGGGGAGGTA C I I I II I I I M I 1 1 U I I I I I I CAGTATGTAGCTTTAA 

AACAGTTACATATAACATGGAACAGTATGACATGAAAAGAGAGAGGTTTA 

TAGAGGGAG 
>229.1 

GGCGGGCGAGGTACTACAGGATGATGGCTTTCTCTTCCTCTGGGTCACAG 
GCAGGGCCATGGAGTTGGGGAGAGAAtGTCTAAACGTCTGGGGGTATGAA 
CGGGTAGATGAAATTATTTGGGTGAAGACAAATCAACTGCAACGCATCAT . 
TCGGACAGGCCGTACCTGCCCGGGCGGTCGAGCGGCCGCCCGGGCAGGTA 
CTT 
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>229.2 

TGTTACATTGGTCAG Mill ACTTGTAAAAAGTATTATAGAAG AGTTTTA 
TTGGAATG TTATTT TATTAAGCCATTTTCATGGGTTA i I N I Mi lAAAG 
TTTAAGAAGTTTTTAGAACAGGGTGGGGGGGGGGGGTTACACG 

>230.1 

GGGGGCCGGCGGGCAGGTACGGGGGGGAGTGAGAGCCAGTCAGGAGACAG 

CATGG 

>231 .1 

TCGCCGCGGTGGCGGCCGAGGTACGACGTTTCCATCAGCTTGTCTGTTTC 

ATTCCCTGATGTTACGAGGAATATGACCATCTTCTGTATTCTGGAAAGTG 

ACAAGACGCGGCTTTTATCTTCACCTTTCTGTATAGAGCTTGAGGACCCT 

CAGCCTCGCCCAGACCACATTCCTTGGATTACAGCTGT 

>232.1 

AAAAAGATATTTTAATATATTCAGATCCACAAATATGAAATAAAACTAAG 

TAGAGCTGGTATTCATTTACAGATAATTATGTTATACCGTTTGGAATAAG 

AATTTGGGGCACGTTAGCAAACCAAAAGGGTCAAAAAGACGTCGAGATAT 

TTAGTTCTTGTCTCCCTCTACAAATGTGAAGCACTCTrrTATCCGGCATT 

CCTAGGGGAGTTCCTATTTTCAAATTTGCAAATCATTTCTGGTGCTAAGG 

AATCTCAAAAAAAACATTTACTAAAAACCAGAGGAAAAAAATCTTATAAC 

TTTGGGAG 

>233.1 

GCGGCGGCGCGGGCAGGAGGGGGGGGCCAGTTCTGTTCX2IGGGAGTAACTG 

CAACGGAGAG ACTCAAGATGATTCGC I I M I ACCCATGTTTTCTCrACTA 

TTGCTGCTTATTGTTAACCCTATAAACGCCAACAATCATTATGACAAGAT 

CTTGGCTCATAGTCGTATCAGGGGTCGGGACCAAGGCCCAAATGTCTGTG 

CCCTTCAACAGATTTTGGGGACCAAAAAGAAATACTTCAGCACTTGTAAG 

AACTGGTATAAAAAGTCCATCTGTGGACAGAAAACGACTGTGTTATATGA 

ATGT TGCCCTGGTTATATGAGAATGGAAGGAATGAAAGGCTGCCCAGCAG 

TTTTGCCCATTGACCATGTTTATGGCACTCTGGGCATCGGGGGAGCCACC 

ACAAGGGAACGCTATTGTGACGGCTCAAAAGTGAGGGAGGAGATGGAGGG 

AAAGG 

>234.1 

GGAGGCGGCCGCCCGGGCAGGTACAGTATAGGTTGGTTTTGCCTGTTTTG 

ACGC 

>234.2 

GACACATTTTACATATATATATGAAACTGTATAAT6TGTTCGCTTCAGTG 

TCTGGCTGCI 1 1 lACTCAACATTGTGAAATTAATTCCTGTTATCGTATAT 

GG6ATTAAAATTTGTTTGCCTAG I M M GCCTTCTCATTGCTTCTGAATT 

GG GGCA GCTTTGCCCCTCAAGGGAAATTTAGCAATGTCTGGAGACATTTT 

TTATTTTCATAAT7TGGAGGGACATGGGGGAGGTGTGCTACAGAACTTAG 

TAGGTAGAGGACAGGGTTAGTGCTGAACGTTCCACAGT 

>235.1 

CCTCCCAATTATCCCCAATTGAGAGATGAAAATTCTGACAAGCTCTCAAA 

CGTTAACTGAGTTGCCCATAAATGACAGTTCCAAAGTTATAAGGCTAGAA 

CTTGAATCCAGGTCTGTTAGAAATCTAGGTTTGAGAATCCATATTCTTTC 

CACTTCCCGCGT 

>236.1 

CGGGGGCCCGGGGAGGTACCTAGGCCAGAGACAGCCAGAGGGAAAGGGAG 

CCAGAOAGCAGCGCCTCCTGGACAGGCCCACCGTGGAGCTCAGGGACCAA 

GAAAA CAGC CGATACTGGGAGCCATTGCAGCTCCAAACTGCAGAGGCAAG 

GCCAATTTTAAGI J \ IGAATTTACAGTCGATTTTGAAGAGCTTCTACATA 

TCG6TTATGTAAATTCATATATGTATTTTTGGAATGAGTTGTTATAAACA 

GGTGGATTCAGTTTTAGCTAAATTTATAGTCTAGGTAGTATGTTACATTT 

GAAGTTTTGTCTTAAGAAAAG7TGACTGTTGAGATATTTTTGTAGTGTAA 

AGAAATATAGTTTTCTATtAAAGATCTGT 

>237.1 
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GCAGTTTTGTGAT CTGC AATGATTCTTCCCTTCGAGGTCAGCCCATTATC 

TTTAATCCTGACTTTTTTGTGGAGAAACTGCGACATGAGAAACGTGAGAT 

TTTGACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTG 

GAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACGTTAAGTTGCCTGGC 

GGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCG 

AAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTG 

CCCAGATATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAG 

GGTTTGTTTAGAGT 

>238.1 

CACCGGGGTGGCGGCCGAGGTACGGGGGGATTGTGTGGAAAATCAGAGAG 

GGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCAA 

TACGGGAGTATGAGCTTCAACCCCAGCACACCAGGGGCCAGTTATGGGCC 

TGGAAGGCAAGAGCCCAGAAATTCCCAATTGAGAATTGTGTTAGTGGGTA 

AAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCATCGTTGGCGGGAAA 

GTGTTTCATTCTGGCACTGCAGCAAAATCGATTACCAAGAAGTGTGAGAA 

ACGCAGCAGCTGATGGAAGGAAACAGAAGTTGTCGTAGTTGACACACCAG 

GCATTTTCGACACAGAGGTGCCCAATGCTGAAACGTCCAAGGAGA 

>239.1 

CGCGGTGGGGGCGGAGGTACCAGTTAAGTGAACAGCTGGTCTAGGTCTGC 

TTTTGfAACACCCAAATACAATTAGCACTTCTCTGCTGGTATTCCGTGGG 

CCGTCTTAATTATCTAGAGGCCAGGAGGCAAAGGGTAGCACGTAACAAAG 

TATGTGCTTTGTAAGTGCTGATTAATTCAGTTTCTTAACTAGGGAGAGCA 

GGTCATCAGTGTATCTAATTCACACTATTAATACACTGTCTTGCTGAAGA 

GTCTGACCTGCCCAGAACCCCGTTATGGCTAGCCGAGGGAAGCAGTAAAC 

TGCAAAGGAGAGAAAAGGGGGAGGTAAGATGAGGCTAGTGGTGGGTGAGT 

CCCAGTTAGGTCTGTTACTGTTCTGTTCGAACTATAAATCCAGGATGACT 

GTTACTCAGATTGAGTGCTATGTAGAAAATAGAATGCACAGCCAAAAACA 

TAATTTGGGGATGACTGGCAGCACG I I I I I I I CCCTTTGTT 

>240.1 

GGGGGCGGGGGAGGTAG I I I M I H I i I H I I I I I GGTATGAGTATGAAG 

GCTAGTGGTCTT7TTATTAGCTATGAAGTTGATTTAACAGACAAAAAATT 

CAGTTGAATGGGGGCATTAAAATAGGAAGAATTAACAATAGTTCATTAAT 

CAATGTTTCAGCTGTTCCTATTTTATCACAATAACTTTTGCTATAATTGA 

GAGATGCATGAGGAAGTCTTGAAAAGAACGTATGTTTCTTTCAATTCCAT 

AAAACATTCAGCCAAAATAATAAAAGAGGCGCTATTACTTTGTTTTGGGT 

GAATGATATGCAGGCTAGGGTTTGCTGTAGT 

>241.1 

GGCGGCGGGTGTGCTGTGGTGAGCTGCGTTCCAAGGAGGAACAGATCGGG 
AAGTQGTGGACGCGTGGCCGAAAATGCTGCCGAAGAAAGAAATAAAAACC 
CTGAAACATGACGAGAGTGTTGTAAAGTGTGGAAATGCCTTCTTAAAGTT 
TATAAAAGTAAAATCAAATTAGAI I I M I I I CC AAAAAAAAAAAAAAAAA 
GT 

>242,1 

ACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAG 

ATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGTG 

AATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGAGCT 

GACACAATGTGTGTGCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCT 

GGAAGACGGAGCAGGGGACTGTCGTAGGGATGCTCAATGCCAACCCCATG 

AAGCCCAAGGATGQTTCAGAGGAGCGTGAGTGTGAGT 

>243.1 

CGTTGGGCAGATGCTGTATTATGGGGATAAGGCACACAGI 1 1 1 IGAACTG 

GCCCGGTCAGGGGGGACATAACCATTTCCTGTGCCACCCCATCAATCGCC 

ACCTATTeTGAQTGTAGGCTCCTCCCGTGCTTGAGTAATGGCCACAGATC 

TTGGCTCGGCACTCCTAAGCTGCATGTTGAATTCCTGGGACAACAAGACT 

GGCTTGTGGTTCCATTCTCCAGATCCtTGGGTTGGCTTCTGGGTGCACTA 

GGAGATCTGAAATGCTCTCAGGCCACCAGGAAAGTACTGGAAGTAAAGTC 
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TGACTCTAAAGAAGATGAAAATCTAGTAATTAATGAAGTAATAAATTCTC 
CCAAAGGGAAAAAACGCAAGGTAGAACATCAGAGAGCTTGTGCTTGTAGT 

TCTCAATGCACGCAAGGATCTG 
>244.1 

GTACCACCAGAGTTGCTATCTCTTGAACATGTTTCATTAAAACATCAGCG 

TCTAGTTTGAGAATACTTTTAAGCCTGCTGGCCTCCTTTGGGGCATTCTT 

TTTTCTCTTTTCAGGACGCATCTTTCTTTTCCACTTACTCCGTAAGCTTT 

TAGCCATGTTTTACCTTGAGGGCCGAAGTTAACTTCAGCGGGAGTGAACG 

ACAGGGGTGGGGTGCACTTTATCCAGTGCACTCGGAAGCCGGAGGGCGCG 

CACCAAAAAGAGCAAGGGGAACCCTCGCCCTCAACAAGGCCTGCATCTCC 

GGACTGGAGCTCAAGTATAG 

>245,1 

ACAATTGC7TGAGTGAGTTCATGGTCCGTAGGAGGATGACCACTAGCCCA 

CCACCTTCCACTGTTTCTACAGTCCTGGCCAGCAAGTTTGGAGTTAAGGC 

TTCAAAATCCTGCAGCACACACATGCCGAAGGTATTGGCCAGGATGTTGT 

GGGTCTCGTTGTAGTAGCAGTAGCGAATGTTTGTGGCTGCTATGAAGAGT 

TCAAAGGGGTCGTCCTGCTTTATGTTCAGTGTTCCATTCTTTATTTTCTT 

CTGGAGCTGTCGCATTCTTTTCTTTCG 

>246.1 

CGGGTGGCGGTCGTGGGGATGAGCGTAGGTGAGCTGTGGCCTTTTGCGAG 

GTGGTGCAGCCATAGCTACGTGCGTTCGCTACGAGGATTGAGCGTCTCCA 

CCGATCTTGTGCGCGGGACCATCTACATAATGAATCCCAGTATGAAGCAG 

CAACAAGAAGAAATCAAAGAGAATATAAAGAATAGTTCTGTCCGAAGAAG 

AACTCTGAAGATGATTCAGCCTTCTGCATCTGGATCTGTTGTTGGAAGAG 

AAAATGAGCTGTCCGCAGGCTTGTCOAAAAGGAAACATCGGAATGACCAC 

TTAACATCTACAACTTCCAGCCCTGGGGTTATTGTCCCAAAAAAAAAAAA 

AAAAAAAAAAGT 

>247.1 

CTTGCTTGACTAGATGAGCTGCTATAGTAGCCAATCCTGTTAGACTTGGA 

CCATTGTTTGTCTGAAGAACGGGGATCTGTCGCTCGCCCTGAGCACTGTA 

TTTATTCCCCTTACTCAGTCCCAGGGACTTCTCCAGTAGCGACAACTCTG 

CGGCCGCCGCCATCTTC 

>248.1 

AGAGACGAGGAATTTAATTAGGGTTGTAACAAATGGTTAATTATAGTAAG 

AAAAACCAAATTGAATAATTTTCTAAOTCACTTGGCAGGGGGGGTCTCGC 

AGCCATAATGAACATCACATAATGAAGTTACTCCTTTCCAGATCTATAAA 

CAGGCTCATGTAACTAACTGATACTCAGTAAAAGGGTCCATAATCCAAAT 

TTATATAACAAATGGGGCTTGCTATAAAATCTCTTACATTTTAATACTTA 

CTCTTAATAAATCATCTATTCTTCCCTCGTTCTTCTCTAAGGCAGAATTG 

TTACTGTTTTCTAGGGCAGATAI Nil I CTATTGTGAGGTCGQACTGGGT 

CTGTCTGGGCTGGATGGAGATCTG 1 1 1 1 I GGGAGCTGCAGGAATGCTCTG 

TGTTGCCAGATCCCGTAAATGAGGGACTGT 

>249.1 

ACTGTCTCAGATCAAGGAAAAGATGGGCAGAGAGAAGCTGGAAGAAATAG 

ATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCAGGGAGTGTG 

AATAGTGGAAAAACCTTCAGCATATGGAAAGTGAATGATGTTCGTGACCT 

GACACAATGTGTGTCGTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCT 

GGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATG 

AAGCCCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCATCCTCA 

GAAGGTCTTAATrATGGGTGAAGCTGTTGACCTGGGAACCTGTAAAGGCA 

AGAAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTGCGTGAGTGT 

GAGT 

>250.1 . 

GGGGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGATTCTTC 

CCTTGGAGGTCAGCGCATTATCTTTAATCCGGACTTrnTGTGGAGAAAG 

TCCGACATGAGAAACCTGAGATTTTCAGTGAGTTGGTGGTCAGGAATATC 
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ACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGA 

AGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCC 

GGTGTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTCC 

CCACTGAGGGAGGAAGGCATTGCCCAGATATACCAAGTGATTGAGTATCT 

AGAGAAAAAGTTGCGAGTAGAGGGTTTGTTTAGAGT 

>251.1 

TGGCGGCCGAGGTACCAGCACAAACCGGGCCAGCCTCGTAAACTGCTCAT 
TTACTGGGCGTCTACCCGGGAATCCGGGGTCCCTGACCGATTCAGTGGCA 

GCAGGG 

>252.1 

GGCCGAGGTACATTTTACTACGCACCCTTACGCATTCTTTTTCTCACCTC 

TGTGTGTGTGTGTGCGTGCACATGCACACACACAAATGGGTGAAACAATT 

CTCACCATACGAAGAGCCACCGCGCCCTGCCGAGAATTTGCATTTCTAAC 

AAGTTCCCAGGTGATGCTGACACTGCTGGCTCATGGAACCACTGCTGTAG 

TATTTTCCAAATTATGCTGATTCTAAGAACCACCT ATGA CCTGTGCTGTT 

TTTTGTGTGGTTACTGGCTCATGTCACATAAAT TCTTT TAGGATTCAAAG 

ATGTTTGTGATATTACTCAGTATTTACATCTTGCTTTTACTGCAGCATGA 

TGGAAAAATTAACCACAGGTATATCATAACAAAAAGAACATGAGTTACCA 

TTTTCACAAAGTTCAGATATATTTAAATTAGCCTATTTAATCT 

>253.1 

GCGGCCGCCCGGGCAGGTAC I I I I I I I I I I M I I I I M I CTACCGGTAGC 

GTATTTGAGATTTATTAAAAAACACATAGGTAACGAGTCAGAGCTTTGGC 

TAGGAATGAGTTGGAAAAGAACTGAAGGCATAATTCCACAGGAGATTCAC 

AGTTGTGTGGTAGAGACAGAGAGGAGCAGGAAAGTGTTTTAGAAGCATTT 

GGGGCGGACAATGGAAGGCCCGGCTTGATGGAATTGCTGTTTGCTGATCC 

ACATCTGCTGGAAGGTGGACAGAGAGGCCAGGATGGAGCCACCGATCCAG 

ACAGAGTATTTGCGCTCCGGAGGGGCAATGATCTTGATCTTCATGGTGCT 

GGGTGCTAGGGCCGGGATCTCCTTCTGCATTCGGGCGGCAATGCCAGGGT 

>254.1 

AGCTCACCGCGGTGGCGGACGAGGTACTCATGGTTGCTGTAAATCTGGCC 

GCCGTTCTGCAGGGTTATGCTTAGCCAGGCTCCTATGAGATCTGGCTATT 

CTGTCTTGTGGATGGTCAGTCCCCGCGTACCTGCCCGGG 

>255.1 

AGCTCCCCGCGGTGGCGGCCGAGGTACGGGGGGATTGTGTGCAAAATCAG 

AGGGGGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGC 

CCAATACGGCAGTATGAGCTTCAACCCCAGCACACCAGGGGCCAGTTATG 

GGCCTGGAAGGGAAGAGCCCAGAAATTGCCAATTGAGAATTGTGTTAGTG 

GGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCATCCTTGGCCG 

GAAAGTGTTTCATTCTGGCAGTGGAGGAAAATCCATrACCAAGAAGTGTG 

AGAAACGCAGCAGCTCATGGAAGGAAACAGAAGTTGTCGTAGTTGACACA 

CCAGGCATTTTCGACACAAGAGGTGCCCAATGCTGAAAGGTCCAAGGAGA 

TTATTCGC 
>256.1 

GAGAGAAATCAACTATTCAGGACCGGCCCCCACCTTTCCTCAGGAGTGAT 

TTCTGTTCCGCACAGGCCTGCTGAACTGGGTGCTTTATATAG 

>257.1 

CGCGGTGGCGGCGGAGGTACTGTGACTTGCAGGGCCACAAGACCGGCCTT 
GCGAGCGTCGTTGGCTGATGGGAGTAGAAGCCACAGAGAGTGTTCCTCTT 
GGAGGTACAGTCAATTCTGAGGTTTGGGCGTCATAGACTAAAGCCAGAAA 
ACAGAACATTGGGAAGTCTTCGGAATATTCTCTATCTTCTTCACGAACGA 
GTAAGACGTTTTGGAATAATGGGAC 
■ ^258 i ... 
ACGTGACCGACGCCAACATTGCGGCGCCCAGTfGCGTCCACCTGCTTGTC 
CGCAGAGGTTCTCAtAGAATTTTCTCTTCACCAGTCA ATCATAT CTACTT 
ACACAAGCAGTGAAGCAGTCAACAAAGAAGAAAI I IGI Tl I I ICGGAGAC 
AAAGAGATATTTCACACAGTATAGTTTTGCCGGCTGCAGTTTCTTCAGCT 
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CATCCGGTTCCTAAGCACATAAAGAAGCCAGACTATGTGACGACAGGCAT 

TGTACCTGCCCGGGCGGCCGGCTCTAGAACTAGTGGATCCG 

>259.1 

GGTGGCGGGGGGCGGGAGGCTGACGAGAGCCCGGGAGGCGTTAGCGAAGG 

AAGAGAAAAAGCGAAGACGAAGCGACTACAGCCGCGGGTACGT 

>260.1 

TGTAAAGCCTGGGTGTGCCCTAATGAGGTGAGCCTAACTTCACATTTAAT 

TGCGTTGCGCTCACTTG 

>260.2 

GGGCGGCTTCTTTCCGCCTTTTCCTTCGGCTTCAACTTGAACTCCGCTTG 

CGCTTCGGGGT 

>261.1 

AGTCATAAAGTGTAAAAGCCCTGGGGTGCCTTAATGTAGTGAGCTAACCT 

CACATTAATTGCGTTG 
>262.1 

ATTTATTTATTATGTTGTAGCCGGGGCGGCCGAGGTACCCGATAGAACAT 

GGCATCATCACCAACTGGGACGACATGGAAAAGATCTGGCACCACTCTTT 

CTACAATGAGCTTCGTGTTGCCCCTGAAGAGCATCCCACCCTGCTCACGG 

AGGCACCCCTGAACCCCAAGGCCAACCGGGAGAAAATGACTCAAATTATG 

TTTGAGACTTTCAATGTCCCAGCCATGTATGTGGCTATCCAGGCGGTGCT 

GTCTCTCTATGCCTCTGGACGCACAACTGGCATCGTGCTGGACTCTGGAG 

ATGGTGTCACCCACAATGTCCCCATCTATTAGGGCTATGGCTTGCCGCAT 

GCCATCATGCGTCTGGATCTGGCTGGCCGAGATCTCACTGACTACCTCAT 

GAAGATCCTGACTGAGGGTGGCTATTGCTTCGTTACTACTGCTGAGGGTG 

AGA7TGGTCGGGACATCAAGGAAAAACTGTGTTATGTAACTCTGGACTTT 

GAAAATGAGATG 

>263 1 

AGI 11 I I 1 1 I I I M I I I I I I I I I IGGAGGGGI I I I I GTTAGTAGAAGGTA 

GGCGGAAAGAGGTGTTACTCAGATTTCTTGAACTTGAGACGTCAAAGGTG 

AGAGGGGAGGGAAGGAGAAGGGATGGTGAGGG 

>264.1 

GGCCTTTAAAGCCTTCGCTTTGGCTTCAGCTTTAGGAGGGGCAGGAGCTT 
GC 

>265.1 

CAACCGGGACCCCAGCTTTTCAGAACTGCAGGGTAACAGCCATCATGAGT 

GAGGTCACCAAGAATTCCCTGGAGAAAATCCTTCCACAGCTGAAATGCCA 

TTTCACCTGGAACTTATTCAAGGAAGAGTG 

>266.1 

TTGGAGCTCCGCGCGGTGGCGGCCGAGGTACTTTTCTAGGTATTGCTGGG 

CAAGATCCTTGTTGGAGTCCTCCTCTTTTGCTGCCCCACTCAGAGGATAG 

'GCAGA6CAGACTGGCAGACACAACAGCACAAGGAATGCAAGATGCATCAT 

TCTCACTGCCCTTACGTTCTTTGTCTACTGGGCTTCTCCCCGCGTACGTG 

CGCGGGCGG 

>266J2 

GAGCCGCCGGGCAGGTACTAGCTTCACCAACTTTTTCATTTGGGCATCAC 

AAAGAGGAGTCTTCTGATGTTCTATAAGCAATATGTTTATATGAAAGTCA 

GAAGTTTAGCGAAAATTCGGCCTAAACAGTAATAAATGAAAATGGAATGG 

AAATCAAAGTTC 

>267.1 

ACTTTACCTCATTTCCTACCAATCATTTTAAGAGAATTTGGTTGTATTTC 

AAAGAACAAAACAACACAATTTCTGTCCTGCTGTTTATTTrAGCGTGGTC 

GCQGCCGAGGTACGGATACAATTGCGCTGAGTTAGATTCCAAATTCTAAG 

CTGTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCt 

TTGCCAAGGAATTGACTCCATCACGGTGACGATCCAGGGAAGGAAGGAAT 

GGTTTTGCAAATACTCGTTCCAGTTtGGTAGCATTTAAAGCTCTTATATA 

TTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCTTGGAA 
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CTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGATTCCGG 

CTCAGCATCTTGACCTTCATCTCGGTTGGTCTTG 

>268.1 

ACATTTATATGAAAGTOGTCACTTTCAGAAGCAGAAAAGGAGTAACTAGA 

TGGGCATTTTCTATACCAGCTAAGGCTTTAAACATAACAACGTCTACTGA 

ACTATTTTCTACTTACTTTGACTGAATAAGCCAGTGAGATCGTGACTGCA 

AGTGGAAGACCTTCTGGCACTGGGAGCACTAAAACTGTAACTCCAATAAT 

GAAGAACTTCACAAAGTATTGTATATAAATTGGTGTGCACTCAGCAAGCC 

ATGGTCTTTTCTGAACCCAGAAGGTGTCAATGACAAAATATAATACTAGA 

ATGATAACTGTGATGGCAGGCATCAACAGAGCTTTCAGAATAGAAATGAA 

AGAAAAATGTGATTATTAAATTTCCAGACACTAACCCTTGACAGATATAA 

ATTAAACACTGTAAAGAGTTATAACTTGCTTGATAGTATTGAATTTCTCT 

GAGAAATTACTTCTTTCTTGCACCTTATAACTTGACATTGTCAGATTTAA 

I I I I I I 

>269.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACGCGGGATAGTGGAGGCACT 

GAAAGACCAGCAGAGGCATAAGGTTCGGGAAGAGGTTGTTACCGTGGGCA 

ACTCTGTCAACGAAGGCTTGAACCAACCTCGAGCGGCCGCCCGGGCAGGT 

ACAGATGCACAGGAGGCCATAGGGTTTAGGCAAAGGGGAGCACAAAAGTT 

GAAGATGAGGCGCTGCCACCAATGCTGGGACTTCAGGCCAGGGGCAGGAG 

CTGAGGAAGCCACAAGGGAGGACATTTTCTGCAGTTGCTGAACCAGTAGC 

AACCAGGTGGTGAGAAAGCCCTCTCTTGTGGAAGAATAACAGCCAGGAGG 

AAAAGCTTTTCATTCTGCAAAGCTGGGGCAGAAAGTTCTTCTTTGAATCC 

CGCGTACC 

>272.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGTCCCACAGTTAGCTGCAGGAAAA 

CGCAGGCTGCCTCAGGGAAAGGAGCCTGGGTTGATTAACTTGTGTGTCAA 

TGTCCCACCCGTCCCAGGTAACATTTTGCCCCCTGAGGTCCGGGGTAATT 

TAATGGCTGCTGGACAAAACCTCCAAAGTTCTTGAAAGATCAGAAATGAT 

AGCTACCTGGAGTCCAGCTGTACGGCACTTGGCGTAAAGCCGCTTCCCTC 

AAGAGTAACTACAATCTTCCCATGCACAAGATGATTAATACAGATCTTAG 

CAGAATCTTGAAAAGCCCAGGAGATCCAAAGAGCCCTTCGAGGACCACGC 

AAGAAGATCCATCGCAGAGTCGTAAAGAAGAACCGACTGAAAAACTTGAG 

AATCATGITGAAGCTAAACCCATATTGCAAAGACCATGCGCCGGAACACC 

ATTCTTCGGCAGGCCAGGAATCACAAGCTCCGGGTGGATAAGGCAGGTGC 

TGCA 

>272.2 

CGGCACTACAAGCGCAATGAATGAGAAGGCGGGGGGTTGGAGGCAAGAAG 

CCCTGTGGTAGGTAA 

>274.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACC6CGTCGATGCTATGCGCT 

CAGTTCTAGTCAGAATAATCTTGCTCATCCTCCAGCTCCCCCTGTTCCAC 

CAAGGCAGAATTCAAGCCCTCATCTGCCAAAACTACCACCAAAGACTTAC 

AAACGGGAGCTTTCGCACCCCCCATTGTACGCGGGGGAGGAGCCTGAGGA 

AGAGGGCGGCGACGGTGGTGGTGACTGAGCGGAGCCCGGTGACAGGATGT 

TGGTGTTGGTATTAGGAGATCTGCACATCCCACACCGGTGCAACAGTTTG 

CCAGCTAAATTCA 

>274.2 

AAAACTCCTGGTGCCAGGAAAAATTCAGCACATTCTCTGCACAGGAAACC 

TrrGCACCAAAGAGAGTTATGACTATCTCAAGACT 

>276.1 

CGGGGTGGGGGCCGAGGTACGTTGTATTCCTGCrCGTATTAGGTCCTTCT 

CACCGCACCGGCCCTCGGTCGATTACGCCTCTCCAGTTCTGCTGGGGAGG 

TTCTAGGCTCGGCGGACGGGCGTCGATCTTTATGTTATAGCGTCACTCCC 

AGTGCCCTAAtGGAACTATCCCTCGACTCACtCCCCCTGGTTCTACGCGG 

GCTCCAAGAGGCTCTCGCGG 
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>277.1 

GGAGCGGGCCCTACCGTGTGCGCAGAAAGTGGAGGCGCTTGCCTTCAGCT 

TGTGGGAAATCCCG AAGA TGGGCAAAGACAAGTGAGCTGTTCGGTGCTTG 

CAGGGCCTGCTGA I f I i i GGAAATGTGATTATTGGTTGTTGCGGCATTGC 

CCTACTGCGGAGGTGCATTCTTGTTTGTATCTTGACCAACACAGGCCTCT 

ACCCACTTGCTTGAAGCGACCGACAAGGATGACATCTATGGGGCTGCGTG 

GATCGGCAT 

>278.1 

TTGGAGCTCCCCGCGGTGGGGTTCGCCCGGGCAGCTACTTTCATGCATAA 

AGGCCTGCAGCTGTTTCATTGATCCTTGGAGTTCATCCATGACCAACTCC 

ATACAGTCAAAGACTTTGCTCTGGTTCTGTAATATTTTCTGGTAGTCAGG 

TTTTGTATTAAGAACTTCATTCTGAGAAGACCCAAGATATGTCATAGGTT 

CCACTTTGACCTCAGTAATTTTGGCCTCAGTTGATCCTCTGGACAATATC 

TCTTTAGCCTCCTGCTGGTAGTGAGGCAAGAGCTGATCCCAAGTGTGACG 

TTCTAAAGAAAAGTTTGTT ATGTA TTCCTTCATCTCAGCCACA GATGC TT 

CCAAAGAAAAATCTGATGGTTTTCCATTTGAATCTTCAAAACATTTTTGT 

AGAGTTCCATCAGTTTCCAGTCCGTCTGCA 

>278.2 

AATGTTTCAATTCTTCAGAAAGAGAAGATGCTTTGGCTCTAAAACTTTCA 
AGACTGAAGCCCTTAGTGTCCCTTAGGAAAGGTTCAAGTTTCTGAATAGA 

GAAC 
>279.1 

GCGGTGGCCTCCGAGGTACTACTCTGCACTGTTGTTTGTTTCTAATAAAA 

CTTTCCCTGTCGAACCTATACTAGTCTTCTGTAAATTCTTCTTACTACCC 

TATGACCCGTGAGCCAACCACTTTCCGATGCCAGGGTTCTGACACCTGAC 

CTGGGATAATATAAAGTG I I I I M I I I M ATAGCCTTCCACTTGGAAAGA 

CTACAGAGGAATCTTGCTGTGCATAGTTCAAACTAAAAAGAGAAGAGTTA 

ATTACCTGAAAAGGAAGAGAAAACAAGAAGGGGTAAATTTTGAAGCAAGG 

G AAATCATTTAAG AAGTGTCTGGTA I 1 I I I CAAATTTCTGTCAGTTGTTA 

CATTTGTGATAAGTAAATGTTTAGGAATAAAGGATGGAGACATGCTTATT 

TTATTTAACTCCCCCAAAATT 

>279.2 

AAAAAAAAAAAAAAAAAAAAAAAAAAGTACGTGGCCGGGGGGCGGCTCGA 

>280.1 

CGCGGTGGCGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGA 

TTGTTCCCTTCGAGGTGAGCGGATTATCTTrAATCCTGACTTrrTTGTGG 

AGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGC 

AATATCACAAGGCTCATCGATtTACCTGGAACTGAGTTGGCTCAGCTGAT 

GGGGGAAGTGGACCTTAAGTTGCCTGGGGGGGCTGGCCCAGCATCAGGAT 

TCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATACTT 

GGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGA 

GTATCTACACAAAAACTTGCGAGTAGAGGGTTTGT7TAGAGT 

>281.1 

CGCGGGGGGAGACATGTGGAGTCCCAGCAGAGGCCAACCTGTGTCTCTTC 

ATCTCCCTGGGAAGGGTGCCCCCGAAGTGAAAGAGATGGCCTGGTGGAAA 

GCC 

>281.2 

AGATGGGGCAGGAGTCCAGTTTCTGGAAGGCCAAGAATCGAAGTAGCAAG 
CTGCAGCCGTTTTCCAGACAAGCATGATGTGGGGATGCAGAAGAATTCAG 
GACTGGAGGGGCAAACTCCGATGTGACTGAGGCCCCAGTGGCAAATGGCG 
GGATGCTCAGATAGCACCCAAGAATTTGGGGAAAAAACTGGTGCTCACAG 

CT . • v . ■• 

>282 1 

GGGCCCCAGGGGAAAAAACCTTTTGGGCCCCAI I I M I I ICCAATTTTCG 

AATTGGGCCTTGGGCCA 

>283.1 
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GTACAGCATTGGAAATGGATCTGTCTTTGGTAAAGATCAGCCTATAATTC 

TTGTGCTGTTGGATATCACCGCGATGATGGGTGTCGTGGACGGTGTCCTA 

ATGGAACTGCAAGACTGTGTCCTTCCCCTCCTGAAAGAATGGATTCGCAC 

CAAATAAAGAAGACGTTGCCCTTCAAAAGACCTGGATGTGGCGATTCTTG 

TGGGCTTGCATGCCAAGAAGGGAAGGCATGGAGAGAAAAGATTTACTGAA 

AGCAAATGTGAAAATCTTCAAAATCCCAGGGTGCATGCCTTAGATAAATA 

CGCCAAGAAGTCAGTTAAGGTTATTGTTGTGGGTTAATCCAGCCCATACC 

AACTGCCTGACTGCTTCCAAGTCAGGTTCATCCATCCCCAAGGAGAACTT 

TAGTTGCTTGACTTCGTTGGATCAC 

>284.1 

TGGCGGCGGCCCGGGCAGGTACGCGGGGGCTCTAAGCTGCAGCAAGAGAA 

ACTGTGTGTGAGGGGAAGAGGCGTGnTCGCTGTCGGGTCTCTAGTTCTT 

GCACGCTCTTTAAGAGTCTGCAGTGGAGGAACTCCTGCCATTACCAGCCT 

CCTTTCTTGGCAAAGGGAGGGGGAAACATACATTTATTGATGCCAGTCTG 

TTGCATGGAGGGTTTATGGGTTCCTACGTTGCAAGAAAATAATTGGACCA 

AGTCCTTAGTGCGGATTCCGCCCCCAGAGAGACGTGGAGGGACAGAGGTT 

TTTTGCTTTGCATTGTAGGAGAGGGAGTAAGTGGTAGAGACTATGTCCGC 

TTTCCTGAGCTACCGAGAGCGCCCGTGAACTGGAATCAACTGCTTC 

>285.1 

TGGCGGGCGAGGTAGTAGGTCCCAAATGTTTCAACGGATTTTACCCTATG 

TTTTCAAGGGTATTATAGAAGGGGAGAGGTATCGTGTAGT GATGTCC ACG 

TATCTTGGAGTTATGGGTCGAGTTCTACTACAAAACACTAG I I I I I N CT 

TCACTTACTAAATGAGATGGCGCATAAATTTAATCAGGAGATGGACCAGC 

TTTTGGGAAATATGATTGAAATGTGGGTTGATCGAATGGACAACATTACC 

CAGCCTGAAAGAAGAAAACTTTGAGCTTTGGCTTTGCTCTCTCTTCTGCC 

ATCTGATAATAGTGTTATCCAAGATAAATTCTGTGGGATTATAAACATTT 

TAAGTAGAAGGCCTGCATGATGTCATGACGGAAAGATCCTGAAAGAGGAA 

CTTATAAAGACTGTATGTTGATGGCTCATCTTGAGGAACCAAAAGTAACA 

GAAG ATGAAG AACCACGCAGAG AAG 

>286.1 

GTGGCGGCCGAGGTACCCGATAGAACATGGCATCATCACCAACTGGGACG 

ACATGGAAAAGATCTGGCACCACTCTTTCTACAATGAGCTTCGTGTTGCC 

CCTGAAQAGCATCGCACCCTGCTGACGGAGGCACCCCTGAAC. 

>287.1 

CCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGA 
TGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATA 
TTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACCTTCAGCAT 
ATGGAAACTGAATGATCTTGGTG ACCTG AGACAATGTGTGTCGTTGTTCT 
TATTTGGAGAAGTTGACATAGCGGTCTGGAAGACGGATGACGGGACTGTG 

GGTGTGTTTATCTATCGWVTCATCCTCAGAAGGTCTTAATTATGGGTGAAG 
CTCTTGACCTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAGCCGTGG 
ACGCAGACTGTGAATTTGCGTGACTGTGAGT 
>288 1 

GCCAAACGCTTCCGCAAAGCTCAGTGTCCCATTGTGGAGCGCCTCAGTAA 

CTGCATGATGATGCA 

>289.1 

TGGACAGACTGGCTCAGTGAAGACATTTACTTTGATGGGACCAGATAGAA 

TCOGATAA I I I M CTCATAACCTGAG AGGAGTTATCCCACGAAGTTTTGA 

ATTTTTGTTTTCCTTAATTGATCGTGAAAAAGAAAAGGCTGGAGCTGGAA 

AGAGTTrCCTTTGTAAGTGTTCCTTTATTGAAATCTATAACGAGCAGATA 

TATGATCTACTGGACTCT6GATCGGCTGGACTGTAGTTGGCCC 

>290.1 

TGGCGGCCGCCCGGGCAGGTAGGTCGGGGCTCCGTAGQAAGCCTCATCTC 

CCTAACtAGCTGCTTACACAAAG 

>291 .1 
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CTCCGGGTGGCGGCCGCCCGGGCAGGTAC I I I J I I I M i I I I I 1 1 I I NG 

GGGGAGTTAAATAAAATAAGCATGTGTCCATCCT7TATTCGTAAACATTT 

ACTTATGACAAATGTAACAACTGACAGAAATTTGAAAAAT ACCAG ACACT 

TCTTAAATGATTTCCCTTGGGTCAA AATTT AGCCCTTCTTGTTTTCTCTT 

GCTTTTCAGGTAATTAACTCTTCTO I I I 1 1 AGTTTGAACTATGCAGTGCA 

AGATTCCTCTGTAGTCTTTGCAAGTGGAAGGGTATAAAAAAAAACACTTT 

ATATTATGCCAGGTGAGGTGTCAGAAGCCTGGCATCGGAAAGTGGTTGGG 

TGACGGGTCATAGGGTAGTAAGAAGAATTTTACAGAAGACAGTCTAGGTT 

CGAAAAAGAAAGTTTTATTTGAAAGAAAGAA 

>292.1 

GGCCTTTTGGTGACTTGGTGCTCCTTGGAGTCACTGGAGTTCTACTTTGA 

ATCCCACTCTGACATCAATCGACTGCCTTAATTCCTGGTCCAGCTGCCCG 

ACCCTGACTCTCTCCGGCTCTTTTCCTCAGGTCGAAGGTTTCCTTTAAGA 

TCACGCTGACGTCGGACCCACGGCTGCCGT 

>293.1 

TGGCGGGGGCCCGGGCAGGACGCGGGGACATTCGAGTGGGGATTAAGAGA 

AGGAAGGCTGCCTTGCTGGAGCTGTGTGGTCTTCTCGAAGTGAGAGTCGC 

AGGCAATAGAACTACTTTGCTT TTGGA GGAAAAGGAGGAATTCATTTTTA 

GCAAACACAAGAAAAGCAG 11 I I M I I CAGGTGCTGACGGCCACCCACCA 

TCATGTAAAGAAGATAAACTTGGCAAATGACATGCACGTTGTTCAAGGGA 

GAATAATTGCAGAAAATCTTGAAAGGACCCTATCTGCAGATGTTCTGAAT 

ACGTGTGAGAATAGAGATTGATrATTCAACCAGGATACCTAATTGAAGAA 

GTCCAGAAATCAGGAGACGGAGACATTTTGTC AGTTT TGCAAGATTGGAG 

CAAATACAATGAAGTATTCTTGCTGTGCTGTGGTTTTGGCTGTCCTGGGC 

ACAGAATTGCTGGGAAGCCTCT 

. >294.1 

TGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTnrCTACGTGAA 

GAGTTTTGTAAACTGAAGTTTGTTTTCAGTTCCGGCTCCAGCCATCCTCG 

GGTAGCTTGCCAATAGATGAATCCCACTCGTTTGACCCATGACGCTCCTT 

CTTTGCATTTCTACCTCTTTCCCCACAGCAGTGGATGTCCACGATACCAC 

CTGAGAGTCTGTGGAATCTAATTTTGTGT TATAG TTGTTTCCTTAGAGTG 

ATTTTGCTGTCTTTATTATGATAGTGTAAC I I I I I GTCCTCAAAGGTATA 

GCTGGCTTGCTTTCATGAAAAGAGACTTTCCTAT TGTG ATTTATGAGAGG 

GCTTTCCATATCTCAGCGACTATGCTATGACAGATTTTATAATTAATAAG 

TGCATTTCAAAGTGAAAAGGTTACAAACATGCTTA 

>295.1 

GTGGCGGGGGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAA 
. TCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTAGAGAGAGTTGCAA 
GAAACTATGATCGTGCTTTACATCCTrrTGAGGTCCCACGAGAATATATA 
AGAGanTAAATGCTACCAAAGTGGAACGAGTATTTGCAAAAGCATTCCT 
TGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGGTTGGCAAAGCATC 
CAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGT6TGATGGTAGAGGTTAG 
AATTTGGAATCTAACTCAGCGGAATTGTATCCGACT 
>296.1 

GCGGCCGCCCGGGCAGGTAGGCGGGGCTCCCTTGTGAGTAGACTATGCAA 

AGAAAAAGTGGGCCAGCATATCTGGAAACTACAGTCTATGGTTTGAAGCG 

CAAAAGGGAATAAACATTTAAAGACTCGCCCGGGGACCTGGAGGATGGAC 

TTTTCCATGGTGGCCGGAGCAGCAGCTTACAATGAATAATCAGAGACTGG 

TGCTCTTGGAGAAAACTATAGTTGGCAAATTCCGATTAACCACAATGACT 

TCAAAATTTTAAAAAATAATGAGCGTCAGCTGTGTGAAGTCCTCCAGAAT 

AAGTTTGGCTGTATCTCTACCATGGTCTCTCCAGTTCAGGAAGGCAACAG 

CAAATCTGTGCCAGTGTTAACAAAAATGCTGACTCCT 

>297-1 

GTGGGGGCCGGCC6GGCAGGTAGGCGGGGGGAGGGGTCGGAAGTGTGGTT 

TtGGGCGGGAATTGAAACCGCCiSCTGAAGCCAACAAGAATTTGAGAACTG 

TAAATACCAAGCCTTGAAAGGGACCATGGTGCGGCCTGTGAGACATAAGA 
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AGCCAGTCCATTACTCACAGTTTGACCACTCTGACAGTGATGATGATTTT 

GTTTCTGGAACTG 

>298.1 

TGGCGGGCGAGGTACTCCCCAGCAAATATTGTTTGTTGGGTTGGTTGACT 

AGATGAGCTGCTATAGTAGTCAATCGTGTTAGAGTTGGACGATTGTTTGT 

CTGAAGAACTGGAATCTGTCGGTCGCCCTGAGCACTGTATTTATTGGCCT 

TACTCAGTCCCAGGGACTTCTCCAATAGCGACAAGTCTGCGGCCGCCGCG 

ATCTTC 

>299.1 

TGGCGGCCGAGGTACTTCTGTCTTCCAGTTtTCCACTTCAAA CTTCT ATC 

TTCTCCAAATTGTTTCATCCTACCACTCCCAATTAATCTTTCCATTTTCG 

TCTGGGTTTAGTAAATGCGT TAAC TAGGCTTTAAATGACGCAAT TCTCCC 

TGCGTCATGGATTTAAGGT CTTTT AATCAGCTTCGG TTTAA TCTCTTTTT 

AAAAGATCGTCTTCAAATTATTTT AATC ACCTACAACTTTTAAACTAAAC 

TTTAAGGTGTTTAAGTGACGTTCATTTTAATGTAAAAGC ATTGGGGTTG T 

ATTGGTATTAATTGGGGGGTGTGTAGTCCTTTGTCTGAATTTTGTTTTAA 

ATAGAl 1 Ml lACTCGATGAAGAAGGTTCATGTCAACGTCCGTGATGTTT 

TAGAAACCTTTTATCTTTTCCTTCCTCATGCTACTCTTTTTAATGTTCAT 

ATTTTCTCTTAAAATCTTAAG 

>300.1 

GGCGGCAGGTACTTAAGGTTGACTGGTAATGAGGGTAACTTCTGATAGTT 

ATCAGACAAGATGGTGCCTCAGCATTTAAATAAATGGAGGTAGGGGAGGG 

CGTGGTGGTAACATACTTTTAAACCAGCGATTGCACAGCAAACCACAATG 

CAAGTATTTGTGACTCCCAAGATTGCCG7TTCCTAAAGAGGAATTGTTCT 

GCAGGCAACAGCAAACCTACCTTTCGTTGCTAACTGCTTTCAGT AAATTC 

TTGATGGCCTTCGATTCTGGATTCAGACATCTCTTCTCACCCTTCI I I I I 

CATTGTAGCAATGATCTCAAGAGGTGGACAAAATTGGCTTGCAGGAATAA 

T 

>301.1 

CGCGGTGGGGGGGGGAGTGATGCCATCTGCAGTTTTGT GATCTG CAATGA 

TTCTTCCCTTCGAGGTCAGCCCATTATG7TTAATCCTGAC I M I I I GTGG 

AGAAAGTCGGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGC 

AATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGAT 

GGGGGAAGTGGACCTTAAGTTGCCTGGGGGGGCTGGCCCAGCATCAGGAT 

TGTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTT 

GGGTCCCCACTGAGGGAGGAAGGCATTGCCCAGATATACCAACTGATTGA 

GTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCTCGGC 

CGCTCTAGAACTAGGTGGATCCCCCGQGCTTCAGGAAT 

>304.1 

TTGGAGCTCCACGCGGTGGCGGCCGTCGCCCGAGCTTTCTCTTGTCCATC 
"TTCrCCCGCTGCTGAAATTTCAGTTGCGGGCGCTGTCACCrCAGGACGCG 
TCCCCCCGCGTACGCTGGATAGCCTCCAGGCCAGAAAGAGAGAGTAGCGC 
GAGCACAGCTAAGGCCACGGAGCGAGACATCTCGGCGCGAATGCTGTCAG 
CTTCAGGAATCCCCGCGT 
>305.1 

AGTCAGGTTTTATCTCTGCACTCCAAGTAGGATGAAAAGTAAAGAGCAAA 

GGCTCATGTTTGCCAAGTCTGTCCTTTTGTAACAAAAAACCCAGCAGCTT 

TATCAAGCAGAATTCCACCTGTATTTCTTAACTTGCCAGAGCTGAGTCTC 

ATGGCCACGCTTAGCAGGAGTTGGGGAGGTATT7TTAACAAGGCACATTA 

TCATCTCCCCGACCGAAAGTGGAGCTATTGCTAATGAAAAAGATACAATG 

AGATGTTrATGAAATTATCTGTAGCTATTAATGTOAGGTTTTTGAAATTT 

ACTGACCTGGAAGAATAGTCATAATGCAATGTCAAGTGAGAAGCAGGACA 

MGAACATTTGCAATACAGTTGTATTTATAAAATTTTGTTTACACACAA 

>306.1 .: 

TTGGAGCTCGCCGCGGTGGCGGGTCGAGTACGCGGGGAGGCAGCGGAAAG 
CTCAGCCCATGTGAGGTGCGTCCTGCCAATCACAGACTACCCTTCCCTGG 
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TCCTGGAGGTTCAAAGAATTGCAGGAGGGTAGAAAAGCACCTGGGTCGGG 

TGCAGACTGCGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGCTT 

GCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTCAACTGT 

TCGTTGCTTCCAGGGCGTGGTGAI I I I I GGAAATGTGATTATTGGTTGTT 

GCGGCATTGCCGTGAGTGCGGAGTGCATCTTCTTTGTATCTGACCAACAG 

AGCCTCTACCCACTGGGTTGAAGCCACCGACACGATGACATCTATGGGGC 

TGCCTGGATCGCATATTTGTGGGCATCTG 

>307.1 

ATCACCATTATTCCCCTTTAGTCACCTCAGAGGGTTGTTAATGCTTTCTT 

TGTAATTAGGGTATATCTGGTATCTGTATAATATCTTCAGTTCTTCTTTA 

CCAGGGGTCTTACTCTGTTCTGAAACATGGCACCTCAGGCGGCTCCGGCA 

GCGCTGGACACAGGAAACTCCTGGGTCCCCGACTCCGGCTCTCCTCTACC 

CCCTCTTCGGTTAACTCCGCTTGTTTCTCTAGAAAATGGCGCCGGAGGTC 

CCCCGCGT 

>309.1 

TTTACAACCACAGCTAATGCAA I I I M I CCATTGTTCCCA i 1 M U I CCA 

AACCTATTGGG 

>309.2 

GCAAAGCCCA I 1 I I N I CCATGCATCTAAATGATAGATACAGGCTATGAA 

ATTCTTTATTCTATTTGTAGCAGCTTATGCAGGTGCAGCCAAAGACAAAG 

CTTCAGGACAAATTGTAGCTGCCCGGGCGGCCGCTCT 

>312.1 

CGCGGTGGCGCTGCCGCGCCAGACTCTTGGAGAAAGTATAGCAGCAAACA 

ATGCCTATTTTCACAGGAAACAGAACACATACCCAGAAAAATGCCCTGGC 

AATCATCAAATCACAGTTTTCCAACATCAATAAAGTG7TTAACTCGTCAT 

TTGAAAGATGGTGTTCCTGGATTGAATATTGAAGAATTAATAGAGAAACT 

TCAGTCTGGAATGGAGGTTATGGATCAGATTTGTGATGTGAGAATATGTG 

ACATAATGGATGTATATGAAATGAAACTATCCACATTAGCTTCCAAAGAA 

AGCAGGCTACAAGATCTTTTGGAAACAAAAACTCTAGCCCTTGCACAGGC 

TGATAGACTGATTGCTCAGCATCGCTGTCAAAGAACTCAAG 

>313.1 

TGGAGCTCCCCGCGGTGGCGGCTTCGCGGGCAGGCACCTTAGCATTAGAT 

TGAGTTATGTTGCTAGGAGATGTTTATTCATCAGCTGATCATTAAGCATA 

TGGGGCTTACTTGGGCCCCGTATCAATTTGCGTCAAAATAAATTAATTGT . 

AGACCTGTCTTGTTTTATGAAAAAGCAATGTGATAGTCTTTAAATTTATC 

TTTCTAAACAAGACACAAGTTTACACATTACCCAGCAGAGTAACCCCTCT 

TGGTATTGTTTACCTAAAAGGAAGAAGTGTAGGAAAAACTGATATAAGTA 

GAGAGTTTATTTGGGCCAAGCATGAGGGTTACAACCCAACTGTATGGAGA 

CAAGTTGTGGTGAACAATACACATTG 

>314.1 

'CGGTCGAGGTAGGCGGGGGGTGCTGGAGGTTGA/^GAATTGCAGGAGGGT 

TTAAAGCACCTGGGTCGGGTGGAGACTGCGGAGCGGGGCCTAGCGTGTGC 

GCAGAAAGAGGAGGCGCTCAGGAATGGAT6AATTGATTAATTAAATGTCG 

AGAGCTGTAGATGGCTTTTCTCAAGGTGCTTCAAGTGCAGAAGCCCAAGT 

GATTGACCCACACACTTACCTTTGTGTTCCTTCCAGAAAATCCTCAGGGA 

GTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTCAACT 

GTTCGTTGCTTCCAGGGCCTGCTGAI I I I I GGAAATGTGATTATTGGTTG 

TTGCGGCATTGCCCTGACTGCGGAGTGCATC 

>315.1 

GCGGTGGCGGCCTCCCGGGCAGGACCCTTAGCATTAGATTGAGTTATGTT 

GCTAGGAGATGTTTATTGAGTCAGCTGAAACTTAAGCATATGGGGCTTAC 

TTGGCCCCCCTATCAATTTGCGTCAAAATAAATTAATTGTAGAeCTGTCT 

TGTTTTATGAAAAAGCAATGTGATAGTCTTTAAATTTATCTTTCTAAACA 

AGACACAAGTTTACACATTACQCrrrTTAGTAACCCCTCTTGGTATTQTTT 

ACGTAAAAGGAAGAAGTGTAGGAAAAAGTGATATAAGTAGAGAGTTTATT 

TGGGCCAAGCATGAGGGTTACAACCCAACTGTATGGAGACAAGTTGTGCT 
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GAACAATACACATTCTTATTAGCAACAGTTATAAGTAGGTTTTCAAAGAA 

AAAGAAGAGGCAGTTCCTAAG 

>316.1 

ACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGGAGCTCGGCGA 

GCGAGAGGGGGGGGTGGCGTTGGAGAGGGACGGCGGCCGGCGCGTAAGCA 

GTGGTAACAACGCAGAGTAACGCGGGAATGAAGAATCTTAGGCGGGTGCA 

CCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAGGATGATGTCT 

TCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTCAGACCTTGTG 

AAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGTGCAGA 

TACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGCCTTCTGATG 

>317.1 

CCCGGGCAGGTACTCTGCAGAAAGTATAGCAGCAAACAATGCCTATAGAC 

AACAGGAAACAGAACATATACCCAGAAAAATGCCCTGGCAATCATCAAAT 

CACAGTTTTCCAACATCAATAAAGTGTTTAAGTCCTCATTTGAAAGATGG 

TGTTCCTGGATTGAATATTGAAGAATTAATAGAGAAACTTCAGTCTGGAA 

TGGTTTTTAAGGATCAGATTTGTGATGTGAGAATATCTGACATAATGGAT 

GTATATGAAATGAAACTATCCACATTAGCTTCCAAAGAAAGCAGGCTACA 

AGATCTTTTGGAAACAAAAACTCTAGCCCTTGCACAGGCTGATAGACTGA 

TTGCTCAGCATCGCTGTGAAAGAACTCAAGCTGAAACAGA 

>318.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTATTGATGTTGAAGAT 

GAGAAATCTCCTCAGACTGAAAGTTGCACTGACAGTGGAGCAGAAAATGA 

AGGTAGTTGTCACAGTGATCAGATGAGCAACGATTTCTCCAATGATGATG 

GTGTTGATGAAGGAATCTGTCTTGAAACCAATAGTGGAACTGAAAAGATC 

TCAAAATCTGGAGTTGAAAAGAATTCGTTGATCTATGAACTTTTCTCTGT 

TATGGTTCATTCTGGGAGCGCTGCTGGTGGTCATTATTATGCATGTATAA 

AGTCATTCAGTGATGAGCAGTGGTACGGGTGGGAATAGCACTACACTGTT 

CATCTAGCCTTGTAGAATAAGTCCCAGTGAAGTGATATTCTGCAGAATCT 

TCACTGTTATATA 

>319.1 

ACI I 1 I I I 1 I I i I 1 I I M I I I I I I I CAATGTTCAGTTTCCTTTAATGACC 

CCCATCTCCCTGAAGGGCAGGTGCAGGCAGCTAGGTGATGGCAAGAGATG 

TTCACTTGAAGATCTTGCCCTGATTGAAGGCTTTGCCCACATGCTGGAAG 

GCCCCCTCCCAGGAAAAGTACCAGACATCAGCTGCCTCTTCTTCATTTTC 

AGCGAAAGAAAGGGCACGTTCAAATGAGGTCAGAGTCATATCATACTGCT 

GGGCATAGAAGCAACACAGCCGCAGATTGTTAAAAAGCTGGCCGTTATAA 

ATGCCCATCTGCAGCAGCCGCCTGTAAAACCGGAGAGCTATTTCTGGCTG 

ATGAGAATAGAAGTGGTTGCITGCAATGCATGCG 

>323.1 

TTGQAGCTCGCCGG6GTGGGGGCCGAGGTACCTTCAATACTTAAAAATAG 
TCTTCCAGAAAAATACTTTATTTCTGATCTATAGAAATTTTCAGAAGGTT 
AH NCI 1 1 A TCATTGCTAAAGTGATQAGTTACCATGGGATGGGGTCGAG 
TCGCATGACCTTGGGGTAUl 1 1 1 M 1 1 M I I I I M 1 1 1 1 1 1 IGGAAAGCT 
, CTGCGATAAACTTCTAGCGTGTGCCAATGQTCACCTGCCACACTCGCACO 
AGGTTGTCCGTGTAGCCAGCAAACAGAGTCTGGCCATCAGCAGACCAGGC 
CAGGGAGGTGCACTGGGGTGGTTCTGCCTTGCTGCTGGT 
>324.1 

ACI I I M I I I I I M I I I I 1 1 1 1 I I I AGGGGGAGTTAAATAAAATAAGCAT 

GTCTCCATCCTrTATTCCTAAACATTrACTTATGACAAATGTAACAACTG 

ACAGAAATTTGAAAAATACGAGACACTTCTTAAATGATTTCCCTTGGTTC 

AAAATTTACCCCTTCTTGTTTTCTCTTGC I I I I CAGGTAATTAACTCTTC 

TC 1 I I I I AGTTTG AACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAA 

GGGGAAGGGTTTAAAAAAAA 

>325.1 

TTGAGCTCCCCGGGGTGGCGGCt^GAGGTACCATCAAGTTAAAAGGAGAAG 
ATGCTTCTGGTAGAGAGCATTTAATCACTCTCAAGTTGAAGGCAAAGTAT 
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CCTGCAGAATCACCAGATTATTTTGTGGATTTTCCTGTTCCATTTTGTGC 
CTCCTGGACACCTCAGGTAAATTCTCGTCAGAGCTCCTTAATAAGCATTT 
ATAGTGAGTTTTTGGCAGCAATAGAATGAGTAAAGGCATTCTGGGATGTT 
ATGGATGAAATCGATGAGAAGAGCTGGGTACTTGCCCG 

>326.1 

TGAGCTCCCGTGGTGGCGGCCGCCCGGGCAGGACI I I I 1 I I I I I I I I I 1 1 

I M M I I AGGGGGAGTTAAATAAAATAAGCATGTCTCCATCCTTTATTCC 

TAAAGATTTACTTATGACAAATGTAACAACTGACAGAAATTTGAAAAATA 

CCAGACACTTCTTAAATGATrrCCCTTGGTTCA AAATT TACCCCTTCTTG 

TTTTGTCTTGCTTTTCAGGTAATTAACTCTTCTCTTTTTAGTTTGAACTA 

TGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAA 

AAACACTTTATATTATGCCAGGTGAGGTGTCAGAAGCCTGGCATCGGAAA 

GTGGTTGGCTCACGGGTCATTAGGGTAGTAAGAAGAA 

>327.1 

GTGGCGGCCGAGGTACTTAAAAGCAAATAAAAAGTGACATTTGAATTTCT 
TTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTGCCGCG 
TACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCGTC 
TACCCGGGAATCC 

>328.1 

CCGCGTCCGCCTCTAGTGTCACAGACAGTCCTGGGTTTGGAATTTTGTTG 

TTCTCTGTCTCTTTGATTTCCTGGAAGACGACACCATGACAATTTCAAAG 

AAAATAGAACAAAATGAAGGAAAAAGAGGCTCTGTCTTAGGACATTCCTG 

TGACCAGCCTGCTGTCTGTGGCGTGCCCTCCTGGCCGGGCCTTGGCACAT 

GTTCG mil GTGGTTGTTGCCTGGAGAGGGAACTCTGCAGGGCTGCTTC 

TCTACGCATCCCTTTGCCTGCCTGCCTGTGCCAGGGGTTGTCAAGGGCTT 

TTGGGTCAGAGTGGGCACCCCTTTCTCCAAGGCTCCCTGCAACAGCTGGC 

CTGTCCCTGGTGGGGCTGACAGCTTTCTTCTTACCCTGCCAGGCTGGCCA 

AGCCCCAGAGGTGACCTATGAGGCAGAAGAGGGCTTGTT 

>329.1 

TACTTTACAGGATGGCATTTAATACAGATATTTCGTATTTCCCCCACTGC 

TTTTTATTTGTACAGCATCATTAAACACTAAGCTC AGTT AAGGAGCCATC 

AGCAACACTGAAGAGATCAGTAGTAAGAATTCCATTTTCCCTCA TCAGT G 

AAGACACCACAAATTGAAACTCAGAACTATATTTGTAAGCCTGCATTTTC 

ACTGATGCATAATTTTCTTATTAATATTAAGAGACAG II I II CTATG GGA 

TCTCCAAAACTGCATGACATGACTAGTCrrACTTTTGCTTAATTTTATGA 

GAAGGTATTCTTCAI I I I I AATTGCTTTTGGGATTACTCCACATGTTTTG 

TTTAATTTCTTGACTAATCAGATTTTTAATAGAGTGAAGTTAAATTGTGG 

GTCATAAAAAGCATTGGATTGACATATGGTTTGGCAGCCTAAGGGTTTAC 

AGGCATTGTCCAAACATTTTTTGAGAACTATATTTATAAG 

>330.1 

AGCTGAAGGAAAGAGGAAGTGCTAGAGAGAGCCCGCTTCAGTGTGCTTCT 

GAGTTTTAGGGACTTGGCTTGTTAGAAGGCTGAAAGATCGAGCGGCCGCC 

CGGGOAGGTACI M I I I I I II I I II I M I I IGGGI I ICI I IGCTCCTTTC 

TTATGATCAGCCAC AI I I CI rCGAGCTCCTTCTCCTTCATCCTCAGAATO 

TGAGAATTCTTCATCACAAGCTATCCGCTTGTCTGATGCTCGAATAGAAA 

TrCTCTTGTCTGGATCTTCTCCATCTTCATCTCGACTGTCTTCATGAACA 

GCATCTTCTGGAATAGCCTGCATCTGGACACCAGGTGCATGAGGTAACAT 

GCGCAAATTTTCAAACAAACGCTGTTTTATCnTTTCCATATATTTGGAGT 

GTTCTGGTTTGTCATGTTTG 

>331.1 

TGAGGTCAGCGGGTGGCGGCCGGGTACTAGCAGTTGCCATGAAGGAGGCT 

TTGTTCGATTGTATAACACAGAATCACAAAGTTTCAGAAAGAAGTGCTTC 

AAAGAATGGATGGCTGAGTGGAATGCCGTCTTTGAGCTGGCCTGGGTTCC 

TGGTGAACTTAAACTTQTTACAGCAGCAGGTGATCAAACAGCCAAATTTT 

GGGACGTAAAAGCTGGTGAGGTGAITGGAACATGCAAAGGTCATCAATGC 
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AGCCTCAAGTCAGTTGCCTTTTCTAAGTTTGAGAAAGCTGTATTCTGT 
>332.1 

GCGCGGTGGCGGCCGCCCGGGGAGGTAGCATCTGACTTGGCAATGTAATG 

ACACACACGTTAGTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGG 

TTCCAGCACCAAATCCAGAGTCACTCGGGGAAGGAGGTATGGTGGCAACA 

CTTTATGCTTAATATTCAATTCTGCTCCAGTAGAACATGGTAGCT 

>333.1 

GTGGCGGCGGCTCGGGCAGGTACGCGGGGACTCTGAACGTGCTAAAATGG 

GAAGGAGGCGGTGTTTTGCTGATCTGTTAAATTCTTAGTGAAGTTTCCTT 

GATTTCCAGTGGCTGCTGTTGTTTGAGTTTGGTTTGGAGCAAAACTGAGG 

TAGTCCTAACATTTCTGGGACTGAATCCAGGC 

>334.1 

CCCCGCGGTGGCGGCCGAGTTTGATTTCTTGCAGTCCTGAGCGATGGAGC 

CCGGGGGTGCCTGGTTATTGTCCGCTTTCTCTCTCAGATGCTTGGCTTGT 

TrrTCAAGAGAACCTTTTTCGATATTCATTGCTCCATCGATTGGATCCAG 

TCCTTGTTCAGAAAATTGTTTCAAGGCACTTAAGGCTGCCTGAAAGCCTT 

GAATCCTTGCTAAATATTCCAGTTGTTTTGAAGGTTGTACGTCGGCCGCT 

CTAGAACTAG 

>335.1 

ACTTGACTGCTAACAACTTTCAAATTCTTCTACTTACTCCCTCTTCTTCA 

GCTTCACATCTGGGAAAACTGATAGGGAAGCCTAGGTAGGCCTACCTrTG 

GTGCCAGAGGGAAGCTCAATCCATGCAAGCCCCAGATAATATATGAGAAC 

CTCCCCAACCTTACGCTACACCCCTCAGCTCCCAATCCAAGCCAGTCTCC 

TTTCCCTGCTTTCTCAAACCATGTTTGGACCTGCTTGGAAGGTCCCTCTG 

GTCTCCCTAGAAAGCTTCATTATGTGAGTGATACATCTTTTCATATCTTC 

TTGGTGGTGTGTGTGTGGTATCATGAGCCTCAACATCTGAAGCAAATGTT 

GGGGGGGGGT 

>336.1 

ACTCATGAAGGAGATGGGGGGTTTGGGAGCAAGGAGAQAATCAGTGAGAT 

CCCAATGGAAAGAGGAGGTTCAGCGAGAGGAAGCGAGTrTTAAGGGATCA 

CAGAGCTCACACCAAAGACCAGGGGAACAGTCAGAAGCCTGGCTTGCTCC 

TCAGGCTCCCAGGAACCTGCCTCAAAACACAGGTCTCCACGACCAGGAGA 

CAGGTGCTGTGGTCTGGACAGGTGGGCCCCAGGGACCAGCCATGCGTGAC 

AACAGAGCTGTATCCGTCTGTGAGCAAGAATGGATGTGCCCAGGCGCTGC 

ACAAAGGGCCCTCTACAGGGGTGCCACCCAGAGGAAGGACAGTCACGTCT 

CGGTGGGAACAAGGTGTGCCCTGGGGCTATGAAGAGACCAAGAGGGTCCT 

GGCTA 

>337.1 

GGTGGCGGCCGAGGTACGCGGGATAATCAAGGTGTCACATCCCGGTGGCT 

GGACATGCCGTCTTGGGCTTGGCAGATGCCAGTGGATCCATACAACTACT 

CGGCCTGGTGGAATCTGAGAAGAGCCACGTGCTGGAGCCATrGTCCAGCC 

TTGGCCTGGAGGAGCAGTGTGTGGCTTTGTCCCTAGATTGGTCCACTGGG 

AAAACTGGAAGGGCCGGGGAOCAGCCCTTGAAGATCATTAGCAQTGACTG 

CACAGGGCAGCTGCACCTCCTGATGGTGAATGAGACGAGGCCGAGGCTQC 

AGAAAGTGGCGTCATGGC^GGCAGATCAATTCGAGGCCTGGATTGGCGGT 

TTCAATTACTGGCATCCAGAAATTGTGTATTCAGGGGGCGACGATGGCCT 

TCTGAGGGGCTGGGACACCAGGGTACC 

>338 1 

GGGGAGGCGAAAAAAAAAGGGGGGGGAAAAAAGCGGCGGGGGGGGGGGGG 
GG 

>339.1 

I M I I M I I M I lAATGCTGAAGATTTAGATTTATTTGAAAAGACTTAGT 

CTAATTTATATTAGTGCAGAAAAATCACATTGAATAAACCACAATTGTAG 

AAGAGACAGATAAGTGTGTTTGTCACATTTrCACACAAATATAATTTGAT 

ATTTAATTAAGGGATGATGAAT 

>340.1 
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GGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGCTTGCCTTCAGCT 

TGTGGGAAATCCCGAAGATGGCCAAAGACAACTCAACTGTTCGTTGGTTG 

CAGGGCCTGGTGAI I I I TGGAAATGTGATTATTGGTTGTTGCGGCATTGC 

CTGATGGGAGTGTATC 

>341.1 

AATAGTGCCAGTTTTCCAAGAAATTTTGTAAAGTTGAACATGGGCATCTA 

GTCTTGCGTTAAAAGTTTTCTCACCAGAGCCACCTTGCCACATGCATGAT 

ATCCAAGGTCGACAGACCTGGATTAGAATCACTCTAAGCTTTATGCAGTG 

CGTATTGTATTTTCTGCATAAGAAAGGGCTGCCTCTAGAACACAGTAAGT 

GTATTTGCCCAGTAGTGACATTGCCTACATATAGCCA AGTGT TATAGTAT 

ACCAAGTTAGTATATTTTTCAAGGAGAGCTAAACCACC TTTTG TAATGTT 

GGGTTTCTCACTGTTATCTTCCTTTCCTATAATTAATTTATTTTAATCTA 

CAAATTGACATAGGGCTAAAAGCTT CAATAT TTT ACAAA ATATTAATTAA 

TGTAATTGTTCCCAATTATTAG AAAC I I HI I CCA I I t I I CAAA ATGTTT 

GCCAACTTCACACAAGTGTGTAAAAATAGGGCTCTGGATTTTCAAAAGCA 

CATACATGAATAATTTATTAGGTATTCCAGGCAAGCTAAGTA 

>342.1 

GTGGCGGCCGAGGTACAGGTTTAGTCTGAATGCACTGTCATGAAATTTAA 

ACTTTCATTATAATACTGTTTTAAGAACTTACAGCATC TGCTTTACA AAT 

GGTGTTAGCTACATGTCGACACAGCATCTTTAGCCAGTTTTCTTTTGGAA 

GTTCATCTGATGTCATCTGGAAACTGAGTAGCACATTTGCCTGGTCTGTT 

GGTGGCCTCACAAGCAAGGCAAAAGCATTATGGCAATCTAGGGTTGCAGA 

ATAACCATAAACATTAAGTGTCAGTCCTTGGAAAATGACAGATGTATGCA 

AGTTTAGTTCCCTCAGAGCAATGAAATTCCAATGAAATGAAGTATCACTT 

CTCCACTTTCCTTGTCCTATTTTTAATAAGACAAAGAACATCACCATATT 

AAGTTGAAGT 

>343.1 

ACATCAGAGATGCTCACACATTCTTTGAGTAGTTTAAAAACTCATTTTAA 

CCACTTTTTATTGTTTGTATTCAAACCAATCACTGGCAATAGCTCTAAGT 

AGGTCATCAAGTCTCCTCCATGTCTTCTTTCTAATTGTGCCACAGACTGA 

CTTCTTCCGTAAATTAATGGAAGGAAATGAGTGTGTGAGTTCTTAGAATC 

TCAAAAGGCATGAGGATAAAGCTTTCCTGGAGATAATATAAGTGGTGGCA 

GGAAGATTTGGGAGGCAGATGATACTCTTTTCCTCTTAGAGAAACTCTGT 

GGAAGCTCTGCCTATACTGTGGGAAATAAATTCTAGACGCTGGCTTCTTT 

CTGTAGTAAACATGTGGGCCCTTTAAAATGTTGAACCAAAATGTGCTTCA 

AATATAGTTTAGTTATAAAACATTTATGGGGGAGTATGTATGTGCCAACT 

ACAGAGGCTTCAGAGATGAAGAAAGAGTTCTTACCCTAGTGTTGCTTAGA 

ATCTAGTAGTAGTAAGTAATAATTACTAACATATGCATTTACTATATAGG 

CAATACTAGGGTAAATATTTTACATAGATTAGCTTAT7TAGTAGCTCTTA 

GCTGGTAAAAAAAAAAAA 

>344.1 

A CI H I i I I i I I M H I I 1 1 1 M 1 1 G TGGGAGTTAAATAAAATAAGCATG 

TCTCCATTCTTTATTCCTAAACATTTACTTATGACAAATGTAACAACTGA 

CAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTCA 

AAATTTACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCT 

CM I I lAGTTTGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAG 

TGGAAGGGTATAAAAAAAAAACACTTTATATTATGCCAGGTGAGGTGTCA 

GAACCCTGGCATCGGAAAGTGGTTGGCTCACGGGTCATAGGGTAGTAAGA 

AGAATTTACAGAAGACAGTATAGGTTCGAAAA 

>345.1 

ACACTGCGGCGGGGGCAGAAAAGCTGCAAGGAACAGAACCAGCAATGCAG 

AAGCTCCTCGAAGGGCCACCATCATCCTGCAAAAGACCAAGCAGGGCAGT 

CTCTTATGCTGTGGCTCTTCTCAAGGATGTCTCAAGGGCTCCGGTGGTGC 

TCTCCTGCTCTATCCGCTGCTGTGGCAAATCCTCTAAAAACAGCGTTTTG 

CACAGCAGAGAGCAAAGTCCGCTTGTTATTCCACCCGATACGTGAGGTCA 

GTTTGCCAGCTAGTGATCAAGTCCAGCTG7TGGCAAGTTGGTCCCTGAGG 
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CCTTGTAGACTGACCTGTGGCAGAGAGCTCCCTGGGTCCAGCATCTGTTG 

CCCTCACCCTTGACACATGGGGACCCTCCCCAGG 

>346.1 

TTGGAGCTCCACGCGGTGGCGGCCGGGGTACAAGAGATAGAAAGACCAGT 

CCTTGGTGAAAGACAAGTCTGAATGCTCCAGTTTTTGAATTCTGTCTCCA 

TTCTTCAGTAAGTCAAGTTCAATGTCGGATGGATGAAACCCAGACACATA 

GCAATTCAGGAAATTTGACTTTCCATTCTCTGCTGGATGACGTGAGTAAA 

CGTGAATCTTTGGAGTACCCATTCCCTTGATGTCTACAATATCACCTTTC 

TTATAGATTCGCATATATGTGGCCAAAGGAACAACTCCATGTTTTCTAAA 

AGGCCTAGAGAACATATATCGGGTGCCTCTCCTCTTTCCCTTTGTGTTCG 

TCATTTTGGCGAATTACTGGAAGATG 

>347.1 

ATCCCTTAATTTCTTTGCTGGAGCATTTTAAAGCAAATATCAGACATACC 

CTTTCACGCCTCACACTTCAACATGCGGCTTGTTGAAATTCGTGCTCCAC 

TCCAGCAACTGCTTTCAATCGGAGTTCCATCCTCCGCCGCAGTATGCCCT 

AACGCAGCGTTATC 

>348.1 

ACTTGACTGCTACAACTTTCAAATTCTTCTACTTACTCCCTCTTGTTCAG 

CTTCACATCTGGGAAAACTGATAGGGAAGCCTAGGTAGGCGTACCTTTGG 

TGCCAGAGGGAAGCTCAATCCATGCAAGCCCCAGATAATATATGAGAACC 

TCCCCAACCtTACCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCCT 

TTCCCTGCTTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTCCCTCTGC 

TCTCCCTAGAAAGCTTCATTATGTGAGTGATACATCTTTTCATATCTTCT 

TGGTGTGTGTGTGTGGTATGATGAGCCTCAAGATGTGAAGCAAATGTTGG 

GTGGGGGGT 

>349.1 

CGCGGTGGCGGCCGGAAGGAGGAGAGGTGCTGTGCTGTGTATGAAGAGGC 

AGTGAAGACTCTGCCAACAGAGGCCATGTGGAAGTGTTACATCACCTTTT 

GCTTGGAAAGATTTACTAAGAAGTCAAATAGTGGGTTCCTTAGAGGGAAG 

AGGTTGGAAAAAACCATGAGTGTATTCAGGAAGGGACATGAACTGAAGCT 

TCTGTGAGAATGGCAATACAAGCAGTTGAGTGTTTCGTTGGTGTGTTATA 

ACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAGCTGGAACTGAATTGTTT 

AGAGAGTCTGGGACAATGTGGGAGCTGAAGCTGCAGGTGCTGATCGAGTC 

AAAGAGCCCTGACATAGCCATGGTTTTTGAAGAAGCCTTTGTGCACCTGA 

AACCGCAGGTTTGTCTGCCATTGTGGATTTCCTGGGCAGAGTGGAGT 

>350.1 

GTGGCGGCCGCCCGGGCAGGTACCCGTGCTAAAGACTTTTAGTTGGGCTC 

TCCCAGTG I H I i m I C GTCGATTTGGGGACAGAGTT TCCTGGTTCACG 

TGGATGTGAGGATCCTTTACTCCAGATCGCGAGCGAGTTTTTGTTTT^ 

TCCTGCGTTGCTGAGAGTGTGGGTTTATTCATCACACCAGGTGGATCTTA 

ATTCCATATCGCTGAGGCCACTGCAATGAGGCAGAGGAGTGTGCTCCCTC 

ATGAGAAAGGACTGGAGACCGCCCCCAGAAGAGAACGTATCCATGT 

>351.1 

CGCGGTGGCGGCCGCCCGTGCTGGTCGTTATTATTGCCCGTTGTTTCTGG 

ATGTGAATGGATTACAATGTAI I I I I I I AGGGAAATCCTATTATTATCAA 

TGTGACTGCACGGGGGAGTCCATGGTGATGATGATGAGGAGGAGGATGAT 

GATGATGAGACACCTCTAAACTTGGAACAAGTTTAAGACTTTATGAGAGA 

AGAAAAAAAATCACCAACAAGAATTGTTTGAGGAAAAATCATA ACTATG C 

TGTGTTC A I M I I I I M H ATAAAGAATAAG AAAA AGTTGTT GG AT TTTT 

TTTTAATG ATTTC I INI I GGGGGAGGGAATTTTGTTGCAGTTTTATGGT 

GGAAAATGCAAAAACCAGAGCCAGGTGCATAATCTTGTAATCTGTGGATA 

TCCCTGGAGCAGGACTGATGT 

>352.1 

TGGTAACAACGGAGAGTCGCGGGAAGCAGTGGTAACAACGGAGAGTCCGG 
GGAAGCAGTGGTAACAAGGGAGAGTCCCGGGAAGCAGTGGTAAGAACGCA 
GAGTCCAGGGAAGCAGTGGTAACAACGCAGAGTACCCGGGGAAAAAAGGC 



Page47of 111 



wo 01/42467 



530 

Table 3 



PCT/USOO/33312 



AAATAGAATGAGAACCATATTATGT 
>353.1 

CGGGGTGGCGGCCGAGGTACACCCAGGTTTGTCTCCTGGCCCCAAATCTC 

CTTTTCCTTACTTTGGGGATTAACTGCTGTTGAGGTCTCACAGCCTGATG 

GTCATTATCCCTGAATGGCATAAATCAACAGGCTGTATGAGCATTGTGTG 

AGATTCTACATGAGGGAGAGCATTTCAAACCCATGACAGATGAGAGAAGT 

TAGTACACTCTCACTGAACTGGGGATGTTTGACTTAAAATGATGGACAAT 

AAGATAGTGAGCAGTAAGTGTGCTCTAGGCTAGGCTACGAGAGGCCATGA 

GCTCCTCATCTCTTCTCTGTTCTGAGCTCTCTGATCCACCGCACTTGGGG 

CAGGGGGTGCATTCTCTGTGCCTCTCCTGAGTCTACTTTGTGCATCATTG 

GTTCTCCCAGCTCACTTCCATAATGTCCTCCTAGGGTGCATTGGAATTGT 

GTGTrGTGTAGAGGCATGGGCAAGAGTGTGATTGCCTGTGAGGGAG 

>354.1 

ACI I I I I I I I M I I I I I I I I M I I GGCTTTAGAAGGTTAAAATGGGAATA 

TAAAGCTAAAACAGTAATCATCAGAGACAGCTCTAATAAGGCTTTGCTAC 

TGTrrrTACTATATAAATCTTTACGTGTTAATGGAAAGAAAATTAATTCA 

TTCTGTTACTCCA I I I M i I CTCTCCATATTGTATGCCTGAAGTGAGCTG 

ATGAGGGGCAGAAAGATCATACAGTTAGGAATGAAGACATCAGAATGTTG 

CACTAAAGAGATATTTAACTAGATACTATTATACTACTAAGAATAGCAAG 

AATGTGTCTCAATTCTGGGAATTTGTCCTAGCTCACACAAATGAAACGCA 

CATGTCCATGAATGCTTTCTAATAAATGCTTCGAGGATAGTATCATAAAG 

AAAGTCAAAATTAAGAAAAATCACCTCCATGGCATGGTGGTCATTCTCCA 

TGAGCTCACCI I IGI ICI I ATCAGAATCCACAACTGCTTT 

>355.1 

TGAGGTGAGGGGGGGGGGGGGAACCGGGATGTTCGAGAATTCGGCAAAAT 

GAGGAACAGAAAGGGAAGGAGGAG AGGCACGCGATATATGTTCTCTAGGG 

CTTTTAGAAAACATGGAGTTGGTCCTTTGGCCACATATATGCGAATCTAT 

AAGAAAQGTGATAATGTAQACATGAAGGGAATGGGTACTGCAAAGATTGA 

GGTnrACTCACGCCATCCAGCAGAGAATGGAAAGTCAAATTTCCTGAATT 

GCTATGTGTCTGGGTTTCATCCATCCGACATTGAAGTTGAGTTACTGAAG 

AATGGAGAGAGAATTGAAAAAGTGGAGGATTCAGAC7TGTCTTTCAGCAA 

GGACTGGTCTTTCTATCTCTTGT 

>356.1 

CGCGGTGGCGGCCGAGGTACCTGAGTGTGGCTCAGATCTGCGTGGCAGCA 

GGGAGAGAAGAAATCACTCCATATCCGATGAGAGGAAGGGTGGGACAGAG 

ATGGTGTGTACAATTAGAGACATTTCTGAGTGCACCTTAGCGTAAGCAAA 

CTTTAT G TACTGA GTAAGATTTGAAGGTTGTCTTTTAATGGTGGGGGGTG 

TTTTTTGCTTTTTAAACTACAGTGCTTGGACAAGAGAGGGAGGGACTCAG 

AAAAGGTTAGGGCAGGTGAGGGAGACAGTAGATGGGGTGGGATGACTTGA 

GTCCATCATACTATTGCTTGGCAGGTGTCCTCCCGCATGTTTGATTCAAA 

TTCGATGAGTGACGTACCTTTCCCGAGGAATGQGAOTGAGAGGGTAGTCT 

TCCAGCAACTTAGTCTGCA0A6GGCTCCCCGTTCAGGCTGCCTTTGGTGG 

TTGTGCTTTTGTAAG I I I CM I CTCTGCACTTCG ACTTACCTTTG AATCA 

GAAAGCAAGCCCAGCAGGTGAATG 

>357.1 

ACCATCTGACTTGGCAATGTAAGACACACACGTTAGTGTGGGGCACAAAC 

GTGGAATATTAGGAGAGAGCTGGTTCCAGCACCAAATCCAGAGTCACTCG 

GGGAAGGAGGTATGGTGGCAACACTTTATGCTTAATATTCAATTCTGCTC 

CAGTAGAACATGGTACCACCATTCTTCCAAGTTCAAAAATTATCTTTGAT 

TCATTTTGTTCCCGATTCCTCTAATATGTCACCAATTCTGCTGATACATT 

C7TTGTAATCTCTCCATCTATTTTAATCTGTTATTCAGCTGAGCTACACA 

AACATTCATCTGCACAAGGAGTATTCCACGTGCTGAAAAGACAGAGGATT 

AAGCCCTCCTTGTGGAGGCATTCACAGTCTGGTTTTAATACACAAACCAA 

CAATTATAATACACAGGGATAAAAAAAGTAGAGGGACTTATTGCATACCT 

GT 

>358.1 
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ACTTTTCTAGCAGTCTGTGGCCACTCCATACTCAGCTGAAAACACTGTTT 

CAGCCCCCTCTCTGGTGACCTCAGCCTTCTCGAGGTGTATGTCTTGATGA 

TCTTGGAGACCAGCAGGCACAGCTGCTGCTACTCCTGCAGGAGACTGTCA 

GGCTGTGGTGGGGGGCAGGGGTGTTGGAGGAGAAGTTGAAAATGCGTGTG 

TTCTCTGTGCCTCTGCTCCTCCATCTTAGCTTCTGGAGGAGTTAAGGCAC 

GAAGGGGA 
>359.1 

GTGGCGGCCGCCCGGGGAGGTACTGGTGTTGTGATCGGAACGTGTCGATC 

CCCTGTTCTCATCACTGCTGCTCCAACTGGATTTATTACTCCGGGAATGG 

TAGAGAATAAAGATTTGTAGGAAAGGTGCTGAACTGCCAAGGAAGGCATT 

TCTTGTGCCGTGTGTGGAACCGTGTATCCTTACTACATCAGTGAACGACA 

CCAAGGAGCGGATGCACTTCTGGGTCCAAGCTTGGGCGCTGAAGAAAGAC 

ACTG 

>360,1 

TGCAAAACTAAACACGCCCGAGGAAATTTGGCCAGTTATCCAATTGATGA 

ACTAGTAGATAGAGCCAAACAATCTTTTGAAGAGGGTGTTTGTGAGATAT 

GGTTGACGAGTGAAGACACGGGGGCTTATGGCAGAGATATTGGCACCAAT 

GTGCCCACACTCGTGTGGAAACTGGTTGAAGCGATTCCTGAGGGAGGAAT 

GCTGAGGCTTGGGATGACAAATCCGCCGTATATTTTA GAGG ATGTGGAGG 

AAATGGGAGAAATCGTTAATCACCCCAGAGTGTACGCTTTTCTGCACATA 

CGAGTCCAGTCTGCCTCCGACAGCGT 

>361.1 

TGAGCTCACGGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGA 

CATTTGAATTTCTTTTAAAAGGATTTCCGAGGTCACAGTCAGCTTGGGAG 

CCATTCTCCCGCGTACCAGCACAAAGCGGGCCAGCCTCCTAAACTGCTCA 

TTTACTGGGCGTCTACCCGGGAATCC 

>362.1 

TGAGCTCACGGCGGTGGCGGCCGAGGTACGTATGCACAGCCTCACACTCT 

ATAAATGTATGTGTCCTGAATTTCAGAGCTTAATAATGAATTATGGAACT 

TGATAATGATTGGATCAGGCAGACAACACCTGATCAGTCCTAATATCAGA 

AAAGAGACAAGTAGACATTATGTGCTTCCTGAGGTGAGGCAGTAGTAAGG 

AAACAACATCACACATGTAGCAGTCTTGGGAAAAAAAATGTAACCTGTAT 

CTCGTAATGAGGAAACAATCAGTAAAAAAGTCTAGATTGTGGGACATTCC 

ACAAACTTGCCTGAACTCTTTAATAATGTCA(3TGTCATGAAAGACACACC 

ACACACACACACTGCACATCATACACAAACACCACCCCACCAGCCACGAC 

TCAGACACACACAAAAGGGCAACTCTAATCAATTAAAGGAAACAAAAGAG 

AATGACAACTAGATATAACGTATAATTCTTGAtTGGATCCTGGATTTAAA 

AATAAACAGGTATAAAGGATAT 

>363.1 

CTCCCCGCGGTGGGGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATT 

TGA AI I I cm l A AAAGGATTTCCGAGCTCACAGTGAGCTTGCGAGGGAT 

TCrCCCGCGTACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTA 

GTGGGCGTCTACCCGGGAATCC 

>364.1 

CGGGTGGCGGCCGGGTCAACGCAGAGTCCCGGGAAGCAGTGGTAACAACG 

CAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGG 

TAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGGCTTTCAG 

CACAGCCCAGGGTGCCCGGGACTGAAAACTCCTTCACCAGCCCCCTCCAC 

AGGATATAGAAGACTTAGATCACTACGAGATGAAAGCAGAGCCCATTAGT 

GGGAAAAAGTTGGAGGATGAAGGAATTGAAAAAAAAAAAAAAAAAAAAGG 

TT 

>365.1 

ACCAAGCACTGGGTAAGGCACTTTTGTGGAGCATTAGACAGTAACCCTCA 
AGGAGCTAGAGAACCGGATGGGAGACATGAGCGGTAATTAACTCACTTGT 
TCCCCAGAGTTTCTATTTGT TTTG I M I C I I I M CTGTG ACTTATTTTCC 
TATTTTCTTTCCTCCATGTAATTTTCACTATGGCCCAACTAATATAAACA 



Page 49 of 111 



wo 01/42467 



532 

Table 3 



PCT/USOO/33312 



CCTGGAAATTACAAGGAAAAAAAATTCTTCCTCTAATAACTTTCCAAATT 

TGTGGAATATTTATTTGTAATAGCAGTTATCAG7TATGGTTATATAGCAT 

TAAAAATrCTCCTCCTTTGACTACACACACAACCACAGTGTGGTTCTAAT 

CATGGAGATATCAGTAATTTTTAGTAACTGAATTTTGAGGACA7TTGTCT 

GTTTAGCATGTATGCAAAGTGATATGTAATCCGGGGTTCCAAAG 

>366.1 

TGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGCATCCTTCAACCCAATC 

AAGCTGACACTCAGTATTAACCATGACAAGGCGTGAGGAGAGATAGCTGC 

ATGGGGAAAATAGAGAAGCAAGAAATAGTGGGAGAGGAAAGTGAGGATGA 

AATGATTGGTGGAGAAGGGAG 

>366.2 

TGAAGGGGGGTGGGTGAGGAGAGAGAAAGGTTAATTTGAGATGGATTGGA 

AAGATAAAAGGTAAAACGATTAAGAGTTGTTGAAGGTAAGATAGAATATT 

TTGTAATGTTATGATAGGGAAAAGTGTGTT 

>367.1 

AGGGGGGTGGGGGCGGAGGTAGATTGAGATTGAAGAGAAAAGTCAGAGGA 

GGTGTGAGGTGGTGGAGGAGGGGTTATGTAATGGTAAGATTTTTGGGGAA 

GATGAAGTTGAAGTGATGAAGTGGGTGAATGAAGTGGATGACAAGTGAGG 

AAGGTGTGAGTGGAGGATTAGAGGAGTGAGGGGGTATGGAAGGAGGAGTG 

TGAAGTTGGGGTTGTGGAAGAGGAGATGTTAGTGAGGAAAGAAAATGTAG 

ATGAGGGTTTAGTAAATGGTTTAGAAGTAGTTAAAGAAAGGAGAGGTGAT 

GAAGTTTTAATAATTGAAGATAAATTGGAAGGGATTAAAGCAAGGTAGTG 

GGAGATAGGAATTGAGCATACGAGAAAAAAGTTGTGATTTTGTGTGGTGC 

CATCCGATTCTGGTCAGTAAGGAAAGGGTAGGAATTATCT 

>368 1 

GAATGTGCCAGGGACCTTACAAGACACAAATATGCTCTTATAGGGTGGGG 

AAATAAGAAAATATGAATGAAGCAACCGAGGTCTTGAGCCAAAGAATTAC 

CTGGGGTCCGTTGAGTTCAAATCTGAAAATTrCTGTCTTTCAAGGTCAGC 

ATCGCCGACAAAC 

>369.1 

ACGCGGGGGTTTGCGGTTTGGGTGTGGCGGCATGGCGTGCTGGGGTGCAG 

GTGGCCGAAGGGGGCGTTACTGTTGCGACTGGCATCCGCATGCGGCAGAT 

GTAGATGGAACCAAAGCGAGAAGTTACGCGTCAGCGTTGGTCTACAGCCA 

AACATGCAGGAGTCTAGTAAGCGGCGAAATGATGGGATAGCGTTGCAAAT 

CCTTAAAAGAGTGTTAACGGAGAAGGAAAAATGTTACATTGTCAAAGTCC 

CAAAGCCTTTCAGCCTGAAGCCAGGAACAATTGTTCAAAGTTTCTTTGGA 

ACATCAAGGAAGGAAATCCAGATTTTACTTTAAGTGCAATGGGGAGTCAT 

TAAGGATTTTGTGTAGATACAGCAAAAAGACAACAATCTTCAAGCCACAA 

TGGCCCTCACCAGAACOCAGCGATGTGGTCAGCCTGATCTCGGACTTCAC 

AGCGAGCAGAACTGTGAGAATTAAATC 

>370.1 

GTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGAATTTCT 

TTTAAAAGGATTTCCGAGCTGACAGTCAGCTTGCGAGCOATTCTCCCGCG 

TACCAGCAGAAAGCAGGACAGCCTCCTAAGGTGCTCATTTACTGGGCATC 

TAGCCGGGAATCC 

>371 .1 

ACGATTATTTTAAACAAGCCTACGTCCCTGACTAACCGAGTGGAAGGTGT 

GAGTGGCACTACAAATTCACAAAAGAACTGTAGCCTCAGATAATCAAAGG 

AGAGAAGGTCAGATGCAATCACTGATGCATGCTAGTAATTCTCAAACCTT 

CGTTTTCAGAAACGATTGGATTTTCAGATAGATTTGCAG TAAGA GAATAA 

GAAGTCTTT A I M i ll I CATCGCAACTTGTTTGTTGCACA M I 1 IGTTCT 

AGCTATATTTAATATCTGTTGTGCCCACACACTTGGTAATGTACATTTCA 

CAAT C 1 1 I I I CCACTTCACTTTGTCTGGA 

>371.2 

AGAAATCTACCTGGACAGAATAGCATC 1 1 I I I H I I CCCCCTGACCCTTG 
GCATTTCCTGTTCCTGCAACTTCTGCCTGATCCTAGGATGGAC 



Page SO of ill 



wo 01/42467 



533 

Table 3 



PCT/USOO/33312 



>372.1 

ACGCGGGGATGTCTCTTGTCAGCTGTCTTTCAGAAGACCTGGTGGGGCAA 

GTCCGTGGGCATCATGTTGACGGAGCTGGAGAAAGCCTTGAACTCTATCA 

TCGACGTCTACCACAAGTACAAGAGATAGAAAGACCAGTCCTTGCTGAAA 

GACAAGTGTGAATGCTCCAGTTTTTCAATTGTCTGTGCATTCTTCAGTAA 

GTCAACTTCAATGTCGGATGGATGAAACCCAGACAGATAGCAATTCAGGA 

AATTTGACTTTCCATTCTCTGCTGGATGACGTGAGTAAACCTGAATCTTT 

GGAGT 

>373.1 

ACGCGGGGAGAAGGAATGGAAAGCCTGGAGAAAGAGGATGAAATGACGGA 

TGAAGCAGTTGGAGACTCTGCTGAGAAGCCTCCTTCTACTTTTGCCTCAC 

CTGAGACTGCTCCAGAAGTGGAGACCAGCAGAACTCCACCAGCCTGTGAA 

ACCACGAACCCTTCAATCAAGAAAAGACCTTTGATCAGGAGAAGACTTCT 

CGTCTCATTTCTGGGGACACATTCAGGATTTCTCCAAAGCAGGTGAAGGT 

>374.1 

GGGTGGCGGCCGAGGTACGCGCCAGTCACTAGCAGGTCCTTGTGAATCTC 

CTCACGGAGGCACTTGCGAGAGTTAATGGGCAGATGGAAGGAGATGGCAA 

GGACCAATCTGGGGGCGAGCAGGAACAAAAGCAGCAACGCTAACGGAAAA 

GGGCCGCGCCGGGCTGGTGGGCCAGACAAACCAGACATGGTGCTCCCCGC 

GTACTCCTTATACTTATTAAACACAAAATTAATTGTAAAATAGCCTCAGG 

CAGGTCCTTCAGGAGGTATCCAGAAGAAGGCATTGTGATCATAGGAGCTG 

ATGGCTCCGCCTGGGTTACTGCCCCTGTAGACTTCCAGTGGGACAGGATA 

TGGAGGTGGAAGACAGTGACATGGATGATCCGGACC 

>375.1 

CGGGTGGCGGCCGAGGTACCTCAGCTGTTGATGTGTGGAGCCTAGGAATC 

ATnTACTGGAAATGTTCTCAGGAATGAAAGTGAAACATAGAGTCAGATC 

TCAGGAATGGAAGGCAAACAGTTCTGCTATTATTGATCACATATTTGCCA 

GTAAAGCAGTGGTGAATGCCGCAATTCCAGCCTATCACCTAAGAGACCTT 

ATCAAAAGCATGCTTCATGATGATCCAAGCAGAAGAATTCCTGCTGAAAT 

GGCATTGTGCAGCCCATTCTTTAGCATTCC III! GCCCCTCATATTGAAG 

ATCTGGTCATGCTTCCCACTCCAGTGCTAAGACTGCTGAATGTGCTGGAT 

GATGATTATCTTGAGAATGAAGAGGAATATGAAGATTGTTGTAGAAGATG 

TAAAAGAGGGAGTGTCAAAAATATGGACCAGGGGTATCTCTACTTGGTCC 

AAAGGAAAATCGTGGCAGAG 

>376.1 

CAGGTCACAGGTCTCGAAAAAGCGGGTGGTGCAATGCTCCATGGGGATGA 

GGGGAGCACGCAGTGGAGCCAGCTCGGTGTGGGAGAGGTACCTCTAAGGT 

GTTCTTCCTACCTAGCCTAG I I M M I CTACGAACCTAGTTGACCTAGTT 

TCCTGCCTAACCTCGTTAGATATCACTCTTCGCTGCTTCAAGAATACTAA 

AGCAACACTCCTGATATTAACCTAGTAGTCAGTTTTGTGTGGGAAAACAG 

AGATCACATCCCATTTGTCTTTGTGTCTCTGGCTGTTAGCACAAAGTTTA 

GCACTTAATTCATGCTCTACAATGTTAGTTGAATAGGTGAGTGACAGAAT 

TTGTTATTCTTAAACCATTACTGTTTGTTAGTGAG 

>377.1 

TGAGCTCACCGCGGTGGCGGCCGGACGGAGGAGAGGTGCTGTGCTGTGTA 

TGAAGAGGCAGTGAAGACTCTGCCAACAGAGGCCATGTGGAAGTGTTACA 

TCACCTTTTGCTTGGAAAGATTTACTAAGAAGTCAAATAGTGGGTTCCTT 

AGAGGGAAGAGGTTGGAAAGAACCATGAGTGTATTCAGGAAGGCACATGA 

ACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGTTGG 

TGTGTTATAACTTCCTGAGGGAAGGTCTGGAAGTGGCAGTAGC 

>378.1 

CGCCGGGGCAGGTACCAGGTGGTGAAACCAACTGCTGAACGCACAGCCTA 

CCTCCTGTATTACCGGCGAGTGGACCTGCTGTAAACCCTGTGTGCGCTGT 

GTGTGCGCCCAGTGCCCGCTTTGTAGGACACCACCTTACACTCACTTCCC 

GCCTCTCTTTAGTGGCTCTTTAGAGAGAAACTCTTTCTCCCTTTGCAAAA 

ATGGGGCTTAGAATTGAAACAGGAGTATCGCCTTTGTGGGTTTCGATGCA 
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ACAAACACGAGCTTTCTTGTTGACTTCTAACTTTTCAAATCAAAATCATT 

TGGTTGAAACAGACTGTTGCTTGATTTTAGAAAATACACAAAAACGCATA 

TTTCTGAAATAATGCTGATTCGTGAGATAAGAAAGTGGATTTGATCCGCA 

GTCTCATTGCTTAGTAGAATAAATCCTGCACCAGCAACAACACTTGTAAA 

TTTGTGAAAATGAATTTTAATTTTTCCTTTAAAAAAGAAATT^ 

>379.1 

AGCCAGCCAATAAAATATAAACTCCATTTGTCTTAGTTATATAGAACTGT 

GTTTCCAGCTTAGAAAAAGTCAAACGAATGACTTGTAGAAGAATCTACTC 

TG AI MM lATTCAGGGTGTAGAAGATGGAAGCTTTAAAAGTGAATTGGG 

TAAATAGGCAAGACCTTGTGAAAGTTAACATCTTAATGATTAAAAAGAGT 

AAGTACGGACAACCGAAGCGTAGAGTCACACTTGCAACAAAAGGTTAGAA 

TATTGTAATGGGGTGTGTGGGGTTCTGGTTGTGGAGGTGGACCATCTATT 

TGATGGTGCTGCTGTGAGGTGTGATTTAATTGGTGATAAGAGTAGAGATG 

AGTTGTCTGTGGTTGGAAATGTAAGATATATTTATGGAATGTAGGGTGTT 

GTGCATGGATGATTAGAGGTGGGTTTCTGTAGGTGTTGTTGATGATCTGG 

AACAAGAGATAGGTGGAGGGGGCGAGGGGGGCGTTATATTATGGAATCTT 

TGC Mill GGGGAGAGGTCTTTGCTTTT 

>380.1 

GAGGTACGTTAGGTGATTTTGCGTTAAGCGGGTTGTGACGTGGTTGAAAT 

TGGAACGGTCAAAGTTGCAACACTTGGTATAGAGTTGTAAGGGAGCTTTG 

TTAATGAGAGACGGATGAAAATCAGATGAACAATTGAGGGGTGTTTTGGA 

GTGAGGAGTTGGGTTAGGACAGTTGTAGGACTGGAGGGTATGTGGTGAAT 

G 

>381.1 

CTCACCGCGGTGGGGGCCGAGGTAGACCATGTGAAGACTGGAGTTAAAGA 

GCTACACCACCAGATGGCGAGAGAGAGGGTGGAACATAGCCTTGCGTTTG 

GAGGTAGCGTGGGCGGGTGGGGAGTGTGATGTC AGACTTG GAGGCTTCAG 

AACTGTGAGACAATATTTTATTGTTTAAGCCACTTATTTTTTGGT 

>382.1 

AGTACATGAGTAATTGGATAAATGGAGGATGTCTTTGCTCTACTTTTAAT 

TTCCAATGACT 
>383.1 

CAGGGGTGTGCATTGTTCTTCTTGGGnTACAGGTTCGCAGGTCAAGAGC 

TTGACGGATAATTAAGAGCTTGTGAGGATGATCGATAAATAAACACACGT 

CCTCTTAACCATCGTTGGGCT 

>384.1 

GACTGCAGGAGATGTGGGGGGTGCCAAAGAGATGGATGAGACTGTTGCTG 

AGTTCATCAAGAGGAGGATCTTGAAAATCCGGATGAATGAACTGACAACA 

ATGCTGAAGGCGTGGGATTTTTTGTCTGAAAATCAAGTGCAGACTGTAAA 

TTTCCGACAGAGAAAGGAATGTGTAGTTCAGCACTTGATGCATGTGTGTG 

AGGAAAAGCGTGGAAGTATCAGTGATGCTGCCC TGTTA GACATCATTTAT 

ATGCAATTTCATCAGCACCAGAAAGT7TGGGATGTTTTTCAGATGAGTAA 

AGGACCAGGTGAAGATGTTGACGTTTTTGATATGAAACAATTTAAAAATT 

GGTTCAAGAAAATTCTTCAGAGAGCATTAAAAAATGTGACAGTCAGCTTC 

AGAGAAACTGAGGAGAATGC 

>385.1 

GAGGTACTCCGTCTGAGAGGAGGGATGCAAATGTTCGTGAAGACAGTGAG 

TGGGAAGACCATGACCCTTGAGGTCGAGCCCAGTGACAGTATCGAGAAGG 

TCAAAGGAAAGATGGAAGAGAAGGAAGGGATTGGTCGTGAGGAGGAGAGG 

TTGATGTTTGGGGGAAAGCAGGTGGAAGATGGGGGGAGGGTGTGTGAGTA 

CAAGATCCAGAAAGAGTCTAGCCTGCACGTGGTGGTGGGTCTGAGAGGTG 

GGATGGAGATCTTTGTGAAGAGGGTGAGTGGTAAGA 

>386.1 

TCGGCCGGGCAGGTAGTGGGTGATAAAGGGGAATTTGGATGGGGTGTAGA 
GGGATGACCTGAAGAAATTGCTAGAGACGGAGTGTCGTGAGTATATGAGG 
AAAAAGGGTGCAGACGTCTGGTTCAAAGAGTTGGATATGAAGACTGATGG 
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TGCAGTTAACTTCAGGAGTCCTCATTCTGGTGATAAAGATGGGCCGTGGC 

AGCCCACAAAAAAAGCCATGAAGAAAGGCAGAAAGAGTAGCTGAGTTACT 

GGGCCCAGAGGCTGGGCCGCTGGACATGTACTCTCAGAATGTTTGTGATA 

TGGTTCTTGCAATGCATATT7TTTAATGTCAAACGTTTCAATAAAACCAT 

TTTTCAGATATAAAGAGAATTACTTCAAATT 

>386.2 

GAGTAATTCAGAAAAAACTCAAGAATTTAAGTTAAAAAGTGGTTTGGAGT 

TGGGAAGAGGAGTTTTATAGGTGTTTTACTGTAAGAAGTAGGTGGGCGCG 

CtCTAGAAGTAGTG 

>389.1 

GATGCTGTTGCCCATTTCTCCACTAAAACGCCTGCTTTTCTTAACTCCAC 

ACGGAAGCAAGGTGAAATATTTTGGCCCAGAATGCCAACAAGAATTGAAG 

AAAAGATGCTTTACAAAAATAACAATATAAAAGCAAATTATATTATCCGT 

TTTATCTCGATTCTTACATTAAAAAAAAAAAAA 

>391.1 

CCGAGGTAGGCGGGATGGGATTTCTGACCATTTGCCCTGCCTCTTGCAAA 

ATAGGTCTAATGGCAGGATGGTGTCATAATTAAGGCTACCAAGACTGCCC 

ATTGTTCCAGGCTGGGCAGTTCATAATGGGGGGAGAGAATAGTGGAAAAA 

AATTTTACATTTTATCTTTAGAGTGTGAGGGTCAAATTGATTTCCATGGT 

TGAGGATGTAGGGAAGTGTGGAATGAGGTGGAATAGGTGGAGAGTTGGCG 

ATAGTGGTTTGGAAAAGAGAAGAGGAGTTTGAAAAGTGGAGGGGTCATTA 

GGTGAGCGAAATTTTACGTGGGGCATGGGCGCTTTAGGGCGGCAAGTTAG 

TCTGTCAGACATGTCTGAGCTTAGATGGGTGGTGGCAGCACTTTGGAATG 

GTTGCCTCCATCACTGAGGAGGTGACTTAAAGTTTTTGTAT GTCAC TTAA 

AACAACCGTTTAAGGCTCTCAACTTAGGCAATAATAAATTCGTTTTCATG 

AATTCCCTTCACCACCATGCAGCACACAGACCACATGGCCG 

>392.1 

AGCGCGGGGAGAGGCCGGTTTGCAGTATTGGGCGCTCTTGGGGTTTGGTC 

GCTCACTTGACTCGCTGGGCTCGGGTCGTTCGGCCTGCCGGCCGAG 

>392.2 

ATTCAGCTTCACTCAAAAGGGCGGTAATTACCGGTTTATTCCACCAGGAA 

TOAAGG 
>392.3 

AAGCCGTTAAAAAAGGGGGGGGTTGCTTGGCGGTTTTTTCCATAAGGGGT 
CC 

>393.1 

ACAGGAGAGAGGGAGTCGTTTGTCTGGTAGAGAGGAGGAGGGGAAATGGA 

GCTATTCGAGGATACAAGGGATGGCAGTGAGGGATGCATAAGTGGCCTGC 

CTGCCTTGTCTGAAGATGTTGTGCTCTGGGAGGCCAGTCAGGTTGGGGAG 

CTAGGTATCAGAAACCTGAAGGATCGAGCCCGCTTTGTCGTACTAGTGTC 

TATAAGTCTCTGTCCTGAGATCCTGGGGCTCCTGGTATTTCTAGAAGGGA 

TGAGGTGCCATCAAAAATAAGTTGGCTGGTGTAACAGTTTAGAGAAGGAA 

GTCAGACGTGTAGGCTGGCTGGCAGGCAGGTGGACATGAGGCTGAGAAGG 

GAAGCCAGATGTCAGAACATACTAGGCTAGCATGCCTGCT 

>394,1 

TGGCGGCCGAGGTACCAGGCTGGCGACAGGTGGTACCAGGAGTGGGCTGA 

GGGGAGAAAAACTATCTCCCACTGTTTTGGGGCAGGCAATGTCAACGACT 

TCCACATTCCCTGGCCCACTGGCTGAGCAACCCGAGGTTCGGCTCTGTAT 

AAGGACCCTCCCCTCCCAACCCCAACCCAGAGTGCAGTGCAAATCAAGCA 

ACAATTTACTGGTGGAATGG CAATC AAAGGAAACAGTT AAACAC CAAACA 

ATTTCTTAAAGCCAAAAAATATTTTTCATGGAGTTGAACATTTTTCGAGT 

GTG M I II 11 CAAGTGTAAAAGCAGTGACATTTTGTTCAAAGAGAAGCAG 

CATCTAGGAATTCTGGCACTTGGGTTCTAGGGGGTTACAGGTATGCATCA 

TGGATTCTTCTCCCTCGTATTTAAAAAGA 

>395.1 

ATCTTAATTTATTTAAAGCCATAGATTCAGTTTAGCTTTAACCTAGACAG 
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AAAGTGAAAAGCATTTTACAAGTAGAAGAGGCAATGAGAAATAAGGCAAC 

AGATAATACGTCAAAGCTGGAACAAGGGCAGAATCAGAACGTGTCTGGCT 

ATCAGCTTTG Mill GACTACTAAGGCCAACC I I I 11 ATTCCTCTGGATG 

GTCTGCAGACCAAGTTCAGAATTTAGGCAAAAGGATTTCCAAATGGATCC 

CTATACATTTTCAGAAGATTCAGGTTGAGGAAGAAGCCACAGAGGGCTTG 

TGATGAACGCAAAGGAATCTTTAAAGAAA 

>396.1 

TOGCGGCCGAGTACCGGGGGAGCTTCTCCTTGCCAGTITTTGCCAGCAGG 

ACCCTCTTGTTGTTTTGAAAGATGGTCGGGTGCTTTTGGTAGGGAGGCTG 

AGTCTGAATGTCCGCCATCTTCC 

>397.1 

ACCCTCTTCTTGTTTTGAAAGATGGTCGGCTGCTTTTGGTAGGGACGCTC 
AGTCTGAATGTCCGCCATGTGTCC 

>398.1 

CTGACCGGGCGGCGGCCGAGGTACAAAATTTAGAGGTTTCCCCTTTATCA 

ACAAGAGACCCAGGTGCCAGCATGTTACTACCAGATCCAGTTCTTCTTAG 

GACAGTGTGGCTCAAAGGGATGAGACCTTCCAGACACTGGTATCTGAGCA 

TCTGGGCCTGCCCCTGAGTTGTCAAGAAATTTCTTATCTCTGAAGGAGTC 

CAGACAGGAATGCTTCCACTGCTGGGTGGGTGCTCGCCCCTCTTGCTCCT 

TAAGCGCCCGGCTCACCCCCTTGCTAGCACAGGGTGTCTTACACAGTTTA 

TGGGACTTTTCTGTGAACTACCTGAGGGCAAGAACCATGTCCCACTCCCT 

GCTTGCTCCTCAAATATTTTATAGGAAAGCAGTCCACAGTCTCACACAGA 

GGAAACATGAAGTTTAAGTTGTAGCCCTATG 

>399.1 

GCCGAGTACTCGGGGAGAGAGGAAAAGAACACAGATCTCGCATGGTTCAG 

ATTTTTCTTTTTAGGTCCAGGAGTAAGATATATCATACGAAAATGAAAAT 

TATAATTCTrCTTGGATTCCTGGGAGCCACATTGTCAGCCCGACTTATCC 

CACAGCGTCTCATGTCTGCCAGCAATAGCAATGAGTTACTTCTTAATCTT 

AATAATGGTCAACTTTTGCCACTACAAGTTCAGGGCCGACTTAATTCATG 

GATTCCACCTTTCTCTGGAATTTTACAACAGCAGCAGCAGGCTCAAATTC 

CAGGACTCTCCCAGTTCTCTTTATCAGCTCTAGACCAGTTTGCTGGACTG 

CTGCCAAATCAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAAGGAG 

C 

>400.1 

GTACAGACAGTGCTTGATGTTCATAAAAAATACAATGCCCTGGTAATGTC 

TGCATTCAACAATGACGCTGGCTTTGTGGCTGCTCTTGATAAGGCTTGTG 

GTCGCTTCATAAACAACAACGCGGTTACCAAGATGGCCCAATCATCGAGT 

AAATCGGCTGAGTTGCTGGCTCGATACTGTGACTCCTrGTTGAAGAAAAG 

TTGCAAGAAGCGAGAGGAGGCAGAACTAGAAGAGACACTCAATCAAGTGA 

TGGTTGTCTTGAAGTACCTGCCCGGGCGGTCGAGCGGCCGCCCGGGCAGG 

TACGCGGGGGCTAACCAGGGCAGTGACAGAAATGGATTGGAAATACCAGT 

GTGTGAAGCTGAATGATGGTCACTTCATGCCTGTCCTGGGATTTGGCACC 

TATGCGCCTGCAGAGGTTCCTAAAAGTAAAGCTCTAGAGGCCGTCAAATT 

GGCAATAG 

>401.1 

GCGGCCGGTTGACCTTGTATGTCACGAGCAATTAGGAGAGTCAGAGGATG 

AAATAGATGAACCCGACCATGCAGTTAATCACCAACATCAACTAGTAGCC 

AGACGGGATGAACCACAGCGTCACACAATACAGTGTTCCTGTTGTAAGTG 

TAACAACACACTGGAGCTGGTAGTAGAAGCCTCACGGGATACTCTGCGAC 

AACTACAGCAGGTGTTTATGGAGTCACTAGGATTTGTGTGTCCGTGGTGT 

GCAACTGCAAACCAGTAACCTGCTATGGC 

>401.2 * • • 

TATTGGAAAACCTTAC MINI CAATGAGCAT7TTTGCATCAAGGGGTAA 
, CAGGGACATTAGGCTTTTTTT 
>402.i ■ • • ■ • 

ACACATATCCTCTGTGGGAAAAACTGCTCTCAGAGTGTGCACTCTCCCCA 
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CAAGCCAGCGCTCAAACTGGAAAAAGTATCTCAATGTCCTGAATGTGGGA 

AAACGTTTAGCCGAAGTTCTTATCTTGTTCGGCATCAAAGAATCGACACA 

GGCGAGAAGCCTCACAAGTGCAGTGAGTGCGGGAAGGGCTTTAGTGAGCG 

CTCCAACCTGACTGCGCACCTACGAACTCAGACAGGGGAGAGGCCCTATC 

AGTGTGGGCAATGTGGGAAAAGCTTCAACCAGAGTTCCAGCCTGATTGTC 

CACCAGAGGACCCATACCGGGGAAAAGCCTTAGCAGTGCATTGTCTGTGG 

AAAGAGATTCAACAACAGTTCGCAGTTCAGTGCTCACCGGCG 

>403.1 

TTGGAGGTCCACGCGGTGGGGGCCGAGGTAGGAAATTAAGTATrAAAATG 

AGGATTGAACTGGGGCAAAGAGGTTATTGTGAAAAGAGTCAATATGTAAG 

CTCCTTCAAGGGAAATGAAGTACTGTTCCTCAAGATTAGAAGATGTGCAG 

AGTCTTTGCATTACCTCCCTAAAGGAGGAAACACCCATTA ATTTT GCCTT 

ATGGAATCAATATGGAGTGGAAATATGAAATGAGGAGATGTTTTAGAAAG 

CAGGACATATGTACCTACCATTACTGGAATTAAAATGTATCCTCTGGGCC 

CACTCCATTGATTCCGATCTGAGGTGAGGAGGACTAAAAGCAGCAGCAGG 

TTACAGAAAGACTGAATAAGATGAAAGTATGGTACGTATGTCTAGCTGGG 

GAAGGGGGGATCTGGAAAAAA 

>404.1 

CCGCCCGGGCAGGTACGGACGCCCAGGGATCCGCGGCGAAGCTAGCACGC 

AGCCTACCCAACAGTGTACACAGCCGACCAAAGCCGGGGCGTACCCAGAG 

GAGTCGCTGGTGAGTGGGAGCTGAAGCCTGTTGAGTGCTCTGGTCATCAA 

GTGTCTGGAGAAGGAGGTTGGGGCATTGTGCAGATACACACGCCGCAGGA 

ACATCCCTCCTTATTTTGTGGCTTTGGTGCCACAGGAAGAAGAGTTGGAT 

GACCAGAAA 

>405.1 

GCGGTGGCGGCCGAGGTACGCGGGGGGCGGCGGCGGAGAGAGGTGGCTCA 

GGGCGTCCGCTAGGCTCGGAGGACGTGGTGAGGGTCCGAAACCGGTTCCA 

TAAGGCTTTGCCTTTCCAACTTCAGCTAC AGTGTTAGC TAAGTTTGGAAA 

GAAGGAAAAAAGAAAATCCCTGGGCCGCTTTTCTT TTGTTC TTTGCCAAA 

GTCGTCGTTGTAGTC Mill GCCCAAGGCTGTTGTG I I I I I AG AGGTGCT 

ATCTCCAGTTCCTTGCACTCCTGTTAACAAGCACCTCAGCGAGAGCAGCA 

GCAGCGATAGCAGCCGCAGAAGAGCCAGCGGGGTCGCCTAGTGTCATGAC 

CAGGGCGGGAGATCACAACCGCCAGAGAGGATGCTGTGGATCCTTGGCCG 

ACTACCTGACCTCTGCAAAATTCCTTCTCTACCTTGGTCATTCTCTCTCT 

ACTTGGGGAGATCGGATGTGGCACTTTGCGGTGTGT 

>406.1 

cgcggtggcggccgaggtacagttcacagtgcttgatgXtaataaatggt 

tattttactggttcatgtatttactatatcatagi i i i i i icattagagt 

gtgctccttgtacttatgtaaaaaaaaagttacctcagggaggtccttcc 

tgaggtcttccagcacacggcattgttatcatagaaaatgacagctcgat 

gtgtgttactggccattaccaccttccagtgggaaggatgtggaggtgga 

aagcatactgatgattttgtccccgtggaggcctaagctaatgtgtgtgt 

ttgtgtcttagc 

>407.1 

GCGGCCGGTGTGCTCATCGTAGCCTCGGGTCGGGGGATGCGTCTGCGCTT 

TAGCGCCAAGATAGAACTTCCTCAGACCACCGCCGCCGCCCCCGCGT 

>408.1 

GTACCTCCACTGGCTGAAGTCTCTACATAGCTCTCAGGAACCTTCGGAAA 
GGCATCCAACTCTTTTACCAAACTTAAAG I M I II I CCGATTCAGTCGCC 
TCATCTTCAGGAAAACCTTCCTCTTCCTTCATATAGTCATGCTTGTGTTA 
TGGTCCCAGCCTACGGCCATGTTTTACAGAAGGCGGGGTCGCCGGGGCTC 
CCGCGfACCTGCCCGGGGQGCCGCTCQAGGCAGGTACTGAATGACACATT . 
. ACGTCOACAGTCTCCXXBGACtAGGTGGTGAAGAGGGCCACAGGGTTGGTT . 
TCTGTCrTTGGTGGGGCAGGGGAGLTrGACAGGGATGAGGGTCCAAGGAAT 
TAGCATGAATGACAAGATAACAAGGGAAAGAGTTAACCCtGTCACATAGT 
AGGTTAACT II III CAGGGTTT 
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>409.1 

I I I 11 lATTTTGCI I I I I M I CGCGGGAGTTAAATAAAATAAGCATGTCT 

TCATCCTTTATTGCTAAACATTTAGTTATGACAAATGTAACGACTGACAG 

AAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTCAAAA 

TTTACCCGrrCTTGTTTTCTCTTGGTTTTCAGGTAATTAACTCTTCTCTT 

TTTAGTTTGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGG 

ACGGGTATTAAAAAAAAACACTTTATATTATGCCAGGTGAGGTGTCAGAA 

CCCTGGCTTCGGAAAGTGGTTGGCTCACCCCGCG 

>410.1 

GGGC AGGTACTGTGCAGTAGTAACCATAATTCTAAATGAGGATTATGGAT 
TTTTCTGG AAGATTC I Nil I CCTGTGGAACATGATGAGAAATGTTTAGG 
AGAGGGGACATAGCGATTTTTGTATGAAGACCAATTC 
>410.2 

CACACTCAGACACGCATGCACACATGCACGCAGAACTTCACTCTATATTT 

ATTCT 

>411.1 

CCTTGAGCAGATGGTGTATTATGGGGATAAGCGAGACACTTTGTGAACTG 

GCGCGGTCAGGGGGGACATAACCATTTGGTGTGCGACCGCATGAGTAGGC 

ACGTATTGTGAGGGAAGGCTCGTCCCCTGGTTGAGTAATGGCCACAGATC 

TTGGCTCGGCACTGGTAAGCTGCATGATGAATTGGTGGGAGAACAAGACT 

GGCTGGTGGTTCCATTGTCCAGATCGTTGGGTTGGCTTCTGGGTGCACTA 

GGAGATCTGAAATGGTCTCAGGCGACGAGGAAAGTAGTGGAAGTAAAGTC 

TGACTCTAAAGAAGATGAAAATCTAGTAATTAATGAAGTCATAAATTCTC 

CCAAAGGGAAAAAAGGCAAGGTAGAACATCAGACAGCTTGTGCTTGTAGT 

TCCTAACCACGCAAGGATCTGAAAAGTGTCGTCAGAAGACTACTA6AAGA 

GACGAAACGAAACCTGTGCCTCGAGCG 

>412.1 

GCCGGCAGGTACTAGAGTTTTCAAGTATGTTCTAAGCAGAGAAGTTTCTA 

AATGGGGCCAAAATTCAGACTTGAGTATGTTCTTTG 

>412.2 

GTGAATTTTGGCACAAAGGAGTGACAAACTTATAGTTAAAAGGTGAATAA 
CTTCAGTGTGGTATAAAACGTGG Mill AGGCTATGTTTGTGATTGGTGA 
AAAGAATTCTAGTTTACCTCAAAATCCTTCTCTTTCCCCAAATTAAGTGC 
CTGGCCAGCTGTGATAAATTACATATTC G M I I G G II 11 I M A A 
>413.1 

GGTACCTAGTCTATATGAGTTTGATGCTTACAGTCAAGGGTATTAGCAAA 

TATTCAGGAAAAGTAAAGCCTAAAGAAGAAAAGAGGGAATGAATAGTTTG 

TCTAGAGATAATAAAAGGAAGGTGAATTTTTAAAAAGACAAAAATAAGGC 

TAGAAAAGACTGAGTGGAGAAAGCCTACAGAATTTCAGAAAGCTAAAGAA 

ATTGGAAATTAGATTGAATATAGATAGAAATGGGAGGACAATGCAGCCAA 

TGAAAGACTGTGGGGACTAATAAAGGGAGAGCCGTGTGGTTTGGAAAGTG 

TGCCTTAATCAGCCTGCAGTGCTGCAAAACAGAAACCCAGAGAGGGTGCT 

TGAGAATATACAAGAACCCTTGCGGTGGTGACTGAACAAAACGCAGGCAG 

GGATTTCATCAGAAGCATAATCCATTCATGGCACCAGTCTGGGAGTGCTG 

GGGAGCTGGTAAGATACACAC 

>414.1 

GGCGGCAGGTACGCGGGATCCAAGATGAAGTGCAGAGAAAATAAAGAATC 

CAAAGTCATAGTCATGAGGACAGAAT 

>415.1 

AAAACGAAGACGAAGCCACTACAGCCCCCGCGTACCTGCCCGGGCGGCCA 
AAGGGCAACAAGGGAGTGGG 
• >416.1 . . 

TCACGGCGGTGGGGGCCGAGGTACGCGGGGGTGCGGAGGACGGTGQGGAG 
..GGAQGGTCGGTGAAGGATGCCAAAATGGCTGGGCGAAAACTTGGTCTAAA 
'MCCATTGACTGGGTAGCTTTTGCAGAGATCATAGCCCAG/^CCAAAAG 
CCATTGCTAGTTCCCTGAAATCCTGGAATGAGACCCTCACCTCCAGGTTG 
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GCTGCTTTACCTGAGAATCCACCAGCTATCGACTGGGCTTACTACAAGGC 

CAATGTGGCCAAGGCTGGGTTGGTGGATGACTTTGAGAAGAAGTTTAATG 

CGGTGAAGGTTGCCGTGCCAGAGGATAAATATACTGCCCAGGTGGATGCC 

GAAGAAAAAGAAGATGTGAAATCTTGTGCTGAGTGGGTGTCTCTCTCAAA 

GGCCAGGATTGTAGAATATGAGAAAGAGATGGAGAAGATGAAGAACTTAA 

TTCGATTTGATCAGATGA 

>418.1 

TGGCGGCCGAGGTACGCGGGATTTTGAATGAATTCTCAACAAAATGTGCT 

AGCCACTGGGGACGCAAAACAAGTAAGATCCGTGTTGCAAGAAATTCATT 

TTATAGTGAGGGAGGTTGGCATGGAGACTAAAATTCTCAGGAAAATGAGA 

TCCGTGTTAGATAGAATCCTGATGTGAAATGGGAGGACTCAGGAAGGAGG 

ATCGTCTTTACCTGAGGATTTCTAGCCAGAGGTCCGAGATGCCTGGGCTG 

AGAACCCAGCGATAAGGGGGCGTTCCCAAAGCAGACACAGGGATAAGAAC 

AGAGGAGGCAGCAGCATTGCACAGCCCCAGGCACAGTGGCAGTTAGGATG 

GCTGGAGAGTAGGATAGTTCTATGGGTTGCCCAAAAAATGTGATGTGCTT 

CATGTTTTCTCTGACTCATGGATCTGGTAGAGACCATAGACATGATATAG 

ACTAACTTGCCCATTTTTCACAAGAGGAAACCATGCTTATGACTTACCTT 

AAAGTTTTTTGTTCTGTTTTGAAAGAAAGCATGTGCTTCATGAAACGTAC 

AGTTGA 

>419.1 

CGCGGTGGCGGCCGAGGTACAGTATATTGACCTTAAAAATCAGTAAAGCA 

GTCATGGAAATAACAGGTCGTGTATTATTCATGGGCACAAACTGACTCAT 

GGCTGGGGAAGAAGCAGCCACCTTAGACCAGATGGACAAGCCAGATAGTG 

CAGAGAAGTTTCTGGGGTTTT 

>419.2 

GGGAGACTCTAGATTCAATTCTGTAAAGTTATGATGGAGTTTTCTCCTTC 

CTCTCCTCTCACCTCCTCTGAGCACAGCTTTCAACAAAAACTTTGCATAC 

CCCGCGTACCTGCCCGGGCGGCCGCTCGAGGTACTTCTGTGAGCATTGGC 

CTCTGGCTGGGATTATGGTTCAACAGTCTTGAAATGAGGTGCCTGGCTCC 

CTGTGTTACAAAGTCAGGGAATGTGAATTCAACCCGTGATATTCTTTTGT 

AGGTCTCTTGGTATGTGTTTGCCTCAAAAGGAGGCTTCCCAACTAAAAAT 

TCATAGCAAAGAACTCCAAGGCTCCAGAGATCCACCTTCTCATCATGCAT 

GCGACCTTCAATCATTTCAGGGGGCA 

>420.1 

CGAGGTACGCGGTGGTCGGCGCCATTTTGTCTCGGCAGCGGTGGCCGTAG 
CTCCATCGCATTTTATGTTTCTGGCGAGAAGGGAACGGAGTTTTCATCAG 
GTAGATTGG I 1 1 I IG T 
>421.1 

GCCGCCTGCCCTGAAAGACCTCCTGCTGGAAGAGCTCCAGGATGGAGAAG 

TGAGGCTGGGTGGCTCCCTGCGAGGGGCATTCAGCAACAATGAGAGAATT 

AAAAACTTCTTCAGAGTCAGTrTCAAAAATGGATCCCAAAGTCAGACCGA 

CTCGCTACAAGCCAATGACAGTTTCAACAAACAGCAGTGGCTTAACTGTA 

TTGGTCAAGCCAAAGAAACAGTTTTGTGTGCTGCCGGGCAAGCTGGGGTG 

CTTGACTCCGAGGGATCGTTCCTAAATCCCACCACCGGGAGCAGAGAGCT 

ACAGGGAGAAACAAAACTTGAGCAGATGGACCAATCGGACAGTGAGTCAG 

ACTGTAGTATGGACACGAGTGAGGTCAGCCTCGACTGTGAGCGCATGGAA 

CAGACAGACTCTTTCTGTGGAAACAGCAGGCACGGTGAAAGTAACGTCTG 

ACAGAAGCATGTGCACTTCGGGAAGCAGGCCTGCATCTTACCTGTACC 

>422.1 

ACGCGGGAACTGGGGAATTCTGGCCCTACGTGGATTCACAGGCAATGATG 
GGTTTGTGTGTATGGTGTCATGAGATCCTCTACCTCATAACAAAAGGACA 
GTGGGTAGACTAAGGCAGTAGCTCAAAGGGCTTTGCAAAATTTAATATAT 
, TAAAACAAGAGGCATCTGCTAGAAAACATTCTATTGTATACATACTGAAA 
ACCCTATMGQTCCTGGWVTAATTTTrGTrrSATtATTCATTQAA . 
TttAlTTTCCMTtGtGtG AA G I H t T G AfcTGTtAATAAAAGAATCTGTC 
AACCATCAAAAAAAAAAAAAAAAAAAAAAGT 
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>423.1 

ATTAGACAGGGGGAAGTAAAATTATCTTTTTGCAGATGATATGACTTATA 

TGTA 
>424.1 

TGGCGGCCGAGGTAGTGCGGTAGCCGCTCCTCCCGCAGGTGTGCCGCCTC 

CTTGTGCTCCTCCTCATTGTCACTGCCAAACAGGTCAATGTCATCATCCT 

CGTCATCCTCTGCTGGTGTGGCTGGCTTCCAAGCTGGTGCGCGTGGGCTA 

CGGTATCCGGAAGCTACAGATTCAGTGTGTGGTGGAGGACGACAAGGTGG 

GGACAGACTTGCTGGAGGAGGAGATCACCAAGTTTGAGGAGCACGTGCAG 

AGTGTCGATATCGCAGCTTTCAACAAGATCTGAAGGGTGAGTGTGGGT 

>425.1 

GGTGGCGGGCGAGGTACTAAGTGGTTTAAGGATGGAAAAGAGCTAACAAG 

TGACAACAAATACAAAATAAGCTTCTTGAACAAAGTAT CCGG CCTTAAGA 

TCATCAATGTAGCGCCGAGTGACAGTGGGGTATACAGTTTTGAGGTGCAG 

AAGCCTGTTGGCAAAGACAGCTGCACAGCTTCATTGCAGGTTTGAGGTTG 

GTTGATTTGTTGGGCTTTTCCTTCATCATTATAATAATGTAGTTCCTGAT 

TTTCATAAATGTATATGGGTTGTTACATGTTCTATAGGATAACATGAGTC 

CGACATGTTCTGAATCAGCAAATTCAGAGGCAATACCATCTCAAGAAGCC 

ACCATTGAGACCACAGCCATTAGCTGATCCATGGTGATCAAGAACTGGCA 

GAGGAGCGATGAAGGCGTCTATTCTCTTAAAATGAGAGGGAGGACTGGCT 

AGGGTGATGCCTAAAGATGATTCCCAGGCTTGACATGCTGGTATTCTTAC 

ATATO 

>426.1 

TGGCCGGCCGCCCGGGCAGGTAGTGAATGTGGGAAAGCGTTTTGCCAGAA 

ACCACACCTGACCAACCATCAGCGAACACATACAGGAGAAAAACCOTATG 

AATGTAAGCAATGTGGAAAAACATTCTGTGTGAAGTCAAACCTCACTGAA 

CATCAGAGAACACACACAGGGGAGAAGCCCTATGAATGTAATGCATGTGG 

GAAATCCTTCTGCCACAGATCAGCCCTCACTGTGCATCAGAGAAGACACA 

CAGGGGAGAAACCTTTTGGATGTAATGAATGTGGGAAAACCTTCCGTCAG 

AAGTCGGCCCTAATTGTTCACCAGAGAACTCATATAAGACAGAAACCCTA 

TGGATGTAATCAATGTGGAAAATCATTCTGTGTGAAGTCAAAACTCATTG 

CACATCATAGAACACACACAGGGGAGAAACCCTATGAATGTAATGGTTGT 

GGAAAATCATTCTATGTTAAGTCAAAACTAACT 

>427.1 

TGGCGGCCGAGGTACCTTACTTAGCAGAGCACTTTGCAAACATATTACTT 

ATTAGCAGAGCTCTTTGTAGACCTTCCACATCTGGCTGTCAGATCTTAAG 

GTTGTGAATTTAGGCTCCAGTTATATTCACTGGAGAGCATAATCCCACAC 

GGGTTATTTATAAATACAGAGGCTGTGATTGGACGGTCTCCTGGOAAGAA 

GTAGTAATACCCTTGTTTTAAAATCTTCACAAGGTAAAACTTAAAAAGCC 

AAGGAAACAAATTGCTCTCCATTCTACrrTTTAATTGGGCGAAACAGGATA 

TGCTACAGTAGTAACATGTTTTTCGGAGAGTGTAAAAAACTCTGTTTAGA 

TTTGCGTGCTCGGTGGGTTGATCGAAAATGTATAAAACTGACTGCTTCTC 

GCCAGCCTCAGACAAGAAGAGTGAGCTGCTGGTACCTGCCCGGGG 

>428.1 

GGCCAAATGCAGAAACGTCCCACATGGCGACCAGGAGCAAGCTTCAAAAT 

GTTCAGCTTGCGGGGCA 

>429.1 

TGGCGGCCGAGGTAC I I I U I I I I I I I I I I 1 I I I I I GTGATCTCAACTGG 
TTTTAGGAAGTTGTGAATATACTTGGGCTTTCTGTCTTTCCCCAAAAGCA 
ATTTGGGATTATTTTCCTCC I I M I M I CTGCATTTCATCATAAATACTG 
TCATATTCATAGACAGTAGCATCTTCTGCAAGGGCCTTCTGGATTTCCAG 
TTTGGTCTGTTTCATGGCCTOCTTCTTAGCAGCTTCCCTCTGAAGGCTTT 
CACTCACAGAGGTCTCATCATCATCATCAGAATCATTCCCAAACACTGAT 
GGTTTTTGCAAAACAGGGTGCAACTGCTGTG I I I I C H I GGCAAAATAAG . . 
" CCCAtACT . . . . . 

>430.1 
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GGCGGCCGAGGTACAGACAAAACTACAGACTTAGTCTGGTGGACTGGACT 

AATTACTTGAAGGATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTA 

TGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTGACGGGTTCT 

TGGTTGTCTCTGCTGAGCACGGTGTGTCAATGGAGATGGCCTCTGCTGAG 

CCAGATGAAGAGGCAAGGCATAAGGTTGGGAAAACACCTCATTTGAGCTT 

GCCAGCTGACCTTCAAACCCTGCATTTGAACCGACCAACATTAAGTCCAG 

AGAGTAAAGTTGAATGGAATAACGACATTCCAGAAGTTAATCATTTGAAT 

TCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCATGAAGAGAGTAA 

TCATCTGGAAACCGATTTCAGTGGGGATGGCATGACAGAGCTAGAGCTCG 

GGCCCAGCCCGAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCC 

CAGTATGGTGGTCCTGGAAAGGACATTTTTGAAGATCAACTATATCTTCC 

TGTGCATTCCGATGGAATTTCAGTTCATCAGATGT 

>431.1 

GCGGCGAGACCAAACAACAGCCCTCCAACAATGATGACCAGTGGAAAAAC 

AATGGAGTCACCAAAACCTGGGACAGGCTCATGCTCCAGGACAATTGCTG 

TGGCGTAAATGGTCCATCAGACTGGCAAAAATACACATCTGCCTTCCGGA 

CTGAGAATAATGATGCTGACTATCCCTGGCCTCGTCAATGCTGTGTTATG 

AACAATCTTCGAGCGGCCGCCCGGGCAGGACGCGGGAGTTCAAGAAGCTG 

GTGGTCAAGGAGGAGGAGGTGGAGGTGGCAGTGGAGGAATTGCAGAAGCT 

GGAAGTGGTCATATGAACTACATTCAAGTAACACCTCAGGAAAAAAAAGC 

TATAGAAAGGTTAAAGGCATTAGGATTTCCTGAAGGACTTGTGATACAAG 

CGTATTTTGCTTGTGAGAAGAATGAGAATTTGGCTGCCAATTTTCTTGTA 

CAGCAGAACTTTGATGAAGATTGAAAGGGACTTTTTTATATCTCACACTT 

CACACCAGTGCATTACAGTAAGTTGTTCACTGGATTGTGTGGGATGACTT 

GGGCTGATATCCACAATACTTG 

>432.1 

GGCGGCCGAGGTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCT 

TCCGGGGACTCTGCGTTGTTACCACTGCTTACTGCGTTCCCAGCATTTCT 

TTTCTCTTCTCGTTTCCTGTAGATTCCGGCTAATGGTTTCCCCTGGCATT 

TGACTTCGTGATGTGTAACTGATTCTCTTCCTGAAGGGGGAAACGCATTC 

CAGAGCATTTGTTCGGGCTCATGTAGGAATAGATCTTTGACTGCCCGGTA 

AATGCCGCGT 

>433.1 

GCGGCCGCCCGGGCAGGTACAAATCTACCTCCCX^AGCAAATGTCCTTAGA 

GGGGCAAAGATGGG 

>433^ 

GCAGTCATGAAGCTGGCAAATGGCAGAACTGGAGCTAGAAACTGCTGACT 

aXrrTTATCTTTTCCATAGCACCCCAAGCCTAAAACCAGAGTGGOACAAA 

T 

>434.1 

GCGGTGGCGGCCGAGGTACTTTTCTAAAAGCTCATCCACTCTATCATTTA 

GATATCCAATTTTCAGAATGTGCTCAACATTGGCCACTCCATCTGGCATT 

CTTAAGTCTCCTTGGGAGTCTCCCAGAAGAATTATGTTACTATTGTCTTT 

TAGTTGATTGAAATATTCTGTATTCCTCAAGGCACCATCATGTTTGTTAA 

ATACATGAATTAGTTCTCCTTTAAATCCTTTGAGCACCCCCTATGAAAAA 

TATAAATCTTTTGAACAGGCTTTAAAAATTCTATTTGTTGGATTTTCATA 

TTTTGGAGCTCTTAATTGATGTCACTATTATTTCATCATATTTGTAAATA 

CATCTTTGATACTAGAGATCTCAAAGCACTTAAGTCCATCACATTCACCA 

TAGCTAAGAAGGGCTCGGAGAAGTAAATGATTTTTTAGATACTATTTTAA 

ATGGTAAAAGAAAAGGCGGGCGGAGGGGGTCAGA 

>435.1 

ACGGGGQGGTTGCTGAAACCGAGTTCTGGAGAACGCCATCAGGTCGGTGC 
. TTAAAATTAAAGCACAGGTTCCATTATGGGTCGACTTGATGGGAAAGTCA 
TCATCCTGA 
>436.1 

GGCGGCCGAGGTACGCGGGGGAACACCACCCAGTGTGGAGCAGCCCAGCC 
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AAGCACTGTCAGGAATCCTGGGGAGGCAGCTACCAACTGACTGCAGATCT 

GGAATAATAAGTGAGGGGTAGATCTGCCCATAGAGCTCACTTTAGACCGG 

CCTATAGTGGTACAAAGAATTGTGGTAGGATC 

>437.1 

GGCCGAGGTACCTTTTTAGAAGAGAAAAGAATCTTGAATTGTATATATTT 

ATTTTGGTTTACAGAAAAAAATGGTTTGGTAAATAATTTGCGTATTTTGG 

TTAACATAGCACATGGAGATAATCATCTGAAAGTTATAGGGCACTGCCAC 

TGCTGAATCAAGAGCATGCCCAATATTTGAGGTGGCTCTGATTTGCTGGC 

AGCTGAACTCGGGTAGTCCAGTGGCCTAGCTGGTCCTGCCCG 

>438.1 

AGGAGGAATTAGTGGATCCCGTAACAACAGTGAGAGAGCAATGCGAGCAG 

TTGGAGAAATGTGTAAAGGCCCGGGAGCGGCTAGAGCTCTGTGATGAGCG 

TGTATCCTCTCGATCACATACAGAAGAGGATTGCACGGAGGAGCTCTTTG 

ACTTCTTGCATGCGAGGGACCATTGCGTGGCCCACAAACTCnTAACAAC 

TTGAAATAAATGTGTGGACTTAATTCACCCCAGTCTTCATCATTTGGGCA 

TCAGAATATTTCCTTATGGTTT 

>439.1 

GTGGCGGCCGAGGTACTCTGTGATTTCACGTAGATTTGGAGAAGGTGAGG 
GAGGAAAGGCTGTCCTCTTTGATCCCATAGCATGCAGGGGCAAATGGCTG 
>440.1 

QGGGGCCGAGGTACGCGGGATGTCTAAATATGTTGTAAAAAGTGTTAAAA 

TAAACAAACGCAGTCAATTAAAAATTTTGACTGTTATTGAGAAAACTCC 

>441.1 

GCGGCGGAGGTACATTGTAGCTTTGAACTCAGTGTTTAAAAATTCAATGT 

GGTTACACACTCTATCTTCTAGATCCCTTGAGACACTGTCTTCCTTGAAT 

AAGGGCCAGGTGAAATGGCATTTCAGCTGTGGAAGGATTTTCTCCAGGGA 

ATTCTTGGTGACCTCACTCATGACTGCCCTCTGTGTCTCTGCTGTTCCGA 

AAAGCTGGTGACCAGGCTGA7TTGTTGTTCAGAAGTGTTCCTGTCTGCCC 

CCGCGTACTGTTCCTGCAGGTTAAGGCAGGACTGGAACTCCTCCACAGCT 

TGCACATAGTTTTCAGATTGAACACTAAGTTCTCCGAGTTTAAGATGTGC 

CTGGGCAGCATAAAGCTGTGCTrCTTTTGTTTCTTGCCTTTTAAAAATGA 

TCTTTGCTAAATCCAGCATATCCCAGGCAAGCTCTAGGTTCCCAATCTCC 

TCGTCCTCATTTTGTTGAAGAGACTTGTTTTCAAGGACTGAATCATTTGG 

CATTTCTTCAGTCTTATCATTTTCTTTATCATCCTCTTCCGAGCGTTCAG 

TTTCTTCACCCTCTTTCATCTGGTCTTGTCTCTCTTGGGGCTCTTCATTA 

GCAGCTA 

>442.1 

GGCGGCCGCCCGGGCACGTACTTTTGCTGCTGAGGAATGGAATCAAAAGA 

ACGTAGTCTCCTGGTAACCAGCTCAGATCTGTATTATTAGGCTAGATGTG 

GGGCGGGTGAGTGCCCCAGCTTCTTGCTCTGGACCGTGGACTGTAAGTTG 

CGCTTCrATTAGCAGCCAAGGAAAAGGGAAACATGAGGTTATCCAGAACG 

GTGGCAGAGTCTCCTTGGCAATCAACCAACGTTGCTATGAAATATGCCTC 

ACACTGTATAGCTCATTATAGGACGTCAGGTTTGTTGAAAAAAGTGGGCA 

AGACATGATTAATGAATCAGAATCCTGTTTCATTGGTGACTTGGATAAAG 

ACTTTTTAATTTTAAAAAAAAATATTCATGGAATAGGGT 

>443.1 

CCCGCGGTGGCGGCCGAGGTACATGAGAGACACTTTAAGCAGGCTCACAG 

GAATAGAGTGAGTGCGGACTCAGATTGTTTAAGCTATCTCTGAACCCATT 

CCTACTGCGTTTAACTATTTTATTGGTTTCTAACTACTACCACAGACACG 

GATAGCTCACAGGTTCCATTATTACTCACAGCGTTGTGGTCCGGGTTCAT 

CGCCATCCTGCTCCACGCTGTCATAATCCTCACGCATCCGCGCTCGGGAC 

CCCTCTTCTATAAGGGACATAeACGAGATCACCGAAAACTCCTCCTTTOT 

CCCATTQTTCCTAtGAGGTGGGTGGGGACTGGAAAACCCGTAGCTCGTGG 

CCTACTAGGOCACTCTACCCCATT 

>444.1 

CCACCGCGGTGGCGGCCGAGGTACCCAGCCCCACCCAGGCAAACAGCTCC 
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GACATGTTTCGTAAGTGAGACAAGCCAGTGCA 
>444 2 

GTTATGGGTAAGCACATAGAAGGCGAAAAAAGGAGTTTTTCAAACCCAGC 

AAATCAAGTGCTTGGATTCTGAACTGCCAAAAGAAAACTGCACTTCCCCT 

GTTAAGTAAAACGAAATGAGTTTCTTAGGTAAATGTATTCATCAGCCCAG 

ATAAAAAAAAAACCAGTTATGTGAGCGTTAGTCACTGCTCATTTCCAGGA 

AGATCAAACAAAATACCAGCCCAGCCAGACTCAGATGTGTGTATATATAT 

ATAAAGCAAAGAGCCCCGCCCACAAGCCAGCA 

>445.1 

ACTTTACTAAAATGACTGCATTCT7TGGATTCCTTCAGTCTATGGTTCAA 

GTCACTAAAGATTCAI I I I I GTTGAGTCCTTATGAGAAACAGCAGTATGA 

ATCTTGACGGTTTCTGCCCGTCCTAATGGCAGAGCTCTCTGACTTGGGTG 

TATGCTACCAGGCTGGGTTCAAGTGAGAAGTTCTGGTCAGTCTTGTGTGG 

GTTGAAGGTTCAATATCAATTCTGT7TCAAAGCCTTTGTGATGCTATTTG 

AATCTTTGCTCGGTATATGCCACCGAGTGGTCAGTCTGGGACCTAGGTGG 

TGAGCTATCCCATAGTTGATTCTCAACGTCTTTAGTGCAGTGTTTAGGGT 

CAGATACACATATATATACAACTTTGGGTGAGCTCAGGAGTTTATAAGCT 

TTATGGGCTTGGTGTTTTGATTTATAAACAGGAGTTTATAGAACTTTAT 

>446.1 

GCGGCCGAGGTACGCGGGGAGACACAACTTCCTGGGCTTAGATATTTCAG 
A 

>446.2 

TTAGTTTGTTTTCATGCTGCTGATAAAGACATACGTGAAACTGGGAACAG 

AAAGAGGTCTAATTGGACTTACAGTTCCACATGACTGGGGAGGCCTCAAA 

ATCACGGTGAGAGGTGAAAGGGACTTTTTACATTGGCAACAAGAGAAAAA 

TGAG 

>447.1 

CGGCCGAGGTACGTTTTGTGACAGGCAATAAAATTTTAAGAATTCTTAAG 
TCTAAGGGACTTGCTCCTGATCTTCCTGAAGATCTCTACCATTTAATTAA 

GAAAGCAGTG 
>447 2 

CGAAAGCATCTTGAGAGGAACAGAAAGGATAAGGATGCTAAATTCCGTCT 

GATTCTAATAG 

>447.3 

GTTTTGGGCTTCCGATATTAATAAGACCAAGCTGAGTCCTCCCTCCCAAT 
TGGAAATATGAATCATCTACAGCCTTCTGCCCTGGTCGCATAAAATTATG 
TCTGGTGTTCTCAAGGCAATTAATAATGATTGTnTAACACCAACAA 
>448.1 

GGGGGTGQCGGCCGAGGTAC 1 1 1 I II I I I I i I I I M N IGTTAGTQTTTT 

GTGATGTGTTTTCTAACAAATGTTTGCCTGCCCAAAAGTCTCAAAAACAT 

TCTCACGTTTCTA 

>AABJZ 

AGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAATTTTT 

GTGAATTGCGGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTA 

CGATCCAACGCATGCCTGGAGTGGAGGACTAGATCATCAATTGAAAATGC 

ATGATTTGAACACTGATCAAGAAAATCTTGTTGGGACCCATGATGCCCGT 

ATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCACTGGAAG 

TTGGGATCAGACAGTTAAAGTGTGGGATCCCAGAACTCCTTGTAATGCTG 

GGACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGG 

>449.1 

CGGCCGGGTACAAAAAGCAGGGGCCCA6CCCCAGCTGTTGGCTACATGAG 

TATTTAGAGGAAGTAAGGTAGCAGGCAGTCCAGCCCTGATGTGGAGACAC 

ATGGGATTTTGGAAATCAGGTTCTGGAGGAATGCATGTCAGAGGCGGGAC 

TTTTTCAGAGAGTGGTGCAGCGCCAGAGAlTTTjGCAGATAAGGCACCAAA 

CAGCeCAGGACtGCX5GAGACJTCTG(SCCGCCCGAAGdAGCC^ 

CCTGCCCGGGCGGCCGTCGATCTCCTTGTGTTCAAGCAACTTCTTGCGGT 
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AGTCCTGAAGCGCCTTATCTCTAGGGTCCGCCATGATGAGAACCCCGCGT 
>450 1 

GGCGGCCGAGGTACTCCCTACGGCACTAGTCTAGAGGGGGAAGGAGGCTC 

TGTGGTGGCAGCGGTGGGTCAGATGGCCTGTCTGGACTGTAACCACAGGC 

TGGGATGTAGCCAGGACTTGGTCTCCTTCCCGCGTCAAGAGATAGAAAGA 

CCAGTCCTTGTG AAAG ACAAGTCTG AATGCTCCAC Milt CAATTCTCTC 

TCCATTCTTCAGTAAGTCAACTTCAATGTCGGATGGATGAAACCCAGACA 

CATAGCAATTCAGGAAATTTGACTTTCCATTCTCTGCTGGATGACGTGAG 

TAAACCTGAATCTTTGGAGT 

>451.1 

GAGCGGCCGCCCGGCAGGACAAATGAGTTTAGAAATGTTGTATAAGGCTG 

ATCTGGACCCAAACTAAAACAA 

>451.2 

GG I i l I I I I GTAGAAACCATGGTAAAAAGGGAAAAG AAAGCT TTGACTGG 

CGGGGGCAGGGGGAATACAAAAAA AAAATC CGTTGA Mill AAAATATAC 

TTGAATATCAAACTCAGAAAGAGTTATTTT TGTGA AAGAGGCAAAATTGG 

TCTTGAGCTGCTTCAGTCTATGTCTGAAGGTTTTACTGAA ATTAT GGTCG 

AGTTTTAGGAGAAAAATTCACAGAAAAGTCAGATTGTAGATTTTGAGAAG 

GAAACTCTGAGGTGGTGATTTTCTCCAAGGTCATGGTTATGAAGCTCAAT 

GAGGGCCTGAATTGCTTCTTCCACAGATCCCAATTGAATGAGCGCCATTT 

TGCGATCTTTCTGAAAGAATTTAAAAGCCTTCACTGAACATCCAGCTTCT 

ATGAAAAGGTTCTTCAGATCATCCACTGTAACAGAAGGGGGAATGTTGGA 

AAGA 
>452.1 

GCGijiCCGCTAATGTTAGAAGTTAA GTTGGAA CCTATAT TGTAG AGGAACA 

AAAGCCAATCAGTGTCCTTTTTGTC I II II M ACATAAACTTTTACTACA 

AAMTTAATATATGGATTTTGAATTTCCAGTCAAACCAAATTGTAAAACT 

GTTTCATTTGGTTCTATATTATGTATACATAATTTATG TATTA TATATTT 

ACATTAAAATATATGCATATATAATGGATTTAATTTCCTTTTGGCACCCC 

CATATCTAGAAGTCTCTTCATAAATTAATAAATAATCTAGGGCCAGCATT 

ATGTTTGCTAGACCTGGATTTGGCTCAATACTTAAAGTTAAAAGTTTCTG 

TCTTTTTTCTTGGACTTGAAACTGCCTAG AGGG TCAGTCTCTCTGTTATT 

tttttctattttctttttcccccatcagtcttttagccacttgaagccm 
aattcttagtttctgtcctagtcgataagagtaaaaggggaaggaggaaa 

A 

>453.1 

tgcggcccttatcccgggtaacctatacgtgtttgaggtcccaaccccgg 

>454.1 

cgcggggacctttgacgggcggggggagctgaggctgctgccgacatctc 

tgatgcttgcaccctggcaggaagctggtcgcgggcactataacgggagg 

cctccagatattccagaaaagaaacgactgtgcagtgccaga ctgg aaga 

agtaacggtcactctgaaaacagggggggagaggtgcctccctttgaacc 

tctcccaggaccaactgtaaccgagggaggggaacttggtcggtgcaagc 

ggtggcttggagacagaatcatctaatggaaaagatacactagaaggcgc 

tggggatacatcagaggagagggatactcacgggggctccgtggatgaag 

agaatggccgagagttgggggaggtagagctgcaatgtggg 

>455.1 

aggcggggaggatctgtgtcttttgttccgtgacctgtgtgcctgtctgc 

tgtcctttcctgcgtggggggactgtccagaagagatcatcgtccagttc 

ctgtgcatttgaacagctgatcccccacccctcaatagcgtttagagcag 

aagccagcaataagtaaacggtcagggagagatagaaagtattttgggct 

tcatggggcacacagcctcattgtagcttgtgaaatgtggtgttgtagga . 

agaaagaagccatataccgtgtgtaaagaaatgaatatggctgtgtgcca 

ataaaactattcaca>0vcataaagagtgggctggatatgactcagatact 

GTtGTTTGACAACCCXjtGAtcnrAGAGTAAAAATl-CCAMC ^ 
>456.1 



Page 62 of ill 



wo 01/42467 



545 

Table 3 



PCT/USOO/33312 



GCGGCCGAGGTACAACATGACATTTTTAACCAATCCAATCTAAAAATGTG 

CCAGAATCCACCTGTGGCCCGAATCGTGTTTGGTTCCTCTTTCTACTCCA 

CTGCAGATGACCAAACGTGTGGCGGTGCCACTTTCCTCACTGATATTGGG 

AGGAGGGCAAGGCCCAGCCGAAGTTCCACTAAAAATGCCCGAGGAGAATA 

GGCACCGGCTGGCTTGCCAAAGGGTTTGGGTTTTATTGCTTTCTG I I I I I 

TCTTTTCCCGACAGCAGAAAGAAGTAAGGGCAGTTATTGGACAGGTGTTA 

TTTAAACATTCTATTGTAAATGAATGTGTTGTTTGGTTCTACTGCATTGT 

GGAGGATGCGGGGGAAGAGAACTGACCCAGGTAATGAA 

>458.1 

ACAGACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAG 

GATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTATGAGCAAAATAA 

AACAAATAAGACTCAAACTGCTCAAAGTGACGGGTTCTTGGTTGTCTCTG 

CTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTCAGATGAAGAC 

CCAAGGCATAAGGTTGGGAAAACACCTCATTTGACGTTGCCAGCTGACCT 

TCAAACCCTGCATTTGAAGCGACCAACATTAAGTCCAGAGAGTAAACTTG 

AATGGAATAACGACATTCCAGAAGTTAATCATTTGAATTCTGAACACTGG 

AGAAAAACCGAAAAATGGACGGGGCATGAAGAGAGTAATCATCTGGAAAC 

CGATTTCAGTGGCGATGGCATGAGAGAGCTAGAGGTCGGGCGCAGCGCCA 

AGCTGCAGCCCATTCACAGCACCCGA 

>459.1 

TGGGGGCGGCCGGGGCAGGTACGGGGGTAGTGAGCTGGTTAGTGAAGGCT 

TTGTAGCTGAGCAGTTTGTAAATAACAGAGCGAGTCAACTGACATACCAT 

GGATTATGTGAACTAACTTCAACGGTTCAGGAAGGAGAAGTTTGTGTGTT 

CTTTCGGAATAATCATTTTAGCACCATGACCAAATACAAGGGTCAACTGT 

ATTTGTTGGTAACGGACCAGGGGTTTCTTACTGAAGAGAAAGTTGTTTGG 

GAAAGCCTACACAACGTAGATGGTGATGGAAATTTCTGTGACTCAGAATT 

TCATCTTGGACCTCCTTCAGATCCTGAAACTGTATACAAAGGACAACAAG 

ATCAGATAGATCAGGATTATCTTATGGCATTATCTCTACAACAAGAACAG 

CAGAGCCAAGAGATCAATTGGGAACAAATGCCGGAAGGAATCAGTGATTT 

GGAACTAGCAAAGAAACTCCAAGAGGAAGAGGACAGACCGGCTTCTAATA 

CTATCAGG 

>460.1 

TGGCGGCCGAGGTACGAATGTGCAAAATTAAAGCATGGTAAACTGATATT 

TACATAAATATCAAACCAACAATTAGTTTATACATTGTCAATGACCTTCT 

AAGATATGTCATGAGTGGATCCAAGAATATCTTTCCCCCAATGGAGAAGG 

TATTCAGAGGCTAAATTCCGACACTTTAAAATGACACACATCATAGGCTT 

TACCTGTTTGAGCACTGCCTCAAATGTGTGAGATGTGATTTTATGATCCC 

GCGT 

>460.2 

TAGAGTTCAG GGAA ACAAGACGTCGTGAAAGAAAGATGATTCCCCTCAAG 

CCACAAAGGATrrTCTCATCAAGTGTTTTCACCTCTGCATTAGATTTGGA 

CACAAGAAGAGGAGAGCATTTACTCAGGTAAAAATAGTTCTCTTAGTGTC 

TTCCTCTAGTTACTAATTTTTAATTTAAAAATACAATTAACTGATCTAGC 

TGATAAAAGTCACAGACAGAAATAAGCTAAGTTCTCTCTTCCTTTAGGGA 

ACGGTGGTGGCAATTCACCATATAAACTGGATGGAAGAATTCTGCGA 

>461.1 

CTGGAGrrCTAGGAAGTCGGCCAGGATGTCTAAGGGTGAGTTTGAGAAAG 

CTGCAGAGGAGGTTAGGCACCTTAAGACCAAGGCATCGGATGAGGAGATG 

CTGTTCATCTATGGCCACTACAAACAAGGAACTGTGGGCGACATAAAAAC 

AGGAACGGCCCGGGATGTTGGAGTTCAGGGGCAAGGCCAAGTTGGATGCC 

TGGAATGAGGTGAAAGGGAGTTCGAAGGAAAGATGCCATGAAAGCTTACA 

TCAAGAAAGTAGAAGAGCTAAAGAAAAAATACGGGATATGAGAGAGTGGA 

TTTG GTTACTGTGCGATGTGTTTATCCTAAACTGAGAGAATGCCTTGTTT 

TTTTCTAATACCGGGGATGGTGGQAATTCGGGAAAATAACCAGTTAAACG 

AGCTACTCAAGGCTGCTTACCATACGGGtCTAACAGATTAGGGGCTAAM 

ACGATTACTGACTT 
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>462.1 

ACCGCGGTGGCGGCCGAGGTACGCGGGATATTGTTCCTGATTTGCCTGAT 

GTGTGGACGGATGACCAAGCGAGTGACACGAGAGCTCAAGGAGAGGCTAC 

AATAGAGGTCAGAGACAATGGGTTATAAAGGTTTAGTGTGGTCTCAGGAT 

GTGACAGGCAGTCCAGCCTGACCTTTCTGCACACTCGAGACAAACTTCCC 

AGACAAGCTCCTTTGTGCCTCTACGTGGAGAGGGCGTGGAAAGTTATCAC 

ATTAAAAGATGGAGGATTTAAAAAATAAAAAAAAAAAAAAAAAAAAAAAG 

T 

>463.1 

CGGACCGTGCCGGTTACCCGGATACCTGTCCGCCTATTCTCCCTTCGGGA 

AAGCCGTGGGCGCTTTCTTCATAAGCCTCACCGCTGTAGG 

>463.2 

AGGAGACCGACTTATCCGGCCACCTGGGCAGGCAGCCAACTGGGGTAAAC 

AAGGGATTAAGCAG 

>464. 1 

TTTT I i I M I M rAAACCGCTGCGACGACCATGAAAGAGGGGCCACGAGA 

TTTTTATTGCATACTCAGGGGAATAACTTATTATACAATGAACACTCCTC 

CATTAGGAGACCATGCCCACTTAGAGAATGCAGCGGTAAATGCGGTAAAT 

CTATTTACAGAGGTTGGGGTGGAAGATGAGAGAAGTATCACCCCCAGGAA 

TTTGAAGTGAGAATGATCTACAAATTCTCCTGACAAGGAGCAACCGGGCT 

TGTGCTAGTGAGGGCTGAAAAAATTCCTGGCAAAACGTAGGGGGAGATTA 

AATCTCGGAATTGACAGCAAGTTTGGGGA 

>465.1 

GCGGCGGAACGCAGAGAAGGTAGAAGATAGCACCATGCCGATTGGTCGAA 

GTGTGAATTGTACCCGGGAAACTCCTCGCAAAAGGAAGCTTGCTGAAGGG 

GAGGAAGAAAAGCGAGAACCAGACATAAGTTCAGAGGAATGTGTGTGGAC 

TGTAGAAGAACAAGAGAATGAAACTCCACCTGCTACTTCGAGTGAGGCAG 

AGCAGCCAAAGGGGGAACCTGAGAATGAAGAGAAGGAAGAAAATAAGTCT 

TCTGAGGAAACCAAAAAGGATGAGAAAGATCAGTCTAAAGGATAAAAATT 

ATGATAAATAAAGT 

>466.1 

GGCGGCCGAGGTACGCGGGGAGGTCGGTGCGCGCTTCTCCCGAGGTGGAA 

CGGGCGGCAGTCAAGCGCCGGCGTTCTCTGCCGTCACCCTTTCCTTGC 

>467.1 

TTGTTTTCCTGAACACTCAGCTGGACTGCATTTCCCAGCTTCCCTTGCAG 

TTAAGTCACAAGTAGCGCTGTGACTGGGTTCTGCCCGGTAGAAGGTAAGC 

AGAAGTGATGTGTATCACT 

>468.1 

TGGAGCTCGAGCGCGGTGGCGGTCGGTGTGCTGTGCTCATGTGTCTTCCA 

AAGGAGGAACAGATCGdGAAGTGCATGTGAGGCGTGGCCGACAAATGCTG 

TCGAAGAAAGAAATAAAAACGGTGAAAGATGAGCGAGAGTGATCGAAACG 

TGTGGAAATGCCTTCTTAAAGTTTATAAAAGTAAAATCAAATTACATTTT 

TTTTTCAAAAAAAATAATTTAAAACTAAATGTACCTTAAA 

>469.1 

TGGAGCTCCACGCGGTGGCGGTCGGAAGGAGAATGGTATCACTCAGGCTG 

TGAGAGTGACACTGAAGCAAGACACTCATGGGGTAGGACATGACCCTGGC 

AAGGAGTTCACAAACCACTGGTGGAATGAGCTCTTCAACAAGACTGCGGC 

CAACTTGGTAGTGGAAACTGGGCAGGATGGAGTAGCTTCAGGATTGGCCT 

GTTATCTTCTTTAGAACTAAGTTCATCTTAAAAATTTAAGAAGGTGGACA 

TTTCAACACCATCAAGTGCATTTAGGTGACATGTTTAAGTTAACTTGACT 

TCCTTGAATGACCTAGTTAGTAAACTAGTCACTAGTAATTCGGTCACCAA 

QCAAATCAAGCCTGCAAGAAAQGAAGCGAATATTGAAAATGCCAtGTTAG 

CATCTAAACCC . . 

' TTGGAGCfcCCCGCGGTGbCGGCCGAGG^^ 

TCTGGACTTGCTCCGAGCATCCGGACCAAAACCATCAGTGCCACAGGCAC 
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GACAGAAGCCGAACCGGAAGTTGACAACCTTCTGGTTTCAGATGCCACCC 
CAGACGGTTTCCGTCTGTCCTGGACAGCTGATGAAGGGGTCTTCGACAAT 
TTTGTTGTCAAAATGAGAGATACCAAAAAGCAGTCTGAGCCACTGGAAAT 
AACCCTACTTGCGCCCGAACGT 

>471.1 

TTGGAGGTCCCCGCGGTGGCGGCGGAGGTACI I I M 1 I I I I I I I I i I I I I 

TGGGAAGACACAAAGATTCAGACCACAGGCTACAGGGAGAGAGGATTTOT 

GAGGATGGTGGTGCACTGTGAGTCCACGCAGGCCTCCTGGGCATAGGATG 

GAGCAATTCTATCTCACCTCAGGCCTAGCACAAAGGGCTTCAGTAAACCA 

CTGGAGTTTCCTTCATTAGGATTCCATCCCAGGATATCCAGAGGACAAGA 

GGCTGGCCAACTGCAGGATTAGCCTATGCTCCCGTGCTGGATATAGGCTA 

GACGCAAGAGAAAGCTTGGGTGGGATCTCCTGATCCCGGGT 

>472.1 

CGGGCAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATTCGTGCTTT 

GTGTGCGGTGATAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTC 

TGTGCAACAAGTTATCGGTGTGGGAGGGGTTTCCGGTGTCTGGGTCTGAT 

CTTGGTCGGTGGATAGTCGTCTGTG I I t I 1 i CGGTGCCGAAGGCGACGGC 

TTTGGTATGGGTTCGTGGCGGGGTGGTTGGCCAAGTGCTGTGTAATAATT 

TCAGGAGAGGATACTTTGTTGCTGCTGCAGGATCAGCCATGGTAGATTAT 

GGTTTTTGAGAACCAGATGGGGCACACAATTTGTAGTGTGCCCATTTAAC 

AG 

>473.1 

ACCGCGGTGGCGGACGAGGTACAAAATAA TTATAATGTATT AACTCATAC 
TGCCTGTCTTTTATAGGGGAAAAAAATAACCTTTTTTATTTTAAAGTTAT 
AAGGTGGGTTACCTTTTAGTTGCTTGGATGACAGGGAATTAGCCTACCCG 
ATTTTGGTCTGGAACAGAAGACTTTCAAATTTAATATGGCCCAAGTGTCT 

TGCTACTTAAGTGCAAGATC 
>473.2 

TTGTCATTTTGAAAAGACATGCTTTTTCTTAAAGCAACAAAGGTGGTAGA 

GGAAATTTCTTAAACTTTGTCAACGAG 

>474.1 

GGCGGCCGCCCGGGCAGGTACGCGGGGGAGGTGAGCCGGTGGGTGAGCGG 

CGGCCACGGCATCCTGTGCTGTGGGGGCTACGAGGAAAGATCTAATTATC 

ATGGACCTGCGACAGTTTCTTATGTGCCTGTGCCTGTGGACAGCCTTTGG 

CTTGAGCAAACCGACAGAAAAGAAGGACCGTGTACTTCTAAAATTGCACT 

TTATGTTTTGTAGGCTTGGAGCTTCTTGATTATGGGTTTTTTCG TTACA A 

AATTCAACAACAGAATCAATACTTTGCATAAACATTATGGATGCTTTTTC 

TGTTTGT 

>476.1 

CGCGGTGGCGAGAGGGTTAGATTG GTAA GGGTGACAGTTAGA AGGGG AAG 

TCCTTTTAGTGAAATAGATGAGAGGTTTTAGATCTGCACAAACCTTTTTC 

ATGGAAGTCCAACTTTGGTCCTGGGTAGTTTAAAGGACGTAGTCCCATGT 

>476.1 

GGCTACACGCTAGGAACCTTGCAGCTTACAGTGACAGAGCTCCCATTCAC 

GAGGCCACCACTCATCTCGATTTCTGGATCTCTAGGGAATGAGTAGAGCT 

CCAGCTGGATTCCCTTTTCCAGTTTCTTATGTCCACAAGTCACTGTGCAC 

AGATAAGAGTGTTCGTTCTCAAAACTCACAGGGCTCAGGGTCAGCGTGGA 

ATTGGTCCCCTTCACTCCTCACCTTCCCGGTCAGAGGGCTGTCTATCTGG 

GTTCTCCAGGAGAAAGATGGGGATTCACAGCCCATGACACCTACATGTCA 

ACATGACTGAGTCTCCAATCTGAGCAGCAATCCGGGGTCCAGGGGAGATC 

TCAAGAGTAAATGGTTTCTC 

>477.1 . • • • 

CGGCGGCCGCCCGGGCAGGTACl 1 1 1 1 I I.I I M I I I U M I N I 1 1 1 IIG . 
GCAAAAATATTTATtAAAATGATTTTmAAGTTTGAACTTTATTGGAAG . 
GAGTdCCTCTAATTGACACTTl^CATC&rAGATAAAtGGiSTAAGA^ 
TATGGAATATAAAGCATTGATTTTTTAAAAACCACATAGTAGGACAGTGA 
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AAGAAATGCAATTCTCCAGGGTCTTAGAGAATTCAAAGGGGCATCTTAGG 

TGGTCTAAGAAACCAATTACAGTCTCATGGTTTTCCTTTTGGTTCAAGAT 

TAGAAGAGTCAGGTTACCACTACCTGTTTTTAGAGGTAGAATATGAACTT 

TCTACTAGTCCACAGTTTAGTGGTCAGGTGGCCCCAAC 

>478.1 

CGCGGTGGCGGGCGAGGTACCTGCATCAGGGATAAGAACGCATTCCCCTG 
CCTTGTTCCGGTGTGCTGTCGCCATTGCACCATCCATGAGACGCACTCTT 
GTATAGAAGTAAAATTGCCTTGCTGAGAAAAAAAAAAAAAAAAAAAAAAA 
GT 

>479.1 

CGCGGTGGCGGCCGAGGTACGCGGGGGGTGTGGCCTGCATCTCAGCTGGC 
CGCCATCAGTGTAAATAGAGCTTAAAGTCATGGTTTGGCTGCATAAAAAT 
TTTCTAAGTTGGGTTGAATATTTGTAGCGAAGTATCTGTTTTCATTTT 
>480.1 

ACAGATGCAAACGGAGGTGTAGACTGTGCAGCTGCCAAAGTGGTGACAAG 

CAATCCAGAGGACCATGAAAGGATCTTAATGCAAGTCATGAACTTGAATG 

TGCCGATGAGGCCTGGCATTCTTGTCCAGAGACAGAGTAAGGAAGTGTTG 

GCCACACCCTTAGAAAAGAGAAGGGACATGGAGGCAGAAAAAAAAAAAAA 

AAAAAAAAAAACGT 

>481.1 

AATAACCCAAATTTGTTGATGTTTTGTGGCCAAGGTGAGGGCTGCAAGTG 

TTTTCTAAGGGTTGAAACATCAGAATAAAGGTATGGTGGCAAGTCCTCCT 

TCTGCTAGGCTGGCTGGCAAGGCCCTATGTCTTGACCTAGGTGGTAGTTA 

CAAGGGTATTTATTTGCCTTATAATAATTCACTAAACTATGTATTTGAGT 

AGATTTTTATGTGTGTGCTTTAATTTACAAAAAAAAAAAAAAAAAAAAAA 

GGTG 

>482.1 

GTGAGAGATCCCCTCATAATTTCCCCAAAGCGTAACCATGTGTGAATAAA 

TTTTGAGCTAGTAGGGTTGCAGCCACGAGTAAGTCTTCCCTTGTTATTGT 

GTAGCCAGAATGCCGCAAAACTTCCATGCCTAAGCGAACTGTTGAGAGTA 

CGTTTCGATTTCTGACTGTGTTAGCCTGGAAGTGCTTGTCGCAACCTTGT 

TTCTGAGCATGAACGCCCGCAAGCCAACATGTTAGTTGAAGCATCAGGGC 

GATTAGCAGCATGATATCAAAACGCTCTGAGCTGCTCGTTCGGCTATGGC 

GTAGGCCTAGTCCGTAGGCAGGACTTTTCAAGTCTGGGAAGGTTTCTTCA 

ATCTGCATTCGCTTCGAATAGATATTAACAAGTTGTTTGGGT 

>483.1 

TGGCGGCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACAGCAAA 

AAGTGAAGAATTGTTACAAAGTAGAGGAGACAAAGATTGGAG 

>484.1 

GATGTGAACAATGTQTCATTGGTCTCAAGAGAAGGAtGTGGATGGCGTGG 
ACCGCACAGCTGGTGCAATTCGAGGCCGGGCAGCCCGGGTCATTCACGTA 
GTCAGCTCAGAGATGGACATCGAGCGGGGGCCCGGGGAGGTACACAAGCT 
TTATTGGGCAACAGCAACGAGCCACGCTGGCAAACAATGAAAGTAGAGTG 
GCTCAGAAACACGAAAGATCATATGTGTGTCATCACAGCATCGAGAATTT 
• AAATCATCTGGAAGTTCCTGCTAAATTAAAGCATACTGTGCCAGAGCTCC 
CCTCTAATCAAAAAACGCTGTCCTGGTGAAAATTTGCAATGAGGATTACA 
GAGAGAGAGATCAACCAGTGAGGAAATCACAGACTCTTACATGAGTTTAC 
AGTTAACCCCACTGCACAAAATAATAAATTAGCCATAATTTGG I M II I i 
TG 

>485.1 

CGTGAGGTA7TGTTTGGATTGTTACAATGAACTTGCATTTCTTTTGTAAT 
• GAAiQAAAATAATAGAGAGGAAATAACAACAAGTAAACOTTTQGCCTGGAT 
TAT CATCGG CTGGAAATTCATGTTGGATGCAAG 1 1 I U A TTGATAACAAG 
TTATrrTTTGGTTTATATG.CAAAAAATG7TCATTGAATGCCTCCTATT^ . 
GCTiGGCACTGCCTAGGOACTtTCACAGiSTATTTCATCSCT 
CAGCCCTATGAGGTAATCATTGGTCCCAGTTTACAGAAGCCTTGGGTGGG 
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AGATTATTGCTTGATATACTTCTATTTGCCACACATTTTTGTTGGCAAGA 

CGTTCGTATCGGCTGGTGATTCACTGGTGAAGAGCTCTCATTGGGCAGGA 

GTTCCTATTTGTTGCTGTAAGATTCAAATAATCAAAATACTAGAATTTTT 

CCCCCACAAGAATGATGG 

>486.1 

TGGCGGCGGCCCGGGCAGGTACGCGGGAGTGTGGATTGAACAGAAAATTG 

GAAATCATAGTCAAAGGGGTTCCCTTGGTTCGCCAGTCATTTATTTGTAA 

CTTGAGTGGGGTGTTTTCTGCTTAAAAATTTCAATTCTCGTGGTAACAAC 

GCAGAGTAGAAGGAGAGGGTGACTTTACCGAACTGACAGCCATTGGGGAG 

GCAGATGCGGGTGTGGAGGTGTGGGCTGAAGGTAGTGACTGTTTGATTTT 

AAAAAGTGTGAGTGTCAGTTGTATCTGTTGCTTTTCTGAATGATTCAGGG 

ATACAAATGGGGTTGTCTCATTGATTAAAAGAAAAGGGGAGATCTTTCTA 

AGATTCTCTGTGGGAAAATGACTGTCAATAAAATGGGGGTTTCTGGGCCA 

AAAATTATAAATTTATGGAATATATAATACTAATAGAATAATGTT 

>487.1 

GGTACTTGTTATTTGTTTCTATTATTACTGTTTGACTTCTCCCCAGGGTT 

CAGTGCTCAAGGGGCGATCCTGTGGCAGGATGCAGTGCGCGTAGGTTAGA 

GGCTGCGTCAATTGCCCCTGGGCACCAGCGCCCACTCTGTGGGTGACCTT 

GAGGAGTGTTGTGTGCATTGGTGTGAATTAGGTCACTTGGTGATATGTGG 

TATATTGGGTAAATTGAAAGCTGGAATTGTGGGGCAATGTATTAATAGCT 

GCCTTAAAGTGAGTAAGTTAGGGTTAGGGAGGCTGGGGGAAAAGGTTAGA 

TTTTGTATTCAGGGG MINI GTGT 

>488.1 

G I I I I I I I I I G 1 I I I i N M GGTGCTTTATTTTCAATATTTGTCTTATTA 

ATA I I I I ICTTATTTTATAATGCAATTACAAGGGTTTAGGAGACAAAACA 

ATATAAACAAACGAATGTTAAATAG i N I I I I I A AAAAATAG CTTGT TGC 

TTGCAAGAAAGTCCATATAATCTTATTCCCCCCCAAATATAATTTTATAC 

TTTGCACTAAAGCAAAATAGCTTATGGAAAATTAGTATTAAATAGCTAAA 

CACAGAAAACCTACAGCTATAAATAACATAAAATACAGTTTAACTTTAAT 

GTGATGCTTAAACAAAGCAAAC 

>489.1 

GGTGGCGGCCGACCGAAACCTGGTGAAGCCCTTTGGGCGATTGGTGATCA 

CCCCTAGATCCGTGAAAGCTGGCTGCCCCCCCATCCGGGCAAGCAGGGCC 

AAGGTGGCATCTTCACATTCGTGGAACCCACCCAGTAACAGCAGCAGGTA 

I I I C I I CTGGTAAATGAGAGCGTTTCG AAAACTTTGTGCCGTCAAGTATT 

TACCATAAATTCTCTTTAAAGTGACATGTTCAGAATCAGGGCTCAGAGTT 

TGAAGTAAAGAGTCATTTCTTAGTTCAGCTTTCAATTTGTATAACTTTAG 

CCTC TGCCCT TTTCAAAG AI I I I IG GAGAGTCA AI I I NCI M iG TTCAT 

ACTTCTTTTTC 

>490.1 

AGTTTrCATGCGAATCCACTGGGGAATGGGACGATTTTGCTTTTGTTTCT 

TGGCCAGGAATCGCTTAATCQTGAAAGTCTTGTGAGAAGACATGGCGAGC 

AGGGGAGTCAAGAACAGACCACGATGGCGGAGAAAGGAAGAGQAGGCCCC 

GCGTCCTGCCCG 

>492.1 

CGCGGTGGCGGCCGAGGTACATGAGAGATAATGTTATGACAAGAATAGTT 

TCTGCAACATTAAGTATGGG 

>492.2 

TGGCTTGAATGAAATTACAAAGAGGAGGTGCATTAAAAAATACCAGCAGT 
AAAATCTCTTGAAGAATTAAAATGACAGGCTAAAAATAAATATAA 
• >493.1 

ACGCGGGGGTGGCGGGGTTGGGTTGAGGGGGCI I I I I GGAAGTTTGTGGG 
GGAGTTCTGTGATATGAGCAACAATGGACCAGAAGATTTTATCTCTAGCA 

GCAGAAAAAACAGCAGAGAAACTGCAAQAATTTCTTGGGGAGGGCGTGGG 
GAATG C I h I i rA tCTCATATtAGTQCCtGtGATGGCAtCTtTCATCTAA 
CACGTGCTTTTGAAGATGATGATATCACGCACGTTGAAGGAAGTGTAGAT 
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CCTATTCGAGATATAGAAATAATACATGAAGAGCTTCAGCTTAAAGATGA 

GGAAATGATTGGGCCCATTATAGATAAAGTAGAAAAGGTGCCTGTGAGAG 

GAGGAGATAAAAAACTAAAACCTGAATATGATATAATGTGCAAAGTAAAA 

TGCTGGGTTATTAGATCAAAAGAAAGGTGTTGGGTTCTATCATGATTGGA 

AT 

>494.1 

CGGTGGCGGCCGAGGTACTCATGGTTGCTGTAAATTAGGCAGCCGTTCTG 

CAGGGTTTTGCTTAGCCAGGCTCCTCTGAGATCTGGCTATTCTGTCTTGT 

GGATTTTCAGTCCCCGGGTACCTGCCCGGGCGGTTCGAGCGGTCGTCGGG 

TCAGGTACATATACATTATGTAATTAAAAAGCGTGCATGTTTATGTATTA 

AAAATAATTGGATTTAAACAAATATTATATATACATTATAACACGTAAAC 

GCATAGGCTGTTGTTATTCACAATAGTTATACCAATATTATTAATGA 

>495.1 

GATCTCAAGATCTGGAGTTCTGTTGAAAAATTTTCCACGTGAGGTTTACT 

T ATGTGTGTAAAG ATG G G AAAAAAATACAAG AAC ATTGTTGT AGTAAAAG 

GATTAGAGGTCATGAATGATTATCATTTTAGAATGGTTAAGTCCTTACTG 

AGGAACGATTTAAAACTTAATTTAAAAATGAGAGAAGAGTATGACAAAAT 

TCAGATTGCTGAGTTGATGGAAGAAAAGTG 

>496.1 

CGGGCAGGTACCGTGAAAAGGCACTTCTGGTTGAGAAGCCTGACAGTGTC 

GTTAATGTGCTGGTGGGGCATGGTGAAAATTTGAGGGCAACAGTAAAGGA 

CCCTCTTTAATTTCCCTTCTCGAAGGCCAAGCTTTTGCAGGTAAGTGGAG 

CGCTTCCTCATTTGCATAATAGGCAGTTTCAATAACTGGGGACTTT 

>497.1 

GAGCTCACCGGGTGGCGGCCGAGGTAGTGGGAGCCTCATAAGGCTGGCTG 

TTGAGGTGTA7TGACTGTGAAAGCCCGCATGTGAACTCACAAAA 

>498.1 

ACAGGGCCTTCCACTTCAGCTGACTGAATTTAGGCAGTTCTGGCCACTTC 

AGTTTCCGCACCCAGGCCTCCTGACCCATGGTATCTACGATGAGATCCAG 

CTGTCCATTATACACCGTCACGTTGATCCCT 

>499.1 

GGGGGCGGCCGAGGTACCTCAATTGATGATTTCTGGTATGACCTAGCAAA 

TACACTGCTTTCACTGAAATTTCAGTCTTGCAATCTGCTTTGGGTTCCCC 

AATCTAAGACAGAAACATACTCATTTTCCCATCACTGGACTTCCAGGTTG 

TTTTCAATTTTTAACTGTTACAAACAAGGTGGCAACATTTATCTACAAAC 

CTCTGGATATACACGTAGGAAGCTTTTGGTATTTCCACTAGTGAAACTGC 

TCAGTTGAAGGGTATGTGGATCTTCATCTTTAATAAATATTACCAACATG 

TGAAAAGCGCGAGAATGTCAAGGACTGGCAAGAGTGCCACATGTGATGGG 

TGTGGAATGGCAGCTCACTGTAGCAGGTGCTGGGGACTCAATTGGGGTCT 

TGGAGAAGCACTTAGTTATAGCAAGAATGTCTCATAA 

>500.1 

GGGGGTGCCCTAAATGAGTGAGCCTAACGTCACATTTAATTTGCGGTTT6 

CGCCTCAACTTGCGCCCGCTTTTCCAG 

>501.1 

TGTTAAAGCCTGGGGGTGCCTAATGAGTGGAGCTTAAACTTCACAATTAA 

ATTGCCG 

>503.1 

GCGGTGGCGGCCGAGGTACI I II M I M I I I I I M I I I I I lATGAATTAT 

TTATTTTCTTTCTCAGAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCA 

GGATGTGG 

>504.1 

TGGCTAATGAGGTGAGCTAACTCACATTAATTTGCqTTGGTGCTCACTGC . 
CCCGCTTTCCAGTCGGGAAAAC. 

ACTCGTCTTGGTGAGAGCGTGAGCtGCtGAGAtTTGG 
GCCCGCTTGGAGTTCTGAGCCGATGGAAGAGTTCACTCATGTTTGCAGCC 
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GCGGTGATGCGTGCTTTTCGCAAGAACAAGACTCTTGGCTATGGAGTCCC 

CATGTTGATGGATCCTGAGCTTGAAAAAAACTGAAAGAGAATAAAATATC 

TTTAGAGTCGGAATATGAGAAAATCAAAGACTCCAAGTTTGATGACTGGA 

AGAATATTCGAGGACCCAGGCCTTGGGAAGATCCTGACCTTCTTCAAGGA 

AGAAATCCAGAAAGCCTTAAGACTAAGACAACTTGACTCTGCTGATTCTT 

rmrcc 1 1 1 1 1 1 1 1 1 1 1 1 m aaataaaaatattattaactggacctccta 

ATATATACTTCTATCAAGTGGAAAGGAAATTCCCGGCCCATGGAAACTTG 

GATATGGGTAATTTG 

>507,1 

GGTGGCGGCCGCCCGGGCAGGTACGCGGAAATCCCGTAACTTCGTTGCTA 

TCTTCCCATCCGATATTTAGGTTAGATATGAGAAGTTGTGTAT 

>509.1 

CGGCCGAGGTACACTCCCACGACGACGGCATGGTCTGTTTGATATGGCTC 
AA 

>510.1 

AGGCGGGGTGCGGGAGGGGGAAAAAAAGAAATATAGCCTGGCAGCGCTGC 

CGGCCGGAAAGCGGAGAGGGACGCTAAGATCAGCAAATTCGCCAGTTTGG 

ATCCTTGTCCTTTTCCGCCCTTTTCCCCCCATTAAATCCAGAACCCGTCA 

CATGATAATTA 

>514.1 

ACCTCCGAAATCTTACCTTCAGTCTTCTCTGCCACCCAGTCATTTATATG 

CTTCGTGCACTCTTCAGTGTCTTCAGCAAAGGACAACTCCTCCAGCTCTG 

CCTGATAGAACTTCTGACAGTATTCTTTAAAGTCTGGAAGGAAATCACAC 

GTCTTTTCTCCAAAGAGTCTGTTGGCAGTTCTAAGCAAGTAGGCGGGGTA 

AGCAGGAAGTGAAACCACAGAGCTTCAAAAAAAGAGCGGGACAGGGACAA 

GCGTATGTAAGAGGCTGAACATGAATCCACAGATGAGAAATGCGATGGAG 

CGGATGTATCGAGACACATTCTACGACAAGTTTGAAAACGAACCCATCCT 

CTATGGTCGGAGCTACACTTGGCTGTGCTATGAAGTGAAAATAAAGAGGG 

GCCGCTCAAATCTCCTTTGGGACACAGGGGTCTTTCGAGGCCAGGTGTAT 

TTC 

>515.1 

TGGAGCTCCCCGCGGTGGCGGTCGAGGTACGCGGGGACGGCGGAGCTGGG 

TCTCACGTGGAGGCGGGTTAATTTCGCCCACCGGAATGATCACCAAGACA 

CAGAAAGTAGACCTTGGGCTCCCAGAGAAGAAAAAGAAGAAGAAAGTGGT 

CAAAGAACCAGAGACTCGATACTCAGTTTTAAACAATGATGATTACTTTG 

CTGATGTTTCTGCTTTAAGAGCTACATCCCCCTCTAAGAGTGTGGCCCAT 

GGGCAGGCACCTGAGATGCCTCTAGTGAAGAAAAAAAAAAAAAAAAAAAA 

AGTACCTGCCGGGGCGGGCGCTCGACGTGGTCGCGGCCGAGGTACAACTG 

CAGTAAGAGGGAGGGTTAATTCACAGCTTCCAGCTCTTGGCGGCAGAGTG 

CGATGCACTCCTGCAGATAAGGGTCATTTCCATTCCGGGAGAACCTC1TC 

GAAAAAGAACGCGGATGAGAGTATCTGGCAAATTGCAGCCCTTGGGGGGG 

TTTTCAAATAG 

>516.1 

TTCCAGCATGTTGCATCTCTGCATTTATCCTATATCATTAAAAGAACATA 

AGTTATCATGGTGTTGGGTAAATTAGC 

>517.1 

ACGCGGGTGTTGATCCAGTTCTTGCTTTTCAACGAGAAGGATTTGGACGT 

CAGAGTATGTCAGAAAAACGCACAAAGCAATTTTCAGATGCCAGTCAATT 

GGATTTCGTTAAAACACGAAAATCAAAAAGCATGGATTTAGTAGCTGAGG 

AGACTAAACTCAATACAGTGGATGACTAGAAAGCAGGTTCTCCGAGCAGA 

GATGTGGGTCCTTCCCTGGGTCTGAAGAAGTCAAGGTCATTGGAGAGTCT 

GGAGACGGCAGTTGCCGAGGTGACTTTGAATGGGGATATTCCTTTCCATC 
GTCCA 

>518.1 

GGGGGGAGGAGGSGGGGGGGGCMGCGGAAAAAAAA^ 
AAAAAAGAAAGGGCAGACAAAGC 
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>519.1 

ACCTTTGTCAGCAATITTGACAGTCATTAATGTTTGTCATAATTTTAAAT 

AAAGTGTC 

>520.1 

ACTATGTTGAATAAATG I M I I 1 I CCCTTTTAATnTTCTGCTTCCCTAG 

TGCATAGAA 
>521.1 

CCGGGCAGGACGCGGGCGGCTCTTAGCGGTGGATCAGTCGGCTCGTGCGT 

GGATGAAGAACGCAGCTAGGTGCGAGAATTAATGTGAATTGCAGGACACA 

TTGATCATCGACACTTCGAACGCACTTGCGGCCCCGGGTTCCTCCCGGGG 

CTACCGCCTGTCTGAGCCGTGGCTTCCAAAAAAAAAAAA 

>522.1 

TTGGAGCTCCACGGGGTGGCGGCCGAGGTACACCTCCCCAAGCTCTCTTC 

CTCCGGCTCTAGCTATATAAGACGTGCCTGGTTCCCCTTCGCCTTGCACC 

AAGACTGTAAGTTTCCTGAGGCCTCCCCAGC TTCCT GCATGCTTCCTGTG 

CAGCGTGCAGAACTGTAAGTCAATTAAACCTCTTTTCTTTATAAATTACC 

GAGTCTCAGGTAGTTGTTCACAGCAATGTGAGAACAGACTAACAACAATC 

AACTCATGGCTTTAAGAGAAAAAAAATAGGTAAGTTGAAAATTAAGATAT 

TACCACATGCAACTTGTTTATTGTTGAGAAAAGAAAAAAGTCCAAAATGA 

AAGGAAAGGACCGGTrTTAAAGCCTCATATCTTTCTCAGGGGTCACTGCA 

GTCTGGCCATATCTCAAGCAGGTCT 

>523.1 

ACGCGGGGGAGTGAGAGGGAAGGAGAGTAAGAGAAAGAAAGAAGTGAGGG 

GATGTAAACTCGAATAAATTTCAAAGTGCCTCCGAGGGATGCAACGGGCA 

AAAACTGAACTGTTCAGGGTTCAGATTGTAACTGACGATCTGAGGAAAAA 

TGAGGTTTGTGTGATTTTGCTAAAATGCATCACCAACAGCGAATGGCTGC 

CTTAGGGACGGACAAAGAGCTGAGTGATTTACTGGATTTCAGTGCGATGT 

TTTCACCTCCTGTGAGCAGTGGGAAAAATGGACCAACTTCTTTGGCAAGT 

GGACATTTTACTGGCTCAAATGTAGAAGAGAGAAGTAGCTCAGGGTCCTG 

GGGGAATGGAGGACATCCAAGCCCGTCCA 

>524.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACGCGGGGCTCTTGAGGAGTG 

AGACTGCAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACTGTTGCT 

GAGTTCATCAAGAGGACCATCTTGAAAATCCCCATGAATGAACTGACAAC 

AATCCTGAAGGCCTGGGATTTTTTGTCTGAAAATCAACTGCAGACTGTAA 

ATTTCCGACAGAGAAAGGAATCTGTAGTTCAGCACTTGATCCATCTGTGT 

GAGGAAAAGCGTGCAAGTATCAGTGATGCTGCGCT 

>526.1 

TAAAACTTAATGTCTTC CI 1 1 1 1 1 I ICT CA CTGG GI I I i I CATAGATCGA 

GACATGTAAGCAGCATCATGGAGGTAAGTTTTTGACCTTGAGAAAATGTT 

TTrGTTTCACTGTCCTGAGGACTATTTATAGACAGCTCTAACATGATAAC 

CCTCACTATGTGGAGAACATTGACAGAGTAACA I M M I I I GGGGAAGAA 

GAATCCTACAGGGTCATGTTCCCTTCTCCTGTGGAGTGGGGGGGGAAGGT 

GTATGGCCCCAGGGATGGCGATATTACTGACCCTCTACAGAGAGGGCAAA 

GGAACTGCCAGTATGGTATTGCAGGATAAAGGCAGGTGGTTACCCACATT 

ACCTGCAAGGCTTTGATCTTTCTTCTGCCATTTCCACATTGGACATCTCT 

GCTGAGGAGAGAAAATGAAGCACTCTTTT 

>527.1 

AGTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCA 

TTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTG 

AACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGAT 

CATTCAGTTTCCATATGCTGAAGG Mill CCACTATf CACACTCTGTGGC 

GTAACCTTCTTCAATATAACCCCAAATGTCACCCAATCTATTTCtTCCAG 

CTTCTCTCTGGCCATCTnTCX)TTGATCTGAGACAGTCTGATCAGTTT . 

>529.1 

CTCCCCGCGGTGGTCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTAC 
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ATGGCATTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACAC 
TTACATATGATAGTGAATGGCAACGTGACGAATTTTTGGTCTCAAGTTAA 
AATAGGAAAAACTATTACAGTGTGTACTGGATTTATGTCTATATGACAAA 
>530.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACTTGGAAACCCATTTGGATT 

AATTAGAGGTCTGTCTGAAGGAGTTGAAGCTTTATTCTATGAACCCTTCC 

AGGGTGCTGTTCAAGGCCCTGAAGAATTTGCAGAGGGGTTAGTGATTGGA 

GTGAGAAGCCTCTTTGGACACACAGTAGGTGGTGCAGCAGGAGTTGTATC 

TCGAATCACCGGTTCTG7TGGGAAAGGTTTGGGAGCAATTACAATGGACA 

AGGAATATCAGCAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCG 

>531.1 

GTTCCCTGATAATAAATCACTGGAGAACAAAAGCGAATAACAGCAGGTCT 

CTGTT 

>532.1 

TAACACTCTTAGAAGAGTGGTTTGTTCATTTGACATTGGGACGTGCACCA 

ATTTTTATTACAAAAATCAAAAAAGTAAAAATTATTACAATATTTGCAGA 

GTATAACCACTAGTTGCCTAGACAAAAGCTAATTTGTACAAAATCAAAAA 

GTTAATGCAGTTTTATTAAGAGAGTGAAAATTCTGTCAGTTAACTGGATA 

TAGATAGTGGTATATATCTTAAAGGAGAAAAGGCCAAAAAACAAAAACAA 

GGAAAAAAGAAAATACATGTCAACAGTCAGTTAAATATTTTGAGCTGAGA 

GTTTGTACAAATAGTGATTTTCACTACATATAAAGGAATCTGTTAGATGT 

GGTAAAACTTCCAGAAACCAAGTAGGAAGTGTGGAATAAAAACAATAAAT 

TCAAACGCAGCCCCAGGGTGGGCCTG I 1 1 I I CATG 

>534.1 

TGTGCAGATGAAAAAGCAGCTGAAAGGAGTCGTAAGGCTGGACCAATAAG 

CCTAAAACTGAAGCCTGATTACTGGAGTGACAAACTATTGAAAGAAGCAG 

AAGCGTTTGCTTATTATCGCCGGACACACACTGCCAATGAGCGGCGGCGG 

CGTGGTGAAATGAGGGATCTCTTTGAGAAATTAAAGATCACTATTTGGAT 

TACTTCATrCTTCCAAGGTTTCCAAAAGTCTCATTCTTACTCGAGCCTTC 

AGTGAAATTCAGGGACTAACAGATCAGGCAGACAAATTGATAGGACAGAA 

AAATCTCCTGACTCGAAAACGGAATATTCTGATACGGAAAGTATCGTCTC 

TTTCAGGTAAGACAGAAGAAGTGGTCCTGAAGAAGCTAGAGTATATTTAT 

GGAAAAGAGCAAGCAGT 

>538.1 

CGGCGGGTTTTGGAAACACTGGACTGGATGGCACATGATCCAGAACTCCG 
CTG CGTT TGGCT TCCCAA GGATCCCACCAAGTGATTGTAATGAGGGATGA 
CTGI I I lAATTTGI Mill 
>538.2 

CACAGATCAGGCCTACCTCATTGGCATATTAAGAAAGTTGTCTCAAGTAT 

ATTTAGTGTTTATCATTTTACTATAGTTCTTCAAATGACTGACATTCATC 

TTTTCCCTACCTCTAAATTCCTTTC I II II CACATTATCTTTCTTGATTG 

CTTTTTAATAGAAAAACA 

>538.3 

ACAAAGACATGGATTTACTGTGCATATTAGCAGATCCATACTGGAAAATG 

CATGGAGGTTTCATATACACCACTTAC 

>539,1 

AGAAAATCTGAGACACGTGAGGCCAGACAAAGCAAGGCCGGGGCTGATGG 
CCTGGCTGCCTGGTGGTTGATGGTTTTGCTCCCCCTACC I M I I M I I GA 
GTTTATTCTGATTGA I I M I I I I CTTGGTTTCTGGATAAACCACCCTCTG 
GGGACAGGATAATAAAACATGTAATATTTTTAAGAAGGAAAAAAAAAAAA 
AAAAAAAAAGGGGCCCGGGGCCTCTAAAAATAGAGGGTGCGG 

ACTrrATTTGCTAAAAAAATGCTAATG ATATCCAAACCATCAGCTACTTG . 
TAAT CI I 1 1 1 GCTGGTGGAGGQTTTTGTCTCAATTTTGGTGGCTGCTGAG 
TGATCAGbGiTGGTGGTTGCf GAAdGTTGGAGTGGTTGTGG 
>541.1 
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CACCGCGGCGGCGGCCTGATGTAC I M I I I I 1 I N I i i I I I nGTTAAAA 

GACACAAGTAGTGATATATCAACATCTGTTTAACTCGTGACCGTTTCTTT 

TTTTGAACTTC I I I i M CTTTTGAGTGCTTTCTTCTTCCATTACCTTTTC 

CTGATTTCCACTTTCAGTTTCCATTCGTTCGGTATCTTCTGGTAGCCACA 

GCTCAGCTCCAATGTGCGAAATAGGGGAGTCTCTTTATTGACTACTGCTT 

CTCTGGGCCCCCGCGCTGGCC 

>542.1 

GCGGGCGCCCGGGCGGTACAAAATGTTAAGACGTTGTTTGTATTTGTAAG 

GCTGGTGTATTCAGAGAGCATATCTCTTATTCCTCACTTTCCACCCCCGT 

ATTTTGTAATGACCATGATCAATG I I I I lACM I I IGTATAATGGGGTGG 

GGTGGAGTGGGGGCTATTGACAGTCACCCTGAGGTCTTTAGAGGACCAGC 

TATTGTATCACCTTGGATACTTGAAGTTTAATGCTCAGTTGGGTCGGGTG 

GCATTTGACTTGGAGGCTGGCATGTTCACCAGAGCCTGGGGCCCTGTATC 

TGGGCAGCCTTTGAGGATTACTTATGATATTGAATGACAGTCTTAAGTGG 

CAACTGACGCCCAGCTCATGCCC M I U I GCCTGGACATGTGGTA I I I N 

AT 

>543.1 

GACACACCATGCACGGAAAACAAATTGCAATAATGTGATAAGTTCTTTAA 

AAGAGGTAAGAGGAACGTGCTTTGGGAGCAGAGAAGAGGGAGAAAGCAGC 

ATCTTGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCCACTATCTCAT 

TrAATCTTTACAACTCTCTTGGAAGGTTCCGTGGTTGTGAAAATACATGA 

GATGAATCATGAAGGCCACTATCATCGTCCTTCTGCTTGCACAAGTTTCC 

TGGGCTGGACCGTTTCAACAGAGAGGCTTATTTGACTTTATGCTAGAAGA 

TGAGGCTTCTGGGATAGGCGCAGAAGTTCCTGATGAGCGCGAGTTCGAGC 

CCTCCCTATGCCCAGTGTGCCCCTTCCGCTGTCAATGCCAT 

>544,1 

TGGCGGCCGAGGACACAATACTTACTTACAAATTTAATACTGCTTCAAGG 

T ATTTA ATCTAAAATTTTACCAACTTTGATTTGTCTGGTTAGGATATTTT 

GTTTTAGTGGATATGCTTTAATTCGGATCAATTACTGCAGTAAATCTCAT 

CCCTAAGCATGAAATGTTGTCAACAAATACCCAGTTGCATTTAGTTATCA 

ATTAGCCCAAATAAGAGATACAAAGTATAACAGTGACCAACCTTGTACCT 

GCCCGGGCGGCCGCTCGACCACTGACATAGACTGAAAGCAAGAAGAGTGC 

TGTGTTTGTTGCTATATCCCCTCCAACACCTAAGGCAATGCATTTCACAT 

CTTGCTGAGAGCAGATAACTCAATACCTGGAACTAGAAAATTAGAATCTA 

AAAGACGGAAGGCATCTAAAGAACAGTTGGCATCATGGGAGAGGTGAGAA 

AT 

>545.1 

TGTTTCCTGTGTGAAATTTGTTATCCGCTTCACAAATTCCACACAACATT 
AC 

>546.1 

CCGGGCAGGTACCTGATGCAGGGAATTGAAGCCAGACCCAAAACGGGCAA 

CCCAATAGGATGGCCATGTGCCCCATTAATGCCAGCTTGTCCAAGTGTAA 

TTATTAACAGTGCCCCCTTTCACTCTCCAAAGAGTCCCTGTCCAGACAGG 

TAATTGTGAAAGTCGCCTTCAAAATGACTGGCCGGTAAGGAAAGTGGAGT 

GAGGGAAGCAGGGTAGGTGGAGGTGTGAAAGGGAGAAGGGCCTCATCTCA 

GGGTGGCTGGACCTGCACCAGCATCGGCCTGCATGAATGTGCTCCTACTC 

TTGCCCAGGCTGAGTATCAAGAGAAGCAAGAAATCTAGATAAAAATCCAA 

ATCCAGAAACATCAGCGTTTTGAGGTTAACATGTTGGCAATTATTCAGCT 

TTATGA 

>547.1 

6GGGGCCGAGTCAGGTAAGCCGTGGCTGCCTGGACCCACTGCGAGGGAGA 

CGAAAAGCCTTCATACATGTCAAGTTQGGGGACAAAAAAGGGGGAAGGGG 

eGGCACGAAGGCTCATCATTCAAAATAAAACAAAATAAA 

>548.1 

GiGTACCCfTTGTAATATCCTTTAtATAAACCAGTAAATGCTGT^ 
AGTTCTGTGAGGTGCTCTGGCAAATTAATCAAACCCAAGAAGGGGGTTGT 



Page 72 of 111 



wo 01/42467 



555 

Table 3 



PCT/USOO/33312 



GGGAACCCCAATTTATAGCTATTCAGTCAGAAAAAAACAGGTTAGACAAT 

GTGGGGCTTGCGACTGGCATTGGAAGTGGGGGACAGTTGTGGGGGGCTCA 

GCCTrCAACCTGTGGGATCTGACGCTATCTCTGGGTAGATGAAGTAGAAT 

TGAACTGGGGGACACCCAGCTGGTGTCCACTGCAGAATGAATTGCTTGCT 

TGATGTCTAGGGAGGCCGCAGAATTATAGCAGGAGGTGAAAAGCACTTCT 

TATTAGCAGTGGCAAGAGAAAATGAGAAGGAGGAAAAGGTGAAACTCGTG 

ATAAACCAATCAGATCTCATGAGGCTCATTAACTATAACAAGAATAGCAT 

GGGAAAGACT 

>549.1 

TGGAAACGCTGCAACGATTGTCGAGTCGTATAGCGTCTATGTACATATAG 

CAT 

>549 2 

ATAGTCATTGGTGTAGAGATAGAAAATGCTTCGTACATGTCAATGGGAGA 

ATGGGTGGTACCACTACACCGGAACTATCCCTAAGTCCATCCGCCTGGGG 

GGAAAGGAAGGAAAAAAAGA 

>550.1 

CTGTGGAGAACCTACGCACTGCACGCCATGCCTGTTTCCTACTCAAGCCT 

CAAGACTTCTAGCTTGATCTGCTTGCCTTCCTTGACCATCTACCTAGAAC 

TAACCGAGTCCCAGCTCGCAACCTGGCATGAGCTTGGACAGGGTGGAGCG 

CCACCCTGCCTGAACCATGGAGACAGCC 

>551.1 

GGCGGCCGAGGTACATTAGGAAAAACAGTGGACTTTGTGACCTTGAAAAA 

GTCATTTAACATCTCTGAACCCTACTTTCTAAGTCTCTACAAGTAATATA 

TAGTGGGTGAGGTGTTGTTTCTTTGTTCTGTTACTCGGATGTGAAACTCT 

CCTTTTGTAGATGAAACCATTGCGTAAGTAATATAAAGACTTTTCCCTGT 

AGTTATCTTACAGACTGGAGAGAGTGCTAGTGAATGCTTTTGTCTTCAAT 

GCCCATCTCTTGGAAATATTGAAGGTGGAGTAGCAACCGGGCATTATATT 

ATCTCTTGGAAAAGGACCTCAGCAATGGAGAATATCCCCATCATCACAAC 

TGTGATCACTGTGCCGCACGTGATTGTGGAGAATATCCCTCTCCATGTGA 

ATGCAGAATGAGATTCATTTACAAAACGAA 

>552.1 

TGGCCGGCCGCCCGGGCAGGTACTACAATGATTCTGAAGCACAGTGTATT 

CAGACAGATACAGTGAACCAAGTGCAATATGTAAGGATGAAAGAAGAAGA 

GATGACAAAGAAATCCAAGTAAATGCGTTGTCTTTGCAAATGTTTTTATA 

TTAAATCATAAGGGAAGGGAACTACTGGCTTAAATGTTATCAAAAGAGTT 

TTCTAAGAAGGTTAATACCTTAGTTCTTAAGA! 11 1 1 1 1 TGTTTATGTGT 

AGTGTTTTCATGCTACCTTGGTAGGAAAGTTATTTACAAACCATATTAAA 

AGGCTAATTTAAATATAAATAATATAAAGTGGTCTGAATAAAGCAGAAAT 

ATATTACAGTTCATTCCACAGAAAGGCATTCCAAACCACCCAAATGACCA 

AGGCATATATAGTATTTGGAGGAATCAGGGGTTTGGAAGGAGTACGGAGG 

AAGAATGAAGGAAAATGGAACCAGCATGATTATA 

>553.1 

TGGCGGCCGAGGTACCCATCTCTGCCCATCACCGCTGGAATTTTGATGAC 

CTATTGGAAAAGATCTGGGACTATCTGAAACTAGTGAGAATTTACACCAA 

ACCCAAAGGCCAGTTACCAGATTACACATCCCCAGTGGTGCTTCCTTACT 

TCGAGCGGCCGCCCCGGCAGGGACTTCACACCAAACACTAGCTCAAGCAC 

TGACGTTATTCTACAGGACTATGAACCTTCATATCCACAnTACAGTCCG 

GACAGATAAAGGAAAACAACCCAAATCCAGGAGGCAATATAAAAGGAAGA 

GAACAAAACACACATTCATACACTCACAGTTAAAAATAGGGGAAGACCAA 

CAGGGGAACTTTCGTTCTCTTCTGGATGTCTACTTAAAAATCCCATGTGG 

T 

>554.1 

TGGGGGCCGAGGTACTCTTGAGATTGCTTTAAATTTTGTATTGAAACAAC 
AATACATTTTGCAGTGTAGTAATGGGAGCACTAAGTGTTACAACAGTTAG . . 
TeAAtCGTTTTAAAGAATCAGfTCAGTGTAGACATTTTGAAAA^ 

TCCTGTGCTCTACAATAGCTTAGTGCAATGTGCACTTCTGTTTTACTTGC 
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CATTTTCCTGCTCTGTTTTCTCTGTGACATGAAGCA ACAGAA ACTGAGAT 

CAAAGTTAAGATTATATCGTGTTTGTAGTATCAGATATTTTTGTGTGTAC 

ATTTACATTCAAGTTGATAACACTGGTGGTTTCATTTCAATACAAATTAT 

GCTAGAGAACTGACATTTTCAGACATGGTCATATATATGCTATTTGAATT 

CCTTTATCTTGATACAGATGTTGATTGTGAATGTCTGATGATAGATGTGC 

AGCTAATTTGTCCCGAAACTCATGAAGAT 

>555.1 

TGGCGGGCGCCCGGGCAGGTACAAGACCATGACACGCCCAAAACAGTTCC 

TGCAGATGTTGTCGTTGGAAAACTGTCGTCTTAGAGAAGCCAGTTGCAAG 

GACCTTGCTGCTGTGTTGGTTGTCAGCAAGAAGCTGACAGACCTGTGCTT 

GGCCAAAAACCCCATTGGGGATACAGGGGTGAAGTTTCTGTGTGAGGGCT 

TGAGTTACCCTGATTGTAAACTGCAGAGGTTGGTGTTACAGCAATGCAGC 

ATAACGAAGCTTGGCTGTAGATATCTGTGAGAGGCGCTCCAAGAAGCCTG 

CAGGCTGACAAAGGTGGACTTGAGTATCAAGGAGATAGCTCGTGGATTGT 

GGATTGTCTGTCAGGGATTAGAGAATCGAAAGTGTAACCTAAAAGACGTA 

CGGTTGAAGACCTATGAAACTAATTTGGAAATC 

>556.1 

TGGCGGCCGAGGTACGCGGGGGGGGAGTGGCACTCGCAGGTGGAGCAAAT 

CTCAAAATAAAGAGGCAACGGCCTTTGTCTTCCTCTCCATCTC TCTAT AG 

CACACCTTTTATTTCTTTTCTTC I I I I I I I AAGCCTCACGAAAGATTTTA 

CTTGTAGATCAACTTTCAAAATGTAGGAAGTCAGAATGGGTGACATCATC 

AGAAAAATATGTGGAGCTGATCACAAGAAGTGAAGAACCCAGAGCACGAA 

AGCGGTTGTGACTCCTGGGCCCAGGGAGTTGACAGCGTCTGGGCTTCAGA 

GGAGCCAGCGCCTCCGAGTTGTCTTGAAGTGAGGCTCTGCTGTAGTCCTG 

TTCTTGTGGCTGTAAGATCTGAATGTTGTGACCACTAATTTGCTC TTTCC 

TGGAGGGTAACCCCAGTTTGGTCCACAAGGCTTGCTGCCCAATCTTTTGC 

AACAGTTGAACCA 

>557.1 

CTCCGGGTGGCGGCCGAGGTACTGGATGTCAGGTCTGGGAAACTTCTTAG 

ATTTTGACCTCAGTCCATAAACCACACTATCACCTCGGCCATCATATGTG 

TGTACTGTGGGGACAACTGGAGTGAAAACTTCGGTTGCTGGCAGGTCCGT 

GGGAAAATCAGTGACGAGTTCATCAGATTCATCAGAATGGTGAGACTCAT 

CAGAGTGGTGAGAATCATCAGTGTCATCTACA . 

>557.2 

ACGCGGGGGGAGCGGGCCGTACCGTGTGGGCAGAAAGAGGAGGGGCTTGC 
CTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAAGTCAAGTGTTC 
GTTGCTTCCAGGGCCTGCTGAI I I I I GGAAATGTGATTATTGGGTTGGTG 
CGGGATTGCCCTGACTCCGGAGTGCATCTTCTTTGGATCTGACCAACACA 

GCCTCTACCCACTGCTTGAAGC 
>559.1 

TGGCGGCCGCGCGGGCAGGTACGCGGGGGGTGCCTGGCTCCGTTTCCTGC 

TTTTGGTTCTTACAGTAGTCGGCGTAGGCCTTAGGTGGGTTCGTGCGCCT 

TCTACCTCGCTGTTTCGGTTTTCCTGGCTCGTCGGCCCTTTTCTCCCCTG 

TTGCAGCTGGGAGCGGACGAAGGGCGAAGCTGGGATTmTACTGTCTCC 

TGAAGAATTTAACACAAACATGGATATCAGACCAAATCATACAATTTATA 

TCAACAATATGAATGACAAAATTAAAAAGGAAGAATTGAAGAGATCCCTA 

TATGCCGTGTTTTCTCAATTTGGTCATGTGGTGGACATTGTGGCTTTAAA 

>560.1 

CGGQGTGGCGGCCGAGGTACI I II M I I 1 1 I I I I I 1 1 1 1 1 I M I IGATGG 

GCAAGCGAGGCTTAGAGAGGGGTAGCGCCGGGAGGAAGCGGGGGOCGCAA 

GTGCGTTCGAAGTGTGGATGATCAATGTGTCCTGCAATTCACATTAATTC 

TCGCAGCTAGCTTGCGTTCTTATCGACGCACGAGCCGAGTGATCCACCGC 

TAAGAGTCGCCGCGGGTC 

CGGGTGGdGGGCGAGGtACCATGTGGGAAGCGCTGTGAAGAG^^ 
TTTCAAGATATACCCAAATTGCCAGTTCCAGCCCGTGTCATTAAAACTCC 
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GCTGGCGTGAAAGATGACGT CCTTA GCCCAGCAGCTGCAACGACTCGCCC 

TGCGTCAAAGGGATGCCAGCCTTTTATTTAGAGATGAAGTTGGTTCTTTG 

TTATTTGACCCTAAGGAAGCGGCCACAATTGACAGGGACACCGTCTTCGC 

CATTGGTGAGCCATGTTTTAACTTAGAAAAGCTCTTGGAAGCGTTTGTTT 

TCTGGATGTTACTG I I I M I I I I CCCCCCTGTTTTCTCTTCTGTACCCGT 

GCTCTTCCTTAACAGTTTCTGCATGTTGATGTATA 

>563.1 

CGATAAGCTTGATATCCGAATTCCTTGGAGCCCCGGGGGGGGATTGCGAC 

TTAAGTTTTGTTAAGAAGCCGGGCGCCGCCCCCGGGGGCCAAGGGTTACC 

CCCGGGGGGGGGGGGGGGG 

>564.1 

ACCAAGTAGGATAATTACTAGTGCCAAGACACACATGCACGGATGCAGAC 

ACACACACAGATGTATGCAGGCACACACACTCTCACTCCTAGACTGCTAA 

AAGCAAAAAAAAAAAAAAAAAAAAAAAAAAGTCGG 

>565.1 

GCCAGAGGGTGGTTATGAAAGTAGGAAGAAGTGGGAAGCGGGGTGAGCTG 

GTGAAGATTTTTGGTATCGACAGGGATGCCATTGCACAAGCTGTGAGGGG 

GGTGATGACCAAGGCCTAGGGGGGGTATGAAGTGTGGGGCGGGGGTCTAT 

AGATTCCTGAGATTCTGGGAAAGGGGCTCAAAG 

>566.1 

TACGCGGGGGGGGACTGGAGGACCTGTCTGGTrATTATACAGACGCATAA 

GTGGAGGTGGGATCCACACAGCTCAGAACAGCTGGATCTTGGTCAGTCTG 

TGCCAGGGGAAGATTCCTTGGAGGAGGCCCTGCAGGGACATGGAGGGAGC 

TGCTTTGCTGAGAGTCTGTGTCCTCTGCATCTGGATGAGTGCACTTTTCC 

TTTGTGTGGGAGTGAGGGCAGAGGAAGCTGGAGCGAGGGTGGAACAAAAC 

GTTCCAAGTGGGACAGATACTGGAGATCCTCAAAGTAAGCCCCTCGGTGA 

CTGGGCTGCTGGCACCATGGACCCAGAGAGCAGTATCTTTATTGAiSGATG 

CCATTAAGTATTTCAAGGAAAAAGTGAGCACACAGAATCTGCTACTCCTG 

CTGACTG 

>568.1 

CTTGGCGGGCGCTTTAACCCGAGGACGCGTCCCCCCGCGTACGCTGGATA 
GCCTTTTTTCCAGAAAGAGAGAGTAGCGCGAGCACAGCTAAGGCCACGGA 
GCGA GACATCTCGGG CCGAATGCTGTGAGGTTCAGGAATCCGCGCGTACC 
TGOGCI I I ICI I J 1 1 I 
>569 1 

GGGAAAAAi I I CM I I I I lAGATGTCCACAAAAAAGGAGATGTAAAGGGG 

AAGGTCAAGTTGTTGAGACAGCTAGTTTATTCTTGGGATGACTG 

>569J2 

GGAGGTGGTGGAGATGAGCCTTGTTTGCCAGATTTCCGTTCGTAGTTCAC 

GAGTCGTTGACCCACAAGGT 

>571.1 

CTGTAAGAGGGACCTCTCATGG7TACAGGCTTTGACAACCCAGAATCAAA 

CTGGAGAACATTCCGAAGCCGTTCTTATAAGTGTCTCCATCTCTACCTGG 

GCTGAAATGGAATGTGCAAATGTAGCCCAGCCTGGTCCTTGGGTGTTGCC 

AGTTGATTGATGACTGGGAGCCAAAGTGGCATTTTCTTTGACCTAAACGG 

GCGATGATGAAATAAATCGAGCGGCCGCCCGGGCAGGTACATCTGTGAAT 

GTGAATGCCAAAGGGAAGGCATCCCTGAAAGTCCCAAGTGTCATGAAGGA 

AATGGGACATTTGAGTGTGGCGCGTGCAGGTGCAATGAAGGGCGTGTTGG 

TAGACATTGTGAATGCAGCACAGATGAAGTTAACAG 

>572.1 

GCCTGTACTTCGTCTGATAAAAATGTTGGGAAAACACCTGAATTAAAGGA 
AGACTCATGCAACTTGTtTTCTGGCAATGAAAGCAGCAAATTAGAAAATG 
AGTGCAAAGTATTGTCATTAAACACTGATAAAACTTTATG 

AAAiSGAAAACACAAAAGCdCAAGCCGiGACACACACACAGGiACAGCGA^ 
GCAAC 
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>576-1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGTAGGAGCCTCTCT 

CCCTACTGCTGCTACACAAGACCCTGAGAGTGACCTGCAGGACGAAACCA 

TGAAGAGGGTGATCCTTGTTGGCATCG 

>577.1 

ACAGAGACCTGCTTACTTACCCCCCTTCTCCTTCGGCTGGAGCTCGGCGA 

GCGAGAGGCGGCGCTGGCGTTGGAGAGCGACGGCGGCCCCCGCGTAAGCA 

GTGGTAACAACGCAGAGTAACGCGGGAATGAAGAATCTTAGGCGGGTGCA 

CCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAGGATGATGTCT 

TCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTCAGACCTTGTG 

AAGGTGAGTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGTGCAGA 

TACACTTTGGGGGATGCAAAAGGAGCTGCAATTTTAAAGTCTTCTGATGT 

CATATCATTTCACTGTCTAGGCTACAAC 

>578.1 

TTGGAGCTCCACGCGGTGGCCCGGCCGGGCAGGTACGTCACAAGGAGTTC 

AGTCAGTAGCAGAAGGATCTTCTGTCTTGTTCCTGATGATTTGAAGGTCC 

TCAGAGTCGTGATAATCTGGTTCTTGCCGAAACTCCCAAATATCTATGGA 

GAGCTGTTCTAGCTTTTGCACAGGGAACCAGTGGACAGAGGTATGATTAA 

ACATGTGCATGTATTGCGAAGTCTGAGGAAAGTCAAGCTCCTCGAGTCCT 

TTTAAAATGTTTGCAATGTAGGGATAATTTTTCTGCAGAATCCTTGCCAA 

CAACCTCTCCTGAAGTCCTTTGAAACTGTTCCCAATGATGACCATCTTAG 

AAAGGGCATCTACTGACCAGTTACTCCATAAAAGATTGTTGTACCTCGGC 

CGCTCTAG 

>579.1 

GGTGGCGGCCGAGGTAGTTTGGACAGTGAGGGTTCGATTCATTTTAGGGG 

TAGGGTTGGGGGTGGGAGTGGGAGTGTG GGTTGGCAGGAGGAAGAA TGAG 

TCTACTTTGGAGACAATTAAGTCATGGTACI I I M I I I I M M I I M I I I 

M I I i t I GGCTAGATAGACATCTTTCTCAT GTATTG TTACTAGAACAACT 

TGTATAGGGTTTTATGGTTTGGGGAAAACATTTTTAAAAAATGG ACTTA T 

CTCTATTATACAGAGTTATAATATAAAAATGATTTAAAGGCTATATTTTT 

CAGCATGTAGGTAGCTACACTGTAATCCTGTTGAAGAAACTTTCCTATTT 

AAGCTTATAGGATGAAAATATATAATTAAAGTCTTCTGATCATAGCTT 

>580.1 

ACCATCCAAATGCTTCCCTGGTCTTGATGATCTCTTCCAGAGTCGATCTG 

AGTGGCCTTTTCTGCACCCTCCCCTTCTTTCTCTTTGAATGGAATTAAAC 

CGAATTTGGAAACAACATTGACCCAGTCAAAAGCTTCTAATGGTTTCTTT 

TTCTTCGTCCAGTTTTAGTTTGCTTTTATTAAAAAAAGAAAATAGTGCAT 

GGCCATAGCTGCTrCAGTTGTCTTATTGCAGACTAAGCATCAGGATGGTA 

TCAAAGCACAAATACTTTGGAGGGGAATGCGTTGAACTGGGGCAAGT 

>581.1 . 

AGGGCCGGTTTTGCCGTTATTGGGGGCGCCTCTTTTCGGI 1 1 ICTCGCTT 

CACTTGACTTCGCTGGCGC 

>582.1 

TTTTAGAGATGAGCTCAGCGCGGTGGCGGCCGAGGTACCAAATTGTAAAA 

TACTCGAAGGGCTTCAGGAACCTGTGACTGATTTACATAAATACCAGAAC 

CTATTTTGGATGAGGTAAAAGACATGTGCTCATCTCCAATTACAGTTTGA 

AGCTGCTGTCGGCCAACCCTATCAGCGGGGAGGCCACAAAGCATAAGAAT 

TCTTTTGGGATTACAGTGACATC AATA ATTTTTATCACTATCTTCCATTA 

CACTATTGTGCACATTAAGCCAATTTTCTGATCATCACA 

>583.1 

CAGACAAGCTTTCAI M I I It 1 1 CAAATCCGACATCTACTCCAACTACAT 

GATAGAGTAAAGTGCTTGGTGTGTGGGCTTGCAGGGGAGATGAAATGGTA ■ 

AGTCGGGCTGCAGCATCTCTGTrCAAAAtATACACCAATTTGTGTTTCTC 

AATGGCACTAATCATAACGGCTCGCCCTTTGGiGATCCACAGGTAAGAACT 

GGCCAGGAACGA 

>584.1 
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GAGCTACCCGCGGTGGCGGCTGAGGGACATTACGTATTGGTTATACAACA 

TTTGTTTAATAAATGCAACTAACAAAGCTACACAAGACTTAGATATTGAA 

GCAGAAAAGGTGGTTTTACAGTCCCTGCATTAACCTCTAATTCTTACTAC 

CGTGGCCAAGAAAGCATTTTCACCTCGTGCGCTTTCCTTCGTGTGTGCTT 

GTGGTTGGTTCTTTCTTCTCAGGCTTTCTTATTCTGATGCTGAGATAGTT 

CTGTTCACTTAGCAACTTGGGACAGTGACACAGGGTTTGTTCTGTACAAG 

CAGGTTATCCAAGAGGCATCCATACCGTGGGTTTTCCTCCAAGCATAAGG 

AAAATTGATGGAGCTGTTTCTGACAAGGAAAAGAAGAAAACATACTTCTT 

TGCAGCGGACAAATAGTG 

>585.1 

TAGTACCTGGGCCAGCAAACACAGCTGGACTCAATATATGGGGAAGGTAA 

GTGTCCTCAGTTTTTGGAGAGAGATTACCCTCTTCCAAAAGAGTGCTTGA 

TTCTGGTAGTCCAAGCTGTCTCCGTCTGGTGGCACCCCAATTTCCCCTGC 

CTAGACCCACCTCCTTTCCTCAGCCCCCTTCGCCTGCCGCTGAAAAGTGA 

GAGGGGGCTCTTGCGTCCCCCGGGT 

>587.1 

TTGGAGCTCCCCGCGGTGGCGCGTTCGGGTACAGCTTTAAAGCATCATAA 

TGACTAATTATAGGTGAATAATTTTACAGACAGTCTATATTCTAGGAGGC 

AGCTGTAGGCGTTTTAATTGGAAATAAGCATTGTGAGATAATGATAATAG 

CAGTGTAGAAAAATGAAGCTAAAAAAATTCAAAGTGTTGAGAATCCTCCT 

GTCCTTCTGGGATTTTTATTTTAATCATCTCCTCCACAGAGAACAAGCAG 

>587.2 

1 1 III I I M I I I I I I N I I GGGGTTTATTTTATGCACAAAGAGCCATCGT 

GGTTTTTTATTAGGTAGATGGGCTGGATAATCCTTTCAAGGAAGATCAGT 

TAGTCCAACTTAATGAAACCAATATCCTTCGCATACT 

>588.1 

TGGACAGGGAAGAGACCAACGACTGGATCCTTCCCTCAGACTATGATCAT 

GCAGAGGCAGAAGCCAGGCACCTGGTCTATGAATCAGACCAAATCAAGGT 

I II M I GCTGTCCAAGGAGGAG ATCGCTGACAAGTATGACTTATTTGTTG 

GCAGCCAGGCCGCAGATTTTGGGGAGGCCTTAGT 

>589.1 

CCAGGGTCTCTGGTCTACCGATGTCAAAGCAAATCAGCACAGCATCCGAA 

TCAGGGTAAGAGAGGGGGCGGACATTGTCATAGTAAGGAGAATCCGAATT 

TTTCCACAGGCTCAACTCTATTCTTTGTGTGTCGATTTCAAAACTGGCCG 

TGTAATTCTCAAACACTGTAGGAACGTAATTCTGGGGGAAGCAGTCGTTG 

GGQAAGAOATGGAGGAGCGCAG Mill GCACACTGACTGTCTCCCACCAC 

AAGTATCTTGCAT 

>591.1 

TTGGAGCTCGAGGCGGTGGCGGTCGCCCGGCAGGTACTCAGGTTTTATCT 

CTGCACTCCAAGTAGGATGAATAGATAAGAGCAAAGGGTCATGTTTGCCA 

AGTCTGTCCTTTTGTAACAAAAAACCCAGCAGCTTTATCAAGCAGAATTC 

CACCTGTATTTCTTAACTTGCCAGAGCTGAGTCTCATGGCCACCCTTAGC 

AGGAGTTGGGGAGGT AI I I I I AACAAGGCACATTATCATGTCCCCCACCC 

AAAGTGGAGCTATTGCTAATGAAAAAGATACAATGAGATGTTTATGAAAT 

TATCTGTAGCTATTAATGTCAGG I I I I I GAAATTTACTGACCTGGAAGAA 

TACTCATAATGCAATGTCAAGTGAGAAGCAGGACAAAGAACATTTGCAAT 

ACAG 

>592.1 

CCCGATTTAAAATTGGTGAGAAGTTCCTTCGGCTGGGCTGAGGACCCGAG 

GTGATGGGTGGATCTCATGGAGAGAGGGCGAGGACAGGGGAGGGGTCTCC 

CAAAGGAGT 

>593.1 •- - • 

CCGCGGTGGCGGCCGGCCGGGCAGGTACATAACtCCCGCAGGATCTCAGG 
GCCTGCCGCCCCATTATGATGATGTCGAGGTTTTCATCCTGCAGCTGGAG 
GGAGAGAAACACTGGCGCCTCTACCACCCCACTGTGCGCCTGGCACGAGA 
GTACOT 
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>594,1 

GTGCGATTCTGGATGACAAAGAAGATGCTTACTTCACAGAAATTCGAAAT 
TTCATTGGGAACAGGAAC CATG GCAGCCAATCTCCCAGGAATGTGGAGGA 
GAGAATGAATGGCAGTCATTTTAAAGATGAAAAGGCTTTGTCGAGCGGCC 
GCCCGGGGAGGTACTTT 

>594.2 

I M I I 1 I M I I M I 11 I I M I AAGGAGCTTTTATTGTTTTAGTAATCTTA 

AGATAACTTAAAATAAGAGAGGGGAAATGAGATGTGGAGATGTAGGTATG 

TGGCCCATTGCAATTGAGCACATTTCTTGGGTCTGTTTCTCTATCTCTAA 

GGGCAGTCTCAAAACCCCAGCTCAAAATACGACACTAACATGATGAACAT 

GCATGAGCTTTGAAAAGTGCTCTGTAGTCTTATGATGAT CTAGA AGAGCA 

CTGTCCAATAGAACTTTCTGTGATGATGAAAAGATTCTACTTTTGA 

>595.1 

TCACGGGTGGCGGCCGCCCGGGCAGGACATGGCCACCAAGTAAGAATGGT 

TGGTGACAACGACAGAAGGCTAAAACAGGAAGGTAATCTTGTGCACCTGA 

CAAATAGAAAGAATAAAGGATCAAAATTGAAGGCA 

>596.1 

GGTGGCGGCCGCCCGGGCAGGTACTATTTAAGAAAAGAACAAGGTTAACT 

AACTAAAAGCAGAACTCACTTATTTTTTGCTCCCTAGGCAATTAAAAATA 

AGTTCATTAAAAGCACTTGAAATTATATATTTAACCTGAAAAAAAGTTGC 

TAAAATTCCAATATAAATGTAAATATCTTTAACTTGCTTAACCCAGCTAT 

CGCCAAAACAGTGTAGTGGGGGAAAATGTTCAAAAGAAAAATCATCCAGT 

GCACGTAGATGGGCACCAAGAAGCTAAGCTTCCCTGGCGCCTAC 

>597.1 

CA G I m I I I I M M I M l I I I I I I I I GAGTTACTCTGATGTTTATTTTA 

ATGCATCTTAGTCCACACAGTTGGTATAAAATCAGAAAATGCAAAGCAAA 

AACAAAAGGTCTGGAGTCTTAGCATCAGAAGGGCACCATATATACATCTA 

CAGTTGGTGGCCAATACAAGTCATTGCCAGACAGTCCTTGGAGGCACAGA 

ACAGCCCAGACCCAGCCAAGCTGTAGGAACTCACGGGTCCCAGGGAGTTC 

TAAACCCTTGTTCTGATGCTCCAACCGTAAAAAAAATGTGGGAGTGATGA 

AGGCTTTATGAT7TACTCATTATCCCGCGT 

>598.1 

AAAGGCGCTGGGTGTTCAAAATAGGCTCTCCTGGCCCACGGCTGACTGTC 

TTCCTTGTGTCTCTACAGTGGACGTGACTCTGGACCCAGACACGGCCTAC 

CCCAGCCTGATCCTCTCTGATAATCTGCGGCAAGTGCGGTACAGTTACCT 

CCAAGAGGAGCTGCGTGACAACCGGGAGAGGTTCAATCTGTTTCCCTGTG 

TGTTGGGCTCTCCATGCTTCATCGCCGGGAGACATTATTGGGAGGTAGAG 

GTGGGAGATAAAGCCAAGTGGACCATAGGTGTCTGTGAAGACTGAGTGTG 

CAGAAAAGGTGGAGTAACCTCAGCCCCCCAGAATGGATTCTGGGCAGTGT 

CTTTGTGGTATGGGAAAGAATATTGG 

>599.1 

GTCCGGTAGAAAATAGAGG7TGTGACTCCTCAGGAGCAAAAAAGATAACG 

TGAAGAGGGAGGAAGTGGATTTGGGGTTCACCATTTCTTGGGGCACACTT 

GATTGAAAACTGAGACTTCTGAAGAGAAGGCCAGAAGATACAAAGACAGA 

CCATGCCAGTTGAATGCTGTCTTCCAAGAACAGAAGAAAATGATCCAGGC 

CCAGGAATCCATAACACTGGAGGATGTGGCTGTGGACTTCACTTGGGAGG 

AGTGGCAACTCCTGGGCGCTGCTCAGAAGGACCTGTACCGGGACGTGATG 

TTGGAGAACTACAGCAACCTGGTGGCAGTGGGGTATCAAGCCAGCAAACC 

GGATGCACTCTTCAAGTTGGAACAAGGGGAACAACCGTGGACAATTGAAG 

ATGGAATCCACAGTGGAGCCTGT 

>600.1 

TGGGCCAGGTGACCAATGGCCGCAGGCTCCATGGCGGGTQGCTTGTTCCA 

GCCCTTCATGTCAQCGCGCTTCCCAGGQGGCCCCCGGCCCACCCTGCGGA 

TGCCGAGTCAGCCTCCCGCAGGbCTCCCTGGCTCCCAGCGCCTCCTCCCT 

GGCGCCATGGAGCCCTCCCCACGAGCCCAGGGGCATCCGAGCATGGGCGG 

CCCAATGCAGAGGGTGACGCCTCCTCGTGGCATGGCCAGCGTGGGGCCCC 
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AGAGCTATGGAGGTGGCATGCGACCCCCACCCAACTCCCTCGCCGGCCCA 
GGCCTGCCTGCCATGAACATGGGGCCAGGAGTTCGTGGCGCGTGGGCCAG 
CCCCAGTGGAAACTTCGATGGGCTAGTGCTTGTCATCCCCCGGGAGGTAC 
ACCGGACGCCCAGGAGGGAGGTGGGCCCCCTGGAACACCCATCATGCCTA 

GCCCTGGAGATTG 

>601.1 

AATCTGAAAGTCAGAGGTGATTATTGATAGT ACTTTT GTATTTTGATATG 

GACAGTTTATTCATTTGCATACAGTTATTGACTTTTTCCCAGCTGATTAA 

AAGATAGTCAAGAAATTCTGCAATATAGCTGGCAAAATAGACAGCTACAT 

TTTTATGATATTGTCATCTTTTCTG 

>601.2 

H I I I I I M C I I M I I M CTTTAGCTATTTTACTTAAGCATAATAGCCAG 

AATAGGACATATAAAAGATT ATAAA TACAGAGCTTTATT ATCT TGACGTG 

TTGGGTCTT7TAAGTATATACTTTTCTGAAAGGTATCCATT7TGT 

>602.1 

CATCTGCGTGGGCGGCCAAGATCGGAGCAGCGACGCTGCGGGGTACCCCC 

ATGCCACCCATGACCTGTAGGGACCACCTCTAGATGCCTAGTCGACTCAA 

GGACAACACACCATGTCTCCGCTCGATGTGGCCAAGCTGAACCAGGTGGC 

AAGAGAACAGTGTCAGTTTGCCATGACGGACGGCGGGAGCGGATTCGCCG 

GAATTGACTCCAGCTGTCCAGAGGTGAAAGGCTATTGGGCAAGTTTTGGA 

TGGATCTACTCAAACCACCGATGAAGTCACCATTTCCAAAAAACTTAATT 

GGCTGCATAAATCGGGCGCCAAG 

>603.1 

CGTCCGGGAAAAATTACCTGTGTTGACTGCCATGTGTTCATCATCTTAAG 

TATTGTAAGCTGCTATGTATGGATTTAAACCGTAATCA TATCT TTTTCCT 

ATCTATGTGAGGCACTGGTGGAATAAAAAACCTGTATATTTTACTTTGTT 

GCAGATAGTCTTGGCGCATCTTGGCAAGTTGCAGAGATGGTGGAGCTAGA 

AAAAAAAAAAAAAAAAGCCCTTTTCAGTTTGTGCAGTGTGTATGGTCCGT 

GTAGATTGATGCAGAATTTTCTGAAATGAAATGTTT GTTTA GACCGAGAA 

TCATACCGGGTAAAGCAGGAAATGACAAAGCTTGCTTTTTCTGGTATGTT 

TCTAGGATGTATTGTGACTTTTAAGTGTTATATTA 

>603.2 

ATTGCCAATATTAAGT AAATA TAGGATTATAATATTGTATAGGGGTTTTC 

ACAAAGCTTTAGACCCTTTTA 

>604.1 

GCGTCCGAGACAATACAAAGTTACATTTTTGGACCATATTAAAACTGCAA 

GAAGACAGGGGTCTTACTGAAGATCTTTTAGAAAACTTAAATCCTGTCAC 

AGGATATTTAGACATGTGTAGAATGTAGCTC AATTT TTTAAAAAGTAACT 

GACCTAGAGGGTGAAAGTTGAAACTGACACATTTTCAAATTAAGATTATG 

CTTTATrTTGTAACAGAAAACAATGTTTAAAGACAAGCAGATCTGTTGTA 

TGTAATAAGTAACACAGAGTTTTTTAAAACAAATTTAATTATITAGCTTT 

ATTGAAGTTTTG I II I 1 1 I CCTTGCG AACGTGGAGTTATCATAATTATAA 

AACAGCAGTTTTCACACCAGAATTAGCAGTGCCCT 

>605.1 

AGGTCCCCGCGGTGGCGGCCGAGGTAGCCAAATACCACTTCAGGAAATCT 
GGCCAGATCACCTGAATCCAAATGTTCTATTAATTCAATACACGTTATCA 
AGTCAAATCCAAGCAAACGAGAGTCTCTCTCCACAACGGAGCCATGATAC 
AATGTGATGGTCAAATTCAGATCCCGAGGTTTCAGAAAATCCCCCAGGAA 
AGGAGCTAACGAATCCCCTCTCCATCGTAATTTATCCTCATTAATATCTA 
CTCCAACAAGCAATTCAATGCATGGATTGAOTTTTAGCAGCCTTAAGAGT 
GAAGTATCACCACATCCCAGGTCTGCAACCTTCTTAGGCTCATGTTGATC 
. CACTAAATTTTTAACGAACTGGT . - 

>606.1 . 

GAGCrACCGCGGTGGGGGGCGGGTACTTAAAATAATTACTGGGAGTAGGT 
TATAATTGGTGGtTTAAAAATAACATtGGAATACA 

TGGGTAATTTTCATTAGTTGTTTTGTTTGTTTTGATTTGAAACCTGGAA^ 
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TACAGTAAAATTTGACTGTTTAAAATGTTGGCCAAAAAAAAAAAAAAAAA 

AAAAAAGGTCCGCGGGGGCGGAGGTCAGGGACAAGATGGTGCCACGGGTG 

CAGGTCTCTCCGOTCATCAAG 

>607.1 

GCCGATGAGAAGAAGAAGGGGCCCAAAGTGACCGTCAAGGTGTATTTTGA 

CCTACGAATTGGAGATGAAGATGTAGGCCGGGTGATCTTTGGTCTCTTCG 

GAAAGAGTGTTCCAAAAACAGTGGATAATTTTGTGGCCTTAGCTAGAGGA 

GAGAAAGGATTTGGCTACAAAAACAGCAAATTCTATCGTGTAATGAAGGA 

CTTTATGATCCAGGGCGGAGACTTCACCAGGGGAGATGGCACAGGAGGAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAGGT 

>608.1 

AGGTCACCGCGGTGGCGGCCGAGGTATGCGGGAGCTGAGAGAACAGACAC 

AGACCTGTCGGAAGGTCCTCTGCAGGTCCCCCTTCCGCTCTGCCGATCGA 

CTTCCGCCTCGGGCAGTCAACATACTGCCAAGGAAATCTGATGTGGAAAG 

GAAAATAGAAATAGTGCAGTTTGCTAGCCGGACACGCCAACTCTTCGTTC 

GATTATTAGCTTTAGTGAAATGGGCTAATAATGCTGGCAAAGTGGAAAAA 

TGTGCGATGATTTCAAGC Mill AGATCAGCAAGCCATCCTGTTTGTGGA 

CACTGCTGATCGCCTGGCGTCGTTAGCTAGAGATGGTCTGGTCCATGCAC 

GCCTGCCTAGTTTTGCCATCCCATATGCCATTGATGT 

>609.1 

GTGGCGGCCGCCCGGCAGGTACTTCCGCCTTGCCGTTAGCTTGTGGAGAA 

CGTGCTTCTTATTCCTGGCAGGCTTCAAGAACAGCTGCACATGTGGCGCT 

AACTGACCGGGTTGCCATTGGCGACCTGGACTGTGAACTCAGGTTTATTG 

TAAACCCAGTGAGAGGTGAGGGGGAGTGATGAAAGGGGATCAGCTGTATT 

TGTGTGTGTGTGTGTGTGAGCAGGTGACAAATCTATGAAACCGAGTGAAA 

GGAGAAATGTTAGATTCTTTATTATTTTATTATATTTATATGGAAAGGTC 

GACTCTCCCTTTGGTAAGTCCGAAGCATGTTGTCTGTTCGTCCGTGACTG 

TCTTCCTCAGGTCTGTGGCCTGTGATTTCCAGTCACGCTTGTAGTTACTG 

ACAGGAAATTGAGTGGACT 

>610.1 

mm CCTATATAAAGTGATACTGAAATATGGTAATTAATA TATTA ATT 

TTAGTTAAATGCTGCTAATATGCATACCTCTTACTTGAAGGTTTTTAATA 

TGTTTTGATAACTTTAATAACTTCAGGTGATGTCTGTATAATTTTTAAAG 

TGCAGGTCTCTGTAACAAATGTGGGCTACAACTCCTGATTAAACGGCGTC 

TTGAAGGTTGAAAAAAAAAAAAAAAAAAAAAAAGGT 

>612.1 

GTGGCGGCCGCCCGGGCAGGTACCAAAGAAGATGCAGTTCAAAATACTGC 

CAGTTTTCCAAGAAATTTTGTAAAGTTGAACATGGCCATCTACTCTTGCC 

TTAAAACTTTTCTCACCACACCCACCTTCCCACATGOATGATATCCAAGG 

TCGACAGACCTGGATTAGAATGCACTCTCAAGCTTGTGATGCAGTGCGTA 

TTGTATTTTCTGCATAAGAAAGGGCTGCCTCTAGAACACAGTAAGTGTAT 

7TGCCCAGTAGTGACATTGCCTACATATAQCCAAGTGTTATAGTATACCA 

ACTTAGTATATTTTTCAAGGAGAGCTAAACCACCTTTTGTAATGGTTTGG 

TTTCTCACTGTTATCTTCGTTTCCTATAATTAATTTATTTTAATCTACAA 

ATTGACATAGGGCTAAAAGGTT CAATAT TTT ACAA AATATTAATTAATGT 

AATTGTTCCCAATTATTAG AAAC III 111 CCATTTT 

>613.1 

GGGGAAAGGAAAGCTAACTCGACGTCTGTTCCAAAGGCCTCTGCTGGTAT 

TTACTTTAGGAGAGGCCCACCTTATGGAAAGAGCTATATGGCCTGGGGGG 

CGTTGATGGGCTTCAGACAGTAGGTGCG 

>614.1 

. AAGAAACATTCTTTATAAATTTTGATCCCTCGGTTCAAGCCAATACCATA 
ATrrAATTACAGATGGATATTATATGGTAACGGGTAtTTACAGAAGGAAG 

GGTGTTATTACGGAAAAAGCTAAdGGCACGACGTTTAI I 1 1 IGCCCCACA 

ATCrrrcATACAGGAACTAACAAATTGAACTTGCA/OVAiGCAC^ 

CACATGTAAACCCAGCTAAGAGAAAAATACATTCACAAGCGTTGTTGGTG 
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GTGGTGTGTATGTGTGTGCTATGGGTCAATGTGCTGAAGAAACAGAAGGG 
AG ACTTTGGCACGGCTCA I I I I I I I CAGTCTATAGTTACATGAAGTTTAG 
AATTAGGTT 
>615.1 

T"l I I I U I I I I I I I I I I AATTTTCCATGTATTGGGGTTAATGAAACTATA 

AGGTGTGGAGTGGCCAATATACTCCATTGTGATTATACACTGATTTCCAT 

CACGTGCCTTTGTACTATCAACTCTTATTAGATTAAAAGGA 

>616.1 

GAGGTAGTGTGCCCTCTTTCTTGACTAGGTGACCAGAGTGGTTTTGACTC 

CTGTGGTGCTTGAAGTCATTCTCAGGGGTCTCTATGACCTTTTCCCTCCT 

GCAGTTCACTCTAGTTTCTTCTATTTCATCATCCGCACTGCTCTTAGCAT 

CGAAGTCACTGTCTGCATGTGGTTCTCTACTTTCACATCAGTTTGAAGAA 

TGCATTTC 

>617.1 

AGTAGCCTAAAAGCCCGTGACACTTGCAGCAGGTGCTTGCCACGCTTGCA 

CCCGTCCGAAAGAAAAACGCGGGCTAAAAGCGCGAGTCTGGTGACTTTGG 

CACCCAACCGTGCAA 

>617.2 

GTTGGGCGTGCCGGCCAATTCAAGCAAGGTGGCAACCGGGACTTGGGCCG 

TTCAA 

>618.1 

TCACCGCGGTGGCGGCCGAGGTACTGGGACAGTTGGGTGGGTTATGGATC 

ATAACCTGAGGAGCCGGGGGAAGCTGGCGTTGGGTGTTTTACCTCAATCA 

TATATCCACACAAGTGCTTCTCTTGACATTTCTCGAAAATGGGAGAAGAA 

GAATAAAATTGTTTATCCTCCACAACTGCCTGGAGAACCTGAGACCAGCA 

GAAATCTACCACTGTCGAAGACAAATAAAATATAGCAAAGACAAGATGTG 

GTATTTGGCAAAATTGATACGAGGAATGTCTATTGACCAGGCCTTGGCTC 

AGTTGGAATTCAATGACAAAAAAGGGGCCAAAATAATTAAAGAGGTTCTT 

TTAGAAGCACAAGATATGGCAGTGAGAGACCATAACGTGGAATTCAGGTC 

CAATTTATATATAGCTGAGTCCACCTCGGGACGAGGCCAGTGCCTGAAAC 

GCATCCGCTACCATGGCAGAGGTCGCTTTGGGATCATGGAGAAGGTTTAT 

TGCCATTATTTTGTGAAGTTGGTGGAAGGGCCCCCA 

>619.1 

ACCGCGGTGGCGGACGAGGTACCTACTATGTGTCAGCCATGGGGGATACA 

AAGATCTATAAGGGAGAAGAGCCTGAGTCTTGTAGTCGCGTGAGAGCGAG 

GGAGCTACAACATAATGTGGAAAGGACAATGGTGGGAAATGOACTCAGGT 

CTTCCTAATGCACAGAGTATGCTCAGGCTGTGACATAGGAA 

>619.2 

GGACTTGGAGGGACCTTCAAAAAACATGTGATGGTGAGGAAATCCAGTTT 

TAAAAGTCTTGATTTAAAAAAAAGAAAACACTTTCTGTGGATAAAGATAG 

GCTGCAGG^VAATGTAACCTATGAAATTTTCTCAAATTAGCTTTCAGACAC 

ACACAAAAAATTGCATTTGTTTGAGGAGCAGAATGTAAGTTATATTAAAG 

AATAAACTACTATTTAGTATCTGAGTGAAGT 

>620.1 

GGGCAGGTACATTCTAATTTTTATGAGAGATAGATATGTATTTATAAAAA 

GATAGATGGAAAGAGAAGAAATTAACTTAATTCTAAGAGCCAAATTTACT 

CAGAAGGTTTAGAAACACCAAAATTAACAGCCAGTTTTCTTGATTTTC7T 

CTTGAAGAAGAGATTGGTGTTGACTATGGTGAGATATACTATGGCCTTGA 

GAGGGAGTTTCAACTTGAAAAGAAGATGCAGGTTGAGGAATCGGAGAGGA 

CTTCAAAGAAGCTGATGAGCTCTCCCGTGGACTTACTTTGACAATGTTGG 

AAGAATCTGGCTGGCTAGTGTGAACTGGAGTGGCTTGAGAACTCTGGGCT 

TOCTTATTCTCAAAGTTO rm I GTTTGCAAACCC 1 1 1 1 M 1AGTAACCT 

GCAGAGGTATAAACTGATTGTGCACACCCCCTGGTATTCCCCGAGCCATG 

GGCATGGTGCCAGAATATAAAGTATGATGGAAGGGCTTCCCAGGAACTGG 

CACCGAT(3GTCCCCATGGCATTGAGCCAAAGAGATGAGA 

>621.1 
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CGCGGTGGCGGCCGAGGTTAACGACGCCTGCCCATGACAGAGCCTAGGAA 

ATCGCGATGAGAGTTTACAGCAGGTAAAATCCGGTGGAGACGAGGAGCAT 

CGCCGAGAAGCCGTGCGATTGTTTGGGGGTATGTAACTCGGTGGTAGTCT 

TGCGCCAG 
>622.1 

GAGCTCACCGCGGTGGCGGCCGAGGTAGATTTATTTCAG ATAAG GACAAT 

AAGTTTACTTTGTATCTGAAGTCAAAACAAAGTAGTTGTATATTTTAACA 

TTCAAAATTGGGATTTCCCAATGTGACACATCATGAATGGAAACCCCTCC 

AGCCCATCAGACGCCAGGCTGCGTACTGGTAATCTGTGTATAGTATATAA 

ACATGTAAAAATAGGTTGTATTTTACTCTATGTATGATGCTAATCAATGA 

ACACTTTATTTATTTTACAGAGAAAAGTTATCTGTGAAGTTTACTATATA 

TCT 
>623.1 

CGCGGGGCGGCCGCCCGGGCAGGTACAGCCATTGCTCTTTGAGTTTGTCT 

GGCTAGCAAAAAGCTGGCTGTGTTATGTA AATAA AGCCCCTATAGTAATT 

AAAATTTAAAAAAAGTTTTrrAAGCTGGCTGTTTTCCTACCACTTCAGAG 

TCCTTGACCCCGTAATTTAGGTGCCGTTCAGATTTGACAGACAGAAACAA 

ACAACAAAACAGTTAAGCAAAAGTAACAATGGTCACACAAATTATAGAAT 

TTCTGAGTGGTGTAAGTGCATTGGAAGAAAGCTGAAACTCCATAAAAACA 

TCACCTGCCTTCCATCATCATGAAAGCAGGAAAACTTGCCTTCCTTGTTG 

>624.1 

GGTGGCGGCCGAGGTACGGCGGGGAGCCGC CTGGA TACCGCAGCTAGGAA 

TAATGGAATAGGACCGCGGTTCTATTTTGTTGGTTTTCGGAACTGAGGCG 

ATGATTAAGA 

>625.1 

CAGGTACAAACTGATCTTCATGAATGTGTGGTCCACTGCTTTTCTGTTTC 

TGTCACAGTAGCTATAAACAGCTGTTTAAGGATATGCTTATCTAAATTTC 

TGCCAATGAGGACCAATCGATTTGTTCTCTCAGTGTCATCCTTCCAGCTC 

ACTGAGTCTCTCACATAGAGCTCATCCCGCGT 

>626,1 

GATGAGTCCTAGGAGGCGCTGGCTCTTTGGCGGCTCGGAGGAGCGGGTGC 

TGCTGCTGCTGCTGCTGCTGGTGGCCCCTTTGCAGATGTATTGCTGTCGT 

TGAATATTAGCCCATTTGAAAACGCCTGGGAAGTTCAGCCATCAGTATGT 

CAGTA 
>627,1 

ACTTTTTCTTCAGAAAAATTCTCCTTGAGGAAAAATGTCCAAGATAAGAT 

GAATCACTTAATACCGTATCTTCTAAATTTGA AATATA ATTCTGTTTGTG 

ACCTGTTTTAAATGAACCAAACCAAATGATACI I I I ICI I IGAATTTAGC 

AACCTAGAAACACACATTTCTTTGAATTTAGGTGATACCTAAATCCTTCT 

TATGTTTCTAAATTTTGTGATTCTATAAAACACATCATCAATAAAATAGT 

GGGAAAAAAAAAAAAAAAAAA 

>628.1 

GGAAGACGGAGGCGGGTTCTACAAGAGACGTAGGCTGTCAGGGAAGTGTT 

TATTTCGCGTCCGCTTCTGTTCCTCCGCGCCCCTGTGCTGCTCCGACTCA 

CATACTCGTCCAGAACCGGCCTCAGCCTCTCCGCGCAGAAGTGCCGGAGC 

CATGGCGGTACCT 

>629.1 

CGCGGTGGCGGCCGAGGTACAGACGACGTCACCGTATATCTTCTTTTCGG 
CCAGTGGAGGATATCACCGAAGAGGACTTAGAAAATGTTGCCATAACTGT 
TCGAGATAAAATCTATGATAAAGTTCTGGGTAACACGTGCCATCAGTGTC 
GACAAAAGACCATCGACACCAAGACAGTGTGTCGAACAGTGCTGTGGTGT 
GCGAGGACAGTTCTGTGGACCATGCCTGCGGAAGCGCTATGGGGAGGATG 
. TCAGATCGGCATTGCTGGACCCGGATTGGGTGTGTCCCCCCTGTCGTGGG 
. ATCfGCAATTGOAeCTACTGTCGGAAGC 
>630.1 

ACATAGTGTCGCGAACTCAAATCGGCATTTAGATAGATCCAGTGGTTTAA 
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ACGGCACGTTTTTGCTTATAAAAAAAGTGCAAAAAAGATGTGGTTTACAA 

GTTAAAGCTACAGAATCCCTTTTTGCTGTAATTGCACCAGTTTTAAAGCC 

TCTGGACAGAGCAGATCGTTTAAAACTTTG I I I I I CTTAAAAGCTTACAG 

TGTTTGGCTAATTCTCCTCCCC I I I I I ACAAGACGGGGGCCGGAGGGTGG 

AGACTGGTGGGAGGTTAAGGGATACTGTCAGTTTAAGAAGCCTGCAGATT 

GAAGTGTAAACATGGAGAAATTAGGGGCTGATTTTTTAAAGTGTGTGAGA 

TATTAACCAGCCGCCCTGTTATAAAATGAGGAAATCGAAACAGCGATTTA 

CACCGATTAACACCCCCTTTATATATTTTTTACAAAAATACACTGAGAAA 

ATAATC AAACGTTTTCATCTCTCTTGTG I I I N M G I I I M I AAAAGTGT 

CAAAAGTCTACATTTAAATAT 

>631.1 

CATCAGCTTGCCTCAAGTCTGGAAAGAAATTGGCTTGGGCTCATCAAGTT 

GAAGGGACCACCAAAAGAGCTAAGATTGCTTGTAATACTCATGTGGCCCC 

TAGGATGCACCGACTGGTAGTGATGAGCCAGGTTTACAAGCAGACACTGG 

CTAAGAGCTCAGACAGTGTGGCGGGGGCACATGTAAAGATTCATCGTTGC 

AAGGAATCTTTTATATATCTGCTCTCTCCCTTACGATCTGTGACAATTGA 

GAAGTGGAGGAATAGCATCTTTGTCTTGGGCGGTGTAGGGAGTACACTTC 

ACGTCCACAGTTGTGAGAATGTTAAAGTCATTGCTGTTTGGCATCGTTTG 

TCCATCTCTTCTACAACAGGTTGCATCTTT 

>632.1 

CGGCCGAGGTACCACACTGAGGGCAGTTTCCAGCTCGTGTCAGAAACAGT 

AAATCTACACAACTTTCACAGAGAGTGTGTCCGCACACATTCACCATCAG 

CTTCAAGGAGGGGTTCCGATATTTGGTGGTCTTACACCGAGGGCAACCCT 

GATCGTCCATGGCGGTTTCCCTCCTACAGACTCTCGCAGGCGCCTG7TTC 

AGCCAGAGCCACCTACAAGCCCCCTCCCCGCGTACCACCACACTGTCCCA 

AATTACCTCTTCATTACCCAAATCAAAGAATCTTTCTGTTTTCCCAATCC 

TCAAAAGGAATGAAGAAAAACCAAAGAGCAAACTCAAAAGATGATTTTTA 

CCATAAACCTCAAATGTGGCTTAACAAGTACCTGCCCGGGCGGC 

>633.1 

ATTGCTGTTTGTTTGTTTGCTTGAAGACCAAGACGGAGTTGGGCCTCTTG 

ATTCGCAGTGGCTGCAAGAACTGGGATTCCCTCTCCTTCTCTCTCTTCCC 

CTCTCCCCCGCGT 

>634.1 

TTGGAGCTCCACCGCGTGTGGCGGCCGCCCGGGCAGGTACTGAAAACCAC 

TTCCAGAGTCTAAAGCAGCTCAGATGTTATGTGTGGGGGAATTAGTGTTC 

CCGTCATTTAGCAACCTCGATACCAGAAGGTCTCTGTCTGTAGTTACTGG 

GATTATCCAGATACACTATCAATGATACAAATTCATAGGAGTATTAATGC 

ATTTCTTTAAACACAACTTGATTAAGAAGCAAATATGTTAAGCAGTTTTC 

TTTTTCTGCTGCTAAATTACAGTTAGACACTTCAGTATCTTCTGTTTACA 

TGTGTATATAAATTAGTAAGAACCTGCATCCAAAGCAATGTAGTGTGTGT 

ATGTATCTATATATATTTATTCTAACTCAGCACTTCAGAAGGCTTTTTGA 

GTTACAACAATATTTTAGTTTGCCTCATCTGTAGAGGTAAAATTTCTATA 

TTACCAAGCTCCAGAGGAATATGATATTTTACAGGCACAATTTTCTGGCT 

GTAGTCCCTGGGGCATTTATTTGCTTGCCTCCATGGGATGCTGTTAGAAC 

AATTGTTAGCCGGGAAGAGAAGAAAGGCTACCAGGACA 

>635.1 

CCGCGGTGGCGGCCGAGGTACAGATGATGAAGCTTCCAGAGCTTATCTGA 

TCTCTTAGACAGAACTCACATAAACACACAAATACAAGAGGTTATTTTCA 

AGACACACACTTGCAAGTAATGTTTCTATAGAAATGGCCACAGCATTATA 

ATATTCAAAATATGGAAGATTGACAGTCTGAGGATTTCTAGGAAAAAAAA 

ATCAAAGGACTTGCCAAAAGGATAACTACATAACAGATATGACAATGTAC 

AGGACAAAAAGAGAACATGTCAGCAAATATTGTTGATACAAGAGCGTrAA 

TGGAAAACAGTAAAACACCTTTTAGCAGTGTGCATGTTAAGTCTTTTAGT 

AAGATTATCTGTAATGAGGTTTGAAAGTAAATCACtTAGtAGACAAAGTA 

MCCACCACAGAACCAGGAAtAGCACCCATCACTGCTGCirtGTCACtCC 

AGAAAGCTGAAAGTCAACCGAACAATGAAAAAAAGTCAAAGAAGCATTTC 
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CCTTTGAATTCAGTCCTAAAAATATGAATGC CTTAT AATTAATTTCAAAA 
TAAGTATCTTACAAGTGTTT CATGA AAGATTGTTTTCGTAAAAGGCAAAT 
TCAACATTATGAAAATATATATTTTGCGCGGTAGTTACTGAGAAATGTC 
>636.1 

CGGTGGCGGCCGAGGTACTAAAGGGCAAGGTTCACCACTACAAAAAGGAA 

GTTGTCTAAAAGCAAGAATTCAATTAACGCTGGGTAAGAAAAGTCAAAAC 

ACTAATGAGTTGTCCATGAAGCCAACTGCTAAGAACGCGCTCAACTATAC 

GCGACATGAAGACACTACGCACGAAGCCTTACTTGGCGAGTCTGAATTTC 

TATTAACTAAGGGCAGAGTGAGGGAGAACAAAGAGCTACTTCCGTAACAT 

TTTAGTATCCAGATAGT 

>637.1 

AGCTCACCGCGGTGGCGGCCGAGGTACAGGAAAGGG AAGC ACAGTTTGGA 

ACAACAGCAGAGATATATGCCTATCGAGAAGAACAGGATTTTGGAATTGA 

GATAGTGAAAGTGAAAGCAATTGGAAGACAAAGGTTCAAAGTCCTTGAGC 

TAAGAACACAGTCAGATGGAATCCAGCAAGCTAAAGTGCAAATTCTTCCC 

GAATGTGTGTTGCCTTCAACCATGTCTGCAGTrCAATTAGAATCCCTCAA 

TAAGTGCCAGATATTTCCTTCAAAACCTGTCTCAAGAGAAGACCAATGTT 

CATATAAATGGTGGCAGAAATACCAGAAGAGAAAGTTTCATTGTGCAAAT 

CTAACTTCATGGCCTCGGTGGCTGTATTCCTTATATGATGCTGAGACCTT 

AATGGACAGAATCAAGAAACAGCTACGTGAATGGGATGAAAATCTAAAAG 

ATGATTCTCTTCCTTCAAATCCAATAGATTTTTCTACAGAGTAGCTGCTT 

GTCTTCTATTGATGATGTATTGAGAATT 

>638.1 

GGTGGCGGCCGCCCGGGCAGGTACGCGGGAGAAAACTAAAGCTTCATTTA 

CTGTGAACATGTTGTGACTGTGGCTTCCAGATGCTAGTTTACAGAACAAC 

CACACAGCAAGAGGAAGGTTATGGTGAGTTGAGGGAACAATGAGTAAAGA 

TAAGGATATTAGTGTGACTTTGAAATTCTGAAArrGTTGTTTCTTAAGTT 

TTGGATTAAAATCACATTTATTTTATAAAATAATG 

>639.1 

CGCGGTGGCGGCCGCGCCGCAGAGGTGCTGGCGCTTAATGCCATGAGATT 

TGTAGATCTTAACGAGGCAGTGACCGAGGCGTGGGAAGTCCCTTTCAGCT 

CCAGCTTTACCCACATCAGCTGCTAGACGGGT 

>640.1 

CGCGGTGGCGGCCGGCCGGGAGGACGCGGGGGCTGTCTCACGGGTGAGAC 

GTGGAAGCGGGCGAGTCTCGTGCTGTGTCGGACCTGCAGTCCCTGGCCTT 

CCGCCACCATGGAGT 

>641.1 

ACGCGGGTCTTCAGAAACCAGGCTGCTTTCAGGAACATTGCTGTGGATTC 

CCAGGTTTCAGACAAGACATGACTAAGACAGAATGAGACCACTCTAGTTG 

CCTCATGGGAAACTCGGGAAAAGACTGCAAAAACAACATTGTTTCTCCCT 

TTGGAATTCTGGAGTTATAAGGCAGAGGTCCCCCATCTTCCCGAACTGGC 

CTATTCCGCTAGAAGCAAGATGGCTGAACTCAATACTCATGTGAATGTCA 

AGGAAAAGATCTATGCAGTTAGATCAGTTGTTCCCAACAAAAGCAATAAT 

GAAATAGTCGTGGTGCTCCAACAGTTTGATTTTAATGTGGATAAAGCCGT 

GCAAGCCTTTGTGGATGGCAGTGCAATTCAAGTTCTAAAAGAATGGAATA 

TGAC 

>642.1 

CGGGGGCGGCCGGGACTTGGAGAATATTTCCACAATAGCCGATGACTTGT 

TCTTGTTGACAAGAGAAAGTTCTTTGGCTGTTACCCTCAATGATAGTGAG 

GTCCATTGCCGTCTATTAAATGGAGATGATTCCATCTTGTCTACAGACAC 

TGAAATACCTGGCTAAAAGCCGCCTTTCCTCTGCGCTGCTACCAGCCCTG 

TCAGAGGTCCCGGCGCTCTACCTCCCCGGGT 

>643.1 

TGAGCTCCGGCGGTGGCGGGCGAGGCACGAGAAGCTCACTGGCTGTGCTA 

AACCAAATGAATGGAAAGCGCCAAAAGTGATTTTATACCAAGGGTCCATC 

CATACAAATAAACAAAATCCTATCCTCTTCTTTCTATATTGTGTTTCTTA 
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CATTTCTTATACAAATAACAGAATGCTTCATTTTATTCACTTCAATAGGA 

CAAAGTCCTTAAAGAAAGACTGAAAAGAGCTGATAATCAAAATCCCAAAT 

TTTATGGTTA I I I 1 I GGTTTAGGGGTATCAATTTTCTGACATATTAACAT 

AGGCAGGAAAACATTCTCAGTAAATTGAGCATTTGAGTCTACAAATGTCT 

TGAAGCACTCTGGCAAGTTACATGTATCCCATGTTGCTTTTGGTTTCCGA 

TCTCTTCTTTGCTTCAAACCCCGATGCAAGTTTGTTG I I I I I TCGGGCAG 

GGTGTGAATATTCAAGGTCGTTTTTGGCTTTTACAAAGGTGTGGCAGGCA 

ACTGCTTTGGCAA I M I I AC 

>644.1 

CGCGGTGGCGGCCGAGGTACACCCTCTGGCCTCTGCAAGCAAGCAGTGAG 

GTGTGCATTGTTAGAGGTGCACCGGGAAGGGAGCTTGGTTTCGGACCCCA 

GGACATCCTGTCCGCAAGCAGCTGCTACTTCTTGGGCTTGTCTAGAATAT 

TGAGGAATTTCCCCCGTGTGATGTGTGTGGAGTCATCCAGCCCGAGCTGA 

TAGGGTAGGTTCTGTAGGGGTGGAAGCTTCTCCATCAAATTAGGGGTGGT 

GAGACTCCCCAGTTCnTGAACATGTCGATGTGATGAGGTTGTATGTCAG 

CGATCCATTTGGGTGGAGAAGTAGTAATAGGACTTTTGAAGGAAGGTGGA 

AATTCAGGAAGAGGTGGTAATTGTTGTGGGGAAAGATGTGGTGAGGGACG 

GTGAAGTTTTTCAAAACTTAGCAAAGATGGTTGGAGATCTGTGGGGTGTG 

TGGGAGACGCCATCTTCCAACCCATGTCAGGTCCCCGCGTACCTGCCCGG 

GCGGCCGG 

>645.1 

GAGCTCACCGGGTGGCCGGCCGCCCGGGCAGGTACTTCAGGGAGGCCTAT 
ATATTGGCACCCAAGGAATGCCAGGACTGGGACCTGCTGCTCCAGCGTTA 
GCCTCACTCGTGTGCTTACTCACTTTGACTGCCI 1 1 I I GTCTATTTCTGG 
. GAGGTTGGTAGAATGAAAGGGATGGTCCAAGGCAAGCAGATGGCCTGTCC 
ACCTCCTATATATTGACAGTGCCAATGAGTGTAGAGTCTTGCTACAAGAA 
ACAAAGTCATGAGAAATGCCAGGCTTCCTGTTACACCCAAAGACTGCTGG 
CCCTCCTACTCTATCCTTTAGACCAGAAAC I I I I I CTTCTAAGGACTTGC 
CTACGGGGAAGGTTGAGGAGTCTTGTTTTACCGT 
>646.1 

GTGGCGGCCGAGGTACCGGCCAAGCCTGGTCCCCTTCTTGTTGGGCACTG 

TGTATGGGCGGAGAAAATCCAGCTTGTTCTTGCTGATGAGGCAAAGGTCA 

ATGTTGCTTCCGGAGCGCAGGTCGTTGAAGATGCCAGCTGCGATGGCTTC 

GCTCACCAGATTCTAGGCTTCCTTCTCGTCCATGTCTGGCCTAAAGTTAT 

CTTCAAATACAGACCATTGCTGCCAAGGAGACCAGAACCCATGGTGACAT 

AAGGGAAGTTATCAGTTTGATCCATGAGGATAQATGGTGTAGAGGTGAGG 

TCTCAGTTAGATCTAGTTCCCCCTAAAACTAGGGCTGCACCAATGTAACC 

TTGATACCTGAAAAGCATCTGCTTCAGCATCCGATTGGCTGTCACAACTC 

TGGGAAGACGGCCAGTGGAGAGGGAGTGGAGGTGCAGGTTGGAAGAAATG 

AGCTGGGTTGTCATGTCT 

>647,1 

TGTCAAAATATTAAAGC 1111111 1 A AATTGGGAACACTCAGGATATTGG 

GATAATTAATTAGGCAATGATTCAAAGATGTTTGGTTTTAAAATTCAAAA 

CCCTCCAAAGG 

>648.1 

CGGGGGAAACCCGCCTTTTGGGG I I I i I CGCCCACGGGGACCAAAAGGTT 

AACCCCGGGGACCCCGGGGGGGGGGGGCCCACAACCCCAAGGGTGTTAAA 

ACAGGGGTTGGGGGGGGGGAAAAAAAGGGGGGGGAAAGGGGCCGCCGCCC 

CTTTTTCCGGGGGGGAGAAAAAAGGGGGCCCCCCCCGCC 

>649.1 

GGCTTTCCACCAGGCCATCTCTTTCACTTCGGGGGCACCTTTCCCAGGGA 

GATGAAGAGACACAGGTTGGCCTCTGCTGGGACTCCACATGTCTCCCCGC 

GT 

>650.1 ..... . . - 

GAGCTCCCCGCGGTGGCGGCCGAGGtACTGAGTGGGGAAGAAGGTAAGAA 
AGAGTTGATTAACACCCTGTGTTCTGGCAGGTGGGATCAGCAATATGTAA 
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TCCAACTCACCTCCATGTTCAAGGATGTCCCTCTGACTGCAGAAGAGGTG 

GAATTTGTGGTGGAAAAAGGATTGAGCATGTTCTCCAAGATGAATCTTCA 

AGAAATACCACCTTTGGTCTATCAGCTTCTGGTTCTGTCGTCCAAGGGAA 

GCAGAAAGAGTGTTTTGGAAGGAATCATAGCCTTCTTCAGTGGACTAGAT 

AAGCAGCACAATGAGGAACAGAGTGGTGACGAGCTATTGGATGTTGTCAC 

TGTGCCATCAGGTGAACTTCGTCATGTGGAAGGCACCATTATTCTACACA 

TTGTGTTTGGCATCAAATTGGACTATGAACTAGGCAGAGAACTCGTGAAA 

CACTTAAAGGTAGGACAGCAAGGAGATTCCAATAATAACTTAAGTCCCTT 

CAGCATTGCTCTTCTTCTGTCTGTAAC 

>651.1 

TGAGCTCCCCGCGGTGGCGGCGGAGGTACTGCGTTATGCAGAGGTGTCCA 

GCCCCCTTCCTCTTCCTGGAAATTAACATTGGCTCCACCTTCCAGCAATT 

GCTGGACCAGGTCAACATCTTCGTTTTGAACAGCTTTAATCAGGAAGTGA 

TTGTGTTCCACTGCAGCCCTTCTACCGCTGGAGGACGTGGGTCCCTCCTG 

G GGGTT GTTATGATCGCTGCTGTGCATGACGGTAAATGCCACGTGCTACC 

ACTTTTAGCGTTTTCCTTGAGAAAATGGAAATTTATCTCCTAGCACTTAA 

TCAAAGAAGGTTTGAGTGTAAATTGGGATTGTCTGGCAACAGAGCAGCAG 

TATGAAGAAGGAACAATGTTCTCAGTCTTCTGACATTCCAGCTGGTGAAC 

TCAGACGTCTCAATTATTCCTTTGGGAGGCGCAAAGCCTGGAAGACTGCT 

TGGAGGCCGAGCAGTTTGGTCCTGGTGCCTCCGCGTACCAGTGAGGAAGG 

AAAGAGCATTCTCCTTTAGGGCAGCAATCAC 

>652.1 

ACGCGGGGAGGGCCAGGTCTCAGGGCTCGTGGAGCTGCAGGCGGCGGQAG 
GGGCTAGAAATGCTTGACTCAGTGATGCAGAACCTTTCAGAGTTAGCTGG 
AAGCCACAGCCCTGCCTGTTGATGCAGCGTGGATCCAGCCGGTGTGAAGA 
GG AG ACCCCTTCCCTCTTGTG G G GTTTGG ATGCTGTGTTTCTAG CCTTTG 

GAAAACTCTACATCAGGGATATCCTGGACATGAAGGAGTCCCGCCAGGTG 

CCAGGTGTA Ml I I GT 

>653.1 

ACCTGTGAACTGAGGAATTATAGATAAACCTTAGGTCAAATCATTTCGCA 

ATTGCATTGGTGGTATTGAAAAATGATGAGATTTCTCTGACAGAGAGCTT 

TGTCCTAGTTTTTGTTCTTCATAGGTCAAAACTGGCAATATTCTGTTGTC 

TGCAAGATAAAGTGTTTGTGCTTCTATCACCATATGCATGAACATGTAAG 

AATCAGATACAATTTCTGCTTCATCAGTTTCACATGTTCATGTTGTGACT 

GAAAAAATGCATCTACTGTTTATAGCTCCCAAGGAGACCCCAAA 

>654.1 

ACCGGGGGCGGCGAGGTACCTGTTACCACTTTAAAAGTAAGTTCTCCATC 

CCATAAAGCCATTTAAATTGATTAGAAAAATGTCCTTACCTGTTAAAATG 

TGAATTCATCTGTTAAGCTAGGGGTGACACACGTCATTGTGCTATATGTA 

TGTGAGTrCCCTCCCCCTGCCAGAATACTCCTTGGTCAATTGTAGGTATT 

CI I J I IGGTTTAAI I I I I GCCAATGTAATTAAAAAATGGTATGTCATTTT 

TAAAATTTGTATTTCTTTCATTACAAATAAGATTGTTATGTCAGTATTGT 

TATTGGCTTTTCGTATTCCTCTTAACGTGAACCGTCTGTTCATTG I I I H 

ACCTGTTTTCGTTTTAGCAAGTAGT 

>655.1 

GTGGCGGCCGAGGTACGCGGGGGAAGTCGGCCAtGGACTGGAAAGAAGTT 
CTTCGTCGGCGCCTAGCGACGCCCAACACCTGTCCAAACAAAAAAAAAAG 
TGAACAAGAATTAAAAGATGAAGAAATGGATTTATTTACAAAATATTAGT 
CCGAATGGAAAGGAGGTAGAAAAAACACAAATGAATTCTATAAGACCATT 
CCCCGGTTTTATTATAGGCTGCCTGCTGAAGATGAAGTCTTACTACAGAA 
ATTAAGAGAGGAATCAAGAGCTGTCTTTCTAGAAAGAAAAAGCAGAGAAC 
TGTTAGATAATGAAGAATTACAGAACTTATGGTTTTTGGTGGACAAACAC 
CAGACACCACCTATGATTGGAGAGGAAGCGATGATCAATTACGAAAACTT 
-T7TG . » , 

>656.1 

TGGCGGCCGCCCGGGCTGGTACGCCACAAGGCATTTAATGCCCACAGTAA 
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CAGGGCTGTTTGACAGTGGCAGAAGAGGACGGGACTAAAGTTACTTTGTG 

CTGAGAGGGGGAAAGAAGCAGAAA GTTTG GTGTGTTGGGTAATTGAATTT 

TTAACACTCTTATCCACAACAAACACTTTTTCGTGTCGTGCTGTGTAAAA 

GAGATGAGATATATTACAGATTTTCAAACAGGTGAGCATCCTTTTACGAG 

CTGGGCAGGTGGGGAGTGGGGTGGTTTTGATGGAGTGAGGAGATTTGGAT 

GAATGAACGCTAAGATGGGCAGACGCACCTGTTGGATCGTAACTCTGCAG 

GCTGGGATTCCAGAGCTGCAAACAACCACTGAATTCGATCTGTAAACCTG 

TTGTCATTTGAGGTTTGCAGGCAGGCATCAACATTTAGATTGAGATTCAA 

TAGACGCTACTACTACAAAGGAGCTTTATTGTTGGAGGTTAAAATGGTTG 

CTGCGGGAACAGTGAAGGGTGAAAGTGAGTTTTT 

>657.1 

CTGGCCGGGTGGGGGGGGGTACATTCCAATGAAGAATTTCTTCATTGTGA 

TCTCCTAGAAGAGAGGAAATACGGAAAAATGTAGTCCTTTAGTCTTAAG 

>658.1 

TTGTTATACACTTTGACAAAAGATTTTATGTTTGATCTGTTGGCGATCTT 

CTTCTTGCCCATGGCAGCTGTCACTTTGCGGGGGTAGGGGTGAATTCCAG 

CCAGCA 

>658.2 

GTTGCGAGGTTTCATGAACTTGCCCATTTCGGCAGCAACGACCGCGGGGG 
>658.3 

GGATAACGGGTCGGACCCTCGAAGGGGGGGGGGCGGGGGTTACCCGAAGC 

I I I I I I 

>659.1 

GGTGGGGGGCGCGGGGGGTGGTGCGCCACAAGGGATTTAATGGCCACAGT 

AACAGGGGTGTTTGAGAGTGGGAGAAGAGGAGGGGAGTAAAGTTAGTTTG 

TGCTGAGAGGGGGAAAGAAGCACAAAGTTTGGTCTGTTGGGTAATTGAAT 

TTTTAACACTCTTATCCACAACAAACACTTTTTCGTGTCCTGGTGTGTAA 

AAGACATCAGATATATTACAGATTTTCAAACAGGTGAGCATCCTTTTACG 

AGCTGGGCAGGTGGGGAGTGGCGTGGTTTTGATGGAGTGAGGAGATTTGG 

TTGAATGAACGGTAAGATGGCCAGACGCACCTGTTCGATCTCAAGTCTGC 

AGCCTGGGATTCCAGAGCTGCAAACAACCACTGAATTCGATCTGTAAACG 

TGTTGTCATTTGACGTTTTCAGGCAGGCATGAACATTTACATTGTAATTC 

AATAGAGGCTACTAGTACAAAGGAGCTTTATTGTrCCAGCTTAATATGGT 

TGCTGCGGCAACAC 

>660.1 

GTGGGGGCGGCGCGGGCAGGTACTATGACCTGAAGAGGCAGAGGGCATCA 

CTGTTGGTCCGGTCTCCACCTGGGGAAACTGAGGTTGCACAGTGTCTCTG 

TGGTGACGAGCAGGGCTTCATCCAGTGCCTCTGTCCCCACCGAGGGGACT 

ATGGGAGACATGGAGGGTGTGTGAGCAACAGGTGAGACTGGAGCCAGCTG 

AAAACTGGGAGACCGACCCAGCCAACAAAOAATGTCGGTCTCTGTCTTGG 

CACCTGGAGGAAACAAGCTCCTACTTGCAGAAAAAGTGCTCCTGGGACTC 

CAGQATACCAGGCATCTGGGTAAGCTACAATGCTTAAGCAGTTAAGACAA 

TGAGGAAGCAAGAGCCATGCATTCGQGAAAGGAACTTCAQTGTTGTGTGG 

CTGAGTCTCCAGACCTAACTTTCCTnTGGTACCTC 

>661,1 

GCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAGAGAG I I i I I I CTCAGCA 

TGAATGTCACCGCAGAGGTCAAGAGTCGTGGGATGAAGTTTGCTGAGGAG 

CAGCTGGTAAAGGATGGATGGACTGAAGGCAAAGG 

>662.1 

I 1 I 1 I AATTTATTTAGGGGGAAGGAGGGGTGTCTTTGGATATACCACAGC 

GAGGGCTTTTGGGGGGTATCCTGGGGGATGGGGGTCAGGGGTTGGGGTCT 

TGGGGAGGGTnTAGGGGCCCGGGTC 

>683.1 

AGCGGGGTGGCGGCCGAGGTAGTTGTGGAAGGTAGTGACCAGCACAGCCA 

GCGCGTGCTCCAGAiGlAACTGCACATCATGGATCfGTGGCAGACCAGGtGG 

CAGAGAGAGACGGAGGAAGGAGAGCAAGGCCCCCGCGT 
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>664.1 

GCGGCGCCGGCAGGTACGCGGGGGCGGTATCTGTATCGGGCCTTACTGGC 

TTCAAGAGGCGAATTCCGTTCCAAGGACCCACCAGGGGGACCCCAATTAA 

GGGTTTGGGACCCACTATTTTTTAATAACGCCAGCACCTTAAAATGCCTG 

GGAAGATGGTGGTGATCCTTGGAGCCTCAAATATACTTTGGATAATGTTT 

GCAGCTTCTCAAGCTTrrAAAATCGAGACCACCCCAGAATCTAGATATOT 

TGCTCAGATTGGTGACTCCGTCTCATTGACTTGCAGCACGAGAGGGTGTG 

AGTCCCCATmTCTGTTGGAGAACCCAGATAGATAGTC 

>665.1 

GAGCTCCCGCGGTGGCGGCCGAGGCTAACAAGGAAAGCCCCTGGAGCTCC 

TGTAATAAGAATGTGGTTGGAAGATGCAAACTGTGGATGATCATCACCTC 

CATTTTCCTAGGTGTCATTACAGTGATCATCATAGGCTTATGTCTTGCTG 

CAGTAACTTATGTTGATGAAGATGAAAATGAAATACTTGAATTATCATCA 

AACAAAACATTCTTCATCATGCTGAAGATTCCAGAGGAGTGTGTTGCTGA 

AGAGGAATTGCGTCACCTGCTCACCGAAAGGCTCACAGATGTGT 

>666.1 

GTGGCGGCCGCCCGGGCAGGTTTAATCTCAGGTCTCCCTATACACTTCTC 

AGCCTCAGCACCTAACCCTCACACAACACTCCAGTATTGGATGCAGTCAA 

TCTTGTATAACATTTTTTGAATGTCCAATGTGCAAAGCACGATGTTGGAA 

ATTATACAGAGGTGAATAAGAOAAAAACTCTTGCTCTCAAAGATGTCAGT 

C I I I i I CTTTGGAAGGATAACACA 

>667.1 

GCGGCCGAGGTACTGGAGAGTCGGCTTTGACCATGGCCTCAGCTCAGCTG 
CAGGTTTGGAGCGGAATAAAAGAGGAGCTAGCAAGATGTCTCATCTGAGC 
TTCCCAGTGCCCAACTTATCTGAGGCCTGGGGCTGAAGCCAGGGGTGACG 
GA 

>668.1 • 

GTGGCGGCCGCCC GGGC AGGTACI U i I I I I i I H I I I i i I IGTGGTCGA 

AAATTTTTGTTGGAATTTTAAAGAAAA 

>668.2 

GAAAGGCAAAGTAGCACTCAGATGGCC I I I N I I GTAAAGTGAAGTCAAC 

CTAATACTCTGGTGCTTACTTTGCAAATCTTTTCCATAAGTCAAGTATTA 

GTGTTAACAATACAGTTAAGAAGTAAGGATAAACCCATCAAGGTCCACAG 

CTAAATAACCAGCAGATTGCCAGAAACTTTATGTATTTGGGAAAAGTAAA 

ATATACAACAGACATATCGCTGCCCTGATTAAGAGGGTAGATAAAAACAA 

AACATAAAACAATTTTACTTGAGATAGTAATAAGTTATTTGAAAAAAATA 

CAACAGAATATAGGGAGAGAGAGCAACTACAGAAAGAAGACAGAAGGGGT 

TCTGCTTTGAATAGTAAGGCTTGGGAATAGCTGAAT 

>669.1 

GGCGGCCGAGGTACAGAGTAGGATCAATAAAATGTGTGTGTTACAGCGGG 

AGACTGAAGGACGGGTGCCTGTTTTCAGCCATGAGGTAGTCCCTGACCAT 

CTGAGAACCAAGCCTGACCCTGAAGTGGAAGAACAGGAGAAGCAACTGAC 

GACAGATGCTGCCCGCATTGGTGCAGATGCAGCCCAGGTTGGACTGAGTC 

ACTGCCTTGCTGCCCCATCCCCATCCCATCATGAGAAGCTAGGCATTACC 

ATTCCTGTCTAGTAGGGATACATAGTTGGTTGCGCCTAAGTTGCTTCTGG 

CAGAACCCAAGGAATAAATTTCTCCATATCGTTTCGTAGTTACCCTAATC 

TCTGCACAAATTTGTGTGTTACAGAAGCAGATCCAGAGCTTGAATAAAAT 

GTGTTCAAACCTTCTGGAGAAAATCAGCA 

>670.1 ' 

TG6CGGCCGCCCGGGCAGGACATTCI I 1 1 I 1 1 H I I N lAAACTTTTAGG 
GTCTTGGCCTATTGCATAGTAAAGGGCAAAAGGCTTAGAGATAT CAAAG G 
GGCTAATTTTTTATTGACAGACCATGGCGATGTAAAATTAGCTGACTTTG 
GTGTGGCTGCAAAAATAACAGCTACCATTGCAAAACGAAAATCTTTCATT 
- GGCACCCCTTACTGGATGGCCCCAGAAGTTGCAGCAGTAGAGAAGAATGG 
tGGCTACAACCAACTCTGTGAtATCTGGGCAGTAGGAATAACAGCAATTG 
AACTTGGAGAACTTCAGCCACCTATGTTTGGATCTCCACGCAATGAGGGC 
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TCTCTTCTTAATGTCAAAAAGTAATTTTCAGCCTCCAAAACTAAAGGACA 

AAACAAAATGGGTCATCAACATTGGATAATTTTTGTGAAAATAAGCAGTA 

ATCAAAAAAAAAAAAAAA 

>671.1 

GAGGTACGGGGGTGGCGGGGGAGGTAGGGGGGGTGTTGTGATGCTGGGTG 

ATGCATGAGGCTCTGCACAACGACTACAGGGAGAAGAGCCTCTCCCTGTC 

TCCGGGTAAATGAGTGCGA 

>672.1 

TCGAGCTCACCGCGGTGGCGGCCGAGGTACTCTTCTGCACTGTTCTTTCT 

TTCTAATAAAACTTTC I I M I CG AACCTATAGTGTCTTCTGTAAATTCTT 

CTTACTACCCTATGACCCGTGAGCCAACCACTTTCCGATGCCAGGGTTCT 

GACACCTCACGTGGCATAATATAAAGTG I I I I I I I I I I ATACCCTTCCAC 

TTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAACTAAAAAGA 

GAAGAGTTAATTACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTT 

GAACCAAGGGAAATCATTTAAGAAGTGTCTGGTATTTTTCAAATTTCTGT 

CAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAATAAAGGATGGAGAC 

ATGCTTATTTTATTTAAGTCCCCC 

>673.1 

GGATTGAGCTCGCCGCGGTGGCGGCCGTCCCTCTTAATCATGGCCTCAGT 
TCGGAAAAGCAACAAAATACGAACCGCGGTGCTATTCCATTATTCGTAGC 
TGCGGTATCCAGGCGGCTCGGGCCTGCTTTGAACACTCTAA I I I I I I CAA 
AGTAAACGCTTCGGGCCCCGCGGGACACTCAGCTCCGCGTACCT 
>674.1 

GGGGCGGCGAGACTGAGCCAGACAGTGTCCGGATGGAAGTCTGCATGTGA 
GGTTGCTCAGTGTCCCGGTGATTCATTTACAGATTTTAACTTGCATTAAA 
GAGCTGTTCTTTTGTGTGGCCTAGACTCTTTTGACTGATGTGAAAAT 
>674.2 

CTAAAATTACATGGAGTTAGTGTGTATTC I I I I I GCCCTTTTGCAGCAAC 

T TACA CAGCAI I I I lAACACCI MINI ICTAGI i 11 M IGTTGGGTTTT 

GTTTTCCATCAGGAATTTGAGTTCTCTCTAACGCAGGTTACTGTGGGACA 

TAGGAAAAGTCAGTAGAAATACCTTTGGTGATCTTGTTGAGTTTAAGTCT 

GATCTTGATCTTAAACTCAGTAAGCCACTATCTGCAATTTTGT 

>675.1 

AGCTGACGGGGGTQGCGGCCGAQGTAGGCGGGGGTGTAGTGGCTTGGTGT 

TCGGTTTTTCTCTTCCTTCGCTAACGCCTCCGGGCTCTCGTCAG 

>676.1 

AGCTGAGGGCGGTGGCGGCCGCGAGAGCACAQATGACCACGCCATCGTCC 

AGTATGAGTGGGCACTGCTGCAGGGGGACGCGTCAGTGGACATGAAGGTA 

ACGCATGTTGTCAGTGCTGGCAGCTAGGTGTGCTGGGGCAGACCGAGGCT 

GTGAGGGAGGGAGGGGAGGATGGGGTGGT 

>677.1 

TGAGCTCACCGGGTGGGGGGGGCCCGGGCAGGACGCGGGAAGGATTGTGT 

AGTATGTAGGGTGTTTCTTAGGTAAAGTCTC I M M GCTACTGAAAGGGA 

AATGGTCTCTAAAGACTGGTCACTGTAGCAGGTAAACACTACTCTAAGGT 

GGAGAAATGAGCTTCATGCTGAGGTAGTGGTTGGCTTAAAGCTGTTTTTT 

ATGCTGTAAAAACCAAAATGGGTTTGGT 

>678.1 

CTCCGGGGGGTGGCGGGCGAGGTACTTGTGGCAQACGTGGATGATGGAGT 

TCAAGGCTGTGTGCAGCTCGGCCAACATGATGCCCACGGACTCGCCCCAC 

CAGGTCTTGTGAAAGAGAGGTGAGACGAGAGATGCCCGCGT 

>679.1 

GGGGTGGCGGCCGCCCGGGCAGGTACTGGTGTTGTGATCGGAACGTGTCG 
ATCCCCTCTTCTCATCACTGCTGCTCCAAGTGGATTTATTAGTGCGGGAA 
..TGGTGTGAGGGGGAAAAGCAATGTGTTTAGGGTGCCTGCCCAGGTGCGGC 
TGAGCACAACTATCCTGCAATCTGACCTGCGGCTCGTGCACAGGAAACCA 
CCTTCCCCTCCCAATTGATGGTTCAAAGAGTGGCACCGCTGAGTGCCGTG 
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CATCTGTGGGTCTGTAGAACAGAAAGGCAGAACAACTTATTTTTTAGGAT 

TTAACGACAAGCGGTTGAAAAAAAGGGTAGGGTGTCATGGTCACAGAGAA 

TAAAGATTTGTAGAAAAGGTGCTGAACTGCCAAGGAAGGCATTTCTTGTG 

CCGTGTCTGGAACCGTGTATCGTTACTACATCACTGAAGGAGAGCAAGCA 

CCCCATGCACT 

>680.1 

AGCTCCCCGCGGTGGCGGCCGGGTAGAAGGGGAGGTAAGATGGGAGCTCC 

ACTCCTTGGACCACCAGCTGGTTCTGGACCGTATCCCCATGAATCTGTTT 

GAACGTAAGGAGGAAGTCAAAAAAGTTGTTATTTAGGGTTTCTTTGAGAT 

GTGGGGCCACTTGCATTCCCACCCGGCACAGGTAGGCACGGGCATACAGG 

GACACTAGTGGGTCTCCGATCCCTGTGATCATGCATGTCAACCGGGGCAG 

GCACTCTGAAATTCCCGTTTTGGAGAGGAATTTGTTACATTTCAGGATGG 

ATGCCTCCACGTAAAATCTTGGAATGAGTTCCCTGATGGAGGCAATCTTG 

AAAAACCAATTTAGGCATGTTTCCTTGGCCGTGTCATTTGCATTCTCTGG 

AGAAAAGTGATCTGGTAAGACGCTGCGGCTATCCACACACATGGAAAAGA 

TGCGCTGGTACCTGCCCGGGCG 

>681.1 

TGGCGGCGGAGGTACCCTAATGTAGTAGTAAATTTAAGGCCTGTCGAGGA 

AATTTTAACACTTGCAACAGGTGA CTATA TCAG GAAGG AGAAAACCAAGT 

GCTTCCTGGTTCACCTTGTGCTGCTTTTGGGACTTTTTATGAGCTAGTTA 

GCTAAGGACAAGACCCTGAAGCCATTTTTTCACTGGGAGAGGAAAACCAC 

CAGGGTTCTGAGCTTTGGCTTGGGAACTCTGGAGTTCCTATGGGTTCCAT 

CAGGGCTCCAGGACGGTGATAAGTGGCCTCAGGCAGGAGGAGATCGGGAG 

CGGATGGGAGAGGTAGTCAGGAAGGTGGAATAGGGAGCATCCCCAAACAC 

GTTGGCGTATGATGATTTGAGGAACTGGACGTAGTTGTGCATGCTGCGGT 

TGGAGCTTTCGGACTGCTCCAGGCGATCTTTCAGGTCTTGCAACCGGCTT 

TGGTAGCGG 

>682.1 

TTGAGCTCACCGCGGTGGCGGCCGAGGTACTCTCGTTTGAGCTGGGCTCT 

TATGGCCAAGCGCTCGGGTTGCGCCCGCCGGGTTTCCGGAGATATGTTGT 

ATTCGGCTGGGTCGAGGGTCTCAGGCAGAGTGCGCAGGCTCGACGGGTTA 

TACTTTGGGAACGACATCTTGGCGAACCAGGGGACAATTGCGCCTGCGCG 

ATTCTGAGGCCCTTTGTCTCCCCGCGT 

>683.1 

GCGGTGGGGGCCGCCCGGGCCGGTACGCGGGATGGCACATGCAGGGCAAG 
TAGGGTCTACAAGGACGCTACTTCCCCTATCATAGAAGAGCTTATCACCT 
TTCATGATCAC 
>683 2 

GCCCTCATAATCATTTTajrrATCTGGTTGCTAGTCCTGTATGCCCTT^ 

CCTAACAGTCAGAACAAAAGTAACTAATACTAACATGTCAGACGCTCAGG 

AAATAGAAACCCGT 

>683.3 

TGGACTATCCTGGCCGGCCTTATGCTAGGCCCTAATGGGCGTCCATGCTT 
AC 

>684.1 

TGGCTGTACAATCCTCAGCATGTTAATCGAAGCGTTGTrGAGCTTCACAA 

AGGTTCCATTGAAGATTTGAC 

>684.2 

GAAGGCGAAGAAGCTGCAACAGCTTTCGAAGGTTTGGGCTCACTGCATTG 

ATACCTCTGATTCTGATGAGAAAGGCCAATTTGGGTTCTGGAGGTACGAG 

GACATTTTGCCCCGCGGCTTGTTGGGGTCTCCTTTACCGATGTTGACAGA 

TCCGCGTCCACCCGAGGGTATTGGAGGGTATTCTTGCCTGGTGCGAGCTT 

TTCGTCAQAGTCCCGCAGAGCGGCCGCTCTAGAACTAG . . 

>686.1 

CTTtATTAAAAAAGGCCCTAAGGGGCCTCTTATtAAAAAAGGTATA^^ 

CCCCATAAATTCGGGGCCCCTGGGCTGGGCAGGGTTGATATCCCTTAAAG 
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GGGAGGAAGGGGGGGGATGGGGGGTGAACCGGGGACTGGGGAAGAGGACC 

AGGGGGCACATTGTTCCTCGGGTTTGGGTTGAAAGATGGAGCGGGGGGGG 

ATATGGGGGAAAGGGGCCCACGGGTTCTCACGCAACAACGGGGGAAGGCC 

GGCGACAGTTTTTTCGGAAAATTCTGGGGGAAGGGG 

>687.1 

CGGCGGGACGCGGGGCTTTACATGGGAACAAGTATGGCGGCTGGTAGTGG 

TAGATTTGAAAGTGGGAAGAGTATGGAAGAGCGGAAAGAACAGACGGGGA 

ATGCCAGGGCCGAGGTGTTGCGCCAGGCTAAAGCCAATTTTGAAAAAGAA 

GAAAGGCGTAAAGAACTTAAGCGACTTCGGGGTGAGGATACATGGATGCT 

ACCTGATGTGAATGAGAGAATTGAACAGTTCTCACAGGAACACTTTGTGA 

AGAAAAAGAAGAAAAAAGACAAGCTTCTATTTAA 

>688.1 

CGGCGGTGGCGGCCGAGGTACACTCGCCAGCGGTTTTGCCACAAGAGTAT 

ACGGAACAAAGGAGACAGGCTCATTTATAATCTGAGGCGGCCACCCTCCT 

GGTGCGTTCGGTTTCCATTGGCTGGGACGGGACCTCACCTTCTGTATTTG 

TCCCGACTGGCTAGCACTTAGAAGTTTTTAAAAGAGGCAAA 

>689.1 

ACAAACTGGGCACTGGATAGGTAGTTCCTTTGGTGGTCAAGGTGGCTCTA 

CCTGTCGTTGAGGTGTCGTGTCACTCGCTTGGTGATCGGTCCACAGATCA 

GGCCAATGAGGAACAATATACAGATGCTCCCACTGATCACAGAGAGAATG 

TAGTTCTTAGATGGAGACGTCATTAGTTGCATGGCAAGATCAGAGAAGCG 

ATCTGCTGGGGCCACCTAGAATGACACAAGGCAATGTGATTCTCTGAGAG 

AGCACTGGGCTGGTGGCAGTGCTAGGTCTAACTTATCCCTCTCAGTTCCT 

AGTTTAATTTATGTCTTTTCTTTTGGAGAGGGAGGGCAGGAGATAAGAAA 

AATCAACACAGAGCTACAACTCTTTTTCCTGGTCATAAAACTATAGACAC 

GTCTAGTGCACAAAAT 

>690.1 

CGCGGTGGCGGCCGAGTTTGATnrCTTGCAGTCCTGAGCGATGGAGCCCG 

GGGGTGCCTGGTTATTGTCCGCTTTCTCTCTCAGATGCTTGGCTTGTTTT 

TCAAGAGAAGCI I I I I CGATATTCATTGCTCCATCGATTGGATCCAGTCC 

TTGTTCAGAAAATTGTTTCAAGGCACTTAAGGCTGCCTGAAAGCCTTGAA 

TCCTTGCTAAATATTCCAGTTGTTTTGAAGGTTGT 

>691.1 

GGTCACCGGGGTGGCGGGCGAGGTACTACAGGAAGAAAGTAQAGGAAACG 

GGAATTTCATCCATGTCCTGTGTATCTGCTGGCAACAGGTCAGAACGGCC 

AGTATGTTATTCCCTGCAGGCTGCCTAGGGTGCTGTCGTGAAACAGATGA 

CCTGAGCCTCCTGCATCTATGAAGTTATGACACAGCAACCAGTTACTCAG 

AGTCTGATGAGAAAAAGAGATTTTAGGTTTGGGAAATGGGATTACTGTAA 

TTTACACATCGAAATGCAAACTGGAGCTCTGATTGAATTCTACCCTGGGG 

AGAACTTGATGCTAACGCACAGGT 

>692.1 

AGACCAAATGGTGACATGCTTTCACCAATATAGATTACTTCATACCACAT 

TGTCAAGGAAAGGACTAGAAG AA I 1 I I I I GATGACCCAAAAAAGTGGGGG 

CAAGAAAAAGTAAAATCTGGAGCAGCATGGACCTGTCAGCAACTAAGGAA 

CAAAAGTAATGAAGATTTACACAAACTTTGGTATGTGTTACTGAAAGAAA 

GAAACATGCTTCTAACCCTAGAGCAGGAGGCCAAGCGGGAGAGATTGCCA 

ATGCCAAGTCCAGAGCGGTTAGATAAGGTAGTAGATTCCATGGATGCATT 

AGATAAAGGTTGTCCAGGAAAGAGAAGATGCCGTAAG 

>693 1 

ACCTCAGGGACATTTAAGAGTTGGAGGTGCAAATATATTCCAAAAGGGTG 
CAACAGACACAGTGTATCCCCCTGCTTCTG I I 1 1 1 G TATATTTTTGCTAC 
TTGG I i I I I CTTGATCATAGCTATTTTGTGCTTGAGCTTTATTGGGTA 
>694.1 

CCGCGGTGGCGGCCGGGTACAAAACAGGGGGTAGAGCTTGCTAGTAGGTC 
TCTGTTGGGGCTCCCCTTTCCTGAACTTTGGCCAAAGACAACAGGATATT 
CTTGGGGGTTTTGTTGTTGTTTTGTTGGC A I Mil i CTGTGCCTGTTGGT 
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GATTCCAGCACAGACCAGAGTGCCGCGT 
>695.1 

CCGGGGGGGCGCCGGCGGTCTGTATAATGGAGGCTGACCAGAGCAGTTTA 

GGAGATTGTAAAGGGAGGTTTTGTGAAGTTGTAAAAGGTTCTAGTTTGAA 

GGTCGGCCTTGTAGATTAAAACGAAGGTTACCTAAATAGAATGTAAGTGG 

CATTTAAAACAGTAAAGTTGTAGAGAATAGTTTGAAAAAAAAAAAAAAAA 

AAAAAAAAAAGT 

>696.1 

GTGGGGGGCGGGCGAGGTACAGCAGGGTGCGTCAGCAAGAGAGGACTGAG 

TGGATTTTCCTTAGGGATATTTATGAACCTTAAAGCAGGAGCTTAAAGGG 

A ATTTG G G CO AT ATT A ACC ACTT AG GTC ATG AT A A ATG ATT AC ATTTTTG 

GACATTTTGGTGTCTTAATGTCAGCAAGGGTTGCACGATAAGTTTTGACA 

TGCATGCATGGGAGACATGTAGAAATTCTAGTTACTTACAAGTTTTTGGG 

GAAGAAGCCTGGACCCAGATGCCAGCTTTAAATAACAGGGGAGTCTAATT 

ACTTCTAAATTCCTCACATAGGGAGTTTTG 

>697.1 

GGCGGCCGCCCGGCAGGAGGCGGAGAGACAGCGTCAGGCGCTTGATTTCC 

CTGAGTCCCGGTGCCTCAGCTGCCCAGTGCCCACGTTCGTAAGAAGGCAA 

CAAGTTCTTCTCCTGTACAGAAGGATTTTGCAAACAATTCGGCAAGTTCC 

AAATGATTCTGATCGCAAATACCTGGAAGATTGGGCAAGAGAAGAATTCA 

GAAGAAACAAAGGTGCCACCGAAGAGGATACAATCCGGATGATGATTACT 

CAAGGCAATATGCAGCTCATGGAGTTAGAAAAAACACTTGCTTTAGCAAA 

ATCTTAACTATAGCATTATTCTGAAGGATTTTCAAAGTCTCCATGTGTCT 

TTGCTGCATTTAGGATTAACAATG 

>698.1 

CGCGGTGGCGGCCGAGGTACACGGCCCGCTCGTAGGGATCGTGTTTGTTC 

CTGACGACCCTACGGTAATGCAGCCGGAGCTTGTTTTCCGTAGCTGGGGA 

CAATCTTCTGTCCTTGCTG 

>698^ 

AGGCATGGATTTTGAGGTTTATAACATGGCAGAGTGAATTGTGGCAACAC 

ACTGAGTGATGCTTGTCAATGGCCACTATCAGGAATTTAAAAGAAGATTT 

GGAATTATGACATCTGGACAAACCACATATGCAAAACCTACCTTTTGGTC 

CATTCTCCAGGGCTTCTTCTGCAGCTTCTGGTTCCAGTTGI I I I ICGGAG 

CTGTCAGTGTGTGTTTT 

>699.1 

GGGGGTGGCGGGGGAGGTAC I M I i 11 I I I 11 I I I I I I I GTTAGTGTTTT 

CTGATGTCTTTTCTAACAAATCTTTGCCTGCCCAAAAGTCTCAAAAACAT 

TCTCACGTTTCTA 

>699.2 

AGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAAI MM 

GTGAATTGCGGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTA 

CGATGCAACGGATGCCTGGAGTGGAGGACTAGATGATCAATTGAAAATGG 

ATGATTTGAACACTGATCAAGAAAATCTTGTTGGGACCCATGATGCCCGT 

ATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCAGTGGAAG 

TTGGGATCAGACAGTTAAACTGTGGGATCCCAGAAGTCGTTGTAATGCTG 

GGACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGG 

>700.1 

CGGCCGACTTGATGAGCGGAGAGACCTGCACCGGTGGCACCATCTTGTCC 

CTGACCTCCGCACCGGAAGCCCCCGCGTACCT 

>701.1 

ACGGCGGTGGCGGGCGAGGTACGGGGGGGAGAGAGGAAAAGAACAGAGAT 
CTCGCATGGTTCAGATTTTTC I I M I AGGTCCAGGAGTAAGATATATCAT 
ACGAAAATGAAAATTATAAT 
>701^ 

CTTCTTGGATtCCTGGGAGCCACATTGTCAGCCCCACtTAtCCCAC^ 
TCTCATGTCTGCAGCAATAGCAATGAGTTACTTCTTAATCTTAATAATGG 
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TCAACTTTTGCCACTACAACTTCAGGGCCCACTTAATTCATGGATTCCAC 

CTTTCTCTGGAATTTTACAACAGGAGCAGCAGGGTCAAATTCCAGGACTC 

TCCCAGTTCTCTTTATGAGCTCTAGACC AGTTT GCTGGACTGCTCCCAAA 

TGAAGATACCCTTAACAGGAGAGGGCAGTTTTGCCCAAGGAGCGCAGGCA 

GGCCAAGGTTGATCCCTTACAGCTTCAAACACCGGCTT 

>701 .3 

AAACACAACCAGGCCCCAGTCACGGGGATGCCCTATGTATTCTCCTTCAA 

AATGCCTTAAGAGCAAGGGCCAGATGGTTTCAATACCTAT 

>701.4 

CAGGTTTACATGGGCCCGCGGTGGCGGCCGCCCGGGCAGGTACTGCAAGC 

AACAGTTACTGCGACGTGAGATCATCAAGAACACGTAGAGAAACCCAGCT 

GTAATCATGCATGGAGATACACCTACATTGCATGAATATATGTTAGATTT 

GCAACCAGAGACAACTGATCTCTACTGTTATGAGCAATTAAATGACAGCT 

CA 

>701 .5 

AGGAGGAGGATGAAATAGATGGTCCAGGTGGACAAGCAGAACCGGACAGA 

GCCCATTACAATATTGTAACCTTTTGTTGCAAGTGTGACTCTACGCTTCG 

GTTGTGCGTACCT 

>702.1 

AAAAGGATGCGCCTCCACTTAGCAAGGCTGGGGAGGATGTGGTTCTGCAT 

CTGCCCACAGACGGGGTGGTTCTAGA 

>703.1 

GGCGGCGCCGGGCAGGTCAGACCTGAACGCCCAAACACTTCCTGCAGATG 

TTGTCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGCAAGGACCTTGC 

TGCTGTCTTGGTTGTCAGCAAGAAGCTGACACACCTGTGCTTTGGCCAAG 

GAACTCTCATTTGGGGATACAGGGGTGAAGTTTCTGTGTGAGGGCTTGAG 

TTACCCTGATTGTAAACTGCAGACGTTGGTGTTACAGCAATGCAGCATAA 

CCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGAAGCCTGCAGG 

CTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGTGGATTGTGGAT 

TCTCTGTCAGGCATTAGAGAATCCAAACTGTAACCTAAAAGAGCTACGGT 

TGAAGACCTATGAAACTAATTTGGAAATCAAGAAGCTGTTGGAGGAAGTG 

AAAGAAAAG 

>704.1 

GTGGCGGTCTGOCCAGATGCATGATGTGCAGTTCTCTGGAGCAGGCQCTG 

GCTGTGCTGGTCACTACGTTGCAGAAGTACAGGGGTCTATTTGGCCGTGA 

CCTTGCTGTGGAGACGATGATATCCCTTCAGCGTGAGGGAATTGATGTTG 

ATGAACCCGGAGGCATCAGTTGGCTCATAATCACCCTGCACGTTCATGCT 

CACCAGCTCCTCATTGTTCAGAGACAGTGGGGACTCCCGGCCGAGGATGT 

>705.1 

CCGCGGTGGCGGCCGAGGTCCGACGCAGCAGGCTCCGAAGATCATACAGA 

CGCCATTACCACTGTTGGCTCCCAGAAACCTCTGC6CCCCGCGTACCTGC 

GGG 

>706.1 

ACGAGTAAATTTTCATTACCTTTAATTAGGCAATGTTTCTTAGATAACCA 
TAAAACTGCAAAAGCAATTTTTAAAAATGATAAATAGGACTTCATCAAAA 
AGTAAACGCTTCAAAAGATACTACTGAGAAAGTCACAGAATAGGAGAAAA 

ATCTGATG 
>707-1 

ACCCATATCCAAGGCrrATTGCAACTTTTAGTCTTGCCCCTGCTA CTTAC 

ACAGTCCAGAATCACTTGGTGAGCATTCCAGTAGGACGGTGGCATTTTAG 

GATTCAGAATATTAACCTATAAACCTGTCATTTGATTCTTGATTATTAAT 

GTCTGGATCGCCTGTGGTAGGGGTGTAATCCCAGGAAGGCATTAAATATA 

TTTGAATTAATGTATATTTTGAGAATAAAAGGCTATTTCTAGAAAATATT . . 

AGACACTTGTCTTATGTTAAATAAAAATTTGCTATTTATTGAATATCCCT 

fACCCACCCTTCTTCCCAATGAAGATCTTATGCAtACCTtCACTGGAAGG 

TTTAAGATGTGACAATCTTAATAGATCTTTGTGAGACCAGCCATTTCTCT 
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GTTTATATTTTGGAACCGCCAGAGCAAGGGCCATGCCACCTTTCTCATTG 
T 

>708.1 

ACATCCTTTTGCATGCTCAAGAGCCCATTCTTTTCATCATTCGGAAGCAA 

CAGCGGCAGTCCGGTGCCCAAGTTATCCCACTAGGTGA1TGCTATATCAT 

TGCTGGAGTGATGTATCAGGCACGAGAGTTGGGATCAGTTA TAAA CTCTA 

GAGTGGTAAGTGTCtTCACATTCTTTAAGCACTAAAGAAAACTTTTAATT 

AGCTACCTTGCTTCCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAG - 

TTGCTATAAAGTATTGACTATTAGAATGTCTTGAACTTTGGTTACTGTGA 

GCCAAGTCGGTGCTCAAAGTATATTTCATAGTCTCAATT ATATA GTAATT 

TAGGTTGTGAAAAATAGGTTCTGTCTTTGCATATGTAATATTTTGTGAGT 

ATTTACTTTGGAAAGTTTGGTCGACCTAATGATAAATTTAG AGTTT ATTT 

TCCTTTTACAAGCTTAGTGCATTGCATGGTATTCAGTCAGCTTTTGATGA 

AGCTATGTCATACTGGTCGATATCAT 

>709.1 

ACAAGCATGGTCCATACCACTGTTTAGTTTTCTAGAAAGTTGTTAGACTA 

ATTTTTCAACAAAAATTCTTTATTGTCTTGGTAACAAAAGAAGCATACTA 

AAAATTCTCAATAAGGCACAGTGTCTCTAGAAGCTTGAGCATTCAACATA 

AACTTCTAATTAACACGAACTTGTGCTCTTATTTCAGCCATTGCTGTGTG 

GGCTTGGAGCCAGGAGAAGATGCAGAGGAATTTTACAATGAATTACTTCC 

ATCAGCTGCAGAAAATTTTCTAGTTTTGGGGAGACAATTACAAACATGTT 

TTA 

>710.1 

ACGCGGGCTAATGCCAGTTATGAGGGCTCTGCGCATGACCTCATCACTTC 

CCAGAGGCGTTACCATCTAATACCAATACATTGGGTTTAGAATTTCAGCA 

TGAGAATTTGGGGGAGACAGTCAGACTGTAGCGATGATTCTGGAGTATTC 

ATCATTTAAGAGACACTTAAAAATGATCAGAAAGGAGAGGATGAAGGGTA 

GAACTAAGACTTTAGCGTTGAACATGGAAAGGAAGTGATGACTGCAGATA 

TCTCCAGT 

>71 1 .1 

AC ! U I I I M M H I Mi i M I i I i I I M I GATAGGCATATACCAAATAA 

ATGTTCTGTGACTAGGGGTTATGGCACAATGGGTATTGAGACACTAAAAA 

CTCTGGTTCAGGGTTCCATai^TGTTAATTTTAGAA TATGTC TGATTTCCT 

AATTTTCTGATTGACATCTTTTGGTAG ATTATC GTGTTTTTACTTTATGT 

TATTGAGTGATCCTTTAGAATGATTTTCTTTTTGTTCTGGGAAAAAAAAT 

GCATTCTAAATCAGATTCACTAATACTTTGATTCACTTCCAAGGA 

>712.1 

ACTTACAAAAATTTTTAACATTAGGAGGTAATTATAAGTAGATTCTGTGA 

TTAGGACTTCATTCATGTATCTTTTGCTAGATAAACCTTTGTTAGATTAA 

ATGGAAGACACCTGCTAGGTGATACTT TTTATAA AAGATATGAGTAAGTC 

ATATATCTTTGTTAAATTTCTGTATGTTGTTT7TTGTATAAAGATGGAGA 

GAAAGGATGGAGTGATACTAAGGACCCTAATAACATCTCTGTTCAAATTA 

ATTACTAAGTGATAGAAGTATTCATATGCCATTAAAGATTTGCCAATTCT 

ATTTG 

>713.1 

ACTGACACAAGGACTCCAGGCCACACATATCTTCTTGAAAGCCCTTTTCC 

TGTTTGAAAAAAAGATCGTTTGTATTTGATAGAGCAAAAGAAGGCCACAA 

AATGAATTGTCTTCTTGTGGGCTGTGTrrCAGAACGGCCGGTTTGTGGGG 

GATGCTGACCTTGAAAGACAGAAATTTTCAGATTTGAAACTCAACGGACC 

CCAGGTAATTCTTTGGCTCAAGACCTGGGTTGCTTCATTCATAI I I Id I 

ATTTCCCCAGCCTATAAGAGCATATTTGTGTCTTGTAAGGTGCCTGG 

>714.1 

acatatgcactatttagaatatgacattaatcaaccactagaattaaaat 
caggttataaatcctcaaaatcaccagagtataaatttaaatgaaaaacc 
cagaccacagMcaaaaacagaaataccaaaaMtaatcacaaAatatta 
aaaacagtatataaacacagtgacagaattaggactaaacatatctgtaa 
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AACAATAAATGTAAGGGTAATCTCACCAATTATGAAAAAGACCTTCAGAT 

CATATTTTAAAAGAAATTTAAAAACTCAACTGTATGTTT 

>715.1 

ATTGGTGTAAAATTTGAAAACCATGAAAAAATAAAACAATAAAGGATCTA 

GATGGTAATAATGTGGTTAGTTAACATGTTGAGCATTTCAAAGCAAAATA 

AGTCTTTGATGTTTTATACTATTCATAGCAAGATATAAGTATrrAATCTG 

CAAAGACGTGGATTTGAAAATTCAGCTGCCAAATGTAAAGAACAGATTCC 

TAGATTATTATTAATAATATCTCTATAAATATTATATTTATCAATAATGG 

GT 

>716.1 

TCTAAGTGAAAACCTGGATA I I M I M I CTCCAAAGTTATTTCTTAGTTC 
TACCTATGACATGAGGGTGATCTTTATAA I M i I I I I t GTTTTCACTGAA 
GAAATAAAACATTGCTTAAGGGAGAGTTGGGGGAGTGCATAAGGATCTGG 
AGTTGGGACTGGAI I I I I CGGGTTTGTTrTACC 
>717.1 

ACTAATCTAAATGCTAGACAGTTCAAGTGTAGCTTTGGAGAGTTACAGAT 

AGCCAGCTAGAGAACTACCAATGATGATATCCATCACGAGGAGTTTGGTG 

GCCAGCGTCCAAGATGGTCCTCAATGATCTTTGCATCTTCATATTTGCAC 

CCTGTGTAGTCCCCTCTCTCAGGGGATTAGGGTTGGTCTGTATGATCACC 

ACATGGCTGCAGTAATGGTATGTCACTTCtGAACTTAGGTTATAAAAGAC 

TATGACTCTCATCTTGGGTGTCCACTCTCTGTCTCTCTGATCTTACACTC 

TAGTGGAAGCTGCCATATTGTGAACCTCATGGAAGGGCCACAGGGTGAAA 

AACTGAAGCATCTAATCAACAGTTAGCAAGAAACTGAGGCCTGCCAACAA 

CCATGTG AGTGACCCCGGAAAGAA I 1 1 I I CAGTCCCAGTG 

>718.1 

GTTTCGGGTATTTGGGGCGGGATAAACATGGCGACGTCTCTGCATGAGGG 

ACGCACGAACCAGCTGGATCTGCTCATCCGGGCCGG 

>718.2 

TCTTTTATTTTCTACTTCTCTTCAGATTTGTCTTATGCATrrrCCAACTA 
TGTATGCATCACAGCTATTC I I I I TCTGAGTTATAGCTACAGTTTTCCTA 
CTGTTGTGTTCATGGCATTTCATTTCACATGGT 

>719.1 

AACCCAAAACATTAAGAAAAATATAGGAACAGTAAGTAGATTACATnTG 

TAAACAGAGAAGCTTACAAGTTTTCTCAAATATGAAAGTGATACTAAACT 

GGGAGAGTGTTAACTTCTTGATGGGGTTAATGTCTAATATGAAGCCACAG 

TCATAGCTAACTACAAATTACATATACAATGCCAAAAATATTCAAAAATA 

AG A I I I I I I GCAGCTTAATGAT 

>720.1 

ACTTGAAGAACATGGTAAAAATATGTTCAGAATAATATTTTATC7TAGAA 

ATGTATTCAGTAAAAAATCTCTTTA 

>720^ 

TTCAACTATCCTCTTGATTCAGGGGAAAAAAGGATTAGCATGGGAGATAA 

CAGAATAGGAAGTTTAGGAGATAATGAGACTTCTGTTTTAGTAAAGTAAA 

TAAGCTTTAATAG I II I I I GGTGATGTATTCAGTTTACCAGCCTTG AAGA 

TATTTGTAGGAAATTTTAAAAGTTTGTCTATTTCATCCCCCATGATAAAA 

ATTATATAGAATAAAAGCTGAATTGAACTTTCTTCACAGCACACTGAAAA 

ATATCTTCTATAGCATTAATCAGATCACA 

>721-1 

CATAATTCACCCTTGAGCGGCCGOCCGGGCATGTACGCGGGGTTAACTAT 
GTTTTCTrrAACAGAAAGTTCTGTTTTTGTGATCCTTTTAAAAATAAAGC 
TTCACGGAAGGATGAGAATAGTA Mil l CAACTTTAAATTTCTCATTACC 
AGAAGACCATGTGGTAATTCTCTGTATACAGTTAGAACAGCACGGAAAGT 
TGAAGGCCTAAAAAATTAGCTGACCTTGTTAAAAATGTTGGCG TGAG CAG 
TATATTATTACCTAT C I UNI I ATTGTGTGTGTGTGTGTGTGTGTTTTA 
AACTAATTGGCTGAAATATCTGCCTGTTTCGCTCTfTACAl I 11 ICTTGT 
TTCTTTCCTTATTTATCTTTGTCCATCTTGAGATCTACTGTAAAGTGAAT 
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TTTTTAATGAAAACAAGTCCAAGTTTTACTCTCAGTGGGTTTGGGACATC 

AGATGTAATTGAGAGGCCAAGAGGGTAAGTCTTGATGTC 

>722.1 

ACATGAACCTATTAATAAACCATTCATGCTrCCCAGTTTGGCAGATGTGA 

GCAAACTATGTATAGGAATTCCAAAGGTAACTTTTTCCTTTCATTACTTT 

ACAGAAATACTGTCAAGTCCAATAGAGAGCACAGACTTGGGAGGCGGATT 

GGGTGGGTTTGAATCTCTGCTCTGCCACTTTTATTAATCATGTGAGTTGA 

GTATGTGACTTAATCTCTTTTAGCTCAATTTCCCCATCTGTAAAATAGGA 

ATAATAAAAATACTGACTTCAGAGAGGTTTGTGAGGATCAATTAGAGAGT 

CATGTTAAGTCTGTAAATTGTTTGTGTAATGGGCAAGATAGCAAATATTT 

TAGATTTTGTGGACCATGCAGTCTTTATCATAACTGCTTAAGTGCCATTA 

TAGTGAGAAAGCAGCCACAGAGAATATGTAAATGAAAAAGTGTGTCTCTG 

TTCCAATAAAACTTTATTTTCAAAAACCAGCTGGCTTGTCACATCTGGCC 

TAT 

>723.1 

ACTTACTTTGTTGCTC I I 1 M GTAAGTTTTAAAGATGGATGCCAATCTCA 

GGCTTCTTTTCGTGTGTGTATGTGCGTATGTCCATAAATTCTCTTCTAAT 

TACAGTGTAAGCCACATCCCACAAGTTTTGATAGTCACAGAACTGTATCG 

TCACACTA i N I 1 1 AATTTCAGTAAGTTCTTCAGTGATCCCTGTGTAATT 

TAGAAATGTTTCATAATTTCCCTACATTGGAGGGGAAGATAGTTTTGTTT 

>724.1 

ACTCGTCAGCTTGTGCTGCCCTTGTCGAATGACTCGCGTTTCGTGCTTTC 

ATCACTACACCTCCCACCGCTCTCCATCACCTGCTCTGCTCTTATAAGGA 

TGCAGAGAAATGGAATAATCTTATTGCTGATCTATGTAAACAAGTTGAAG 

AATCGTCTGAAAGAAAATACAGTGTGTCTAAACTGGAAAAGTCCTGTAAT 

AGTTTGTTCATGAGCATTTGCACAGTGGAGTTACTGTTCATCATGGGGGT 

>725.1 

ACTAACTATTCCTAAATATTAAACAGTGGTCAACTAAAATGCACAAATTG 

ATGAATTGGATTTGCACTCAAACAAAAAAAAATACCATAGGCAGTATCAT 

TTCTACCTTTGTAAGAGGCAGGAATATTGATTAGACTCTATGCTTGACTT 

TTCATATGTATTTTAACACTGTAGTAGGCTATCGGGTCTAGTTTAAGCTT 

CATTTCTAAACTACTGAACAGCTCAGAACTGACAAAGATCACAAGAAATC 

AACTATTAACCTCTTGCCTGAAGACACAAATGAAATATTCGCTATTTTAC 

AAAGCAAATTAGATTCCAAGATTTTCCAAAGCGATACTCCTGCAGTTCAC 

TTGGGTTCAAACTTAAAATCATAATAGTAATATACACATATTTACATTAT 

AACCCATTACACATTATTTTCAACTCAATGCAAGT 

>726.1 

ACTCAGTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAA 

AAGGTATATGTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAA 

ATGTTCTGTGCTTAATCCAATACATCATTTAAATTCI I I ICACATTTGGA 

CAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCT 

AAAT 

>726.2 

GCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTTCTCCT 

GGCTGATTCTGATGCTACAGAAAG 

>727.1 

ACATTCTATTGTTATCTCTATnTTTGGATGAAAAAACAGCAGCACAAAG 

AAGTTCAGTAACTGGCCTAAGGCCACACAGCTTGTCTTCCTGAAGACTGG 

ACCCAAACCCAGGCAGTCATAGAACATGCTGGTCGCTArrGGGCCGCTTG 

CTCTATGGGGGACGGTGGTCCAGGAACACAGCAATGCGGTTTAGGATTCC 

AGGACCTGGGGCAGCTGCTG C I I CM I G TTAGTTCTCGACAGACCAGTGA 

GTGCAGI 1 1 1 iC TAAATCTTTTCGCCAGTTTGATATGTGGTCCATAAAAC 

TGCTTCCACACGTATAACCCACTGTGAAGTTTAAAATGATTTCATGTTTG 

GGCAAATTCCTACTGAATGTTAAGCTAGATAGGAAACAAGTTCTQACTAA 

CACAAATG 

>728.1 
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TAAAAGAATCTTCCAAAGGAGGACAGCAGAAATGAAAATAAAGTAAGTTC 

AAACTAGAATCCTTGACAGAACTGGTTTTATTCGCAATGCCTCTTAAAAA 

GAATCGTTCCATGGGTGGGAGGAGGGGTGTTTTCATGGTGTGATGGACGG 

TGACTTGTTATTCAAGATGTAGT 

>729.1 

ACTTATCAGGATGAAATGAGAATCACAGTTGGCCTTTTGCCATAAGGGAA 

GGGTATTTGGAGAAGAGTCAACCACCACTCATGCCTCTCCCCTGGGCAGC 

AGCACCTTGGATTTTCCTGGCTTTATGCCTCCTGTTTCCCCTGGCTGAGT 

AACTGCAGGCATTAGGTTCCTCTACACACGATATATTACAGGGAAATGGC 

AGCGATGGTCTGGAAGGGCAACACTGGGCTTCTTTCCTCCTGAGCACTAA 

AATCCTAAACATGCAACTTAAAAAAAAATTCTAAATGTGAACACCACCTT 

TCAATAATTTATA 

>730.1 

ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAA 

AAGGTATATGTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAA 

ATGTTCTGTGCTTAATCCAATACATCATTTAAATTCTTTTCACATTTGGA 

CAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCT 

AAATTGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTT 

CTCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAA 

TTGGGACAAGTGCCCGCG 

>731.1 

ACTTTTCTGAAGAATACATGTTCGTTCAATGTGGTGGTATTCTTAATTTT 

TTCTATAATATTGCTTGTAATCTTTAGAGTTATGGTTTCA I I I I I I GACT 

ATTAAATTTGAAATTGTTGACATCAGCAGTTGAGTCTTCTGTGTAGATCA 

TAATTTTTTAATTAAGAAGACACTCTCAAGTGTTGAACTATAATTGTAGA 

GTAAATTCTAAGTGGAGGATATCGTAAATTC I I I I I I GTCTTGGTATTGA 

CATGTAAATGTTAACATATGTGAATAATTCAGTCCACGATTGTCACAGGT 

TCTATGTCTTTACCTCCTTTCAAAATACTTTCTTTAACAAATACTTTGAC 

AAATTTATTAACATTTATAAGACAAGACTTACCAAGTTGTGTTCGTTTAT 

GATTCTTTAAATGTTTTCCAATACTTAGATACATCAAAATTATAGGACTT 

CTCAATTCCATCCTATTGTTA 

>732.1 

CTCACCCTGAATTCTTTCCTGCTCAAGATCCAAGAACCC I I I I I I GAGGT 

CTGGATCGGGACCCCTTTCCTGTAACACGACTGTATCCCCTTGGCAGACA 

TATGAATGTGCACGCCCGCTTGGTCTGCAATATGGAGGGATG 

>733.1 

ACAAAACTATGTGAGAACGTATACTACTTGTCGGGCACAAGTACTAT7TT 

TAGATATrCATAAAATAACCTCTGATTGTGTTTTCACATTGACCCATTCA 

GTTCTGTCCAATCTTATAATTCTGATTAAATGTTCTGGGCCTCAAAACTA 

ATTTTTAAAAGGCCACTAACTCCAAATCTAGGAACAAAACAGTCTGTAAG 

ACTACTGTAACTTGTATAAAATTAACTTGAAAAATTCAGTCACTCCAATA 

AAACTATGATTTATGTAGCTCATAAGAGGGTGAATTTTGAATATTTACTC 

TATGAAAAAGCCTAAGCAATTCAATAAAAACTTGATAACTGCACGTTTAG 

TTTGCAGCATGTTGTACCTGCCCGGGC 

>734.1 

AGTTGTGAGGAATCTGCAGAATTCGCCTTTCGTGTGGACGCCCTTTCAGG 

TACTTTCTCTGAATTTCATTAGCTACATTAAAAAAAGAAAAGATCAAATG 

CAATAGATAGCACTGTAATAGATTTTGCTACATTAAAAAAAATCCATTTG 

AATACACAGTGAAGTAAAACACGAGAGTGGGTAAAAAGTCCCTTCATGCA 

TAT7TACTTAGCAGAGAGCTCTTGAGAAAGACCCAACCAATAAACCCCAA 

CCAAAGCAAATCCAGCTACTTCTCTAGCTGAGAGGGTGGAATGACTCCAA 

AATATTGTTTCAAGCTCAAAAAGCCTAAAACAAGTCCACATAAAA 

>734i 

AACAAAAATGTATCTAATTGGACATTTACGTTTTTGGAAATAAAAGGCQC 
AGTGGGAAAAAAAAAAAAAAAAAAAAAAAGT 

>735.1 
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AC I N I I I I I I I I M n I i I I i I I GTCACAGACACAGGCTGGGAATTTCC 

CAAATCTTACAAGTTCTCGTCCCGTTTCCCTTAACAAGTCTTTCGGAGTA 

TCTCCGTCCTTTCACAGTTTATTGTAAGCGAGGAGAGCAGCCAGGCTGGA 

CCTTTAAGATTTCATTGACAGGATCTCAGCTCAGCCAAGTGCTGAGCCAT 

TTTGTAATGAGGATCAGTTTCTTGCGGTTGCCGGTGAGGTGTCGCTCGCC 

TCCTCTAAGCCTCAGCAGAAAGGCCTTCAAGATCCACTTTTCCACAACAT 

TCTGTCTATGATACCTGCATTCTCTGAGATGCTAGAAGCTTTCTCTCGAG 

CTCTCCCCTTTCGTCTCTGAGCCTTCAGCCGAGTCCCGATTGATGTCCGT 

ATTTTTACCAACAAGCTCTTCACCGCTATGGAGGCTTTCTCCAGCAGGTC 

CCTGAAAACGTGTGCAGCA 

>736.1 

ACTTGTCTGCTTGAATAAAATTTGTCTTTGATTTGAGTGGTGGAAGGGTG 

CTTGATCCAGGTT7TGCTTGTGCATGAGGAGGAGTGTG i I I M CAGTTTC 

CGCTTTTATTTCCTCTGAGGGGAAAAAAAAGAAGCATACATTATAAAACT 

GGACAGGAGAAAGAGTGAGTAATTTGTTAAGTTGTATAAACTGATTTGGA 

ACTTCTAGAAAAAGTTGGAAAGAATGGAAATTTAATAAAAATTAGATGGT 

AAAATTGTTTCATCTAAATTTTTTAATTCACACAAATAACATAAAAGTAT 

ATGAATAGGT 

>737.1 

I I I I M I i I M I I I I I I I I I I GTTTTGAAAACCCTTTATTCGGTTrCTCA 

GTAACAGTGATGCATTAAGAAATTCTTGTCTGCTAAACTTCATA6CAAAC 

CGATCCCAGTGGTCACCTCATTGTGTGGTAGCCCAGCAGCAGAGAAGATA 

GGAATTTTCTGCCCCCTAGCAATACTGTTCATCCCATCGATGGCCGAAAT 

GCCAGTCTGAATGATTTCCTCTGGGTAGATTCCACATTGAGGGTTGATTG 

GCTGACCTAATGTATTTCCAAAAAGGAAAATTTCAACAAGTTGCCGCATT 

ATTCATGAATGAAATTAGATATCATATCAAATTAAAAGAAAAGAAAAAGC 

ACCAGAAGACCAGAACTAGATAAAGCATCTCTTTACTACAAAAAAAATCA 

GTTA 1 I I I I CAAATATG AAACTTG AAATAATTGTTTCCTTTACTCTTTTG 

GAGACTCACAAAACATTGGGTAATAGAATTCAAGTT 

>738.1 

ACTATGTGCTCTGAATTAAAATrTAGAACAAAAATCACCTGCCGTGCCAC 

TACACATGGACATAATCAACTGCTAAATTATGATTTGTTTTCTTCCAGTT 

ACTTTTCCAATTATTTTTACATATACAAATAI 1 1 1 CT I GGTAGAAGAACA 

AAAGTGGCACTATTCATTGTGTAG 1 1 M I M GTAAGTTATATTTTACCCT 

AAGCAT7TTGTCGTTGTGTTAAATTATTAATTGAAAATTATTGATGGCTA 

AATAATGCCTAGGCTGCCATGAGTCTTTTCTCCTTCTATAAACCGTGTCA 

GCATTCTTTTATATATATCTTTCAGCACATGTGCAATGATTTCTTTGGAA 

TAAAnrCTAAAGTTCGCTGGATCGAAAAG ATTCAGGGA I I I I lAGTGTT 

CTTTCAATTTGGCAAAGTATTTTTCAGAAACAAGCCCATTTCAGTTCTGA 

ATAAAGAAATTCTTTTTTATGTTGCATTTAAAATCTACC 

>739.1 

ACACAGTTTCCTTCTTCGAAACAATCCAGAAGTAGGCTAGCAATGGTCAC 

CCCTACATACTTCCGCACACATCTTTAAGAACAGGACACCATTACCACAC 

CCAAGAAAACCAGCATTTAATGAATTTATTCAAGAGTATCATCCAACATA 

CTCAAATATCCACAGCTGTTCCGAAAGTATCCTTCAATTCTGGATCCATT 

GATGGTTCACAGGTTGTATTTGGGTGTTACAT C I I H I AGTTGTTATCGT 

TCAGAGTAAAAGTGGGCTGCCCCTCTTTCTTTCTTTACAATATTGACTCC 

TTTGAQGAACCGGGGCTGGATGTGGAGCATTCTCCATTCATCTGATTGTT 

TCCATGTGACCAGATTCGGGTCACAAATTTCTGGCAAGAACCCTTCACAG 

ATGACCATGTATTGGTTATTAGGTAACAATAGATTACTCAAGTAGAGAAC 

TGGGAAATT 

>740.1 

ACATTGTCTGCATTiTGAGATTTTCCTATTATCTTTCTGGTGTTGATTTC . 
TGTTTAATTATACtGTGATCTACAAGCA 
•>741.1 

ACTTCAGGTTAGAGATGACTTCAATATATGTCGCAGACCTCCCAAGGTGA 
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GCATCACACAGCACTTATCATAATCACGAAGCAGCTCCACAGAGGCTAAG 

ATGAAAACAAAAATCTCAGGAAATTTATGTTTATAAAAATGATACTTGCA 

AAAAAATGAATGGAACCATCTCCATTGCTTATTTAGAGTGTTGACTCACT 

GAATAAGATTTTAAATTAGTGAATAGTATTGGATGCCTCTATATCTGCAT 

ATCAATAGGCTCATAAACAAGGTTGCTGAAAGAAGTGCCCATCAACCAGT 

TGGTTTGATGTCTGGACACCACACTGTTATCTTCCTTTGGCCTCTGTCCA 

TAACGGGTCCAGGCTACGTGCACCAAAGGAAAAGAATTGGGT 

>742.1 

ACAGGTTTCCCTTGCCTCAACTTCTCATCCTGGGTGATGAGACTGTTACT 

TTCCTTCTTGTATAAAGAGGGCAACTTTCATGTAGAAATTTTAGCTCCTA 

CTTTTAAGAAAAAGGAAAATCAGAGTGCTTTAAAGGAAAATCAGAGTGCT 

TTTCTTGCATCTGGTA Mill CAAGTGTCTTTAACTCAAAAAA ATCAATA 

TGCCAAAGTGGGATGTTTGGGGGTATGTGGTTGTGAATTGGTTGAGGAAA 

GATAGAAAGCAAAAGCAAAATAATAGG 

>743.1 

ACTGCTCGTTGGCAGCATCAATGAGGGAGGGCTCAGCCCAGACCCGGGTC 

CTAAAGAGAAGAGAGCAGAGAAAGCAGAATGGTGTTTAGAGACCATGGGA 

GTGACCTGATCCTGAAAGCACCTGTAGGAAATTGGCGTCCGGCAAGTGAA 

TGTGACAATGCAGTCAGCCACAGTGACGGAGTGCAAGATCGGATCACCAC 

ACAGATCCAAGAGACCGCTCACCACACCTGAGAAACAAGAACCCAAGACA 

GCCTCATGGAGGTGGAAGCGTGCTACGCAGTTATGGCTTCACTACTGAAT 

GCGATCTTGC 

>744.1 

ACGCGGGTG I M M 11 II GGGTAATTTTCTTGAGTTAGAAATGTAGTTAG 

AACTGTGACTAACGGCATTGCCTGGAATGTGCTACAAACACGATTAGATA . 

TTCATTTATGTTCCTCGTATTAGACTGCTTGTATAGAGACTCAGTGTTTA 

GACATTCATTTCTCTTCCTTGTATAAGACTCCTTGTATA AGACT CGGTGT 

TCATTTATCTTrrTAAATTAAACCACAACAAATATATGAGTTTTTAACCA 

TTGCAATGTGCAATAAATAAATATATCTGAAGTAGCATTAGCCTTCTAGT 

TTTAAATAATAA 

>745.1 

AGCI M I I 1 1 1 1 I I I 1 1 1 1 1 1 1 1 1 GGTGAAAGTCACTATTTGGGCGCTAA 

CATAAT 

>745.2 

CCTGCTCAGAGCGACGGAAAAAAGGCAAGGGTTTTGAAACATAACTGTCT 

CTACAAGGGAGCTATTATGGCAAGGGAAAAAAGAAAGCATGTAGATAAAT 

ATCTATCAAAATTAACTTTAAGAGAAATAGTCTCTTTCCTTAAAAGCCGT 

T A II HI I AAGAGACTAGAAAATAAGTTACTATAAAAAGTGGTGG TCTGG 

GGGCTAAAAACAAAACAAAAAAAATCCTCTTTTCTACATTTTTTAGTTTT 

CTG 

>746,1 

A C I M I I I III I I I I I I I I I I I I A GTTAAAATGCTTTACCTCAATGGTTG 

AGATATTTTGAATGGATTTTTCAAGGGGGGGAAATGCTTATTATAATAAT 

AAACCAAAATACTTAAGAGAAAATTGTCAGGTATTCTGACAAAAATAAAC 

ATTTTGAGAGACTTTATTTCTTTTGTCCGTTTCTGTGGTATCACTGATTG 

TCGTTAAGTAAGTAAAGC Mill ATATTTAGGTAAGAACTGATTTTATTT 

TTTAAATTATATTTTATATTTATTAGCACAGAAGAATAATGAGAGCCACA 

TTTTAGTTCAACTT 

>747.1 

ACTCTnTGTTTAGGTATTTCCCTCCTGCTGTGTCCAGGATTGCTGTGTG 
GTGGTGATGAGTGCTGGGAGGTGAAAAATTAAAATAAGCCATTTACCAGT 
CAGCATCCCAATTAAATATTTGATGTAACTGTGATCTTTGAGCCAGGCTT 
ATATATTCATTTTCAAGCAGAGGAGTTCCGCATTTTAAATAGAGGCATTG 
. TCTGATGTGTTTATGGTTAACTGCATCTGGCTTGGGTCTTTCTGTTTTCC . 
I I I C II I GGTi3AATTAGAAGGGGTtACTCTGAA(3AGTCCAG(3TCTTACAG 
TGTGGTTT 
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>748.1 

ACI M M i I I I I I I I I I M M I I I 1 1 I I I I I I I N I CATTC AAGA AAGAT 

AATTTTACACTTATTCTTTGAAAGAAAAATTCTATGGAATTTTCTTCTTC 

TAATTAAATTCCAAAATACATTCTCTCAACCCTATGCCGTCATACTAGTA 

ACTTGATGGTTAGCGGGTAAGTAGGTAGTAGTAAAAGAGCAAAAGGGGAA 

ATTTGGGGAGCAAAAAAGGGAGAAAAAGAAAAAAAGGGACCCTTGTAGTT 

TCCTAATAGAAAAGCTAGAGAATTCGATTCCTGAAAATTAAAGA 

>749.1 

ACCACTCACTACATTACAAAATAGTCTCTAACATAAAATTGCCTTAATAA 

CTATACTATTATAGAATCTGATAAACGTTACATTATTAAATTGATTATAA 

AATCTTCTTGGAAAAACTTTGGTATGTATCTTCAGAAGGTTTTTTAAAAA 

TAATATTTTAAGGGCCTGTAAACATTCCATTCTATTAAAGCACAGCAGAA 

TAAGTAATGGATATTCAACTGCATACAGAATATAGAATCAAAAAAACAAT 

TTATTATGTATTTGTAGAAAATCATTACCAGAGTAAGCAAAAAA 

>750.1 

ACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTGTGT 

GTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAATCTATT 

CTACAATGAAATTCAATCTCTTACTTAGCTATTTTGAAATTGTGTCCCAA 

TACCACATTAACAGAGCCAAAATGAAATTTAAAATTATGGTTATACTATT 

ATTCACACTAGGTAGGGTCAGG I I I I I M GTCTGAATTAAATGGCTCCTT 

TACGCTAGCTACTTAGGAAGCACTTCCCATACCCTCAAGGTAGAGTAATA 

>751.1 

ACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTGTGT 

GTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAATCTATT 

CTACAATGAAATTCAATCTGTTACTTAGCTATTTTGAAATTGTGTCCCAA 

TACCACATTAACAGAGCGAAAA TGAAATTT AAAATTATGGTTATACTATT 

ATTCACACTAGGTAGGGTCAGG I I I M I I GTCTGAATTAAATGGCTCCTT 

TACGCTAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTAATA 

GATACCTGACCC 

>752.1 

ACI I I I i I I I i I I I I I I I I i I I I I I I GGGAGCCATGGCAATCTTTTTACA 

CTTGATTTTAGCCAAAAGGCCAAGAAGCAATGAAAGCCATGATAATCTTT 

TTATGCAATGTTATCAGGTAAAAAAATGGCTAAAGTATATTAGCATTTAC 

CCGAGTGGTATTCTTTTATAGAACTCAGCTACTAAAACCAGGGAGAGTAC 

TTGGTGTATTTCTGAAACACTCTGCGAAGTTGTGGATAGCTTCTGGTGGT 

AAGGATGGTATTGAACACGTTTACGTCTGTCCCCTTTCTCCTTTCTCCTG 

CTTCATACAAGG 

>753-1 

ACI 1 1 1 1 I 1 1 M 1 1 M I 1 1 I I 1 11 M I GGTATTATATAAAATAATAATGC 
ATCTTACAGGGGAAGTCATAAATCCAATGAAATAAAGTATTTACCTGACA 
T A I 1 1 1 I CCCATCT T CTT A TTTCAACCATTTGACTGGTTGTCCAGCCCCA 
AATTGTTGGA C i I I 1 1 I A AACAATTCACACTGACTGGCAGTCT TCACC TT 
TAAATAGTTGAGTTCCATCCCTTTAAAATCATTTAAAAACATGATTTTTA 
AATTTATCTCCATTACCTTATTTTGTGTTTACI I I I I I ACTTTTATTTAT 
TTCCT 
>764.1 

AC I I I n I I I I U I 1 1 I m G GTGGGGAGCTGTATTTATTTCCCAGGGCT 

GTCAAAACAAATATCCATAAATTGGGTGGATTAGAACAACAAAAATTTAT 

TCTCTCTAGAGAAGAACGTTTTCTTGCCATTCCCTGGCTGCTGGTCATTG 

CTGGCAGTCCTTGTCCTTCCCTGACTAGTAGCTACATCATTCTCATTTCT 

GCCTCTGTCTTCATATGGCTGTCATTTCACTGTGTGCTTGTCTCTGGGTC 

TTCAAGTGGC Ci I 1 1 1 A TAAGGACACTGGTCATTGGATGTAGGGCCTACC 

CCAAT 

,>755.1 

ACATGTTGGAAGGG i I H I A AAAT GTTTTGAAACTGTGCACAGGCCAAAC 
CCAACTTTCAGGACATGGGTTTTCAACTTCTGGATGGTATGATGGGGTGA 
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TAGTAGGGTATAAAAGTATCCTGAGAAGTTGAAAGCAGTGTGTGAATGGG 

GTGTTGTTTTCTCCCCACAATCCTTTCCCATCTGGTGACAGTAGACTTAG 

CACCTCAGAGATGCTTGGGGCTGGAAATGAAGCCATGAAAATGAAGCCCT 

CAGGCTTCTTGGAGATCAGAGCCATGGTCCTGAGCCACAGCACATGGG 

>756.1 

ACACAAAATATTAAATAGGATATTTATTTCTAAGCCAAATTTCAGAAAAC 

AATTTACAAACI I I I I I I AAAGTATAAACATAGTGTATGCTTACTATAAA 

AGGAAAAGTATAAAACATTACTCAAGTATATATAGAAAATGAGTGGGCTG 

CTGATCCCCCTCTATATTATCTATTGCTGTGTGACAGTATTACCACAAAT 

ACAGTAGCTGAAACAACACATTTGTTTTGTGACAGTTTCTGTGGGTGAGG 

AGTTCAAGCATAGCTTGGTCCTCTGCAAGCTTACAATCCAAGGGTTGG 

>757.1 

ACTTCI I I I I ! I I I I I I M N I I I I AAATGAGTAGGAAGAGATGGTATCA 

CAAACACAAAGCACAGGTTACTGTCTTTAAAAATTTGCGTTCTTCTATTC 

TCCAATGGAAGTGGGAACAAAGAGAAAACCCCTGTGTGTCCTAGCACAAT 

ATGGGCATTTGTGTGGATTTAATAAATGGGCATTTGGATTGTTGGGAAAA 

TGTGATCAATCAGCAGGCTATAGAAACACAGTTTGATACGATGGTGAAAA 

CTTGTCTACAATGATG II I M I CAGAAATGTTGGTGTGATTAG AACAAGT 

CAGCAATGATGATGACAAAATATTTACATAATGTTATAGATGTGGCTTGC 

TAATGGAAATACCTATCTGAGGCTGTTTAGGAATACACAAATTGAGAACC 

GTTTAGTTCAGTTTGCTTTAAAACAGTGGTTTTCTGAACCGI I I I lATGT 

TGGTGATGCTATGATTAGTAACATGTTACGATTTTAGAATGACT 

>758.1 

ACTTGTTTTAAAACAATGTTGGAAATGAGGAAAATGAGCAATATCAACAT 

TTTATCGTGAGGGACAGGGAGTAGAAAACAAGCCAGAGGCTGCTAGTTAC 

ATAGTTCAGTCTTAGGGATGAAGGGATTTATGTCTCTCCTCCCTCAGGTA 

CGCGGGGACTACACTGGTGTCTGAC M I I I I CCTAGAGATTTCTCCCTGA 

AAAATACAAGGGCTGTTGGTGAGAGCAGACTTGAGGTGATAATAGTTGGC 

CTCTGGTGTAGAAAGATTTCATAACTCCTTGGAAAGCTTCT 

>759.1 

ACTCCGATTGCCTCTCCCATGCTTCTCTGCTTTCCAAAGAAAAAACTGAC 

CTTGTATAGATCCTGTCAGCTGATTGCAGTGCTCTTAACTTCTCCATTGT 

GAGTTGTTCAGTCTGAGGAGTTAGGTATAAACCCAGAGTGGTATTCTCTT 

TTCTGTTGTGTTTGGTTTTGCTTACATATTCAGGAGCTGCTCTTTACCCC 

CAGAACATCCGTATATATG i I I I M i CTGTTTCTAG ATTTAAAAATATTC 

CAGAAGGCTGGGCTCAAGATAGATAATATTTTACTTTTA 

>760.1 

A Cm 1 1 il l I I I I 1 1 M I 11 I I M l I A AAAAAATATCCTTAATTAGGTA 

AAAATTCTCGnTA 

>760^ 

TCAAGCGGGTAATTGGGTTATTTAATGGGGGG I II I I I M AAAGTTTAAG 

GGA 

>761.1 

AACCGAATCAAAAGCACTGGCTTATTAGACAAGAGTTTCCCAAACTATCA 

TGCTAAAACAGTAACAGCGAGGTTCCAAATTAATGTTGCC I I I I I I M I I 

rmTCCAAACTGAAAGGAGGGTGGGGAAAACAAACGCATCATATGTAAA 

GCACTGAGTCGAGCCTG 

>762.1 

ACGCGGGTATGGTTTTACGAACAAATTTTTAAGGAAAAAAATTATCATGG 

TTCTAATCTTACATGTTAACATTTCCTTGTTATGTAGGGATCAGACTTGT 

TATAACATAATTGCACTTTATAATTCAATGAAGAAGAAAGTTTTGTCTGA 

TTCTGAGGTATGTAATATTTCATTATTATTACCATATTGATATTCTGTAT 

ATAAAAAAATTTACATATTGTAGTTTTCAGGTAAAAGCTGTTGTGAACAT 

TATTlTTTGTCTAGTGTAGTTAATTTAAAAAAAAAAAAGAACTGA 

>763.1 

ACGCCTAAGGGAGAGCTGGGAACTCATCAAAGAGACAAAAAGATGCTTTT 
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TTGCTCTGAAGGCATCGCTGTGGTG 
>764.1 

CGCCAGTGTGATGGGATATCTGCAGAAATTCGCCCTTAGCGGGCCCGCCC 

GGGCAGGTACCGCGGGATTCATTTGAGTGGGAATCTCAAAGCAGTTGAGT 

AGGCAAAAAAAA 

>764.2 

TTCATTAAGGGATTAAAAATGTATAAGGCCAGCAGCGTGTAAACCTTCGA 

CTTTCAAAGAATTTTCCTGGAAA 

>764.3 

TTTTAACC I I 1 M I I I AAATAAAGGGGGAAGGCCAAG i I 11 I N I I CAAA 

AACTTCCCCTTAAAAAAAATGG 

>765.1 

ACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGAGGATTGTTGAATCGA 

CAGATGGAGAAGTCATGGAAACAGTGCCCAGTGTATGTCACAATTTCAGA 

AAATCAGTATTTGATACAATCAGCTAATAGCCTAATTTGTTGAGCACAGA 

AAAATACACTGAACCAATTCTGATTATTGCAGAGAAATGATTGGCAGGAT 

ATTGGGAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAGTATA 

CTCTCCGTCAGGAA I I I I I GTTCCCTTGATC Mill GTGTTTATTGCCTT 

ATTTATTGGGGCGCT 

>766.1 

ACAGAAGCAATG 1 I I I M GAAAGTTTTCTATCTGTGGTTTGTTGAATCCA 

CAGATGCAGAACTCATGGAAAGAGTGCCCACTGTATGTCACAATTTCAGA 

AAATCAGTATTTCATACAATCAGCTAATAGCCTAATTTGTTGAGCACAGA 

AAAATACAGTGAACCAATTCTGATTATTGCAGAGAAATGATTGGCAGGAT 

ATTGGGAAATAGAATGAAGGGGGGAAAGAATTTCACATGGATTCAGTATA 

CTCTCGGTGAGGAATTTTGTTCGCTTGATC 

>767.1 

ACAATCAAAGGAGTCTAATGGAACGAAGTAGGAATGTTCCGGAAAACAAA 

CAAACAAAAAACCCCAAACATTTTGCTGTTTCTTTCCCCTCTGTATTTGC 

TAACTTTATCATGACTTrATTCTTAAAGCCTATCACTGGTCTGCTTTTAT 

TAATAGATTAGTGGAAATTTTCACGTGGCCTATrAGCACCTTATAAAGAA 

ATAGATTAAGAGTAGGAAATATATAGATGAAGATGTACTGTATAGAAGTT 

GTGTAAAATCAGTATGAAAGTTCAATGTTGCTGTTCTTGCTCAGTGATTT 

TAAAGAAATTGAGTAGTTCCTATGTGAI I II I 11 I I I I CTTTTCTAAACT 

>768.1 

ACATATACATTATGTAATGAAAAAGCGTGCATGGGGATGAAAAAAAATTT 
TTTTGTTTATATGCGGATACAATATATACAATAAAACACCTAAA 
>769.1 

ACTTA I I I M M ACTAAGGTTTTGTTTTGGAGACTTGTTTGAAATAAAGT 

GATCCTCATTCAGGATTTAGAAACAAAAGTTATACTCCACATGCTAGGGA 

TTAGGAAGGCTAATGTGAACTGATCAAAAGTATGAATTATGGAATGCCTT 

TAGAATAATCAACTTTTAGGTAATTTGATACTGCTATAATITCAAGCTTA 

GAGAAAAGTTGTAAGAATGGCATAAGGAAGTCCTATATATCCTTTATCTA 

GATTGAGTAAATGTTCATTTTGTGCGATTTGTGTTATTCTTrGTCTCATC - 

CTAGGCCAGTCAGCCTAACAGCACCAGGGATAAACCAGTAGTCTGAT 

>770.1 

ACCTGTCATTTGTCACTTTTCAACACTTCCTGGCAGGCAGGCAGCATAAC 

TGGTCCTGCTGGGGACCAACACACTCTGCAACTCTTTCTTCTGAGCCAGG 

CTCCCCTACTGTCTTTTCATTTATGTCAAGGCAGGGGAAGACCTCAAAGG 

GCTCTTGCATCCCAGTCTCACTTGCCAGAGAGGCACGAGGCCCTCCAGGA 

TGTGGGGACAGGAACTTTGGGGCAAGCCGGGGCTGTCCAGAAGATCAGGA 

GGAGGGCTAAATAGTAGAAAGGAGAGTCTTATTGGTGATATGTTTGCAAA 

CTGGGAAAAGATAGCCTCCAGTGTGGAGCAAAGATGCTCCTTCTtCAAAG . 

AGGGCAAGGGCAGCTTGGATTTTGTGCCTTACAGGGTCGGTATTATATAA 

TAGAGTCATGCATATTCAGtAGGTTTGiGGGGAAAAGCTAtATATATTTAT 

GAGGGGAGCCAACTACATGGGCAATGGATAAACATACATGTAACACATCC 
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CATGTTCAC 
>771.1 

GAAAAGGAAGGCAAACAACTTGTTGACATTTGGGAAATTGGGATATCCTT 

TGGGGAAATGTAGTAATCAGTATATTCTGGGAAAAACATTATAGAAGAAT 

GAATAAATAAAATTCCATTGAATTTGGAATATGTTGTGGATTCTTCCCTG 

TAACTAATGCTATCAAGATAAAGTTAGAAATACCACATTTCAGAAACAGG 

TGGAAGTAGACAGGGTCTTCATAGGGGTAGGTTGGGAAACCTAAATAGGT 

ATTAAATAAATGAA 

>772.1 

ACCACCAATAATGATGCCCACATTTGTATCCTAAAAAAAAGTGATTTCTT 

GTTCCT7TGCCTACAAGAAGAT 

>773.1 

ACTATCATCCGCCAAGGCCTTTTACAGTCTGAAATATCAAAATTGAAAGC 

AAAAATAGGATGACCAAAGGAACTACTATTTTACCTTCTTTTC 

>774.1 

ACATATACATTATGTAATTAAAAAGCGTGCATGTGTATGTATTAAAAATA 

ATGGTATATAAACAAATACAATATATACAATAAAACACCTAAACGTCAGA 

GGGCTGCATGTTATTCCACAATAGGTAATAACCAAATAGTATTTAATGAA 

TTGTGTAATGTATGACAACAAGACAAAAAAGCA 

>775.1 

AGI I I I 1 i I M M I I M I I I I IGAGAGGGGTCATCCTCCAATCATTAACT 

ACTTCTAAT GTTCA CTGCTACACAGAAGTTTCCAATATTTTAGCAACAGA 

TGGCTTTGCTTTTACCTTATAGATGAGGCGAAAGCACCAGGTAGGTGGAA 

GGTTCTTGTATCGGTTCGAACCGCGACAGCGCGCCAACAGACAACACGAG 

GCAGTGGGGAGCAACACGCTGTTTTAACGAGCGCCTGGGTGGAGGCGTGC 

TTGAGGTGAAAATGGCATTCAGCCCCAAGTGAGGACAGGG 

>776.1 

AGAGCTTTGTTTAGAGGCTGTTGTAGTAATCCAGGTAAAGGCTTTTAATC 

ATGTCCTGAACAATGATCAGCAATGGCAATGGAGATGACAGAACAGAATT 

TAAGAAGGAATAAAAAAGGCTTGCTGACTACTTGGATGTGGGTGATGCTA 

TCCTTTGACACAAAGGATTTAA 

>777.1 

ACTGCAAGCCAAATGCAATGAACAAACCAAGGTTATTGATAATTTTACAT 

CACAGCTCAAGGCTACTGAAGAAAAGCTCTTGGATCTTGATGCACTTCGG 

AAAGCCAGTTTCCGAAGGTAAATCGGAAATGAAAGAAACTTTAGACAGCC 

AGGTTGAGGCAGCTTGAGAAAGAGAATTAAACA 

>778.1 

AAAAAGTCGTTATTAAGGAAATTTTTTAACATAGCAAAAAATAGTAAGAA 

TAGTATCATGAGTTGCTGTGTGTA7TCCCGCCTAACTTCAATAATTATCA 

AT AGTG CACCATTCTTATTTTACTTATACTTCCCCTCCCOAACACCTTAC 

TCTTTTGGCGGGGGCTGAAATTATTTTAAAGTAAATCCCAAACATATCAT 

TCACOTTTAAATAGTTCAATGTATATCTCTAACAGATAAAGACT 

>779.1 

ACTACGAAGCTGCAGATCATTACGCTGATATGAATGACTGCTTGAAAGAA 

CAATGACTCTGGCACAGCCACTGCTTTTCACCCAGGAAAGCAG I M I I CA 

CAGAATGGCTTTGATTTATACTTTGCACACCATTGAGAGAATAAAAAGAA 

AATCTAAAAGTTAGTCTTAGAGCATACAAACATTCTATATACTATTTCAT 

CAACTTTATGTGATAATGATATATAATTTATATATACTGAAATTATTTTC 

AGATCCACTTACTGTGCTTAAACCGAAAGTGAATGATAAAGAGCAATGAA 

TTATCTAATGTATCTTTATAATTAAGAAATCA 

>780.1 

AGAG ACAGTGTG ATGGATGATGCTGGTGGTTGTAAATTTOATCGTGTGTG 
TCTAAI 1 1 I 1.1 1 J CCTGTTGAATG6GTAAAAACAAAACAAAACTTTTTTT . 
AGAAGATGAATTTTGCrGTCAT G Mi l l G TGGAAATGAGGGATCGGTTGA 
GCTTCACTATCCACGTTGGAAGtTTGAGTTTGAAGCCATGAAA 
>781.1 
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AC ! I N I I I I I I I I I M I i I I I I I i GGCGGATGAGTCTTTTAATAGAAAA 

ACAGACGTGCAACAGTATCAACACACATTTTTTGGCAATGCTGACAGCGC 

TGAAGTTCAGTTCTTCACCTTGGGGGGTGGCCTGTACATATCAAAATGTA 

TCAAATTGGACCCTCAACTATGCAI I I I I CTGTGTGCAAGTTATATCTCA 

ATTACAAACAAACAAAAACAGAAAACGCTATGGTTAACGCAAAACCTAAA 

CTATCAGCAAGAAATATCAATTGGGGTTATGGCATGACCATCCTCCCCAA 

GAAAATAAAATGCTTGACAGATTCTGAGCGGGACAAATTTCACTGATCAT 

ATOCCA 

>782.1 

ACAAATAAATGAGTTTGCAGTGAA7TGGGCCTTCAAATTACCTCAAGTGA 
CAGATAGTAAGAAAAGCTTCTTGAGCAGGTGGAGGTCACTGAATCCCCTA 
CTATGCAGTTATCAAGATTTTACrrACTTTAATTTACTGGAAATTGATTT 
TTTAAAAAATGACTACACTGTAACAAGGGAAGGGATCTGGG I I I I I I I GT 
TGTTTTATTCTTG I M I I I I I AAGTAGTTCAAATTCTGAAACTGTGATTT 
AAAAATTTTTTACAGTCAAGCATTCTGATTTTGAACATAACTCCCTTCCC 
TTTCTGTGTAACAAAGGTCTCTCTGTTATCTCTTAAATTTTGTTACA 
>783.1 

ACTCTTCACTGTCTTTGCCATGAAACTTTATAACATGGCTCTCCAGGTGT 

TGAATCTGGTGCCCTGTCACCGTGTGCTCAGGGAACACATGGCGGCAATC 

AGCATGTGAGGCGCAGAGGGAGGGCAAGCTCCGCTTGTGATAT7TGAGGT 

ATGAGCTGACTCAAGTCTGTCTCCCTTGTCTCCTTA7TCTCATGCTACCT 

CTCCCAACCATTGTCTTAACTTCCCTGGCCAGGATGCCTGCCATATTAGA 

TGGAGAGGAGGCAGTTTCTAAATGGCTTGAGTTTGGTGAAGTGTCAACTC 

AAGAAGCTCTGAAATTAATCCACCCAACAGAGAACATTACCTTCCATG 

>784.1 

ACTACTCGATTGTCAACGTCAAGGAGTCGCAGGTCGCCTGGTTCTAGGAA 

TAATGGGGGAAGTATGTAGGAGTTGAAGATTAGTCCGCCGTATTCGGTGT 

ACCCCTGGGAGGTGCCAGTCATTGAATAGATAAGGGTGTGCCTACAGGAC 

TTCTCTTTAGTCAGGGCATGCTTTATTAGTGAGGAGAAAACAATTCCTTA 

GAAGTCTTAAATATATTGT 

>785.1 

ACAAGAGGATATGTGTGCATTACATGCAAGCACTACACCAnTAATATCT 

GGGGTGTGAGTATCCGTGGGTTTTGGGTATCCGTGGGGGTCCTGGAACCA 

ATTTCTCCTGGATACTGAGGGATGACTGGATTACTGTGTGTTTGTGTGCT 

TGTTTTTAAGCTTCAAAAGATTATGTGATGTAGG AGTTGT TAGATTTTAT 

TATTGGTCTTAAAAGATAAGCTTAGATGTGTTACI I 1 1 1 IGGAGTTTTAG 

TTTACAGTGATTCATGAATCGGGCAGCTTCAGACCACAGGAGACATGAAG 

CAGGTAGAAGTTTAAGAAAGGTTGACAAGGAAAATATTTGATTTGGT 

>786.1 

ACTAAAACTAAAACTGAGCAGTTTAAAACATTCATTTAAAGGGATATCTA 

ATGTGTTTATTATTAACATAAATAATGTTTTATGAAAAATGTAACCTTAG 

TTTTCCAAAAGAAAAATGTTTAGGGCAAGAGTAACATTATTTTACATTAT 

TGCATCTCAGTGAAAAATAAATGGCAACAAAATTCTTATATCTGCTTCTG 

CAGTTAATTCTGTTCATTTTGTTTTGGTTGAAATATATGAAGGAAATCTG 

TCCTCACACAGTTGTGTAGTGGAAAAAGGGGGAGTATTGTAACAGGCTG 

>787.1 

ACGCGGGATTCCTGGTTAAGCAGGCATTGCTTTGCCCTGGAGCAGCTATT 

TTAAGCCATCTCAGATTCTGTCTAAAGGGGTTTTTTGGGAAGACGTTTTC 

TTTATCGCCGCTGAGAAGATCTACGCCAGGGAGAA 

>788-1 

ACCTGCAGGCGTCCTACACCTACCTCTCTCTGGGCTTCTATTTCGACCGC 
GATGATGTGGGTCTGGAAGGCGGGAGCCACTTTCTTCGGTGAACTGGCCG 
AGGAGTAATCGGGAQGGCTACGAAGGGTTTTCCTGAAGATGC 
>789.1 . , 

ACTTtAA'l I I C I i I ATAATTTGTTCAGCtATTTAAAAAGATAAtCCACAA 
TCTCCTACCGCCATTAGAGCACAGGAAAAAAAAATTCAAAAATAAAGGAA 
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AAACATGGCTCATATATCTACAGAAGTCACAAAAATACTATAGGGCACAT 

ATACCCAGGCGTCAGCGGTGGGAAGAAAACATACAACCACCGGGCAAAAT 

GTTTGAAGACTGAAGACGGGAATTTTTTAGGGGCAT 

>789.2 

TCAAGAGCATGTTGAAGGTAACTGGGAAAGTCCTGGATAGAAATAGATTA 
AA 

>790.1 

ACTCAAGTCGCCCTTATGGAGCCCTTGATTCAGGCTTCAATAGTGTGGAG 

AGTGGTGATAAGAGATGGTAGGGAATGAAGTAAGTG I I I I I I ATGTTCGG 

TGTGTTATAACACCTGATTAAGAGAAAACAGAATGATGAAAATGAAAAGC 

GTCTTAACTGGATTCAGTTTCTCACTACATAAAATACAGAAAAGTCAAGG 

TGGAGGCAAGATTCCCACCCTCTCCAGCAGAATTGGCATTCTGCGTCCTT 

ACCGGCTTTCTGTCACGTGGATTTCCGCCTGTTTCCTCATTGCCTCATGG 

AAATAGTTTCATATCATAGAAAGGCAAACAGGAGCTGAGCCAGTTGAAAG 

TGAAGCGTACAATCTGAGGTGGGGGGTAATCTCG 

>791.1 

ACTAATTCTTTTCCTCTTTCCTAGACCGATTCTAGTTTGTTGCCTTCCCT 

TrCCTCGGAAACCCCAAGTTTGGGATGCTGCAGACACTCTGTGCCCCCCT 

GCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAAGACAGAGACGATGT 

GGCCTTTGTCCTTAAGAATGAGGTTTGAAAGCCTCAGTTCTTCCATGTTA 

GGTGATTTCTTGCAGCTCTTGGTATCTGCAGAATTAGTGTGAATGCTTAA 

AAAATATTAACAGGTTTATATCATGAAAGTTTTAACAGT 

>7 92.1 

ACI I M 11 I I I I I I I I i I I I I I I M I M I I I I GAAGCTGAAGGCCACAGT 

AGCTAGCTAAAGGCCACACCACTGAACAGTAAAACTTAACCTTTACTGGC 

TACTTTGTAGATAACATTCACAGCTCACCATGAATGCAGCTGCAGTCAAC 

TAACAGATATGAAGTTACCACTGTATTACATGGTTATATTAGGGACTGCT 

TCTACCTACTGGAGGCTGGGGAGGAATGTAACAGCACAAGCCATAATGAA 

GTTTATATACAGGC7TAATATAAAAGAAAACCCTAGAATGAACTCAACAC 

AATTATG 

>793.1 

ACCATGCAGGGATAGCTGAGTCTTCATCCTCCTCAGCCCCTATCTGTTCA 

GTGCACTGAACACCAGCTGCTCTCTTCCTCTCTGGCTGCCATGGCAGCCA 

TGGTCTGTTGCAGAGAGAAGAGGATTGCCTGTTCGCTCT7TAAGGGAAGC 

TCCGTTTTGCTTTCTGGAACCACTCTCTTAATG 

>794.1 

ACGAA CTTAAAT TTATG ATGAATATCTTTGATAATGAGAAATCCTGAGAG 

A TTTTAG TTTGAATTTTATTTTAATTTGAAAGAGCATATGACATCTGGAA 

TATTTTTAACATATAGCCATACTGTTrATrrAAATTTGTAATAATAGAAA 

TAGAG TAATTCTACT GTTGG ATTTTAA i M 1 1 AATCATATTAAAGTTTAA 

CTGGATTTTATTTTAGGACrAAAATATTTAGGACTAAATAAAATTTTATT 

AATTAATTTAGGACTTTTGGGAAAAGATATTTCAGAAGTTCAGTGCATAT 

CAAAAAAGCGAACAACAGAGGCTTCATCTTTTGAAAACTTCATTGGGTAA 

AAGTGTCTTCTGTAATACTGATAGTGAAGAAACTGTTTTTACATCCGAGA 

TGTGTTTGATGAAAGAAGATATGAAAGTGCTGCAAGACAGGCTTCTTTAG 

GACATGCTAGAAGAGGAGCTTCTTAATG 

>795.1 

ACCCTAGGTGATGTTTGGCTTCCTCAAG I I I M GCAGCAGTCAGAATCAT 
TTCATATACCACCTTTGGGAAACATGCCAGACCTGCAGTAGAGTGAAGGA 
AGCTCTCCCAAGCTCTAAATTGATTAATTTATTAGTTCCTAGAAGAAAGA 
GATTACATGTTTATCTTTTTGTTACAGAAGAAACTTTGAATAGCAGTTGA 
AAATTTGGCAGGGTGGACCACCTAACTTGACAGTGTATTATTGTGTGTGT 
TTTGAAGGAATAAAATGGAATTATTTATAAAGTTTTCATTTGTATTAGAG 
. AG . 

• . . . • . ■ ••• . . • . 

>796.1 

AGAGTATCTGAGGTAATCCTCAACACAAACTAAGGGAGGAGACACAGGGC 
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TGCAAGGACATTTGCTGCCATCCAATTTGTGCCAGCCTGTTTTATCAATC 

TGAACCTATATTATTTTTAAGAGCTCACGGCATCACTGAAAGATGAGTAT 

TATTAGTTGGAATTTTAGGGATGAGAAAACTGACCCTCAGGGAGAATAAC 

TGAGTTGCCCCGGCTCCAACAGTAAGTGGCCCTGGTGGGATTTGAACCCA 

GGTGTGTCTGAGCCCGAAGGCTGATCTGACCTGTGACAGTCGTGATAAAA 

ATAA 

>797.1 

ACCGAAAAATGATTTTGTTATATATATTTACCACAATAAAAAA GTTTTA A 

ATTTATTATAGGTGACAGTGTTTGCTCACTGTAGGTCAGGTATTTTTTGG 

I N N I 11 I CTCTTTATTTTA IN I I GAGCAATGGATTCACGTCACGAGG 

TGATTTTT 

>797.2 

TTCTGCACCTCTTATGACAATAAATGTTAGAATATTTTCATCAGTCAAAA 

AGAAACCAGTATCCATTAGCAAT 

>798.1 

AGA AI I \ I lATGTTTACAGCTGTAACGCCTGAGTTATCAAGAGATGGAAG 

ATTAGATATGATTTATTCCTATTTAAGATAATAG GACAT TGCTTGATTAC 

ATTTTGAGAAGATATTTATCCAAAG AAA I I I I 1 1 M I M AATCTAAAGGA 

AAGGTTTTGATTCTTATGAGAAAAGAATGAGATTTCTTTAACTGGAAAAT 

TGATTTATGTCGTACAGTCCATTGTGTAGTGATGT TGGAT CAATCAGGTA 

TCGCTAGGGTGTCTGTAGAAGTATCTATATATTGCTTTTTAAGTTCTTAT 

>799.1 

ACCATGTAGCTCTACTTTTCCATATAGAGAGTTGTTTCCTAGCTTTCTGC 

TAATCTAACTGGATTCCTCTTCCCCATTTCCTGATTTACTAGATTATAAT 

GGACATCACATAATAAAAGCTTA AAAAT GGGCTTTCACAGTTACTGTTTT 

C I H M A AATAATTGTGAG AGAGCTTTTGCATCATTTATTATCTAATCAT 

GATTCAAGTGACTAGGCTGTAGCACCCAAGAACCTTGCCTTAAAACAGTT 

TATTTTACCGAATAATACTACTTTGCCTTCTTACTTAAAAATGTCCCGTG 

CTTAACCCTTTTGCTCTTTATTTTGATTTAAGCACTTGACCC 

>800.1 

ACTGTGTATTTTTAAGAAGGCTCGCTCAAGATATTAATGTGACAAACTTA 

CATAGCCAGCTGTAAGATATGTTTCAAATGCGGAAGTAACCTAAGAGATT 

TGTGCATGTCAGCCAGTAATTTCAAGATACATTATAAATATGGCCAATTT 

TCCGAAATTCTAAATGAATGGAGATAAAATGCTATATAATAAATATGTTA 

GAGCACCTTTCTTGAGAAACTTCTAAAAGGAAAAAATAAAAGACATAATT 

ATACTCACAGCACCAGTAAAACCTCTGGTGACCTGTTTTGGGTTGTGGAA 

TGCCCCCAGCAGCCGAGAGACCTATATTAATATGAAGAGAGAAATATGAC 

ACAGAGAATTAAAGGAGATACAGTAAACAAGAGGGAGGAAGTCCTGATGG 

ATGGTAATGGTGCAAGTTG 

>801.1 

ACTGATTATTCTCCTGCTTAGGGAGAAGCGGAAGAAGGCCCTTGGAACTG 

TGAGTTTTGCATTCCAACTTGCTAATTCAACATAGA TCCTA ATTCGTTAA 

ATGCTTGTAATTAGAAATTCTCGTGAACTGTATTGG I 1 1 I I GTCAAGCAA 

TCTGTTTGGGGAACTTGAGCAACTGGGGCACTGCTGGCTA GGGTG AAGTT 

TATTTAATTTG 1 1 M I ATGACATTCTTCATCTTGG AA ATGGG GTTTTCAA 

ATATTGCTTTCCCAGGCATCATTACTTATTTGCTGGTTTTTATTTCAAGA 

TTGGGAG 

>802.1 

ACGATAGGCATGCAATTAAAGAAGACCTGCCTCAAACATTTTCTGTGTGA 

CCTGAGGCAAGTCCTTTTATAGCTATAAACTAGGGACAATATTTGCTGTC 

ATTTTTTCTACAAATGTCAGAAAGAACAAATTTG AGCC TGTCGCTGTGAA 

AGAACTTAGCAAATGAAAGCATCCTAGGGAGTGTTTTAGATATCGATATT 

TTTATCCAATTAACTTTTCAAAATGAAGTTATTTGCTCACTGAAACTGAA 

GT 

>803J1 

CGGTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGTTCAGCTGTCTCT 
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TACTTTTAACCAGTGAAATTGACCTGCCCGTGAAGAGGCGGGCATGACAC 

AGCAAGAC 

>803 2 

AGAAGACCCTATGGAGCTTTAATTTATTAATGCAAACAGTACGCTTGGGA 
GTGCTCAGCAGGGGGATCATTCACAGTGAGGACAGAGACAGGTGAACCTA 
TGGGTCGTGGAAGAAAAGTTATGCTACACCTGAAAGAAGACCA 
>804.1 

AGCTTGCACAGTGCCTTTTAAATTCATTTTGCTGGACAGTTGGCAGGCTC 

TTTCACTTGAGAGGCTATATCTTAACGATTTAGAATGGAGAGTTTGGCTC 

AAGCTCCGTGTGTGTGGTCTGTGCTTTCTATACTTTTATTCTTGGTATTC 

CAGAGTCTGGAGGCTTCTC I I 1 I I AAAAATTGCTAGGCTCCTGCCAAATG 

TTATAATTTGG G G ATGTG AGTTCAGTAAGAAATCAACTG ACAAGAGGGAG 

ATTAATAGGAGAAATGACATCGAAATTTATTAGCATGCAGGGGGAAAAAA 

TTGATTACCAAATATCCCAGTAG GGTAG AGATGCTTATATACCCCACCTC 

TTAAGAGAGAGGGAAGTGGATGATTTTAGGGGAATAGTAAATAGTTT 

>804.2 

TATGGGAACTCAGTGGGCTTGAAGAATATAAGAAAAGCCTGGGACAAAGT 

CTGTTGGGCCCAGAGAACAGACAGTGGTTTATGACAAAAGTC 

>805.1 

CCGGGCAGGTACTATTAGTAGGTTCATTGTTTCCAGAGGGGTGAAACGGG 

GCTTTGGAGAGGTTAAATAACTTGCCCAGGGTCACACAGCTATTAAGTGG 

TAAAGCTGGGATTTACATGAGCCGAGACAAAGAAGCCAAGAAGCTAAGCT 

ATTCTCTTGTAATACCTCCAACATAGGAGGCAAGAAGTGAGGTATTATAC 

AGGTTGAGGAGATAAAGGGGAGAGAGGCCTGCAGTGCTAACAGGAGGAGC 

TGGGATTCATCCTGGCTTGTTGTGATAGGTCAGTTAGTCTTAGAGATACC 

CATGAGGTCACCTACTCAAAATGGGGCTCAGAGTAGCCTTGTCCCATTCT 

TGTCCAGTGGGCGCAGCTACAGTCTTCCTGGCCTGGAGTGACTGGAGGGT 

GTCCCCACGTCCCACTTCAGTGAGGCATTCATGTGCACCCAACACACTTT 

CTAGCTTTATTTGCCTGGAGGGGAAGATTCTCCAGAACCTTGTTAAGATG 

CACAGTGTGGTCCTCGGACTGGCAGTGTGGCCTCGGCAGTCCGTGGGAGC 

TTGTTAGGAATGCAGAATCTCAAGCTCCTCCCTACTG 

>806.1 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATATATACACACATATATAGA 

TATATACACCCACATATATATTTGCTGACATTTTAATGTGAAGTTTTAGT 

CTGGGATATAAAATGGAATGTATGACATCCTCAAATGTCTGAATACTGTT 

CACTCGTATGTTTTACATTTAATTTTCCAAAGCAAAACATTTCAGTTGAG 

GATTTTATTAGAAAATAAATAATCATTTAGCCATATCTAGAAACCAGAAT 

AAAGAATGCCATAAAGCCTATAGGAAAATGGAGGTCAGATTCATAAATAT 

TCATGTGTTTACTTrCAGTACAGGGAGGAATTTGAAGTAGATAGAAACCG 

ACCTGGATTACTCCGGTCTGAAGTCAGATCACGTAGGGACTTTAATCGTT 

GAACAAACGAACCTTTAATAGCGGCTGCACCATCGGGATGTCCTGATCCA 

ACATCGAGGGTCGTAAACCCTATTGGT 

>807.1 

AATTCCCATGATGTCAGACCACTGGAGTTTCCAGGGGCAACACCCCATAA 

CCGTCGCGCTGCAGAAGAGCATCAGACGTTCAGTAAGAATGCAAAGGGTA 

TCTCAGTGGGAACGGCGGACCAGGAGAGCTCCCAAACCAACACATGGCTA 

GGGCTCTCTAGGCCCTTTCAGGCTAGATCTTGACGAGAGAAGAGTAAAGA 

TCTTTCTGAGGTTGGTGCAACTGAAGAAAGGAAAGTTT CGGCCTCTG CTG 

TCAGATCTATGAAAGGAAAGAACTGTGAACTTGTCCCCTTTTGTTTTCTT 

TGACTTAAAACAAAAGAAAATGACTGGAACAAAGTCTTAAAGTAATAACA 

GAAATGTCAGAAAAGTTGAACATCTTATGGGCACATGCGGTGAGTTACGC 

TAACTTATAGGATCCACTGAGATTAGCCGCATAGGATTCTTCCCATGTTA 

GAGCTAAAAGGACCTACTGTCCGCCAGCTGCATTGCAGT 

>808.1 

ACTATCCCCTACCTATAAGiGCATTTATAATGTGCTGGGCATTGTC 
TTTCATATATTATCTCATGAAATCCTCAC 
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>808 2 

aat/Uttctgaagggtagctggtatttttatctccactttacaattctga 
ggcttacagaagttaattcagtggcccagggtcacacagtttacaagtgc 
cacattggtgaatataaagtagcaagttgtaagtttgactctcccagttc 
cctagttattttcgtaaggcatgaatgtgtgggaaatagcatgcatcaga 

T 

>808 3 

TAGGGTGTGACTATTCATAGATACCTTTGAGCTAATCTTCTGGGAGCCAA 
TGTAACCGCAATGCACACTGGAAAACAATGCACGCTTTCTCTGTAAATrA 
AAAATGCCAACCGAGCTTGGGAAAAGCCCATCTTTTGATATG AACCA ATA 
GGGCAGTTTAGTTTTAGAAATAAAGAAAGTCCACTGTTCCTGCTTTTCTT 

TTTTACAC 
>809.1 

AC I I I M i CTTTTC I I i I i I I M M I M I GGAAGAATATTG CATACCTAT 

TAGAAAAGTCTTTTAACAATTAAAATTGAAAATGACTGACAAACTTACAC 

TATTTGATTTAAATAAATAAATAAATGGTCAGATGATAACAATCTCCTGA 

TTGATATGCTTTATTTAACCAGGTTCTCAAACCATTGGATGTGAAAACCA 

AATTTTACAATGCAGAGGTAAGTGTTGAGTGTTTAATGGGATTTCATATT 

AAACATTAAGATCGTATTTGACTAAAAATCTCTTATATACATTTCTAATA 

GTGAAGCAAATCGCCAACGTGACTGTAAATTATTTGAAA AAATCA CAAAT 

TTCAGTTAAAATTGAATAATTTTATTATAGGTCTGATAAT CTTTT TCAGG 

TTACATGGAATCAATGTGTCTTGAT7TTTATTCTCGTTAATTTTATAAGG 

CCTTCATCTCGTTTCGGTAAATGATTGCCCTCTCATTCCATTTA ATGGT G 

GTTGTTACACTAGCAATCTGTGGAATTTTACATGTGGTTGGGGATTTTAC 

AAAAATTGGA 

>810.1 

TACTCAAGAAACAGGTTCTCCAGAAACTAAGCTAAACTTGTTTGAAATGT 

AAATTCTCAGGTATTCTCAGTATAGACCTATAGATTCACTTAGCTGGTGG 

GGTCCACCCAACTTCTTTTAACAAGTCCTCCAGTGGATTCTGATGCAATG 

CTAACATTTGTGAACACTGTCAAAATCAAAATGGAGTCACTTGTGTTTAA 

AAATCCTGACAAATAAAGCCAGGGACAGCTATGAAGAGAGGGTTCTGATG 

CATCAATGCCTGATTAACA 

>810.2 

AAACCACAATCCTGCACAAAGGTCATCACAACCTTACACAAAAAATATCT 

TGACAAGGACATG 

>811.1 

ACAATCATTAAAACTATGTTGTAATACTGTTTGTGTTTG TATCC ATTCTG 

GCGTGTCTCCATAGACTTCACTAATATTTGATATACCTGTTTTATACGAA 

TATAATGCTGCTGCTGTACGTAGAAGCTGTAGTGACCATATCCTCTATTT 

GTTGAATTATTTTTTCATCTTCTGGCACACTAGGATCTATAACAATGACA 

ATATCTTCAAAGCCATTATTATTCAGCTTAATGAAGGAAGTATTTGACTG 

GTGCAGCAGGOACAGAACTAAGAGGAAAACAAAACCTCTGAATAACCGCA 

TTGTTCCTCTCTAGTTATTCCTGGGTCAAATGTTGGTTTGTTGCCCGGGT 

>812.1 

ACCTAAGAGTTATTAATAGTATTTCAGTAAAAAA AAAA ATTTAATAAACC 

CTGTGTGATCCCATTGTAACAGAAAGGCTGATGTTTTCTGTTGTGAAATA 

CAAATGCAAGGAAAAAATCATTTCTTrGTTTCAAAGGATGCATTTCTTCC 

ATAAAGAATAATTTGTATTTATTTTTAAGGGTTTATTTTAACTTATACAT 

CAGCCTATATAAAATACATTTCAAAATGATCTGTGCTCTTT AAATT ACGA 

AAAGCAAATGTTA A T 1 1 M I I i I CCCTCTAACAGATAACAAGTTTTACTC 

CTATGCTG A I 1 1 I i CTGGTGCCACTGAAGTTATTTTGGA 

>813.1 

ACATGTGCATAAGAGGGAATGCTTCCCTACATTACTCCAGAATACAAAGC 
TTCTTTCTGCCTTTCTCATCCACATAATGGAAGACACTTGTTGGGTGAAA 
TACTCCACAGTTAtTTCAGTTCTCACTGGtGAGTCTGAATATAAGCTCtA 
TGAGAGCAGGGACCTTGTCAGTCTTATTCACAATATCCCCAGCCTCTAGA 
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ACAAGGCTGGCACATAGTAGATGCACAAAAGGTGTTTGCTGAATGAATGG 

ATGACTGAGTGTGTGTGGGGTAATGATAGGGCTAAGGATGGGACTGTAAA 

CTCAGGTTTCCTCTGTGGGTTTCAGAGTTTACTGGTCTTAAGAGGAGAGT 

TTGCTAAACTTGGCTTATGATAAAAACCACCTTCAGCATTTGGTAAAAAT 

TACCCATTCCTGTAGATTCTGAGTCAGTGAGCTGAAGTGGAGCTGATGAA 

TCTGI I M I I GTGATACTGCTGCTGCTGCGG I I I T lAACACATGCTTCAG 

GTGGTTCTAAGCTTAGGAAACGTTGCCCAAGGATAGCATCGTGTGTCTTG 

GGA 

>814.1 

TTATCAAAAACCAACAACCAAACAAAAAAAATATTACAACAAACAGAGAA 

ACGAATCAAACCAAAAACCAAAAATACTTTCTGGAATTCAAATGATACAT 

TATATATACCTATCAAGACAACAAACTACTAACTACCTAAACTACAAATT 

ATCATAAAAATGACTCCTGTCCTATATCAATAAAAAACTGCTATTAAAAT 

TGAGTATTATAACACA 

>815.1 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATG 

GGGGTCAGTAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGCGGGGAGC 

ACAGCTTGCTTTAAACATGAGATCCAGCTCAGTGATCATGCGGGGGAAAA 

GGCCCGGCATTGCTGGAACTCCTAATATTTAAAAAGATGATGGAAACTTG 

AAATTTTATATTTAATCTTCTCA I I I I I AAGTGTTGGCAATGTATTGAAG 

AGTTTGAAGCCTGTGTGCTGGTCAAACAAGATGTATCTGTAGGCTGGATT 

TAGTCCACAGG 

>816.1 

ACAAGTGTAATAGCTATTGGTCTTCAAGTGGGTTTAGATTTGGTGACATC 

AGTTTGATATTCTCTTAAAGGAAATAAATATTCAAGA ACTGAT TATGTTC 

TAACATGATTATATTCATGGTGTTACATAGGCCTCAA I I I I M CA GAGAA 

AG AI I I i I GGAACAGGACTGTGAAGTGAGGCTTTTTAAAAAATTATTTTA 

TAAGCAGAGAACACAGCCTGATAACTTAGTCAAGGATATACTGTCTGTCT 

CACTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACATAC 

ATA 

>817.1 

ACATGTAATAGACACTATGCTACAGCAAAAGCTTTTCTTATTGTCTTTAA 
AATTTTCCTGGGTGCATAAAACTATGT 

>817.2 

GGTAACTCTTTCCCAAI I I I lAACI I I I ACATTACAAGTCATTTTCAGAG 

TAAAAAGTGATTTAACAAAGGCAGATAGAAAGGCGTCAAATGCCTGAGGA 

CCAAAAATCGCAACACATTTTCAAAAGGGAGAAAATTTCTTTAAACTTCA 

TGGGAAAAGTATTTTTAACATAATAGAGAGGCTTTATGOAGTCTTTGACA 

AGATGATACTTTTGGAATAGAACAAGAAGAGGAAAATATTTCATATTATA 

ATATTAOTGTGTGAAATTGTATGTTGTCAAAAGAGTGACTATCTCTGATQ 

AGAAAAAAT 

>818.1 

AGGGAACAAAATTAAATTTTTCAATTCTAA I I I M I I I i i I rTG GACACA 
TGTATTCCTTTTAGTGGAAACAAAGGAAAAAATAAG i I I i I I CTCCAAAT 
AGTCGGCCTGGAAAAA 
>819.1 

ACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTTAGATTTGGTGACATC 

AGTTTGATATTCTCTTAAAGGAAATAAATATTCAAGA ACTGAT TATGTTG 

TAACATGATTATATTCATGGTGTTACATAGGCCTCAATTTTTTCACAGAA 

AGATTTTTGGAACAGGACTGTGAAGTGAGGCTTTTTAAAAAATTATTTTA 

TAAGCAGAGAACACAGCCTGATAAGTTAGTCAAGGATATAGTGTCTGTGT 

CAGTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACATAC 

ATACATTCTAAATGGTATATATTGGGAATATATGCCCCTTTAAAAGAATC 

AGGTCAGAAATGCAATAACAATTAGACTAGACTGTtGCCGGTGTTAGGAG . 

AATGTGTGGTCATCCTAGTTACTAATTACTCTCACTCAAGATGGAGATG 

TGTCCAGTTTAACATAGTCTTAAGTTTTCTTAAACCCAAATAATTTATGA 
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GTAGCTTATTACATCTGCAGAGCTACCTTATTATAATAGTACCTGCCCGG 

GC 

>820.1 

ACTAGAATTAGTTCCAACTACTGCTGGTGATAAAGTCACCATCTACCTTC 

ACTTGTTTTCTCTTAATTCTCCAAGAAGTAATCAGGTG AATAAA GAATCA 

TCATCAGATAATATTGTCCAAGATTCTTTAAGAAATTAATTTTTATGTAC 

TCTTAAATGATTGCACAATTATAGGATAGAAATTACTATCTTGTGCTCTA 

ATTCAAATTGCTCTTAATGATGGTAGAGAGAAATGAATTACTAGAGATAA 

AAGATAAATTTTGCTGTGGTTTGCGATCTTTGTTTCrrTCCTTAAAACTT 

AAC 

>821.1 

ACTGGAAACCAGACCTTACTTAAGCCCACCAAAGGCAAGGTTTGGGCCTG 

CCACAGCGGATTTCAAAAAGACAAAGCAATGCAAGCCACGTGTTCAAAAT 

GCCCTAAGTGGCTATTCAGGTAATATATAAAAGTAAGACCAGGCTAATTA 

GTATACAATGGGGTAAACCAGAGAGCAGAAAGCCCTTCTTTAAAATGAGC 

CTAGCACTGCTTGGCCTCAGT GTGAAT TTAGACCG CATGTT C TGATAT TT 

CAGGAGAAAGTAAAAATCTAGATTTTTATCTAAAATCTTTTTAATTTTTA 

AACAGTCACCTGATTTT 

>822 1 

ACAGAGCATCTTAAGGTTGGAAGGACTCTTAGAGACCATAGTCCAGCCTC 

CCAGTTGATACTGAAACACGTTTGTGAATTCATGGCCGATGTCTAACTTC 

CCTCACCACCTTTCCGATATGGACAGTTCTCATGCCCAGAAGCAAAACCT 

TCTTTATTGTGCCTGTCCTCCCTTGACTGTCATGCATATAATCAGCATCT 

TTCCCACTAAGTGAAGGGCCCAGAGTCGAGCACAGGAGCACAGCACCCCT 

TAAACTCACGAGGGGCTGCATTCACACCATCAGCAGGGAGATTACACTTG 

TGTCATTTG 

>823 1 

ACCAAGACTTTAGAGGGCAAAGAACAGAGGATTCTTGAGAAAGGGGACTT 

GAAGGTGAAGAGATAAAGGCTGGTGCTTCCAGGAGCGTGGGTCTCGTACG 

TTTGTGTTCCTGGGAAGAATCTTGGACTCAGGCGTGGGCAGCTGGATGCC 

TGGGTTCCTTAGGCTTCCTCCAGGCAATGTAGTTGCCTCTTTCTCTCCCG 

GCGTACATAGTAAGTGTATGATAGATGTTTGATTTGTAAATTAGAAATAT 

AAATTATCACCCCCATTTCCATTTAI I I ICI I GATATATCAAAATGTGTT 

>824.1 

ACCGCCATTATAGTAGGGAGACTGAATCTTGAAAGTTACAGGGTGAATCA 

ATGATAATGATCTTTGCAGCTTTCTGGAGTTAAAAAGCATCAAAATTGGG 

AGATATTAGATGATGACATCTAAGTATTAAAATAAGGAGATATTAAATGA 

TGACTCCTAGAAATGAACCTGAATAAGGACTACCGCAATGTGTGTGGTGT 

GGGAAAGGACAGTTCTTTTAATGGCTGGCTGACCCAGCCTCAATTTTCTT 

GCAGGTTCGGGGACACGAGGTGACCATCTGCAATTACQAAGCATGTGCCA 

ACGCAGCAGACCATAG 

>825.1 

ACCTCTCATGGGI I I I IGGTTCCAGGAGTGAGGGCATTGGTGAGATCAGT 

GGTAAACTGTGCAAG C I I I CI I I I I ATCATTAGGAAATGTGAAACGTTGG 

ACAAATTTTGAGTTTTAACAAGGACAAAAAGTTGAAAGAAAAGGCACAGT 

TAAGAAAAAAGGGTGGCTAGATTTATCTTGGGTGATGGAGGAAATGAGAG 

AGGAATGCTCTTGAAAGGTGGTCTGTGGATCTGTCTGAATAGAAAGAGGA 

CAGTAAGTATGCATTGGCGGAGAAAAGGTCCTTGAAGCTGCTTGTCTCAT 

GTGTATGATGTG 

>826.1 

ACTCAACAAGCAGCTGACTTATGTTTTATTGGACATTGTGATACAGGAAC 
TGTTTCCAGAGCTCAATAAGGTAGGCGGGAAAGTCAACTCAGTTACCTCT 
GTTTGGTGTGTGTATCACTTGCAGATGCTGTCTAGCACCTTTTCAGTGAC 
. ATCCTAGAAGCTTCTCTATTACCACAGTAACTGGCTAACTAGATATGATC 
rrtCCCTAATTTTCATGAGCATCTTTTTTCTQATATAAACCAGGGAGGGA 
AAATAACAAAGTTGCTTCACTCTGAAGGAGTATTCTCCTCTAGTACCTG 
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>827.1 

ACATATATGAAAAGCCAACATTCTAAAGTAGAGGTTCACTTAAI MINI 
I I II I I CAAGAGAGGCTTCTTGGTAGTTTCATCACACAGTGGTTTTATTA 
GGGGATGTAAGGATTACAGAAACATCGTA I I I If rAACATATAGTATTTT 
TTGAATATGATTTGAATTAATATAGAAAAGTGCA I I I I I i CCAG I I I I I I 
TAGGGAAAAGGAGATACTTCACCAGGAGGATAAAAAGGAACAAGAGGGGA 
AGGGGAAATAAAAATTCCAGAAAGATGAAAAATTGTTGATGTAAGATGGA 
GGCACA 
>828.1 

ACAAACAAGCTTTGTTAAACTAACCCTTGCCATCGTGGCTAGTTTAGCCA 

ATTAAGCACCCTAGCCCAGGACGTTTGCTTTATCACATGTTCACAGTTTG 

CTATTCTTTGTTCAATCTTGTAACTGACTGCAACTGCTTCTGTGGGTCTC 

TGTTTCTTTATGAAGTTTCCCAGGCCATACAAAACTTGTGTTAGCCTATC 

TTCTGTCAGTTTAATTGTGGAACTCAGCCAGGCCCTTAAGAGGATGGAGG 

AGAGTTTTTCCCACAGCAGTTCTGAATGGGATGAAGTGAAAAATAAAATC 

TCCCCATTGCCACTACACCACCTCCTGATGAGTCTTGCAGCAGAAATACC 

GTTTAACTGTTTCTGCTTTT A I I M I I I CTGATTATCATCCAGTTTTATA 

TATTCATATCTGGGTGCTTTGATAATTATATATACATACI I I I I IGATAT 

TATTTACTTATTCTTTAG 

>829.1 

ACTCACAAGCAATAACAGATTCATAGATCAGTTGACATTGGCTGGTCTCG 
AGGACAGGAATGTGGCCAAAAGGTGCTTTGTATAGACGCGGGGCACTGAA 
TCTGTGTCTCCCCTGTTACCTACTTTTGCCAGTGAAATTTAAGTTTTAAA 
ATACTTTCAG AATGTA I I M I ACTACTGCAAG Mill GGTCTTTAAAATG 
TCAAGTAGCATCTCTCTCTTTCTCTCTGTGTCTTTGTGTTTCTCTCTGCA 
G l U M I M I I M I M I A ATTTCCATATGGGGTAAAGAATCCAAATATTT 
TAAAAATCTGGCTCTCTTTTCTTCTCTCATAAAGTGAATTATTCCTCTTT 
ITIG r nT ATGTAAGTGTATATATTCTTA G ' rri ' nxrin 'GAAATCATTGTA 
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>1 

NNNNNNNNCCACGTCCTGCGTTTAAGCAATTCTCCGCCTCAGCCTCCCGAGTAGCT 
GGGATTACAGGCGCCCAGCACCATGGCCGGCTAA i I M i i I I I I GTA Hi ll AGTAGAGATGG 
GGTTTCACCATCTTGGCCAAGCTGATCTTGAAGTGCTGACCTCATGATCCGCCCACCTCGGC 
GTGGGAAAGTGGTGGGATTAGAGGGATAAGGGAGTGCGCCCCGCCTGTAATAATAAATATTT 
AATGAGGTGTTGGATTAAAAAACAGTGATAAGATTTATGAGGTTTACAAGAAAGAGTAAGGCA 
TGGTAGATGATGTGAATGAGCATATACCCTAATTCCTTGAGAAAACAAAATAGAAATACACtA 
AAAGGAAGATCACAAGAAGATGCTATTAGTTGTAAATGATTAAATATTTTGTGAGATACAGtAT 
TTTATTCATTCATATTTATATCTTCTCACATTTGACAAAAGCCATTTAGTGGTTAGGTAAAGAG 
TATAAATAGTAAAAGCTCAGAGAGGTTGAAGAGATCATTATGGGTGGGGAAAATTCATAAAG 
AAGGTGAGAACTTAAGAGAACCTCAGAGGGTGAGTGGGATGAGATAGGGTAAGAGGGTGGC 
AGAAGACACTGGAGATGAAGAAAAAAGATGAAGAAAGAATTGAAGATGCTTTAGGACATAGG 
ATAGAGGGTGATTGGGGTTGGATACTCCGATTAAAGAATGGTAGGGAAAAAAGTAGAAAGAA 
ATAGAGAGGGGTAATGGAAGTCTGAAATGCGAAAGTAAATATTTAAATTTTGATGTATAGAAAA 
ATGGACGTGGATGTTTATTGTAGGATAACATATAATTCGAAATTGTCTGAGTATGTCCAAAAAA 
AAAAAAAAAAAAAAAGTACCTCGGCCGC 
>2 

NGGGGTGTGGGAGGAGGTCGGGGTGGGCGGAAGTCCTAGCGGACACCTGGTGGA 
GTGGGGGGGGAAGAGGAAGCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTGC GGGAAAGCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATGCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGGTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCAGCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTAT CCGTACA ATAGAAGGAGATGAAGGGTTTGTACGAGGAATATG 
TACTGGGTTTTGTGGGAGTTGT7TTTTCAGTGTTGGTGATGAGAAAAGTGTGAAGGAGTGGAA 
AATGGATGGGGGAGGGTATGGAGAGGAGGAAGAGGGATTAGATAGAATATTAGGAAAGAGA 
GTGTATAGTGGGATTGATGATGAGTGGAAAGAAGGTGTTTTTGGGAGATGTGGAGAGGAAGT 
AGAGATTTGGGATGAAGAAAGAAGTAATGGTATATGTTGAATGAGGTGGGGATTTGAGAGTAT 
AAGTAGTGTTAAATTTAAGGGAATTGAGAGATTTGTGTTGGGAAGTTGTGGATGTGAGAGGAA 
TATAGTAGTGTAGGATATGAGGGAAGCTAGTGGTTTGAAAAAGGTTATGTTAGATATGAGAAG 
AAATAGAA TGTGT TGGAAGGGTATGGAAGGTTTGATTTTTAGAGGAGCAAATGAAGATTATAA 
GTTATATAGTTTTGATATGGGTGGACTGGAGAGTGGTGTAATGGTGGATATGGATCATGTATC 
TGGAGTGGTTGATGTGGATTAGTCTCCCAGTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTGGAATGTTTGCTGTAGACAAAAGTCGAAGGAGGGAQGTATATCATACAAAGAGAA 
TGCAACATGTTATGTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGGTAATGGTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGGAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATGCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGGGAGATTGAGGAAGAGGG 
GATGATGAAAGAAGCTGGTGGAGGAAAGGAAGTGAATGGTATTAAAGAGAGGAAGGGTGGAT 
GTGTGGGAGTTGTGTGAGAGAAGAAGAAAGAGGTAGTGGGAGTTGTAAAATAATTGGTATTC 
GTAAGAATGGTGATGTATAATTATTTGTTAGTTTTGATTTGAGAAGTGTAGAAATAAAAGTGGT 
GGGAGTAGATTAATTGGAAAGATTTTAGTTATATGTGTAGAGCTTTATTGTTACTGGTTT^ 
TAGGGTGAAAAATGATGGTTAAAGGTGGGGTAGTTGGTAAGAGTGTTTTATGCTTAATGTGGA 
TTGTTGTTTGATTGTAGAATAGAGTATTTGGAAGTGATTTTTTGTTGTT^ 

TTAGTTTGTGTTTGATGTATTATTGTAGAGAGTATAGATTGAAATTGAGATTTAAGAGGAAAGAT 
GTGTTATGTTATCTTTAATATTAGTTTGAATAATGATTGGAATGATGTTTGTTGGTGTGAT^ 
GATAAG ATTTA GAATA ATGA TGTGAATTTTTTAGAAGTGAATTTATTTGTAGTG^ 
TTTGGGTTTTTGAGTGTTTTAAAACAATCAGGGTGCATTTATATAAGTTT^ 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTGAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 

>3 
>4 
>5 

NNNNrslNNNNNNNGGGGGGGGGTGTTGGGAAGAGGAGGGGTGGAGAGCTGGGGGG 
GAGGATAGGGGGGTGCGAGGGAGGGGGGAGGGGGtAGGAGAGGGGGTGAGGTGATG6TGA 
GGAGTAAGAGGAGGGAGAAGGGGTGTTGGGGGAGAAAGGAGGGGGGGGAAAAGGGTTGAGA 
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CAGAACCATAGCCAGTAGACAGAGCTCTACTTGACTTGAGGATAGAGAGAAAGATGAAAAGT 

CGAGAGCCGGACTGCATTGACGGAGAGCATGACCCCAGAGACACTAAGACCGGAGTTAAGG 

TTCTAATGACTTCATTAAGTCTGGCCTTGAAAATGAGAGGTCTGGATGGCTTCTGATTTTCAG 

CTGCAGTACATCCCCTTCAGAGCCTACCAAGGCCACCATGCCATGAAGAGGTGCCAGACAA 

AGCATTGTGGGAGTGCCCTCTGTTAGAACAATTCTGATCCAGGCAGGGAGTAGTTTGGTGC 

CCAAGTCTTCAGCTTTTCCATGTCCACACACAGACAATCCATGAACTATGTTTCGTAAAGCCA 

GGGCAAAACCTGAAGTCTGCTGGCTATTCTCCAGTAACAGTCGAAGCTTGTTCATAACATCC 

TCAGCCTGTGTAGCCTCAATAATTCCAGCACTGAACGCTGATGTACATACACAGCTAAGTGT 

GTAGGCAAGGACCTCCTGAAACGTTCTGCTCTGGCTCCCGCTGTCATCTACGTGCGCAGAC 

AGCTTCCGGAGCAATGCTGCTACGTGAACGCGGGACTGCATTTGGCTGCTGTGGCTCATGA 

GGGACAGAACAAGTCCAACTCCGAATATACAGCCCGTGTTGTATTCAAGAGTAGTGTCAAAG 

CAGCAATTTTCGAGGGCATCCAACGACTTCATGAGAAGAAGGTTGATGTCTTGGGGAGATAT 

ATCAGTGAGTTTCTCTTCACACAAGCGAGAGAGAAACATGCCTAAAGCAAGGCCCATGTGGA 

TTTGCAGGGCTTGAGAGTGATCAGCAGTTGGTTTCCCAGGTAAGCTGGGAGTCAGCATGTTC 

AGGATTTCCTCAAGGTTCTCTTTGCAAGAGATAATGAAAACTGGCACAAGGAGAGACAAAGC 

CGTGGCGGCAGCAGAACGGGGAATGGCACTAGCTGTGTTTTCACCAGAATAGGAGTTATAA 

TAAAACCAGGAGAGAAGTTGCCCTCTGGGTTGGTAATGGCTATCCACAATGACCAAGAGTGT 

ATCAAGTACCATGGAAACCCACTCTTTCATTGAAAGGAAATTAGGTTGAACCTCCAGGAGCC 

CGTCAGAGTCTGAGGAGAGGCTGGCTTCATGTCTAGATACGACGACAGCAAGGCTGCTTAG 

AGCTAACAGCGGATTGCCTTTCACTACCGGACTCTCCTTTGCAGCTGCCTTGGTGATCTCAT 

CAGTGAGCATGTCTCTAACCGAGAGCCAGGCTGTGG I I 1 I I I I GTACTGCAGGTGCTCAGGT 

TCTTCTTTTCCATGTTTTAACTGCAACTCCAGCTCTCCTAGTCTTCCCTGTAAAATGGCATGAT 

AAGCTGGATTGATGTATGCAAGCCAGGCCTGTGGAAGAAAAATTGCACGGTGCCACTCTGAA 

AGCTGGATCAGACN 

>6 

NCGTCCGTGACGCGTCCGCCCAGGCGTCCGGCGGATGGATCGCTTGAGGTCAGGC 
TGGTCTCAAACTCCTGACCTCAAGTGATCTGCCCGCCTCGGCCTCCCAAAGTACTGGGATTA 
TAGCTGTGAGCCACTGCACGCTCCCGGAAATGG I 1 1 I I AACGGTCACCTCCTAGGGGAGAT 
GAAGAGAGTTACCGCATAATCAG7TTTAACTGTATTTGTAATGTTTGTTTCTTTACCTGGGAG 
GATATGTTGTAGATACGTGAGATAGAATACCTAAGTGACACAATGGTGTGCAGGCTATGGCT 
GGAAAGTAGAAAGTTTCTAAATAGCATGCTTGG A Mill A TTTGAATTGGATGAAG I I I I I GTG 
TCCTAGAGAAATTCACAAAATGTTCCTAGTTTCAGATAAAAGGTTATGATTTAACATCTTTGCT 
TTTGTTCTTTGTTGTCTTTGAATAGAACAGTGGGGGAGGGTAAGGTCTGTTTGCAAAGTACCT 
ATGACCATCTTACATTATTTTTATGGGTGGGGGGCATTGACTGTGGAATGTGGGCAGTAACT 
TGCACAGTCAGTAACCGTTTGAGTAACTTCTTGTTGGCATCCCCATTCTGGCACTCCTCCTCT 
AGGTCTCCACCTCACACGCTGGTTTGTGGGCGGAGGGGCAGGTTGGTGCGTGGGGTGTCC 
GGGCAGTGGCTGTGCATGGCTTCTTCCTCTTCTGTCTCTTGGCCACCTTTTCCAAAAAGTGA 
CCAGTGACGAATTCTCCCAGTGTTTCTTTGGGACTCAATGCCTTGGGCTTGGCATTGGGTAA 
AGCCAACTGGCCAGTTTCATTCTGACGAGCTCTATAGTAGTCCGGTGTGGACCTCTGCCCTC 
CCTGCTCTGCGGAAGCTTCCTCAGCCTTTGCTTGTCACTATTTACTATTTGCGGGTCGTGGG 
GGTACCCAGCGTCTCAGGGTTTTGGCTGCCCACCTGTACGTCGGTCCTTTCAAACTGTGGT 
CAGAGTCAAGCTCAGGTGCTG CI 1 1 I CTCTAGTCACTGC AI 1 1 1 I I i 1 1 I i I lA GTAGAGACC 
AAGTCTTGCTGTGTrGTCCAGCCTGGATTCAAACTCCTGAGCTCAAGGAATCCN 
>7 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACGGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGGTAGCAAACTGGAACGAGTAT7T 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACI I CI M I I ICACTGTTGGTGATGACAAAAGtGTGAAGGAGTGGAA 
AATGGATGGGGGAGGGTATGGAGAGGAGGAAGAGCCATTACATAGAATATTAGGAAAGACA. 
GTGTATACTGGGATTGATCATCACTGGAAAGAAQCTGTTTTTGCCACATGTGGAG^GCAAGt 
AGACATtTGGGATGAACAAAGAACTAATCCTATAtGTTdAAtGACGTGGGG^ 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
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TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 

AAATACAA TGTGT TGGAACCCTATGGAAGCTrrCATTTTTACAGCAGCAAATGAAGATTATAA 

CTTATATACTTTTGATATGCGTGCAGTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 

TGCAGTGCTTGATGTGGATTACTCTGCCACTGGGAAGGAGTTTGTGTGTGCTAGTTTCGATA 

AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 

TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 

AA ATG AAC ATTCG CCTGTGG A AAG CT A ATG CTTCTG AAAAATTG G GTGTG CTT AC ATC ACG A 

GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 

AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGGCAGATTCAGGAACAGCG 

CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 

CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 

CTAACAATCCTGATGTATAATT ATTTG TTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 

GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 

TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 

TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCA MINI CTTG Mill ATTACAGATATAC 

TTACTTTGTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 

CTCTTATGTTATCTTTAATATTACTT TGAATAA TGATTGCAATGATGTTTCTTCCTGTGATTCCA 

CATAAC ATTTA GAATA ATGA TGTCAATTTTTTACAACTGAATTTATTTCTAGTGGTT^ 

TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCTGCATTTATATAACTTTTA 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>d 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACGTCGTGGA 
GTCGGGGGGGAAGAGCAACCGAGATGAAGGTGAAGATGGTGAGCCGGAATCGGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCGTGCTTTACAT 
CCTTrrGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
GTAACTC AGGG GAATTGTAT CCGTACA ATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTC M II M CACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCGAATTGAGAGATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAA TCTGT TGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATG 
TGCAGTGCTTGATGTGGATTAGTCTGCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCGTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATGTGATG 
AAATGAACATTCGCCTGTGGAAA6CTAAT6CTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGGAGCGAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAAGTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTrrAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 
TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCAI MM I CTTG I I I I I ATTACAGATATAC 
TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
CTCTTATGTTATCTTTAATATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 
CATAAC ATTTA GAATA ATGA TGTCAATTTTTrACAACTGAATTTATTTCTAGTGCTrTAGTTATA 
TTTGGCTTTrrGACTCnTTTAAAACAATCAGCCTGCATTTATATAACTTTTAT/^ 
AATTrGGGTCAAGTTAAGATATrAAAAGTTCCnTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

>9 
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>10 

TGGCGGCCGAACATCCATGTTTTAACTAGCACAGACAAAACCTATGTGTTACTATCA 
AAATAAAATTTAGAAAAAGAATTTTCTTATAAAATTTTCTGTTTGTATT^ 

GCTTTAAAATTGAGAAATATGCCCTAAAAGCATAAGGAAAAAGCCAACAGAAAGAACAAAAAG 

ATCACAGCAATTAGGCCGTTCTATTCAATTTTGCCATGAGCTAAAAATCACATTCTTCACAAA 

GTAAATTACGGCCTG r M I I I ATTCTTAAGCACTAGGGTTAGGATTGTGATCTGAGCTTTACT 

AAATCGGAAAAGAAAATCTCAATTATAGAACATTTAGTTTATTTATACCTTAATGCCCGGAGA 

GGTAATATTTTACTTTAAAATGCATAACCCATGTGACATGCTAGGTCTTCCAAAACACTTCTTT 

TGAATGTGTTCTGATCCTTGAAAAATGTGGGGCAGGGGGAAGGGGCCTAAGAGCTGAGGAG 

TGTGGGTCAGACGGTCATGCCATGGGCATAATGAACATATCAGAGAAGACTAAGA CTATG GT 

GAGAGAGAAAGAAAAGAATTGAGTTCCTTTCCTTCCGAGACAAGTCAAATGATAGATTTTGC 

CTTTACAAGATAAGTCATGTGAAGATTTATTAACTCAGACATCAAAGAAGGTCTGCGATATTAT 

AGTAAGAGAATTAGTGAAACAGTAGGAAAAAGGTGATCTGGGGTTCGAAAAGCTAGGGCAA 

NNNNNN 

>11 

>12 

>13 

NNNGAGCTCACGGCGGTGGCGGCCGAGGTACCAGGTGTCATTCGTGCAGCAGGAT 
TTAAGAGATGCAGATCTGGGGCCAGTGTGAGCATCTGTGTTAATGGTATCAGAGTT AAAGA A 
GGAAAGACCTGATTTGACTGCTGTTGGTTTGGTAGTGTTCCGTGATCCGGAGGCAGTTTTGT 
GGGAGGGAGTCCCAAAGGAGGTTTGAGCTGTGGTAATGACCGAGTTGATCGTAGAAGAGAA 
AAGAGTAGAATCGTACGTCGGGGGCCACCCGGGGGGGCACAAGGNNNNNNN 
>14 

NNNGCAGCCTGGCAGTGCAGTGGGGCACGTCCTGCTGTGCGCGTG GGAGT CGCG 
CGGAGCCCGGCTTCCGACGTGCAGCCTGGCAGTGCAGTGAGCTGTCTGGCCTTTTGTCCTT 
GATCCTTGGTTAAGGAAATGACCAACCAGTACGGTATTCTCTTCAAACAAGAGCAAGCCCAT 
GATGATGCCATTTGGTCAGTTGCTTGGGGGACAAACAAGAAGGAAAACTCTGAGACAGTGG 
TCACAGGCTCCCTAGATGACCTGGTGAAGGTCTGGAAATGGCGTGATGAGAGGCTGGACCT 
ACAGTGGAGTCTGGAGGGACATCAGCTGGGAGTGGTGTCTGTGGACATCAGCCACACCCT 
GCCCATTGCTGCATCCAGCTCTCTTGATGCTCATATTCGTCTTTGGGACTTGGAAAATGGCA 
AACAGATAAAGTCCATAGATGCAGGACCTGTGGATGGCTGGACTTTGGCCTTTTCTCCTGAT 
TCCCAGTATCTGGCCACAGGAACTCATGTCGGGAAAGTGAACATTTTTGGTGTGGAAAGTGG 
GAAAAAGGAATATTCTTTGGACACGAGAGGAAAATTCATTCTTAGTATTGCATATAGTCCTGA 
TGGGAAATACCTAGCCAGTGGAGCCATAGATGGAATCATCAATATTTTTGATA TTGCA ACTG 
GAAAACTTCTGCATACCCTGGAAGGCCATGCCATGCCCATTCGCTCCTTGACCTTTTCCCCG 
GACTCGCAGCTCCTTGTCACTGCTTCAGATGATGGCTACATCAAGATCTATGATGTACAACAT 
GCCAATTTGGGTGGCACGCTGAGGGGCCATGCCTCCTGGGTGCTGAACGTTGGATTCTGTC 
CTGATGACACTGACTTGGTTTCCAGTCGTCTGACAAAAGTGTCACAGTTGGGGCGGTTGGAC 
CGGGGCrrGTGTTGACACCCCCTTTGGATACAGGCGGGGGGGTAAACAGGAGGTGAATGG 
TTGGGAAGGGAAATTGATGGGAAAAACCGTTTGAAAGGGGGGGAATCCTGGGAAAATGGAA 
TGAAATTGGGGTATAAATGTGGGGGTGTTTCAATATANN 
>15 

NAGAGAATTTGCAACACGTGGTAGTGAACTGTGAGGAGTTTGAGGGGTCTGAAGAC 
TGAAAGAGTCGAATGGTTGTTGGCAGGGTGTCCTGGTGGATGGTTTCTGTAAGTTCAGATTC 
TCATAAATCGTGTGAGCGTCGCCGACACCTCTGAGATAAAAGGGCCCCTrrCGACTAGCCTC 
TGCTGAAAGGACCTAGAAGAATCGCTTAGGATGAAGCTGAGTCTTACCAAGGTAGTTAATGG 
CTGTCGCCTAGGAAAAATAAAAAACCTGGGCAAAACAGGGGACCACACCATGGATATTCCA 
GGCTGCCTTCTGTATACCAAGACTGGCTCCGCCCCACACCTCAGCCATCACAGGCTGCATA 
ATATCCACGGGGTTCCTGCCATGGCTCAGCTTACGCTGTCATCCCTAGCAGAACATCATGAA 
GTCTTGACAGAATATAAAGAAGGAGTGGAAAGTTTATAGGCATGCCAGAATCACTCTTGTAC 
TGCTCCCTGCACGATCCAGTCAGCCCCTGCCCGGCTGGTTATGTAACAAACAAGTCTQTGT 
GT6TGTGGAGTGTTGCAGGACGAGTGGAAATGAGTGTTTCCAAGTTCATGGCAATTCAGAAG 
GCCCTTCAGCCAGACTGGTTCCAQTGCGTCTCCGATGGAG AAGTA TCTTQTAAGGAAGCAA 
CTTCCATAAAAAGGGTCAGAAAGTCTGTTGACCGATCACI IGI 1.1 ICI I GGATAAGTGTCTGC 
GGCTGCAGGAAGAGTCAGAGGTTCTTCAGAAGAGTGTGATCATTGGAGtdATTGAAGGTGG 
AGATGTGATGGAAGAGAGGGTGAGGTCAGCACGAGAGACAGCCAAGCGGCCTGTGGGTGG 
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CTTCCTTCTGGATGGTTTTCAAGGAAATCCAACAACCCTGGAGGCTAGACTACGCTTGCTGT 

CATCAGTCAGTGCAGAGGTGCCGGAGGACAAGCCAAGGCTCATATCTGGTGTTAGTCGGCC 

AGGTGAGGTGCTCGAGTGTATTGAAAGAGGAGTGGACTTATTTGAGAGI I t 1 1 ICGCTTATG 

AAGTAACAGAGCGGGGATGTGCCCTGACTTTCAGTTTTGATTACCAGCCGAATCCTGAAGAG 

ACACTACTACAACAAAATGGAACACAAGAAGAAATAAAATGTATGGATCAAATAAAGAAAATT 

GAAACAACTGGTTGAACCAAGAAATAACATCATTTGAAATTAATCTGAAGGAAAAAAAGTACC 

AGGAGGACTTTAAGCCGCTGGTGAGAGGATGTTCCTGTTAGTGCTGTAAGAATCACAGTCGG 

GCATACATCCACCATCTGCTGGTGACCAATGAGCTGCTGGCGGGAGTCCTGCTTATGATGC 

ACAACTTTGAACACTACTTTGGGTTTTTCCATTACATCCGGGAAGCACTAAAAAGTGACAAAG 

TGGCACAGTTGAAAGAGCTCATCCACAGGCAAGCATCTTGAGATCTTGCAAATACAAGTCTC 

ACTCTTCACACTGAGCCTGTACCN 

>16 

CGGTGGCGGCCGCCCGGGCAGGACGCGGGAAGAGGTAATTTTAATGCCATTTTCA 
TGGGACACTTGGGAGCTAGATTAGAAGAAGCCAAGACTAGAATCGGGGAGATGAGTTGCAG 
AGGGAAGTGGTGAAGGTCTGAAGGAAGGTAGGAAAAGGTCGGACACATTCCAGACATATTT 
AGGGGTGGAGGTGGTTGGATATGGGGAGTTTAAAGGGGAAGGAATGTGGGGTGAACTGGG 
TGGTGAGTCAGTGGATATTGGTGACTGAAATCACCACTGCTAGGAATACAGTAGACAGAGAN 
NNNNNNNNNNNNNNNNNNNNNNNNNN 
>17 
>18 

NNNGAGCTCACCGCGGTGGCGGCCGAGGTACCAGGTGTGATTCCTGCAGCAGGAT 
TTAACAGATGOAGATCTGGCGGCAGTGTGAGCATCTGTGTTAATGGTATCAGAGTTAAAGAA 
GGAAAGACCTGATTTGACTGCTGTTGGTTTGGTAGTGTrCCGTGATCGGGAGCCAGTTTTGT 
GGGAGGGAGTCCCAAAGGAGGTTTGAGCTGTGGTAATGACCGAGTTGATCCTAGAAGACAA 
AACAGTAGAATCGTACCTCGGCCGCCACCCGGGGGCGCACAACGNNNNNNN 
>19 

A Cm I I I I I M n I I M l I l A I I I I M HI I I I I I M I I I I I I I I i CCCCCGGGAGAGGA 
ATTGGGAAGAGCAAATTGCTGCTGAAAATTTCTACATTGATCCAGACAAACAAGTTAGAGCA 
GGCTGAAAAAGAACCCTTGGTGTTTTTACTGCTGTTCAACCAGATCAACTGGAAAAGTATAG 
ATACCTTAATTAGCACTGTGCTGTGTGGGATTCTGGTCAGCCTGGCCCAGTGG I I I M i I CC 
CCTGAACACGCCTGAAAGGGGAGCTCATAATGACTGCTGTGCAGGTGGGCGGGGAGGGGG 
CTTCCTATTTGATTTAGTGGCTGATCAATGCCAGTTACCAATTATTGGTAGCCCCATTTATAC 
ATGGTGGAAAAAAAGT 
>20 

NCCGAGGCACCACAA I I I I I I I AAGTTCTAAGGTAGCTTTCTCAAAGAAAACCATTTC 
AGGGTGTCCATTAAAAGAGCATGTGGGAATTGTTTTTGGAGGGACTGCTAATCAGTCAGGAG 
AAGTAGAATGTAAGCAAAGTCACAAACCTCCGGTAAGAATTTGGTTCACCAGGACACAGCTC 
CTCTCTTATGAAGGGATGAGAAGCAGACCCCAAACCCAGTGCCACAGTCTCCGTGGAAACA 
GCAGCAGGCTTGGGGAATGCTTCGAAAAGGCTATGCCATTGAAGGTCTCAGGTTTTTTGGTT 
AAAAATACAACTTAGGGCAACTGCAGTGGCTCATGCCTGTAATrAATTGCAACTCTGGGAGG 
GCCGAGGGGGTGGANN 
>21 

NNNGAGCTCACCGCGGTGGCGGCCGAGGTACCAGGTGTCATTCCTGCAGCAGGAT 
TTAACAGATGCAGATCTGGCCCCAGTGTGAGCATCTGTGTTAATGGTATCAGACTTAAAGAA 
GGAAAGACCTGATTTGACTGCTGTTGGTTTGGTAGTGTTCCCTGATCCGGAGCCAGTTTTGT 
GGGAGGGAGTCCCAAAGCAGGTTTGAGCTGTGGTAATGACCGAGTTGATCCTAGAAGACAA 
AAGAGTAGAATCGTACCTGGGGCGCCAGCCGGGGGGGCAGAACGNNNNNNN 
>22 

CGCGGTGGCGGCCGAGGTACAGAGTAGAGAGAGTTCTGCAGGGATGAAGTGGGAG 
ACGTTGATAGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAGGACmGGATTTTACA 
CCAAGTGGAAGAGGTAACTGCTGGAGGGAATrCAGCAAGAGAGTGACAQGAGGTGATTGAC 
AATTTGAACGCCGACTCTQGCTGCCATGTGGGAAATAGAfTGTAGGAAGAAAAGAAGAAAAG 
GAAGAGAGCAGTTTGQAAGCTACTACTG7TGTCCCAGAAATATGTAATGGTGGCTTGGCCAA 
• GGNN ....... ■ : . ; . 

>23 

CGCGGTGGCGGCCGAGGTACAGAGTAGAGAGAGTTCTGCAGGGATGAAGTGGGAG 
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ACGTTGATAGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAGGACTTTGGATT7TACA 
CCAAGTGCAACAGGTAACTGCTGGAGGGAATTCAGCAAGAGAGTGAGAGGAGCTGATTGAC 
AATTTGAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAAG 
GAAGAGAGCAGTTrGGAAGGTAGTACTGTTGTCGCAGAAATATGTAATGGTGGCTTGGGGAA 

GGNN 
>24 

NNNNNNNNNNNNCGCGCCCCGTGTTGCGAAGACGACGGGTCCACAGCTGGGCGC 
GACCATAGCGGCCTCCCAGCCAGGGGGGAGCGCCTACGAGAGGGCCTCACGTGATGGTCA 
CCACTAAGAGGAGGCACAACGCCTGTTCCCGCAGAAAGCAGGCGCCCCAAAACGCTTCAGA 
CAGAAGCATAGGCAGTAGAGAGAGCTCTACTTGACTTGAGGATAGAGAGAAAGATGAAAAGT 
CCAGAGCCGGACTGCATTGACGGAGACCATCACCCCAGAGACACTAAGACCGGA GTTA AGG 
TTCTAATGACTTCATTAAGTCTGGCCTTGAAAATGAGAGGTCTGGATGGCTTCTGATTTTCAG 
CTGCAGTACATCGCCTTCAGAGCCTACCAAGGCCACCATGCCATGAAGAGCTGCCAGACAA 
AGCATTGTGGGAGTGCCCTCTGTTAGAACAATTCTGATCCAGGCAGGGAGTAGTTTGGTGC 
CCAAGTCTTCAGCTTTTCCATGTCCACACACAGACAATCCATGAACTATGTTTCCTAAAGCCA 
GGGCAAAACCTGAAGTCTGCTGGCTATTCTCCACTAACAGTCGAAGCTTGTTCATAACATCC 
TCAGCCTCTGTAGCCTCAATAATTCCAGCACTGAACGCTGATGTACATACACAGCTAAGTGT 
GTAGGCAAGGACGTCCTGAAACGTTCTGCTCTGGCTCGCGGTGTCATCTAGGTGCGCAGAC 
AGCTTCCGGAGCAATGCTGCTACGTGAACGCGGGACTGCATTTGGCTGCTGTGGCTCATGA 
GGGACAGAACAAGTCCAACTCCCAATATACAGCCCGTGTTGTATTCAAGACTAGTGTCAAAG 
CAGCAATTTTCCAGGGCATCCAACGACTTCATCAGAAGAAGGTTCATCTCTTGGCCAGATAT 
ATCACTGAGTTTGTCTTCACACAAGCGAGAGAGAAACATCCCTAAAGCAAGGCCCATGTGGA 
TTTGCACGGGTTGAGAGTCATGAGCACTTGGTTTCCCAGGTAACCTGGCAGTCAGCATGTTC 
AGGATTTCCTCAAGCTTCTCTTTGCAAGAGATAATGAAA ACTG GCACAAGGAGAGAGAAAGG 
CGTGGCGGCAGCAGAACGGGCAATGGCACTAGCTGTGTTTTCACCAGAATAGGACTTATAA 
TAAAACCAGGAGAGAAGTTGCCCTGTGGGTTGGTAATGGCTATCCACAATGACCAAGAGTGT 
ATCAAGTACCATGGAAACCCACTCTTTCATTGAAAGGAAATTAGGTTGAACCTCCAGGAGCC 
CGTCAGAGTCTGAGGAGAGGCTGGCTTCATGTGTAGATACGACGACAGCAAGGCTGCTTAG 
AGCTAAGAGCGCATTGCCTTTCACTACCGGACTCTC CTTTGCA GCTGCCTTGGTGATCTCAT 
CAGTCAGCATGTCTCTAACCCAGAGCCAGGCTGTGC M I I I I I GTACTGCACCTCGTCAGGT 
TCTTCTTTTCCATGTTTTAACTGCAACTCCAGCTGTCCTAGTCTTCCCTGTAAAATGGCATGAT 
AAGCTCGATTCATGTATGCAAGCCAGGCCTGTGGAAGAAAAATTGCACGGTGCCACTCTGAA 

AGCTGGATCAGACN 

>25 

TGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAGAGTT 

TTGTAAACTGAACTTTGTTTTGAGTTCCGGCTC GAGCC ATCCTGGGGTAGCTTGCGAATAGAT 

GAATCCCAGTCGTTTGACGCATGAGGCTCCI \C\l\ I CAT TTCTC CGTCTTTCCCCACAGCAG 

TGCATGTCCACCATACCACCTGAGAGTCTGTGGA ATCT AATTTTCTGTrATACTTCTTTCCTTA 

CACTCATTTTCCTGTCTTTATTATGATAGTCTAACTTTTTCTGCTCAAAGGTA^ 

CTTTCATGAAAACACAGTTTCCTATTGTGATTTATCAGAGGCCTTTCCATATCTCAGCCACTAT 

GCTATGACAGATTTTATAATTAATAAGTGCATTTCAAAGTGAAAACGTTACAAAGATGCTTAAC 

AGATGTTTTTATAACATGAAATATTCTACTGGGTTAAGATCAAAATGGTG ACTATAC TTGTTCC 

GTATACCTTCAGACCACTGTTAATGTAATATTTTGGCAAGGTGAATGGTCTTTTTTQQATATAA 

AAATCTCAGCATAAGCCAGGCATGGTGGTACACAGCTGTATTCTCAGCTATTTAAGAGGATT 

GCTTGAGTCCAGGAAATCAAGACCAGCCTGGGTAACATAGTGACACCCAGTCTCCANNNN 

>26 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
ATGTCGGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TGCAGAQAAGCTGGCTACTGTCCrrTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 

TACTCGCTTTTGTGGGACI I CI I I.I MCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 

AATGGATGGGGCAGGGTAtGGAGACGAGGAAGAGC CAtTAC ATACAATATTAGGAAAGACA 

GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 



Page 6 of 355 



wo 01/42467 



600 

Table 4 



PCTAJSOO/33312 



AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 

AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 

TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 

AAATACAA TCTGT TGGAACCCTATGGAAGCTTTCATTTTTACAGCAGGAAATGAAGATTATAA 

CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 

TGCAGTGCTTGATGTGGATTACTCTGGCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 

AATCTATTCGAATCTTTCGTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 

TGCAACATGTTATGTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATGTGATG 

AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 

GAAAAAGCAGGCAAGGATTATAACGAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 

AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 

CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 

CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 

CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 

GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 

TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 

TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCA M I 1 I r CTTG II I It ATTACAGATATAC 

TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 

CTCTTATGTTATCTTTAATATTACTTTGAATAATGATTGCAATGATGT7TCTTCCTGTGATTCCA 

CATAAC ATTTA GAATA ATGA TGTCAATTTTTTACAACTGAATTTATTTCTAGTGCTT^ 

TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCTGCATTTATATAACT^ 

AATTTGGGTCAAGlTAAGATATTAAAAGTTCCTrTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>27 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGGCGGAAGAGGAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCOAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTAGTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTAT CCGTACA ATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGQACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGGAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATQACCTGQGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCGAATTGAGACATTTCTGTTGGGAAGTTGTGGATCTGACAGGAA 
TATAGTAGTGTACGATATGAGGCAAGGTACTCGTTTGAAAAAGGTTATGTTAGATATGAGAAC 
AAATACAA TCTGT rGGAACCCTATGGAAGCTTTGATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATC7TTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTGTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTGGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCAGGA 
GAAAAAGCAGCGAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATGCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACAGGTAGTGGCAGTTGTAAAATAATTGGTATTG 
CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 
TACCCTGAAAAATGATCCTTAAAGGTGGCGTAGTTGGTAAGACTGTTTTATCCTTAATCT6CA 
TTCTTCTTTCATTGTAGAATACAGTATTTGCAAGTC A I I 1 1 1 IC I I Gil l 1 1 A TTACAGATATAC 
TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
CTCTTATGrrrATCTTTAATATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGAT^ 
. CATAAC^nTAGAATAATGATGTCM 

TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCtGCATtTATATAACTTTTATAAATM 
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AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 

>28 
>29 
>30 
>31 
>32 

CGCGGTGGCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATG 
GCAGTTGATATCATGATGTTACTTTGATTCTCTGACCAAACTGGCCTGTGAGGAGCGTGGGC 
CTTTCTTCCTCTGTCAAAGGGCTTAAGACAGGTTTACCCTGTAGCCAGGCTCTGGAAGACAG 
AGCTGGGTTAAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGAAA 
AGGATGTAACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTGG 
CTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACTCAAGT 
GGGAAGGGGAGTGGGCTGTAAAATAGTTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGA 
TGTGTAGAAAGGTAACAGTCAACAGTTCTGCTAACAAGACAGCTTCAAAGCAGCAGCTATAG 
TGGAGCATTCCTGAGGCCTGCTGCAGATCAAAGCATGAATGTGCAGACTGGTCCTCTTGCC 
CAGCGTTTCTTTCAAATCTTTGCACATGTTATATTTTAGAGGCAAGTTCAGTTCTAGAGGAGC 
TGGCCTGCCCCACAGACTCACCCCTCAGTCCCAGGCTGACCTTGGTGCCCAGAACTCAGGA 

GTTTGTTTACCCTAACTrrGTTTATAAAGTCCAGAATGGGGCCGGGAATGGTGGCTCACACC 

TGCAGTCCGAGCACTTTGGGGAAGCT 

>33 

CGCGGTGGCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATG 
GCAGTTCATATCATGATGTTACTTTGATTCTGTGACCAAACTGGCCTGTGAGCAGCCTGGGG 
CTTTCTTCCTCTGTCAAAGGCCTTAAGACAGGTTTACCCTGTAGCCAGGGTCTGGAAGACAG 
AGCTGGGTTAAAGCTGGGTGGGAGAAGTGAAAAAGGTGAGGTTTACATTGCTAGGCGGAAA 
AGGATGTAACAGGGGGGCAGATCCTATGGGCAATGGGAAGGGAGGGAGGCAGGGAAGTGG 
GTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACTCAAGT 
GGGAAGGGGAGTGGGCTGTAAAATAGTTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGA 
TGTGTAGAAAGGTAACAGTCAACAGTTCTCCTAACAAGACAGCTTCAAAGCAGCAGCTATAG 
TGGAGCATTCCTGAGGCCTGCTGCAGATCAAAGCATGAATGTGCAGACTGGTCCTCTTGCC 
CAGCGTTTCTTTCAAATCTTTGCACATGTTATATTTTAGAGGCAAGTTCAGTTCTAGAGGAGC 
TGGCCTGCCCCACAGACTCACCCCTCAGTCCCAGGCTGACCTTGGTGCCCAGAACTCAGGA 

GTTTGTTTACCCTAACTTTGTTTATAAAGTCCAGAATGGGGCCGGGAATGGTGGGTCACACC 

TGCAGTCCCAGCACTTTGGGGAAGCT 

>34 

ACCAGTTAAAGTCTTCTAGCCTGTATCCCCACTC C I I I I I GCCACTTGCAAATTCGGT 
AGCCCAGTTACCCAGAGGGAGGCATAGGAGGGAAAACGAAGACTGAAAAGGGCTAATATGA 
GTTTTGTCTCTTACAATTTATCTGCATCrrATCCTTCCCCCACGCCCGATCATTAAATCA^ 
ACATTCTATCGAAATAGGATGCCCTTCTGTGGAACTGCATATTTGGAAACCATAGTGCCTGTT 
TAAGTTATGCACTCCACTGGGAACTTACAGTATCTGTTTCCCACAATACTTGCAGTCATATGA 
GTTACAACCGGTGG GTGTGTA TTGGTTCAAAAGGAGCTACCTACAAGGTTATATCAATGCATT 
GTCCAATTTGAGAGATTTTTTCTGAATCCAGTTAAAATAATTTTTGGGTAC 
TTCCCAGGACAACAATGACTTGTAGTCTAGTGCCCAAGAAAGCCAAAAAGGGCCGGCAACC 
TTGGTTGCCACCAGATCCGCAACAGACAGATTGTAAGGGAGAAGAGAAGTTCATCAACTAAC 
ACTCAGAG TGTGT CTGGATTTTTCCTTGATAATTATGTGAGTTTCAGTTAATGGGGGTGTCAC 
TGTAGCTGATTTTAATTGCTATAAATCAATGAGGTAAATCTTTTGCATATATATCAAATATTACC 
ATCCTGATGTTAGAGATTTTCTTTGCAAGGCAAATAGAACTTTCACCNNNNN 
>35 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGGGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCT7TTGAGGTCGGACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGGA 
TCGAGAGAAGGTGGCTACTGTCCTTTCTGGGGCGTiQTGATGGAGAGGTTAGAATTTGGA^^ 
CTAACTCAGCGGAATTGtATCCGTAC^ 

TACTCGCTTTTGTGGGACTTGT I I I I rCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
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AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 

GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTG I I 1 I I GCCACATGTGGACAGCAAGT 

AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 

AAGTAGTGTTAAATTTAACCGAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 

TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATGTTAGATATGAGAAC 

AAATACAATCTGTTGGAACCCTATGGAAGCTTTCATTTTTACAGCAGGAAATGAAGATTATAA 

CTTATATACTTTTGATATGCGTGCAGTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 

TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 

AATCTATTCGAATCTTTCCTGTAGACAAAAGTGGAAGCAGGGAGGTATATCATACAAAGAGAA 

TGCAACATGTTATGTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 

AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 

GAAAAAGGAGGCAAGGATTATAACGAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 

AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 

CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 

CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 

CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 

GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCT7TTAGC 

TACCCTGAAAAATGATCCTTAAAGGTGGCGTAGTTGGTAAGACTGTrTTATCCTTAATCTGCA 

TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCA I I I I I 1 CTTG I I I N ATTACAGATATAG 

TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 

CTCTTATGTTATCTTTAATATTACTTTGAATAATGATTGCAATG ATG MICH CCTGTGATTCCA 

CATAAC ATTTA GAATAATGATGTGAATTTTTTACAACTGAATTTATrrCTAGTGCT^ 

TTTGGGTTTTTGACTGTTTTAAAACAATCAGCCTGCATTTATATAAC^^ 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>36 

GGTACATTTGTGTTTTATTGTGAAGGGTCCTCAACTGTGTGGCTGATTCAGGCTGTC 
CCCACTGCAATGTATGGAGAGGAGAGAAAGGGATGAAAGTGAAGGCAGGGGGGGGGATGT 
TTGTTTCACGGGGTGAACTTCTGCCTGAGCAAGTTGATGTTGGCTTCCGAGGTATTTGGACA 
CTTTCTTTC AATAC A I I \ I I ATTTAGCACTTATTCTGTGTCTGCTGCCCTGGGATACCAGAGTG 
AATAAACAGATAAAAAGTCCCTGACCTTCTGGAGCATACAGTCTCTGGAGAGAAAATGGATA 
GATAAGCAGACTTTTATATATGAATAT 
>37 

GTGGCGGCCGGCCGGGCAGGTACGCGGGGGCAACATGGCGGCCTTAGCAAGCTA 
TAGCTGCGAGATTTGAATTACTCCACTCGTAGCTATTGGATTCCTGACGATGGCGTCTGTGG 
GTTCGTGCGAGCCGGGTCCGAGCTCAGACGAGCTGCGTGGAGACGGGTGTTGACAAGAAGA 
AGATGAGGACTATGATTTTGAAGATCGGGTCAGCGACTCGGGTTCATATTCCTCAGCGAGTA 
(XXaATTATGATGATCTTGAGCGTGAATGGCTGGACAGTGTGCAGAAAAATGGAGAGGTGTTT 
TATTTGGAATTGAGTGAGGATGAAGAAGAAAGCCTCCTTCCTGAGACACCAACTGTGAACCA 
TGTCAGGTTCAGTGAAAATGAGATTATCATTGAAGATGACTACCAAGAAAGAAAAGAGTATGA 
ACCCAAACrCAAGCAGTTTACCAAAATTTTAACAAGGAAAAGACTTTTAGCCAAGCNN 
>38 

GCGAGGTACTTAAG I I I I I CTTCAGTTACAGCTACCACTGTGAAAATAATTCTCTGCT 
TATCAAGTTTACAACTTTAGAATTTCCTGTTTTAAAGTTTTCTCATTTACT^ 
CTTCTTTTTGCCAAACGCTATAGTAGCACATTAAAAGGAGACTGATGTGGAATCAACTCTGTG 
CAAAAAGTATTGGGTGCTTTGGTAGAAGTCTATACAGAAGACACTGGAGACACAAAAATGAA 
TTTTGTCCAGGTGAGTTGATGTCAGAAAAGGCTTAATAATGGAGATGAGGCCGGGCATGGT 
GGTTCACACCTGTAATCCCACCTGTTTGGGAGGCTGAGGCAGGTAGATCACTTGAGACGAG 
GAGnTGAGACGAGCCGAGCCAACATGGAGAATCGTGTCTCCACTAAAAAAAAAAAAAAAAA 
AAANNNNNNN 
>39 

GGTGGCGGCCGCCCGGGCTGGTACGCGGGAAAGGAAAACGACAAGCACGCCCTG 
AGGAGAGCCa^GGGAATTCAACCTTTAAGTGGATAACTTGGCTTCTGGTTTGCCAAGGAAGC 
AGGGCATCAAACAGATGAAACAGCCrrATTGTCCATTTCAACAGGATTnTGAGGAGTGGGGA 
TGATCTTTCAAATTATCCACAACTTAATTATTfAATATTTTGATAGTCAAT^^ 
GCATCGTCACTGACCAATCAGAAGAGATGCCAGTAGTTGGGCGCAGTGGCAGCACTTTGGG 



Page 9 of 355 



wo 01/42467 



603 

Table 4 



PCTAJSOO/33312 



AGGCTGAGTGGACAGATCACCTGGGGTCAGGAGTTCGAGACCAGCCTGGCCTACATGGTG 

AAAGCGCATCTCTAGTAAAAATAGAAAAATGAGGCAGGCATGGGGGGCACCTGTAATCGCAG 

CTACTTGACAGAGTGAGCCTCTGTCTCAAAAAAAAAAAAAAAAAAAAAANN 

>40 

NNCACGCGTCCGGCTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGGCTTGAT 
CGGCAAGTAGGAAAGGCCAGGGGGAGAGGCGAGGAGCGAGGGCAGCGAGGATCAGAGGC 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
CCCCTTCGGAGGAGGAAGGAAGTCCCGCTGCCACCTTATCTCTGCTCCTCTGCGTCGTCCG 
TGTTCCCAGAGGI I I 1 1 CTCTAGAGAAGATTTTGAAGGCGGCTTTTGTGCTGACGGCCACCC 
ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 
CAGAAAATCTTGAAAGGACCCTATCTGGAGATGTTCTGAATACCTCTGAGAATAGAGATTGAT 
TATTCAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCAG 
TTTTGCAACATTGGACGAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGGTGTCGTG 
GGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA 
TACAGCAGGAACGAAAAAACATCGGAGCCAACATTATTGTTGTGGTTAGCGATGATCAAGAT 
GTGGAGCTGGGGTGGGTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 
CCAGCTTCATCAATGGCTTTGTGAGTACACCCATGTGGTGCCCGTCACGGTCGTCCATGCTC 
ACCGGGAAGTATGTGCACAATCACAATGTCTAGACCAACAACGAGAAGTGCTCTTCCCCCTC 
GTGGCAGGCCATGCATGAGCCTCGGACTTTTGCTGTATATCTTAACAACACTGGOTACAGAA 
CAGCCTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 
GAATGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATrACACTGTTTGTGGCAATGGGATC 
AAAGAAAAGCATGGATTTGATTATGCAAAGGACTACTTGACAGACTTAATCAGTAACGAGAGO 
ATTAATTACTTCAAAATGTCTAAGAGAATGTATCCGCATAGGCCCGTTATGATGGTGATCAGC 
CACGCTGCGCCCCACGGCCCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTACCCCAATG 
CTrCCCAACACATAACTCCTAGTTATAACTATGCACCAAATATGGATAAACACTGGATTATGC 
AGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAAGG 

ctccagactttgatgtcagtggatgattctgtggagaggctgtataacatgctcgtggagac 
gggggaggtggagaatacttacatcatttacaccgccgaccatggttaccatattgggcagt 
ttggactggtcaaggggaaatccatgccatatgactttgatattcgtgtgc ci mi l l lattg 
gtggtccaagtgtagaaccaggatcaatagtcccacagatcgttctcaacattgacttggcc 
cccacgatcctggatattgctgggctcgacacacctcctgatgtggacggcaagtctgtcc 
tcaaacttctggacccagaaaagccaggtaacaggtttcgaacaaacaagaaggccaaaatt 
tggcgtgatacattcctagtggaaagaggcaaatttctacgtaagaaggaagaatccaggaa 
gaatatccaacagtcaaatcacttgcgcaaatatgaacgggtcaaagaactatgccagcagg 
ccaggtaccagacagcgtgtgaacaaccggggcagaagtgggaatgcattgaggatacatc 
tggcaagcttcgaattcacaagtgtaaaggacggagtgacgtgctcagagtccggcagagc 
acgcggaacgtctacgctcgcgggttgcatgagaaagacaaagagtgcagttgtagggagt 
ctggtraccgtgccaggagaagggaaagaaagagtgaagggcaattcttgagaaaccaggg 
gactccaaagtacaagcccagatttgtccatactcggcagacacgttccttgtccgtcgaat 
ttgaaggtgaaatatatgacataaatctggaagaagaagaagaattgcaagtgttgcaacca 
agaaacattgctaagcgtcatgatgaaggccacaaggggccaagagatctccaggcttcca 
gtggtggcaacaggggcaggatgctggcagatagcagcaacgccgtgggcccacctacca 
ctgtcggagtgacacacaagtgttttatrcttcccaatgactctatccattgtgagagagaac 
tgtaccaatcggccagagcgtggaaggagcataaggcatacattgagaaagagattgaagc 
tctgcaagataaaattaagaatttaagagaagtgagaggacatctgaagagaaggaagcctg 
aggaatgtaggtgcagtaaacaaagctattacaataaag ag aaaggtgtaaaaaagcaagag 
aa atta aagaggcatcttcacccattcaaggaggctgctcaggaagtagatagcaaactgca 
acttttcaaggagaacaagcgtaggaggaagaaggagaggaaggagaagagagggcagag 
gaagggggaagagtgcagcgtqcctggcctcacttgctrcacgcatgacaacaagcactgg 
cagacagccgcgttctggaacctgggatctttctgtgcttgcacgagttctaacaataagac 
ctactg gtgtt tgcgt acagttaatgagaggcata a i i i i gm i i c tgtgagtttgctactgg 
Ctttttggagtattttgatatgaatacagatcgttatcagctcacaaatacagtgcacacggt 
agaacgaggcattttgaatcagctacacgtacaactaatggagctcagaagctgtcaaggat . 
. ataagcagtgcaagccaagacctaagaatcttgatgttggaaataaagatggaggaagctat 
gacctacacagaggacagttatgggatggatgggaaggttaatcagccccgtctca 
gacatcaactggcaaggcctagaggagctacacagtgtgaatgaaaagatctatgagtacag 
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ACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 

TGCACTGCTGAAGAGTCAGTATGAGGAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTGTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTC 

AGATGAAGAGCCAAGGCATAAGGTTGGGAAAACAGGTCATTTGACCTTGCCAGCTGACCTTC 

AAACCCTGCATTTGAACCGACCAAGATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGGA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 

GGGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCCTGGAAAGGACATTTTTGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTGATCAGATGTTCACCATGGCCACCGCAGAACACCGAAGTAATTCCAGCATAGCGGGGA 

AGATGTTGACCAAGGTGGAGAAGAATCACGAAAAGGAGAAGTCACAGCACCTAGAAGGCAG 

CGCCTCCTCTTCACTCTCCTCTGATTAGATGAAACTGTTACCTTACCCTAAACACAGTATrrG 

TTTTTAACTTTTTTATTTGTAAACTAATAAAGGTAATCACAGCCACCAACATTCC/^ 

TGGGTACGTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAG 

TCATCGTTATAATTTACTATCTGCCAAGAGTAGAAAGAAAGGCTGGGGATATTTGGGTTGGC 

TTGGTTTTGA I I I I I I GGTTGTITGTTTGTTTTGTACTAAAACAGTATTATCTTTTGAATATCGT 

AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCTATAATGGGCTTTCTCAGAGATAA 

AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTCTGCGTAATGAAGGTACGATG 

CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATACNN 

>41 

ACACGTGCACATTGTGCAGGTTAGTTACATATGTATACATGAGGCATGCTGGTGCGC 
TGCACCATGGCACATGCATATCTATGTAACAAACTTGCATGTTCTGCACATGTATCACAGAAC 
TTAAAGTGTAATAAAAAAAGAAAGAAAAACAGCATGCAATTCAGCCCACACAAAAAAAAGAAG 
TCAAAGACAGCGAGAATTCTTAAAACAGCAATAAAAAGTATAAAGTCACTCTAAAGGAATCCC 
CGTTAGATTAACAACACATTTCTTAAGAGAAATCTAACAGGCCAGGAGAGAATGGGATGACA 
TATTCAAAGTGTrAAAGGGGGGGAAAAAACTCCACTCAAGACTACACCCAGAAAAGCTATCT 
TTCAGAAATGGAGATAAAAACATCTTTCCCAGACAAAGAAAAACTAAGAGAATTTACTACCAC 
TCACCAGCCTTACCAAAAAATGCCCAAGGGAGTCCTACATCTAAAGCAAAACGACAATCATC 
ACGAAAACATGCAAAAGCATAAAACTAACTTGT 
>42 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGGAAGGGAGATGAAGGTGAAGATGCTGAGGGGQAATCCGGACAATT 
ATGTCCGCGAAAGCAAGTTGGACTTACAGAGAGTTCCAAGAAAGTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCmAAATGCTACCAAAGTGGAACGAQTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTQATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TAGTCGCTTTTGTGGGACTT C MIN I CACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAATCTGTTGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATAGTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTGCTGTAGACAAAAGTCGAAGGAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGAGTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTrACATCACGA 
GAAAAAGCAGCCAAGGATTATAACGAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTGAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGGGTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 

CTAACAATCCTGATGTATAATTATTTGTTAGTTTTQATTTGAGAACTCTACAAATAAAAG^ 

GGGACTAGATTAATTGCAAACATTtTAGTTATATGTGTAGAGCTTTATTGT^^ 

TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
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TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCAI fill ICTTGI I I I I ATTACAGATATAC 

TTACTTTCTCTTTGATCTATTATTGTAGAGACTATACATTCAAATTGACATTTAAGAGCAAACAT 

GTCTTATGTTATCTTTAATATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 

CATAACATTTAGAATAATGATGTGAA I I M I I ACAACTGAATTTATTTCTAGTGCTTTACTTATA 

TTTGGC 1 I I I I G ACTCTTTTAAAACAATCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>43 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACAGGTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGGAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTC MINI CACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATrGATCATCAGTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAAGCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCGTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAATCTGTTGGAACCGTATGGAAGCTTTCATrnTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTGATGTATAATTATTTGTTACTTrrGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCGTTT^ 
TAGGGTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATGCTTAATCTGCA 
TTCTTGTTTCATTGTAGAATACAGTATTTGGAACTCAI I 1 1 I Id I Gl 1 1 1 1 ATT ACAGATATAG 
TrACTTTGTCrrTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
GTCTTATGTTATGTTTAATATTACTTrGAATAATGATTGCAATGATGTTTCTTOCTGTGATTCCA 
CATAACATTTAGAATAATGATGTGAA I MM I ACAACTGAATTTATTTCTAGTGCTTTACTTATA 
TTTGGC M I M GACTCTTTTAAAACAATGAGCCTGCATTTATATAACTTTTATAAATAATAATAT 
AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 
>44 
>45 
>46 
>47 
>48 

NAGTATTGGTTCTGCTGGCAGATGCCCTGTGCTGGGGTCTAGATGACGTGGTGGGC 
TTCATGCACAATGCCCAGGCTGGAGATAAGCAGGGCCTCAGCACTGTCAGCAACAGTGGAC 
TGACTGCGGAGGACCGGCAGCTGACTGCACGGGCCCGAGCCTGGAACAACCTGGACTGGG 
CTCTCTATGTCCACTTCAACCGCAGTCTCTGGGCACGGATAGAGAAATACGGCCAGGGCCG 
GCTGCAGACAGCTGTGGCCGAGCTCCGGGCTCGCCGAGAGGCCCTAGCGAAACATTGTCT 
GGTAGGGGGTGAGGC TTCT GACCCCAAATACATCACTGATCGCCGGTTCCGCCCCTTCCAG 
TTTGGGTCAGCTAAGGTTTTGGGCTATATACTTqGGAGTGGATTGAGCCCCCAAGACCAAGA 
GGAATGTGAGCGCCTAGCTACCCCTGAGCTCCAGTACAAGGACAAGCTGGATGCCAAGCAG 
TtCCCCCCTACCGTCTCACtGCCCCTCAAGACTtCAAGGCCACtCTCCCCATA^ 
CTACAGATTTAGGTGGAAGAGCAGCCATGTTTGAAGGGCACATGTGATGAGTGGGGGGCAG 
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CAAGATGCCATTTCTGCATCTCCCAGAAGGGATGAGTCTTTGTCCCGATGCAAGCCCCCTCT 
TC GGTGGGCTCCCA GCAGTGCTrCGGTCCTCCAGCCTCCACTCATTTTGTTCTTTCCCCCCA 
ACI I I M I I I I I I I I IGAAACGGAGTCTTGCTCTGTCCCCCAGGGTGGAGTGCAGTGGCATGA 
TCTCGGCTCACTGCAAGCTCTGCCTCGCAGGTTGAAGGGATCTCCTGCCTCAGCCTCCAGA 
NN 

>49 

NNCACGCGTGCGGCTAATGAATGTTGGGGCCGGTGTCGGGCCGGGGCGGCTTGAT 
CGGCAACTAGGAAACCCCAGGCGCAGAGGCCAGGAGCGAGGGCAGCGAGGATCAGAGGC 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAAGATGACTGTC 
CCCCTTCGGAG GAGGA AGGAAGTCCCGCTGCCACCTTATCTCTGCTCCTCTGCCTCCTCCC 
TGTTCGCAGAGCTTTTTCTCTAGAGAAGATTTTGAAGGCGGCTrrTGTGCTGACGGCCACCC 
ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 
CAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAATAGAGATTGAT 
TATT CAACCAGGATACCTAATTCAAGAACTCGAGAAATCAGGAGACGGAGACATTTTGTCAG 
TTTTGCAACATTGGACCAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTGCTG 
GGGACAGAATTGCTGGGAAGCGTCTGTTCGACTGTCAGATCCCGGAGGTTCAGAGGACGGA 
TACAGGAGGAACGAAAAAACATCGGAGCCAACATTATTCTTGTGGTTAGCGATGATGAAGAT 
GTGGAGCTGGGGTCCCTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 
CCAGGTTCATGAATGGCTTTGTGAGTAGAGCGATGTGGTGCCGGTCAGGGTCCTCCATGGTC 
ACCGGGAAGTATGTGCACAATGACAATGTCTACACCAACAACGAGAACTGGTCTTCGGCCTC 
GTGGGAGGCCATGGATGAGCCTCGGACTTTTGGTGTATATGTTAACAACACTGGGTACAGAA 
CAGGCTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCGTGGGTGGCGA 
GAATGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 
AAAGAAAAGCATGGATTTGATTATGCAAAGGACTACTTGACAGACTTAATCAGTAACGAGAGC 
ATrAATTACTTCAAAATGTCTAAGAGAATGTATCCCCATAGGCCCGTTATGATGGTGATCAGC 
CACGCTGCGCGCCACGGCGCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTACCCCAATG 
CTTCCCAACACATAACTCCTAGTTATAACTATGCACCAAATATGGATAAACACTGGATTATGC 
AGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAAGG 
CTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAACATGCTCGTGGAGAC 
GGGGGAGCTGGAGAATACTTACATCAT7TACACCGCCGACCATGGTTACCATATTGGGCAGT 
TTGGACTGGTCAAGGGGAAATCCATGCCATATGAGTTTGATATTCGTGTGCC 11 I II I I A TTG 
GTGGTCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGCC 
CCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGACGGCAAGTCTGTCC 
TCAAACTTCTGGACCCAGAAAAGGCAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAA7T 
TGGCGTGATACATTCCTAGTGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGCAA 
GAATATCCAACAGTCAAATCACTTGCCCAAATATGAACGGGTGAAAGAACTATGCCAGCAGG 
CCAGGTAGCAGACAGGGTGTGAACAACCGGGGCAGAAGTGGGAATGCATTGAGGATAGATC 
TGGCAAGGTTCGAATTCACAAGTGTAAAGGACCCAGTGAGGTGGTGAGAGTCCGGCAGAGG 
ACGCQGAACCTGTACGGTCGCGGCTrCGATGACAAAGACAAAGAGTGGAGTTQTAGGGAGT 
GTGQTTAGCGTGCCAGGAGAAGCCAAAGAAAGAGTCAACGGGAATTGTTGAGAAACCAGGG 
GACTCCAAAGTACAAGCCCAGATTrGTGCATACTCGGCAGACACGTTCCTTGTCCGTCGAAT 
TTGAAGGTGAAATATATGACATAAATCTGGAAGAAGAAGAAGAATTGCAAGTGTTGCAACCA 
AGAAACATTGCTAAGCGTCATGATGAAGGCCACAAGGGGCCAAGAGATCTCCAGGCTTCCA 
GTGGTGGCAACAGGGGCAGGATGCTGGCAGATAGCAGCAACGCCGTGGGCCCACCTACCA 
CTGTCCGAGTGACACACAAGTGTTTTATTCTTCCCAATGACTCTATCCATTGTGAGAGAGAAC 
TGTACCAATCGGCCAGAGCGTGGAAGGACCATAAGGCATACATTGACAAAGAGATTGAAGC 
TCTGCAAGATAAAATTAAGAATTTAAGAGAAGTGAGAGGACATCTGAAGAGAAGGAAGCGTG 
AGGAATGTAGCTGCAGTAAACAAAGGTATTACAATAAAGAGAAAGGTGTAAAAAAGCAAGAG 
AA ATTA AAGAGCCATCTTCACCGATTCAAGGAGGCTGCTCAGGAAGTAGATAGCAAAGTGCA 
AGTTTTGAAGGAGAACAAGGGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGACGGCAGAG 
GAAGGGGGAAGAGTGCAGGCTGCCTQGCCTCACTTGCTTCAGGGATGAGAACAACCACTGG 
CAGACAGCOGGGTTCrGGAACCTG.GGATCTn'CTGTGCTTGCACGAGTTCTAACAATAACAC 
CTACTG GTGTT TGCGT ACAGTTAATGAGACGCATAATTTTCTTTTCTGTGAGTT^ 
CTTTTTGGAGT ATTTT GATATGAATACAGATCGTTATCAGCTCACAAATACAGTGCACACGGT 
AGAACGAGGCATTTTGAATCAGCTACACGTACAACTAATGGAGCTCAGAAGCTGTCAAGGAt 
ATAAGCAGTGCAAGCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTAT 
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GACCTACACAGAGGACAGTTATGGGATGGATGGGAAGGTTAATCAGCCCCGTCTCACTGCA 

GACATCAACTGGCAAGGCGTAGAGGAGCTACACAGTGTGAATGAAAACATCTATGAGTACAG 

ACAAAACTACAGACTTAGTCTGGTGGAGTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 

TGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCGTGTGCTGACTC 

AGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCGAGCTGACCTTC 

AAAGCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTG 

GGGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACGCGAAAGAACTTCCCCAGTATGGT 

GGTCGTGGAAAGGACATTTrrGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTCATCAGATGTTCAGCATGGCCACCGCAGAACACCGAAGTAATTCCAGCATAGCGGGGA 

AGATGTTGACCAAGGTGGAGAAGAATCACGAAAAGGAGAAGTCACAGCACCTAGAAGGCAG 

CGCCTCCTCTTCACTCTCCTCTGATTAGATGAAACTGTTACCTTACCCTAAACACAGTATTTC 

TTTTTAAC MINI ATTTGTAAACTAATAAAGGTAATCACAGCCACCAACATTCCAAGCTACCC 

TGGGTACCTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAC 

TCATCGTTATAATTTACTATCTGCGAAGAGTAGAAAGAAAGGCTGGGGATATTTGGGTTGGC 

TTGGTTTTGA I I I I I J GCTTGTTTGTTTGTTTTGTACTAAAACAGTATTATCTTTTGAATATCGT 

AGGGACATAAGTATATACATGTTATCCAATGAAGATGGCTATAATGGGCTTTGTCAGAGATAA 

AACTTGACCCCCGTGTCAAATTGAGATGACACTCTGCATGTCTGCGTAATGAAGGTACGATG 

CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATACNN 

>50 

NCGCCTGTGGGAGGAGGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCGGGCCGGAAGAGGAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCGGGAGAATT 
ATGTCCGCGAAACCAAGTTGGACTTAGAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGGTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCGAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCI INI ICACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTG 1 M M GCCAGATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCGTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAATCTGTTGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGGAACATGTTATCTGTGTAAAATGGACTTGTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTGGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGGATTATCCTCATATA 
AAACGTATAGOTCGTGATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTOGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCAGTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 
TACCCTGAAAAATGATCGTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
TTCTTCTTTCATTGTAGAATACAGTATTTGGAACTCA I I I I I I CTTG I i I H ATTACAGATATAC 
TTACTTTGTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
CTGTTATGTTATCTTTAATATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGAT^^ 
CATAACATTTAGAATA ATGA TGTCAA I i I I I I ACAACTGAATTTATTTCTAGTGCTTTACTTATA 
TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCTGCATTTATATAACTT^ 

AATTTGGQTGAAGITAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 
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>51 

GCGGCCGAGGTACCTCAGCATATATTGGAAGTGTTTTAGAGTTGGTGAGTTCCCCG 
TGCGTTGCAGAACTGAACGCTAGGAGGAGCAGCCAGTGAGGACAGACGTCTATGCAGAAAC 
ATGGGGAACGTGTGGAAATGACACACTCTCCGGGCACAGGGGGCCATTCGTCCATGTTGAG 
GTGGACTAATCATGGAGATTCTCGCAGGGCCGGCTGCTATCTCAGATTTTCTAATCGGAGAA 
GGAGAGAGATCAACTTCCATCGACTCCAGTCTGTCGGGGGCTGATGAGTGAGGTGGCAGCA 
GGCATCCGCGTGGATTTGTTG AAACTGGAC I 1 I 11 ATTGTGCTGAAAGCTGGTTGTTGTGAT 
GATCTCATAGTTTGTAGTTGTTCTATCTGCAGCACTGACTTCATAAGGGATTCTTCCAACCTA 
GAAATCTTTTCTCTATAGAAGGCTAACAATCTCTTCGTGTGTTTTTCTTGAAATTCTAAAATCT 
GGGAGGTTTCCCTGGAGTACTTCTTACACAGACTGTCTATGCTCATGAAGAATGCCTGGATA 
TCTGCGTCAGTATGCTTTGAAAGCAAAAGTGTACGACAAGGAGCTTTACAAATCAAGCATTCA 
TTCTTTTTACCTTTGCCGAGGCAGGCGTGGCAGTACACGTGCCCGCAGTTGGTGAGGCTGC 
CGCGCGACGTCCTGTGGGGCGCCTGGAAGCAGCGATTTCAGAACACCCAGTTGACCATGC 
CAGGCGGGCGACCGCAGCGGCGAGGCCGGG 
>52 
>53 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACGGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTAGTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT . 
CTAACTCAGCGGAATTGTATCCGTAGAATACAAGCAGATGAAGGGTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTC 1 1 I 1 1 I GACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGGGATTAGATAGAATATTAGGAAAGAGA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTnTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACGCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAATCTGTTGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGGGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTGGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCGTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGGTCGTCGACGAAAGGAAGTGAATGGTATTAAACACAGGAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAQTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATOCTGATGTATAATtATTTGTTACTTTTGATTTGAGAACTCT 

GGGAGTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTC O l I I I A GC 

TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 

TTGTTCTTTCATTGTAGAATACAGTATTTGCAACTCA I I I I I I CTTG 1 I I I I ATTAGAGATATAC 

TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 

CTCTrATGTTATCTTTAATATTACTTTGAATAATGATTGCAATGATG M I C I I GCTGTGATTCCA 

GATAAC ATTTA GAATA ATGA TGTCAA M I Ml ACAACTG AATTTATTTCTAGTGCTTTACTTATA 

TTTGGCTTTTTGAGTCTTTTAAAACAATCAGCCTGCATTTATATAACTTTTATA 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCGTTTGAGGANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>54 

NAGATGGGTTGGCTGCAGTAGTGAGAGGCTGGGGGTGCGGCTGTTTCCCTGCAGT 

TGTGGTAATGCCAGCCACACTCCTCAGAGCCGTGGCCAGATCTCATCATATATTATCAAAA6 
CACATGAG.TGaX3IAAGAATCGGTCATCT>UKTGTTAAAACCACTTMGGAAT^ . 
CATGCAGCACACTGACAATACGTCAAAGCTTGGAtTTGtTCCTTCCTGATAAAACAGCTAGT 
GGTTTGAATAAGTCTCAGATCCTGGAAATGAACCAAAAAAAGTCAGATACCAGCATGCTGTC 
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TCCATTAAATGCTGCTCGTTGCCAAGATGAAAAGGCACACCTTCCAACCATGAAATCCTTTG 

GTACTCACAGGAGAGTGAGCCACAAACCAAATCTGTTGGGTTCTAAATGGTTTATAAAAATAT 

TAAAGAGGCATTTCTCATCTGTATCAACGGAAAGATTTGTTCCAAAACAAGACTTCCCACAGG 

TGAAGAGACGACTAAAAGCATCCAGGAGCAGAGAGCCATCCAGGACCAACCTTCCAGTTCT 

GTCTGTGAACGAGGACCTAATGCACTGCACAGCATTTGCAACGGCAGATGAGTATCATCTG 

GGAAATCTGTCTCAAGATCTGGCGTCCCACGGATATGTTGAAGTAACAAGCTTGCCTAGAGA 

TGCAGCAAATATTTTGGTGATGGGTGTGGAAAATTCTGCAAAAGAAGGTGATCCTGGAACAA 

TATTCTTCTTCAGGGAAGGAGCTGCTGTGTTTTGGAATGTGAAAGACAAAACTATGAAGCAT 

GTGATGAAAGTTCTAGAAAAACATGAAATTCAGCCCTATGAAATCGCACTGGTACACTGGGA 

AAATGAAGAACTTAACTACATAAAAATAGAGGGACAGTCAAAACTTCACAGGGGGGAAATCA 

AGTTAAATTCAGAGCTGGATTTAGATGATGCCATTCTAGAGAAGTTTGCTTTGTCCAATGCTC 

TATGCGTTTCTGTAAAACTGGCAATTTGGGAAGCATCACTGGATAAATTTATTGAATCTATTCA 

GTCAATTCCTGAGGCTTTAAAAGCTGGGAAGAAAGTGAAACTATCTCATGAAGAAGTTATGC 

AGAAAATCGGTGAACTCTTTGCTCTAAGGCACCGTATAAACTTGAGTTCAGACTTCCTGATTA 

CTCCTGATTTCTACTGGGACAGAGAAAACCTGGAAGGACTTTACGATAAAACGTGTCAATTC 

CTTAGCATTGGCCGAAGAGTTAAGGTCATGAATGAAAAAGTTCAGCACTGCATGGAACTAAC 

AGATCTAATGCGGAATCACCTGAATGAGAAGAGGGCACTCCGCTTGGAGTGGATGATTGTC 

ATCCTCATTACCATAGAGGTAATGTTTGAGCTGGGACGAGTA I I I I I CTGATCAAGTG ATAAC 

CAAAGTGTCACTGCAAGAGATATTCAAGTTCTACAATCAAAAATTAAATGTTCGGCGCGGGG 

CGGTGCCTCATGCCTGTAATCGGAGCACTTTCGGAGGCGAAGAAGGGTGGCTTGAGATGAG 

ATCAGGAGCTCAAGAGAAGGGTGGCGAAGATGGTGAAACGCGATCTGTAGTAAAAATAGCAA 

AATTAGGGAGGTGTGTTGGCAGACGCCCGTGATGTCAGCTACTCAGGAGGCTGAGGGAGGA 

GAATGTGTTGAAGTTGGGAGGGGGAGGTTGCAGTGAGCTAAGATGAGACCACTGGAGTGCA 

GCCAGGGCAACAGTGAGACTCAGTCTCAAAAATAAACAATAAAATAAATAAATAAATGAATGT 

NNNNNNNNNNNNNNNN 

>55 

>56 

NGGGCTGTGGGAGGACGTCCGGGTGGGCGGAAGTCGTAGGGGACACGTCGTGGA 
GTGCGGCCGGAAGAGCAACGGAGATGAAGGTGAAGATGCTGAGGGGGAATGGGGAGAATT 
ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTrrTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTC MUM CACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGAGA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTG M M i GCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACGCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTAGGATATGAGGGAAGCTAGTGGTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAATCTGTTGGAACCCTATGGAAGGTTTCATTTTTACAGCAGCAAATGAAGATrATAA 
CTTATATACTTTTGATATGCGTGCACTGGACAGTCCT6TAATGGTCCATATGQATGATGTATC 
TGCAGTGGTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTGGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGGCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGGCACTTGTGTGAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTT^ 
. TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCrrAATCTGCA 
TTGTTCtTTCATTGiTAGAATACAGTATTTGCAACTG A I J M 1 1 C m"GTTnTAtTACAQATATAC 
TTACTTTCt^CTTTGATCTATTATTGTAGACACTATACATTCAAATTGACAl^ 

CTCTTATGTTATCTTTAATATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 
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CATAACAlTTAGAATAATGATGTCAATrrTTTACAACTGAATTTATT TCTAG TGCTI^ 

TTTGGC I I I I i GAGTCTTTTAAAACAATCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 

AATTTGGGTGAAGTTAAGATATTAAAAGTTGCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>57 

>58 

NNNNNNNNNNAGGCGGCCGCCCGGGCAGGTACGCGGGCTATTGTGATTCCCAGTG 
ACCCATAGAACAGGATTTCACTAGTGCTATGACATGTGACTGGGCTTGGGAAGTTCGGGTGT 
CAGGTCCAAAAATCCTAAGGTGGGATCTTCGGTTTGTGAAGCAAATTAATTACACAACCAAAT 
ATTGCCACATTCTTGAGGTCTATTGACACAATGGGAACTTCAACGGGTACTTAGCTTAGCATT 
M I I I m CAAAGAGTGAAAAGTGGTCCACGTAGAGCACAATA TAAT TTAAGTAAAGGAAGAT 
TAAAACAT A I I I I I ATGCATTTGTTATGGTGGGAAATTAACATGTTTTAGATTTGAGGTGCCCC 
TCTCAGGAAACCCTTTCAACTTCGTATTATTCACTCCTGAGTAGTATGGGGTAGAAAATGAGT 
GGAAATCAGTTTGGCCACTATTTCCGAGTCTTTTGCACTGCAATACTTTCATCAATATTTACAA 
TATTTCAGTCCTGTTTAGAGATGGGGATCACATGAGGCNN 
>59 

NNNNNGGGAGGGAGGCGGGAAAGATGAGTTGTTTTACCTTGGGATTCAAAGAGTTTT 
CTTTGACTCGCATGGTTCTCAAAGCGTGATCCTGGTGCACCACCATCAGCATGGGGGGGAA 
GGTGTTAGCACTGCAAATTGTGATTGCTGGGTAATTTTGTGAATCAGAAATTAGGGAGGTGGA 
GCCCAGCAATGTGTTTTAACCAAAGTTGGACATAATTCTAATTAATTTATGCTTTGAGAAGGGC 
TGATCTAGTTTGTGCCTCTCATTTTGCAGGCAAAGAATTGAATTCTAGAGAGGT TAATT GAGT 
TGTGCAGTCATACAGATAGGTTCTGTTTTGTATTATTTATTTATTTATTTATT ^ 
CTrrACCCCCCAGGATTCATAGTTTTCTTTCTAATACTCCATATTTGACTTGACTTTT^ 
GTTGTAATTACAAATAAGTCTAAGATGGGAAAGTTGTGGAAAACTTTATAGAGAACATGAGAT 
TTGACTGAACAGTAAACATTAAGTAGAGAGGAAAGAAAGGGGTGTTCTAAGCAGTAGGGACC 
ACAGTGAATAAAGGTAGAGATAGGTAGGTTTAAAAAAAAAAAAAAGTCCTGGGGACAGCGTG 
GGTGACAGAGCGAGACTGCGTGNNN 
>60 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACAGCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGAGAATT 
ATGTCCGGGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TGCAGAGAAGCTGGCTACTGTCCTTTGTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAAGTGAGCGGAATTGTATCCGTACAATAGAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCG CI i I IGTGGGACTT CI I I H ICACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCAGTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGGATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCGTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAATCTGTTGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTGTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCGAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
GATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATGGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTQATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAA AAGTG GT 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTO 

TACGCTGAAAAATGATCCrrAAAGGTGGCCTAGTTGGTAAGACTGTTI^ 

TTCI lOi I ICATTGTAGAATACAGTATTTGCAACTCA! 1 1 1 I ICTTGI I I I I ATTACAG ATATAO 

TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
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CTCTTATGTTATCTTTAATATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 

CATAACATTTAG AATAATG ATGTCAA I I I i I I ACAACTGAATTTATT TGTAG TGCTTTACTTATA 

TTTGGC I I I 1 I GAGTCTTTTAAAACAATCAGGCTGCATTTATATAACTTTTATAAATAATAATAT 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>61 

CGCGGTGGCGGCCGAGGTACACGTTACTGTTCCGTCGTATnTGTAGTCTCTGTTCT 
GCCGTTTGGAACATCTCTTCGGTGTTGCTGTGGGATCTCTCTACTGCATTGTACTTTATGTAA 
TAATGTGTTCAATAAATAATTTTTAAAAGGAGACAACAACGCCGCAGGTGATCTGGAGGCTC 
CTGGAGGACCTCAGCGACTCAGGTCCAGTCCAAGGAGGGCCGCAGATCAGGCTGAAGGAT 
GGATCCACATGTTTAGAGGAGATCGAGAAATGCAGAAGAGAGATGCAGCAGAGAAATGCCA 
CAGAAAGGGGAGCTGGAGAGAATCAAAGCATGAGAGGAATTCAACCTGCTGTCACTGGAAG 
GGGTCCAGATGGAACGCTTGAGAAGAAACGTGTGTAGCATCTAGGAGTAAAGACTCGCCCT 
GGCTGACAGCTAGTAAGGAAATGGGAACCTCAGTGCTGCAGCCTCAAAGAATTGACTTTAAC 
CCACAGCCTGTGTGCACTTAGAAGCGGATGCATTCACAAATCTTCCAGAAGGGAATGGAGC 
CCCATTGACACCTTGATTTTAACCTTCTGAGATTCTAAGCAGGGAATCTAGATGAGACACGCT 
GTGAGATAATAGATAGGTATTGTTTTAAGCTGCTAAATTTGTGGTAATTTCTTATGACAGCAAT 
TTAAAAACTGATACAAGCCATAACCCAATCCTGTAGTCTTCCTCCTTACANNNNN 
>62 
>63 
>64 
>65 

I I I II I I M I I i I I I i I I G GAGGAGATGGACAGTGTCAGTCTCCTGATAAGGGGGTGA 
TGGGTAGGTAATTTAAAAGCTTCTATrATAAAATCTAGTCTCTCTGACACTGCCCTGTCCACT 
GGAGTCACATCTCCCAATACTGAAGGATCCTGAGAATACGAGGGGGCATGAGACTTACTGAC 
GTCATTCACCATNCTCGNNNNN 
>66 

NNNNNNNNNNCTGGCCGGGCAGGAGCGCGGAAATCCCCTAACTTCCTTGGTATCTT 
CCGATCGCATATTTAGGTTAGATAGAGAAGTGTGTATGTGTGTGTGTGTGTGTGTTGCTCGC 
ACAGTGATGAACTGTAAACATAAATGAAGATATGGAAAAATACATCAATTAGGACAACATGAC 
AATTTGATTAGAGTGCTATCAAAGAGTATCAGTTCACAGTTTTTATAGATACTAGTATAAAATT 
CAGATGTTGACTGTTTTCTGGGGATAAAGCAAGGCTTT ACAAT TTAGCAGTGTGTAGCTAGCT 
TGAAACAGTAAAACAACAACAGCAGAGCCTTAAGTGTATTTTTGTGACCTAAAACATGAACTC 
AGGGTTTCCAAATTCCTAACAATGAATAGT 
>67 

GATTGGAGCTCGCCGCGGTGGCGGCCGAGGTACTTGAAGGATAAGAAATTAGTGTG 
TCAAATTACCCACAAGTTAAATGCCCATGTTCCAGACCTGTGGCTCTTAQTATCAGGCTTGTG 
ATAGAGAAAAGGCTGCTATGAATTCTACTCAGTGTGCTTAGAGCAAAGGAAACCACCACAGG 
GATTTCACAGGC 
>68 
>69 

NCTCGACGCTCTCCCTCGCTCACTCCTCAGTGTAGGAGTGATCGTCGACAGCAGGA 
CAAGCTCAGCCTGCAGCTGCCGTGGGCTTTGTGTGGACTGGACGCAGAGCTTGGGAGACG 
GGGGAGGGCTATTACTCCAATTCACTGTCAATGGAATTACAGCTATAGCGGCAGTGTATATA 
GGATTGG M il l GTCGTGTTCGTGGGTTCTGAAGTAACGGAAGCTAGGTTGTATAAAGACCTC 
AACACTGCTGACCATGATCAGCGCAGCCTGGAGCATCTTCCTCATCGGGACTAAAATTGGG 
CTGTTCCTTCAAGTAGCACCTCTATCAGTTATGGCTAAATCCTGTCCATCTGTGTGTCGCTGC 
GATGCGGGTTTCATTTACTGTAATGATCGCTTTCTGACATCCATTCCAACAGGAATACCAGAG 
GATGCTACAACTCTGTACCTTCAGAACAACCAAATAAATAATGCTGGGATTCCTTCAGATTTG 
AAAAACTTGCTGAAAGTAGAAAGAATATACCTATAGCACAACAGTTTAGATGAATTTCCTACC 
AAGGTCCCAAAGTATGTAAAAGAGTTACATTTGCAAGAAAATAACATAAGGACTATCAGTTAT 
GATTCACTTTCAAAAATTCCCTATCTGGAAGAATTACATTTAGATGACAACTCTGTCTCTGCA 
GTTAGCATAGAAGAGGGAGCATTCCGAGACAGCAACTATCTCCGACTGCTTTTCCTGTCCCG 
TAATCACCTTAGCACAATTCCCTGGGGTTTGCCCAGGACTATAGAAGAACTACGCTT6GATG 
AtAATCGCATATCCACTArrrCATCACCATCtCTtCAAGGTCTCA CTAGT CTAAAACGCCTGG 
TTCTAGATGGAAACCTGTTGAACAATCATGGTTTAGGTGACAAAGTTTTCTTCAACCTAGTTA 

• • • 
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ATTTGACAGAGCTGTCCCTGGTGCGGAATTCCCTGACTGCTGCACCAGTAAACCTTCCAGG 

CACAAACCTGAGGAAGCTTTATCTTCAAGATAACCACATCAATCGGGTGCCCCCAAATGCTT 

TTTCTTATGTAAGGCAGCTCTATCGACTGGATATGTCCAATAATAACCTAAGTAATTTACCTCA 

GGGTATCTTTGATGATTTGGACAATATAACACAACTGATTCTTCGCAACAATCCCTGGTATTG 

CGGGTGCAAGATGAAATGGGTACGTGACTGGTTACAATCACTACCTGTGAAGGTCAACGTG 

CGTGGGCTCATGTGCCAAGCCGCAGAAAAGGTTCGTGGGATGGCTATTAAGGATCTGAATG 

CAGAACTGTTTGATTGTAAGGACAGTGGGATTGTAAGCACGATTCAGATAACGACTGCAATA 

CCCAACACAGTGTATCCTGCCCAAGGACAGTGGCCAGCTGCAGTGACCAAACAGCCAGATA 

TTAAGAACCCCAAGCTCACTAAGGATCACCAAACCACAGGGAGTCCCTCAAGAAAAACAATT 

ACAATTACTGTGAAGTCTGTCACCTCTGATACCATTGATATCTCTTGGAAACTTGCTCTACCT 

ATGACTGCTTTGAGACTCAGCTGGCTTAAACTGGGCCATAGCCCGGCATTTGGATCTATAAC 

AGAAACAATTGTAACAGGGGAACGCAGTGAGTACTTGGTCACAGCCCTGGAGCCTGATTCA 

CCCTATAAAGTATGCATGGTTCCCATGGAAACCAGCAACCTCTACCTATTTGATGAAACTCCT 

GTTTGTATTGAGACTGAAACTGCACCCCTTCGAATGTACAACCCTACAACCACCCTCAATCG 

AGAGCAAGAGAAAGAACCTTACAAAAACCGCAATTTACCTTTGGCTGCCATCATTGGTGGGG 

CTGTGGCCCTGGTTACCATTGCCCTTCTTGCTTTAGTGTGTTGGTATGTTCATAGGAATGGAT 

CGCTCTTCTCAAGGAACTGTGCATATAGCAAAGGGAGGAGAAGAAAGGATGACTATGCAGA 

AGCTGGCACTAAGAAGGACAAGTCTATCCTGGAAATCAGGGAAACTTCTTTTCAGATGTTAC 

CAATAAGCAATGAACCCATCTCGAAGGAGGAGTTTGTAATACACACCATATTTCCTCCTAATG 

GAATGAATCTGTACAAAAACAATCACAGTGAAAGCAGTAGTAACCGAAGCTACAGAGACAGT 

GGTATTCCAGACTCAGATCACTCACAGTCATGATGCTGAAGGACTCACAGCAGACTTGTGTT 

TTGGGTTTTTTAAACCTAAGGGAGGTGATGGTAGGAACCCTGTTCTACTGCAAAACACTGGA 

AAAAGAGACTGAAAAAAAGCAATGTACTGTACATTTGCCATATAATTTATATTTAAGAACTTTT 

TATTAA AAGTT TGA AATTTCA GGTTACTGCTGCGATTGATGTAGTGGAGATGCCTGAACACAA 

TTCTATATTTTAGTATTTTTTAGTAATTTGTACTGTATTTTCCTTGC^^ 

CCATTTACTTTGTGTTCTACTGAGTAAGATGACTTGTTGACTGTGAAAGTGAATTTTC7TGCT 

GTGTCGAACAATCAGGACTGCATTGATATGAGATCCTTGTAGTATAAGCACAGGCCATTTTTC 

AGTTT GGTATTAATAAAATGTAAAAAAAAAAAACTGGCTGAATGGCTGAATGAGATAAAATTTA 

ATTTTAAAAAAATGGTTATGAAATAATGTrCCAATTATTAAATTTGTATTATCCCAGTGGTATTC 

AATAAATCAAAATGTGTGAAGTAATGGGCAATATCAAACTTCCTGCATATCTCCATTTTTGCTC 

TAGGCAAATTAATTATCCTTAAAAAAGTTAAGCATATCTTCTGAACTGAATACATCAGCTGGC 

ATAAAAGGAGCATGAAGTCTGTTAAAGCCATTGTCAGCAAAGCTTTGAAAATAAAGGACrrCA 

CATTTTCGGTAATGTAAATGTGCTTCCAAGTTGGGGGGAAAATGTGTACTTAGGAAAACATG 

GAAACTTAGACTTGTATAG 

>70 

NNNNNNNNNNNATTCTCAGGGCAGTCCCCGCTGTGTCCTCTGTTCTCCTTCAGTAAT 
ATAGTTCATCTGGATTCGCTCCAATCTAGTT7TAAACTAGCTTTGQTCTTCTCATCTTTTCGGT 
ACAACAGATTTCAACTATTATACrTCTA CI I M M I GI » G TACACTCAGATGCATGGCACCTGA 
TTTTrACACTGGAGTAAACATCAATATATGTTCCACAATCTGTTGAGAAGTTGCCTGAATGTT 
CCCTAATAGCTACTTGCTGCCCTATTCTGAATATTCTGGTTTCTGAATATTCTGGTT Ci I I IC T 
. TTTCCGTATATTCTTCTAGTCGAAGAACCACTTGGTCCAGTACTGGGAACAGAGCTCGGCAT 
GCCATGAAATGTGGQTGGGCAGTTGATCCATCTTTGTAGGCCACCAGAATTAAGCCACATTG 
AACCTGAAAGCTGTAGTTGGTATCATGGTTCATGGCACCCATGTATGGCACAACTTGCAGTG 
GGTTGTCAAATGTACTTTGAATAAAAGGCTTTGGTTTCTCTGATGTCTTCCAATCAATCACAC 
AGAGCTTGCCCTGATACTCAGCCAGACAGTCGAGCAGACCTATATAGTTTAAGGTTTCATGT 
TGAACAGCACTTTCAAGAGCTCGCACTCCACTGACATCTTTCAGAATATGCTGGACACTTTCA 
ATGTAACCAGACTTGAGGAGATTTTGATCTGTCTCTTTTAAGGTTTCCTGGGGTGAAAGTATG 
CTTTCGAAGGCTTCGTGGAACCGTTTCCCTTGTAAAAAGACGTTTGAAGTGTATTCTrTAAAG 
CCATCTTCTCGGAGTTCGAGAATCATCCGCTGTTTCCACCTCTGCAACAAGAAAACCTGTTGT 
TTTGTCATGGTCTGCTGAAGGACTCGGGTCACACTTGGTATCACATTCCTTTGCAAGGGGAT 
TTTCAAAGGAACTGAAGGATCACTTGCATTTGGTTTATCACTTCTCTGTGGATTGAAGATAGG 
AAAOCAGTTTTGTGGCACTCGTGTGTCGTCACCTTGGTTTGGCAGCTTATGCTTGCTCACGG 
. QTCCACAGAGCAAAGCATCTTCCTCCACCGATCGCGGGGTCTGGGCGACGCGTCTGGATGA 
CAAGACAGACTGAACTAAATTAGAGTAI I 1 1 ICI IGQTCCAGfTCTTGATATGGGTrCACTTTT 
TtCTTCCGGGCACATGAGTAAGAGGAAGTAGAGAAAGCCACAAGGGCAGCTGATTCCACAG 
AAAACTTTGAACACCTGAGCTGCCTGCAAATGGTCTGAAATAACTTCATCTTCATTCAGATTT 
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GTTTTCACTTTAGTCTATTTGCAACGGTCGAAGGCCTTTATGTTTGTATTCCTTGGAAGCCA 

CAGACTTCGCTTAACTGTCAAGGCGCGAACAACCTCTCGCGACCCGN 

>71 

GATTGGAGGTCCCCGGGGTGGCGGCCGAGGTACTTGAAGGATAAGAAATTACTGTG 
TCAAATTACCCACAAGTTAAATGCCCATGTTGCAGACCTGTGGCTGTTAGTATCAGGCTTGTG 
ATAGAGAAAAGGCTGCTATGAATTCTACTCAGTGTGCTTAGACGAAAGGAAACCACGACAGG 
GATTTCACAGGG 
>72 
>73 
>74 

ACGTTGTGAGAAGAGGAAGAAGGTGATAAGAAGTAAGATCAGAGCATAGTAGAGAA 
AGTAGCCGTGTAAAGAGAGGAGAAGCAGAAAGAGAGAAGGGAGGAGAGAGCTTTTATTTTG 
CTCCAGGTTAAAAAGAAAAAAAAAGCACATTACAACTCTATGTCAGTGTCTGTCCCAGGTCCT 
AGAACTGGAATAGACCAACCAAGCCCAACCCTTCTTAAAAGTAAGACTAGGTGCTTCCTGAT 
TATATATTCAACTGCCTGGAAGCATGCAAGTAAAATTTCCTTGATGGCATTTCTAAGGTTCAA 
ACATATTCTTC CTAA AAATGCATTTAGAAAAAATATTAAGATTGTG I 1 M U f GGTTTGGAGTTT 
AAAAAAAATT GTTTTC AAAACCATAATTGGGGCGTACCCCAAATGGATTCTCCTCCCTACAGT 
GAGGATTTCATTTTTCCAGTGCCCCAGCGCCTTTTCA I I I I I GATGAACTGCACATGTTGTGG 
GAGCCACTGGTGGGCCCTCAGAGAGGAGCAATGCTTCTGGCCACTGCCAGTGTCCTAATAA 
GGGAATGAACAAGCGGGTATTGGTGAGGGAAGGGGAGTCAGGCGGTGGATGATA I i I M GC 
TGATTAAAGAGGATAAGGTGTGGTTTGGCAGGTATCTCATTGGTTTGGCTGGCTCCAGACCT 
AGGNNNNNNNNNNNNNN 
>75 

NGGCGGCGGAGGTGCGGGGGGAGGGGTTGTGGGAGGAGGTGGGGGGAGAGAGG 
AAGGGGCCTGTGCACTGAGCAGGCATCAAACATTAGTGGAT6GCCTTGCGTCTCAATCTGC 
AGTAAAGAGGAAA CTAA TCTGAAAGGGAACGATAGGACTGTGTGTCTTTTTATTTTTTAAAAT 

ACGGAGTGTGCAATTTTACTGAATCTTGAATCATGCCCAAAAGAATGAGCTGTCGGTGCTGC 
AGTGGTGACGCAGGCTGN 

>76 

cACGCGTCCGGCCacgcgTCCGGTCCTTCAgaCTGCCCGGAGAGCGCGCTCTGCCTG 
CCGCCTGCCTGCCTGGCACTGAGGGTTCCCAGCACCATGAGGGCCTGGATCTTCTTTCTCC 
TTTGCCTGGCCGGGAGGGCCTTGGCAGCCCCTCAGCAAGAAGCCCTGCCTGATGAGACAG 
AGGTGGTGGAAGAAACTGTGGCAGAGGTGACTGAGGTATCTGTGGGAGCTAATCCTGTCCA 
GGTGGAAGTAGGAGAATTTGATGATGGTGCAGAGGAAACCGAAGAGGAGGTGGTGGCGGA 
AAATCCCTGCCAGAACCACCACTGCAAACACGACAAGGATGTTGTGATCTAAATCCACTCCT 
TCCACAGTACCGGATTCTCTCTTTAACCCTCa^CTTCGTGTTTCCCCCAATGTTTAAAATGTT 
TGGATGGTTTGTTGTTCTGCCTGGAGACAAGGTGCTAACATAGATTTAAGTGAATACATTAAC 
GGT GCTA AAAATGAAAATTCTAACCOAA GACAT GACATTGTTAGCTGTAACTTAACTATTAAG 
GCCTTTTCCACACGGATTAATAGTCCGAI I 1 1 IGTCTTGCCATTTGTAGCTTTGCCCATTGTCT 
TA TTGG CACATGGGTGGACACGGATGTGCTGGGCTCTGCCTTAAACACACATTGCAGCTTCA 
ACTTTTCTCTTTAGTGTTCTGTTTGAAACTAATACTTACCGAGTCAGAGT^ 
TTTCAGGGTCTTGGCTGCCTGTGGGCTrCCCCAGGTGGCCTGGAGGTGGGCAAAGGGAAG 
TAACAGACACACGATGTTGTCAAGGATGGTTTTGGGACTAGAGGCTCAGTGGTGGGAGAGA 
TCCCTGCAGAACCCACCAACCAGAACGTGGTTTGCCTGAGGCTGTAACTGAGAGAAAGATT 
CTGGGGCTGTCTTATGAAAA TATAG ACATTCTCACATAAGGCCAGTTCATCACCATTTGCTCG 
TTTACCTTTCAGTGCAGTTTCTTTTCACATTAGGCTGTTGGTTCAAACTTTTGG^ 
CTGTCAGTTCTCTGGGAAGTGGTCAGCGCATCCTGCAGGGCTTCTCCTCCTCTGTCTTTTGG 
AGAACCAGGGGTCTTCTCAGGGGCTCTAGGGACTGCCAGGCTGTTTCAGCCAGGAAGGCC 
AAAATCAAGAGTGAGATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTG 
TTCT TTCCTC ACATTTGGATGATTGTGATAAGG I I i U AGCATGTTCGTGCTTTTCTTGACCCT 

CCCCTTTTTTCTTCTATTAATCAAGAGAAACTTCAAAGTTAATGGGATGGTCGGATCTCACAG 
GCTGAGAACTCGTTCACCTCCAAGCATTTCATGAAAAAiSCTGCTTCTTATTAATCATACAAAC 
TCTCACCATGATGTGAAGAGTTTCACAAATCTTTCAAAATAAAAAGTAATGACTTAGAAACTG 
CCTTCGTGGGTGATTTGCATQTGtCTTAGTCTTAGTCAGCTTATTATCCTGACACA^^ . 
ATAAGCATACATGTCTACACATGACTACACAAATGCAAACCTTTGCAAACACATtAtTATGCT^ 
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TTGCACACACACACCTGTACACACACACCGGCATGTTTATACACAGGGAGTGTATGGTTCCT 

GTAAGCACTAAGTTAGC 

>77 

CAGGAGGCGGGGAGACAGCAGAAGGATCACTGGGCTGGAAGCTCTAACAGGCATT 

GCCAGCCTAGGTACCTGCAGTTTGAGGCAAGGGCAGGGTCAGTTACGCTGCTGTCTGAATG 

TCTCCTGGGACAACAGGAGGCTGGACTCACTGGCTGAGTTCAGACAGAAGAGGGATCATCG 

GACTGGAAGCTCTGGCAGGTATGGCTAGCGTGGTTACCCGTAGTGAGAATGGAGAGGGCC 

ACCTGCCCAGCTACACAAATGTTTCCCAGGACAACAGGAGGCTGTGTCCACTGACAGTTCA 

GACCGAAGTGGAACCACTGGACCGGAAGCTCTAGCAAGTGTTGCCCACCTGGCTACTAGTG 

AGCCTTGAAACCAGCGAAACAATAATCAAAGAGCAGTTCTGTCAAAGAAAACAACANN 
>78 

>79 

>80 

>81 

GGTGGCGGCCGAGGTACAGCCAACCCCCTAGGTGTGGACCAGCTGAGGCAGGTG 
GGCAGATATGCAGAGGGACTTGGGGCTTTGCCAAAGGGTAAGCACAAAGAAGGAGTCACG 
GGTTCTGTTCGAGGCACTGTTGGGATTAGGAGCCCGAGGGACCTACTTTGCAGGAACCTAG 
CATAACTTTGTGTGACGAGACTGCACAAGACAAAGCTCAGGCAAGTGGCTCAGTAGTTGGG 
CAGCCCAGCAGGGTCCTCTGTATGAGTGTGCACCCAGCTGAAGAGAAGAAATGGAGAGCAG 
CAATTGGAGCTTCAGGACCGGCTTGCACTGTGGGTCCAGGTTATACCACCACTGCGCAAAG 
CAAAAGCTAGAGAAGCAAGTGGAGAAATGCTGGAGAAAGCTGCACCCTACAGGCAACCAGC 
AGTTTAAAAACGACTCCAGGCAAAGTAATGGAANNNNNNNNN 
>62 
>83 

NNNNNNNCCGAGGTTCCTTGTTGCAGCTCTTTATTTCTTAGTCCCACTCCCCCGAGG 

TAACACATTTCTGCTTTTTTAGCTGTTTCCTCTAGTGTAGGTTCACCTTTCTAATT^ 

A TCACT TAACCACCGTTACATACTACAAAATATCACTATATTATGACCATGATTATATTTCTTTT 

01 I I I I CCG TTCATCAAGGAAGTTCATCAAAGAATTTCATCAAAGTTCAATGATGACCTCTTTT 

TAAAATTTT CTTA GTATTCTATGTAACTATGACCGATCTTTTCCCCACACACTCCAAGAGCTTT 

TTAATATAATTTTCTACATAGCCATCAGCACAGATAACCAATCCTC 1 1 I I I M CCCCACTAGAG 

ATGTGCCTTCCGTAACCTCTGTCCTCTTCCTTTAACCTGGAATATTGCTCTTCAGGCCTGTTG 

TGCAGCTAAGAGCTTCATTCCTCATCATCCTGGGGTTCCTTTCCGTCTCTCTTGGGCTGGAA 

TCCCTCTTGCCTGG^TCTCTCACCTTCATAAATCTAGTTTAGTGCTTTGTTTTN 
>84 

>85 

CGCGGTGGCGGCGGGTACTTATATTACATTATGGTAAAATGCAAACATCTTATGCTA 

AATGTTATATTTGGGAACAAATTGTGTAAATATACTGATGACGTCAATGGATCATTACAATTAA 

TGTAGGTGCGGTGGGCAGGAAAGCTAACTTTAGCTGAAAGCATCTGAAACGTGCTTATTTTT 

AATGGGCCCTCAAAGGAAAGGGATGAGGCCAGCCATAAAGAAAGGCTTGGCCAAATATAGT 

TCTTGTTTGTCAAGAACAACAAATCCCATTTCACAACAGAACTAACCTGGCATGCCATTCTAT 

CCTTAGGTTCTGGCGTGCAGTGAGCGAGGCAAGGATGGCATTCAAGATTTCATTCCNNNNN 
NNNNN 

>86 

NNNNNNNAGAGCCGCTTCCCCCTCCTCCCTGTGCTGTCTGCACCGAGGAGAGCGG 
GCTGCCGGAAGTGGGCCACCATATCTGGAAACTACAGTCTATGCTTTGAAGCGCAAAAGGG 
AATAAACATTTAAAGACTCCCCCGGGGACCTGGAGGATGGACTTTTCCATGGTGGCCGGAG 
CAGCAGCTTACAATGAAAAATCAGAGACTGGTGCTCTTGGAGAAAACTATAGTTGGCAAATT 
CCCATTAACCAGAATGACTTCAAAATTTTAAAAAATAATGAGCGTCAGCTGTGTGAAGTCCTC 
CAGAATAAGTTTGGCTGTATCTCTACCCTGGTCTCTCGAGTTCAGGAAGGCAAGAGCAAATC 
TCTGCAAGTGTTCAGAAAAATGCTGACTCCTAGGATAGAGTTATCAGTGTGGAAAGATGACC 
TCACCACACATGCTGTTGATGCTGTGGTGAATGCAGCCAATGAAGATCTTCTGCATGGGGGA 
GGCCTGGCCCTGGCCCTGGTAAAAGCTGGTGGATTTGAAATCCAAGAAGAGAGCAAAOAGT 
TTGTrGCCAGATATGGTAAAGTGTCAGCTGGTGAGATAGCTGTCACGGGAGCAGQGAGGCT 
: TCCCTGCAAACAGATCATGCATGCTGTTGGGCX^CGGTGGATGGAATGGGATAAACAGGGA 
TGTACCTGGAAGCTGCAGAGGGCCCATTGTAGGTATCCGGAATTATGTCATCTAtAAAAATA 
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CTCACATTAAGACAGTAGCAATTCCAGCCTTGAGCTCTGGGATTTTTCAGTTCCCTCTGAATT 

TGTGTAGAAAGACTATTGTAGAGACN 

>87 

>88 

>89 

AGCGGTCAGCCTGCTTGGTTGCATGCTCCGCATGGCGAGTGAGGTCTGAGATCTGA 
AGGTCAGCATGCTTACGCTC GGCCT CACATGTGTCAAAGTGATTCTGGATCTCCTTAAGTCG 
ATCCAACATGTGCAGTTGCTG Mill CCCCA7TCTCCAGTTCACGTGTTAAATTCTCTACTTGT 
GATGCCAAATGTGCTTTCTCCTTGTCTTTTCTCTCCATGCACCGTTTCACTTCCTCTAACTCA 
GATGCCATTGCGCTGAAGTTCAGCTGCACTCTCAAATCTGACATTTGCTTCTCCAGGTCCTG 
I I I II CCCGCTCAACCCCTCTCCTAAATCTCCAGTCCTCCCCTTGTTCATCCTGATAGTTTGA 
CTGTTGCTTGGAAATCTGAGATACTTGATGCTGTAAACCCTTTCGATCACCTTCTGCTTTCGT 
AAGTTGTGT 
>90 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGACAAACA 
GGAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTATC 
TGTAATCTCTCCATTCTGCCCTCTTGATTTTAATGCAGCTATAAAGGAGAGTATTTTAAAAGTG 
CCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACACAAGCCCT 
GATTATTTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTTGCTGACATTTCCA 
GCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAAACTACAGCCATTGATCAGAATGTAA 
GCAGGCATCGTTGAGGTTCTTCTAGGAACAAATACAGATGTGCACAAAATTTTCATrrATTCA 
GTAAGAATTTGCATGACTTGTAGCAGTAACAGTTTCACATT7TCATCAACCAGTGTGAAAGAG 
AGGTATTCAGTTATTGGTAGCCTATAAACTGTGTTAGACTGATTATTAAAATGCTACAT7TCTG 
CTCCTGAATGAATATTGAAAAGCATCTAGTGACACCAAGGCCTTTATAGTTAGAAAAGGCATC 
TTTGATGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
>91 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGACAAACA 
GGAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATTGGTTGAGCCACCCGTATC 
TGTAATCTCTCCATTCTGCCCTCTTGATTTTAATGCAGCTATAAAGGAGAGTATTTTAAAAGTG 
CCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACAGAAGCCCT 
GATTATTTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTTGCTGACATTTCCA 
GCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAAACTACAGCCATTGATCAGAATGTAA 
GGAGGCATCCTTGAGCTTCTTCTAGGAACAAATACAGATGTGCACAAAATTTTCA7TTATTCA 
GTAAGAATTTGCATGACTTGTAGCAGTAACAGTTTCACATTTrGATCAACCAGTGTCAAAGAG 
AGGTATTCAGTTATTGGTAGCCTATAAAGTGTGTTAGACTGATTATTAAAATGCTACATTTCTG 
CTCCTGAATGAATATTGAAAAGGATCTAGTGACACCAAGGCCTTTATAGTTAGAAAAGGCATC 
TTTCATGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
>92 
>93 
>94 

ACGGGGGGAAGGGGGCGGAAGAAAAAGGAGCAAGAAGGCGGGGGGGGAAGATGG 
CGGTCCTGGGGTAGAGTTTGCAAGCTTTCTGACTAGGCTAGTCGAGTAACTATTCGGGTCAT 
GGCGTCAAACTCAACTAAGTCTTTCCTGGCAGATGCCGGCTATGGCGAACAGGAACTGGAT 
GCCAACTCTGCCCTTATGGAATTGGACAAAGGCCTAAGATCTGGCAAACTTGGTGAACAGTG 
TGAAGCAGTTGTTCGCTTTCCCAGAC INN CAGAAGTATCCATTGCCTATTCTTATCAATTCT 
GCATTCCTAAAGTTAGCTGATGTTTTCAGAGTTGGAAATAATTTCCTGAGGCTATGTGTTCTT 
AAAGTTACCCAACAAAGTGAGAAACATTTGGAGAAGATTCTAAATGTGGATGAATTTGTGAAG 
AGAATTTTTTCTGTGATTCATAGTAATGATCCTGTGGCAAGAGCCATCACCCTCCGGATGTTG 
GGAAGTCTGGCATCAATAATTGGTGAGAGGAAGAATGGTCATCATAGTATTCGTCAGAGTTT 
AGATTCACATGATAATGTAGAAGTTGAAGCTGCTGTTTTTGCTGCTGCAAACTTCTCTGCACA 
GTCAAAGGATTTTGCTGTAGGAATCTGTAACAAAATCAGTGAAATGATTCAAGGTTTAGCGAC 
ACCAGTAGACTTGAAGCTAAAATTGATACCCATTCTACAGCACATGCACCATGATGCAATCTT 
GGCTTCCAGTGCTCGTCAGCI I I I AGAACAGCTGGTCACATCCTATCCGTOCACCAAAATGG 
. TGATTGTGTCTTTGQACACTTTCACTCTGOTTGCAGCGTCATCTTTGGTTGATACACCT^ . 
AGATTCAGCTTCTGTrGCAGtATTTGAAGAATGATCCCAGGAAGGGAGtAAAGAGACTTGCT^ 
ATTCAAGATCTGAAATTACTTGCTAATAAAACACCACATACTTGGAGTAGGGAGAATATTCAG 
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GCACTTTGTGAGTGTGCCCTCCAGACTCCTTATGACAGCTTAAAACTAGGGATGTTGTCTGT 

CCTTTCCACACTATCAGGGACCATCGCGATCAAACATTACTTCAGTATAGTTCCAGGAAATGT 

GAGTTCTTCTCCCAGATCTTCTGATTTAGTCAAATTAGGCCAAGAGTGCTGTTACGATAATAA 

CAGGGGCATTGCAGCTCATGGAGTTAGAGTCCTAACTAATATAACTGTTTCTTGTGAAGAAAA 

GGATGTTTTGGCACTGGAACAAGATGCTGTCTTTGGCGTGGAATCCCTACTGGTACTTTGTA 

GTCAAGATGATAGTCCAGGTGCTCAGGCCACTTTAAAGATTGCTCTAAACTGTATGGTGAAG 

TTGGCCAAGGGCAGGGCCCATCTTAGCCAGTCAGTAGTTGAGACCTTGTTGACTCAATTGCA 

CAGTGGTCAAGACGCTGGCCGGAT7TTGATGTGCCATTGCCTGGGAGCCATTGCCATGCAA 

CTGCCGGTGCTGGGTGATGGGATGCTTGGTGACCTCATGGAGCTGTACAAGGTGATTGGAC 

GATCAGCCACAGACAAGCAACAAGAACTTCTGGTGAGTTTGGCTACTGTGA I I i I I GTTGCA 

AGTCAGAAGGCAtTGTCTGTGGAAAGTAAGGCAGTAATTAAGCAGCAGCTTGAAAGTGTCTC 

CAATGGATGGACTGTATACCGTATTGCCAGACAGGCTTCCAGAATGGGTAATCATGACATGG 

CCAAAGAGCTTTATCAGAGTTTGCTGACTCAGGTTGCCTCAGAACATTTCTACTTCTGGCTAA 

ATAGTTTGAAGGAGTTTTCACATGCAGAACAGTGTCTCACTGGGTTGCAAGAGGAAAATTAT 

AGTTCAGCACTTTCTTGCATTGCTGAATCTTTAAAATTCTATCACAAAGGGATTGCTTCCTTAA 

CAGCAGCTAGTACACCACTGAATCCTTTAAGCTTTCAGTGTGAATTTGTAAAACTCAGGATTG 

ACCTTTTACAAGCCTTCTCTCAACTTATCTGTACTTGTAATAGCCTGAAGAGAAGCCCACCAC 

CTGCAATTGCCACAACAATTGCCATGACCTTAGGAAATGACCTCCAGAGGTGTGGTCGCATC 

TCCAATCAGATGAAACAGTCCATGGAAGAATTTCGAAGCCTTGCTTCTCGATATGGAGATCTT 

TACCAGGCATCTTTTGATGCTGACTOAGCAACTTTGAGGAATGTTGAACTACAGCAGCAGAG 

CTGTTTACTGATATCTCATGCAATAGAAGCCCTGATTTTGGATCCAGAATCAGGAAGTTTCCA 

GGAATATGGATCTAGTGGAACAGCGCATGCTGATAGTGAATATGAAAGAAGAATGATGTCTG 

TATATAATCATGTCTTGGAGGAGGTAGAATCACTGAATCGGAAATATACCCCTG 1 1 1 C I I ATA 

TGC ACACAGC ATGCCTCTGCAATGCCATCATTGCTTTGCTGAAAGTTCCC C I M G I I I CCAGA 

GATATTTTTTCCAGAAACTACAGTCTACCAGCATCAAGCTTGCTCTGTCACCATCGCCCCGG 

AATCCTGCAGAGCCCATTGCTGTCCAGAATAACCAGCAGCTGGCGCTAAAGGTAGAGGGAG 

TGGTTCAGCACGGATCTAAACCAGGACTCTTCGGCAAAATTCAGTCTGTCTGTCTGAATGTTT 

CTTCCACACTGGAGAGTAAATCTGGAGAAGACTACAAGATACCCATTGACAACATGACCAAT 

GAGATGGAGCAAAGGGTTGAACCTCATAATGATTACTTCAGTAGTCAATTTCTGTTGAACTTT 

GCTATCCTTGGAACAGACAACATTACAGTGGAATCTTCTGTGAAAGATGGGAATGGTATAGTA 

TGGAAGACTGGTCCCAGAAGTACCATATTTGTAAAATCGCTGGAAGAGCCTTATTCCGAGCA 

AATTCGCTTACAACAGGAGCAAGCCCAGCAGCCATTACAGCAGGAGCAGCAACGCAATGCC 

TACACACGGTTTTAACCATGGAATGAATGCAGTGCAGACTCTCAAGAGATCAATCAAATTGG 

CAGAAACAGTTTGGTrrTTCATATGGAATAAGTATTAAAGTTACAGTGTAGTT 

TGATTTTTGTAATGTAATATTGTGGAAAAAATTTTG I 1 1 ICI I AAAAATnTGTCTGACAGCTGG 

GCGTGGTTGCTCAGGCCTGTAATCCCAGCAGTTTGGGAGGGTGAGGTGGGCGGCTCACGA 

GGAGATGAAGACCATCCTGGCTAACACAGTGAAAGCGGGTGTCCAGTAAAAAATACAAAAAA 

ATTAGCCAAGCATGGTGGCAGGCGCCTGTAGTGCGAGCTACTTQGGAGGCTGAGGCAGGA 

GAATGGTGTGAAGCTGGGAGGCGGAGCTTGCAGTGAGCCGAGAGTGTGCTCCAGCCTGGG 

CGACAGAGCGAGACTCCGTCTCAAAAAAATAAATAAATACATTTTGTCTGAAAAATAACTGGA 

AAAAAAAAAAAAA 

>95 

ACCTGTATGATAACATTGGAGTCAAAGATATCTTGTGACAGGACAG MIN I GTGGG 
GAGGAGAATTAGACCAAGTTCGGAGATATATTTTAGGAACTAAAAGGAAGGTAAGATCTGGG 
GTAGGGGGATGAGCAGCTCCACACCCTGCTCCTGTGTGAGCTGTGGGCTCCCGACTGGGA 
AATGTCTAAGTCCATCGAAAACATGAGATGAGGGGCAGGGAAGGGGCTACTTCCAAGCCTT 
TCATTATAATACTGTGTGTAACCTTTTGCATATTTTCAGAAAAGAAACCAGTAAGGTGGGTTC 
AGTTGTGGGCTCATCCTGACTTAGAAAATTTTAAATAATTTAGCCCATTGAAATGTTGATAATA 
TAAGGCATGCATGAATAATAATTTTTGCTTCTT 
>96 
>97 

NTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGA 
GGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAG 
AATGCAGAGAAGAGGCTGGTGATAGACAAGTTTCATGtTCAGAACTTGAATTGCAGAGGTGA 
AGAGTTTAAAGAGTTTGGGATGGAAAGAAATCAAGAATTGGGCTCGGCCGCCACCGCGGGG 
AGCTCCAN 
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>98 

NNCTCCCCGCGGTGGCGGCCGAGGTACCAGCAGAGATGGCTTCAAGATGATTTAG 
GACTTGGGTCAGTAGCACTTACTGATGTAGTGGTTTGATAGAGACTGATTACCTTCT TCCTT T 
TTTATTCTCTGGCATTTCTCCTATATAACTAGCGACTTTTAAACAATATTTGTCGGCTCTT^ 
TGTGCTTGTGTGTAAATATTAGGGTTCCTGAGTCCTTACCTAGATTTTCTTCTGTTCTTACTCC 
TGGCCTTTCGTTGGGAGAGTTCATAATTCACCTAGTCCATCTAGATATTTGTGATGTGCAAAC 
ACATCTCCACGTTAGGCTTCTATTTGTAGCATCAGACCCACACTTTCAACTGTCCACTAGATA 
GCCTCACTTGGATGCTCTGCAGGCCTAAATAACCTTTGCGGACAGATTAACAGGGAAAAAAT 
ATTAATAGGAAAAAATATAGATTTTTATCTGATGTTAATATTTCTATGTGGG ATGG AGGACTTC 
ACAGAAAAAAGTGAAAACTCTAAAGGAGTTAGATTTGAGAATTATATACCATTTTAACAAAGAA 
CAATACATTGTGGAGACATGAGAAAGGAAAAAGGGGTTTGGGCTGGAAGGGGGATGGGAAA 
GTGACTAGGAAACATATCGGGGAAACTGATGGAAGAGAAGGGCAATTTTAATAAGGTTTGT 
>99 
>100 

AGCTCCGCGCGGTGGCGGCCGAGGTAC It I 1 M I I I M I I I I I I I N I I N I I GCAGT 
TTTCCAAATATGTTTTAATATGCATATCATCGAGGCAGCATAATGTTATATTTCAAAGACAGAT 
TTATCCATTGAATTATTG I I I I I AAAAGTTGGGATTGTGTACATAGAACATATTTTCTGAAATTT 
CAAGAATATTTTCAGGTAAATTAAGAATTAATTTCTTCTAAGACTATCCAATGTGTCTCAATCT 
ATTCCATAATATAATCAATGATAAAGATTCACATGTATCAGCAAATTCGAGGCAGCTTAGTTG 
AAAAAATTTGAAACAGCTTACTGAATTCCATTTGCTGATTCTGTGGTGGCTTCCTCGATGGCA 
TGTGTGCTCCTTTGGATGCGTGGAGGGGTGGTCACTGCAAAGTCGTCATGTGTGCCACTGG 
GAGTTGGGAGGCGGCCTGGTGGGGTTCGGTGGGTGGCAGGATTTACACGTGCTCCTGCTG 
CTGGAAGGCTTCCATCCTGGACATCTGGATTAGCCCCTGCCTGACTGGTGGGCAGGATGCC 
TCCCGGGAACAAGGAATGGATGATGAGGGTCGTGAAGATTTGTGGCAATTCCTCTGAGCTTA 
GGATAGTGCCCTGGGCTCCAAGTTGTGTGACAAAAATTGGTAACACATGTGGGTGCAGTTG 
CTGTTGTACCTGCCCGGGCGGCCGCCAC 
>101 

NTGAGCTCCCCGCGGTGGCGGCGGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGA 
GGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAG 
AATGCAGAGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCA 
AGAGTTTAAAGAGTTTGGGATGGAAAGAAATGAAGAATTGGGCTCGGCGGGCACGGCGGGG 
AGCTGGAN 
>102 

ACCATAATAATGCAATTAACAAAATCCAGGATTTAAGGATTTCTATAAGATTAAAAAAA 
AAATGAGGTGGTGTCGAGTGGGGAGAGAAAAAAGCAGGAAACAAAAGTGGTGAGAGGAAAT 
GACXXSCGTGATGAAAGATCTTAAACACCAGGCrGAAGATTTTAGATTTCTACGTATTAGAAAT 
GAATATTCACTGAGGTTTGATGAAGAGTGAGTGAAGTGTCACAAAGAAAACAAGATTrGAGA 
AAGATTCTTGAGAACTCGTGCATAGGAATGAACTGCAATAAGGGCAGATTAGAGAAGAACTA 
GGCCATGAGGGCCTAGTATCCAGAATGAGGCAGAGGGAGGGACGCTGGATGTGAGCAGAG 
AGGATGATGACCAATTAGAGATCAGCGCCAAGGAGACAGAGAAGTCAAGATGATGTTGAAAT 
GTCCTGCCTGGGTAACTGGGAGAGAAAATGGTACTGTCTGGACCCAAAATAAGAATTAGTGA 
CTTCTTTTCCAGAGGGTACTAAGGCAGGTCCTGGTTTAGAGCCATATGGAATAATTAAAAAAT 
CCTGTAAGATAACCCACGATCAACACACACTTCAAATAAAAACCACTTTAGCAGCAGACCCAT 
CTGTCCTGGGCCACTTGGCCCCGCTAGACCTTGCTGATAGAGAACACCAACTCATCTCTTCA 
CTCAACAAACATTCACTAAAACCTAAACAATGTAGGATCCTAAGCTAGGTAGGGAGGACCCC 
AAGATGAATCAGACACAGTrCTAGCCTTTGATAAGCTTAATTCTACCTTCTTTCCCTATCAATG 
AGCTGTTACCTATGAACAGGTAGCTAAAGTGCTTGCTTCAGAGATATGAGTCCCTGATACCA 
GTTCGTAACTGCCACGTATGGCACATGAACAGCTTCAACACTTCAGTCTATCCTTGGGAGAG 
ATAN 
>103 

NNNGAGAAGGGATGTGGGACTCCTGCCCTGGAGAGAGGCGAGAGTGGAGGGAGG 
GGTCTGTATGGTGGTGGGAGTCCTCTAGCAATGGTCGTTGTGATTGCGGTGtACTCTGATGT 
CCTGACTTCAAACTCAGCTTACCCAAAGCAAATGTCCGGCGGCCGAGGTAGTCC I I I C I I GT . 
TTAAAGGCTCACCACTeACCAGGAAGTCTTGATAGAGCCATCTAGTAATTCTTAAGTCCTACC 
TCAtCCAACCTTGTTTTGAGtCCTGCAGTGAGCACAGCTtGCXCTCACCGtCCCCT 
GCCCTCACCTTTGCAGGAGACTCTCAATTTCTCAGTCCACATCAGCTCTCAGACCACCAAAG 
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CAAGGGTTA Mill CTAAAAGACATTGGTTCCCATCGCTCCTCTGACTAAAGGTCCTACTATG 

GCACATTTGCCCTTGGCACTGAAGGACCTTGCAATCAGGGTGAGAACCTCATGTTCTCAAAC 

TGAAGAGCANN 

>104 

>105 

ACTTTCTAGGTATATCATGTGCCCTAATGTGCTCCTAATATCATAAATGTTTACTTTCC 
GAAAAGTATTTCTGAAAGGGAGCATATTTTGGAAAGTGCATAGGCTTGTAATCA TACT TGTTT 
TGAAGTTTCAACTTTGCTATTCAACTAGAATAATCTTGTGCAAAACCTGAGCTGATTTTCTCAT 
CTATAAAATGGAAACAATACTTTCTGTGATAATGGGTGCAAAACACAAGGTATAGTGGTTTCT 
TTGCTCTGGATTCAAGTTTTCTTCTTAGTTTCAAAATTTTAAAGGGAAACCAAAAATGT^ 
GGGAG 
>106 

GTCCGGTAGTGGGCAGCGATCAGGGCTGGGGCTCTTTCCTGAGTTGTGTCAGGTG 
AGAGATTGTGAGAACTTGGCTTGCAGGGTTTGGGCATCAGCTGCCCATTGAGGGGCCGTTC 
ATTGTCTCAAAGTGAATGTGGGGTGGTTTGATCTGCATGTGTCATTTGTATCCACACAAGTTA 
ATTATTCTGCTTTTGTTGTAGTACCTTGGTTGTGAAGCAGAAGCTACCAGGCGTCTATGTGCA 
GCCATCTTATCGCTCTGCATTAAGTAAGATGAGGATTCACTCTTAATTTATGGGCACAATTTA 
GTTTCTTCCACACAAATTTAGGCCTTAACTCTTTTA I I M I I CCTACAGTGGGGGTTTGGAGTA 
ATATTCATACGGCATGGACTTTACCAAGATGGGGTATTTAAGTTTACAGNN 
>107 

ATAATTGCAGAGAAAGCTTGCCAACGGTGATAAGTAGGT7TGTCTAGCAGCACTGAT 
GCGTCGTGGAAGTTGATGGTCATGAAGATACAGTGTGATAAGCTATCTGGCCTCTTGACCTT 
TTCTAGTAGTGCTATGTCATTTTGGTACTAAGGTAGGTGAATTTTCCAAGTGTTGTTGGAAAT 
AAGGAAACATCAAGAATAATGTAAAAGGCTCATATACAATAATGAATAATAAAGAATAATGTG 
AAGGCTTCATTCAAGGTTGGGGTTTGCCAGATACATTGCAACAAAATGACAGAGCAGCCAAG 
GTATTTAGGATAGTGGCCAAAGGATTGTAATGATGGCTTATGGAAGTGTCAGCTGGATAAAG 
AGTGAAAATGAATAAAAACTAANN 
>108 

NNGGATTCTACATCAGGTGTCTGTGCCTCGCTGCTGAAGGATAACCCAGAGTGCAA 
GGTCATCTTTGTTGCTGAACAGGGCTGGACCTGTCG CACTT AAGCACACTTAAAGGATTCTA 
TTCTTCATTCAGGTCCCCCAGAGAAATTGGCTCCTTATTTTTCTTTACCTATTCCTAGACTTCC 
TTTTGTCTAGAGCCAGTTTTGCAAAGGGCACTTTTATCCATCTCAGTTATTCCCAGAGGTGAC 
AGAATGAGTAAACCATATGGGGCAAATAGCATATATGAGCTAAACCAGTTAACTGTTAACCAA 
GGGACATGGTCAATGCGTTAGTAI I I I 1 1 I I I 1 1 I 
>109 

COACGCGTCCGAGACACTTCTCTGACTAACCATAGACTATGTGGAAAATGGTAGCTG 
GATTGCCTTTGGGTGGAGTCCTTGCGCTGTGGGATAGGAAACAAAGGAAAGGAGAGAGATG 
GCGTTTGAGATTAATGAAAATGCTCTCAGCCAAATAAAATGTAAAAATAiGCCTCCTTGTGATA 
CGAACGCGTGGCGCCTAAGGGTCCTAAAGAGAGAGCTA GGGG AGGTTCAGCTGGCCACAG 
AGATGCTAAAGGTCAGGAGCAGACTTTTAGGGTTTGCTGTTTTATAGGTTTAAAGACGAGGT 
CTGTGTTTTGATAACTGAACTTGCTAATAGCTGGCCAGTTGAGTTGCTTCTTCCAGCTCTTTG 
TTTGTTTTAAATAAAGAGATTCAGGCAGTAATAATGGGAAGAGCTGCAAATGACTTCCCCAGT 
TGGGAGTGCCTGCTTG I I I I I CCTTCTGCCTGGGCATGCTGATGNNN 
>110 

GTGGTGGCTGCACTGTGACTAAGACTTTCTGGACTATCATCATGTTTAGGAGTTGAT 
GAGATTATAGTTTCATGTAAGTGTATCATTAGATGACAACTCTACATCTTTAGGCATGGAAAC 
AAACATTTTTCCTGGAAGAAAAAAAAGTGAACATCCAACCTCCATTTAAACAAATTTGATTGTT 
TCTTTGGTATTAAGAAACTCGGTGCTCTTTCTCCCACTCTATTATATTGTCAAAATACATCTGG 
AGACACTATATAAAC I M I I CTCCTTTAAATTACCTGGTTTATATATTATCTCCTGTAGCCTGC 
ATATAGATAAAGGTTAAACATAGAGGATTTAGGTTGTTGGTAATTTAATAAANN 
>111 

CGCGTCAGTCAGTCTGACGGTCAGTGQATGGGTGGGTTTATCTCAAGGCCTGAGTA 
GCCGGTAACAAACGAGGGTTCCCGGGATTGGACGGACGGAGCGATGGTAGGTCCAGATCC . 
CGTAGAAGGGAGGGGGGTCCCATAGGTrACGGCCGATTCCTGGAGCTTCTGGACTGAGGG ; 
CCGCGGTAAGCAGTGGTCTGATCAAAAGAAAGCTAACTGCTAGATCTGATCGAGTtAAGAGT 
GTGGATCTGGATCCTACAGAGCCATGGATGTTGGGAAGTCTTTACAATGGCAGTGTGTGTGT 
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TTGGAATCATGAAACACAGACACTGGTGAAGACATTTGAAGTATGTGATCTTCCTGTTCGAG 

CTGGAAAGTTTGTTGCAAGGAAGAATTGGGTTGTGACAGGAGCGGATGACATGCAGATTAG 

AGTGTTCAATTACAATACTCTGGAGAGAGTTCATATGTTTGAAGCACACTCAGACTACATTCG 

CTGTATTGCTGTTCATGGAACCCAGCCTTTCATTCTAACTAGCAGTGATGACATGCTTATTAA 

GCTCTGGGACTGGGATAAAAAATGGTCTTGCTCACAAGTGTTTGAAGGACAGAGCCATTATG 

NNNNNNN 

>112 

NNNNCCGAGGGGTTTGCATCGGCAGCTCGCGCAAGGCCATGAGGTTGGTCTGGGT 
GAAGAACGCATCGATGGCGGCACGGGCCTGTTCCGGCACGTAGACCTTGCCGTCACGGAG 
ACGCTCCAGCAATTCGCGCGATGGCAGGTCGATCAGCAGCAGCTCATCGGCTTCCTGCAAG 
ACCCAGTCAGGCAAGGTGTCGCGCACTTGCACGCCGGTGATGCCGCGCACCTGGTCGTTG 
AGGCnTCCAGATGCTGGACGTTGACTGTGGTGAATACGTTGATGCCGGCAGAGAGCAATT 
GGTGAATGTCTTGCCAGCGCTTTTCGTGGGGGCTGCCGGGGGCGTTGCTGTGGGCCAGTT 
CGTCCACCAGCACCAGGTTGGGCTTGGCGGCGAGCANNNN 
>113 

NNNCGCGGCCAGCCGACTGGACCCCTTAGCGTCGAGGCCTTTGCTGAAGCTCATG 
TGAGGGGGCGACTGCCCCTGACAGGTGTTGGATTCCAGCTGCTGTGGCCCTGAAGGTGGG 
TGGTGGGAAGAACGGGAGAATGAAGCCAGCGTTGGGAGAGGTAGGACGCCAGCCCGGCC 
CAGCTGCTTCCAGCATCTGGATCCAGCCTCACCTGAAGGCAGCCACCTTGTGGACTGCAAA 
GTGATTGTCAACACCGAAACACAGGGTTTGTGACCATTGGAACCCAGGGTCCCGGCGTGTC 
GTGGCTGCAGAGCCTGGAGACCCCTATGAAGATGGTCCTGCCTGCCTTGCATCGGGCCTCT 
AGGTAGGGAGTGTGGNNNNN 
>114 

NNATAGTGATGAAGGTGGATAGTTAAAACAGAAACTTGAAAAGCAAGATGTGGAACT 
GGGATATAGGATTTCAGAGTTTAAAAGAAATGTGACATTTCTTAGTGGATTGTCCTTCCGATG 
TACGCGGGAAGCAACTGTCAGCTAGTGAGATTACTGTGTATGGCCAATCCAGATAAATAAGA 
CGATCAAGTCTTTATGAAAAGGAAAGAAAAATTTGGAATGCACATCTCTGTCCAGCTCAATTC 
CTGACTC C I MM i A AGATGGAGAGCTGTTAGGTTTGTCTACACAGTAGGAAACACCTGATTA 
AATAACAGCATGGAGCCAATCTTGACAAAGAAATTGGCTGCATCCAATAGAATCCCAGGGCC 
GGTCGTGGTGGCTCATGCCTGTAATCCCAAGACTTTGGGCGGCCGAGGTGGGAGGATCACT 
TGAGCTTTGGTCTCAGGGCTTTGAGACCAGCCTGGACAGCATAGTGAGACCTCGTCTCNNN 
NNNNNNNNN 
>115 

NNNNNNNNNNNNNNNNNNNNNNACTATTATTTGTGAGTTTGTCGTTTCCACTTTTAG 
TCTTCTCTGTTTG I M M M M M lAAM M I ACTGGTTTGTTTATTAATATAGAAAAGGAGCCC 
AGGGGAGCTGGACCAGTAGTACAAAGCACCAGGAGTTAATACCATTGTGGTGAAGGGGATG 
GTTTTACAAAAGTGAAGGAGCAGGCAGGAGCCACCAGGTTCTGAGGCCAGGGCCAGGCTAC 
TGCCCAGAACCCGTGAAACGGGTCCCTGGGAAAAAGCTGACAGATGGGTCAGGGGTGGATT 
GAGCTGGAAACCATGGGGAGAGATGGCAGGGATAGAGGGTCATGCAGTGGGAACCAGCCA 
GTGGCTGATAAGGACAGGGAACTTGTGGCTGGAGGCTCCCCATTGGGCCATGGGCAGGGG 
CTTGCAGATGGCCTGAGCTCTGGGGGCAGGTAGAGAAACTGCAGAGACTGATGGGCATGG 
AQAACGCAGACATGGGCCTGGGGCTGAAGGGCCTTTCCAGCCTCTCTTCACCAQGAGCGAC 
CTTTGCTCTATACTACATATGGGGCTTCAGGGCCCAAGGCACAGGGGAQGCTGAGAGGGCT 
CCAGTTGGGAGGAAGATGGGGCAAGGAAGGAAGCACTTGAGTGTCCCTAGGTTAGGCAGC 
CGGGGATGAGACACAGGGAGGACAACAGGAGGCCCGCATAGTGGGGCTAGAATGTGGGAG 
AGGGACGGGCTTATCCTCGGCCAGTGACTAGGACCAGCCCCATGGCAATGGTGCCTGTCTG 
CAGCCTTAGCAAATCAAGTGTGCAACAAGCACAGGGTGTCGGCAGACCTGGGCTCTAGCCT 
TACAAGCTCTGCCAGAACTTGAATCACACAGAGCTGTATCACCATGGTCCAGCCATGTCCTG 
CCTTGGCCTGTTTCCTCCTCTGTCAATGAGGGCTrrGAATAAGACCTCCTAGGTCATGAAAA 
GGAGTCTGCAGGTGAAGGGAACTCCAGGACCTGCTCTTGGCAGTTAAGCAGACCCTGGATG 
GAACTGGTATGGGATGGGGTGAAGTGGGGGATGGAGGAGGAAGGTGTTCTTGCATGGAAC 
CTATCCGCACAAACACTACAGAGTGAGGAAAGGCCACTGGAAGCGCTTCTTTGCCCAGAGG 
AAGAAAGGCCACAGAGAGAGTGAAtGTGGCTTGGTGCAATCCCTTCACAtCCTCCACCAtCT 
GGGTAACACTTGGC/JvGGAGTGGATGGGTGGCATTGTGCAACCCTTTAtGTTCTTCCCTGG 
GGGtGGCACTC/UGGCCTCTTGTGGCnTCtGCCTTCAGCCTTCAGTGTAGiGGTCAAGAG 
TTCTTTTCACTGTCGTCCTGTTCTGGGAACAGCACAAGACTCTGCCTGGCTGGCACATGTTA 
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GTTGGTGAGGAAAGGACAGAGTGGGTGAGTAAGCAGACAGGGAGGTAAGAGTGACTCTCT 

GGCTTTGTCCTCTTGCTCTTCAGAGAGCAGGTCAATCAACTGAGTGGCAGATCTCCTCCACC 

ACAGCATTGAAGATGTGTGGGTGGTCAGCATAGACATGGTGGGAGGCACCCTTAATCTCCA 

TGTCTCGGACATAGGAATCCGGCCGGTGCATCTTCACCTTTTTTCCCGTACTGGTATCTATC 

GAGGTGTCGGACCCGTAGATCATAGTGATAGGCACATCTnTCGAATCAAGTGAATTCGGTC 

CAGCATAGGGCGCCGGGCCCAGCCAAAGGACTCCATCATGGCTTTGAATGCTGTGTCACCA 

CTGGGATTCTGTGCGTTGCAGTGGTAAATATACTCTGATATGGTATCATCTTCAAAGAAGTCT 

GCAAACTTGCGTTTGAAGTCCGGCCGGAATCGCTGCACCAGACCAGGCCCCCAGGGCCCA 

GCTAGTCGAAGAACAGCCAATGGATTGGAACGTCCTAGGACAGATGCCACGGCTTTGACCG 

AGGCTGGGGGTGCACGGATCTCACTGGGGTTAGTTGGTCGGAGGGGAAAGCCCCATGGGT 

CGAGCAGGATGAGGTGTTTAACTCTATCAGGGTACTTGATTGAGTAAGAAGTGGCCAGGAAT 

CCTCCGAAACTGTGCCCCAGGAGGATCATGCTGGGGATGGCGATGGTCTCCCGGCATGTCT 

CTATCGATGTCACAAACTCATCCTCAGCCCGGTCCGGGTGGCTTGGGAATGCTGGGGTTGA 

GCTTCGGCCGAAGCCAAGCAGATCGAAGGTGTGCAGTGTGCGGCGGGCACTCAGTGAGTC 

CATGTTGAGGATCCAGAGACCCAGGCCGCCGCGAAAAGGATGCACGATGACCAAGGGGGTG 

CGGTCGTTTTGCTCGGGGCTCACAGTCACCGTCGAGATCTTATTCTGGTTTGGGAGGGATA 

CATATCTGGCCAGGAAGTTATTGTGGAGACACTGGAGGATGCTGGCTTCCACATTCTTGAGG 

TGAGACATGGAAGTGGGGCGCCACGTGGGCAGCCAGCTACTCAGCCAGCCTTGAGACTGC 

TGCTCCAGATCATCGGCCATAGTAAACAAGCCTTGCCAGGTCCTGGCGAGGCCGCCCAGCC 

CCCTrCTGTCGTGTTCTCGCAGCCGTAGTCGACGCGGCCGCGAANN 

>116 

GGGCGGTGGCGGCCGGTAGCGCCGGTAGGCGGTGTGGACCAGGGGCTCGTCGGT 
GGCGGCCAGCGAATTGGTGACGACGGTGATCTTCACGTTGCGCCCGCGGATCTCGCGCAT 
CAGCTCCAGGGCCGTGGCACCCGGAATCAGGTAGGGCGAGACGATGGTCAGTTCGGAACG 
CGCGCGGCGGATCTGGTCGACCAGGTTGTAGCGCACGCTGTCGAGATCCAGCAGCGGCAC 
GCCGCCGTACGAGGCGGTCTTGCCGATCACGCGGTCAGGCGAATCGGCATACGCGTCGGC 
GGTGGTCCAGATCAGGCCGAGCTTGCCGGGGTTTGAGGTCTTCGACCATCGGGCTGTAGC 
CGAN 
>117 

TGAGCTCACCGCGGTGGGGGCCGAGGTAGTCTAATGGAGCCACTCAGGAGTGTCTT 
AAAAAGACAAAAATACCTCCTACAGTTGTTATCATCAACGTCAGTTGCTGGCTTTTCCTAAAT 
TTGTCTTGTACCTCAGATCTAAACCATTTGATAACATTAGGGCAATATCATGGCAATC GTGGC 
CCAGTAAAACCATAGCAAATGTTTfCTCCCTAGGACACTATCTGTTTTCACAGGAAAAT^^ 
CTCATAGAAAAACTGTAGGAAAAGGCATGQATGAGGTGAGAAGACCAAACCTATCTGTTGGA 
AAACAACAGTAGGGAGCGTGGATTAGAATGTGTTGGGTGOGTGAAACAGGGAGAGAATGCT 
GAAACATCTTTTCTGGGGACGWGGCATGAAAAATTTCTATACACTTAGGAGGGGTTCTAG 
GAAAGAGGAAAGGANN 
>118 

ACCCCTAGCAGAAACAGAGTTTCGCCATGTTGGTCAGGCTGGTCTCGAACTTCTGT 
CCTCAACTGTTCCACCTGCCTCAGCCTCCGAAAGTGCTAGGATTACACGTGTGAGCCACTGT 
GCCGAGCATGCCGCTAACCGAGGCAGCAGCGGACGTGAGCGATAATGGCGGATATGGAGG 
ATCTCTTCGGGAGCGACGOCGACAGCGAAGCTGAGCGTAAAGATTCTGATTCTGGATCTGA 
CTCAGATTCTGATCAAGAGAATGCTGCCTCTGGCAGTAATGCCTCTGGAAGTGAAAGTGATC 
AGGATGAAAGAGGTGATTCAGGACAACCAAGTAATAAGGAACTGTTTGGAGATGACAGTGA 
GGACGAGGGAGCTTCAGATCATAGTGGTAGTGATAATCACTCTGAAAGATCAGAGAATAGAT 
CAGAAGCTTCTGAGCGTTCTGACCATGAGGACAATGACCCCTCAGATGTAGATCAGCACAGT 
GGATCAGAAGCCCCTAATGATGATGAAGACGAAGGTCATAGATCGGATGGAGGGAGCCATG 
ATTCAGAAGCAGAAGGTTCTGAAAAAGCACATTCAGATGATGAAAAATGGGGCAGAGAAGAT 
AAAAGTGACCAGTCAGATGATGAAAAGATACAAAATTCTGATGATGAGGAGAGGGCACAAGG 
ATGTGATGAAGATAAGCTGCAGAATTCTGACGATGATGAGAAAATGCAGAACACAGATGATG 
AGGAGAGGCCTCAGCTTTCCGATGATGAGAGAGAACAGCTATCTGAGGAGGAAAAGGCTAA 
TTCTGATGATGAACGGCCGGTAGCTTCTGATAATGGATGATGAGAACAGAGAATTCTGGATG 
AATGAAGAACAACACAAGCTGTTCTGGATGAAGAGAAAATCGCAAATTTCTGATGATGAAGG , 
GCCAAGGGCTCAAAATTGAGAACACAGGGATCAAATATTACAAGAGACGGCTCTTAAAGCAA 
GACCTGCCAAAAGACGCGACAAACACAGACGAGCGTCCGAAACAAAACACAGAAAGGAGAA 
GCTATGGAAAAAAGAGCAAATGACAAGCGAGGGTCAAAAAAATAGGGAGGACGGAGAATAT 



Page 27 of 355 



wo 01/42467 



621 

Table 4 



PCT/USOO/33312 



AGGAAGGGGAGACGAACAAACCACGAGGGGTGGGGAGAAACAACACCAAGCAGAAGGGAG 

ACGAGAGATGCAAGCAGAAACAAGAGCACGAGCGACCATAAGAAGAAGAAGACAAGGAAGA 

AGGAAATGAGAGAAAGACAGCTGAGAACGAACAATGATAAGAAGCAAAAGCAAGTAATCAGG 

TTCGCCACGCGTTGCTGTATGCCTATGCCAGCTTGCCTCTTCNNN 

>119 

NNNNNNNNNNNNCGGAAGTCTTGTAGAATTAATTAACGCGGGGTAGCGGACTACGC 
TCTTCCAGCTGTCGGACCTGGGAAATTCTCCTGTGCTAAATCCCGTGGCGCTCGCGGGTGT 
CGCCGCGGTGCATCCTGGGAGTTGTAGTTTTTTCTACTCAGAGGGAGAATAGCTCCAGACG 
GGAGGAGGAGGCTGAGAGAAGTACATGCAGGAGGCGGGGTCCAGGGCGAGGGATCTACG 
CAGCTTGCGGTGGCGAAGGCGGCTTTAGTGGCAGCATGAAGCGCACCGCGACTGCCGAGG 
AACGAGAGCGCGAAGCTAAGAAACTGAGGCTTCTTGAAGAGCTTGAAGACACTTGGCTCCC 
TTATCTGACCOCGAAAGATGATGAATTCTATCAGCAGTGGGAGGTGAAATATCCTAAACTAAT 
TCTCCGAGAAGCCAGCAGTGTATCTGAGGAGCTCCATAAAGAGGTTGAAGAAGGCTTTCTCA 
CACTGCACAAGCATGGCTGCTTATTTCGGGACCTGGTTAGGATCCAAGGCAAAGATCTGCTC 
AGTCCGGTATGTCGCATCCTGATTGGTAATGCAGGCTGCACCTACAAGTACCTGAACACCAG 
GCTGTTTAGGGTCCCCTGGGCAGTGAAAGGGTCTAATATAAAACACACCGAGGCTGAAATAG 
GGGGTGCTTGTGAGACCTTCGTCAAGGTCAATGACTACCTGCAGATAGAAACCATCCAGGCT 
TTGGAAGAACTTGGTGCCAAAGAGAAGGGTAATGAGGATGCTGTGCGATTGTGTATGTCTGC 
AGATTTGCCCAGGGTTGGGATGGGTTCATGCTACAACGGACAAGATGAAGTGGACATTAAGA 
GGAGAGCAGCATAGAACGTAACTTTGGTGAATTTCATGGATCCTCAGAAAATGGGATACGTG 
AAAGAGGAACCTTATTTTGGGATGGGGAAAATGGCAGTGAGCTGGCATCATGATGAAAATCT 
GGTGGAGAGGTGAGCGGTGGCAGTGT 
>120 
>121 

TAGiSGTGGGTGGAGTGGCTCACGCCTGTAATCCCAGCACTTGGGAGGCCGAGGCA 
GGCAGATGACTTGAGGTCAGGAGTTCGGGACTACCCTGACCGACATGGAGAAACCCTGTCT 
CTACTAAAAAAAATACAAAATTAGCCGGGTGTGGTGGTGCCTGACTGTAATCCCAGCTACTT 
GGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGGGGCGGAGGTTGCGGTGAGCCGAG 
ATCGTGCCGTTGCACTCCAGCCTGGGCAACAAGAGCGAAACTCTGTCTCAAAAAAAAAAAAA 
AAAANAAAGATTCTATTAGAGATATGGCAGATGTACTCTCTGAGCTATTTAATTGATAAAGAA 
AAAGTAGGAGTTCCTGCTTTTTACTAAGATGATAATCATAATTATGATCATACTGATGAAAATA 
ATAAAATTGCTCTGACTGTGGTGAAGATTTTTTCCCATTTCTTCATTTAGCTATTCAG 
ATTTCACCCTCAGTTCATAACTGATATACTGCTAGAAGTTGAGGGTCAAATCGTGGCAACACA 
CCGTGCACTTCATGGCATTGTTGAGCATGAAACAAGTCTGATAGAGCCAGAAATTAAGATTC 
GCTTATGGCTTACCCAAGGTAAATGCCAAGTCAATGGCAGAATGAAAATTCAAGCTTGGGGC 
CAGGTGTGGTGGCTCACATCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCAGATCAC 
TTAAGCCCAGGAGTTAGAGACCAGCTTGGTCAACATGGCAAAACCGAGTCTCTACAAAAAAC 
ANNNNNN NNNNN NNNNNNNNNNNNNNNA Ci 1 1 I I I HGI I i III 1 1 I i CTGGTCGAAAATTTT 
TGTTGQAATTTTAAAGAAAAGAAAGGCAAAGTAGCACTCAGATGGCGI II I I I IGTAAAQTGA 
AGTCAACGTAATACTCTGGTGOTTAGTTTGCAAATCTTITCCATAAGTCAAGTATTAGTGT^ 
CAATACACTTAAQAAGTAAGGATAAACCCATCAAGGTCCACAGCTAAATAACCAGCAGATTC 
CGAGAAACTTTATGTATTTGGGAAAAGTAAAATATACAACAGACATATCCCTGCCCTGATTAA 
GAGGGTAGATAAAAACAAAACATAAAACAATTTTACTTGAGATAGTAATAAGTTATTTGAAAAA 
AATACAACAGAATATAGGGAGAGAGAGCAACTACAGAAAGAAGACAGAAGGGTTCTGCTTTG 
AATAGTAAGGCTTGGGAATAGCTGAATTGTAAAACAAATCTGTCAGTCCAAAAACGAAGATAA 
TTCCATTCAACCGCTGACTAGTGAATGGGAAAGCAAAGGTTGTCACGTCTTCTATTTCTCTCA 
GCAGTAACTATTACTTAAAGTCTCACTTTCCATACACAAGAGACAAAGAATCTAGTCAAAAGC 
ACATGGAATCATATCTAGTCATAGTGGTAGGTGAGCAATCAATGCCCAGGCAGCTGAAAGGT 
GGGAACTGTTAAAGGCTTACAGCAAGGAAAACATAAACTTGTAGCTCGGCCGCCACCGCGG 
>122 

ACCGCGGTGGCGGCCGAGGTACACACTGGATCTCCTTACTCA II I i I AACCCTGAG 
TGGQACACCAGAGACATGCTGCATCTTGTATTAGGTGTTTCATCTTGGAGAATGGGTGTGCT 
CCTGAAATATTTCCTGTGAAGAAAATTGTTACAATGCCATTACATCACTeGCrrTTA 
. AlTGAATGtTGGGTGGAAACAATTTTAACCCCAAATrGTQACAAAOAAAAG W 

• GNN ■ . 
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>123 

TTGGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGACCGATGGCGCGATTTCA 
CAATCCTGCAGAACGGCCATAGAAATTGCCAGACCTGTGCACAACGCTGGACACCACCTTG 
CAGGACATTACAATAGCGTGTGTGTATTGCAGACGACCACTACAGCAAACCGAGGTGCATGT 
GTTGTGTGAAACCGGTGTGTCCAGCAGAAAAATTAAGACACCTAAATAGCAAACGAAGATTT 
CATAAAATAGCAGGAAGCTATACAGGACAGTGTGGAGGGTGCTGGACCACAAAAGGGGAGG 
ACCGGAGACTAACACGAAGAGAAACCCAAGTATAACATCAGATATGCGTGGACCAAAGCCC 
ACCTTGCAGGAAATTGTATTAGATTTATGTCCTTACAATGAAATACAGCCGGTTGACCTTGTA 
TGTCACGAGCAATTAGGAGAGTCAGAGGATGAAATAGATGAACCCGACCATGCAGTTAATCA 
CCAACATCAACTACTAGCCAGACGGGATGAACCACAGCGTCACACAATACAGTGTTCCTGTT 
GTAAGTGTAACAACACACTGCAGCTGGTAGTAGAAGCCTCACGGGATACTCTGCGACAACTA 
CAGCAGCTGTTTATGGACTCACTAGCCGGGCAGGTACGGGGGTGTGCAACTGCAAACCAGT 
AACCTGCTATGGCCAATTGTGAAGAGATGGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCA 
AAGTCCTGGGCTCAAGCAATCTTCCCGCCCCACTTCCCGAAGCCCTAGGATTACGGGAGTG 
AGCCACCGCACCCAGCCAG AAAAACGTTTCAAATATTGGAAAACCTTAC M I I I I CAATGAGC 
ATTTTTGCATCAAGGGGTAACAGGGACATTAGGCI I I I I I I GTCTTAGACTCCAAACAGTAAG 
GTCAGAATrrATCAAGACATTAGATAGGAGTAAGGGCACAGCCAGGGGTGGTGGGGGGAGG 
ACATTrrCCAGCACTAATTAACAGGTTTTATGATTCACTAGGTTGGCCCAACTACTGTTCTCA 
CGTAATTCCCAGGCACAGCGTGTCAGGAGGCCAAATGACACTTTCCAGTGCAAGTGCTTGTA 
GTATGAAGGGGGCAGAGATCACCTAGTGACCATCAAGCAGGCCATCCAGAGGCAAAACTCC 
TTATGTGAGGAATTTAGAAGTAATTAGAGTCCCCTGTTATTTAAAGCTGGGATCTGGGTCCAG 
GCTTCTTCCCCAAAAACTTGTAAGTAAGTAGAATTTCTAGATGTCTCCGATGCATGGATGTGA 
AAACTTATCGTGCAACCCTTGCTGACATTAAGACACCAAAATGTCCAAAAATGTAATCATTTA 
TCATGACCTAAGTGGTTAATATGGCCCAAATTCCCTTTAAGCTCCTGCTTTAAGGTTGATAAA 
TATGCCTAAGGAAAATCCACTCAGTCCTCTGTTGGTGAGGCACCCTGCTGTACCTGCCCGGG 
CGGGCGCTCCAGCGCGGTGAGCNNNNN 
>124 
>125 

ACAGACTTTCATTCAACAAATATTTATGCATCAGCTAGATGCCAGGATCTGTAATAGA 
TTCTGGGTGTGCAGTAGTGATTACTGCAGAATGCAGACATGGTCCGTGCATTCTTGAGAGGG 
AGACAGCAACCAAATAAACAATTACAAAAAAGTATGTAACTAATTAACAAGTGGGAGAAGGG 
AGTGGGATTACACAGCAGAAGTGGAAGGAAGGGCCCACTTAGAGTGGTCAAAGGGTTGTrG 
AAGGTAACATGTAAGCTGAGACCTGAAGAAGGATGCAAAAGGGCCAGCATGTAAGGAACAG 
AGAATAAACATCCCAGAAATAGAAAATAAGACACAAAAACCTAAAGTCATTAAAGAACATGAT 
CATCTTTCAAGAAGTAACCCTTGAGATCAGAGTAGTTTGATTATAGAGGAAAAGGGTGAGTG 
CAATGAAACGTTAAAAATAGCCAGATCACGTAGAGCTCTCTAGCGTTTGGTAAGAAAAGTGTT 
TTCTGTTCTACGTGACACTGAAAGTCATGAAAGGTTTTAAGCAGGTGAATAACACAATCTTAT 
TTGAGTTTTTAAAATGTCGTGGTGACTAAAATTCAAAAAACTAGAAGAGAAGAGGAAAGAAGG 
GAAAGGTGTAAGGCAGCTATAGGAATA7TCCAGCTGATAGATGGTGGTGGGAGTAGGGACA 
AGTAGTAQTTAGAGTAAAGAAATATTTAGGAGGTAGAAACAAGAQGGGGTGTTGATGTGATG 
AAGTGGATATAGTAGATGAGAAAAATTAAATAACAGGAATAAAGATGACTCCTACCTATCTGG 
GTTGCACAATTAGATTGTGATACTAAATGTAGTGCCATGTAAGAAAAACAGGAGTTTGTAAAA 
CTGTACCTCGGCCAGGCAGCCGCNNNNNN 
>126 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACGGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CGTrrrGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAAGCATTCCTTGCTTCGGTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTC I Mil ICACTGTTGGTGATGAGAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGGTATGGAGACGAGGAAGAGGCATTACATACAATATTAGGAAAGACA . 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTG M i l fG GGACATGTGGACAGCAAGT 
AGACATrrGGGATGAACAAAGAACTAATCCTATAtGtrCAAtGACCTGGGG^ 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTrCTCTTGGGAAGTTGTGCATCTGACAGGAA 
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TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 

AAATACAATCTGTTGGAACCGTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 

CTTATATACTnTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATG 

TGCAGTGCTTGATGTGGATTACTCTGCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 

AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATGATACAAAGAGAA 

TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATGTGATG 

AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 

GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 

AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 

CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 

CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 

CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 

GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 

TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 

TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCAI I I I I ICTTGI I I I I ATTACAGATATAC 

TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 

CTCTTATGTTATCTTTAATATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 

CATAACATTTAG AATAATGATGTCAA I I I I I I ACAACTGAATTTATTTCTAGTGCTTTACTTATA 

TTTGGC I I I I I GACTCTTTTAAAACAATCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 

AATTTGGGTGAAGTTAAGATATTAAAAGTTCCTTTGAGGANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>127 

NNNACTGAAAATGAGGTGAAAAAACAAGAAAGCTGAGAGAAATCAACATGTTCCCAA 
GTGGTGTATGTGAACAATAAATCTGAGACATACGTGTAAGGCTTTTCCAGAGACAAGAAAGG 
TCTCAACCTGTAAAGAATTCCTGGGACATGACTGAGAGCAATGAGAACTCCCAGTGGTCCAG 
AAGGTTAGCAGATATAGTGTAGAGCATACACAGATATACTATAGTTCATAACACTGGTGGCTT 
AGCTGTAAATCACAAAATAGCACTGGAATTATAGTAGTGATCATAGCACATAGTCCAAGAAGA 
AAAAATTTTGATCTTGTTCTTAAACTTTGTGGAGCCAGTGGTGAAATGAGTCACACAAAGATG 
CAACAATGATTGAACCCAGCCCTCTTTAGACTAACATATTCTTGCCCATCACCACCAATATTA 
CAATAAAAATCAAGACACATGAAGGAGCATACCTTTTTCTGAAAGTAAATATTGCTTACCTCA 
GTCTCTATTGTTATTTGATGCAAAACACCCAGCATGCAATTTGAATCAATAAGACATGGAAAG 
GAGCAAAAATGTAACTCATGCTAAAGAAAAAAAAAGAGTGAGAAAGAGACAACAAAAGCAGA 
TCCAGAAATGGTTAAACTTGTGGCATTATAAGGGAGGAGCTTTAAAATAACAATTATATAAAT 
ATAGAAACATCTAGTGGAAATGGTGATCAGTATTTATCAAGTTATGGGAATTTGCAGCAGAGA 
CGTAAAAATGCTATTATTTTACAATTCCATATTTTAATATAAAAAGAGTATGTTAAAAATAAAAT 
TGGTAAAAACAAAATGTATCAAAAATTAAGATTTATGTAGATAGTCTTAACAGTAGAATAAATT 
TTGGAGTAGAAAAAATCAATAGACTTAGAAAAATCAATAGAAGTAATNNNNNNNNNNNNNNN 
NNNNNNNNNN 
>128 
>129 

NNNNNNNCCGCCCGGCAGGTACAGTCAAGGCCGAAAACCACTGAGCTTTTCCCTCT 
GCCTGGCACATATGGACTGCCCTGCCTTCCTTCAGCTGATGAACTCTTCATATGCCTC CI I 1 1 
GGGTGTCAGTGGAAATGTCACTTCTTTCTAGAAGCrrCTCTGGCTCTCCCAGCCTGGCCCAG 
GGCTCCAGCTATGAGCTTCCATAACACCCCTAGTTTTCCTCACATTGGGCTCATAGTATATGG 
AATTTGTTCATTCAATTGCCTGGCTTCGAACAGATGCCAGCTCCAAGAAGGCAGGAGCTGCT 
TCTGGGTATTGCTTGCCATCAAGGCCCTCACACCCAACCTAATGCCTGGGCCAGAGTAGGT 
GCTTAATAAAAAATTGTrrGAGGCCGGGGGTGGTGGCTCACGGCTATAATCCCAGCACTTTG 
GGAG 
>130 
>131 

NGAGGTCAGGGCGGTGGCGGCCGCCCGGGAGGTACGTATCTGGAGAACGGTCATT 
- AGCAGTTTTTCCAAACAAGCGACTTTTAGCAAATTAACCGTTAATTTTAA^ 

TAATAGCCATTCTrAACGTTTTATAATrAGAAGCTGTTATATAATTAGAGCTGGACACCCACAf 
GGAGAAACTAATTTGAGTGTGCTGCATTTGACTTGAGTTTGGtAAGAGGAAGCA C I 1 1 1 1 A GT 
CtGTAGACCCTTGGGAGTTGTAGGGAGTTAAAGCTGATCATTATATACT 
GATACAACCCAAGGGCAACGCCTGGGCTTTATGAAAACCTGGAGTGAGTTATTATTTCCTGG 
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TAATACAATTCTCTGCCAGCCAGTTGCTGCATCAAAACAGTTCTGATACACACACCTAAAGTC 

ACGACTTCCTCATTCTGGTCCCCAATAACCCTATAAGCGTCTCCCCTTGTAGGTGACCTCTG 

CCCTGTGAAGGGTTGGCTCACCCGAAGATTCCATAAAATAAGTTGTCTGTTTGTTTATGAGAA 

CAAGGC I M I I AAGT 

>132 

GTGGCGGCCGAAACCGTGGTGGCCGTGATCGTGCCGTTGGCGGACGGAACCTTGA 
AGATGTTCTGGGCGGCCAGCACAATCGCCGCCTTGCCGACGATGACATTGTTGGCCTTCAG 
CCCGTCAATATCGCCCTTGATGTCGATGTTCTGGCTCTCCTCATCATGGCTCAGGGCAATGG 
CGGCGTTCGCCTTGCCGGTCGCCTCCACGAGGAACAGGGCTGCGGCCGTCGACACATCGG 
TGGACGCGAGGGTCAGGTTGCCCTGAAGCAGCCCCTTCTTGTCCTGGGTGACATCACCGC 
GCAGCCGCGTGCCGCCGGCAATGAACTGGATATTGCTCAGGCG I I I M CGTCCTTGTGCAG 
GGCAAGTTCCGTGGCAAGATCGGCCCGCACGCCGTCGAGGAACGCCAGACCGGATACCTT 
GCCGTCCGCGCGTCCTTGACAGAAGTGCGTTGAAGGAGAACGCGCCTTCCTGAGCTTGCGC 
CGGAAAGTTTGCCANNN 
>133 

GTGGCGGCCGAGGTACGATAATTCATGCCAATTTCTTTGGGAATACTTGTTTCTGAT 
ATAATAGGTTACAAAGCAAAATTGAGATGATTTTTAAAATGCCATGCAGTTATTTT^ 
AACATAAATTTTAAACAGAGACCTGAAAAAAACCCCAAAAGTATTAACCTTTAAATACATAAAG 
TCAATAGAAA TAATT TAACTGCCTTCTCTTCACAAGAGGCAATCAGAAGGCAGGACTATAGTT 
TTCTGTG I M C I I M CCACAGGAGAGATAATTACATTTCTAGAGACCCATAGAAACAATTCCAT 
AGTTTTAATTTCATCTCTCTATCTCTAATGGTGTGTCCAGGTATCTAACAGCAATTATCTTACA 
TTGCTGATTCTAACAACAATGATATCACTGGAGAAAATACAGGTAGACGCAATGCTCGCTTG 
GATTTGTCCGCCCAAATAATTTGATGTrAACAATTTTTATAGCAATGCCTTCAACTCCTAAAGC 
AAATGGAATTTTCCATTTTTGATAAATTTATCTTGATAAGGGATGTTTCTGTT 
TTCTAAATTAATGATAATACATGGT 
>134 

NNATAGTGATGAAGCTGGATAGTTAAAACAGAAACTTGAAAAGCAAGATGTGGAACT 
GGGATATAGGATTTCAGAGTTTAAAAGAAATGTGACATTTCTTAGTGGATTGTCCTTCCGATG 
TACGCGGGAAGCAACTGTCAGCTAGTGAGATTACTGTGTATGGCCAATCCAGATAAATAAGA 
CGATCAAGTCTTTATGAAAAGGAAAGAAAAATTTGGAATGCACATCTCTGTCCAGCTCAATTC 
CTCACTCCTTTTTTAAGATGGAGAGCTGTTAGGTTTGTCTACACAGTAGGAAACACCTGATTA 
AATAACAGCATGGAGCCAATCTTGACAAAGAAATTGGCTGCATCCAATAGAATCCCAGGGGC 
GGTCGTGGTGGCTCATGCCTGTAATCCCAACACTTTGGGCGGCCGAGGTGGGAGGATCACT 
TGAGCTTTGGTCTCAGGGGTTTGAGAGCAGCGTGGACAGCATAGTGAGAGGTGGTGTCNNN 
NNNNNNNNN 
>135 

NNNAACTCAGAGAGGCAGATAAAGAGAGATCAAAGAGATGAGCATGAGATAGAGTC 
CCCTCGTGCCCAAGGAGACAGGGTGGTTAGAGACATGGAAAATGTGAGAATAATCACCTCT 
GATAAAGATCACAGAAGCTGCCCGGGAGGTGTTTGGTAAGCTTGGAGTTACGTTTGTGGGG 
TGGATGGGCAGAAGTCAGATTTGATAGCACTGAGGATGGAGCACAAGGAGAAGTTCAAGAT 
GAATTCCTAAGACAAGAACTTGGCACTAAAAAACATAAACTATGTTCTGAAGGCTTTACGCTG 
NGGACAAGGGAAGGGAGGTGATAACAGCAGAAGTGGCAGCCACTGGCGATCCI I I CI J ICG 
ATGGTTTGGCTTCTACTCCAAAGCCACTTATTTGTGCATTCTACANAAAGTTTCTTGTCCT^ 
TGAAATAAAGCTCTTATCCTAAGCTCCATTCACACCTGCGTGATAATGAACCAGCTAGTACTT 
ACTGTACTCAGGAAGCATGCAAAGTTCTGAATCTTAGAACAGAAAGTGAAAGCAAAAGTAAA 
TTCCCCTTCAGTCAAATCTCGTCCGGCATGATTTAAGATTAAATTCATGTATTGAAAATATTGT 
TCAGACCCCATGTGACATAACTGGAGCCAGTGCAGTGCCATGAAGAACTACGAGATTAGCC 
TGGATATTAACTTGTCTTCTAGAGAATAGATTTCATGTrCCATTCTTCTGCAATGGTTAATTCA 
CACAGAAAACCAATGTTTAACATTCACAGAGGATTTTACTGCTTAACAGCCATCTTGCCCCAA 
ATATGCATTTGTTCTCAGTTCTCAGTGCCATCTAGTTATCACTTCACTGAGGATCCTGGGGCT 
TTCCCAGTAGCCACTAATGGGGAACGATTTCCTTGGCAGGAGCTAAGGCTCCCCAGTGTGG 
TCATTCCrCTCCATTATGACCTCTTTGTOCACCCCAATCTCACCTCTCTGGACTTTGT^^ 
CTGAGAAGATCGAAGTCTTGGTCAGCAATGGTACCCAGTTTATCATCTTGCACAGCAAAGAT 
CTTGAAATCACGAATQCCACCCTTCAGTCAGAGGAAGATTCAAGATACATGAAACGAGGAAA 
AGAACTGAAAGTTTTGAGlTACCCTGCTCATGAACAAATTGCACTGCTGGTTCCAGAGA/^ 
TTACGCCTCACCTGAAATACTATGTGGCTATGGACTTCCAAGCCAAGTTAGGTGATGGCTTT 
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GAAGGGTTTTATAAAAGCACATACAGAACTCTTGGTGGTGAAACAAGAATTCTTGCAGTAACA 

GATTTTGAGCCAAGCCAGGCACGCATGGCTTTCCGTTGCTTTGATGAACCGTTGTTCAAAGG 

CAAGTTTTCAATCAAGATACGAAGAGAGAGGAGGCATATTGCACTATCCAACATGCCAAAGG 

TTAAGACAATTGAACTTGAAGGAGGTCTTTTGGAAGATCACTTTGAAACTACTGTAAAAATGA 

GTACATACCTTGTAGCCTACATAGTTTGTGATTTCCACTCTCTGAGTGGCTTCACTTCATCAG 

GGGTCAAGGTGTCCATCTATGCATCCCCAGACAAACGGAATCAAACACATTATGCTTTGCAG 

GCATCAGTGAAGCTACTTGATTTTTATGAAAAGTACTTTGATATCTACTATCCACTCTCCAAAC 

TGGATTTAATTGCTATTCCTGACTTTGCACCTGGAGCCATGGAAAATTGGGGCCTCATTACAT 

ATAGGGAGACGTCACTGCTTTTTGACCCGAAGAGCTCTTGTGGTTGCGATAAAGTGTGGGTC 

ACCAGAGTCATAGCCCATGAACTGGCGCACCAGTGGTTTGGCAACCTGGTCACAATGGAAT 

GGTGGAATGATATTTGGCTTAAGGAGGGTTTTGCAAAATACATGGAACTTATCGCTGTTAATG 

CTACATATCGAG AGCTGCAATTTGATG ACTA I I M I I G AATGTGTGTTTTGAAGTAATTACAAA 

AGATTCATTGAATTCATCCCGCCGTATCTCCAAACCAGCGGAAACCCCGACTCAAATACAGG 

AAATGTTTGATGAAGTTTCCTATAACAAGGGAGCTTGTATTTTGAATATGCTCAAGGATTT^ 

GGGTGAGGAGAAATTCCAGAAAGGAATAATTGAGTACTTAAAGAAGTTCAGCTATAGAAATG 

CTAAGAATGATGACTTGTGGAGCAGTCTGTGAAATAGTTGTTTAGAAAGTGATTTTACATGTG 

GTGGAGTTTGTCATTCGGATCCCAAGATGACAAGTAACATGCTCGCCTTTCTGGGGGAAAAT 

GCAGAGGTCAAAGAGATGATGACTACATGGAGTGTGCAGAAAGGAATGCCCCTGCTGGTGG 

TTAAACAAGACGGGTGTTCACTCCGACTGCAACAGGAGCGCTTCGTCCAGGGGGTTTTCCA 

GGAAGACGCTGAATGGAGGGCCCTGCAGGAGAGGTACCTGTGGCATATCCCATTGACCTAC 

TCCACGAGTTCTTGTAATGTGATCCACAGACACATTCTAAAATCAAAGACAGATACTGTGGAT 

CTACCTGAAAAGACCAGTTGGGTGAAATTTAATGTGGACTCAAATGGTTACTACATCGTTCAG 

TATGAGGGTCATGGATGGGACCAACTCATTACAGAGCTGAATCAGAACCACACACTTCTCAG 

ACCTAAGGACAGAGTAGGTCTGATTCATGATGTGTTTCAGCTAGTTGGTGCAGGGAGAGTGA 

CCCTAGACAAAGCTCTTGACATGACTTACTACCTCCAACATGAAACAAGCAGCCCCGCACTT 

GTCGAAGGTCTGAGTTACTTGGAATCGTTTTACG ACATG ATGGACAGAAGGAATATTTCAGAT 

ATCTCTGAAAACCTCAAGCGTTACCTTCTTCAGTATTTTAAGCCAGTGATTGACAGGCAAAGC 

TGGAGTGACAAGGGCTCAGTCTGGGACAGGATGCTCCGCTCGGCTCTCTTGAAGCTGGCCT 

GTGAGCTGAACCATGCTGCTTGCATCCAGAAAGCTGCTGAACTGTTGTCCCAGTGGATGGAA 

TCCAGTGGAAAATTAAATATACGAACAGATGTTTTAAAGATTGTGTATTGTGTGGGTGGTCAG 

ACAACAGCAGGATGGAATTACCTTTTAGAGCAATATGAAGTGTCAATGTCAAGTGCTGAACA 

AAACAAAATTCTGTATGCTTTGTCAACGAGCAAGGATCAGGAAAAGTTACTGAAGTTAATTGA 

ACTAGGAATGGAAGGAAAGGTTATCAAGACACAGAACTTGGGAGCTCTGCTTCATGCGATTG 

CCAGAGGTCCAAAGGGGCAGGAACTAGCATGGGATTTTGTAAGAGAAAATTGGAGGGATCTT 

CTGAAAAAATTTGACTTGGGCTCATATGACATAAGGATGATCATCTCTGGCACAACAGCTCA . 

CTTTTCTTCCAAGGATAAGTTGCAAGAGGTGAAAGTATTTTTTGAATCTCTTGAGGGTCAAGG 

ATCACATCTGGATATTTTTCAAACTGTTCTGGAAACGATAACCAAAAATATAAAATGGCTGGA 

GAAGAATGTTGGGACTCTGAGGACTTGGCTAATGGTTAATACTTAACTCGAGGCATGGTCAA 

TAGAAAAAGTAGGCTGGGCGCGGTGGCTCACGCGTGTAATGCCAGCACTTTGGGAGGGTGA 

GAAGGGCGGATCACGAGGTCAGGAGATGGAGACCATGCTGGGTAAGACGGTGAGACCCCG 

TCTCCGCTAAAAATACAAAAAATTAGCCGGGCATGGTGGCAGGTGCCTGTAGTCCCAGCTAC 

TCGGCAGGCTGCAGCAGGAAAATGGCATAAACCCGGGAGGTGGAGCTTGCAGTGAGCCGA 

GATTGCACCACTGCATTCCAGCCTGGGTGACTGAGCGAGACTCTGTCTCAAAAAAAAAAAAA 

AAAAAANNNNNNNNNNNNNNNNNNN 

>136 

CGCGGTGGCGGCCGAGGTAGTTAAAAGTATATCAGGGCAGTTTCATGCCAGGGAG 
CCAGGGAAGGCACCCAAGGAAGTGATGGAAGAGTAGAAGTTCACCAGGTGCAGCTCAGGA 
AAGGGCTCAGCAAATTTCTCTGTAACAGGATGCAGACCCCGCGT 
>137 

GGAGTCGACGTGTGTTTGTGGGTGAAATGGCTGCGCAGGTCGGAGCGGTGCGCGT 
AGTAGGGGGGGTGGCGGCGGAGGAGGAGGCGGACAAAGAGGGGAAGGAGAAAGGTCATG 
CTGGGGTGTGCCCGCGGGGAGTTAAACGGCAGCGCCGATCTAGGAGTGGGGGGTCTCAGG 
AGAAGGGGGGGCGGCCGAGCCAGGAGCCCCCTCTCGCTCCCCCTCAGCGGGGGCGTCGC 
AGGCGCGAACATCCTGGGCCGCtGCCGCCAACGAATGGAGCCOGAACTGTCCCAGGCCGT 
GTTGAGCCTCTTCTGCTGCCGCCTCCGCCGCCACCTTCGCtGGC^ 

GTCGCTGCCCCTCTCCCGGCCCCAAGCACCTCGGCCCTCTTCACCTTCTCGCCTCTGACGG 
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TGAGCGCGGCCGGGCCCAAGCATAAGGGCCACAAGGAGCGGCACAAGCACCATCACCACC 

GCGGCCCGGATGGTGATCCCAGCTGGTGGGGAACCGATGTCAAGCACAAGGACAAGCAGG 

AAAAGGGCGAGAGGAGTGGAGGGGTGCCTCTGATCAAAGGCGCCAAGAGAGAAAGACCAG 

ATGAAAATGGTAAAACCCAGAGAGCCGATGATTTTGTCTTGAAGAAAATAAAGAAGAAAAAG 

AAAAAGAAACACCGAGAAGACATGCGAGGAAGACGCCTTAAAATGTACAATAAGGAAGTACA 

AACCGTCTGTGCTGGCCTGACCCGCATCAGTAAAGAAATTCTCACCCAAGGACAAATAAATA 

GCACTTCAGGACTTAATAAGGAGTCCTTCAGGTATCTGAAAGATGAACAGCTGTGCCGATTA 

AATTTGGGTATGCAAGAATATCGGGTACCCCAGGGAGTACAAACACCTTTTATGACTCACCA 

GGAACATTCTATTCGTAGAAATTTCTTAAAAACAGGTACTAAATTTAGCAACTTTATTCATGAG 

GAACACCAGTCCAATGGTGGTGCTCTTGTCCTTCATGCTTACATGGATGAACTCTCA I t I I I G 

TCTCGAATGGAGATGGAGAGATTTTGTGAGGAGTTTCTTGCTTTGAGATTCAGTGAAAATGAG 

AAAAATGCTGCTTACTATGCTTTAGCAATAGTGCATGGAGCGGGTGCTTATCTCCCAGACTT 

CTTGGACTACTTTGCTTTTAATTTCCCCAACACTCCAGTGAAAATGGAAATTCTGGGCAAGAA 

AGATATTGAAACAACCACCATTTCAAATTTTCACACTCAGGTCAACAGGACATACTGCTGTGG 

CACCTACCGAGGAGGTCCTATGCGGGAGATAAGTCTCGTTGGAGCAGTAGATGAAGAAGTT 

GGTGATTATTTCCCAGAGTTCGTTGATATGTTAGAAGAATCACCATTTCTGAAAATGACTTTG 

CCCTGGGGTACACTTTCTAGCCTCCGACTCCAGTGTAGGTCCCAGAGTGATGATGGGCCTA 

TAATGTGGGTAAGGCCAGGAGAACAGATGATCCCTACAGCAGATATGGCAAAGTCACCCTTC 

AAAAGACGACGATCAATGAATGAAATAAAAAATGTCCAGTACCTACCTCGGACCAGTGAACC 

GCGCGAAGTTCTCTTTGAAGATAGGACTAGAGCTCATGCTGATCATGTCGGTCAGGGGTTTG 

ACTGGCAGAGTACGGCTGCTGTTGGAGT7TTGAAAGCTGTACAAT7TGGTGAATGGAGTGAC 

CAACCTCGCATAACCAAAGATGTGATTTGTTTTCATGCTGAGGATrrTACTGATGTTGTACAA 

AGACTTCAGTTAGATCTTCATGAACCTCCAGTTTCCCAGTGCGTACAGTGGGTAGATGAAGC 

TAAACTAAACCAAATGAGGCGGGAAGGCATTCGTTATGCTAGAATTCAGCTTTGCGACAATG 

ATATCTACTTCATCCCTAGAAATGTCATTCATCAGTTCAAAACAGTTTCGGCGGTGTGCAGCT 

TAGCCTGGCATATAAGGCTTAAACAGTACCACCCTGTTGTGGAAGCCACTCAAAACACAGAA 

AGCAATTCTAACATGGACTGTGGTTTAACTGGAAAGCGAGAATTAGAAGTTGACTCCCAATG 

TGTGAGGATAAAAACTGAATCTGAAGAAGCATGCAGAGAGATTCAGCTGTTAACAACTGCTT 

CATCATCTTTCCCACCTGCATCAGAACTTAATCTACAGCAAGATCAGAAGACTCAGCCTATTC 

CAGTTTTAAAAGTGGAAAGTAGACTGGACTCTGAGCAGCAACACAATCTGCAAGAACATTCA 

AGCACTTCTGTGTGATATGTACATATTCAAACACATTTTTTAACTTTTTTAAAT^^ 

GTTATAGTTTTATAACTGGGTTAAGTTAAGTTTTATTGGAGAAATGTTGGCTATAAT^^ 

AGAGAAATGACATTCCACAAATGTCAAGGATATCI I I I 1 1 ACACAGATTATGCAAAGTTAAGA 

GTTGTATCTTATCCCGTTAGTACAGTATGTAATAGTGGGTCTGGTGCTACTTTCTGTTTTAAG 

GTGTGAGGTAACAATTCAATCTCriTCTTCAAATCAAAATGAGAATTCTCTGGAATAACAGATT 

CTrGTTTGGTAAATTATTCACTTCCCTTAATTrrATCTTGCCTTGTCTCTTGCCATAT^ 

TTTTATGGATAAATAAGATTTATGGTTTAGTACTTGTGTCrrTATGGCACAGGTTCAATTTCT 

CAGTGAAAATGGCATAGGTTGCAGGAAAGAATTTCTGCATCTGGTACATGGGCAAGTAAGTT 

ATTTAGTTCTAACCACAAATAACAAGTAGTTTCCAAGGAAATTTCAGTGGCrCTCTGGTTTCTT 

AACAAAAGAGAAAGCACAGGACTTTCTGATCCAAACTGT CI MUM I GTATGTGTTATTTAAA 

GCCCAGTGGATATTTCAATTACAAAAAATTTAGGATGAATGGCCCTGGGAATAATAACGGGG 

CACTAACTGTTAGAAATATGCTACGTGGAAAATTTGGGCAAGACATATGGGCGGACCAGGTG 

ACGGGCTCCAATGTGGGGATTGCTAAGGCAAATATACGAAAAATGTGGGGAATGGGACAAA 

AATCGGGACTAATAGTACAAGTGGTTCACGAGAAAACTTGQTACTGGCTAATCTATANNNNN 

N 

>138 

NNGAGAGGGACGCGAGATGTGGAGGGTCGAGAGGTTCAAGATGTTGGATGTGGGG 
CCCCCGCCGCATTGGTGTTGAAGCATTGGGGGGGGGGGCAGGGATTCCCGCTGTGGAAGG 
CTGAGCAGGGATACTGAAGCCGGGAGTTGAGAGCGCGTGGCGAACATGCGAAACCGATTTG 
GTCTGTAAGATATACAAAAATTAGCCAGGCATGGTGGCGCAAGACAGTAGTCCCAGTACTCG 
GGAGGCTGAGACAGGACAATTGCTTGAACCTAGGAGGTAGAGGTTGCAGTAAGCCAAGATC 
GTGCTACTGGACTCCAGCCTGGGTGACAGAGTAAGACTCCATCTCAAAAAAAAAAGAAAAAA 
ATTGAOTTTGGAACCTCAGATTACATATCAGTTTGCATACATGCTAAACAGAGAAATGTCCTC 
AAAATTCAGTTAGTAAAAATTACTGAtATCTCCATGATTAGAACCACACTGTGGTTGTGTGTG 
TAGTCAAAGGAGGAGAArrTTtAAtGCTATAT/OVGCAtAACTGAtAACTGCTATTACAAATAAA 
TATTCCACAAATTTGGAAAGTTATTAGAGGAAGAAl M M M I CCTTGTAATTTCCAGGTGTTT 
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ATATTAGTTGGGCCATAGTGAAAATTACATGGAGGAAAGAAAATAGGAAAATAAGTCACAGA 

AAAAGAAAATCAAAACAAATAGAAACTCTGGGGAAGAAGTGAGTTAATTAGCGGTCATGTCTG 

CCATCCGGTTCTCTAGCTCCTTGAGGGTTACTGTCTAATGCTCCACAAAAGTGCCTrACCCA 

GTGCTTGGTACAGAGAAGGCACTGAATAAATTGACAAAGGCCGATTGGTTCACCCATTCTTT 

TAGAGACAACAGAGACGCAATTCTGACGAGGACTCCTGTTACTAAAAGACACAGGCTCTGAT 

ACAAGAGAGATATCCCTTTGACTAAAGCATTACCAGGGTCCCCAGGGCCCCCTCCCACTGG 

GGCGGTAACACTACGGGTCTCCCCACCATATATTCGATGTCAAAGTATCTACACAAATACAG 

AGGAAATTAAGCAAGTAAATACGGTATGTAATTGTTATCATTTGTATTTGTTTAAGGCATATTT 

ATAAATATTTTAAAGTAAACAATATGAGTGAGTGCCTTTCATTAGCTATGATCTTTCATACTGA 

TATATTTTGACTGATCTGAATAAGCAGGTTACTGTGGAAGCATATAACATAAAACAGCTAATA 

TGATTCCAGTGGGTACAACCAAGTGTCAGTACTTGATACATAACTCTATCCCATCATTCGCAA 

TTACAGGGTGCTGTGTGGAGTATTAAACATGCATCTTAG Mill ATTTGTACAC AATG GTCCA 

AATTTTCACTTACATATAACTTTCCAACTGTGTAAGTGTTTTGAAGCAATTATG TTT^ 

G A T I I M I GGTGTGTCATTTTCTTCTATAAAATCTCTTTCTTTTCTTTG M I I it G I I I I I M GTT 

TTTACATGGGATACAATAAATCGGACGCNNN 

>139 

NTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGA 
GGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAG 
AATGCAGAGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCA 
AGAGTTTAAAGAGTTTGGGATGGAAAGAAATCAAGAATTGGGCTCGGGCGCCACCGCGGGG 
AGGTCCAN 
>140 
>141 

NTGAGCTCGCCGCGGTGGCGGGCGAGGTA CCTT CCCCTGAGGAGCCGCCTTCAGA 
GGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAG 
AATGCAGAGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCA 
AGAGTTTAAAGAGTTTGGGATGGAAAGAAATCAAGAATTGGGCTCGGCCGCCACCGCGGGG 
AGGTCCAN 
>142 
>143 
>144 

NNNNATAAGCTAGGGGCGTCCACTCCAGAGCCTGATCCAAAACAGAACGCTAACGG 
CCGTTGCCCTTACATCTCTCATTTGGAAGTGACAGGTATTAAATAACGGCATATGAAAGCTTA 
AAAGTCATCAAATACAATCACTGGGTACTTTCGATTACCCAAACCAGGCACTTTCCTAAACTC 
CCCACTTCTTTACTTCTGCGGTCTCCTTTCTTTTATTCCCCCGCGT 

>145 

>146 . . 

NNNACCGCGGTGGCGGCCGAGGTACGCGGGGGAGATTTTCAACTTAAATGAAAAC 

CAAGCCCTACTGCCTGCTGAGCAAGAGAGATTCCAAAGACTT TACnTGAAAA GCATCTCCC 

AGCTTCTAC I M i I I M AAGGAAAAGTAGATTTTCTTTGTCTTTGTTTTTGTTTTAAGCAAGA^ 

AGAATCTAATGA C I M I I I CATGCCATCGCTTTGAAATAGCGTC GTCTTCC I I I C H I CTCTCC 

CTCTTCCTGGCAAAGTATATACTGGAI I 1 1 I ATTGCCTTCTTGGG I I I N I I CCCTACGTGTAT 

CGGCCGTTATGCTTAGGCAGTTTATTCTTTA! Hill I ACTGGAGTCATTGCCAGTGATGGAA 

ACGGTGTTTGCTTCTCTTTCAGTCAAGATCTGCACAAAGTATAGCATTAGGTGGTATTTATTG 

TTTATATTATGAGTTCTACATTCATCTTTCCAGCACTCTGAAG TTATC AGCAAGTTCTCAGTCA 

GTTCAAGGCATTGGATTCTGCTTGAI I I CI M I I AATTCATTGTTTTTGACCCCTTTGAGAGTT 

TTAATAGAGAGGAGTCTGGAAGGCAGAGATCTCCACCACCTAACCGTGAGAAATTTGGAACT 

AAGGACTTGCACTGGTCCCCAAGTTAACAGTGGATATACTrCCTGCATTTTCTCTGTTCTTTC 

TTGCATTTGGGCAAAATGTATGAACGGCACAAGAGGCGCTACAGCCTCTGTGACATCTCCAA 

GGTGGACAGGACTGTGGACGTGGTATTGCTGAAGATAAACCGAGAAAACTGGTGTACAATA 

GAGCCATGCCCTGATGCAGCATCTCTTCTGGCTTCCAAGGAGAGCCCAGAATGTGAGAACT 

TGCTGGATGTTGGACTGGGCAGAGAGTGTACCTCAAAACAAGGTGTACTTAAAAGAGAATCT 

GGGAGTGATTCTGACCTCTTTCACTCACCCAGTGATGACATGGACAGCATCATCTTCCCAAA 

GCCAGAGGAAGAGCATTTGGCCTGTGATATCACCGGATCCAGTTCATCCAC CGAT GACACG 

GCTTCACTGGACCGACATTCTTCTCATGGCAGTGATGTGTCTCtCTCCCAGATTT^ 

AAACAGGTCAAGAGATCGGCAAAGCCTTGATGGATTCTACAGCCATGGGATGGGAGCTGAG 
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GGTCGAGAAAGTGAGAGTGAGCCTGCTGACCCAGGCGACGTGGAGGAGGAGGAGATGGAC 

AGTATCACTGAAGTGGCTGGAAACTGCTCTGTCGTAAGGAGGTGCATGCGCTGTCTTTCTCC 

CTTCCGGAGGCACAGCTGGGGGCCTGGGAAAAATGCAGCCAGCGATGCAGAAATGAACCA 

CCGGAGTTTTCAGTCTAGAAGGCTTGACAGGAGGAGCTGGTGTCGGAAACAAGCCATCCTC 

ATCTCTAGAAGTAAGCTCTGCAAATGCCGAAGAGCTCAGACACCCATTCAGTGGTGAGGAAC 

GGGTTGACTCTTTGGTGTCACTTTCAGAAGAGGATCTGGAGTCAGACCAGAGAGAACATAG 

GATGTTTGATCAGCAGATATGTCACAGATCTAAGCAGGAGGGATTTAATTACTGTACATCAGG 

GATTTCCTGTCCATTGACAAAATCCATCTCATTAATGACAATCAGCCATCCTGGATTGGACAA 

TTCACGGCCCTTCCACAGTACCTTCCACAATACCAGTGCTAATCTGAGTGAGAGTATAACAG 

AAGAGAACTATAATTTCCTGCCACATAGCCCCTCCAAGAAAGATTGTGAATGGAAGAGTGGA 

ACAAAAGTCAGTCGTACATTGAGCTACATCAAGAATAAAATGTCTAGCAGCAAGAAGAGAAA 

ACAAAGAGGGGGGTCGGGGGAAGGGGAAGGAGAANN 

>147 

ACCCAAGGTGGGCA I I I 1 I I I AAAAAACCCATGGAAATAAATGCTACTTCTTGTTAGT 
GTTGTnrGAAAATAAACAAAGAAAATGCAAACAAAACAAAAACCATGGTCCATTGAAGCTCAA 
GAGTATTTAACCAATGCTGTGTTGCGTGTTAAAGGATTGGTAGCTATTTCCCCATCTACAAAT 
ACATGACAATTAACTAAGCCCAATTCTTTAAAACTATCTGGAATTAGGTCAAAATTATCTAATT 
TTTTTCTGATTTAATTATGGATTACGTAATCCAATAGTTGGCAACATTATAAAACCGTAACT^ 
ACCTGATTGTTTGGCTATACGAGGTCTGATGACTCTGGACATAACCACCATCCTTCCTCCCAA 
CACCCCGCGTACTCAGAGTAAAAGCCGGAGCTTGATGATAACCATGAGGCCCGCAGCTTCT 
GGCTCCAAGGGTTCTGTGGCGTCACCTCCCGCTGCTCCTCTCGTGA 
>148 

GTGGCGGCGGAGGTAGGTATGTGGGGGGTGGTAGAAAAGCACGTGGGTGGGGTGG 
AGAGTGGGGAGGGGGCGCTACCGTGTGCGCAGAAAGAGGAGGCGCTGGACTTATCCTACG 
TTAAGTTGAAGCAGACCAGCAATTGTTGTGACCTACAATCTCCACACCCATCTTTACTCTGAG 
CCAAGGAAGTGTCTGTTCTTGTGCTGAGTTTCAGGTGCGTTGAGCTTGTGGGAAATCCCGAA 
GATGGCCAAAGACAACTCAACTGTTCGTTGCTTCCAGGGCGTGCTGATTTTTGGAAATGTGA 
TTATTGGTTGTTGCGGGATTGCCCTGACTGCGGAGTGCATC7TCTTTGTATCTGACCAACAC 
AGCCTCTACCCACTGCTTGAAGCCACCGACAACGATGACATCTATGGGGGTGCCTGGATCG 
GCATATTTGTGGGGATGTGCCTCTTCTGGCTGTCTGTTCTAGGCATTGTAGGCATCATGAAG 
TCCAGGAGGAAAATTCTTCTGGCGTATTTGATTCTGATGTTTATAGTATATGCCTTTGAAGTG 
GCATGTTGTATCAGAGGAGCAACACAACGAGACTTTTTCACACCCAACCTCTTCCTGAAGCA 
GATGGTAGAGAGGTAGGTGCCCTGGGGGCCGGCACGGCG 
>149 

NTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGA 
GGGGTGAAGAGGAGTATGTTCAGAGGCGATGCAAGTnTAQCATAACAAGGAGGGAAAGAQ 
AATGCAGAQAAGAGGCTGGTGATAGACAAGTTrGATGTTCACAAGTTGAATTGCAGAGGTCA 
AGAGTTTAAAGAGTTTGGGATGGAAAGAAATCAAGAATTGQGGTGGGCCGCCAGCGCGGGG 
AGCTCOAN 
>150 

>15i 

ACI I I 1 I I I n I I M I I H I I I IGI I M IGI I M M I GTGTCGCGTGTGAGCGATGGAAG 
ATACTGGAGTTAACAAAAATTTTATAAACTAAAGAAAGCAACTTTATAATCTAAAAGAAAGCAA 
CTTTCCCTCCTGTCTTTTGAATTCTTATTCCTGAAAGAATGGATAATGAATCAGGAGATGAGC 
AAAAACGTATCTTTTACAAAGCTCTAGTCTTCCAAAAGCCTCTAAACTCAAACGAAACCTTTTT 
AAAGTAGTTTTGTAAAAGCTCAAGGTATGGCATTTCCAGAAAGTTGCAGATGAGCACCATTG 
GCATTACGCAAATTCTGTCACACATTGAGCAATGAAATTCAGGAATTGGACAATGACCTCTTG 
GCATATGAAAGAATTAAAAGAGGGCTAGGGCTTAGGGCAGGGATCTAATCGGGGAGGATGT 
GCTGTCGGAGCCTCCCTCCCTCCTCCTTTCCTCGCCTTGAGGTAGATGGAAAGAAAGGTTCA 
GTCATCTGAGAGAATATCCGATTGTCCTTGAAATTTTTTTCCCTATTGACAAAGCAAGGCATG 
AATGAATATTCAGTCTGATTAGATCTTCCACTTGACAATGACTGTGATTACCTGGCTAACAAA 
ATAATATACATCTGTGTATGTGAAACCACAATGGGT6ATGTTTCAAATTCTTAATACATTATAA 
TCTGGTTGGATTGAGTeGGTAACAATGCGACAATCCCATGAGGTAAACAAAACATTCATCTCT 
GG^TTTCCTCACCTCAGATCTAAGCATCTCCTGTCCATGCAGTACCTGCCCNNNNNNNN 
•>152 ••• 

NNNNNNNNNNNCAGGAAATCATCAATCGCAGTAGCAGTGAAGCAAATCAGGTGGTT 
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CGTCCCAAAACTTCAAGTAAATGGTCTGCTCCTGGTTCAGCTCCACAGTTAACTACAGCCAT 

TTTGGAAATTAAAGAAAGCATATTGTCTTTGCTAATTAAAGTTCACCACAAACTCTCAGGAAAA 

CAAAACTGGTACTATCCTCCTTGGCTTGATGACATAGAAATTTTAATGCAACCAGAAATTGGT 

AAATACAGTCATGGAGATGGTATAAGTGCCGTGGAAAGAATTTTACTAAAAGCTGCATCGCA 

AAGTAGAATGAACAAACGGATCATTGAAGAGATATGTAGAAAAGTGACCCCTCCTGTACCAC 

CTAAAAAAGTCACTGGAGCAGAGAAGAAAACATTGGACAAAGAAGAAAGGCGACAGAAGGC 

TAGAGAGAGGCAGCAGAAATTGCTTGCGGAGTTTGCTTCACGACAGAAAGGCTTTATGGAAA 

CTGGAATGGATGTTGATTCTCCTGAGAATGATATTCCTATGGAGATCACCACGGCAGAACCA 

GAGGTTTCCGAGGGAGTATATGACTGTGTTATTTGTGGACAGAGTGGCCCCTCCTCTGAAGA 

TCGACCTACTGGATTTAGTCGTCCTGTTACAAGCATCTCAAGTTAGGGGCGTGGCGTGACAA 

TGTGACCCAAAAAGTGGCCACCAGGAAAAGACCAATTACCTGGGATACGTGCGCGTCAGAA 

GAGGTTACAATACGGGTATTAGGAAGCAGCCCGCGAAATGGCGGAGGGGGTTGTACCGGC 

CCTCTTAAAGCAACCCAGCCACAGCGACTCCGGTCCGAAGGCCCGCAGCAGTCCCCACAG 

ACAGCTCACAACAAGCCGCCACCACATCGATAACTCACTGCCCNNNN 

>153 

GGTGGCGGCCGAGGTACACCTGCAACTGTGCGAATGGTCCTGTTGCCTCCTGCATT 
TTGGCCTCTGTTCTATAAAGGAAGAGTAAAGATGGAGCTCCTCCTGCCTCCATCACGAAAGC 
AGATATCATCTGTCCCTTTGGATTTTACTTCCAGGACGCGTGTCGTCCCCAGCGTGTGTTGC 
CTTATGGTGCCGGGAGAGCCTGAGCTATCTGGGTGGGAAGTCGGATGTCCTTGGAGAGAAT 
TTGGAATGGAGATAATTTTTCrrATTTCTTGAGAGCTTACTTTAATCAGCATGACAGTACCT 
AGACTGAAGATGGCCTTATATTAGTAAGAT7TGCACAAAATTAAGTATACCTATGCAAAGTATT 
ACTTTGGTTTTTAGGAGTTTGGTCAGATGAAGAAGTAATGGTATCACATATATATGTAAGAAG 
ACAACCATCATTATTTTTGTAAGTGTTTTATAAAAACAAACTGATTAACTTGTGAANNNNNNNN 
NNNNNNNNNNNNNNNNNNNNN 

>154 

TCCACCGCGGTGGCGTCCGGCCCCCGCGTTTrCTGCGGGTTTCAGCGGGCGTTTO 
AGGTCGTCAATGAGGTCGTCGGCATCTTCGAGACGGATGGACAGGCGGATCGTGCCCTGG 
CTGATGCCTGCGCCCGCCAGCGCtTCGTCGCTCATGCGGAAATGCGTGGTGCTGGCCGGG 
TGGATCACCAGGCTGCGGCAATCGCCCACGTTGGCCAGGTGGCTGAAGACCTTGAGGGTTT 
CAATGAAGTTCTTGCCCTGCTCGCGGTTGCCC7TGAGGTCAAAGCT 

>155 

NNNNNGTGGATACATAAAAATGTGTAGTTTTTATTAGTTTATTATACTTTTATTAGTTC 

AGTCTCAATAAAAGGTTGAAAGGCATTAGGATAAATTGTTCTGTCTGTTTATATCATTTCTTCT 

GGCTGCTCACTGAGTCTTAATCAGTGTACTAGACTGCAAACTAAAGAATAAGATTGGGGGCA 

GGTTATAAAAAGAAGATGTATAAAGCTTAGCAAACCCTTTTTAATGTTCTGAAGTCAGTCTTTG 

TAAGTGAAATCGCTGGAGACTAGAAAGTATGAAATGGCAGTCTACCTGGGCAACCTACAAAA 

AATTTAGGTTGAAAAGAGTTGAGTCTCCGCTGCCCTGTTGATGTGATGGAGTGGGGAATGGG 

AATTGAACCAGAACTGGAAAATTATTTAGGAAAGTTTGTTAACTACTCTTTGTTGATCTCAT^ 

AGTGGGGAATGGG^TTGAACCAGAACTGGAAAATTATTTGGGAAAGTTTATTAACTACTGTT 

TCTGCTGAGTAAATTTAAATGTGTTCTGGACATTGTTGAGGTCTAGAA7TGGTCTATACAATG 

CCCCTGTACAAGCTACATTGTGTCATTGTCAAAATGAGGAGTTTATTGGATTACATATACTTT 

GTGCTTAATTTTAGTATGATTACTTCCGAGTGGTGATTATACGTGACTTTGGGCGTTCTTTAT^ 

GGGATGGAAGGGAAGGATGGGGGGGGGAAAATACGGGGTTCTTTACAGAGGGGCCCCCG 

GTTGGGGGGGACCTAAGAATCTGGGGAGGGACCATTGGTTTGGCGATTCATAAGGGGGGG 

GGGTCAAAGAANNNNNNNNNNNNNNNNNNNNNNNNNNNN 

>156 

GAAAATAGAACGACCTGAAGTAAGACAAGGAAAGGACAGTAAAAAAAGGCAAGGAA 
GAAGAGGTGAGAAAGAGCTGCAAGAAAAAAGATGTGAGAAACTGAGGAGAAAACCAAATGT 
GACTTTTCGACCAGAGAATTCGATAATTAATAATGATGATTCAGAAATCATTAAGAAACGCAA 
GGAACAACAAGAACATTGTGGTTGCCATCGTTTGGATGAGTTCGAGGTTCCTTTTGAAATGGT 
ACAAGATGATAATACTTCAGCTGGATTGCATTTCATGGCCTCTGTAAAAAAGAAAGCTATAGG 
AAGGCAAGATGCAAGCAGCAGAGCGGGCGACCGCCAGCGGGGN 
>157 . 

NNNNNNNNNNNNNNNNNNNNNNAGTATTATTTCT^ 
TCTTCTCTGTTTG I I I I M I I I I I I AA I f I I I ACTCGTTTCTTTATTAATATAGAAAAGG AGCCG 
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A GGGC AGCTGGACCAGTAGTACAAAGCACCAGGAGTTAATACCATTCTGGTGAAGGGGATG 

GTTTTACAAAAGTGAAGGAGCAGGCAGGAGCCACCAGGTTCTGAGGCCAGGCCCAGCCTAC 

TGCCCAGAACCCCTGAAACGGGTCCCTGGGAAAAAGCTGACAGATGGGTCAGGGGTGGATT 

GAGCTGGAAACGATGGGGACAGATGGCAQGGATAGAGGGTCATGCAGTGGGAACCACGCA 

GTGGGTGATAAGGACAGGGAACTTGTGGCTGGAGGCTGCCCATTGGGCCATGGGCAGGGG 

OTTGCAGATGGCGTCAGCTCTGGGGGCAGGTAGAGAAACTGCAGAGACTGATGGGCATGG 

AGAACCCAGACATGGCCCTGGGGCTGAAGGGCCTTTCCACCCTCTCTTCACCAGGAGCCAC 

CTTTGCTCTATACTACATATGGGGGTTCAGGGCGCAAGGCACAGGGGAGGCTCAGAGGCCT 

CCAGTTGGGAGGAAGATGGGGCAAGGAAGGAAGCACTTGAGTGTCCCTAGCTTAGGCAGC 

CGGGGATGAGACACAGGCAGGACAACAGCACCGCCGCATAGTGGGGCTAGAATGTGGGAC 

AGGGACGGGCTTATCCTCGGCCAGTGACTAGGACCAGCCGCATGGCAATGGTGCCTGTGTC 

CAGCCTTAGCAAATCAAGTGTGCAACAAGCACAGGGTGTCGGCAGACCTGGGCTCTAGCCT 

TACAAGCTCTGCCAGAACTTGAATCACACAGAGCTGTATCACCATGGTCCAGCCATGTCCTG 

CCTTGGCCTGrrrCCTCCTCTGTCAATGAGGGCTTTGAATAAGACCTCCTAGGTCATGAAAA 

GGACTCTGCAGGTGAAGGGAACTCCAGGACCTGCTCTTGGCAGTTAAGCAGACCCTGGATG 

GAACTGGTATGGGATGGGGTGAAGTGGGGGATGGAGGAGGAAGGTGTTCTTGCATGGAAC 

CTATCCCCACAAACACTACAGAGTGAGGAAAGGCCACTGGAAGCCCTTCTTTGCCCAGAGG 

AAGAAAGGCCACAGAGAGAGTGAATGTGGCTTGGTGCAATCCCTTCACATCCTCCACCATCT 

GGGTAACACTTGGCAAGGAGTGGATGGGTGGCATTGTGCAACCCTTTATGTTCTTCCCTGG 

GGGTGGCACTCAAGGCCTCTTGTGGGTTCTGGCTTCAGCCTTCAGTGTAGGGTCAAGAGTG 

TTCTTTTCAGTGTCGTCCTGTTCTGGGAACAGCACAAGACTCTGCCTGGGTGGCACATGTTA 

GTTGGTGAGGAAAGGACAGAGTGGGTGAGTAAGCAGACAGGGAGGTAAGAGTGACTCTCT 

GGCTTTCTCCTCTTCCTCTTCAGAGAGCAGCTCAATCAACTGAGTCGCAGATCTCCTCCACC 

ACAGCATTGAAGATGTGTGGCTGGTCAGCATAGACATGGTGGGAGGCACCCTTAATCTCCA 

TGTCTCGGACATAGGAATCCGGCCGCTGCATCTTCACC I 11 I 1 I CCCGTACTGGTATCTATC 

CAGGTGTCGGACCCGTAGATCATAGTGATAGGCACATCTTTTCGAATCAAGTGAATTCGCTC 

CAGCATAGGGCGCCGGGCCCAGCCAAAGGACTCCATCATGGCTTTGAATGCTGTCTCACCA 

GTGGGATTCTGTGCGTTGCAGTGGTAAATATACTCTGATATGGTATCATCTTCAAAGAAGTCT 

GCAAACTTGCGTTTGAAGTCCGGCCGGAATGGCTGCACCAGACCAGGCCCCCAGGGCCCA 

GCTACTCGAAGAACAGCCAATGGATTGGAACGTCGTAGGACAGATGCCACGGCTTTGACCC 

AGGCTGGGGGTGCACGGATCTCACTGGGGTTAGTTGGTCGGAGGGGAAAGCCCCATGGGT 

CGAGCAGGATGAGGTGTTTAAGTGTATCAGGGTACTTGATTGAQTAAGAAGTGGCCAGQAAT 

CCTCCCAAACTGTGCCCCAGQAGGATCATGCTQGGGATCCCCATGGTGTCCCGGCATGTCT 

CTATCGATGTGACAAACTCATCCrCAGCCCCCrCCGGGTCCCTTGGGAATGGTGGCCTTGA 

GCTTCGCGGGAAGCCAAGCAGATCGAAGGTGTGCAGTGTGCGGCGGGCACTCAGTGAGTO 

CATGTTGAGGATCCAGAGACCCACGCCGGCCCCAAAACCATGCACCATCACCAAGGGGGTQ 

CGGTCGTTTTGCTCGGGGCTCACAGTCACCGTCCAGATCTTATTCTGGTTTGGGAGGGATA 

CATATCTGGCCAGGAACTTATTCTGGAGACACTGGAGGATCCTGGCTTCCACATTCTTCAGC 

TGAGACATGGAAGTGGGGCGCCACGTGGGCAGCCAGCTACTCAGCCAGCCTTGAGACTGC 

TGCTCGAGATCATCGGCCATAGTAAACAAGCCTTGCCAGGTCCTGGCGAGCCCGCCCAGCG 

CCC7TCTGTCGTCTTCTCGCAGCCGTAGTCGAGGCGGCCGCGAANN 

>159 

NNCACGCGTCCGGCTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGGCTTGAT 
CGGCAACTAGGAAACCCCAGGCGCAGAGGCCAGGAGCGAGGGCAGCGAGGATCAGAGGC 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
CCCCTTCGGAGGAGGAAGGAAGTCCCGCTGCCACCTTATCTCTGCTCCTCTGCCTCCTCCC 
TGTTCCCAGAGCTTTTTCTCTAGAGAAGATTTTGAAGGCGGCTTTTGTGCTGACG^ 
ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTT0TTCAA6GCAGAATAATTG 
CAGAAAATGTTCAAAGGACCGTATCTGCAGATGTTGTGAATACCTCTGAGAATAGAGATTGAT 
TATTGAACCAGGATACCTAATTGAAGAACTGCAQAAATCAGGAGACGGAGACATTTTGTCAG 
TTTTGCAACATTGGACCAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTtTGGCTGTCCTG 
GGCACAGAATTGCTGGGAAGCCTCTGtTCGACTGTCAGATCCCCGAGGTTGAGAGGACGGA 
TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 
GTGGAGCTQGGGTGGCTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 
CCACClTCATCAATGCCTTTGTGACTACACCCATGTGCTGCCCGTCACGGfcCTCCATGCtG 
ACCGGGAAGTATGTGCACAATCACAATGTCTACACCAACAACGAGAACTGCTGTTCCCCCTC 
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GTGGCAGGCCATGCATGAGCCTCGGACTTTTGCTGTATATCTTAACAACACTGGCTACAGAA 

CAGCCTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 

GAATGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 

AAAGAAAAGCATGGATTTGATTATGCAAAGGAGTACTTCACAGACTTAATCACTAACGAGAGC 

ATTAATTACTTCAAAATGTCTAAGAGAATGTATGCCCATAGGCCCGTTATGATGGTGATCAGC 

CACGCTGGGCGCGACGGCCCGGAGGACTGAGCCCCACAGTnTCTAAACTGTACCCCAATG 

CTTCGCAAGACATAACTCCTAGTTATAACTATGGACCAAATATGGATAAACACTGGATTATGC 

AGTACAGAGGACCAATGCTGGCCATGCACATGGAATTTACAAACATTGTACAGCGCAAAAGG 

CTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAACATGCTCGTGGAGAC 

GGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGACCATGGTTACCATATTGGGCAGT 

TTGGACTGGTCAAGGGGAAATCCATGCCATATGACTTTGATATTCGTGTGCC I I I I I M ATTC 

GTGGTCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGCC 

CCCACGATCCTGGATATTGCTGGGCTCGACACACGTCCTGATGTGGACGGCAAGTCTGTCC 

TCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAATT 

TGGCGTGATACATTCCTAGTGGAAAGAGGGAAATTTCTACGTAAGAAGGAAGAATCCAGCAA 

GAATATCCAACAGTGAAATCACTTGCCCAAATATGAACGGGTCAAAGAACTATGCCAGCAGG 

CCAGGTACCAGACAGCCTGTGAACAACCGGGGCAGAAGTGGCAATGCATTGAGGATACATC 

TGGGAAGCTTCGAATTCACAAGTGTAAAGGACCCAGTGACCTGCTCACAGTCCGGCAGAGC 

ACGCGGAACCTGTACGCTGGCGGCTTCCATGACAAAGACAAAGAGTGCAGTTGTAGGGAGT 

CTGGTTACCGTGCCAGCAGAAGCCAAAGAAAGAGTCAACGGCAATTCTTGAGAAACCAGGG 

GACTCCAAAGTACAAGCCCAGATTTGTCGATACTCGGCAGACACGTTCCTTGTCCGTCGAAT 

TTGAAGGTGAAATATATGACATAAATCTGGAAGAAGAAGAAGAATTGCAAGTGTTGGAAGCA 

AGAAACATTGCTAAGCGTCATGATGAAGGGCACAAGGGGCCAAGAGATCTCCAGGCTTCCA 

GTGGTGGCAACAGGGGCAGGATGCTGGCAGATAGGAGCAAGGCCGTGGGGGGACGTAGCA 

CTGTCCGAGTGACACACAAGTGTTTTATTCTTCCCAATGACTCTATCCATTGTGAGAGAGAAC 

TGTACCAATCGGCCAGAGCGTGGAAGGACCATAAGGCATACATTGACAAAGAGATTGAAGC 

TGTGOAAGATAAAATTAAGAATTTAAGAGAAGTGAGAGGACATCTGAAGAGAAGGAAGCCTG 

AGGAATGTAGCTGCAGTAAACAAAGCTATTACAATAAAGAGAAAGGTGTAAAAAAGCAAGAG 

AAATTAAAGAGCCATCTTCAGCCATTCAAGGAGGCTGCTCAGGAAGTAGATAGCAAACTGCA 

ACTTTTCAAGGAGAACAAGCGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGACGGCAGAG 

GAAGGGGGAAGAGTGCAGCCTGCCTGGCCTCACTTGCTTCACGCATGACAACAACCACTGG 

CAGACAGCCCCGTTCTGGAAGCTGGGATCTTTCTGTGCTTGCACGAGTTCTAACAATAAGAC 

CTACTGGTGTTTGCGTACAGTTAATGAGACGCATAATTTTCTTTTCTGTGAGTTTGCTACTGG 

CTTrrTGGAGTATTTTGATATGAATACAGATCCTTATCAGCTCAGAAATACAGTGCACACGGT 

AGAACGAGGCATTTTGAATCAGCTACACGTACAACTAATGGAGCTCAGAAGCTGTCAAGGAT 

ATAAGGAGTGGAACGCAAGAGCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTAT 

GACCTACACAGAGGACAGTTATGGGATQGATGGGAAGGTTAATGAGCCCCGTGTCAGTGCA 

GACATGAAGTGGCAAGGCCTAGAGGAGGTACACAQTGTGAATGAAAACATGTATGAGTACAG 

ACAAAACTACAGACTTAGTCTGGTGGAGTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 

TGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTC 

AGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCGAGCTGACCTTC 

AAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 

GGGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCCTGGAAAGGACATTTTTGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTCATCAGATGTTCACCATGGCCACCGCAGAACACCGAAGTAATTCCAGCATAGCGGGGA 

AGATGTTGAGGAAGGTGGAGAAGAATGACGAAAAGGAGAAGTGACAGCACCTAGAAGGGAG 

CGCCTCCTCTTCACTCTCCTCTGATTAGATGAAACTGTTACCTTACCCTAAACACAGTATTTC 

TTTTTAACTTTTTTATTTGTAAACTAATAAAGGTAATCACAGCCACC^ 

TGGGTACCTTTGTGCAGTAGMGGTA6TGAGCATGTGAGCAAGCGGTGTGCAGACGGAGAC 
TCATCGTtATAATTTACTATCTGCCAAGAGTAGAAAGAAAGGGTGGGGATATTTGGGTTGGC 
TTGGTTTTGAI INI IGCTTGTTtGTTTGTrTTGtACTAAAACAGTATTATCTtTTGAATATCGT 
AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCtATAATGGGCTTTCTCAGAGATAA 
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AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTCTGCGTAATGAAGGTACGATG 

CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTGAATAATACNN 

>160 

NNCACGCGTCCGGGTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGGGTTGAT 
CGGCAACTAGGAAACCCCAGGCGCAGAGGCCAGGAGCGAGGGGAGCGAGGATCAGAGGC 
CAGGGCTTCCGGGCTGCCGGCGGTGCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTG 
CCCGTTCGGAGGAGGAAGGAAGTCCCGCTGCCAGCTTATCTCTGCTCCTCTGCCTCCTCCC 
TGTTCCCAGAGCTTTTTCTCTAG AGAAGATTTTGAAGGCGGCTTTTGTGCTGACGGCCACCC * . 
ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 
CAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAATAGAGATTGAT 
TATTCAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCAG 
TTTTGCAACATTGGACCAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCTG 
GGCAGAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA 
TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 
GTGGAGCTGGGGTCCCTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 
CCACCTTCATCAATGCCTTTGTGACTACAGCCATGTGCTGCCCGTCACGGTCCTCCATGCTC 
ACCGGGAAGTATGTGCACAATCACAATGTCTACACCAACAACGAGAACTGCTCTTCCCCCTC 
GTGGCAGGCCATGCATGAGCCTCGGACTTTTGCTGTATATCTTAACAACACTGGCTACAGAA 
CAGCGTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 
GAATGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATG 
AAAGAAAAGCATGGATTTGATTATGGAAAGGACTACTTCACAGACTTAATCACTAACGAGAGC 
ATTAATTACTTCAAAATGTCTAAGAGAATGTATCCCCATAGGCCCGTTATGATGGTGATCAGC 
CACGCTGCGCCCCACGGCCCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTACCCCAATG 
CTTCCCAACACATAACTCCTAGTTATAACTATGCAGCAAATATGGATAAACACTGGATTATGC 
AGTAGACAGGACGAATGCTGCCCATCCACATGGAATTTACAAAGATTCTAGAGCGCAAAAGG 
CTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAACATGCTCGTGGAGAC 
GGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGACCATGGTTACCATATTGGGCAGT 
TTGGACTGGTGAAGGGGAAATCCATGCCATATGAGTTTGATATTCGTGTGC C 1 1 I M M A TTC 
GTGGTCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGCC 
CCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGAGGGCAAGTCTGTCG 
TCAAACTTCTGGACCCAGAAAAGCGAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAATT 
TGGCGTGATACATTCCTAGTGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGCAA 
GAATATGCAACAGTCAAATCACTTGGCCAAATATGAACGGGTCAAAGAAGTATGCCAGCAGG 
CCAGGTACGAGACAGCCTGTGAACAACGGGGGCAGAAGTGGGAATGCATTGAGGATACATG 
TGGCAAGCTTCGAATTGACAAGTGTAAAGGACCCAGTGACCTGCTCACAGTCCGGCAGAGC 
ACGCGGAACGTCTACGCTCGCGGCTTCCATGACAAAGACAAAGAGTGCAGTTGTAGGGAGT 
CTGGTTACCGTGCCAGCAGAAGCCAAAGAAAGAGTCAACGGCAATTCTTGAGAAACCAGGG 
GACTCCAAAGTACAAGCCCAGATTTGTCCATACTCGGCAGACACGTTCCTTGTGCGTCGAAT 
TTGAAGGTGAAATATATGACATAAATCTGGAAGAAGAAGAAGAATTGCAAGTGTrGCAACCA 
AGAAACATTGCTAAGCGTCATGATGAAGGGCAGAAGGGGGGAAGAGATCTCCAGGCITCGA 
GTGGTGGGAACAGGGGCAGGATGGTGGCAGATAGCAGGAACGCCGTGGGCCCACGTACCA 
CTGTCCGAGTGACACACAAGTGTTTTATTGTTCCCAATGACTCTATCCATTGTGAGAGAGAAC 
TGTACCAATCGGCCAGAGCGTGGAAGGACCATAAGGCATACATTGACAAAGAGATTGAAGC 
TCTGGAAGATAAAATTAAGAATTTAAGAGAAGTGAGAGGAGATCTGAAGAGAAGGAAGCCTG 
AGGAATGTAGCTGCAGTAAACAAAGCTATTACAATAAAGAGAAAGGTGTAAAAAAGCAAGAG 
AAATTAAAGAGCCATCTTCACCCATTCAAGGAGGCTGCTCAGGAAGTAGATAGCAAACTGCA 
ACTTTTGAAGGAGAACAAGGGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGACGGGAGAG 
GAAGGGGGAAGAGTGCAGCCTGCCTGGCCTCACTTGCTTCACGCATGACAACAACCACTGG 
CAGACAGCCCCGTTCTGGAACCTGGGATCTTTCTGTGGTTGGACGAGTTCTAACAATAACAC 
CTACTGGTGTTTGGGTACAGTTAATGAGACGCATAATTTTCTTTTCTGTGAGTTTGCTACTC 
CTTTTTGGAGTATTTTGATATGAATACAGATCCTTATCAGCTCACAAATACAGTGCACACGGT 
AGAAeGAGGCATTTTGAATCAGCTACAGGTACAACTAATGGAGCTCAGAAGCTQTCAAGGAT 
ATAAGCAGTGCAACGGAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGGTAT 
.GACCTAGACAGAGGACAGTTATG6GATGGATGGGAAGGTTAATGAGCCGCGTCTCACTGCA . . . 
GAGATGAACTGGCAAGGGCTAGAGGAGCTAGAGAGTGtGAATGAAAAGATCtATGAGtACAG 
ACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 
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TGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTGTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTC 

AGATGAAGACGCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGGCAGCTGACCTTC 

AAACCCTGCATTTGAACCGACCAAGATTAAGTCGAGAGAGTAAACTTGAATGGAATAACGAG 

ATTCCAGAAGTTAATGATTTGAATTCTGAACACTGGAGAAAAACGGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 

GGGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCCTGGAAAGGACATTTTTGAAGATCAACTATATCTTCCTGTGCATTCGGATGGAATTTCA 

GTTCATCAGATGTTCAGCATGGCCACCGCAGAACACCGAAGTAATTCGAGCATAGCGGGGA 

AGATGTTGACGAAGGTGGAGAAGAATCACGAAAAGGAGAAGTCACAGCACCTAGAAGGCAG 

CGCCTCCTGTTGACTCTCGTCTGATTAGATGAAAGTGTTACCTTACCCTAAACACAGTATTTG 

TTTTTAACTTTTTTATTTGTAAACTAATAAAGGTAATCAGAGCCACCAACATTCGAAGCTAC 

TGGGTACCTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAC 

TCAT CGTT AT AATTTA GTATCTGCCAAGAGTAGAAAGAAAGGCTGGGGATATTTGGGTTGGC 

TTGGTTTTGA I J I I I f GGTTGTTTGTTTGTTTTGTACTAAAACAGTATTATCTTTTG AATATCGT 

AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCTATAATGGGCTTTCTCAGAGATAA 

AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTCTGCGTAATGAAGGTACGATG 

CAACTATAACCAGTGGAATATGAGACTGACACTATATTAAATTGAATAATACNN 

>161 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGGTGTGGGGTGGGGTGGTGGGG 
GGGGGGGGGGGGTGGTGTCTGGCAGTCTTTCAGGGTGCAATTTTGTTTATATACACTGTAT 
GTATATATTTGTTTTAGATTTGGCTGTAGTGGACTGGCCATGGTTCAAGTGGGACTATAGCAG 
TACATGGGTCAGGGACAGTCATTTTGGCTATGTACAGATTCATAGTCGGTGCATGGCTTCCA 
AGTAGTAGCGCTATTTCCGAAGGTCTAATACACAAACTGAACCATCTGATGCACTGGCTCCA 
ACTTTGTGTCCTGCTGCATTGCAGCAAACTTCAAATATTCCACGTGTTGCCCTATAGCTGTGA 
ACTAGAGCACCTGTCTGCGTGTTCCAGATGTGTACACATTTGTCAAAAGAACCACTTGCCAG 
ATACCTGCCATCAGGACTGAAAGCTACACTGTACACAGGCTCTTGGTGTTTTGTCAAGGTAT 
GGATGCATATCGCTGGGTCTACATGCCATAACCTAACAGTAGAATCAAAGGATGCACTTGCT 
AACATAAGGTTGGCATTTGGATTATTAGTGCCTGGTGCTGTTGGAGTGCATTTGATAGTATAA 
ATTTCTTTATTATGTGGTTGGAAATGATGGAGACAATTGTGTTGTTTCATACTGGATATGTTTAA 
AGTGATGTGGTCAGAAGAGGAGGGGAAGAGATTGGCAGTTGGGTGGGATTTGATAGCATTTA 
CTTCATTCGTATGTCGTTGGAATGTTTTAATAGGTGTGTCTTGTCCTAATTTACAGACATGAAT 
GCACATATGTGTAGTAGAAGAAGGAAAGGTGTTGTTGCTGTGGGAATCAACATGCAATGCTG 
GTGGTGAATGAAAAGGAAAGTGTTGCTTGGCTTGACCAGTATGTGGGTCCCAAATAATTGTA 
GTCTTGTGTAGTCCAGCACTTAGGATGAAATTTCCTTTCTTATTCCATTTTAATGCAAATATAG 
GGCCTTTATGGTGGCGTAAGGTGGTAGGAAGGTTAGGATCTTTAGTCGATATTGTGGCAAAC 
CGATCATAGGAAGGAGTTGGTAGAAGTGTAGCTTCACTATTGGAATCTAGAGATGTGAGATCC 
TTGTTGCTTGGAACATCTTGCGGTCCTTCTCGTATACAATGTGTAAGTACTAACTGTGTAGA6 
CCACTGGTGCTGTTCTCACTAAGATTCCATATTCTTGCTGTTGA6TCTCCAGACCCTGATGCT 
AGGAGATCACTAACAGGGTTCCAGGCACAGATAAAAACTTCAGATTGATGGCCOCGCAACAG 
AACAGTCTTTATTAGGAGGGATTTCAACATCCCCATCCACTTGCATCATATCAGTATGATTAtT 
TGCTATAGTATGTGGTCCATTCTCGTCCCGATrrGCTGTGTTTTCTGG Ai i i M IG GAGATCCT 
TGTTGGCTGGCTGCAGGTGCGGCAGCTGCAGCAGCTGCTGCCTGTTGCTGTGCAAGCTTAT 
CTCTATAAGCTTGTTGTCTTGTTTGTACTACATCAGGCATTACGGCATGTATCAGGGACAGAG 
ACTCTATTGGTCGACCATCAAACAAGGTACCATCCTCATTAATAGTAAGTTCTGCTTCTACAT 
ACTGTAGACGTTTCTGGATGATAGAAATGAATGCAGCGGGTGGGACGAGGGCACCATTTATA 
TTGGAGTGACTGATATGGCTTTCTATACCAAAGGTAAATGCTGAATGAGAAAATCCTGACTCT 
TGCAAGTATGTATATACCAAGAAGTTGACCTCATCACTGCTTATAGTCATCTTTATTGCCACTT 
AAACCATGAGGTCACAACACAGGATATAAGGCATTGGCAGTGCATTGATGTGGGGATGTGCA 
ACTGAATATCCGGTCACCGCCAATCACAAGTTGCTGTTGTTGATGCTGGAAACGGTGGCCTC 

CAACGGGGGTGCGCCCTCGGGGGAATGGAGGGACAAGGAAATTCCCCCGGACGCGGGGTC 

GATCCN 

.>162 

NNCACGCGTCCGGGTAATGAATCTTGGGGGGGGTGTGGGGCGGGGGCGGCTTGAr 
CGGCAAGTAGGAMC(X)GAG(3CGCAGAGiSCGAGGAGCGAGGGCAGdGAGGATCAGAGG 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
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CCCCTTCGGAGGAGGAAGGAAGTCCCGCTGCCACCTTATC TCTGC TCCTCTGCCTCCTCCC 

TGTTCCCAGAGC I I I I I GTCTAGAGAAGATTTTGAAGGCGGCTTTTGTGCTGACGGCCACCC 

AGGATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTGTTCAAGGCAGAATAATTG 

GAGAAAATCTTCAAAGGACCCTATCTGGAGATGTTGTGAATACCTCTGAGAAT AGAG ATTGAT 

TATTCAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGG AGAC ATTTTGTCAG 

TTTrGCAACATTGGACCAAATACAATGAAGTATTCTTGOTGTGCTCTGGTTTTGGCTGTCCTG 

GGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA 

TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 

GTGGAGCTGGGGTCCCTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 

CCACCTTCATCAATGCCTTTGTGACTACACCCATGTGGTGCCCGTCACGGTCCTCCATGCTC 

ACCGGGAAGTATGTGCACAATCACAATGTCTAGACCAACAACGAGAACTGCTCTTCCCCCTC 

GTGGCAGGCCATGCATGAGCCTCGGACTTTTGCTGTATATCTTAACAACACTGGCTACAGAA 

CAGCCTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 

GAATGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 

AAAGAAAAGCATGGATTTGATTATGCAAAGGACTACTTCACAGACTTAATCACTAACGAGAGC 

ATTAATTACTTCAAAATGTCTAAGAGAATGTATCCCCATAG GCCCG TTATGATGGTGATCAGC 

CACGCTGCGCCCCACGGCCCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTACCCCAATG 

CTTCCCAACACATAACTCCTAGTTATAACTATGCACCAAATATGGATAAACACTGGATTATGC 

AGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAA6G 

CTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAACATGCTCGTGGAGAC 

GGGGGAGCTGGAGAATACTTACATCATTTACACCGGCGACCATGGTTACCA TATTGGG CAGT 

TTGGAGTGGTCAAGGGGAAATCCATGCCATATGACTTTGATATTCGTGTGCCI I I I I I r ATTC 

GTGGTCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGCC 

CCCACGATCCTGGATATTGCTGGGCTCGACACACCTCGTGATGTGGACGGCAAGTCTGTCC 

TCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAATT 

TGGCGTGATACATTCCTAGTGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGCAA 

GAATATCCAACAGTCAAATCACTTGCCCAAATATGAACGGGTCAAAGAACTATGCCAGCAGG 

CCAGGTACCAGACAGCCTGTGAACAACCGGGGCAGAAGTGGCAATGCATTGAGGATACATC 

TGGCAAGCTTCGAATTCACAAGTGTAAAGGACCCAGTGACCTGCTCACAGTCCGGCAGAGC 

ACGGGGAACCTCTACGCTCGCGGCTTCCATGACAAAGACAAAGAGTGCAGTTGTAGGGAGT 

CTGGTTACCGTGCCAGCAGAAGCCAAAGAAAGAGTCAACGGGAATTCTTGAGAAACCAGGG 

GAGTCCAAAGTACAAGCCCAGATTTGTCCATACTCGGCAGACACGTTCCTTGTCCGTCGAAT 

TTGAAGGTGAAATATATGACATAAATGTGGAAGAAGAAGAAGAATTGCAAGTGTTGCAACCA 

AGAAACATTGCTAAGOGTCATGATGAAGGOCACAAGGGGGCAAGAGATCTCCAGGCTTCCA 

GTGGTGGCAACAGGGGCAGGATGCTGGCAQATAGCAGCAAGGCCGTGGGCCCACCTACCA 

CTGTCCGAGTGACACACAAGTGTTTTATTCTTCCCAATGACTCTATGCATTGTGAGAGAGAAC 

TGTACCAATCGGCCAGAGCGTGGAAGGACCATAAGGCATACATTGACAAAGAGATTGAAGC 

TCTGCAAGATAAAATTAAGAATTTAAGAGAAGTGAGAGGACATGTGAAGAGAAGGAAGCCTG 

AGGAATGTAGCTGCAGTAAACAAAGCTATTACAATAAAGAGAAAGGTGTAAAAAAGCAAGAG 

AAATTAAAGAGCCATCTTCACCCATTCAAGGAGGCTGCTCAGGAAGTAGATAGGAAACTGGA 

AGTnTGAAGGAGAAGAAGGGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGAGGGCAGAG 

GAAGGGGGAAGAGTGCAGCCTGCCTGGCCTCACTTGCTTCACGCATGACAACAACCACTGG 

CAGACAGCCCCGTTCTGGAACCTGGGATCTTTCTGTGCTTGCACGAGTTCTAACAATAACAC 

CTACTGGTGTTTGCGTACAGTTAATGAGACGCATAA I I I I C I I N CTGTGAGTTTGCTACTGG 

CTTTTTGGAGTATTTTGATATGAATACAGATCCTTATCAGCTCACAAATACAGTGCACACGGT 

AGAACGAGGCATTTTGAATCAGCTACACGTAGAACTAATGGAGGTCAGAAGCTGTCAAGGAT 

ATAAGGAGTGCAACCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTAT 

GACCTACACAGAGGACAGTTATGGGATGGATGGGAAGGTTAATGAGGCCCGTCTCAGTGCA 

GACATCAACTGGCAAGGCCTAGAGGAGCTACACAGTGTGAATGAAAACATCTATGAGTACAG 

ACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 

TGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGAGTC 

AGATGAAGACCCAAGiGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTC 

AAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGiAATGGAATAACGAC 

ATTCCAGAAGTTAATGATTTGAATTCTGAACACtGGAGAAAAACCGAAAAATGGAC^GGG 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 

• * 
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GGGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCGTGGAAAGGACATTTTTGAAGATGAACTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTGATCAGATGTTCACCATGGCCACCGCAGAACAGCGAAGTAATTGCAGCATAGCGGGGA 

AGATGTTGACCAAGGTGGAGAAGAATCACGAAAAGGAGAAGTCACAGCACCTAGAAGGCAG 

CGCCTCCTCTTCACTCTCCTCTGATTAGATGAAACTGTTACCTTACCCTAAACACAGTATTTC 

TTTTTAACTTTTTTATTTGTAAACTAATAAAGGTAATCACAGCCACCAACATTCCAAGCTACCC 

TGGGTACCTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAG 

TCATCGTTATAATTTACTATCTGCCAAGAGTAGAAAGAAAGGCTGGGGATATTTGGGTTGGC 

TTGGTTTTGA i 11 M I GCTTGTrrGTTTGTTTTGTACTAAAACAGTATTATGTTTTGAATATGGT 

AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCTATAATGGGCTTTCTCAGAGATAA 

AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTCTGCGTAATGAAGGTACGATG 

CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATACNN 

>163 

>164 

>165 

CACTAI I I I M 1 I 1 II I 1 IGAGATGGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCA 
ATGGCACAATCTCAGCTCACCGCAACCTCCACCTCCCAAGGTTCAAGTGATTCTCTTGCCTC 
AGCCTCTGGAGTAGCTGGGATTACAGGCATGCGCTACCACAGCCAGCGAATCAAGTACGCG 
GGGGAGACATCCCTCAGTGCTTAGACATATTCTGAGCCTACAGCAGAGGAACCTCCAGTCT 
CAGCACCATGAATCAAACTGCCATTCTGATTTGCTGCCTTATCTTTCTGACTCTAAGTGGCAT 
TCAAGGAGTACCTCTCTCTAGAACTGTACGCTGTACCTGCATCAGCATTAGTAATCAACCTGT 
TAATCCAAGGTCTTTAGAAAAACrrGAAATTATTGCTGCAAGCCAATTTTGTCCACGTGTTGA 
GATCATTGGTACAATGAAAAAGAAGGGTGAGAAGAGATGTCTGAATCCAGAATCGAAGGCGA 
TCAAGAATTTACTGAAAGCAGTTAGCAAGGAAAGGTCTAAAAGATCTCCTTAAAAGCAGAGG 
GGAGCAAAATCGATGCAGTGGTTCCAAGGATGGACCACAGAGAGGCTGGCTCTCGCATCAC 
TTCCCTACATGGAGTATATGTCAAGCCATAATTGTTCTTAGTTTGCAGTTACACTAAAAGGTG 
ACCAATGATGGTCACCAAATCAGCTGCTACTACTCCTGTAGGAAGGTTAATGTTCATCATCCT 
AAGCTATTCAGTAATAACTCTACCCTGGCACTATAATGTAAGCTCTACTGAGGTGCTATGTTC 
TTAGTGGATGTTCTGACCCTGCTTCAAATATTTCCCTCACCTTTCCCATCTTCCAAGGGTATA 
AGGAATCTrrCT GCTT TGGGGTTTATCAGAATTGTCAGAATCTCAAATAACTAAAAGGTATGC 
AATCAAATCTGCTTTTTAAAGAATGCTCTTTACTTCATGGACTTCCACTGCCATCCTCCCAAG 
GGGCCCAAATTCTTTCAGTGGCTACCTACATACAATTCCAAACACATACAGGAAGGTAGAAA 
TATCTGAAAATGTATGTGTAAGTATTCTTATTTAATGAAAGACTGTACAAAGTAGAAGTCTTAG 
ATGTATATATTTCCTATATTGrnrCAGTGTAGATGGAATAACATGTAATTAAGTACTATGTATC 
AATGAGTAACAGG AAAA TTTTAAAAATACAGATAGATATATGCTCTGCATGTTACATAAGATAA 
ATGTGGTGAATGGTrTTCAAAATAAAAATGAGGTAGTCTCGTGGAAATATTAAGAAAGACTAT 
CTAAATGTTGAAAGACCAAAAGGTTAATAAAGTAATTATAAGTAAGAAAAAAAAAAANNNNN 
>166 
>167 
>168 
>169 

NNNNNNGGACCCGGCTGCGGTGGCTGCGGGACTGACGCGCCCACCGGAGCAGGC 
AGCTGGGGGTGGGGGGGCGGCCCTGGGATAGGGGCTGTGGCAGTACGCGGGGACCCGG 
CTGCGGTGGCTGCGGGACTGACGAGAAACTACTAAAGTTCCTGGGGAAGCAAAGTAGAATT 
TCATAAGAACAAAATGGATGGAGAGGAGAAAACCTATGGTGGCTGTGAAGGACCTGATGCC 
ATGTATGTCAAATTGATATCATCTGATGGCCATGAATTTATTGTAAAAAGAGAACATGCATTAA 
CATCAGGCACGATAAAAGCCATGTTGAGTGGCCCAGGTCAGTTTGCTGAGAACGAAACCAA 
TGAGGTCAATTTTAGAGAGATACCTTCACATGTGCTATCGAAAGTATGCATGTATTTTACGTA 
CAAGGTTCGCTACACTAACAGCTCCACCGAGATTCCTGAATTCCGAATTGCACCTGAAATTG 
CACTGGA ACTGC TGATGGCTGCGAACTTCTTAGATTGTTAAATAAAATAAATTATAATAAACT 
G TTAAC TCTTTTCAGTATTTAATACCTGTAGTTCATTTTGGGGATTTCAAAGA C I H I I I G CCA 
CATTTTGGGAAATATTGAGCACTTATTTCTrACGGGTATGAATATGCCCCTAATCTTGAA^ 
CTGAAGGTCCAAAATGCTGCCAATGAGCATTTCGTTTGAGGGACGAGGTCAGGTCCTCAAAA 
AAGCTTTQAATmATGAGCATTTCGG^TTTTAGTATTTTCGAGATTAAGGCAt^^ 
AATTTAGGGAAACTACATTTATtCCATCAGATCACtCATGGGCATGCTTACTATGTGCCAGAA 
AATGTGCAGGGCACTGAAATAGAGTGAAAAAGACACTGGCTCACGCATGAAAATGTATAATG 
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CAGTTGAGGGGAGATAGGCAATCAAATATACAATTATAATACAGAATACATTCAATAATAGTG 

GAAGTACCTGCCGGGGCGGCN 

>170 

ATATATTATCTTATAGAAATAACTAAGGGAAGTTAGTGCCTTGTGACCACATGTATGT 
GACTTTTAGGGAGTAAGAAAGTATAAGGAAAGGAGCTAACAG TCATG CTGTAAGTAGCTACA 
GGGAATTGGCTTAAAGGGCAAGCTGGTTAGTACTTAGCTGTGTTTTTATTCAAAGTCTACATT 
TTATGTAGTGGTTAATGTTTGCTGTTCATTAGGATGGTTTCACAGTTACCATAGAAATGTAGA 
AGCAACAGGTCCAAAAAGTAGGGCATGATTTTCTCCATGTAATCCAGGGAGAAAACAAGCCA 
TGAGCATTGTTGGTTGGGAGACTGAAGGTGATTGAAGGTTCACCATCATCCTCACCAACTTT 
TGGGCCATAATTCACCCAACCCTTTGGTGGAGCCTGAAAAAAATCTGGGGAGAATGTAGGAC 
TTCTTTATTTTGTTTAAAGGGGTAACACAGAGTGCCCTTATGAAGGAGTTGGAGATCCTGCAA 
GGAAGAGAAGGAGTGAAGGAGAGATCAAGAGAGAGAAACAATGAGGAACATTTCATTTGAC 
CCAACATCCTTTAGGAGCATAAATGTTGACACTAAGTTATCCCTTTTGTGCTAAAATGGACAG 
TATTGGCAAAATGATACCACAACTTCTTATTCTCTGGCTGTATATTGCTTTGGAAACACTTAAA 
CATCAAATGGAGTTAAATACATATTTGAAATTTAGGTTAG GAAAT ATTGGTGAGGAGGCCTGA 
AAAAGGGGGAAACATCTTTTGTCTGGGAGGATATTTTCCATTTTGTGGATTTCCCTGATCT^ 
TTCTACCACCCTGAGGGGTGTTGGGGGAATTATCATTTTGCTACATTTTCAGAGGTCATCCA 
GGATTTTTGAAACTTTACATTCTTTACGGTTAAGCAAGATGTACAGGTCAGTCAAAGACACTA 
AATTCCTTCTTAGAAAAAATAGTGCTAAGGAGGNNN 

>171 

NNNCACAGTGGGCACTTCTGCCATGAGCAGAGAACTGATGCGACATGTTTTGCTGG 
TTGGTAGCACTTTAAAAAATTTTTTGATTAATGAAGAAAGTAAAACCATAAACAT^ 
ATTCATGCCGCAGTATTAGCAATGAATTAGTTGCA7TGGTTTGAGAAAGGCACATATTGGAG 
GGAAATCTTGGTGTAACTTAAATATTTGAAAATTACCTTTAATGGAATGCAT ATGTGTTTAT TG 
TGGGAAATGTTTTAATGCCAGGGCCTGCTGAGTTGCTTCTTCTTGTGGAGAI I I I I I I I lAAT 
CTCCTGAGTTGTATAAAAGTTGTACGTGCCCGGGCGGCCGCTCGACGGGCGAGGTACAGTC 
ATAATCTCTTTTCAAGGCGGGCTAGCGCCTTGCCGGAACCTCGGGTCCCGCCCAACGAAACT 
ACTGCTAAGCCAACTGGACTACACTTCCCAGACTGCTTGGAGCCTGTCTCTCGGCAGAACCT 
CGTCTTCCGCGAGCTTTTCCTGGAGGTTCTAGGAGGGATGCCCCTCAATGCCACGACGCCA 
TTTCCTACTACGAGTTCCATCATGCTCCGCGCCGCTCCGGGCGGNNNNN 
>172 

NCGGGAAGTTGCAACTGTGGCAGAAATGAAGATGGAAGTTCTCAAGAATAAACAGTT 
TTGGCCGGGTGTGGTGGCTCACGCCTGAAATCGCAGCACTTTGGAAGGCCAAGGTGGGGT 
GATCACATGAGGCCAGGAQTTG6AGACCAGCCTGGCGAATATGGCAAAACCCCATCTCTAC 
TAAAAATATAAAAATGAGACGGGCATGGTGGCACACACCTGTAATCCTAGCTACTCAGGAGG 
CTGAGGCACGAGAGTCGCTTGAACCCAAAAGGCAGAGTTTGCAGTGAGCCAAGATCATGCC 
CCTGCACTCCAGCCTGGGTGACAGAGTGAGACTCTGTCTCAAAAATAAATAAATAGTTTCTA 
GCACTCATCCCCTAGATATCCGCCAAGTGTCTCTCTTCCCCTTTGGTCAAGGTTATAACTGG 
GATAATGATTATGACAGACTGGCTGGGTGTCAGAGGTACAGATTTAAGGTTGATGGACTCAG 
GGTAAGGATAGCTACAGCTGTGTGGGGCTGAAGGTCTGTGGCACTGAGCTACTGGGGAAG 
GAGGGCTCTGTTTTCATTGTGACACACTGAGTTAATAAAGCACTTACTGAGGGAGGGAGAGC 
CCAAACTCTAAATGTGCTGTAGAAAAAGGGCCAAGTCATTGACTGCACCACTCCTTCAGCCA 
GAGGTAGAAAGGATTTACTCTTCAGCCATCTGGTAGAGCCCCAAGAACAAGTTACATGTGGA 
CAAAGGGAGGGAGAGGTATCATGGTGATTAATAAATTCAAACAAAGCTGAATGATAAGACCC 
CAGGATGGAATACAGTCTGAGAAAGGCCTGGGCAAAGGGAGGCAGAGGGACTGAAGGAAG 
CAGGTCAAGGAAGATACACCCATGGTAGCCTAGGAAATTGGCAGTAGTGTTGGTGGGTGGG 
GAAAAGGAGGTTTTCTCGTTGGCCAAGATGQTGTACCACTTGCGCTGGGCATAGGTGAACA 
CCCAGGAACGATCATCAAGACCAATGCAGCTATCCCGGGACATGTCCACATOTGCCACTCCT 
ATCCGGAACTGCTGGGAGCGCTTCACTGTCACTTCCCAGTAGTGTCTGCCACTGGTGACCG 
CTGTGTCN 
>173 

CCACGCGTCCGATAGGTGAAAAAAACACTGCCATTCACAAGTCAAGGAACCCAGGG 
CCAGCTGGAAGTGTGGAGCACACATGCTGTGGAGCACACATGCTGTGGAGATTGCAGTGTG 
TCTGAGGTTTGTGTAGTAGTGGAAGATTTTAGGTATGTAG AGCAAGTTG AAAATGGATTGAG =. 
ACTGCATGGTGGCATAAATGAGAAATTGCCTGTAGCAT CTAGTCT ACTTGAAGGAAGTGGAG 
ACATAAGGAGAGACAAAAACAGGTTTGTGCCATAAAGTATTTTTTCAAAGACACCAAGATGTG 
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GTAAATGAAAATTATTAGTTCACTTCCCTGCTGCCATGAAACTTTGCCTTAAGAAGGTGCTGG 

ATTCCAAGGTTTGTAAAGGCATCTCGGTAAAGACTGG I 1 I 11 GAATGGATATGATTTTGCATC 

AGCTAGACTGAGTTGATTCTGACCAGAGTTGATGGTTTTAAGTCGGAACCGATAAATTTTAAA 

AAGGAGAAAAAATAATTTGACCTAGTAGTATAAAACATGAGGGTTTAATGGTACTTTGCTATG 

AAAAGAAAACACTGTATTCCTTATGCAAAACACATGTATCTTTCATTATTTATAAGTGGGCCTG 

TCTTAGGCTCAGTTAGTCAaTCAtACGTAGTATttttttaAAATAAttTATATc 

>174 

>175 

AGGGAGTCCGCCCACGCGTCCGCCGGGTTrrAGTTCCTCGGGGAGCCGCTGGTGC 
CCCGGATACGGCTGATTTGTCGTGTGGGACCTGTTCTGGCTGCTCCAGCCCCAGGAAGGAC 
CCAGGACACCCGGAAGCCGGAAATGGACTCAGTGGCCTTTGAGGATGTGGCTGTGAACTTC 
ACCCAGGAGGAGTGGGCTTTGCTGAGTCCTTCCCAGAAGAATCTCTACAGAGATGTGACGC 
TGGAAACCTTCAGGAACCTGGCCTCGGAATCGAATGGAAAGACCAGGACATTGAGAATCTG 
TACCAAAACCTGGGGATTAAGCTAAGAAGTCTGGTGGAGAGACTCTGTGGACGTAAAGAAG 
GGAATGAACACAGAGAAACTTTCAGCCAGATTCCTGATTGTCACCTGAACAAGAAAAGTCAA 
ACTGGAGTGAAACCATGCAAATGCAGCGTGTGTGGGAAAGTCTTCCTCGGTCATTCATTGCT 
GGACAGGCACATGAGAGCTCATGGTGGACACAAACGATCTGAGTGTGGTGGGGAATGGAG 
AGAGACGCCCCGTAAAGAGAAACAACATGGGAAAGCCTCCATTTCCCGCAGTAGTGGTGCA 
CGGCGCACAGTAACACCAACTCGAAAGAGACGTTATGAATGCAATGCTGTGCGGGAAAGCC 
TTTAATTCTCCCCATTAATCTCAGATCCATCAAAGGATCTCACACTGGAAAGAGGTCCTATAA 
TGTAGGAATGTGAGAGCTCCCAGTTTCAGGITCTTCGAGAGGGGAACTGCTTCTGGGAAAA 
GGTTGATGTAGTCGGGGGAAACCTTGATTGCCGG7TTTCATTCGTAGACTCGGGAAAACGTC 
ATGTACAGGGAAGCTTTCGAGACGGCAAAATCCCNN 
>176 

tgtgatggcccacaagaatagggaaatgaactagagcacaaaccattttcaacagtcttcagtagtaagtcattcgttggaa 
aaacaggcaagctgctacattcctcaatggaggaagttttggagtttgacgtcctattctggttggtGAGCAAGGTGTttggatGG 
CATACAGTGTGCaacAGGGGTGGTACAGTTGGATttgGCATCACCGTTGCATTTACTTGTGATG 
CATCAGAGACACaacCTGTTGAAACATGAGAAAGCATTTCGGGACCCTCAAATGTACTGGGAA 
TGGCAGCAGTTTCCAAAGCGTGTTTAATAATTTCACTAGGTTCTTGACTGACACTGGTATTAA 
AGTTAGTCACACCAGATCGAGGAAATGTATTTGGTAAAAATGGTGGCGAGGGATTTTCAGGA 
AGAAGCTGTAGAAATGATGGATCTTTAAAACATGCTTCTGGATTGAAGGTAGATTGTTGTGG 
CTGCTGCAAATTTAGTGGATTTGTGGAGAGAATCATGCTGGCAAGAAGAGAAGGCTGTCCAT 
TACTCTGTAGAAGTTCltgAGCAATttcgGCTCCATCCAGTGGTTtacAGTAAGATCGCTtggATAAG 
TGCCCACCCAGTGATCTGGGA7TAGTAAAAGCCCTGTAACACCTGCTACAGATAAATTTGCC 
ATCTCTGATAATTGCAGGCCATTTAGCCCTTTTGTTGTGCTTAGGTTTTCTTT 
GGGCCCCGCCCACGGTCI I M I lAACI I 1 1 IGAGGTGCAGACTGTTGGGCATTGGTGCTACT 
GAAGTTATTTGCAACATTCACTTGTGAAGGAAAAACTGCATTTTCACCATTACCCCCCrrTAG 
AAAGGAGGAATTAGTGTTTCCTTCAATCTGTGAGGAATAATGATTTGTATTATTTTGCAGTTG 
GGAAAAAACAGAATTAGTCCCACTATCTGCTGGTGAAGGGAAGAGAGACATTGAACTACTTT 
CTGCAGGTAAAGGAAGGAAAGGATCTGAGCCACTGTCAATATTCAAAGGCAGAACTGTTTTG 
GTTAG^TCTTCCATTTGTGCTGGCAAGGCAGTACTAGGTAAATTTTCGATTTGGGAACATAAC 
ATACCACGTTGTTC A M i ll ATCCTGAGAAGTTATATTTGGATTTATGACACTTTCCATTGAGG 
ACAACAATGGAGTTGACACACTTGCTAAATGAGCTGGAAAAATGGGTGGGGAGACATGCTG 
CAACTGGGCCGAACAAGCAGGATTCCCATTGGCTTTGGTCTGTGATGTAAAAAATGGATTTG 
AGCTGTTCACCGGTGATGGCAAAAAATAAACAAACTTTCCATTATTTGGTGTATTTAAGTTGT 
TAGCTTTCTGACC I M MIAGI U I GCGCTGCATTTTAAATGCAGCATATTGGTGAGGGTGTG 
CTGTGTTCATGTGTTTCCCAATACTCTGTGAAGAATTATAGGTTCGAGTACATCCCTCGACCT 
GGCAGCTGAATTTCTGAACTGGAGCTTTTGGAGGCACTGATGGAGTTCCTAATGAATTAGTT 
AGGTGGGAGTGCGGTGGAACAAATGCAATAGTTTCTAATGTCTTAAGAGGTAAATTATAAAGA 
TTGGATGATGTTTTAACATTATCTCCACATTCAAATTTGGAAGTTGGTAAATTGTTT^ 
CTGCCTGATTTTGCACAGAAAAGGTCATCAAGTTGTTCACTTGTCTTTCTAAGTTTTGTGGGG 
TAAGGTCACCTATTTTGAGAGTTTCTGAATTTACTAAAGAATTCTGAGTAACATGGGCATCAT 
TAAAGCAATCTTGTTC I 1.1 ICTCTCCTGGAAACCTGGATGACACAAATCATTACAAGTATCTTC 
AACTGGCGTATGTAAGTCTGTGACCAGTGCTTCACCACTGCCTTCCACAGTTGAG I I I I Gl T 
GCTTTCCAAAGTTATCCTCAATCCCCTGATTGAGAGACACCTTAATGGACACAGCTACTTCAC 
TGGATTGAAGTAGAGGAGTAGTAGCAGGGTTTTCCAAACCATTTGACAATGGTCGATTAGCT 
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TGCCTGAGCTCAGAGGCAGAAATCTGGTCTTGTTTGGTCACAGCTGATTCTGCTTTGCTTTT 

ATCCCAAGCATCACTTCTATGTGCTAGTAAGCTGttctcaacgTTATTTTCTGAAGGAAGCATAGA 

TCTTTCTTTCTCAATATTCTCTGCTGTGTTGTGATTCACTTCAGAAGGCTGAATGGAATCTCGA 

GATGAATTAAGTTGGGGTTCAGGAGGCAGCACTTTTTCAGGAGGAGT 

>177 

>178 

TGGCGGCCGGGCGGGGAGGTACCAAACCATTTTCACTAGTTCAGGATAGGAATATT 
CATCAGATTGTCTCTGTAAAAGTGAATCACAAAAATTCCACGTGTGTAGGTGTGGGACTGGA 
CAGCTGAGTGACAGGGCCCTGGGAAGAACAGAAACCACTTTTCCTCTTTCCTCTGAAATATC 
AGAAGTTAAAAATCTACTCTGAGTTATATGTGCATCAATTTTAGACATATTGCTGATTTTATTA 
TGAAAATGAAGTGCTAAAGACAAAGGATATTTCCATTCCTCTGGACAGGCAGCCACAGACCA 
GCACTGCTTGACCCATGTGTATACACATGTGTGCTTTGTACCAGGCGAAGGCAGCTCTTCCC 
TCCCTTCAGTTCCATTTACACAACTCATCTTCmAAAGTTTCTTTGGATTTCATGATCT^ 
ATGAAACTCATTTTCTTTATTCTTCAGTCTCTGTCCTGGTAAATTTCCAGGTATACAGATTTTG 
CCAG I I I i M CAACTAGTTTATCTTTTGGGGCTTTATTATTTGTTTCTGACAACACTGCAGATG 
AGTCTGACTTCTGGCTAACTTTACACAAAAAATGTACTGTAAATTCATGCTGAGATCTGGGCA 
GGCAGAGGTATGCANNN 
>179 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 

GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 

GTTCTCGGTTGTCATTTTACAGTG I M I I CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 

GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 

ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 

TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCGATGCTTG 

GCACATGCAGTTGTTTGATGTCTGGCTGCCTTCTGCGGGCCAAGTGTCTTGTGGAATTGGTT 

GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 

TGAGCCTGGACATGGCGGCCGAGGTAGTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 

GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 

CGTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GAAGGTTTTTGCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAAGCCCAAATGTCAC 

CCAATCTAI I I CI I CCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCGACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACGTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGGCTTTGGTGTTCGAGGGACCGTGTTGGTTGTTGGTAGCGGAGGGACATGAAGGTCCG 

CAGAAAAGCATGTTGACTCCTGAATTCTGTGAACTCTGCTCTGGTTAAGAGGTGGCGGGGGA 

GAGTTCTCAGGGG AI I i 1 1 GCAGACGGGCTGGGCTTGGTGTCTGTTTAATTGTTGTTA C 1 1 1 1 

AGCTGCTCTTGTAAGGCCTTCATTTGCTGTTGCAAATTCCTTAATTCGTCTTGCAAGTCT^ 

TCGTTTTCTGTC6CCTGGGGGCAGGAGCAGGGAQGACCCTATTTTCAGTTGACTGTGATGC 

GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTGGTCTCrrGTCTCTCCTGTTTCTCGATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATGGAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTGGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATGGGACNN 

>180 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCOACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAQGCTG . 
GTrCTCGGTTGTCATTTTACAGTG I I I I i O TACGGGGTTACATTACAGGAATGTTGTAeCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTl"G^GACtCCGTGTGAGACTCCCTGGTTTGTTCCA 
ACAGT6TG H i I l A GATTCCGTAGCTTTGAtTAAGGAAfeACAtCATGGCGTGAAGCCAAtTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
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GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 

GCTCCCAGAGATAGCTTGAAGTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 

TGAGCCTGGACATGGCGGGCGAGGTACTCACAGTGACGCAAATTCACAGTGTGCGTGCACG 

GCTCTCCATTCTTGTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGGTTCACCCATAATTAAGA 

CCTTCTGAGGATGATCGATAGATAAACACACCTCGTGTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCGTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAAATAAGAACAAGGACAGACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GAAGGTTTTTCCACTATTGACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTGTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATAGTGGAGCCGGGGTCGAGG 

CGCAGAGCAGGAGAAGGCTTCCACAGAGATGGGGATTGAGTCGTTTCCTCACAGAACTTTC 

AGTGGGGGTCCAGCACATATTTGAGGTGTAGTTATGGCACTAGGTTTGTTGGGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTGATCCTTGAAGATGAGCTTTTGGGATGTGGAGGT 

GAAGCGTTTGGTGTTGGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATGAAGCTCCG 

CAGAAAAGCATGTTGACTCCTGAATTGTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 

GAGTTCTCAGGGGATTTTTGGAGACGGGCTGGGGTTGCTGTCTGTTTAATTGTTGTTACTTT^ 

AGCTGCTCTTGTAAGGCCTTGATTTGCTCTTGGAAATTCCTTAATTCCTGTTGCAACTGTTCAT 

TCGTTTTGTGTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACT GTGA TGC 

GGGAACTTGTTCTTCATCTGTTAAGTCCTCGATATCTGCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTGTGTTGTGTGTGGTGTTTCTCCATCATCAGGGTGTTCTGTATAAGATTGACGGTCGCG 

GTGGGGATGAAAGAGGTCATCAAATGGGTGGGGGTCGCGATTTTGCGGCGTGAAGAAGTTAT 

TTTCTTGTGAATTAGAATGGAAGGCTGAGTCATTTTGTTCCAGCAGTGGGGTCAGGAGAGACA 

GATTGTGTTCCTGGTGATGGATGGTGTGAAGAGGAGAGTTGTGACAGGAAACTTGGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATGTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>181 

NNATGTGGTTACGACCCACTGTATTGAGGTGAGGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGGTC 
GTTCTCGGTTGTCATTTTACAGTGTTTTTCTACGGGGTTACATTACAGGAATGTTGTAGCGA 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTGCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGGCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCGCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGGCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTGTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGGGCnTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCAGGAAGATCATTCAGTTTCCATATGCT 
GAAGGTTTTTGCACTATrCACAGTCTGTGGCGT AACCT TCTTGAATATAAGCCGAAATGTCAC 
CGAATCT AI 1 1 CI iC CAGCTTCTCTCTGGCCATCTTTTGCTrGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTGTTCGTTCATATTCTCTGGAGGATAGTCGAGGCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCAGAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACGTCTAGTTATCCCACTAGG TTTGT TCGGAGAAATCGT 
CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 
GAAGCCTTTGGTGTTCGAGCCAGCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 
CAGAAAAGCATGTTGACTCCTGAATTCTGTGAACTCTCCTGTCCTTAAGAGGTGGCCGGGGA 
GACTTCTCAGGGG AI I I I I GCAGACGGGCTGGGGTTGCTGTGTGTTTAATTGTTGTTACTTTT 
AGCTGGTCTTGTAAGGCCTTCATrrGCTCTTGCAAATTCCTT AATTG CTCTTGGAACTCTTCAT 
TCGTTTTCTCTCGCCTGGGGGCAGGAGGAGGGAGGAGCCTATTTTCAGTTGACT GTGA TGC 
GGGAACTTCTTCTTCATCTGTrAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 
TTCGTCTCTTGTCTCTCGTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 
.GTCGGCATCAAAGAGGTCATCAAATGCGTCGGGGTCGCCATTTTGCCqCGTCAAGAAGTTAT 
TTTCTTCreAATTACAATCGAAGGCTGACTCAl I I ICI I CGAGCAGTGCGGTCAGCAGAGAGA . . 
GATTGTCTTCCTCCTCATCCATGCT6TCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 
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GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGGTGAACCCGCCAAAATGGGAGNN 

>182 

NAGAGCTGGCGAGTGTAGGCGTTTCTGGGAGAGAAGGTAAAGAATGCCGTTGCGTG 
AGGAAATTAAATTTATGTTCAAGCTAAATGTCGTTTATGGCACTGGGAACAGAAGCATTGTCG 
TAACAAGTTCTGGTGGAAATCCGTACATGGATACGTTCTCTTCTGGGGGGGGTCTCCAGTCC 
TTTCTCATGAGGGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGATATGGAATTAAG 
ATCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCAACGCAGGAAAAAAAAACAAAAACT 
GGCTGGCGATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAAGTCTGTGCCCAA 
ATCGACGAAAAAAAAACAGTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCAGGC 
CTAGAATTTCCAGTAGACCAGCAGACAGCCGGGAAACCAGATCCTCATCAAAAGACAGAAA 
GAAAAAAATTCGAAGCCAGCCTGAGAAGGGCCCTATTTCAATGCTGTTAACCACTGAGACTG 
CATCCTCAACAGTGAGACAGGATGGACCAACATACTCAAGCTCAAGGAAACATCTAACACCG 
GTCGGAAACTCATGGGATCACCGGTACCTAGGATTAGGCCATATAAAGTTTACCGTTACAGA 
ACCGCCTACTCTCATATTACGTCTCACAATGGACACTTATCCCTAGCTATCCGGACAAGCCC 
.CTGGGCATAGGGACCTAGCTGACAAGACGCAGTACCAAGGGCCTTAAAAGCAGCCGAGACC 
CCGGTCTCGGCACAGGTGCCACATCACGAGACGCTATGGGTAAACCACAGTATAGACGGGC 
GCCCAAATGAGAGGACACCGGCCGCCTTGGTTGTCACGGCACAAGAGCATCGCCATCAGA 
GGTAGGGCATAGAACATGACTACTACGCGGAGGGCAGCACAACGCAACACAATATATACAG 
AAAGAATGAAACGTACAGAAACTTCAGCAAGTGATCTGCT7TCTTGTGTTGTCTTCTCGTGAC 
GNNN 
>183 

tatAGGGAGTCGACCCACGCGTCCGGcCAGAGTAAAGCAAAGAGAAAGGAAGCAGGC 
CCGTTGGAAGTGGTTGTGACAACCCCAGCAATGTGGAGAAGCCTGGGGGTTGCCCTGGCTC 
TGTGTCTCCTCCCATCGGGAGGAACAGAGAGCCAGGACCAAAGCTCCTTATGTAAGCAACC 
CCCAGCGTGGAGCATAAGAGATGAAGATCCAATGGTAAAGTCGAATGGTTCAGTGACTGTGG 
TTGCTCTTCTTCAAGGCAGCTGATACCTGTGCATACTGCAGGCATCTAAATTAGAAGACCTG 
CGAGTAAAACTGAAGAAAGAAGGATATTCTAATATTTGTTATATTGTTGTTAATGATCAAGGAA 
TCTCTTCTCGATTAAAATACACACATCTTAAGAATAAGGTTTCAGAGGATATTCCTGTTTATCA 
ACAAGAAGAAAACCAAACAGATGTCTGGACTGTTTTAAATGGAAGCAAAGATGACTTCCTCAT 
ATATGATAGATGTGGCCGTCTTGTATATCATCTTGGTTTGGG Mill CGTTGCTAAGTTTCCCA 
TATGTAGAAGAAGCCATTAAGATTGCTTACTGTGAAAAGAAATGTGGAAACTGCTCTCTCACG 
ACTGTGAAAGATGAAGACTTTTGTAAACGTGTATCTTTGGCTACTGTGGATAAAACAGTTGAA 
ACTCCATCQCCTCATTACCATCATGAGCATCATCACAATCATGGACATGAGGACCTTGGCAG 
CAGTGAGCTTTCAGAGAATCAGCAACCAGGAGCACCAAATGCTCCTACTCATCGTGCTCCTC 
CAGGOCTTCATCACCACCATAAGGACAAGGGTCAGGATAGGGAGGGTCAGGGAGAGAACCG 
AGATATGCCAGCAAGTGAAGATTTACAAGATTTACAAAAGAAGCTCTGTCGAAAGAGATGTAT 
AAATCAATTACTCTGTAAATTGCCCACAGATTCAGAGTTGGGTCGTAGGAGCTGATGCTGCC 
ATTGTCGACATCTGATATTTGAAAAAACAGGGTCTGCAATCACCTGACAGTGTAAAGAAAACC 
TCCCATCTTTATGTAGCTGACAGGGACTTGGGGCAGAGGAGAACATAACTGAATCTTGTCAG 
TGACGTTTGCCTCCAGCTGCCTGACAAATAAGTCAGCAGCTTATACCCACAGAAGCCAGTGC 
CAGTTGACGCTGAAAGAATCAGGCAAAAAAGTGAGAATGACCTTCAAACTAAATATTTAAAAT 
AGGACATACTCCCCAATTTAGTCTAGACACAATTTCATTTCCAGCATTTTTATAAACTACCAAA 
TTAGTGAACGAAAAATAGAAATTAGATTTGTGCAAACATGGAGAAATCTACTGAATTGGCTTC 
CAGATTTTAAATTTTATGTCATAGAAATATTGACTCAAACCATATTTTTTATGATGG 
GAAAGGTGATTGCAGCnTTGGTTAATATGTCI I I I I 11 I ICI I M I CCAGTGTTCTATTTGCTT 
TAATGAGAATAGAAACQTAAACTATGACGTAGGGGTTTCTGTTGGATAATTAGCAGTTTAGAA 
TGGAGGAAGAAGAAGAAAGACATGCTTTCGAI 1 1 1 N ICI 1 1 AGTTATCTCTCAAAACAATATT 
ACTTTGTCTTTTCAATCTTCTACTTTTAACTAATAAAATAAGTGGATT^ 
GAAATACTTAACAGGTGAATATTTTGCTAAAAAAGCATATATAACTATTTTAAATATCCATT^ 
CTTTTGTATATCTAAG ACTCATCCTG A I I I I rA CTATCACACATGAATAAAGCCTTTGTATCTTT 
CTTTCTTATCTTTCTTTCTCTAATGTTGTATCATAGTCTTCTAAAACTTGAGTGGCTGTCTTAA^ 
AGATATAAGGGGAAAGATAATATTGTCTGTCTCTATATTGCTTAGTAAGTATTTCCATAGTCAA 
TGATGGTTTAATAGGTAAACCAAAGCCTATAAACCTGACCTCCTTTATGGTTAATACTATTTAA. 
GCMGAATGCAGTACAGAATTGGATACAGTACGGATTTGTCCAAATAAATTCAATAAAAACCT 
TAAAGCTGACTTCGTTTGTTATGTAGGCTGTATGCATATATTGAAAACAGAAGTGAAACTTTC 



Page 47 of 355 



wo 01/42467 



641 

Table 4 



PCT/USOO/33312 



GATTGCTTTTAAATAAATACCAACTAATGAATTTACTGCTAAGCTCAAAACCGtCTACGCTTAA 

GGTGAGAATCTTTGCGAACAGAAAGGCGTTGCTCTAAATCGCGAATGGTATTACGAAGAATT 

GCAATCTCCTTG I I I M I I CTTCTTGAAAATGCTG AAGTTrCCTTCTGTAGATACTTTGTGGCA 

AAAGAGTAGAATCCTGATATGATTTTGATTTAGTCTGAACTCTTGCTAGTTTGGGATCAAATTC 

TAGTTGTAGCTTGATTATTTCA I i I i M 1 I M M I i M GAGT TCTTAGGTTTGCATT TAAC TCTGA 

AATTTCCATCTC C I I I M CTCTATTAGTTGTTTGTGGTTTTCTTCATTTAAT TGAA CTTTTGTGT 

GCATGTCGTGATAAAGTTTGGTTATTTCTTTCTTATATGCGTCCTCTTTGATT TTCA T^ 

ACAAGTTTGGCAATATTATTCTTATATTCCTGTTCATGAGACTTTAACTTCTCTTTTATAAGATC 

AGCACTTA M i ll AGTTGTTGATTTTCACCTTTCAAATTCTGTTGATATTCAATGGTCTGTTGTA 

GCCCTTTTATTATATTATGAAGAGTAGCACATTCTTCTTTAATGGAGACCTCCTTTGCTTGCAT 

TACTTTTAATAGGCAATTACI I I I I ICCAACTGAATATCCAGTATATTGTTCTTTCCATTGGTTT 

CTACCATTTTGTTTTCTATCTGTGAGAAGTCATTTATAAGTTTGTCAAGATTCACACTGCTAAT 

GTTTTTCATACATCCTTCACTGCTTTGGTCCATGCCTGGTGTTGCTCGTAGTTGCCGAGAGTC 

TCGCTTTCGGCTCCCGGCGTACGTCGGCCGCCac 

>184 

NACAGCTGGCGAGTGTACCGGTTTGTGGGAGAGAAGCTAAAGAATGCCCTTGCGTG 
AGGAAATTAAATTTATGTTCAAGCTAAATGTCGTTTATGGCACTGGGAACACAAGCATTGTCG 
TAACAAGTTCTGGTGGAAATCCGTACATGGATACGTTCTCTTCTGGGGGCGGTCTGGAGTGC 
TTTCTGATGAGGGAGCACAGTCCTGTGCGTCATTGCAGTGGCGTGAGGGATATGGAATTAAG 
ATCCACCTGGTGTGATGAATAAACGCAGACTCTCAGCAACGCAGGAAAAAAAAACAAAAAGT 
GGCTGGCGATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTGTGCCGAA 
ATCGACGAAAAAAAAACACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCAGCC 
CTAGAATTTCCAGTAGACCAGCAGACAGGCGGGAAACCAGATCCTCATCAAAAGACAGAAA 
GAAAAAAATTCGAAGCCAGCCTGAGAAGGGGGCTATTTCAATGCTGTTAACCACTGAGACTG 
CATGCTCAACAGTGAGACAGGATGGACCAACATACTCAAGGTCAAGGAAACATCTAACACCG 
GTCGGAAACTCATGGGATCACCGGTACCTAGGATTAGGCCATATAAAGTTTACCGTTACAGA 
ACCGCCTACTCTCATATTACGTCTCACAATGGACACTTATCCCTACCTATCCGGACAAGCCC 
CTGGGCATAGGGACCTAGCTGACAACACGCAGTACCAAGGGCCTTAAAAGCAGGCCAGACC 
CCCGTCTCGGCACAGGTGCCACATCACGAGAGGCTATGGCTAAACCACAGTATAGACGGGC 
GCGCAAATGAGAGGACACCGGCCGCCTTGGTTGTCACGGCACAAGAGCATCGCCATCAGA 
GGTAGGGCATAGAAGATGACTACTACGCGGAGGGCAGCACAACGCAACACAATATATACAG 
AAAGAATGAAACGTACAGAAACTTCAGCAAGTGATCTGGI J I CI I GTG7TGTCTTCTCCTG AC 
CNNN 
>185 

ctgtcgcgcggocmatagttocggctgtggcgcgcggacggaaagttmtgccgacgga^^ 
GTCCGGCGATGGGCACGGGCATTTCrrCGTTTATAGCTGTCTGTTTGCATTCTGATTGGGAA 
CACTGGGATCATTTTCATCATGCCGACAGTGGTGGTAATGGATGTATCCCTTTCGATGACCC 
GACCTGTGTCTATTGAGGGGTCCGAGGAATACCAGGGAAGOACTAAGTAATATGGATGATTA 
TGACAAAACCTGCTTGGAGTCTGCATTAGTTGGTGTTTGCAATATCGTTCAGGAAGAATGGG 
GTGGTGCAATTCCTTGCCAGGTTGTCCTGGTGACAGACGGCTGTCTTGGCATTGGTAGAGG 
GTCACTGCGACATTCCCTAGCCACTCAAAATGAACGAAGTGAGAGCAACAGGTTTCCACTAC 
CTTTTCCTTTCCCATCTAAGTTATATATCATGTGCATGGCGAATTTGggaGGAGCTCC AGAGC 
ACCGATTCCTTGGAATGCCTTGAACGTCTCATAGATTTAAACAATggTgAAGGGCAGATTTTTA 
CTATTGATGgtxccctGTGCTTGAAGAATGTACAGTCtatGtTTGGAAAACTGATAGATTTGGCATA 
TAcgcx:tttccatgctgttctcaagtgtggccacctaactgctga 
>186 

NNATGTGGTTACGAGCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTGTTTTTCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAAT^ 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAA6CGATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTQCGGGCCAACTGTCTTGTGGAATTGQTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGtTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
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CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTGTTCGAGAGCGCTTTGTGAACTTC 

TCCAAATAAGAACAAGGACACACATTGTGTCAGGTGAGGAAGATGATTCAGTTTCCATATGCT 

GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGGAGACCAGGAGAAGGCTTCGACAGAGATGGCGATTGAGTCGTTTCGTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATGCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGGCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCGTTAAGAGGTGGCCGGGGA 

GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AGCTGCTCTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGAACTTCTTCTTCATCTGTTAAGTCCTGCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTGTCCATCATGAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGGCATTTTCCCGCGTCAAGAAGTTAT 

TTTCrrCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTGAGATGCGCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>187 

NNNNNNCTAAACAGCCTGAGACTGAGGGGAGGCAGTGAQAGTGTAAGCAGTGTGG 
GTTGGGCAGAAGGCAGAAAACCAGCAGAGTCACAGAGGAGATGGCCAACTGCCAAATAGC 
CATCTTGTACCAGAGATTCCAGAGAGTGGTCTTTGGAATTTCCCAAGTCCTTTGGTTCAGTGC 
CCTGATCTCTGAAGTAACAAACCAGAAAGAAGTGGCAGCATGGACTTATCATTACAGCACAA 
AAGCATACTGATGGAATATTTGCCGTAAATAGTGCCAGAATCGGTACAGAGACTTAGTGGCC 
ATCGAGAATAAAAATGAAATTGATTACCTCAATAAGGTCCTACCCTACTACAGCTCCTACTAC 
TGGATTGGGATCCGAAAGAACAATAAGACATGGACATGGGTGGGAACCAAAAAGGCTCTCA 
GCAACGAGGCTGAGAACTGGGCTGATAATGAACCTAACAACAAAAGGAACAACGAGGACTG 
CGTGGAGATATACATCAAGAGTCCGTCAGCCCCTGGGAAGTGGAATGATGAGCACTGCTTG 
AAGAAAAAGCACGCATTGTGTTACACAGCCTCCTGCCAGGACATGTCGTGCAGCAAACAAG 
GAGAGTGCCTCGAGACCATCGGGAACTACACGTGCTCCTGTTACCCTGGATTCTATGGGCC 
AGAATGTGAATAGGTGAGAGAGTGTGGAGAACTTGAGCTCCCTCAACACGTGCTCATGAACT 
GCAGCCACCCTCTGGGAAACTTCTCTTTTAACTCGGAGTGCAGCTTCCACTGCACTGACGG 
GTAGCAAGTAAATGGGCCCAGCAAGCTGGAATGGTTGGGTTCTGGAATCTGGACAAATAAG 
CGTCCACAGTGTTTAGGTGCCCAGTGCGCACCCCTGAAGATTCGTGAACGAGGAAACATGAT 
GTGCGTTCATTCTGCAAAAGCATTCCAGCATCAGTGTAGCTGCAGCTTCAGTTGTGAAGAGG 
GATTTGCATTAGTTGGACCGGAAGTGGTGCAATGCACAGCGTCGGGGGTATGGACAGCCCC 
AGCCCCAGTGTGTAAAGCTGTGCAGTGTCAGCACGTGGAAGCGCGCAGTGAAGGAACGATG 
GACTGTGTTCATCCGCTCACTGCTTTTGCCTATGGCTCCAGCTGCAAATTTGAGTGCCAGCC 
CGGCTACAGAGTGAGGGGCTTGGACATGCTCCGCTGCATTGACTCTGGACACTGGTCTGCA 
CCCTTGCCAACCTGTGAGGGTATTTCGTGTGAGCCGCTGGAGAGTCCTGTCCACGGAAGCA 
TGGATTGCTCTCCATarrTGAGAGCGTTTCAGTATGACACCAACTGTAGCTTCCGCTGTGCT 
GAAGGTTTCATGGTGAGAGGAGCCGATATAGTTCGGTGTGATAACrrGGGACAGTGGACAG 
CACCAGCCCCAGTCTGTCAAGCTTTGCAGTGCCAGGATCTCCCAGTTCCAAATGAGGCCCG 
GGTGAACTGCTCCCACCCCTTCGGTGCCTTTAGGTACCAGTCAGTCTGCAGCTTCACCTGC 
AATGAAGGCTTGCTCCTGGTGGGAGCAAGTGTGCTACAGTGCTTGGCTACTGGAAACTGGA 
ATTGTGTTCCTCCAGWKATGCCAAGCCATTCCCTGCACACCTTTGCTAAGCCCTCAGAATGGA 
ACAATGACCTGTGTTCAACCTCTTGGAAGTTCCAGTTATAAATCCACATGTCAATTCATCTGT 
GACGAGGGATATTCTTTGTCTGGACCAGAAAGATTGGATTGTACTCGATCGGGACGCTGGA 
CAGACTCCCCACCAATGTGTGAAGCCATCAAGTGCCCAGAACTCTTTGCCCCAGAGCAGGG 
CAGGCTGGATTGTTCTGACACTCGTGGAGAATTCAATGTTGGCTCCACCTGCCATTTCTCTT 
GTAACAACGGCTTTAAGCTGGAGGGGGCCAATAATGTGGAATGCACAACTTCTGGAAGATG 
GTCAGCTACTCCACCAACCTGCAAAGGCATAGCATCACTTCCTACTCCAGGGGTGCAATGTC 
CAGCCCTCACCACTCCTGGGCAGGGAACCATGTACTGTAGGCATCATCCGGGAACCTTTGG 
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TTTTAATACCACTTGTTACTTTGGCTGCAACGCTGGATTCACACTCATAGGAGACAGCACTCT 

CAGCTGCAGACCTTCAGGACAATGGACAGCAGTAACTCCAGCATGCAGAGCTGTGAAATGC 

TCAGAACTACATGTTAATAAGCCAATAGCGATGAACTGCTCGAACCTCTGGGGAAAGTTCAG 

TTATGGATCAATCTGCTCTTTCGATTGTCTAGAGGGCCAGTTACTTAATGGCTCTGCACAAAC 

AGCATGCCAAGAGAATGGCCACTGGTCAACTAGCGTGCCAACGTGCCAAGCAGGACCATTG 

ACTATCCAGGAAGCCCTGACTTACTTTGGTGGAGGGGTGGCTTCTACAATAGGTCTGATAAT 

GGGTGGGACGCTCCTGGCTTTGCTAAGAAAGGGTTTCAGACAAAAAGATGATGGGAAATGC 

CCCTTGAATCCTCACAGCCACCTAGGAACATATGGAGTTTTTACAAACGCTGCATTTGACCC 

GAGTCCTTAAGGTTTCCATAAACACCCATGAATCAAAGACATGGAATTACCTTAGATTAGCTC 

TGGACCAGCCTGTTGGACCCGCTCTGGACCAACCCTGTTTCCTGAGTTTGGGATTGTGGTA 

CAATCTCAAATTCTCAACCTACCACCCCTTCCTGTCCCACCTCTTCTCTTCGTGTAACACAAG 

GCACAGAAGGCAGGAGCAAATGTTTCTGCAGTAGTCTCTGTGCTTTGACTCACCTGTTACTT 

GAAATACGAGTGAACCAAAGAGAGTGGAGCATCTGACTCACAAGAAGACCAGACTGTGGAG 

AAATAAAAATACCTCTTTATTTTTTGATTGAAGGAAGGTTTTGTGGAGTTTGT^ 

TGGCATGTCTAATTGGAAGAAATTCGTGTAGGATGTTCTGGAGTCTCCAGTGGTTGCTGTTG 

ATGAGGCCTGTTGGACCTCTGCTCTGAGGCTTCCAGAGAGTCCTCTGGATGGCACCAGAGG 

GTGCAGAAGGCCAAGAATCAAGCTAGAAGGCCACATGTCACCGTGGACCTTCCTGCCACCA 

GTGAGTGTCCCTGAAATGAGGCAAAGAGGAATATTGAAATGCGTAATTAAAAGAATTATCCGC 

AAAAAAAAAAAAAAAAAAAGATGTTTAATTAAGCGGCCGGAAGGTTN 

>188 

NNAGGTGCCGGGCGGTGGGGGGGGCCCGGGGAGGTAG N 1 11 I II II N I I I I M I I 
TGTAAGTAGAGGTGTGAGATGGATCAGAAAAGGAGAAGTGGCGTTTGAGGTGTTGTCTGTGG 
GATTGGTTGTGAATTTGATGGTGGGTAGAGCAACAGGATAATAGTGGAAAGAGCCATGATGTG 
ACTGGAAGTGCTGTGTGATTGACAGAGAGGGAGAGTCGTAGTGAGAGGTGGCTCGTGAGAG 
AATTCAGAACTCAGTCGCTGTGGTCCAGGGGGTGATGGGTTGATTTGAGGGAGGGATGAAAT 
ATTCTGTGGATGAGAGAGCAGGGATGGGAAGTGATATAGGTATGTAAGGATGGTCAGTTACT 
CTAAATGTAGTTAGACAGGACAGCCAGAATACGGAGGTGTTGGTTAGGTGCTGTGTAAGAAG 
CCGTAGAGGCCCAGAAATGTGGTGACAGCGAGACACATTCTTAACTCTTACACTTGTTGAAA 
TGAGTAGAAGGTGACATTTGTTTGGAAATCCCTCCCCAGCCTTGTNCCCANN 
>189 

NNNNNNNNAAGGAAAGOAGCTGCAAACTTCCCATCTGCAGTGTTTGTTTGTCTCGG 
CTCCGGCCATCACTGCCACGATTACCCCTGGATGAATTCCTCAGTGGAAATATCAAGAAGAC 
TCAGCCCACCTGCACCCAGGTGATTAAAAAGCTTTATTGGTCACACAAAGCCTGTTTGGTGG 
TCTCTTCACATGGACGCGCGCGACATTTGGTGCCCTGACTTGGATCAGGGGACCTCCCTTG 
GGAGATCAATCCCCTGTCCTCCTGCTCTTTGCTCCGTGAGAAAGATCCACCTACGACCTCTG 
GTCCTCAGACCAACCAGCCCAAGGAACATCTCACCAATTTTTAATCAAGAATATTCTGTGAAA 
AAGACTAAGATATCAGAGAAATTATTAGTGCACATTATTAGAAGAGAGCTTCAGATGAAAATA 
AAGATCAAGAAAAGACTCTTGGTTTGAGAAGACACAAAGAAATCACATCATCTTATTGGGATT 
AGNNNN 
>190 

acccacgcGTCCGGAcgggaGCTgtatgAAAGcggcggAGTTATAGACCGCTAACACCTGTCA 
CTGGCGAGTGGTTTCCCGGAGTTAGCGGCAACGACCTTGCAGCCTGGACACTAGCCAGGC 
GCTCCCTCTTCTCACAGCGGCCCACGTCTCCTTGCTTGGGAGCCCATCGTCCTGGCTCCGG 
TGGCGTCGCTGGGTGTCGGGGAAGCAGAGGACTGTTCATTCCTGTGGCGAAAAGCCGGAG 
TCGGCCCTAGACACCCACGAGTCGCAGGGTCCATGGTTCCGGAGGCCGTGAGACCTGCOG 
GGGCTGACAGGTGCCAGGGCCCATGCT6CGGGAGCCTGTGTGCT0AGCCTTCTTGCGGAC 
GGTAAAGAAGCTAAGTGGAAGAGTGTTTCCTCCTCTGGCCGTAAAGCAGGTACTCTCTGCA 
GCACCAGCTGTCCCCGCCCTACTCCGGACCGCCCCAAAGACTCCATGGGATGGACCTGAG 
TCAGCCGAATCGCAGCCCCTTCCCTTGGGCCTGCTGTGGTGCTGGACATCAGTGACAGACG 
GAAGCAGGAGACCATCAAGGcctACGGGAGGCCCGGGGCGCTTGCGAAGATGAAGTTTGGC 
TGGGTCTCCTTCCGGCAggcCTTATGCTGGCTTTGTCTTAAATGGAATCAAGACTGTGGAggac 
cgCGCTGGCGTCCCCTGCTGAGCAGCCAGCGGAACTGTACCATCGCCGTCCACATTGCTCA 
CAGGGACTGGGAAGGCGATGCCTGGCGGGAGCTGCTGGTGGAGAGACTCGGGATGACTG 
CTGCTCAGATTCAGGCCTTGCTCAGGAAAGGGGAAAAGTTTGGTCGAGGAGTGATAGCGGG . 
ACTCGTTGACATtGGGGAAACTTTGCAATGCCCCGAAGACTTAAGTCCCGATGAGGTTGTGG 
AACTAGAAAATCAAGCTGTACCCTGATGCTACAGACGAGGACATCACCTCACACATGGAAAG 
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CGAGGAGTTGAATGGTGCATACAAGGCCATCCCCGTTGCCCAGGACCTGAACGCGCCTTCT 

GATTGGGACAGGGGTGGGAAGGACAGTTATGAAACGAGTCAGGTGGATGACCAGAGTGCTG 

AAACCCAGAGCCAGAAGCAGTCCAGATTATATAAGCGGAAAGCCAATGATGAGAGGAATGA 

GCATTCCGATGTGATTGATAGTCAGGAACTTTCCAAAGTCAGCCGTGAATrCCACAGCCATG 

AATTTCACAGCCATGAAGATATGCTGGTTGTAGACCCCAAAAGTAAGGAAGAAGATAAACAC 

GTGAAATTTCGTA7TTCTCATGAATTAGATAGTGCATCTTGTGAGGTCAATTAAAAGGAGAAA 

AAATAGAATTTCTCACTTTGCATTTAGTCAAAAGAAAAAAATGCTTTATAGCAAAATGAAAGAG 

AAGATGAAATGCTTCTTTCTCAGTTTATTGGTTGAATGTGTATCTATTTGAGTCTGGAAATAAC 

TAATGTGTTTGATAATTAGTTTAGTTTGTGGCTTCATGGAAACTCCCTGTAAACTAAAAGGTTC 

AGGGTTATGTCTATGTTCATTCTATAGAAGAAATGCAAACTATCACTGTATTrrAATATTTGTT 

ATTCTCTCATGAATAGAAATTTATGTAGAAGCAAACAAAATAGTTTTACCCCGTTAAAAAGAGA 

ATATAACATTTTATGTCACTATAATCTTTTG I I I I M AAGTTAGTGTATATTTTGTTGTGATTATC 

TTTTTGTGGTGTGAATAAATCTTTTATCTTGAATGTAAAAAAAAAAAAAAAAGT 

>191 

GTACTCCCTGGAAAGTCCAGCTGAGAAAGCGATCCTGCCCTCTGCTCCTCCCAGGG 
TTACCCTCCTGTAAGTGTTCTGCTTAGTGTTCAGAATTGGGGGATGCTGGGACTGGGCAAGG 
ACTTGTAGGCAAGACCCCATAGCCTGCTCATGCCTGTTGGGTTGCCTATGGATCATTCCCTG 
CTGGGCTCACTCACCGGCTTCGTATAAGGTCC 1 1 I M GAGGTTTATTATTTCGTTGTCCATAT 
ACTTGATGCTCTTCATTGGCTTGTCTGGGACCTGCCTTAGGTTGTCCGAGGCATAAAAGGGC 
GGGACAGCCCCCGAGTTGGGGGAACTCTGAAGCTTCTTGGTGGCTGGAACCTTGGTCATCT 
TAAAAATCCTTCAGGTTTTAGCCTGTGCCCCCAAGACAAGGATTTTTCCAGAATCTTCTACTT 
CAGTAGTTACTGGTATGAGAAGTTTGGGCAACfTGTCCCTGATCGCCAAGTCCCAATTAGAG 
GAACTCCAAAGCGGTTTCCTTCTCCCGCGN 
>192 

TGGCGGCCGGCCGGGCAGGTACI I I M I I I I i I I I I i I I I I I I I M I I I GTGGCTTGAA 
ATACAGCTGAAATAACTGAATTTTCTACTTGAAACGTGTGTGCCTCTCCACTGAGGGGCCAA 
GGGCCTGGAAATGTAAAGGGCCAATGTTTGTTAGAGAGGGGTTCATTGGAGTGAAGGGCGG 
GTTCTGCAAAGACAAACAGGTCTCACAGATAGTTGCCCCCGCGT 
>193 
>194 
>195 

NNGAGGATCCATTATCTTCTGTTTGGTTTGCTGTTCCTG I I I M GGTGGGTGTTGCAG 
GTCATGGAGGAATGATAAACACATTACAGAAATATTATTGCAGAGTCAGAGGCGGCCGGTGT 
GCTGTGGTCAGCTQCCTTCCAAAGGAGGAACAGATCGGGAAGTGGTCGACGCGTGGCCGA 
AAATGCTGGCGAAGAAAGAAATAAAAACCGTQAAACATGACGAGAGTGTTGTAAAGTGTGGA 
AATGCCTTCTTAAAGTTTATAAAAGTAAAATCAAATTACAI I M I I I I CCAAAAAAAAAAAAAAA 
AAGTAAAAGT 
>196 

ACGCGGGGGGATCCGAGTGAGGCGACGGGGTAGGGGTTGGCGCTCAGGCGGCGA 
CCATGGTGATTGTGATTCATCATCCCTTAATTAAATATCAAATTATATTTGTGTGAAAATGTGA 
CAAACACACTTATCTGTCTCTTCTACAATrGTGGTTTATTG AATGTGA I I I 1 1 CTGCACTAATA 
TAAATTAGACTAAGTGTTTTCAAATAAATCTAAATCTTCAGCATGATGTGTTGTGTATAATTGG 
AGTAGATATTAATTAAGTCACCTGTATAATGTTTTGTAATTTTGCAAAACATATCTTGAGTTGT 
TTAAACAGTCAAAATGTTTGATATTTTATACCAGCTTATGAGCTCAAAGTACCTCGGCCGCC 
>197 
>198 

NACTTGGTGTTTGTCCCCCCCGGCGAACACATTTTGGGGTGCGCACACTGGCCCTG 
GTGGCGCGCTTCTTTTTAGGGGGCGTGTGGCCCACAGACAATGTTCTAACGGGGTAGTGGT 
GCTGTCTTACCCCGGTGGTCAGATAACCAGGGGGCCAGGGTCGCTT Ci 1 1 IG GCCCGTGTA 
GCAGAOCCGGTAGCCTAAAGCTTGACCCGTTAAAAGCTGTACTTGTAACTGGGTACCTCGTG 
AACTGTGAAGGAGGGCAGAGCAGGAAAGGGAAAGGAATAAGCCCCACCACCCGCAAGACAA 
GAGAGGCACAAATTAGAGGGCTGGGCACAGGCTGTAGCCCTGGGTGAGGGGGTAAGCAGC 
TTGACAGTTGCTCTGTGGTCTCTGGGATATAATTCTGCCCAAGGCTAGAACCACAGAGAAGA 
GTTTGCACTCTTAAGTCCAGGAAGGGGACTACCTGGAAGGCCTGAGAACAAAGGAGAAAGT 
TTAGCACACTAAACACATGGCCAGGACCCTAGGGACACAAGGCAGCTGGAGAGTGGGATCT 
CTTGTTAAATGGCATGGTAGGCAGATTAGAGTCCTGGCTATAATCCCTAGGGCCCCAATCCT 



Page 51 of 355 



wo 01/42467 PCT/USOO/33312 

645 

Table 4 



AGTAGTTACGTGCTAACCAACACATTACCCTGAGGCTTCTGGGAGAACAAGAGCCCTGAGG 

AAGAAGCAGTAAGACGAGGCATGAGAAAACCCAGAAAGCCAGCTCAGTTCCCAAGAAGGCT 

GGCACATGGGGCCTGAGAATTCTTAAATGGCCATTGTCAGTGGTACTTGCTCAGCCTTTCCA 

GGCCCCTCTGATGAGCTCTCTAATCAGGAGGACCAAGGTGTGAAGTGGGAATGAACATGGA 

TCGATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGG 

GCTGGGAACAGTTTGTGAGGACTTATGTGTTGTACCTGCCAAAAGTTAATTAGTAACTCAGG 

GTCGAGAGTGAATTAACAGGACAAACGTAATCCAACATGCCAGTGTGGGTAGGACACAGTT 

CCCTAATCAGCCCTTGGGCCCCAGATGCAGGCTCTCCGGTCCCCTCTGAGAGCTGTCTGGG 

AATAGCAGACAAGAGAATGTCAGGGCAGAAACCTGCTGGACTAGGCTCTCAGCAGCCCAGC 

TCCTCCCTG GG G G AATCCCCC AG AATTCCTC ACTGTGTG AC ACAGTTTTCTCCC ATGTCCTG 

GGCATATCTGTCTGACATGGTGGTCCTTAAGTCCTGAATGTCACGACGCAGCTGTTGAACCT 

CTTCTAGTTTCCTCTTGATCACATCTGGCTTCTGCAAATCTAGCTGAGTCTCTGGGTGCTGTG 

AGTGAATGCCCAGGAGCAGGGAGAGATTGGGGTCATGGCCCTGGGCCCTCTGGGTCACAA 

TGCTACAGACAGCCTGCAGATCTTGAAGGCAACTGGCCAACTCCTGGTGCAGCTCAAGTGC 

CAGCTGGGCCGTGTCTGGTGAAGGTGGAGACCCTGGTTGGGCCTGGGGCAGGTGTTCCTG 

GAGTGTCAGATTCTTCTCAATCAAGTCCTGGTTTTGCACTGAAAGCTCCTTTCACGGCTGTG 

CGCAGCTGCTGCAGGGCTGAATCCCTTCGCTGGGCCTCCTCTCTCAGGGCCTGGCTTGTTC 

GTTCTTCTTGAGCCACTTCCTGCTCTAGGCTCTGTACTTGTGAGCGCAACTGATCCATCTTCT 

GGTGCTGCTTCTCCACAATCTTTTGGAGCGAATCGTATCGCTTCTGCCAGGACTCCATTTCC 

ACTTCTGGACCTTCTCCACTGGTCTGCTCCACAGACTGTTTATCTTGCAGGCTATGTCCAGC 

GGAGGAGAATTCTGCTTGTGTCTGCCTCAGGGTTTCCAGTTGAATCTCGTTGTGTCTGCAGA 

TTGCCTGGGTCTCCTGCAGCAAACTCTCCAGCTCAGTCACTTTCTCCTGCAGGTCTGTGCTC 

TTCAACTGAGAATCCTTAAGCTATATTTAATTTCCTCAGCAAGGCAAI I I I I ACTTTCTGCAGA 

AAGGGTGCTCCTCGCAGATGGAACAAN 

>199 

NACTTGGTGTTTGTCCCCCCCGGCGAACACATTTTGGGGTGCGCACACTGGCCCTG 
GTGGCGCGCTTCTTTTTAGGGGGCCTGTGGCCCACAGACAATGTTCTAACCGGGTAGTGGT 
GCTCTCTTACCCCGGTGGTCAGATAACCAGGGGGCCAGGGTCGCTTCT7TTGGCGCCTGTA 
GCACACCCGGTACCCTAAAGCTTGACCCGTTAAAAGCTGTACTTGTAACTGGGTACCTCGTG 
AACTGTCAAGGAGGCCAGAGCAGGAAAGGGAAAGGAATAACCCCCACCACCCCCAACACAA 
GAGAGGCACAAATTAGAGGGCTGGGCACAGGCTGTAGCCCTGGGTGAGGGGGTAAGCAGC 
TTGACAGTTGCTCTGTGGTCTCTGGGATATAATTCTGCGCAAGGGTAGAACCACAGAGAAGA 
GTTTGCACTCTTAAGTCCAGGAAGGGGACTACCTGGAAGGCCTGAGAACAAAGGAGAAAGT 
TTAGCACACTAAAGACATGGGCAGGACCCTAGGGACACAAGGCAGCTGGAGAGTGGGATCT 
CTTGTTAAATGGCATGGTAGGGAGATTAGAGTCCTGGCTATAATCCCTAGGGCCCCAATCCT 
AGTAGTTACGTGCTAACCAACACATTACCCTGAGGCTTCTGGGAGAACAAGAGCCCTGAGG 
AAGAAGGAGTAAGACCAGGCATGAGAAAACCGAGAAAGCCAGGTCAGTTCCCAAGAAGGCT 
GGGACATGGGGCCTGAGAATTCTTAAATGGCCATTGTCACTGGTAGTTGCTCAGCCTTTCCA 
GGCCCCTCTGATGAGCTCTCTAATCAGCAGGACCAAGGTGTGAAGTGGGAATGAACATGGA 
TCCATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGG 
GCTGGGAACAGTTTGTGAGGACTTATCTGTTGTACCTGCCAAAAGTTAATTAGTAACTCACC 
GTCGAGAGTGAATTAACAGGACAAACGTAATCCAACATGCCAGTGTGGGTAGGACACAGTT 
CCCTAATCAGCCCTTGGCCCCCAGATGCAGGCTCTCCCCTCCCCTCTGAGACCTCTCTGGG 
AATAGCAGACAAGAGAATGTCAGGGCAGAAACCTGCTGGACTAGGCTCTCAGCAGCCCAGC 
TCCTCCCTGGGGGAATCCCGCAGAATTCCTCACTGTGTGACACAGTTTTCTCCCATGTCCTG 
GGCATATCTGTCTGACATGGTGGTCCTTAAGTCCTCAATGTCACGACGCAGCTGTTGAACCT 
CTTCTAGTTTCCTCTTGATCACATCTGGCTTCTGCAAATCTAGCTGAGTCTCTGGGTGCTGTG 
AGTGAATGCCCAGGAGCAGGGAGAGATTGGGGTCATGGCCCTGGGCCCTCTGGGTCACAA 
TGGTACAGACAGCGTGGAGATCTTGAAGGGAACTGGCCAACTCCTGGTGCAGGTCAAGTGC 
GAGCTGGGCCGTGTCTGGTGAAGGTGGAGACCCTGGTTGGGCCTGGGGCAGGTGTTCCTG 
GAGTGTCAGATTaTTGTCAATCAAGTCCTGGTTTTGCACTGAAAGCTCCTTTCACGGCTGTG 
GGCAGCTGCTGGAGGGCTGAATCCGTTCGCTGGGCCTCCTCTCTCAGGGCOTGGCTTGTTC 
0 r I CTTCn GAGCCACTTCCTGCTCTAGGCTCTGTACTTGTGAGCGCAACTGATCCATCTTCT 
GCTGGTGCTTCTCCACAAT O 11 1 1 G GAGCGAATCGTATGGCTTCTiSCCAGGACTCCATTTCC 
ACTTCtGGACCTTCTCCACtGGTCtCCTCCACAGACTGTTTATCTTGCAGe^ 
GGAGGAGAATTCTGCTTGTCTCTGCCTCAGGCTTTCCAGTTGAATCTCCTTCTCTCTGCAGA 
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Ttgcctgggtctcctccagcaaactctccagctcagtcactttctc ctgc agctctgtgctc 

ttcaactcagaatgcttaagctatatttaatttcctgagcaaggcaatttttagtttgtgg 

aagggtgctcctcgcagatggaagaan 

>200 

NNATGTGGTTACGAGCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTGTTTTTCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCGGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACGCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACAGACGTGCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCGTACGACAGTCCCCTGCTCCGTGTTCCAGAGCGCTTTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GAAGG I I I M CCACTATTCACACTGTGTGGCGTAACCTTCTTCAATATAAGCCCAAATGTCAC 
CCAATCTATTTCTTCCAGCTTCTCTGTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCGTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTGAGAGAACrnrC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 
CTGTAGGGGTTGGGAGGGTGCACTTGTGATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 
GAAGCCTTTGGTGTTCGAGGCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 
CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCGG GGGA 
GACTTCTCAGGGGA I I I I I GCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 
AGCTGCTCTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 
TCGTTTTCTGTCGCCTGGGGGCAGGAGCAGGGAGGACCGTATTTTCAGTTGACTGTGATGG 
GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCGTT 
TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTT CTGTA TAAGATTCACCGTCGCC 
GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 
TTTCTTGTGAATTACAATCCAAGGCTGACTCATnTCTTCCAGCAGTGCGGTCAGCAGAGACA 
GATTGTGTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 
GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGGCTTCTTCGTTC 
ACAGCTGAAGGCGCCAAAATCGGACNN 
>201 
>202 

ggAgTCGAGCCACGCGTCCGATCATGTGACACGGAAGTAGCTCCGAAGAGGAAGAG 
GACGAAAAAAATAACCGTCCGCGACGCCGAGACAAACCGGACCCGCAACCACCATGAACAG 
CAAAGGTCAATATCCAACACAGCCAACCTAGCGTGTGCAGCCTCCTGGGAATCCAGTATACC 
CTCAGAGCTTGGATCTTCCTCAGGCTCCAGCCTATAGGGATGCTCCAGCTGCCTACTCAGAG 
CTCTATCGTCCGAGCTTTGTGCACCCAGGGGCTGCCACAGTGGCCACCATGTCAGCCGCAT 
TTCCTGGAGGCTCTCTGTATCTTCCCATGGCCCAGTCTGTGGCTGrrGGGCCTTTAGGTTCC 
ACAATCCCCATGGCTTATTATCCAGTCGGTCCCATCTATGCAGCTGGCTCCACAGTGCTGGT 
GGAAGGAGGGTATGATGCAGGTGCCAGATTTGGAGCTGGGGCTACTGGTGGCAACATTCCT 
CCTCCACCTCCTGGATGCCCTCCGAATGCTGCTCAGGTTGCAGTCATGGAGGGAGCCAACG 
TCCTCGTAACTCAGCGGAAGGGGAACTTCTTGATGGGTGGTTCAGATGGTGGGTACACCAT 
CTGGTGAGGAACCAAGGCCACCTTTGTGCCGGGAAAGACATGACATACCTTCAGCACTTCT 
CACAATGTAACTGCTTTAGTCATATTAACCTGU\AGTTGCAGTTTAGACACATGTTGTTGGGGT 
GTCTTTCTGGTGCCCAAACTTTCAGGCACTTTTGAAATTTAATAAGGAACCATGTAATGGTAG 
CAGTACCTCCCTAAAGCATTTTGAGGTAGGGGAGGTATCCATTCATAAAATGAATGTGGGTG 
AAGCCGCCCTAAGGATTTTCCTTTAATTTCTCTGGAGTAATACTGTACCATACTGGTCT^ 
TTTTAGTAAtAAAACATCAAATTAGGTTTGGAGGGAACTTTGATCrrCCTAAGAATTAAAGTT 
OCAAATTATTCTGATTGGTCTTTAATCTCCTTTAAGTCTTTGATATATATTACTTGTTATAM 
GAACGCATTAGTTGTGtGC C I 1 i I CCTTTCCAtCCCtTGCCCCACCCATCCCATCTCCAAGCC 
TAGTCTTCCATTTCCTCCCGCCAGTCTCCATTGAATCAATGGTGCAGGACAGAAAGCCAGTC 
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AGACTAATTTCCTTCTTTCCTCGCACTTCTCCCCACTCGTCATCTTTTAACTAGTGTTTCACA^ 

GGATCCTCTGAAACCCTCTCTGTGCCCCAAGTACAGATCCCATTACTTCTGCTTTCGTATCTC 

CTCAGGCAAAAGTGGAGGGTGCCTTATGGGCCCTCCTCATAGGTTGTCTCTGCATACACGA 

ACGTAACCCAAATTTGCTTTGGTGCCAGAAAAACTGAGCTATGTTTGAACAAAGATGTCGTG 

CAAAGTGTACTGTGAACAACAGTTGGTTTAAAATATGAGGGGCAAGGAGGAGGATGCATTTC 

AA AAGCT TGATTGATGTGTTCAGAGGTAAATTAAGAGGAGTTTTCAGATCAAAAACTGGTTAC 

CATTTTTTGTCAGAGTGTCTGATGCGGCCACTCATTCGGCTCCCCAGAATTCGTAGACTGGG 

TTAATAGGGTCATATTGTGAATGTCTGACTACAAAATGACTTGAGTCCAGTGAAATGTCATTA 

GGGTTTAAGAATATTTCAGGGATCCCTAATGTTTTGA I I I I I GTTTTGTGAAATTGGATTTTAT 

TTTATTTTATCTTATAATTTCAGTTCATGTAAATTGTGTGTTCTGTACATGTGATGTTTGACTGT 

ACCATTG AGTGT TATGGAAGTTCAGGGTTGTATGTCTGTCTCTACACTGTGGTGGACTTAAGT 

TGTGGAATTTTTATACTAAAAATGTAGAATAAAGACTATTTTGAAGATTTGAAAAACAAA 

AAAAAGttcggaGGATGGaaTGtcgggggggaaacaaggggtattgaactggcccatggtcaaaggctgttccggacGGA 

GTttttgtcccaaggggaaatactgcggcgcccataaagagaggccgaataaattggaaaagc 

>203 

>204 

NNATGTGGTTACGACGGAGTGTATTGAGGTGAGGCGATCCATAGGCTGTGGTGTTT 

GTTTTCGCTGATCCAGACAAAGGTTGGGGGAGTGTCTATTCATGTGTTCAAGCTGAAGGCTG 

GTTCTCGGTTGTCATTTTACAGTG i I I M GTACGGGGTTACATTACAGGAATGTTGTAGGGAC 

GTTTAGCCCGTGGAGTATGAACGTCTTGAGACTCGGTGTGAGACTCCCTGGTTTGTTCGACA 

ACAGTGTGTTTTTAGATTGCGTAGGTTTGATTAAGGAAGAGATCATGCCGTGAAGGCAATTTA 

TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTGTGGTAGTGTGAAGGCATGGTTG 

GCACATCCAGTTCTTTGATGTCTGGCTGCGTTCTGCGGGGGAACTGTGTTGTGGAATTGGTT 

GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGGATTGCACTGAGCTGTCGTTGTATC 

TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 

GGTCTCCATTGTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 

CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAA ATAAG AACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCGATATGCT 

GAAGG I I I I I CCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGG 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTTGACTCCTGAATTGTCTGAACTCTCCTCTGCTTAAGAGGTGGCCGGGGA 

GAGTrCTCAGGGG AI I I I I GCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTA C 1 1 I [ 

AG CTGCT CTTGTAAGGCGTTCATTTGCTCTTGCAAATTCGTTAATTCCTCTTGCAACTC^ 

TCGTTTTCTCTCGCGTGGGGGCAGGAGCAGGGAGGACGCTATTTTCAGTrGAGTGTGATGC 

GGGAAGTTCTTGTTC^TGTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTC^ 

TTCGTOTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGC^ 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTGTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>205 

NNATGTGGTTACGACCCAGTGTATTGAGGTGAGGCGATCCATAGGCTGTGGTGTTT 

GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGGTGAAGGGTC 

GTTCTCGGTTGTCATTTTACAGTG I I I I I CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 

GTTTAGCC CGTGG AGTATCAACGTCTTGAGACTCCGTGTGAGAGTGCCTGGTTTGTTCCACA 

ACAGTGTGTTTrrAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 

TATTCTGCAATTCCGJAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 

GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTtGTGGAATTCGTT 

GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
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TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 

GGTCTCCATTCTTCTTCTTGGCTTTAGAGGTTCCCAGGTCAAGAGCTTCAGCCATAATTAAGA 

CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCGCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATGATTCAGTTTCCATATGCT 

GAAGGTTTTTGCAGTATTGAGAGTGTGTGGCGTAACGTTCTTCAATATAACCCCAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATGTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGGCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACGTGTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGGAGTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGGCTTTGGTGTTGGAGGCAGGCTCTTGGTTCTTGGTAGCGCAGGGAGATGAAGGTCCG 

CAGAAAAGCATGTTGAGTCGTGAATTCTCTGAACTGTCCTGTCCTTAAGAGGTGGGCGGGGA 

GACTTCTCAGGGGATTTTTGCAGAGGGGGTGGGGTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AGCTGGTCTTGTAAGGCCTTCATTTGGTCTTGGAAATTCGTTA ATTG GTCTTGGAAGTGTTCAT 

TCGTTTTCTGTCGCGTGGGGGCAGGAGGAGGGAGGAGGCTATTTTGAGTTGAGT GTGA TGG 

GGGAAGTTCTTGTTGATCTGTTAAGTGCTCCATATCTGCAAAGAGAGTGGGCAGATTTTCCTT 

TTGGTCTCTTGTCTGTGCTGTTTCTGGATCATCAGCCTCTT CTGTA TAAGATTCACGGTCGGG 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTGCCGGGTGAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCGTCCTCATCCATGGTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAAGGCGCCAAAATCGGACNN 

>206 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTGATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTAGAGTG I I I I I CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGAGTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
AGAGTGTGTTTTTAGATTCCGTAGCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGGGGCCGAGGTACTGACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTGTTCTTCTTGGCTTTAOAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CGTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGAGAGTCCCCTGCTCCGTCTTCCAGAGCGGTTTGTGAAGTTC 
TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GAAGGTTTTTCCACTATTCAGACTCTGTGGCGT AACCT TCTTCAATATAACCCGAAATGTCAC 
CCAATCTATTTCTTCCAGGTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTGTGATGAG 
TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCGTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCGACTAGGT TTGT TCCGAGAAATCGT 
CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 
GAAGCCTTTGGTGTTCGAGCCACCCTGTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 
CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 
GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTAC 1 1 I I 
AGCTGCTCrrGTAAGGCCTTCATrrGCTGTTGCAAATTCCTT AATTC CTCTTGCAACTCTTCAT 
TCGTTTTCTCTCGCCTGGGGGGAGGAGCAGGGAGGAGGCTATTTTCAGTTGACT GTGA TGC 
GGGAACrrCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 
TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGGCTCTT GTGTA TAAGATTCACCGTCGCC 
GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGGGTCAAGAAGTTAT 
TTTCTTCTGAATTACAATCCAAGGCTGACTCAI 1 1 ICI I CCAGCA6TGC6GTCAGCAGAGACA 
GATTGTCtTCCTGCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 
GCTCAGATGCGCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGAQGCCTTCTTCGTTC 
ACAGCTGAACCCGCCAAAATCGGACNN 
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>207 

CGCGGTGGCGGCCGCCCGGCAGGTACATGGTTCTTCCTCAGAAAGTGGTTCTTCCT 
TAATGTGTTTC M ill AGCCCTTTTCTTCTTGTTCTTCACAGATGTTTCTTCTTCTTCTGCCACT 
TTTTCTTGTTCCTGTTCTTGAACTGAATAGGGTAAGT GTAAAGG CACAACAAATTAACAGTGTA 
TCAGATCTCATTCCTTCCAAAAACGTTTGAGTCCTAG I I 1 I M t CTGTCATTCTCATCAACTAC 
CCAATGTTTGTTTTGTTTATTTTATAATTGGGAAGGTTCTCCAAGGCCTACCACTAACTTT 
GAATGATATAGATAGAGGTCAGAGGAATCTTCTCACGATCATGAAGTCATGTATAAAAATCAG 
GATTAAAAGAAAGGTCATCTGATCTGCAATCATTATTGGGAAGAAAGTGAATTATATTAGAAAT 
GGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGGTTTAATCTACCTGCTGCAACCCTGA 
AAAATTGTATTTACCCTTGGTGAAGCTCCCTATCTATAAAACTTAAGAATGTCTTATGTTACTG 
GACTGTTACTGATTTAAAAAGATGATGCATAGAAAGCACTAAGTATAATGCTTAGCACACATT 
ACAATAAGGACTCAACACATAGCTATCATTAGAGATTCAGTGACCAGCTGGGTGCAGTGGGT 
CACGCCTGTAATCTCAGGAGTTTGGGAGGCTGAGGCGGGAGGATCACTTGAGGTCAGGATA 
TCAAGACCAGCCTGGCCAACATGGTGAAATCCTGTATCTAATAAAAATACAAAAAAGTTAGCT 
AGGCATGGTGGTGCATGGCTGTAATCCCAGTTATTCAGGAGGCTGAAGCACGAGAATTGCT 
TGAACCCAGGAGGCGGAGGCTGCAGTCAGCCAAGATCACGCCACTGCAGTTGAGCCTGGG 
CGACAGAGGGAGACTCTGTCTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
>208 

GGCGGTGGCGGGGGCCCGGCAGGTACATGGTTCTTCCTGAGAAAGTGGTTCTTCCT 
TAATGTGTTTC r M i l ACCCCTTTTGTTCTTCTTCTTCACAGATGTTTCTTCTTCTTCTGCCACT 
TrTTCTTGTTCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAACAAATTAACACTGTA 
TCAGATCTCATTGOTTCCAAAAACGnTGAGTCCTAG M I I I II CTGTCATTGTCATCAACTAC 
CCAATGTTTGTTTrGTTTATTTTATAATTGGGAAGGTTCTCCAAGGCCTACCACTAACTTTAAC 
GAATGATATAGATAGAGCTCAGAGCAATCTTCTCACGATCATGAAGTCATGTATAAAAATCAG 
GATTAAAACAAAGGTCATCTGATCTCCAATGATTATTGGGAAGAAAGTCAATTATATTAGAAAT 
GGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGGTTTAATCTACCTGCTGCAACCCTGA 
AAAATTGTATTTACCCTTGGTGAAGCTCCCTATCTATAAAACTTAAGAATGTGTTATCTTACTG 
GACTGTTACTGATTTAAAAAGATGATGCATAGAAAGGACTAAGTATAATGCTTAGCACACATT 
ACAATAAGGACTCAACACATAGCTATCATTAGACATTCAGTGACCAGCTGGGTGCAGTGGCT 
CACGCCTGTAATCTCAGCACTTTGGGAGGCTGAGGCGGGAGGATCACTTGAGGTCAGGATA 
TCAAGACCAGCCTGGCCAACATGGTGAAATCCTGTATCTAATAAAAATACAAAAAAGTTAGCT 
AGGCATGGTGGTGCATGCCTGTAATCCCAGTTATTCAGGAGGCTGAAGCACGAGAATTGCT 
TGAACCCAGGAGGCGGAGGCTGCAGTCAGCCAAGATCACGCCACTGCACTTCAGCGTGGG 
CGAGAGAGGGAGACTCTGTCTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

>209 

NNGTCGGCATTGTGACGCGAGAATTTAATATACTTGTGGGGCGCGCGTGTTTTGTTA 
ACCGTCCGCCCGAGTGTCGCCTGAATTTGTACCCGTCGCCCCTTAACGCAAAGCTAAATCCA 
CCATCTGGTATTCTCCCGTAGAGCACCAGATGACGATGTGAAGCTGGACAAGTGTCTCTAAC 
AATAAAACATTACTGTTTACAAAACAAAAAGCACAAACATAATTATGGAATAAATAA AAAACAA 
GGGACAAACAGCCAACTGACTCTACCCACTTGGTGAGAAGTGATATACTTGAACTAI I 1 1 1 1 1 
AATGCTTCTGAAAGTTTCTTGGGCCACAGAGGACTAGGGTGCAATCATTCCCTGTGTTAGTG 
AGTTGGGTTTAATGCAGCTTCAAAATTAGGGTAAAGGGACTTGGTGAAATGTTTACATTAAAT 
ATTTCACTCCTACCCATTGTTCAGGAAAAAAGGTGAGCTCAGCAAGGCTGGATGCCATTAAG 
AGATATTTACTG I IIICII II iCTATAGCTAAAAAAGCAAACTTTACACGAAGAAGCTCTTGAT 
TAAGGAAATTTCAATAGATTGATATTTATAAAATTTTAAACATTTGGCACAGCAAAATTTGGAA 
AAAATGGGGGAGAAAAAATAGGTCTGGTTGTTGTCCCCCTTTTTGCACCTGCTGCTGGACAG 
TGATGAGATGCTCACAGAAGAAAAAGGCCTGGCTTTGTACCAGGGTGGCGACAGGTGCTAC 
CAGGAGTGGGCTGAGGGGAGAAAAACTATCTCCCACTCTTTTGGCCCAGGCAATGTCAACG 
ACTTCCACATTCCCTGGCCCACTTCCTGAGCAACCCCAGGTTCGGGTGTGTATAAGGACCCT 
CCCCTCCCAACCCCAACCCCAGAGTGCAGTGGAAATCAACCAACAATTTA CTGGTG GAATG 
GCAATCAAAGGAAACAGTTAAACACCAAACAATTTCTTAAAGCOAAA AAATA TmTCATGGA 
GTTGAACATTTTTCGAGTGTG I N N I I CAAGTGTAAAAGCAGTGACATTTTGTTCAAAGAGAA 
GCAGCATCTAGGAATTCTGGCACTTGGGTrCTAGGGGGTTACAGGTATGCATCATGGATTCT 
TCTCCCTCGTATTTAAAAAGGCCTCGTGTTTCTATTCCTGAGTTCATACCAACACCTGGTAGC 
TCTCCCCTCTAGCGGACAGTGGGTGGCCAGCCAGCCTCCCTGGTtAGATTGGGCAATGCCA 
AGCAGACATCCCTCATTCACCTGCTGGGCTTGCTTTCTGATTCAGAGGTAAGTCGAAGTGCA 
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GAGAAAGAAACTTACAAAAGCACAACCACCAAAGGCAGCCTGAACGGGGAGCCCTGTGCAG 

ACTGAGTTGCTGGAGAGTACCCTCTCAGTCCCATTCCTGGGGAAAGGTAGGTCAGTCATGG 

AATTTGAATCAAACATGGGGGAGGACACCTGCCAAGCAATAGTATGATGGACTCAAGTCATC 

GCAGGGCATCTACTGTCTCCCTGACGTGCCGTAACCTTTTCTGAGTCCGTCGCTCTGTTGTG 

CAAGCACTGTAGTTTAAAAAGGAAAAAACACCCCCCACCATTAAAAGACAACCTTCAAATGTT 

ACTCAGTATATAAAGTTTGCTTAGGCTAAGGTGGAGTCAGAAATGTCTCTAATTGTAGACACC 

ATCTCTGTGCCACCCTTCCTCTCATCGGATATGGAGTGATTTCTTCTCTCGCTGCTGGGACG 

CAGATCTGAGCCACAGTCAGGTACCAATGTACACGACATAGGCACATGTGGAAACACAAAGA 

AGGTGGGCTGGTGCTTCTTTCTCTCTGCCCCTAGTCCAGGCTGCTTTGGTTCACGTAAGATT 

AACACTTTCCCATTCCTCTGAAGTTGGTGGAAGGACATTTGGGAGGAAGAAACAATTCCTCA 

CTGCCTATAAACTGTAGTGTCATGTGGGATAGTCAATTGAAGATGAGAATCAGAACAATGTG 

GGCAAATG GGTA TGGCAAGAATGGGAAGAGGACAAGAGGAGAGATGCCAAGTGTCATTGAT 

GCGAGGGCTTTTGGCATGTGGGTGGGTTCTGTGTCTTCTTTCCACCTCTTCCTTGAGTGTCAA 

GATCCACT TGTA GGGCGAGCTAGGTCGCATGTTTCCAGGTATGATTGGCTCTTAACTGCGACA 

AGCCTGGGTTTTGGCTACCGATCCGAAGAATATCAAGAGGGAATGACTAAGTATCAGCTAGA 

AACTTAGCGATGTGTCAACATTCCTGGATTATCTGAAAAGCTGTCGATGCCGTTTTAGAGGTT 

TATGGTGACAGAGCCGTATGATGTTAAAGTATGTTGATAGTTAAGGGTTGACTTAAGAAAATA 

AGAGAACCAGACATAATGGAAAGAGGTGTTGAATAATGTTGTCATGGGTGTCAGTGAACGTG 

C TGACA GTGAC AGTTG GTTTGGGTGGCGAAACCCAGAATAGAAAAGGAAAAATGAGTATTTT 

GTTTTTCATGTGTTTTGTATTTAAAGGGATTGGGTTAGTTGGTGGTGGCCTGTTT^ 

AACAAGAGTTTACAAGTGGTGATGGCTTCTTAATAGGTGAAGTAGGTGAAAAGTGTGAGAAG 

GTGACAGGAGGGTTTGGGGTGGCAACTATGGAGGTGAGAGGTGGGGAGCTCGTGTGCGTTG 

CCAGGCGCAGTATAATTGGGAGTATGTTTGTTCATGTTTGGTG AAAAGA i I II C I M AAAAAG 

GAAAAGAAAAAAATGGGAAAGAAGAGGAAGGAAAAAAAAAAAAAAAAAAAAAAGAAGGAAGAA 

GACAAAGAGGAAGATCGAAAGATTGGGCAAGCCCCACGCCAGTAAGTCTGAGATTATCTTAT 

TGGTTGGGTGAAATAATTATAAAGAAGCATTTCAGGCAAAATACTTAGTATTAATGGTCTCTTA 

CTGCTCAACCTCCCAACCATGCCCTTTTCCCTTTTATGTGTATCTCTTGGAGTAAAATAAATT 

CATTAATGGCTTTCCACATACAAATACAATAGAAAAGAAAGAAGTCTGGAACCTGACTATCAT 

GGGACCAAAAAGTATCTTGGCCCTTTGGGAGTTTCCTTGTCAGAAAGTATAAGCCTCAACAG 

GAAATAGAGGCTCCTTCTCCTTTGAGTTCAATACCCTCCCTGTGTCCTACTCACCAGGAAAAT 

AAGTGTGTTCATATCCCACCTAATTTACAACAGAAGATAACCCCATCCCATCCCCAAAACATA 

AAAATAGAAGTCTATGCCCATAGAACN 

>210 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATGCATAGGCTGTGGTGTTT 

GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 

GTTCTCGGTTGTCATTTTACAGTG INN CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 

GTTTAGCC CGTGG AGTATCAAGGTCTTGAGACTCGGTGTGAGACTCCGTGGTTTGTTCCACA 

ACAGTGTGTTTTTAGATTCGGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 

TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 

GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGGCAACTGTCTTGTGGAATTCGTT 

GCTCGCAGAGATAGCTTGAACTGCAGATCCCGCACAGGATTGCACTGAGCTGTCGTTGTATC 

TGAGCCTGGACATGGCGGCGGAGGTACTCAGAGTCAGGGAAATTCACAGTGTGCGTGCACG 

GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 

CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCGTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGGT 

GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAA TCTATFrCTTCGAGCTTCTCTCTGGCGATCTTTTCCTTGATGTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

.GAAGCCTTTGGTGTTCGAGCCACCGTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTT GACTC CTGAATTCTCTGAACTGTCCTCTCCTTAAGAGGTGGGCGGGGA 

GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTG^^ 

AGCTGCTCTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 
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TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACT GTGA TGC 

GGGAACTTCTTGTTCATCTGTTAAGTCCTCCATATGTCCAAAGAGAGTGGCGAGATTTTCCTT 

rrGGTGTCTTGTCTGTCCTGTTTCTCCATCATCAGCGTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCGAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGGCGGGACGCCTTGTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>211 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTGI I I I I CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTtTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTG Mill AGATrCGGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTGTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTGTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTGTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTGTGAGGATGATCGATAGATAAACAOACCTCCTGTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGAGAGTCCCGTGCTCCGTCTTCCAGAGCGGTTTGTGAAGTTG 
TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GAAGG i I M I CCAGTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAG 
CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTGGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGAGCTCTAGTTATCCCACTAGGT TTGT TCCGAGAAATCGT 
GTGTAGGGGTTGGGAGGGTGCACTTGTGATCCTTGAAGATGAGGTTTTGGGATCTGGAGGT 
GAAGCCTTTGGTGTTCGAGCCACCGTCTTGGTTGTTGGTAGCGCAGGGACATGAAGCTGCG 
CAGAAAAGGATGTTGACTCGTGAATTGTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 
GACTTCTCAGGGGAl I I I I GCAGAGGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 
AGCTGCTCTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCGTCTTGCAACTCTTCAT 
TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTGAGTTGACTGTGATGC 
GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 
TTCGTCTCTTGTCTarCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGGC 
GTCGGGATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCOGCGTCAAGAAGTTAT 
M iC I I C TGAATTACAATCCAAGGCTGACTC A I I I I C i I C CAGCAGTGCGGTCAGCAGAGACA 
GATTGTCTTCGTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 
GCTCAGATGCCCAGATGAGCAATGTAGAATGTTGGCCGATGCCGGGACGCCTTCTTCGTrC 
ACAGCTGAAGGGGCCAAAATGGGAGNN 
>212 

NNNCTCGCTCTGTCACTCAGGCTGGAGTACAGTGGCGTGATCATAGCTCACTGCGG 
CCTGGGTCTCCTAGGGTCAGGTGATCCTCCCATCTTAGCCTCCTGAGTAGCTGGGCATGTG 
CCACCAGACCTGGCTA C I i I M A A A I I U I II I I I I CTGTAGAGACGAGGTCTTTGTATGCTGT 
TCAGGGTGAACTTCATGGGTTTATTGGGGATGGGTAATGGATGACATTGGCGGTGGTCCTTG 
ATACCAGATAAGCCCTCAGTGTGAAGCAGCTCTTA I I I I I CCTTGTCTTGAGATTGCTCTGGA 
ATGGAAATTAGGCI INI I GAAGGTGTGACCC I I I i I GTTCATTTGTTCAGCAGTTAC I I i MA 
MUM AAATGTTTGACACACAGTCTCTGATAAATGATCATTCACGAATCACCGATTACTCTCG 
TTGCTCTGTTAAGTGTGACACTGTCCCTTTGAGAATGTGGCGAC AGCTA TGTATCCCATCAC 
CACACACCCCAAAAAAAAAATTTATGTCTGGTTCCAGGAGTTACCTTTTATGAGAAGTCCATC 
TGTGAAGACCCTGGATGTTCAGAGAACTTCGTGGGAAAACCCTGAAAGAAAATAAAGAGGCC 
GGGCCCGGTGGCTCATGCTTGTGGTCCCGGCACT7TGGGAGGCTGAGGTGGGCAGATAAG 
CTGAGGTCAGGAGTTCCAGACCAGCCTGGCCAACGTGGCGAAANNN 
>213 
>214 

CGCGGTGGCGGCCGAGGTACATGCCTACAGATAGTCCCAGCTACTCGGGAGGCTG 
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AGGCAGGAGAATCGCTTGAACCCAAGAGGCGTAAGTTGCAGTGAGCCGAGATCATGGCACT 

GCACTCCAGCCTGGGTGACAGAGAGAGACTCCATAAGAAAAAAAGAAAAAAAAGGGGGGGA 

AAAAGAAACAGATGAAACCAATGTGAATAATTTATTTTAACACAATATACCTAACATATTTTTAT 

7TCAATATGTAACCAGTATAAAAATTTACTTGTTTTGCCGTCTAGAGATAGTAAGCTCCTTAAG 

TAAACAGAAGTAATACCTGATTAATTAGAATTCCCAACCCTCATCAAGTGTGTGCTTATATAG 

AAGAAACCCAGTAAATGTTTGTTGATTGAAAGATATTAATACTCTTGCTTGGATGAGAGTGAG 

GAAAAAGGTATTAGTATTGGGTTTTGACAACGCCTTGT 

>215 

>216 

>217 

GCGGGCGAGGTACTATCAAACAACATGATACAATTTAAATGTGTCATAGCAACTACT 
AGTGGTCACCTGAAATCCATTTTCCGCTCCTTCACAGTAAGAGTTTTAGCTGAATGAGTGGC 
CACTCATAGAGAGATTGGATTTCfGGCTTCCCTTGCAGCCATAGGTAGCCATGGGACAAAGT 
TCTAACCCAGGGGGGGTCCAATCTTTTGGCTTCCCTGGGACACAGTGGAAGAAGAAGAATT 

GTCTTGGGCCACACATAAAATACACTGGCATCAAGGATAGCTGATGAGCAAAAAAAAAAAAA 
AAAAAAAAAGT 

>218 

NATACTGTTCAAAAATTGGCCTCCGACCACAAAGACATCCACAGCAGTGTTTCTCGG 
GTTGGAAAAGCCATTGGATAAGGATTCACTTTAAGAGATTTGGAAACTCTTCCCTTTGGAATT 
GCTGTTCCCATCAGAGATGCAATTTATCACTGTCGTGAACAGCCTGCCTCAGACTGGCCAGA 
AGCTGTCTGTCTCTTGATTGGACGTCAGGATCTTTCCAAGCAGGCCTGCGAAGGAAACTTAG 
CCAAAGGGAAGTCTGTGCTCTCATCAGATGTTCCTTCAGGAACAGAAACTGAGGAGGAAGAT 
GACGGCATGAATGACATGAATCACGAGGTCATGTCATTAATATGGAGTGAAGATTTAAGGGT 
GCAGGATGTGCGAAGGCTTCTTGAGAGTGCGCATCGTGTGCGTGTCAATGTAGTGCAGTAC 
CCAGAGCTCAGTGACCACGAGTTCATCGAGGAAAAGGAAAACAGATTGCTCCAATTGTGTGA 
GCGAACTATGGCTCTTCCTGTAGGACGAGGAATGTTTACCTTGTTTTCGTACCATCCTGTTC 
CAAGAGAGCCATTGCGTATTCCTAAATTGAATCTGACTGGGCGTGCCCCTCCTCGGAACACA 
ACAGTAGACCTTAATAGTGGAAACATCGATGTGCCTCCCAACATGACAAGCTGGGCCAGGTT 
TCATAATGGTGTGGCTGCTGGCGTGAAGATAGCTCCTGCCTCCGAGATCGACTCAGCTTGG 
ATTGTTTACAATAAGCCCAAGCATGCTGAGTTGGCCAATGAGTATGCTGGCTTTCTCATGGC 
TCTGGGTTTGAATGGGCACCTTACCAAGCTGGCGACTCTCAATATCCATGACTACTTGACGA 
AGGGCCATGAAATGACAAGCATTGGAGTGCTACTTGGTGTTTCTGGTGCAAAACTAGGCACC 
ATGGATATGTCTATTACTCGGCTTCTTAGCATTCGCATTCCTGCTCTCTTACGCCGAACGTGC 
ACAGAGCTGGATGTTCCTCACAATGTCCAAGTGGCTGCAGTGGTTGGCATTGGCCTTGTATA 
TCAAGGGACAGCTCACAGACATACTGCAGAAGTCCTGTTGGCTGAGATAGGACGGCCTCCT 
GGTCCTGAAATGGAATACTGCAGTGACAGAAAGTCATACTCCTTAGCTGCTGGCTTGGCCCT 
GGGCATGGTCTGCTTGGGGCATGGCAGCAATTTGATAGGTATGTCTGATCTCAATGTGCCT 
GAGCAGCTGTATCAGTACATGGTTGGAGGACATAGGCGGTTTCAAACAGGAATGCATAGGG 
AGAAACATAAATCACGAAGTTATCAAATCAAAGAAGGAGATACCATAAATGTGGATGTGACTT 
GTCCAGGTGGTAGTCTAGCTTTGGCTATGATCTACTTAAAAACCAATAACAGTGTCTTCTAGG 
AAGCCCAGACACATGGAGAAGTTCTGAGTGTTTTGGCCGATAGTCCCAGATGAGGTTCCAG 
GAACAGCTGGGATCAGCCATGAGATGTGAGTGAGGAAGGCTTTGAGATGGTTTCAGCCCTA 
GGCACCACTGACCTCATAAGAGACCACAAGAATGAGAATCACCTGGCGAAGCCGAGCAGAC 

CTTCAGAATTCAGAAATAAAATAATTCATCTTATTTCANNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNN 

>219 

>220 

NCCGCCGCAGGGGGGAATCTGCAGTAGGTCTGCCGGCGATGGAGTGGTGGGCTA 
GCTCGCCGCTTCGGCTCTGGCTGCTGTTGTTCCTCCTGCCCTCAGCGCAGGGCCGCCAGA 
AGGAGTCAGGTTGAAAATGGAAAGTATTTATTGAGCAAATTAACAGGTCTTTGGAGAATTACG 
AACCATGTTCAAGTCAAAAGTGCAGGTGCTACCATGGTGTCATAGAAGAGGATCTAACTCGT 
TTCCGAGGAGGCATCTCCAGGAAGATGATGGCAGAGGTAGTCAGACGGAAGCTAGGGACC 
CACTATCAGATCACTAAGAA CAGA CTGTACCGGGAAAATGACTGCATGTTCGCCTCAAGGTG 
.TAGTGGTGTTGAGCACTTTATTTTGGAAGTGATCGGGCGTCTCCCTGACATGGAGATGGTGA 
TCAATGTACGAGATTATCCTCAGGTTCCTAAATiSGATGGAGCCTGCCAtCCCAGTCTTCtCC 
TTCAGTAAGACATCAGAGTAGCATGATATCATGTATCCTGGTTGGACATTTTGGGAAGGGGG 
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ACCTGCTGTTTGGCCAATTTATCCTACAGGTCTTGGACGGTGGGACCTCTTCAGAGAAGATC 

TGGTAAGGTCAGCAGGACAGTGGCCATGGAAAAAGAAAAACTGTACAGCATATTTCCGAGGA 

TCAAGGACAAGTGCAGAACGAGATCCTCTCATTCTTCTGTCTCGGAAAAAGCCAAAACTTGTT 

GATGCAGAATACACCAAAAACCAGGGCTGGAAATCTATGAAAGATACCTTAGGAAAGCCAGC 

TGCTAAGGATGTGGATCTTGTGGATCACTGGAAATACAAGTATCTGTTTAATTTTCGAGGCGT 

AGCTGCAAGTTTCGGGTTTAAACACCTCTTCCTGTGTGGCTCACTTGTTTTCCATGTTGGTGA 

TGAGTGGCTAGAATTCTTCTATCCACAGCTGAAGCCATGGGTTCACTATATCCCAGTCAAAA 

CAGATCTGTCCAATGTCCAAGAGCTGTTACAATTTGTAAAAGCAAATGATGATGTAGCTCAAG 

AGATTGCTGAAAGGGGAAGCCAGTTTATTAGGAACCATTTGCAGATGGATGACATGACCTGT 

TACTGGGAGAACCTCTTGAGTGAATACTCTAAATTCCTGTCTTATAATGTAACGAGAAGGAAA 

GGTTATGATCAAATTATTGCCAAAATGTTGAAAACTGAACTATAGTAGTCATCATAGGACCAT 

AGTCCTCTTTGTGGCAACAGATCTCAGATATCCTACGGTGAGAAGCTTACCATAAGCTTGGC 

ACCTATACCTTGAATATCTGCTATCAAGCCAAATACCTGGTTTTCCTTATCATGCTGCACCCA 

GAGCAACTCTTGAGAAAGATTTAAAATGTGTCTAATACACTGATATGAAGCAGTTCAACTTTT 

TGGATGAATAAGGACCAGAAATCGTGAGATGTGGATTTTGAACCCAAGTGTACCTTTCATTTT 

CTTAAGACCAATCACAGCTTGTGCCTCAGATCATCCACCTGTGTGAGTCCATCACTGTGAAA 

TTGACTGTGTCCATGTGATGATGCCCTTTGTCCCATTATTTGGAGCAGAAAATTCGTCATTTG 

GAAGTAGTACAACTCATTGGTGGAATTGTGAAATTATTCAAGGCGTGATCTCTGTCACTTTAT 

TTTAATGTAGGAAACCCTATGGGGTTTATGAAAAATACTTGGGGATCATTCTCTGAATGGTCT 

AAGGAAGCGGTAGCCATGCCATGCAATGATGTAGGAGTTGTCTTTTGTAAAACGATAAACTC 

TGTTACTCAGGAGGTTTCTATAATGCGACATAGAAAGAGGGCAATTGCATGAGTAArrATTGC 

AATTGGATTTCAGGTTCCC I I I I I GTGCCTTCATGCCCTACTTCTTAATGCGTCTCTAAAGCC 

ACTAAAAAATAAAATAAGACTCGAGGGGGGGCCCGGTAGCCGAATTTGCGCTATTATGGGG 

CGGATTACAAATTAACTGGCCCGGCGTTTTTACAANNNN 

>221 

NGGGGGCGGAGCTGCCGAGGTACGGGGGACAACAGTCCCCAGGGATCACGATTCA 
AGATGCATGGAGGGGTCCTGGGTGGGTTCCTCTTGTTGAGCTGGAGTCATTGTCGGGCCCT 
GCCGCTTCGGAGTGGTGGTGATGAAGATGATTTGTCTGAGGAAGACCTGGAGTTTGCAGAG 
CGGTACCTGAGATGATACTACCATCCTAGAAATCTCGCGGGAATGCTGAAGGAGAATGGAGC 
AAGGTCCATGAGTGAGAGGCTGGGAGAAATGCAGTGTTTCTTGGGCTTAGAGGTGAGTGGG 
AAACTTGACGATAACACGTTAGATGTGATGAAAAAGCGAAGATGCGGGGTTCCTGATGTGGG 
TGAATAGAATGTTTTCCCTCGAACTCTTAAATGGTCCAAAATGAATTTAAGCTACAGAATTGTG 
AATTACACCCCTGATATGACTCATTGTGAAGTCGAAAAGGGATTCAAAAAAGGCTTCAAAGTT 
TGGTCCGATGTAACTCCTCTGAATTTTACCAGACTTCACGATGGCATTGCTGACATCATGATC 
TCTTTTGGAATTAAGGAGCATGGCGACTTGTAGCCAT7TGATGGGCCGTCTGGGCTGCTGGG 
TGATGCTTTTCCTCCTGGGCCAAATTATGGAGGAGATGCCCATTTTGATGATGATGAAACGT 
GGACAAGTAGTTCCAAAGGCTAGAAGTTGTrTCTrGTTGGTGCGCATGAGTTGGGCCACTCG 
TTAGGTGTTGACCACrTOAAGGAGCGTGGAGCACTGATGTTTGCTATCTACAGCTACACCGG 
CAAAAGGCAGTTTATGCTTCCTGATGAGGATGTAGAAGGGATGGAGTGTCTGTATGGTGCAG 
GAGATGAAGAGCCGAACGGTAAACATGCAAAAAGGGCAGACAAATGTGACCCTTCCTTATGG 
CTTGATGGGATTAGCAGTGTOiXBAGGAGAAACAATGATGTTTAAAGACAGATTCTTCTGGCG 
CGTGGATGCTGAGGAGGTTGATGCGGAGGTG I I I I I AAGGAAATCATTTTGGGGAGAAGTTG 
CGAACGGTATTGATGGTGGATATGAGCAGGGTTCTCATGACCTGATCTTCATCTTGAGAGGTA 
GAAAATTTTGGGCTGTTAATGGTTATGACATTGTGGAAGGTTATGGGAAAAAAATATGTGAAC 
TGGGTGTTGCAAAAGAAGTTAAGAAGATAAGTGGAGGTGTTGAGTTTGAGGATAGAGGGAAG 
AGTCTCCTGTTGTGAGGAAACCAGGTGTGGAGATATGATGATACTAAGGATATTATGGATAAA 
GACTATGGGAGAGTAATAGAAGAAGAGTTGGGAGGAATTGGTGATAAAGTAGATGGTGTGTA 
TGAGAAAAATGGTTATATGTATTTTTTGAAGGGACGCATACAGTTTGAATAGAGGATCTGGAG 
TAACCGTATTGTTCGCGTGATGCCAGCAAATTGGATTTTGTGGTGTTAAGTGT GI I 1 1 l A AAA 
ATTGTTATTTAAATCCTGAAGAGCATTTGGGGTAATACTTCCAGAAGTGCGGGGTAGGGGAA 
GAAGAGGTATCAGGAGAAAGCTTGGTTCTGTGAACAAGCTTCAGTAAGTTATCTTTGAATATG 
TAGTATCTATATGACTATGCGTGGGTGGAACCACATTGAAGAATGTTAGAGTAATGAAATGGA 
GGATCTCTAAAGAGCATCTGATTCTTGTTGGTGTAGAAAAGCAATGGTTGATGATAGTTCGGA 
CACCAGAAATGGGACAGATGGTCTGTGAATGAGAGGATAATTTAAAAATATATTTATAAGGAA 
ATTTTAGAAGGGGATAAAGTAAATACATGGATATAATGAATAAATCATTGTTACTAAAAAGTAT 
AAAATAGTATGAAAATGGAAATTTGGGAGAGGGATAGATAAAAGAAATAAAGCAAAGGAAAAT 
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GTCTGTAATAATAGACTGTAACTTCCAAATAAATAATTTTCATTTTGCACTGAGGATATTCAGA 

TGTATGTGCCCTTCTTCACACAGACACTAACGAAATATCAAAGTCAT TAAA GAGAGGAGAGAA 

AAGAGGAGTGGTAAGAATAGTAGATGTGGCCTTTGAATTCTGTTTAATTTTCACTTTTGGC^ 

TGACTCAAAGTCTGCTGTCATATAAGACAAATATTCCTTTGCATATTATAAAGGATAAAGAAG 

GATGATGT C M I M ATrAAAATATTTCAGGTTCTTGAGAAGTCACACATTACAAAGTTAAAATT 

GTTATCAAAATAGTCTAAGGCCATGGCATCCCTTTTTCATAAATTATTTGATTA7TTAAGACTA 

AAAGTTGCATTTTAACCCTATTTTACCTAGCTAATTATTTAATTGTCCGGTTTGT^ 

ATAGGCTATTTTCTAAAGACTTGTATAGCATGAAATAAAATATATCTTATAAAGTGGAAGTATG 

TATATTAAAAAAGAGACATCCAAA I 1 I I M I M AAAGCAGTCTACTAGATTGTGATCCCTTGAG 

ATATGGAAGGATGCC 1 I I I 1 I I CTCTGCATTTAAAAAAATCCCCCAGCACTTCCCACAGTGCC 

TATTGATACTTGGGGAGGGTGCTTGGCACTTATTGAATATATGATCGGCCATCAAGGGAAGA 

ACTATTGTGCTCAGAGACACTGTTGATAAAAACTCAGGCAAAGAAAATGAAATGCATATTTGC 

AAAGTGTATTAGGAAGTGTTTATGTTGTTTATAATAAAAATATATTTTCAACAGANNNNNNNNN 

>222 

NAGGGAGTCCCACCCACGTGTCCGCGCAAGACGCCTCGTAGGGAGTGTAACTATG 
GCCGGCCTGCGGAACGAAAGTGAACAGGAGCCGCTCTTAGGCGACACACCTGGAAGCAGA 
GAATGGGACATTTTAGAGACTGAAGAGCATTATAAGAGCCGATGGAGATCTATTAGGATTTT 
ATATCTTACTATGTTTCTCAGCAGTGTAGGGTTTTCTGTAGTGATGATGTCCATATGGCCATA 
TCTCCAAAAGATTGATCCGACAGCTGATACAAG I 1 1 1 1 I GGGCTGGGTTATTGCTTCATATAG 
TCTTGGCGAAATGGTAGGTTCACCTATATTTGGTTTATGGTCTAATTATAGACCAAGAAAAGA 
GCCTCTTATTGTCTCCATCTTGATTTCCGTGGCAGCCAACTGCCTCTATGCATATCTCCACAT 
CCCAGCTTCTCATAATAAATACTACATGCTGGTTGCTCGTGGATTGTTGGGAATTGGAGCAG 
GAAATGTAGCAGTTGTTAGATCATATACTGCTGGTGCTACTTCCCTTCAGGAAAGAACAAGC 
ACTTTTAACTGGTCTCATCCCCTTTTAAACTCATATTTCACAGTTCAACATACATGTTTCTCAT 
TGTAAACAAATA I I I I I CTTATCATTTTGCCTTTGCTCATGATGTTCTCATTACCTATAGTTTCT 
CTTCTGTTCTCATCATTCTTCATCGTTCAAGATTCAGTTTAAACCAGGTGTGGTGGCACGTGC 
CTGTAATACCAGCTACTCGGGAGACTGAGGTAGCAGAATCTCTTGAGCCCAGGAGTTCGAG 
GGCAGNCTGGGTAACATAGGGAGAGTGCATCTTAAAAAAAACATCACTGGGCGCGGTTTAC 
AACGTCGTGACTGGGGAAACCCGGGGGTACCAAATTAACGGCTGGGGAGAATCCCCCTTG 
GCAGAGGGGGAAAGGAAAGGCGGCCAAGTGCCCCCCGAAAGGGCCCCCAGAGAAGAGAC 
AGAGGGACCATGTCAGGCCCCGCCCTAGGGGCCCCCTAACACCACACGGGGGCGGCCCCT 
CCAAAAGCCCGGGGTGGGGCGGAGACACCACCCCGGAGGGCCACCGGCGGCCGCCACCC 
CACCNNNNNNNNNNNNNNNNNNNNN 
>223 

ACGCGGGGGGGACGTAAGGTGGGGCGGTGAAAGAAGTTrGCTGACGAAQATGGC 
GACTGAGGCACAGAGTGAAGGGGAGGTGCGAGCCCGCGAATCCGGCCGGAGTGATGCCAT 
CTGCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCGTGA 
C I I I I M GTGGAGAAACTCCG ACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGGA 
ATATCACAAGGCTCATCGATTtACCTGGAACTGAGTTGGCTCAGGTGATGGGGGAAGTGGA 
CCTTAAGTrGCCTGGCGGGGGTGGCCCAGCATCAGGATTCTTCCGGTCTCTGATGTCTCTC 
AAGGGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGA 
TATACCAACTGATTGAGTATCTAGACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCG 
GGTAATAGTGTCCGACAGCAGATTTTAAGGGATGCTCTCAATAATGGAACTGACATTGACTT 
GGAATCAGGGGAATTTCACTCAAATGATGTTGCCACTTTGCTGAAGATGTTTCTAGGAGAGT 
TGCCGGAGGCTCTGCTGAGACATAAAGACTTCAATGCACACGTCAAAATCGGTGATTTGATG 
CAGTTTGATGATAAAGGAAACAAGAGCAATATACGAGACAAGGACCGGCAAATTGAGGCTCT 
CGAGTTGCTCTTCCTCATTCTCCCTCCTCCTAATCGTAATTTGCTGAAGTTATTGCTTGATCT 
CCTATACCAGACAGCAAAGAAACAAGACAAGAACAAGATGTCAGCCTATAACCTTGCGCTTA 
TGTTTGCACCCCACGTCCTGTGGCCAAAAAATGTCACTGCAAATGACCTTCAGGAGAATATC 
ACAAAGTrAAACAGTGGGATGGCTTTTATGATTAAACACTCCCAGAAACTTTTTAAGGCTCGT 
GCTTATATTCGGGAGTGTGCGAGATTGCACTATTTGGGATCCAGAACTCAGGCATCAAAGGA 
TGACCTTGACGTGATAGCTTCATGTCATAGTAAGTCCTTTCAGCTGGGAAAGTGTCAGAAACG 
GAACCGGGTAGATTGGTGCCCTCACGAGGAGGAGACCCAGCACCATACGGAAGAGGGACT 
GAGAGAGCTGTTTCAAGAGGTTGATGATATGGCAGAGTGAGCAAAGAAGAAACAAGTTATTA 
GACAGrrrAATAAGCAATCAtTGACCCAGACACCAGGGCGAGAACCTTCTACTTCGGAGGTA 
GAAAAGAGGGCTGGTTGGCGCTGGTTCAGTGGGCTTATTAAGCGGAAGGTCCTGGGAAATC 
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AGATGATGTCAGAAAAGAAAAAGAAGAACCCTACTCCAGAATCTGTGGCCATTGGTGAATTG 

AAGGGAACCAGGAAAGAAAATAGGAACTTATTATTTTCTGGCTCTCCAGCTGTCAGGATGAC 

AGGAACAAGATTGAAGTGGTCTGAAGGGAAGAAAGAGGGGAAAAAAGGATTTCTCTGAAGG 

ATCCAGAGTTGTCTCCTATGGTCCATGCAGAATTTTCT GTTTA GTGGGCAGGTGTTATTCCTG 

CCCACAGCAAAGCTTGGACTTGCAGCTTGGTTGCTGCATTTTGAATTGTCAAAGCCAACTAA 

TACGGTGAGCCGACTGATAGCTCTAACC CCACTG AGTGGATGATGTTTGCAAGCTGTGCCTT 

CTGAGAGAGTGCTTAGGCGCTGTCTCTCTTTTTTAATATTATGGGGAAACCACTAACTATCCA 

ACCAGCTTATACAGCACACTAAGGTGGGCTTCAGTGCTCACTC AATGTG TTTAGGCAGATTC 

CACTTTTGAAAAAAAATATGAAATGTGTG CTCA ACT GCGAG TAAT TTTTT AAAAAGCACTGTCC 

CAGTGGATTGATGTTG M I U AATGGAT ATTTT GGG Mill CT CTGTT TTGATAGTATTGGGTA 

TTTGGTTGTTTTTGTTTGTTTATTTCTTTGTTTTAAA^ 

AGATATCTTTCCCTCTTTTTCACTTTGAGCTTTGGGAAAACTCTTTA TGTTATG AGGCTGTA^ 
CCTCAATACCTAATTTGTGTCCAAAGAATTTATAGCTCTTCTGGACATTTTTT ATTAIN 
GGTGTGACATCAGAGTATTTGACCTGCAGTATTGAAAAAGGAGAATTCAGAATGATACAGTA 
TTTTAACAAATCTTAATTATTAAACTCTTTTCCTTCCTTCCATTTCT 

TCTCTCTCTTTCCCTTTCCTCAGTGATGTGAAAATAATTGTGTTTTGCTGAACTTGTTATCTTC 

ATTCAATTTCCTCTTGACTAAAACATCTCTGGTGCCAACGTAATACTTCTGAACCACATCACT 

GTGACTCAAGGAAAGTCACTGACAGCATAAGAGAAGTTTGCTAAAATATTTGTATGTGGGGG 

AAGCTCTGGAGTGTGCCTAGGAGGGGGCTGGCTGCCTTTATGTCCCAGGATGACTCTTTAT 

GGGTGGGATTACATTGCACCCTCTGAGGGTGCAGGCTAGACCGTCTCCTGAGAGGAAGTTA 

GGATCAGAAAGAAGAAGCAAGGAGGAGCGTCTGCAGGGGTGACAGGATTrAAAGGAGAGAA 

TGTTCTTATTTGGAAGCAGCTGTGGCTTGTGACCAATGTTCAAGGAGTGTTACTGTTCG GGC 

CrCTGTTTGTCAGAAGGGACACAGGTGGTAATTTGGAGATGGGGCOAGAGCTTCTGGCTTTT 

GGATTTGGTGTGTTCACTTGTGTTGGATAGAGCAGTGGCATGGCTTTGACCTAGTATGAAGT 

GGTGTCTGCCCAGAGAGCAGCATGTAGCAGGGGGGAATGCTCAGGTTTGTGCCTGGCTCT 

GTGGAGCTGTACAACCCTTCTCACCCTGTGGGTTGGAGCCGAGTCAGGCCACTATGGGGAA 

GCAGTTGCGCCACAAAATGTGGTTTGCTGACCTATTTCTAAACTGTTGAATATGCTGCACCAT 

TGCTGAAATGAAAGATGACTCTGGGGGAGGAGAGCTTGGCCTTGTGCCCAGCTGGCAGCCC 

CCTCTGCCAGCCTTTCTGCTGCTTTrGCTGCTGTAACAGCAATAGTGGAGAAAAATGTAAAAT 

TTGGTCTTCCAGCTTAATGCAGTGTGAACAATAGATGGTTAGGAAAACAAAACTGCTTAGAA 

GCCCCTTTCTCTAGAGCAGTTTTATGTCATTTGTAAAAACACATATTAGCAAATTCGTTCGCG 

TAGGTTTCTATTCAATATTTGAC I I M II I M CTTATTAAGAAAATGAAATCCCTTAGACCAGAT 

ATCAGTTAATTCAAACAGAAAACCCTTTGGGTATCANNNNN 

>224 

agtcgactoacgcgtCGGGGAAQGGGGGTGGGAAgaagGgAGGGGATGGGGTTGAGCGAG 
CTGGAGAAAGCCTTGAACTCTATCATCGACGTGTAGCACaAGTAGTGCCTGATAAAGGGGAA 
TTTCCATGCCGTCTACAGGGATGACCTGAAGAAATTGCTAGAGACCGAGTGTCCTCAGTATA 
TCAGGAAAAAGGGTGCAGAPGTGTGGTTCAAAGAGTTGGATATCAACACTGATGGTGGAGTT 
AACTTCCTGGAGTTCCTCATTCTGGTGATAAAGATGGGCGTGGCAGCCCACAAAAAAAGCCA 
TGAAGAAAGCCACAAAGAGTAGCTGAGTTACTGGGCCCAGAGGCTGGGCCCGTGGACATGT 
ACAGACTCTCATTTTATGACGTATCCTACTGCATCAGGACATTTGTGTCAATGTCAGGtGACG 
AGGGGAAATGAAAGTGATGAGACGATGAGAGGAGTGAAATACCAAGGACGCCATACTAGGA 
AACCCAGGTCTATTTGTTATCAGAGTAAGGATCAAGCCAGATAGCCTGTTATGTAATTTCTCG 
GATAAAAGATTTTGAAAGCAGGTGCTGTGGGCATCTGTATGGGGAATCGCACTCATAGAATT 
ATTTTCATTTGTAAATATTTGGTATCAggCCAAGCAAGGGAAAGAAGCTTTACTgtaTTACCATC 
TTTccTggaaaAGATTGATTTrrCTCTCTCCCttaggGGATATGAggTATGATACCTGCaacc^^ 
AAGCTGgctgttaaGTGCTCTCTCCTTAACTATTGTCCAAGCAATGTACATCACTCTTGCCTAGAT 
GAGTGACCATACTTTTTTCTTTGCTGCTTGGTTTTTCTATCACTAAAAAGCAAAT^ 
AGATGGATGGGTAAGTCCTTTGTCCTTGTCAAAAGAATTTAGAAAGGGTAAAGGTGGTGGGA 
TTTGAATTCTTTTAAACGGTTTATTCATTGGAAAGGC AAGTG AGTGGCAGTTGACTGTAGAAT 
CTTGGGAATTTTTGAAGGAATTTAAGAGCrGTACTTATTTTAAATAATGAGGAA^ 
GAGACTTAACCAGGGTGGCAACTATGGAAGAGTGGGGGTAGAATCCAAGTGTACAGTTCTA 
CGGCACTGCTTTGTTTATTTTTTCAATCAAGCACACATGAGGGATTGCTTAATAAATTCAAGA 
GTTTTCTATATAGTTTGGGATTACTACAGACAGAGGTACTCTAGGGATGT GACT ATTTGAGAT 
TAGTGTTCCCATTGCTCTCCATCCTA7TTTTCATATCTAAATGTGTCATGAT7TTAGAATCTCT 
TTGTAAAGAAAACCAAAAAGAGCCATGCCCAAAAGAATGAGCATGAAATGAAGCAATTCAAG 
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TATTTAGAATTTCTTCTTCI 1 I I I t I N I 1 1 If I I CCAAAATTCTGAGTTAAGAAAGTTCATTGCC 
AACAGTTGAGGATAAATAGGTCTATTGATTTAGGCAAATGAATGAGAAGATTTAAACATGATG 
AAGACTCCCAAAGTTGGTGTAATAAAAGTTGAGATGTTTTGCTAGATGCTGAGAGAAAAGGC 
ATAAATAGGCCATTTGTGCTCCTGTAAACAAATGAAATTTTGTAATGATCAAGAGACAGCATG 
ATATTATAAAACACACTTTGGACTGATCGAGACCTGGCTCAGAGTTGTACGTAATTTGGTTAT 
CAGCATTTGGTTAGACCTTAGACAAATTTTATAACCTCTCTAAGCCCATTTTCTTTATC^ 
ATAAAGGAAAAAGATCTGTTTGGATTTGGGACAGGAGAGTTGTCTGTTTTATAGGGTAATGTT 
TATGAAAATAATTTATCACCTAGGTACTTAGTAAATAGCAGTTTCTGTGTCTG I I I I I GTTCAA 
AGCTTTGTTGACAATGTAGGATATTGCGAACTAATCCTTTGACTTGAGCGCTTAGCCATGCCG 
CAATCCAGGCAGCATGAAGAATGATCAAGAAGGGGACACCTAGTGGCAGTTGACCTTTGAG 
GATCTATCTAGGATCAGGTTACTGATTTGGGACCTCTGAATCAGTACATCATAACATCGAGA 
GTGATCTCTGCCAAAATTAAAATTCTGTCAGAACAGTATAAGCAGAAGGAAGACATTAGGTCT 
TTCTGAAATATGGAGCTGATAACTTCTATCAGTTCTGAATTCTGTACTGTCCCACCCCCAAAT 
CATCTATATTGTTGCATGTGCTTAGCTTTGTGCCTTGAATTGCTATTTCCI I I I lATCTTGCAC 
TCAGATGGTATTTTTAGAGATGTTTCTTCAATCAAAACAAGATAAAGTTAAAAAAAAAAAAAA 
.>225 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCAGACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGG7TGTCATTTTAGAGTG I I I I I CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTrrTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTGTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 
CCAATCTATTTCTTGCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTCTTCGTTGATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCAOATATTTGACCTGTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 
GTGTAGGGGTTGGGAGGGTGCACTTGTGATCCTTGAAGATGAGGTTTTGGGATCTGGAGGT 
GAAGCGTTTGGTGTTGGAGCCACGCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGGTCCG 
CAGAAAAGCATGTTGACTCCTGAATTGTCTGAACTCTCCTGTCCTTAAGAGGTGGCCGGGGA 
GACTTCTCAGGGGAI I I I IGCAGAGGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTnT 
AGCTGCTCTtGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 
TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 
GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 
TTCGTCTGTTGTCTCTCCTGTTTCTCCATCATCAGGCTCTTCTGTATAAGATTCACCGTCGCC 
GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 
TTTCTTCTGAATTACAATCCAAGGCTGAGTCATTTTCTTCCAGCAGTGGGGTCAGCAGAGACA 
GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 
GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGGCTTGTTCGTTC 
AGAGGTGAAGGGGCCAAAATCGGACNN 
>226 

ACGCGGGATGGATAGCCGGTTGGAGGAGATCCGGGAGGGGCAGAAGTTAGGGCGA 
CAGCTCGTCGCGCAGCAGTTGGGAQGTGAAAGTGCCGACAGCATTGGTGCCGTGTTAAATA 
GCAAAGATGAGGAGAGAGAAATTGCTGAAACAAGAGAAACTTGCAGGGCTTCCTATGATACC 
TCTGCTCCAAATGCAAAACGTAAGTATCTGGATGAAGGAGAGACAGATGAGGACAAAATGGA 
AGAATATAAGGATGAACTAGAAATGCAACAGGATGAAGCTTATCATCAATTCATTGTATAAAA 
ATAAAGAGATTTTCCTGAGAGAACTGATTTCAAATGCTTCTGATGCTTTAGATAAGATAAGGC 
TAATATCACTGACTGATGAAAATGCTCTTTCTGGAAATGAGGAACTAACAGTCAAAATTAAGT 
GTGATAAGGAGAAGAACCTGCTGCATGTCACAGACACCGGTGTAGGAATGACCAGAGAAGA 
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GTTGGTTAAAAACCTTGGTACCATAGCCAAATCTGGGACAAGCGAGTTTTTTAAACAAAATGA 

CTGAAGCAGAGGAAGATGGCCAGTCAACTTCTGAATTGATTGGCCAGTTTGGTGTCGGTTTG 

TATTCCGCGTTCCTTGTAGCAGATAAG GTTAT TGTCACTTGAAAACACAACAACGATACTCAG 

CACATCTGGGAGTCTGACTCCAATGAATTTTCTGTTATTGCTGACCCaagaggAAACACTCtaaG 

AGGGGGAACGACAATTACCCTTGTGTTAAAAGAAGAAGCATCTGATTACCTTGAATTGGATA 

CAATTAAAAATCTCGTCAAAAAATATTCACAGTTCATAAACTTTCCTATTTATGTATGGAGCAG 

CAAGACTGAAACTGTTGAGGAGCCCATGGAGGAAGAAGAAGCAGCCAAAGAAGAGAAAGAA 

GAATGTGATGATGAAGGTGCAGTAGAGGAAGAAGAAGAAGAAAAGAAACCAAAGACGAAAA 

AAGTTGAAAAAACTGTCTGGGACTGGGAACTTATGAATGATATCAAACCAATAT 

>227 

NNCGCTAGCTTGGACGGTTTGGCTGCCAGAGCCTGCTGCCAAGAGACAGGCTTGC 
AGCCCCGCCGTTTTCCTCCAGCCCAGGCCTGGTTTAAGTCCCCGCCCTCCCATCCCCACTC 
TTCAGCTGCCCTGGACCCAGCCCAAATGACAGAAAGGGCTCACTGAAGGCCTTGAGGCTTG 
GAAATTTGCTAATATGCAGCAGTTGATGCCCAGGCTACTCAAGGACGCAGATAGTAAACTCT 
GAACGCTGGTTCAGTTGCGAGATTTTTTAAAACGGTCGAATAAATCTTGAAGAAATAGAAGCT 
CTAAATCTTCCAAACAGCCTAGATTGTAAAGGCGGCCGACACTACAACTCCTAGCATGCCCA 
GCAACCGGACCTTCACTTGGAGTTGGCGGTCTGCCCGCTGGGAACTGTAGTCCTTGTTGGT 
TGCGGTCCCACCTAACGCCGAGGTCCTCTTCATTGTTCAAGCTGGTGTTTGGGGGCACGCC 
TGCGCAGTGGGCAAGCTGGAAAAGCGTGTGGGTGAGAACCTCGGAGAACCGCTTTTCATTG 
TCTGTGTGTGGCGCCTGCGCAGTAAGGGATCGTTGGAAGTGGGCAGGAGGGGATAGGGTC 
CGGCTCCTCGGCCTTTCGCGAGGCGCGTGCGCACTAGGCAGTCGGTCTTTGCCGTTACCGC 
TATGTGTGGGGCGTGTGTGGAATAACGTTATTGGGGAGCGGAGCTGAGGGGCCCGGAGCT 
GGACCGCAGCGGCAGGGACGAGAACAGCGGCGAGGACGAGGACGAGGAGGTGGGGGGAG 
GAGGGCGTGCGAGAGACTCACGGGACGCGACGCGCCGGGGGTCCCCCGTCCGGTCGGTC 
TCTCCACGGTAAGGGGATGACGTAGCTTTGCCAAAGACTTAGAAGCTAAGCAGAAAATGAG 
CTTAACATCCTGGTTTTTGGTGAGCAGTGGAGGCACTCGCCACAGGCTGCCACGAGAAATG 
ATTTTTGTTGGAAGAGATGACTGTGAGCTCATGTTGCAGTCTCGTAGTGTGGATAAGCAACA 
GGCTGTCATCAACTATGATGCGTCTACGGATGAGCATTTAGTGAAGGATTTGGGCAGCCTCA 
ATGGGACTTTTGTGAATGATGTAAGGATTCCGGAACAGACTTATATCACCTTGAAACTTGAAG 
ATAAGCTGAGATTTGGATATGATACAAATCTTTTCACTGTAGTACAAGGAGAAATGAGGGTCC 
CTGAAGAAGCTCTTAAGCATGAGAAGTTTACCATTCAGCTTCAGTTGTCCCAAAAATCTTCAG 
AATCAGAATTATCCAAATCTGCAAGTGCCAAAAGCATAGATTCAAAGGTAGCAGACGCTGGT 
ACTGAAGTGCAGCACAAAACTACTGAAGCACTGAAATCCGAGGAAAAAGCCATGGATATTTC 
TGCTATGCCCCGTGGTACTCCATTATATGGGCAGCCGTCATGGTGGGGGGATGATGAGGTG 
GATGAAAAAAGAGCTTTCAAGACAAATGGCAAACCTGAAGAAAAAAACGATGAAGGTGGAAG 
ATCAGGGTGCAGCATAGATGCCAAGCAAGTTGAGGAACAATCTGCAGCTGCAAATGAAGAA 
GTACTTTTTCCTTTCTGTAGGGAACCAAGTTATTTTGAAATCCCTACAAAAGM 
CCATCACAAATAACAGAAAGCACTATTCATGAAATCCCAACAAAAGACACGCCAAGTTCCCAT 
ATAACAGGTGCAGGGCATGCTTCATTTACCATTGAATTTGATGACAGTACCCCAGGGAAGGT 
AACTATTAGAGACCATGTGACAAAGTTTACTTCTGATCAGCGCCACAAGTCGAAGAAGTCTTC 
TCCTGGAACTCAAGACTTGCTGGGGATTCAAACAGGAATGATGGCACCCGAAAACAAAGTTG 
CTGACTGGCTAGCACAAAACAACCCTCCTCAAATGCTATGGGAAAGAACAGAAGAGGATTCT 
AAAAGCATTAAAAGTGATGTTCCAGTGTACTTGAAAAGGTTGAAAGGAAATAAACATGATGAT 
GGTACGCAAAGTGATTCAGAGAACGCTGGGGCTCACAGGCGCTGTAGCAAACGTGGAACTC 
TTGAGGAACACTTAAGACGCCACGATTCAGAACACAAAAAGCTACAGAAGGTCCAGGCTACT 
GAAAAGCATCAAGACCAAGCTGTTACTAGCTCTGCGCATCACAGAGGGGGGCATGGTGTTC 
CACATGGGAAATTGTTAAAACAGAAATCAGAGGAGCCATCGGTGTCAATACCCTTCCTACAA 
ACTGCATTATTAAGAAGTTCAGGGAGTCTTGGGCACAGACCAAGCCAGGAGATGGATAAAAT 
GTTAAAAAATCAAGCAACTTCTGCTACTTCTGAAAAGGATAATGATGATGACCAAAGTGACAA 
GGGTACTTATACCATTGAGTTAGAGAATCCCAACAGTGAGGAAGTGGAAGCAAGAAAAATGA 
TTGACAAGGTGTTTGGAGTAGATGACAATCAGGATTATAATAGGCCTGTTATCAACGAAAAAC 
ATAAAGATCTAATAAAAGATTGGGCTCTCAGTTCTGCTGCAGCAGTAATGGAAGAAAGAAAA 
CCACTGACTACATCTGGATTTCACCACTCAGAGGAAGGCACATCTTCATCTGGAAGCAAACG 
TtGGGTTTCACAGTGGGCTAGTTTGGCTGCCAATCATACAAGGCATGATCAAGAAGAAAGGA 
TAATGGAATTTTGTGCACCTCTTCCTTTAGAGAATGAGACAGAGATCAGTGAGTCTGGCATG 
ACAGTGAGAAGTACTGGCTGTGCAACTrCCTTGGCTAGCCAGGGAGAGAGAAGGAGACGAA 
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CTCTTCCCCAGCTTCCAAATGAAGAAAAGTCTCTTGAGAGCCACAGAGCAAAGGTTGTAACA 

CAGAGGTCAGAGATAGGAGAAAAACAAGACACAGAACTTCAGGAGAAAGAAACACCTACAC 

AGGTATACCAGAAAGATAAACAAGATGCTGACAGACCCTTGAGTAAAATGAAGAGGGCAGTA 

AATGGAGAGACTCTGAAAACTGGTGGAGATAATAAAACCCTAGTTCACTTAGGCAGCTGTGC 

TCCTGGAAAAGAGAAAAGTGAAACTGATAAGGAAACTTCTTTGGTAAAGCAAACATTAGCAAA 

ACTTCAACAACAAGAACAAAGGGAGGAGGCTCAGTGGACACCTACTAAATTGTCTTCCAAAA 

ATGTTTCAGGTCAGACAGATAAATGTAGGGAGGAAACTTTTAAACAAGAATCACAACGTCCA 

GAAAAAAATTCAGGACATTCTACAAGCAAAGGAGAGAGAGTGGCACAAAGTGAGAGCAAGA 

GAAGAAAAGCTGAGGAAATTCTGAAAAGTCAGACTCCAAAGGGAGGAGACAAGAAGGAATC 

CTCCAAGTCATTAGTGCGACAAGGGAGCTTCACTATAGAAAAACCCAGCCCAAACATACCCA 

TAGAACTTATTCCCCATATAAATAAACAGACTTCCTCTACTCGTTCTTGTTTAGCATTAACATC 

TGCAAGTAGAATACGAGAAAGAAGTGAGTCTTTGGATCCTGATTCTAGTATGGACACAACCC 

TTATTCTAAAAGACACAGAAGCAGTAATGGCTTTTCTAGAAGCTAAACTACGTGAAGATAATA 

AAACTGATGAAGGACCAGATACTCCCAGTTATAATAGAGACAATTCTATTTCACCAGAATCTG 

ATGTAGATACAGCTAGTACAATCAGTCTGGTTACTGGAGAAACTGAAAGAAAGTCAACCCAA 

AAGCGAAAGAGTTTCACTAGCCTCTATAAAGATAGGTGTTCCACAGGTTCTCCTTCCAAAGAT 

GTTACAAAATCATCATCTTCAGGTGCTAGGGAAAAAATGGAAAAGAAAACAAAAAGTCGTTCC 

ACAGATGTGGGTTCAAGAGCAGATGGTCGTAAATTTGTTCAGTCCAGTGGGAGAATAAGACA 

GCCCTCAGTAGACTTAAGAGATGATGACCAAACCTCTAGTGTACCTCATTCTGCCATCTCTG 

ATATTATGTCATCTGATCAAGAAACTTAGTCTTGTAAACCTGATGGACGGACTCGACTTACCT 

CAGCTGATGAGCATGTACATTCCAAACTGGAAGGAAGTAAAGTAACGAAATCTAAGACTTCT 

CCGGTGGTATCTGGTTCATCTAGTAAATCAACCACCCTTCCAAGGCCACGACCTACCAGGAC 

TTCCCTCTTGCGCAGAGCACGACTTGGTGAAGCTTCAGACAGTGAACTTGCTGATGGTGACA 

AAGCATCTGTTGCTTCTGAAGTATCCACAACAAGTTCTACATCAAAACCTCCCACAGGAAGG 

CGTAACATCTCTCGGATTGATTTATTGGCTCAGCCTCGTAGAACACGACTTGGCTCACTGTC 

AGCTCGTAGTGACTCTGAAGCAACAATTTCTAGAAGTAGTGCCTCTTCGAGGACCGCAGAAG 

CCATCATTAGAAGTGGAGCCAGACTAGTACCATCAGATAAATTTTCTCCTAGAATTAGAGCTA 

ACAGTATCTCTCGACTCTCAGACTCCAAGGTCAAAAGTATGACCTCAGCTCATGGCTCTGCT 

TCAGTAAATTCAAGATGGAGGCGCTTTCCTACTGATTATGCTTCCACCTCAGAAGATGAATTT 

GGATCAAACCGTAATTCCCGTAAACATACCCGTCTACGTAGTTCTGCAGCCGTGAAAAGCAC 

TCGCTTGCAGAGOGCTGGATCAGCAATGCCTACTAGTTCTTCATTCAAACACCGGATTAAAG 

AGCAGGAAGACTAGATCCGAGATTGGAGTGGTGATGGAGAAGAGATAGCGAGGATCAGCGA 

AGATCTTGGTCTCATTGGTCG6QAGATCAACGATGTAGCAGGAGAGATAGATTCAGTGACTT 

CATCAGGCACTGCCCCTAGTACCACAGTAAGCACTGCTGCCACCACCCCTGGCTCTGCCAT 

AGACACTAGAGAAGAGTTGGTTGATCGTGTTTTTGATGAAAGCCTCAACTTCCGAAAGATTC 

CTCCATTAGTTCATTCGAAAACACCAGAAGGAAACAACGGTCGATCTGGTGATCCAAGACCT 

CAAGCAGCAGAGCCTCCCGATCACTTAACAATTACAAGGCGGAGAACCTGGAGCAGGGATG 

AAGTCATGGGAGATAATCTGCTGCTGTCATCCGTCTTTCAGTTCTCTAAGAAGATAAGACAAT 

CTATAGATAAGACAGCTGGAAAGATCAGAATATTATTTAAAGACAAAGATCGGAATTGGGATG 

ACATAGAAAGCAAATTAAGAGCCGAAAGTGAAGTCCCTATTGTGAAAACCTCAAGCATGGAG 

ATTTCTTCTATCTTACAGGAACTGAAAAGAGTAGAAAAGCAGCTGCAAGCAATCAATGCTATG 

ATTGATCCTGATGGAACTTTGGAGGCTCTGAACAACATGGGATTTCCCAGTGCTATGTTGCC 

ATCTCCACCGAAACAGAAGTCCAGCCCTGTGAATAACCACCACAGCCCGGGTCAGACACCA 

ACACTTGGCCAACCAGAAGCTAGGGCTGTTCATCCTGCTGCTGTTTCAGCCGCAGCTGAATT 

TGAGAATGCTGAATCTQAGGGTGATTTCAGTATACATTTCAATAGATTGAACCCCGATGGGG 

AAGAGGAAGATGTTACAGTACAAGAATGACTTTCTCTTGATTGTTGAAAAATCATTACCTGTG 

GAATGGCTAGGAATATTGGAAGCAGCATAGTGTTGATGTACGGAAAACAAGACAGCTTGGTC 

AGCTACAATCTTGGAATCCCTGTCTTCTTAATTTTATTTATTTAI I I 1 1 GACGTATAATGTAGTA 

TATCAATCCTTTCAAACTATTTAGATAACCACTTGATGCACAAATAGGAAAAAGCAGATTGTG 

GCAGTGTCGCCTTTTGTGGTTrrATGATTTTCAAATTGAATTTAATGATTACAC^ 

CATAGATC M I I I I C I I M I 1 M AAGCCATGCTGTGACCTACAAGCAAACTAAATAGCCAACAT 

TTCTGAACCCCTAAGTCTCCTGTGCCAAGCTGCTCCCTGAAATGGACTTCTTCATCTGTACA 

GATTTGTTAAACCATTCTATTTGCTTCTTAATAATAGGATTTATATTAGTACTCATTACCAT^ 

ACACAATGACATAAGTACTCTCCACAGTAAAGCAGAGCTTTCAGAACAGTCACTCTGTGTCCT 
AAAATTTTCCAACATAGATGTGATTTAtATAACTTTGTTGATACGTAAATTGtCTTGGG 

CGGAAATTAACTATTATGTTTGCACTAAGATTTGCTGGGAGTGGTAGGTGGACATATGTATAT 
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ATCAATAAGGACTAACCGTCI I I I I I GTACATAGGAGATTGATAA TACT GTATTTGTTTTAAGC 

CCACAGTGTTTTACTCCACTTTCAAAAAGATCAATTTGGCAC I I I I I I I OA I I 11 I I 1 I AATGGA 

AATAAGATTTGGTCTGTCATTTTAGGTTAAATGATAAGTAGAAAGATTAAACTAGACAGATAGT 

TTAGGTGG AGTAT A I I I I I AAAACTCAGAACATGTATATTGGTCCTGTGTTACGAAGTTTATAT 

GTGACAGTTGAAAAAGAAATTCCGTTGAAATGATCATGAGGTTAAAATTTTCTTCATTAGGGG 

ACTTGGAGAACCAGTAGTGGTAAGATTAGTTGATAGTTTCACTCCCAAGCAATGAATTGGTTC 

TGTGTGTTTCCCTGTAGGACTCAATAGTAAATGCTGTCTGTGTTACACATTTATAAGGACCCT 

GGAAGACGACGACAAAGGCCTTTGGCCTGTGCTACTAAACAAGAAGCCTATGAAAAATTTCT 

TCTTTAAACTTG I I I I I I CTCTrTCCAGTAAGTTCACATTTGGATAATTTTAAAAAGAAAAGTAA 

TTACCTTTGTGTTTCCAGAACACTATAATTGGGGTGTATCTTAATTCAGTTAAATATTATTAGT 

AGACCTGGATTTTCCCCCTTGACCCCATCAGTCTATAAAGGTTAAACTGCAACTTTTATGAAA 

TGGTCTTTAATATTTCCACAATAATCCTGTGCTATATTTGTTTTAAGAAACAAAGTAACTCTAT 

ACACTTCAAGACTTTACAGGATrrTTTAAATCCTGTATTGTTGGATCAATTAATAAAGATGCAA 

AAAAACTTTATAGAGATGTAAAAACAAAACTATAATGGATCTCCTATTTTTCTTTAAATACAAAA 

AAAAAAAGGTAAATGAACTATTCTCCTTGTAAAGCTAAATTCCCCATTCTGTCTAATAAAGGAA 

GACTGAAAAAAGGTTTTAAAGAACATAAATGGAAAGATACAAATGCTTTGAAGGAATAAACGA 

AATGTTAAAACAGGGTCAATCCATTTGAAGAAAAAGTTGGACAAAATAATCAGCATTGCTCCC 

TCTTTTATTTAATATTTGGGTACTGATTATATCCACATGGAAGTAGAAGGTAAGGAGTTTAGG 

AAAATACTAGAATCTACTCTGCTTACATTCTTGTTTAAGTGTTTACACAGTTTGGTTCAATTAT 

AAACATTTGGCC I I I lACTATGTTAI I I I I ATTTTGTATGAATACATTATCCTCCTTATTTATTTT 

TGTTAGATTTATTAGTTATGTTATTTTGTTATGCATTTACAACTCCAI I 1 1 I AAATAAAGTGTTT 

CTGGAACTTTAAAAAAAAAAAAAAACGGCACGAGGGGGGGCCCGGTACCCAATTCCCCCTA 

TAGTGAGTCGTATTACGCGCGCTCACTGGCCGCCGTTTTACACACGTCGTGACTGGGAAAA 

CCCTGGCGTTCCCAACTTAATCGGCTTGCANNN 

>228 

>229 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGTAGAGACGAGGTTTCTCCATGTT 
GGTCAGGCTGGTCTTGAACTCCCGACGTCAGGTATCTGCGCGGCCGGGCCTCCCAAAGTGC 
TGGGATGACAGGTGTGAGCCACCACCCCCAGCCTGTTGTAAAAACTTCTTAAACTTTAAAAA 
AAAATAACCCATGAAAATGGCTTAATAAAATAACATTCCAATAAAACTCTTCTATAATACTTTTT 
ACAAGTAAAAAGTGAGGAATGTAACAGGTTGGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAT 
AAAAAAAAAAAAAAAAAAAAAAAAAAAGTAGCTQCCCGGGCGGCCGGTGGACGGCCCGGGC 
AGGTACGGCCTGTCCGAATGATGGGTTGCAGTTG^TTTGTCTTCACCGAAATAATTTCATGTA 
CCCGTTCATACCCCGAGAGGTTTAGACATTCTGTCCCCAACTCCATGGGCGTGGCTGTGACC 
CAGAGGAAGAGAAAGCGATCATCGTGTAGTACCTCGGGCTTGAGCGTGGGGATCTCATCAT 
CTGTCAGGGTCCCATAGGGCAGTTCCATGTGAATATCNCAGGGTGGGTCAGCCATCACAAC 
TGCAAACTTGCCCAAGATACTGAGGTCGAGGTAGCGGATATCACAACAGATCCACTGCATAA 
AGTGGTATTTGGTCATCTTCCCTACTTTAACTCTGAGATTCATGGCCCGAGTCCCTC I I I I CC 
ATTTGATTTTTCCTATTCCCTTAAAAGCTTATCTATCCCCCTCCATTCCCAATAAGCAAGACAA 
GATTGCTGAATTATGCTCTGCTTTCTTAACGTGTATGGCTGCCCTATCAAACATAAGTCCGTA 
AGTTGAGAGGAGTTTTCTGAGCAGACAGGTACCTGAGGTGGGAAGAGTCGGTCTGCAGTGG 
AATCACCTCCGACACTCTGTGTAAGAGCAAGCTCCTGGCTTGGCGTGTGGTCTTTGCTGCCA 
GGGGCCTCAGAATCCATGCAAGCATCAATTTCATAGTGAACATACTCGGACGC 
>230 
>231 

NAGTCGACCCACGCGTCCGTGGCATTATTTCTCTCTCTACAAGGAGCCTTAGGAGG 
TACGGGGAGCTCGCAAATACTCCTTTTGGTTTATTCTTACCACCTTGCTTCTGTGTTCCT^^ 
GAATGCTGCTGTGCTTATGCATGTGGTCTGI 1 1 1 1 GGAGCTACAGTGGACAGGCATTTGTGA 
CAGCACTATGGGACTGAGTAACATTCTCTTTGTGATGGCCTTCCTGCTCTCTGGTGCTGCTC 
GTCTGAAGATTCAAGCTTATTTCAATGAGACTGCAGACGTGCCATGCCAATTTGCAAACTCTC 
AAAACCAAAGCCTGAGTGAGCTAGTAGTATTTTGGCAGGACCAGGAAAACTTGGTTCTGAAT 
GAGGTATACTTAGGCAAAGAGAAATTTGACAGTGTTCATTCCAAGTATATGGGGCGCACAAG 

ttttg attcgg acagttggagcctgag acttcacaatcttcagatcaaggacaagggcttgt 
atgaatgtatcatccatcacaaaaagccgagaggaatgattcgcatccaccagatgaattctg 
aactgtcagtgcttgctaacttcagtcaacctgaaatagtaccaatttc^ 
atgtgtacataaatttgacctgctcatctatacacggttacccagaacctaagaagatgagtg 
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TTTTGCTAAGAACCAAGAATTCAACTATCGAGTATGATGGTATTATGCAGAAATCTCAAGATA 

ATGTCAGAGAACTGTACGACGTTTCGATCAGCTTGTGTGTTTCATTCCCTGATGTTAGGAGCA 

ATATGACCATGTTCTGTATTCTGGAAACTGACAAGAGGCGGGTTTTATCTTCACCTTTCTCTA 

TAGAGCTTGAGGACCCTCAGCCTCCCCCAGACCAGATTCCTTGGATTACAGCTGTACTTCCA 

ACAGTTATTATATGTGTGATGGTTTTCTGTCTAATTCTATGGAAATGGAAGAAGAAGAAGCGG 

CCTCGCAACTCTTATAAATGTGGAACCAACACAATGGAGAGGGAAGAGAGTGAACAGACCA 

AGAAAAGAGAAAAAATCCATATACCTGAAAGATCTGATGAAGCCCAGCGTGTTTTTAAAAGTT 

CGAAGACATCTTCATGCGACAAAAGTGATACATGTTTTTAATTAAAGAGTAAAGCCCATACAA 

GTATTCA I I 1 I I I CTACCCTTTCCTTTGTAAGTTCCTGGGCAACC If I 1 I GATTTCTTCCAGAA 

GGCAAAAAGACATTACCATGAGTAATAAGGGGGCTCCAGGACTCCCTCTAAGTGGAATAGC 

CTGCCTGTAACTCCAGCTGTGGTCCGTATGCCAAGAGGAGACTTTAATTCTCTTACTGCTTCT 

TTTCACTTCAGAGCACACTTATGGGCCAAGCCCAGCTTAATGGCTCATGACGTGGAAATAAA 

ATTTAGGACCAATACCTCCTCCAGATCAGATTCTTCTCTTAATTTCATAGATTGTG 11 I 1 I i I I I 

AAATAGACCTCTCAATTTGTGGAAAAGTGGCTTTTATCTGCCCAGAATTCTAAGCTGGTGCCC 

GACTGAATCTTGTGTACCTGTGACTAAAGAACTAGGTGGTCAGTGTGGGTGGGAGTTATGTAT 

TTATGACCTTATAGTGTTAATATGTTGAAACATAGAGATCTATGTACTGTAATAGTGTGATTAC 

TATGCTCTAGAGAAAAGTCTACCCCTGCTAAGGAGTTCTCATCCCTCTGTCAGGGTCAGTAA 

GGAAAACGGTGGCCTAGGGTACAGGCAACAATGAGCAGACCAACCTAAATTTGGGGAAATT 

AGGAGAGGCAGAGATAGAACCTGGAGCCACTTCTATCTGGGCTGTTGCTAATATTGAGGAG 

GCTTGGCGCACCCAACACGCCATAGTGGAGAGAACTGAATAAACAGGAAAATGCCAGAGCT 

TGTGAACCGTGCTTGTCTTGAAGAACTGACTAGTGAGATGGCCTGGGGAAGCTGTGAAAGA 

ACCAAAAGAGATCAGAATACTGAAACGAGAGAGAGAGAGAGAAAAGAGAGATCTTGATCCAC 

AGAAATACATGAAATGTGTGGTCTGTTCACCCCATCAACAAGTCTTGAAACAAGCAACAGAT 

GGATAGTCTGTGCAAATGGACATAAAACAGACAGCAGCTTCCCTGGTGGTCAGGGAGGGGC 

TTTGCGAGATAGCCAAGCTATTGGGAN 

>232 

CACAGCAAACCAGAGAGAATAATACAAATGAATGAAAACTAGAAGCAAAACAAACAG 
GAACCATCTCTACA I I I i I I I I ACTCAATCGACCCTGAATGCTACAGCATTATCCAGGGGCGC 
AGAAAACACACATAATACTTTATTCCTGATAAACCATTCGATGTCCTTAAGTCCGCCCATATC 
ACCGTACATTCTGTGCCATCAAGAAATTTACTCAGCTGGGCACAGTGGCGCGATGTCAGCTC 
ACTGCAACCTCCGCCTCAGAGGTTCAAGTGATTCTCCTGCCTCAGGGTCTGGAATAGCTGG 
GACTACAGGGACCTGCCACCACACCGAQCTAACTTTTTGTAI 1 1 1 1 AGAGAAGATGGGGTTT 
GATCATGTTGGCCCAGGTGGTGTCAAACTCCTGATGTCAGTGATCCATGTGCCTCAGGCTCC 
CCAAGTTATAAG AI I M i I I C CTCTG GI 1 1 1 lA GTAAAT GI HUM I GAGATTGCTTAGCAGG 
AGAATGATTTGCAAATTTGAAAATAGGAACTCCACTAGGAATGCCGGATAGAAGAGTGCTTC 
ACATTTGTAGAGGGAGACAAGAACTAAATATCACGACGTCTTTCTGAGCCTTTTGGTTTGCTA 
ACGTGCCCCAAATTCTTATTCCAAACGGTATAAGATAATTATGTGTAAATGAATACCAGCTCT 
ACTTAGTTTTATTTCATATTTGTGGATCTGAATATATTAAAATATC I I M I M I I I I I I I GATGCG 
GAGTCTTGCTCTGTTGTCCAGCCTGGAGTGCAGTGGCATGATCTCGGCTCACTGCAACCTC 
TGCGTCCCAGGTTCAAGCGATTCTCCTGCCTCAGCCTCCTAAGTAGCTGGTATTACAGGAGT 
GTGCCATTAGCCtGGCT 
>23d 

gGCGGCCGCCCGGGCAGGTACGCGGGGGCCAGTTCTCTTCGGGGACTAACTGCAA 
CGG AGAGACTCAAGATGATTCCC (Mil ACCGATGTTTTCTCTACTATTGCTGCTTATTGTTAA 
CGCTATAAACGCCAACAATGATTATQACAAGATCTTGGCTCATAGTGGTATCAGGGGTCGGG 
ACCAAGGCCGAAATGTCTGTGCGCTTCAACAGATTTTGGGCAGCAAAAAGAAATACTTCAGG 
ACTTGTAAGAACTGGTATAAAAAGTCCATCTGTGGACAGAAAACGACTGTGTTATATGAATGT 
TGCCCTGGTrATATGAGAATGGAAGGAATGAAAGGCTGCCCAGCAGTTTTGCCCATTGACGA 
TGTTTATGGCACTCTGGGCATCGTGGGAGCCAGCACAACGCAGCGCTATTCTGACGCCTCA 
AAACTGAGGGAGGAGATCGAGGGAAAGGGATCCTTCACTTACTTTGCACCGAGTAATGAGG 
CTTGGGACAACTTGGATTCTGATATCCGTAGAGGTTTGGAGAGCAACGTGAATGTTGAATTA 
CTGAATGCTTTACATAGTCACATG ATTAATAAGAGAATGTTGACCAAGGACTTAAAAAATGGC 
ATGATTATTCCtTGAATGTATAAGAATTTGGGG C i i I I GATTAACCATTATCCTAATGGGGTTG 
TCACTGTTAATTGTGCTCGAATCATGCATGGGAACCAGATTGGAACAAATGGTGTTGTCCAT . 
GtCATTGAGCGTGTGCTTACACAAATTGGTACCTCAATTCAAGACTTCATTGAAGCAGAAGAT 
GACCTTTCATCTTTTAGAGCAGCTGCGATCACATCGGACATATTGGAGGCCCTTGGAAGAGA 
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CGGTCACTTCACACTCTTTGCTCCCACCAATGAGGCTTTTGAGAAACTTCCACGAGGTGTCC 

TAGAAAGGATCATGGGAGAGAAAGTGGCTTCCGAAGCTCTTATGAAGTACCACATCTTAAAT 

ACTCTCCAGTGTTCTGAGTGTATTATGGGAGGAGCAGTCTTTGAGACGCTGGAAGGAAATAC 

AATTGAGATAGGATGTGACGGTGACAGTATAACAGTAAATGGAATCAAAATGGTGAACAAAA 

AGGATATTGTGACAAATAATGGTGTGATCCATTTGATTGATCAGGTCCTAATTCCTGATTGTG 

CCAAACAAGTTATTGAGGTGGCTGGAAAACAGCAAACCACCTTCACGGATCTTGTGGGCCAA 

TrAG GCTT GGCATCTGCTCTGAGGCCAGATGGAGAATACACTTTGCTGGCACGTGTGAATAA 

TGCATTTTCTGATGATACTCTCAGCATGGATCAGCGCCTGCTTAAATTAATTCTGCAGAATCA 

CATATTGAAAGTAAAAGTTGGCCTTAATGAGCTrrACAACGGGCAAATACTGGAAACCATCG 

GAGGCAAACAGCTCAGAGTCTTCGTATATCGTACAGCTGTCTGCATTGAAAATTCATGCATG 

GAGAAAGGGAGTAAGCAAGGGAGAAACGGTGCGATTCACATATTCCGCGAGATCATCAAGC 

GAGCAGAGAAATCCCTCCATGAAAAGTTAAAACAAGATAAGCGCTTTAGCACCTTCCTCAGC 

CTACTTGAAGCTGCA GACT TGAAAGAGCTCCTGACACAACCTGGAGACTGGACATTATTTGT 

GCCAACCAATGATGCTTTTAAGGGAATGAGTAGTGAAGAAAAAGAAATTCTGATACGGGACA 

AAAATGCTGTTCAAAACATCA TTCTT TATGACCTGACACCAGGAGTTTTCATTGGAAAAGGAT 

TTGAAGCTGGTGTTACTAACATTTTAAAGACCACACAAGGAAGCAAAATGTTTCTGAAAGAAG 

TAAATGATACACTTCTGGTGAATGAATTGAAATCAAAAGAATCTGACATCATGACAACAAATG 

GTGTAATTCATGTTGTAGATAAACTCCTCTATCCAGCAGACACACCTGTTGGAAATGATCAAC 

TGCTGGAAATACTTAATAAATTAATCAAATACATCCAAATTAAGTTTGTTCGTGGTAGCACCTT 

CAAAGAAATCCCCGTGACTGTCTATAGAACTAAAATTATAACCAAAGTTGTGGAACCAAAAAT 

TAAAGTGATTGAAGGCAGTCTTCAGCGTATTATGAAAACTGAAGGACGCACAGTAACAAAAGT 

CAAAATTGAAGGTGAACCTGAATTCAGACTGATTAAAGAAGGTGAAACAATAAGTGAAGTGAT 

CCATGGAGAGCCAATTATTAAAAAATACACCAAAATCATTGATGGAGTGCCTGTGGAAATAAC 

TGAAAAAGAGACACGAGAAGAACGAATCATTACAGGTCCTGAAATAAAATACACTAGGATTT 

CTACTGGAGGTGGAGAAACAGAAGAAACTCTGAAGAAATTGTTACAAGAAGAGGTCACCAAG 

GTCACCAAATTCATTGAAGGTGGTGATGGTCATTTATTTGAAGATGAAGAAATTAAAAGAGTG 

CTTCAGGGAGACACACGCGTGAGGAAGTTGCAAGGGAACAAAAAAGTTCAAGGATCTAGAA 

GACGATTAAGGGAAGGTCGTTGTCAGTGAAAATCGAAAAACCAGAAAAAAATGTTTATACAAC 

CCTAAGTCAATAACCTGACCTTAGAAAATTGTGAGAGCCAAGTTGACTTCAGGAAGTGAAAC 

ATCAGCACAAAGAAGGAATCATCAAATAATTGTGAACACAAATTTAAT A I I I I IN I I CTGAAT 

GAGAAAGATGA GGGAAA TTGTGGAGTTAGCCTCCTGTGGTAAAGGAATTGAAGAAAATATAA 

CACCTTACACCCTTTTTCATCTTGAGATTAAAAGTTCTGGCTAACTTTGGAATCCATTAGAGAA 

AAATCGTTGTCACCAGATTCATTACAATTCAAATCGAAGAG7TGTGAACTGTTATCCCATTGA 

AAAGACCGAGCCTTGTATGTATGTTATGGATACATAAAATGCACGCAAGCCATTATCTGTCCA 

TGGGAAGCTAAGTTATAAAAATAGGTGGTTGGTGTACAAAACTTTTTATATCAAAAGGCTTTG 

CACATTTGTATATGAGTQGGTTTACTGGTAAATTATGTTAI 1 1 M I ACAACTAATTTTGTACTGT 

CAGAATGTTTGTCATATGCTTGTTGGAATGCATATTTTTTAATCT 

ATTTTTCAGATATAAAGAGAATTACTTCAAATTGAGTAATrCAGAAAAACTCAAGATTTAAGT^ 

AAAAAGTGGTTTGGACTTGGGAACAGGACTTTATACCTCTTTTACTGTAACAAGTACAAATTA 

GTGTAGCAGGTTAAAAACACCTCAGGGATTTCAGACCAAAATTGACCTATATATATTTTTAATT 

CATCATATATCTGTCCTGTTTCTTGA Mill CTCAATTTCCACACGCTATAAATTTAGATCGGC 

CAATAAAGT 

>234 

NNNNNNNNCCGCCCGGGCAGGTACAGTATAGGTTGGTTTTGCCTGTTTTGACGCTT 
TATATATACGTAGACACACATACACATGTATATATACACACACACA7TTTACATATATATATGA 
AACTGTATAATGTGTTCGCTTCAGTGTCTGGCTGCTTTTACTCAACATTGTGAAATTAATTCCT 
GTTATCGTATATGGTATCAAATTTGTTTGCCTAG 11 1 I I GCCTTCTCATTGCTTCTGAATTGGG 
GGAGCTTTGCCCCTCAAGGGAAATTTAGCAATGTGTGGAGAC AI I 1 1 1 lA TTTTCATAATTTG 

GAGGGACATGGGGGAGTTGTGCTACAGAACTTAGTAQGTAGAGGACAGGGTTAGTGCTGAA 

CGTCCCACAGT 

>235 

>236 

TATAGGGAGTCGACCCACGCGTCCGCTTAAAGAGGAAAAGAGGGAAGAAGATGAG 
GAGAATGACAATGATAATGAAAGTGACCATGATGAAGCTGACTCCTAAACfcAAAAGTGCTTT 
AAAAACCAGCCTiSGCGAGGACAGCCCTGGACCCACTCCACTGTCTCTAAGTAAACACAGCA 
CTGCCCGCTTTTAGCGTCTTGACTTCTTCACAGAGTTCCAGTGCGTGGTATTCTTTCGAGGT 
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ATTCTTTCCAGGCCGAGATTGAGCACCTCATGTACCTACGCCACAGACAGCCAGAGGGAAA 

GCGACCCAGACAGCAGGCCCTCCTGGACAGGCCGACGCTGCAGCTCAGGCACCAAGAAAA 

CAGCCGATACTGGCAGCCATTGCAGCTCCAAAGTGCAGAGGCAAGGCCAATTTTAAGT7TTC 

AATTTACAGTCGATTTTGAAGAGCTTGTACATATCGGTTATGTAAATTCATATATGT AI I I I IG 

GAATCAG TTGTTA TAAACAGCTCGATTCAGTTTTAGCTAAATTTATAGTTTAGGTAGTATGTTA 

CATTTGAATTTTTGTCTTAAGAAAAGTT^ 

CTTTTCTATTAAAGATCTGTACATATTTTTACAGTAAAATGCTTTATGGAACTAGTTl^ 

CCTCT ATGG CTTTAAGGCCTTGCTTACTGCTGCAAATTTTGAGAAATTTAAAAATAAGCATTCT 

AACACTTTTATTCCCACAGAAAAATTCCAAGTCAATTATCAAATCAAACACAAAAATAAGTCTT 

ACCTCTTGTATAAGCATTGTGTACTAAAAAAAAATTTTGAAACATTTTGTATATTGGAGATCTC 

TCTCATCT TAACGTCT TTGCTTAAAATCCTGGGCCTCTTTTAACGGGATTAGGAGAAAACTAT 

TTAGCCCA I 1 1 I i I I I CCCCTGAGGGAAGTGGGCCCCCCACACCCACCCTGTCAAAAGCGCT 

GGGGGGGGGCGGNNNNNNNNNNNNNNNNN 

>237 

ACGCGGGGGGGACGTAAGGTGGGGCGGTGAAAGAAGTTTGCTGACGAAGATGGC 
GACTGAGGCACAGAGTGAAGGGGAGGTGCCAGCCCGCGAATCCGGCCGGAGTGATGCCAT 
C TGCAGT TTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTGA 
CTTTTTTGTGGAGAAACTCCGACATGAGAAACGTGAGATTTTCAGTGAGTTGGTGGTCAGCA 
ATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGA 
CCTTAAGTTGGCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTC 
AAGCGAAAGGAAAAAGGAGTGATATrTGGGTCCCCACTGACGGAGGAAGGCATTGCGCAGA 
TATACCAACTGATTGAGTATCT ACACA AAAACTTGGGAGTAGAGGGTTTGTTTAGAGTAGGG 
GGTAATAGTGTCCGACAGCAGATTTTAAGGGATGCTCTCAATAATGGAACTGACATTGACTT 
GGAATCAGGGGAATTTCACTCAAATGATGTTGCCACTTTGCTGAAGATGTTTCTAGGAGAGT 
TGCCGGAGCCTCTGGTGACACATAAACACTTCAATGCACACCTCAAAATCGGTGATTTGATG 
CAGTTTGATGATAAAGGAAACAAGACCAATATACCAGACAAGGACCGGCAAATTGAGGCTCT 
CCAGTTGCTCTTCCTCATTCTCCCTCCTCCTAATCGTAATTTGCTGAAGTTATTGCTTGATCT 
CGTATAGGAGACAGCAAAGAAACAAGACAAGAACAAGATGTCAGCCTATAACCTTGCCCTTA 
TGTTTGCACCCCACGTCCTGTGGCCAAAAAATGTCACTGCAAATGACCTTCAGGAGAATATC 
ACAAAGTTAAACAGTGGGATGGCTTTTATGATTAAACACTCGCAGAAACTTTTTAAGGCTCGT 
GCTTATATTCGGGAGTGTGCGAGATTGCACTATTTGGGATCCA6AACTCAGGCATCAAAGGA 
TGACCTTGACCTGATAGCTTCATGTGATACTAAGTCCTTTCAGCTGGCAAAGTCTCAGAAAGG 
GAACCGGGTAGATTGCTGCCCTCACCAGGAGGAGACCCAGGACCATAGGGAAGAGGCACT 
GAGAGAGCTGnTCAACACGTTCATGATATGCGAGAGTCAGCAAAGAAGAAACAACTTATTA 
GACAGTTTAATAAGCAATCATTGACCCAGACACCAGGGCGAGAACCTTCTACTTCCCAGGTA 
CAAAAGAGGGCTCGTTCGCGCTCCTTCAGTGGGCTTATTAAGCGGAAGGTCCTGGGAAATC 
AGATGATGTCAGAAAAGAAAAAGAAGAACCCTACTCCAGAATCTGTGGCCATTGGTGAATTG 
AAGGGAACCAGCAAAGAAAATAGGAACTTATTATTTTCTGGCTCTCCAGCTGTCACGATGAC 
ACCAACAAGATTGAAGTGGTCTGAAGGGAAGAAAGAGGGGAAAAAAGGATTTCTCTGAAGG 
ATCCAGAGTTGTCTCCTATGGTCCATGCAGAATTTTCTGTTTAGTGGGCAGGTGTTATTCCTG 
CCCACAGCAAAGCTTGGACTTGCAGCTTGCrrGCTGCATTTTGAATTGTCAAAGCCAACTAA 
TAGCGTGACCGGACTGATACCTCTAAGC CCACTC ACTGGATGATGTTTGCAAGCTGTGCCTT 
CTGAGAGAGTGCTTAGGCCCTGTCTCTCTTTTTTAATATTATGGGGAAACCACTAACTATCCA 
ACCAGCTTATACAGCACACTAAGGTGGGCTTCAGTGCTCACTCAATGTGTTTAGGCAGATTC 
CAGTTTTGAAAAAAAATATGAAATGTGTGCTCAAGTGCCAGTAATTTTTTAAAAAGCACTGTC^ 
GAGTGGA TTGATG TT G 1 Ni l A ATGGAT ATTTT GGG Mil l CTCTGTTTTGATAGTATTGGGTA 
TTTGGTTGTTTTTGTTTGTTTA 

AGATATCTTTCCCTCTTTTTCACnTGAGCTTTGGGAAAACTCTTTATC^ 
CCTCAATACCTAATTTGTGTCCAAAGAATTTATAGCTCTTCTGGAC At MM l ATTATTTCTTG 
GGTGTGACATCAGAGTATTTGACCTGCAGTATTGAAAAAGGAGAATTCAGAATGATACAGTA 
TTTTAACAAATCTTAATTATTAAACTCTTTTCCrrCGTrCCATrrCTCCCTCCC^ 
TCTCTCTCTTTCCCTTTCCTCAGTGATGTGAAAATAATTGTGTTTTGCTGAACTTGTTATC^ 
ATTCAATTTCCTCTTGACTAAAACATCTCTGGTGCCAACGTAATACTTCTGAACCACATCACT 
. GTGiACTCAAGGAAAGTCACTGACAGCATAAGAGAAGTTTGCTAAAATATTTGTATGTGGGGG 
AAGCTCTGGAGTGTGCCTAGGAGGGGGCTGGCTGCCTTTATGTCCCAGGATGACrrCTTTAT 
GGGTGGGATTACATTGCACCCTCTGAGGGTGCAGGCTAGACCGTCTCCTGAGAGGAAGTTA 
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GGATCAGAAAGAAGAAGCAAGCAGCAGCCTCTGCAGGGCTGACAGGATTTAAAGGAGAGAA 

TGTTGTTATTTGGAAGCAGGTGTGGCTTGTCACCAATGTTCAAGGAGTGTTACTGTTCCGCC 

CTCTCTTTGTCAGAAGGGACACAGGTGGTAATTTGGAGATGGGGCCAGAGCTTCTGGCTTTT 

GGATTTGGTGTGTTCACTTGTGTTGGATAGAGCAGTGGGATGGCTTTGACGTAGTATGAAGT 

GGTGTCTGCCGAGAGAGCAGCATGTAGCAGGGGGGAATGGTCAGGTTTGTGCGTGGCTGT 

GTGGAGGTGTACAACCCTTCTCACCCTGTGGGTTGGAGCCGAGTCAGGCCACTATGGGGAA 

GCAGTTGCCCCACAAAATGTGGTTTGCTGACCTATTTCTAAACTGTTGAATATGCTGCACCAT 

TGCTGAAATGAAAGATGACTCTGGGGGAGCAGAGCTTGGCCTTGTGCCCAGCTGGCAGCCC 

CCTCTGGCAGCCTTTCTGCTGCTTTTGCTGCTGTAACAGCAATAGTGGAGAAAAATGTAAAAT 

TTGGTCTTCCAGCTTAATGCAGTGTGAACAATAGATGGTTAGGAAAACAAAACTGCTTAGAA 

GCCCCTTTCTCTAGAGCAGTTTTATGTCATTTGTAAAAACACATATTAGCAAATTCGTTCGCG 

TAGGTTTCTATTCAATATTTGAC I I M M i M CTTATTAAGAAAATGAAATCCCTTACACCAGAT 

ATCAGTTAATTCAAACAGAAAACCCTTTGGGTATCANNNNN 

>238 

NNCTCAGAGGATTACCGACGCACGCGTCCGCAACATCCTGGCTTAGTATTGTGTGC 
AAAATCAGAGAGGGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGAGAATGGCAGCCCA 
ATACGGCAGTATGAGCTTCAACCCCAGCACACCAGGGGCCAGTTATGGGCCTGGAAGGCAA 
GAGCCCAGAAATTCCCAATTGAGAATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTG 
CAACAGGAAACAGCATCCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATT 
ACCAAGAAGTGTGAGAAACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGTAGTTGACA 
CACCAGGCATTTTCGACACAGAGGTGCCCAATGCTGAAACGTCCAAGGAGATTATTCGCTG 
CATTCTTCTGACCTCCCGAGGGCCTCATGCTCTGCTTCTGGTGGTTCCACTGGGCCGTTACA 
CTGAGGAAGAGCACAAAGCCACAGAGAAGATCCTGAAAATGTTTGGAGAGAGGGCTAGAAG 
TTTCATGATTCTCATATTCACCCGGAAAGATGACTTAGGTGACACCAATTTGCATGACTACTT 
AAGGGAAGCTCCAGAAGACATTCAAGACTTGATGGACATTTTCGGTGACCGCTACTGTGCGT 
TAAACAACAAGGCAACAGGGGCTGAGCAGGAGGCCCAGAGGGCACAGTTGCTGGGCCTGA 
TCCAGCGCGTGGTGAGGGAGAACAAGGAAGGCTGCTACACTAATAGGATGTACCAAAGGGC 
GGAGGAGGAGATCGAGAAGGAAACACAAGCAATGCAAGAACTCGAGAGAGTGQAGGTGGA 
GAQAGAGAAAGGGCGGATAAGAGAGGAGTATGAAGAGAAAATGAGAAAGGTGGAAGATAAA 
GTGGAGCAGGAAAAGAGAAAGAAGCAAATGGAGAAGAAACTAGGAGAACAGGAGGGTGACT 
ATGCTGTAAGGCAGCAAAGGGCAAGAACGGAAGTGGAGAGTAAGGATGGGATAGTTGAATT 
AATGATGACAGCGTTACAGATTGCnTCCTTTATTTTGTTACGTGTGTTCGCGGAAGATTAM 
TTAATGAAAATCTGTTTGTATTTTCTGCATATTCTCTGGCAACCTTGCCCCATACTTACTTAT^ 
TAGCATAGTCGAGTGCTCTAGTTTCTGTCTCTCAGGCACTCGTAACTAAGGACCACCATTGG 
CCATTGGTAGATGTTTGATTGACTTAACAAGAGAGGGACAAATTTTCAATTTGTGAAACTCCA 
AAGCAGAAAGTATTGGTGCTTGCTACCTTGTGAATTCTTCCTTAGACATGCAGAGAAAATGTA 
TGCAAGAGACGAAAAAGATGGCTCCAAGCTATGTCATGTTACCTGTAATAAAATCTTTTCTTC 
TAGATTCTTTCTATGTTGGGAGATAATCTCCCCTTGTAGCTTCCAGTCACTTATTCTTGCATTC 
AGAGTCACAATGATCATCTTAGGCATGTGG H i ll G AGAAAGAAAG ATGAATTCTTTGTTTGC 
AGTAGGTAATCTTAGAGATGGAGATGATTGTAGAATTATTCCTAGATGAGTGTCAATTTATTT 
AATTCCATTGTCATATAAGGAGTCAAATTGTTTCTTATCATTTGTTCATTGAAGAACAGAGACC 
TGTCTGGAAAATGGATCTCTACAAATTCAATTAAATAATGATCCCCAAATGCTGAAAAAGTGA 
AATACAGCAATTCAACAGATAATAGAGCAATGTTTAGTATATTCAGCTGTATCTGTAGAAACT 
CTTTGACGAACCTCAATTTAACCAATTTGATGAATACCCAGTTCTCTT CI I I I GTAGAGAAAGA 
TAGTTGGAACCTCACCTCCCTCACTCAACACTTTGAATACrrATTGTTTGGCAGGTCATCCAC 
AGACTTCTGGGCCCACTGCATTG A A I 11 I I IG CTTATOTTGrrTATAATAAAACTTTTCAATTAT 
CTCAAAAAAAAAAAAAAAAANNNNNNNNNNNN 
>239 

NNNNNNNNACTTAATTTTTAATCTACCTGCCACCTTAAGGCGGACACCCTCCCTTCC ' 
CCGAAAACCCG I I I I I I I AAACCATTATATTCAAAAACTCAAAGGTG ATCGTATTAACAGATCA 
ATCTCAAAAATCTTTCCCACCAACAGGTACCAGTTAAGTGAACAGCTCGTCTAGGTCTGCTTT 
TGTAAGACCCAAATACAATTAGCACTTCTCTGCTGGTATTGCCTGGGCCGTCTTAATTATCTA • 
GAGGCGAGGAGGCAAAGCCTAGCACGTAACAAAGTATGTGCTTTGTAACTGCTGATTAATTC 
AGTTTGTTAACTAGGCAGAGCAGGTCATCAGTGTATCTAATTCACACTATrAATACACTGTCT . 
TGCTGAAGAGTCTGACCTGCCCAGAACCCCGTTATGGCTAGCCCAGGGAAGCAGTAAACTG 
CAAAGCAGAGAAAAGGGGCAGCTAAGATGAGGCTAGTGCTGGCTGAGTCCCAGTTAGGTCT 
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GTTACTGTTCTGTTCCAACTATAAATCCAGGATGACTGTTACTCAGATTCAGTGCTATGTAGA 

AAATAGAATGCACAGCCAAAAACATAATTTGGGGATGAGTGGCAGCACCI M i ll I CCGTTTG 

TTAAGAGGCTAACTGAAAGTTGATTAGGATTCTTGAGAGAACGTAACTAAAAGTTGAATCAAA 

TCTATATTGACTGCTATAGATTTAATAAAAGGAAAGAGCACTGTAAAGATGCAAGTAGAACCT 

GATGCGTCTGCTGAGGAGAGGACTGGGCAGCTTGTTGAAGGCTCGTCAAAAGTAGCGCTTA 

GTTATCACAAGGCGTGCACTCAACCTCAAAAGCGTAAGGTTTAGGCCAGGCACGGTAGCTC 

ATGCCTGTAATCCCAGCACTTTGTGAGGCAGAGGCGGGTGGATCACCTGAGGTCAGGAGTT 

CCGAGACCAGCCTGACGAACATGGCAAAACCCTGTCTCTACTAAAAATACAAAAATTAGCTG 

GGAGTGGTGGCGCACACCTGTAGTCCGAGCTATTGGGGAAGCTGAGGCAGGAGAATCACTT 

GAACCTGGGAGGCAGAGGTTGCAGTGAGCCGAGATCACATCACTGCACTCCAGCCTGGGC 

AACAGAGCAAGACTCCGTCTCAAAAAAAAAAAGCATAAGGTCTGCCTACCTCATGGGCACCC 

AAACAGTTCAGTGCCAAACTAGTACCAGTAAAGCCATGCCTGCCTCTTTCACCAACAGTCCA 

GAGTATATTTCAAAAATATCTTTATTAACCAAGGAAGCAATTACTGCAAACATCAGGACAAAG 

GACATTCTAATCTAGGACTTGAGTTAAATAGAGGTTTACACCTAATCACAAGAAGAGAGGGA 

AAGCAATTACGTGTGCTGAAACCAAGTTTCATCAATGACAAATATTTTAAAATGACTTTTAAAA 

TACTTAACATTGGCCAGGCACGGTGGCTCCCGCCTGTAATCCCAGCACTTTGGGAGGCCCA 

GGCGGGCAGATCACTTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAATCCT 

GTCTCTACTAAAAGTACAAAAATCGGTGGGGCGTGGTGGCACACACCTGTAATCGCAGCTAC 

TTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGGTGGAGGTTGCAGTGAGGCAA 

GATrGCGCCATTGCACTCCAGCCTGAGGGACAGTGAGACCGGAGGCGTGGGTGACNNN 

>240 

NGGGGGCCGAGGTACTTTTGCGGCCGAGGTA CI [1 t M IH M I 1 1 I H lA TGATTTT 
GATGGCTAGTTGTC Mill ATTAGCTATCAAGTTCATTTAACAGACAAAAAATTCAGTTCAATG 
TCATTCATTAAAATAGGAAGAATTAACAATAGTTCATrAATCAATCTTTCAGCTGTTCCTATTTT 
ATCACAATAACTTTTCCTATAATTGAGAGATTCATGAGGAAGTCTTGAAAAGAACGTATGTTT 
CTTTCAATTCCATAAAACATTCAGTCAAAATAATAAAAGAGGCGCTATTACTTTGTTTTGGGTG 
AATGATATGCAGGCTAGGCTTTGCTGTAGTACCTCGGCCGCCACCGCGGTGNN 
>241 

NNGAGGATCCATTATCTTCTGTTTGCTTTGCTCTTCCTG I I Ml GGTGCCTGTTCCAG 
GTCATGGAGGAATCATAAACACATTACAGAAATATTATTGCAGAGTCAGAGGCGGCCGGTGT 
GCTGTGCTCAGCTGCCTTCCAAAGGAGGAACAGATCGGCAAGTGCTCGACGCGTGGCCGA 
AAATGCTGCCGAAGAAAGAAATAAAAACCCTGAAACATGACGACBAGTGTTGTAAAGTGTGGA 
AATGCCTTCnTAAAGTiTATAAAAQTAAAATCAAATTACAl i I I M I I CCAAAAAAAAAAAAAAA 
AAGTAAAAGT 
>242 

NNATGTGGTTACGACCGACTGTATTGAGGTGAGGGGATCCATAGGCTGTGGTGTTT 

GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTG II I1 1 CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCGACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCGTTGTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCGCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGGGTGCACG 
GCTCTCCATrCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGGTTCACCCATAATrAAGA 
CGTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAAGCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGAGAGTCCCCTGGTCCGTCTTCGAGAGCGCTTTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATT6TGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTGTTCAATATAACCCCAAATC 
CCAA TGTATTTCTTCCAGCTTCTCTCTGGGCAT C I I I I C CTTGATCTGAGACAGTCTGATCAG 
T7TTCGGCGGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATAGTCGAGCCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCG AGAAATCGT 
. CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCT7TTGGGATCTGGAGGT 
'GAAGCCTTrGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCiGCAGGG ACATCAAGCTC^ 
CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 
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GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AGGTGGTCTTGTAAGGGCTTCATTTGCTGTTGCAAATTGCTTAATTGCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGAACTTCTTCTTGATCTGTTAAGTGCTCCATATCTGCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAAGTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTG 

ACAGCTGAACCCGCCAAAATCGGACNN 

>243 

NNGTGCCCGCGGTGGCGGCCGAGGTACGCGGGGTGCTGGGATTACAGGCACGAG 
CCAGTGCGCCCAGCTGCGTCTGTTTCTTTTATTAGCTGTTCTGGACTGTGGGGGTGGTTGGG 
CAGATGCTGTATTATGGGGATAAGCCACACACTTTTTGAACTGGCCCGGTCAGGGGGGACA 
TAACCATTTCCTGTGCCACCCCATCAATCCCCACGTATTCTGAGTGTAGGCTCCTCCCCTGC 
TTGAGTAATGGCCACAGATCTTGGCTCGGCACTCCTAAGCTGCATGTTGAATTCGTGGGACA 
ACAAGACTGGCTTGTGGTTCCATTCTCCAGATCCTTGGGTTGGCTTCTGGGTGCACTAGGAG 
ATCTGAAATGCTCTCAGGCCACCAGGAAAGTACTGGAAGTAAAGTCTGACTCTAAAGAAGAT 
GAAAATCTAGTAATTAATGAAGTAATAAATTCTCCCAAAGGGAAAAAACGCAAGGTAGAACAT 
CAGACAGGTTGTGCTTGTAGTTCTCAATGCACGCAAGGATCTGAAAAGTGTCCTCAGAAGAC 
TACTAGAAGAGACGAAACGAAACCTGTGCCTGTAACTTGTGAGGTGAAAAGATCAAAAATGG 
CTACTTCAGTGGTCCCGAAAAAGAATGAGATGAAGAAGTCGGTTCATACACAAGTGAATACT 
AACAGAACACTCCCAAAAAGTCCACAGCCATCAGTGCCTGAACAAAGTGATAATGAGCTGGA 
GCAAGCAGGAAAGAGCAAACGAGGTAGTATTCTCCAGCTCTGTGAAGAAATTGCTGGTGAA 
ATTGAGTCAGATAATGTAGAGGTAAAAAAGGAATCTTCACAAATGGAAAGTGTAAAGGAAGA 
AAAGCCCACAGAAATAAAATTGGAAGAGACCAGTGTTGAAAGACAAATACTTGATCAGAAGG 
AAACAAATCAGGATGTGCAATGTAATCGTTTTTTGCCAAGTAGAAAAACAAAGCCTGTGAAAT 
GTATACTAAATGGAATAAACAGGTCAGGCAAGAAGAAGTCCAACTGGACTAAAATTAAACTCT 
CAAAATTTAACTCTGTGCAGCACAATAAGTTGGACTCTCAAGTTTCCCCTAAATTAGGCTTAT 
TACGAACCAGTTTTTGACCAGCAGCTTTAGAAATGCATCATCCAGTGACTCAAAGTACATTTT 
TAGGGACAAAGCTAGATGATAGAAATATAAGTTGGGAGCAGGAAAAAATGAAAGAAATTAATT 
GTGAAGAAGTGAAAATTAATGATATTACAGTAGAAATTAATAAAACCACAGAAAGGGCTCCTG 
AAAATTGTCATTTGGCCAATGAGATAAAACCTTCTGACCCACCATTGGATAATCAGATGAAAC 
ATTCTTTTGATTCAGCATCAAATAAGAATTTCAGCCAATGTTTGGAATCCAAGCTAGAAAACA 
GTGGAGTGGAAAATGTTACTGCTGCTTCGACTCTGCTCAGTCAAGCAAAAATTGATACAGGA 
GAGAATAAATTTCCAGGTTCAGCTCCGGAACAGCATAGTATTCTCAGTAACCAGACATCTAAA 
AGCAGTGATAACAGGGAGACACCACGAAATGATTCTTTGCCTAAGTGTAATTCCCATTTGGA 
GATAACAATTCCAAAGGACTTGAAACTAAAAGAAGCAGAGAAAACTGATGAAAAACAGTTGAT 
TATAGATGGAGGACAAAAAAGATTTGGAGCAGTTTCTTGTAATGTTTGTGGAATGCTGTATAC 
AGCTTCAAATCCAGAAGATGAAACACAGCATCTGCTTTrCCACAACCAGTTTATAAGTGCTGT 
TAAATATGTGGGCTGGAAGAAAGAAAGAATTGTGGCTGAATAGCGTGATGGCAGGATAATAA 
TGGTTCTTCCTGAAGACCCAAAGTATGCCCTGAAAAAGGTTGACGAGATTAGAGAGATGGTT 
GACAATGATTTAGGTTTTCAACAGGGTCCACTAATGTGCTATTCCAGAACTAAAACACTTCTC 
TTCATTTGCAATGACAAAAAAGTAGTTGGCTGCCTAATTGCGGAACATATCCAATGGGGCTA 
CAGAGTTATAGAAGAGAAACTTGCAGTTATCAGGTCAGAAGAAGAAAAAGTCAGATTTGAAA 
GGCAAAAAGCGTGGTGCTGCTCAAGATTAGCAGAGCCTGCAATCTGGGGGATCAGTCGAAT 
ATGGGTATTCAGCATGATGCGTCGGAAGAAAATTGCTTCTCGCATGATTGAATGCCTAAGGA 
GTAACTTTATATATGGCTCATATTTGAGCAAAGAAGAAATTGCTTTCTCAGATCCCACTCCTG 
ATGGAAAGCTGTTTGGAACACAGTACTGTGGCACTGGTGAATTTGTGGTATATAATTTTATTA 
ATGGACAGAATAGCACGTAAAAGAAATTCTTGGCTACACCACTAGAAGACATCTATTGAAGA 
GAATGGATTGGTTGCTGAGTTTAACCAGGAACTAGGGCCATTTTTATTACAATGAACTCAGGA 
CTGGCAACAAGCATATGGTTG TTCCA TTTTCATAAAATTGGAAACAATGCAGTAATAGCTTAT 
TGTTTTG I MM I A AAGAAG ATATTTTATTAT C I I I I A CAQAAATTTATG ATTGATGTATTTTATC 
TATAGTTATTTAGAGATGTTTACATGCAGCAGATAATTGTTCATAGTGGACTGAAAACTAATG 
CAAGGACTATGGTCTCAGTGATAAGtATATTTTGAAGTTCTTAATATGGAAATATACCAG 
AGCTTGGTACTGTA I I I I i I I ATATTGATGTGCTGATACGAGTGATAGGGTTAAAGATTGTATT 
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TTCACAGAGTGGAAACCAAr Mill rAGTTATTGTTCAAGGAGGGTGCAATATTAAGTGTTTT 

GGAATTTGAAGCTAATTTTTAAAAGGCCTGAACTATACTTTGAAGAAACCCCTATAGAAAAGG 

AAAGCTCCAGCTAAATAGGAAGAATTAGAATATTGAGC I I I I II M CCTG A I I I M CTCTTTCC 

TATCTTTGATGGAAGGAGGAAGTAGAAAGTGGTAAAGAATTGAGGCTTTCCTTCTTGGAGAG 

CT GTAA ATGACAAGCATTAGGAAAGGTACCCTCCTAGATTCATTATTGTTTCATTCTGGTTTG 

ACTTTTAAAATAAATGGCAACTTGGCACACCTAGGCTGTTAACAAATGTCAAAGAGGTTTATA 

AAAACGTATAGAATACTTGGAAGCAAAGTATGGATGACTCGGTATCTGGTTTGTTATTCCTCA 

GAAATAGTGGACTGAGTATATGGCGTCATTAGTGGACTTGATnTGATACTTGTCTATCCTTCA 

TAGTGCCCTGTACTTTTAAAGGGTTTATATGTTGAAAAACTGCTGTGGCCTTTTATGACCTGT 

ATATAATGTAGAATAAAAATAATAAAATAGTTGATAGCTTTTTCTAAGTGACCAATGTACTACT 

GAGGTGTAANNNNNNNNNNNNNN 

>244 

TTTTAGTAGGGATAAGGTTTCACGATGTTGGGCAGCTGGTGTTTAAGTCCTGACCTC 
GAGGGATCGACGCACCTCGGCCCTCCAGTGTGCTGGGATTACAGGCATGAGCCACGGCAC 
CCGGCCCTGGTTTGCTTTCTGAACCATGTCAATACAGTACCACCACAGTTGCTATCTCTTGA 
ACATCTTTC ATTAAAA CATCACCGTCTAGTTTGAGAATACTTTTAAGCCTGCTGGCCTCCTTT 
GGGG CATTG MUM CTCTTTTCAGCACGCATCTTTCTTTTCCACTTACTCCGTAAGCTTTTAG 
CCATGTTTTACCTTGAGGGCCGAAGTTAACTTCAGCGGGAGTGAACGACAGGGGTGGGCTC 
CACTTTATCCAGTGCACTCGGAAGCGGGAGGGGGCGCACCAAAAAGAGGAAGGGGAAGGCT 
GGCCCTCAAGAAGGCGTGCATGTGCGGAGTGGAGCTCAAGTATAG 
>245 

N NATGGGGGAACGTGGAAGAAATGGGGAGAATTTNAACTGGTCATCAATGGGANCA 
CTTTTTACAAAAGNCCAGAGCCAGAATAACCCTTTGATTAAATCTTCCCACCAACATCCTGAT 
GGCGCTGAGTTCTGTACCTGGAATGGAGATCCATAGTCACTGTGTACAATTGGTTGAGTGAG 
TTCATGGTGGGTAGGAGGATGACCACTAGCGCAGCACCTTCCACTGTTTCTACAGTGGTGGC 
CAGCAAGTTTGGAGTTAAGGCTTCAAAATCCTGCAGCACACACATGCCGAAGGTATTGCCCA . 
GGATGTTGTGGGTCTCGTTGTAGTAGCAGTAGCGAATGTTTGTGGCTGCTATGAAGAGTTCA 
A AGGG GTCGTCGTGCTTTATGTTCAGTGTTCCATTGTTTATTTTGTTCTGCAGCTGTCGCATT 
CTTTTCTTCCGGTGACTGCTAAACGGCAGGTCTTTGTTATAACAGCAGAGCACTGAAGGGCG 
AGCCTTCACAGTTGCTTTGGATAACATGTGATGAAGTATTACCACCTGATCTTTTCCTCGATC 
CCCAACTACAACAAAGAGAGATCTITGCCGCTCAGCTACTCCATTCTGAATGAGAATCCGGA 
TTCGGTTATCCACCTTTTTCCGATGCATGGTGAAAAATTATrACTGCGCCCCGAGGGGGGGG 
GATCGGAGCCAGTGGAGAAGGGGAAGGAGGTGGGAGCACGGAACAAGTGCGAAAGAGAAG 
GCACAGGTGACTGCGCGTAGGGTATGGCTGGTGTGGGGGTGACGTAGTAAGGGTGGGTGCG 
CGGCACGCGTCGCTGTGAGGAACTGGTAGAGAGGAGGTGCGCAAGCGCATTAAAGTGGCA 
GAGATGGGGAGGGAGAAGGGAGGTTGCTGAAGGGTGTGGGTGAGTAATGAGGTAAGCGACC 
AGAAGGGGAGGTGAGGCGTAGATGTGGAGTGCGGTTGGGCATTTTAGTGGCAGTGCTGGCG 
GTAGGTGGGTGTTGGCTGCGGTTTGGGTGTTGACTCTTGATATCCCAGGTAAAGTAGGTGGG 
CTAAGAAGGGGAAAATAGATGTGCGGACGGGAGGGGCTGCGCAGGTAGGTCGAGGGTTTTG 
AGGGTGAGCGTGGTTAGGGGAAAGGGGACGGATGCAACGATTTGTGTTCAATTTAAGGGATC 
CCGGTTAAGTTGAGGAAAGTCGGCGAACAGACGTATTTTATTGGTTTGGGTTGGGCCTGGAC 
CCGCACAGTACTGATGTTAGAGATGGGAATCCTGTAATCTACCCATQACTGCNNNNNN 
>246 

GGGAGTCGACCACGCGTCCGGCCCCTCGTCTGCGTCAGTTGGTCACGTGGTTGTT 
C6GAGCGGGGGAGCGGAGTTAGCAGGGCTTTACTGCAGAGCGCGCCGGGGAGTCCAGCG 
ACCGTGGGGATGAGCGTAGGTGAGGTGTGGGCI I 1 1 GCGAGGTGGTGCAGCCATAGGTAC 
GTGCGTTCGCTACGAGGATTGAGCGTCTCCACCGATCTTCTGTGCTTCACCATCTACATAAT 
GAATCCCAGTATGAAGCAGAAACAAGAAGAAATCAAAGAGAATATAAAGAATAGTTCTGTCC 
CAAGAAGAACTCTGAAGATGATTCAGCCTTGTGCATCTGGATCTCTTGTTGGAAGAGAAAAT 
GAGCTGTCCGCAGGCTTGTCCAAAAGGAAACATCGGAATGACCACTTAACATCTACAAGTTC 
CAGCCGTGGGGTTATTGTCCGAGAATGTAGTGAAAATAAAAATCTTGGAGGAGTCACGCAGG 
AGTCATTTGATGTTATGATTAAAGAAAATCCATCGTCTCAGTATTGGAAGGAAGTGGCAGAAA 

aacggagaaaggggctgtatgaagcacttaaggaaaatgagaaacttcataaagaaattgaa 
^caaaaggacaatgaaattgcccgcctgaaaaaggagaataaagaagtggcagaagtagcag . 

AACATGTACAGTATATGGCAGAGCTAATAGAGAGACTGAATGGTGAACCCTCTGGATAATTT 
TGAATCACTGGATTCATCAGGAATTrGATTTCTGGAGAAGAACCTGCTGGACGATTCTCTAGT 
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GGGAAGACTCGGAAATTGGCACGTGTTGCTTGAAGGAACTGGTTCTCTCTTTGCGGGGGCC 

GCCGCTTGTTAAAGGTTAATTTTGCGGTGGGAATTAAGGGGAAGTTTACTCCCATTT^ 

GGAGTATATACAACTTATGGCCACGCCTGTGTCACATTGCCGTCTGGAGCTGGGAGCATTG 

GTTAGTACCATCCTTCTTCGATACAAAACAGGGGGGCGGCAAAATCCTAGGGGCGGAAAAT 

TACGCATTGTAAGAGGCGAAGAGTATAAAGAAGGAGGGTAACCGGACAGACGGTCTTAGCA 

TGTTACTGAGCGCAAGCGCATAGTTCATGACCTAGTTGCGGTCTAGCACACAGTCGCACNN 

>247 

NNNNGGCGGCCGCGTNCGAGAGAAGACGAGAGAAGGGTAGGGCTGCGAGAAGAC 
GACAGAAGGGTACGGGTCGAGGTAGGCGGCGAGGCGCGGCGGCCGGAAGATGGCGGGG 
GCCGCAGAGTTGTCGCTACTGGAGAAGTCCCTGGGACTGAGTAAGGGGAATAAATACAGTG 
CTCAGGGCGAGCGACAGATTCCAGTTCTTCAGACAAACAATGGTCCAAGTCTAACAGGATTG 
ACTACTATAGCAGCTCATCTAGTCAAGCAAGCCAACAAAGAATATTTGCTGGGGAGTACTGC 
AGAAGAAAAAGGAATCGTTCAGCAGTGGTTAGAATACAGGGTCACTCAAGTAGATGGGGACT 
CCAGTAAAAATGACATCGAGACACTGTTGAAGGATCTTAATTCATATGTTGAAGATAAAGTCT 
ACCTTACAGGGTATAACTTTACATTAGCAGATATACTATTGTACTATGGAGTTCATCGCTTTAT 
AGTTGACCTGACAGTTCAAGAAAAGGAGAAATATCTTAATGTGTCTCGCTGGTtTTGTCACAT 
TCAGCATTATCCAGGCATCAGGCAACATCTGTCTAGTGTTGTCTTCATCAAGAACAGACTATA 
TACTAATTGGCACTAGAAGCTGTCCATGGCATACAGAAGATCTATTAAAAATGTTTTAAATGG 
AAAATGTACTCTAGACGACAGGAGTAATGTAAATTAATATACAGTCATTCATTATTTGTTGAAG 
TTGATAGAA I I M I GAAGTGTAAACTTGTGTCTGAATGTTTTATTTGTTGTTTAGCTGAAGTTTT 
GGAAT7TTTATGTCAAAATTGAATTGCTATTAAACAAGTTGAGATCCAGTTATAAATTAACGTT 
GTTTTTAGTAGATGACATTTATTTGAATAAAAGTTGCAAATGGGGCTTAATCTTAAAAAA>^^ 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGAAAAAAAAAAAAAAAAAAGAAAAAAAAAAA 
AAGGGGGGGGGGGGTAAAAAATTTCCCCGGGGGGGGCCAAAGTTAATGACGTGACACGGG 
GTTTTGTGGTGTAAAAGGGGCGGGAAAATAGAGGGGGAGTAATATAAGAGAGAGAGCAGAC 
GGGGCGGTGTTATAAAGAGTTGTTGTGTGGTGGAGAAAGTTGTGTGTGGGATATTATTGGGA 
AAAGACCCCCTTCTTGTGGGGTGAATTGTGGACACACCTAGAGAGAATTTAAGCCAGGAAAT 
TAACTTAGGGTGTATGGTGGTAACGCGATATTGTGGAAAATTTGTCAGATTGTTGAAATANN 
>248 

NNNNNNNNNNNCCGAGGTACTTNN I M I I I I M I M H 1 1 M 1 1 IICMI I I Ml I I i i I 
I M I I 1 1 I 1 1 I lACAGAGACGAGGAATTTAATTAGGGTTGTAACAAATGGTTAATTATAGTAAG 
AAAAACCAAATTGAATAATTTTCTAACTCACTTGGCAGGGGGGGTCTCGCAGCCATAATGAA 
CATCACATAATGAAGTTACTCCTTTCCAGATCTATAAACAGGCTCATGTAACTAACTGATACT 
CAGTAAAAGGGTCCATAATCCAAATTTATATAACAAATGGGGCTTGCTATAAAATCTCTTACA 
TTTTAATACTTACTCTTAATAAATCATCTATTCTTCCCTCCTTCTTCTGTAAGGCAGAATTC^ 
CTGTTTTCTAGGGCAGATA I I I I I I CTATTGTGAGGTCGGACTGGGTCTGTCTGGGCTGGAT 
GGAGATCTGTTTTTGGGAGCTGCAGGAATGGTGTGTGTTGCCAGATCCCGTAAATGAGGGA 
CTGTTTTGGTGAGCTGAAACAAAAGTGAAGCAGAGGCCAGCTCCCCTTTGCGCCAGCTGCT 
CTGTGTCAAGCCGAGGTTTTGCTAGCATCACTGACATGAGGGTTGGCAGAGCAGACTGCTC 
CTGCGTTGCCTCCTTTGCAGCACTGCCATCTAAACCATAGAGGGGCTGTTCTACTCGTCGCG 
GTAAGGGATTGGATAAGGAATGTTGCGGTGAGGATCGTGCAAGTGGTGGAACACTTCTGCG 
AGGQCTCGTTCGTGGCGCGC1TGCCCGAGGAAACTGGCCAACAGGGAAAAAGGGACGGGC 
GCGN 
>249 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGnT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTG I I I I I CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACC7TTGATTAAGGAACAGATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTGTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATGCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTGTGCGTGCACG . 
. GCTCTCCATTGTTCTTGTTGGCTTTAGAGGTTCGCAGGTCAAGAGCTTCACCCATAATTAA^ 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTGCGTCTTCCAGAGCGCTTTGTGAACTTC 
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TCCAA ATAAG AACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GAAGGTTTTTCCACTA7TCACAGTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAA TCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCGTTGATGTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATAGTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTG 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCAGTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGGCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCGG 

CAGAAAAGCATGTT GACTC CTGAATTGTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 

GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AGCTGCTCTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTGAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGAACTTCTTCTTCATCTGTTAAGTCGTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCGTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGGAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGAGAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGGGGATGCCGGGACGCCTTCTTCGTTC 

ACAGGTGAACCCGCCAAAATCGGACNN 

>250 

ACGCGGGGGGGAGGTAAGGTGGGGCGGTGAAAGAAGTTTGCTGACGAAGATGGC 
GACTGAGGCACAGAGTGAAGGGGAGGTGCCAGCCCGCGAATCCGGCCGGAGTGATGCCAT 
C TGCAGT TTTGTGATCTGGAATGATTCTTGGCTTCGAGGTCAGCCCATTATCTTTAATCCTGA 
CT I I I I I GTGGAGAAACTCGGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCA 
ATATCACAAGGGTCATCGATTTACCTGGAACTGAGTTGGCTCAGGTGATGGGGGAAGTGGA 
CCTTAAGTTGCCTGGCGGGGCTGGCCCAGGATCAGGATTCTTCCGGTGTCTGATGTCTCTC 
AAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGA 
TATACCAACTGATTGAGTATCT ACACA AAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCG 
GGTAATAGTGTCCGAGAGCAGATTTTAAGGGATGCTCTCAATAATGGAACTGAGATTGACTT 
GGAATGAGGGGAATTTCACTCAAATGATGTrGCCACTTTGCTGAAGATGTTTCTAGGAGAGT 
TGCCGGAGCCTCTGCTGACACATAAACACTTCAATGCACACCTCAAAATCGCTGATTTGATG 
CAGTTTGATGATAAAQGAAACAAGACCAATATACCAGACAAGGACCGGCAAATTGAGGCTCT 
CCAGTTGCTCTTCCTCATTCTCCCTCCTCCTAATCGTAATTTGCTGAAGTTATTGCTTGATCT 
CCTATACCAGACAGCAAAGAAACAAGACAAGAACAAGATGTCAGCCTATAACCTTGCCCTTA 
TGTTTGCACCCCACGTCCTGTGGCCAAAAAATGTCACTGCAAATGACCTTCAGGAGAATATC 
ACAAAGTTAAACAGTGGGATGGCTTTTATGATTAAACACTCCCAGAAACTTTTTAAGGCTCGT 
GCTTATA7TCGGGAGTGTGCGAGATTGCACTATTTGGGATCCAGAACTCAGGCATCAAAGGA 
TGACCTTGACCTCATAGCTTCATGTCATACTAAGTCCTTTCAGCTGGCAAAGTCTCAGAAACG 
GAACCGGGTAGATTCCTGCCCTCACCAGGAGGAGACCCAGCACCATACGGAAGAGGCACT 
GAGAGAGCTGTTTCAACACGTTCATGATATGCCAGAGTCAGCAAAGAAGAAACAACTTATTA 
GACAGTTTAATAAGCAATCATTGACCCAGACACCAGGGCGAGAACCTTCTACTTCCCAGGTA 
CAAAAGAGGGCTCGTTCGCGCTCCTTCAGTGGGCTTATTAAGCGGAAGGTCGTGGGAAATC 
AGATGATGTCAGAAAAGAAAAAGAAGAACCCTAGTCGAGAATCTGTGGCCATTGGTGAATTG 
AAGGGAACCAGCAAAGAAAATAGGAAGTTATTATTTTCTGGCTCTCGAGCTGTCACGATGAC 
ACCAACAAGATTGAAGTGGTCTGAAGGGAAGAAAGAGGGGAAAAAAGGATTTCTCTGAAGQ 
ATCGAGAGTTGTGTGCTATGGTCCATGCAGAATTTTCTGTTTAQTGGGCAGGTGTTATTCCTG 
CCCACAGCAAAGCTTGGAGTTGCAGCTTGCTTGCTGCATTTTGAATTGTCAAAGCCAACTAA 
TACCGTGACCCGACTGATACCTCTAACCCCACTCACTGGATGATGTTTGCAAGCTGTGCCTT 
CTGAGAGAGTGCTTAGGCCCTGTCTCTCTTTTTTAATATTATGGGGAAACCACTAACTATCCA 
ACCAGCTTATACAGCACACTAAGGTGGGCTTCAGTGCTCACTCAATGTGTTTAGGCAGATTC 
CAGTTTTGAAAAAAAA TATGAA ATGTGTG Cn-CA ACTGCCAGTAATTTnTAAAAAGGACTGTCC 
CAGTGGATTCATGTTGTTTTTAATGiGATATTT^ 
TTTGGT TGTT TTTG TTTGTTT ATrrCTTTGTTTTAA^ 
AGATATCTTTCCGTCTTTTTCACriTGAGCTTTGGGAAAACTCTTTATC^ 
CCTCAATACCTAATTTGTGTGCAAAGAATTTATAGCTCTTGTGGACATTTTTTATTATT^ 
GGTGTGACATCAGAGTATTTGACCTGCAGTATTGAAAAAGGAGAATTCAGAATGATACAGTA 
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TTTTAACAAATCTTAATTATTAAACTCTTTTCCTTCCTTCCATTTCTCCCTCCCTTGTCCATCTC 

TCTCTCTCTTTCCCTTTCCTCAGTGATGTGAAAATAATTGTGTTTTGCTGAACTTGTTATCTTC 

ATTCAATTTCCTCTTGACTAAAACATCTCTGGTGCCAACGTAATAGTTCTGAACCACATCAGT 

GTGACTCAAGGAAAGTCACTGACAGCATAAGAGAAGTTTGCTAAAATATTTGTATGTGGGGG 

AAGCTCTGGAGTGTGCCTAGGAGGGGGCTGGCTGCGTTTATGTCCCAGGATGAGTCTTTAT 

GGGTGGGATTACATTGCACCCTCTGAGGGTGCAGGCTAGACCGTCTCCTGAGAGGAAGTTA 

GGATCAGAAAGAAGAAGCAAGCAGCAGCCTCTGCAGGGCTGACAGGATTTAAAGGAGAGAA 

TGTTGTTATTTGGAAGCAGCTGTGGCTTGTCACCAATGTTCAAGGAGTGTTACTGTtCCGCC 

CTCTCTTTGTCAGAAGGGACACAGGTGGTAATTTGGAGATGGGGCCAGAGCTTCTGGCTTTT 

GGATTTGGTGTGTTCACTTGTGTTGGATAGAGCAGTGGCATGGGTTTGACCTAGTATGAACT 

GGTGTCTGCCCAGAGAGCAGCATGTAGCAGGGGGGAATGCTCAGGTTTGTGCCTGGCTCT 

GTGGAGCTGTACAACCCTTCTCACCCTGTGGGTTGGAGCCGAGTCAGGCCAGTATGGGGAA 

GCAGTTGCCCCACAAAATGTGGTTTGCTGACCTATTTCTAAACTGTTGAATATGCTGCACCAT 

TGCTGAAATGAAAGATGACTCTGGGGGAGCAGAGCTTGGCCTTGTGCCCAGCTGGCAGCGG 

CCTCTGCCAGGCTTTCTGGTGCTTTTGGTGCTGTAACAGCAATAGTGGAGAAAAATGTAAAAT 

TTGGTCTTCCAGGTTAATGCAGTGTGAACAATAGATGGTTAGGAAAACAAAACTGCTTAGAA 

GCCCCTTTCTCTAGAGCAGTTT TATGTCATT TGTAAAAACACATATTAGCAAATTCGTrCGCG 

TAGGnTCTATTCAATATTTGAC M 1 I I I I I I CTTATTAAGAAAATGAAATCCCTTACACCAGAT 

ATCAGTTAATTCAAACAGAAAACCCTTTGGGTATCANNNNN 

>251 

>252 

GGC GatTggagctCCCCGCGGTGGCGGCCGAGGTACATTTTAGTACGCACCCTTACGG 
ATTCTTTTTCTCACCTCTGTGTGTGTGTGTGCGTGCACATGCACACACACAAATGGGTGAAA 
CAATTGTCACCATACCAAGAGCCACCGCGCCCTGCCGAGAATTTGCATTTCTAACAAGTTCC 
CAGGTGATGCTGACACTGCTGGCTCATGGAACCACTGCTGTAGTATTTTCCAAATTATCCTG 
ATT CTAA GAAGCACCTATGACCTGTGCTG I I I I I I CTGTGGTTACTGGCTCATGTCACATAAA 
TTCTTTTAGGATTCAAACATGTTTGTGATATTACTCAGTATTTACATCTTGCTTTTACT^ 
ATGATGGAAAAATTAACCACAGGTATATCATAACAAAAAGAACATGAGTTACCATTTTCACAA 
AGTTCAGATATATTTAAATTAGCCTATTTAATCI I 1 I I I I GGTTGTTGTTGAGATGGAGTCTCA 
CTCTGTCTCTCAGGGTGGAGTACGTGCTGTTCTATTGTCCAAGGCGGGGTCTGCACAGAAC 
AGCTTTGGAAGGGGCTGGGCGGTGTCTGTGGTGTCTGCAGGTCGTCGTCGTTTGGCCGCT 
GCTTGTGGTGGTGGGTTATCGTTGTCTGTCTGTATGTCAGCAGTTTCAGTAGTGGATATTTG 
GTTGCTTCAGGATCGGCCATTGTAGATGATGTTTATTGTTGTGCACAGGTAGGGCACACAAT 
ATTCACTGTGCCCATAAGTAGTTGCTGTATGGTTCGTAGGTCAGTTGCTGTCCCCGCGT 
>253 
>254 

ACGCGGGGACTCGCGTCGGTTGGCGACTCCCGGACGTAGGTAGTTTGTTGGGCCG 
GGTTCTGAGGCCTTGCTTGTCTrTTACTTTTCCACTCTAGGCCACGATGGCGCAGTACGCGGG 
6GGGTGAAGAAGGGGGCGGCCTTGAAGCAACAGCGAGGGAAGATGGGAGGCAGGAGGGG 
CTCGGGAGTAAAAGTGCCTCGCAATTTCCGACTGTTGGAAGAAGTGGAAGAAGGCCAGAAA 
GGAGTAGGAGATGGCACAGTTAGGTGGGGTCTAGAAGATGACGAAGACATGACACTTACAA 
GATGGACAGGGATGATAATTGGGCCTCCAAGAACAATTTATGAAAACGGAATATACAGCCTT 
AAAATAGAATGTGGACCTAAATACCCAGAAGCACCCCCCTTTGTAAGATTTGTAACAAAAATT 
AATATGAATGGAGTAAATAGTTCTAATGGAGTGGTGGACCCAAGAGCCATATCAGTGCTAGC 
AAAATGGCAGAATTCATATAGCATCAAAGTTGTCCTGCAAGAGCTTCGGCGCCTAATGATGT 
CTAAAGAAAATATGAAACTCCCTCAGGCGCCCGAAGGACAGTGTTACAGCAATTAATCAAAA 
AGAAAAACCACAGGCCCTTCCCCTTCCCCCCAATTCGATTTAATCAGTGTTCATTTTCCACAG 
TAGTAAATTTTGTAGATACGTGTTGTAGACGTCAAAGTACGGGGGGAAAATCCACAAGACAG 
AATAGCCAGATCTCAGAGGAGCGTGGCTAAGCAAAACCCTGCAGAACGGCTGCCTAATTTA 
CAGCAACCATGAGTACAAATGGTGATGATCATCAGGTCAAGGATAGTGTGGAGCAATTGAGA 
TGTCAGTTTACATGGGAGTTATCCATTGATGACGATGAAATGCCTGATTTAGAAAACAGAGTC 
TTGGATCAGATTGAATTCCTAQACACCAAATACAGTGTGGGAATACACAACCTACTAGCCTAT . 
GTGAAACACCTGAAAGGCCAGAATGAGGAAGCCCTGAAGAGCTTAAAAGAAGCTGAAAACT 
TAATGCAGGAAGAACATGAGAACCAAGCAMTGtGAGGAGTGTGGTGACCTGGGGCAACTT 
TGCCtGGATGTATTACCACATGGGCAGAGTGGCAGAAGCCCAGACTTACCTGGACA^ ^ 
GAGAACATTTGCAAGAAGCTTTCAAATCCCTTCCGCTATAGAATGGAGTGTCCAGAAATAGA 
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CTGTGAGGAAGGATGGGCCTTGCTGAAGTGTGGAGGAAAAAATTATGAACGGGCCAAGGCC 

TGCTTTGAAAAGGTGCTTGAAGTGGACCCTGAAAACCCTGAATCCAGCGCTGGGTATGGGA 

TGTCTGCCTATCGCCTGGATGGGTTTAAATTAGCCACAAAAAATGACAAGCCATTTTCTTTGC 

TTCCCCTAAGGCAGGCTGTCCGCTTAAATCCAGACAATGGATATATTAAGGTTGTCCTTGGC 

GTGAAGCTTCAGGATGAAGGACAGGAAGCTGAAGGAGAAAAGTACATTGAAGAAGCTCTAG 

CCAACATGTCCTCACAGACCTATGTCTTTCGATATGCAGCGAAGTTTTACCGAAGAAAAGGC 

TCTGTGGATAAAGCTCTTGAGTTATTAAAAAAGGCCTTGCAGGAAACACCCACTTCTGTCTTA 

CTGCATCACCAGATAGGGCTTTGCTACAAGGCACAAATGATCCAAATCAAGGAGGCTACAAA 

AGGGCAGCCTAGAGGGCAAAAGAGAGAAAAGCTAGACAAAATGATAAGATCAGCCATATTTC 

ArnTGAATCTGCAGTGGAAAAAAAGCCCACATTTGAGGTGGCTCATCTAGACCTGGCAAGA 

ATGTATATAGAAGCAGGCAATCACAGAAAAGCTGAAGAGAATTTTCAAAAATTGTTATGCATG 

AAAGCAGTGGTAGAAGAAACAATGCAAGACATACATTTCCACTATGGTCGGTTTCAGGAATTT 

CAAAAGAAATGTGACGTGAATGGAATTATCGATTATTTAAAAGCTATAAAAATAGAACAGGCA 

TCATTAACAAGGGATAAAAGTATCAATTGTTTGAAGAAATTGGTTTTAAGGAAACTTCGGAGA 

AAGGCATTAGATCTGGAAAGCTTGAGGCTCCTTGGGTTCGTCTACAAATTGGAAGGAAATAT 

GAATGAAGCCCTGGAGTACTATGAGCGGGCCCTGAGACTGGCTGCTGACTTTGAGAACTGT 

GTGAGACAAGGTCCTT AGGC ACCGAGATATGAGCCACTTTCACATTTCATTTCATTTTATGCT 

AACATTTACTAATCATCTTTTCTGCTTACTGTTTTCAGAAACATTATAATTCACTGTAATGATGT 

AATTCTTGAATAATAAATGTGACAAAATATTAGTTGTGTTCAACAATTAGTGAAACAGAATGTG 

TGTATGCATGTAAGAAAGAGAAATGATTTGTATGAGTGCTATGTAGTAGAGAAAAAATGTTAG 

TTAACTTTGTAGGAAATAAAACATTGGAGTTACAGGAAAtgtttaattcattcattttattgtgaaataaaaataaaa 

tccttagctcctccaccaactgaacagaccctcttggccaaggagaccccagaaaccttaaaaactaagmcccaaccatgacaagat 

gagagatcattcacacctcattatattccctcccttgctaactgccattggactttttcxsactgagtte 

>255 

NNCTCAGAGGATTAGCGAGCCAGGCGTCCGCAAGATCCTGGGTTAGTATTGTGTGC 
AAAATCAGAGAGGGGTGGAAGATGCTGATTTTTCAGGAGTTGAAGCGACAATGGCAGCCCA 
ATACGGCAGTATGAGCTTCAAGGCCAGCACACCAGGGGCCAGTTATGGGGCTGGAAGGCAA 
GAGCGGAGAAATTCCCAATTGAGAATTGTGTTAGTGGGTAAAAGCGGAGGAGGAAAAAGTG 
CAAGAGGAAACAGCATCCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATT 
ACCAAGAAG TGTG AGAAACGCAGCAGCTCATGGAAGGAAAGAGAACTTGTCGTAGTTGACA 
CACCAGGCATTTTCGACACAGAGGTGCCGAATGCTGAAACGTCCAAGGAGATTATTCGCTG 
CATTCTTCTGACCTCCCCAGGGCCTCATGCTCTGCTTCTGGTGGTTCCACTGGGGCGTTACA 
CTGAGGAAGAGCACAAAGCCACAGAGAAGATCCTGAAAATGTTTGGAGAGAGGGCTAGAAG 
TTTCATGATTCTCATATTCACCCGGAAAGATGACTTAGGTGACACCAATTTGCATGACTACTT 
AAGGGAAGCTCCAGAAGACATTCAAGACTTGATGGACATTTTCGGTGACCGCTACTGTGCGT 
TAAACAACAAGGCAACAGGCGCTGAGCAGGAGGCCGAGAGGGCACAGTTGCTGGGCCTGA 
TCCAGCGCGTGGTGAGGGAGAACAAGGAAGGCTGCTACACTAATAGGATGTACGAAAGGGC 
GGAGGAGGAGATCCAGAAGCAAACACAAGCAATGCAAGAACTCCACAGAGTGGAGCTGGA 
GAGAGAGAAAGCGGGGATAAGAGAGGAGTATGAAGAGAAAATCAGAAAGCTGGAAGATAAA 
GTGGAGCAGGAAAAGAGAAAGAAGCAAATGGAGAAGAAACTAGCAGAACAGGAGGCTCACT 
ATGCTGTAAGGCAGGAAAGGGCAAGAACGGAAGTGGAGAGTAAGGATGGGATACTTGAATT 
AATCATGACAGCGTTACAGATTGCTTCCTTTATTTTGTTACGTCTGTTCGCGGAAGATTy^ ' 
TTAATGAAAATCTGTTTGTATTTTCTGCATATTCTCTGGCAACCTTGCGCGATACTTAC^ 
TAGGATAGTCGAGTGCTCTAGTTTCTGTGTCTCAGGCAGTCGTAACTAAGGAGCACCATTGG 
CCATTQGTAGATGTTTGATTGACTTAACAAGAGAGGGAGAAATTTTCAATTTGTGAAACTCCA 
AAGCAGAAAGTATTGGTGCTTGCTACCTrGTGAATTCTTCCTTAGACATGCAGAGAAAATGTA 
TGCAAGAGAGCAAAAAGATGGCTCCAAGCTATGTCATGTTACGTGTAATAAAATCTTTTCTTG 
TAGATTGTTTGTATGTTGGCAGATAATCTGCGCTTGTAGGTTGGACTGACTTATTGTTGCATTC 
AGAGTCAGAATGATGATCTTACCCATGTGGTTTTTGAGAAAGAAAGATCAATTCTTTGTTTGC 
AGTAGGTAATGTTAGAGATGGAGATGATTGTAGAATTATTCGTAGATGAGTGTCAATTTArrr 
AATTCCATTGTCATATAAGGAGTCAAATTGTTTCTTATCATTTGTTGATTGAAGAACAGAGACG 
TGTCTGGAAAATCGATCTCTACAAATTCAATTAAATAATGATCCCCAAATGGTGAAAAAGTGA 
AATACAGGAATTCAAGAGATAATAGAGGAATGTTTAGTATATTCAGCTGTATGTGTAGAAACT 
CTTTGAGGAACCTCAATTTAAGCAATTTGATGAATACGCAGTTCTC i I Ci I I J CTAGAGAAAG A 
TAGtTGCAACCTCAGCTCCCTCACTCAAGACTTtGAATACTTATTGTTTGGCAGGTCATCCAC 
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ACACTTCTGCCCCCACTGCATTGAATTTrrTGCTTATGTTGTTTATAATAAAACTTT^ 

CTCAAAAAAAAAAAAAAAAANNNNNNNNNNNN 

>256 

>257 

CGCGGTGGCGGCCGAGGTACTGTGACTTGCAGGGCCACAAGACCGGGGTTGGGAG 
CGTCGTTGGCTGATGGGAGTAGAAGGGACAGAGAGTGTTCCTCTTGGAGGTAGAGTCAATT 
CTGAGGTTTGGGCGTCATAGACTAAACCCAGAAAACAGAACATTGGGAAGTCTTCGGAATAT 
TCTCTATCTTCTTCACCAACGAGTAAGACGTTTTGGAATAATGGGACTCTACAAAGGCCTTGA 
AGCCAAACTGCTGCAGACAGTCCTCACTGCTGCTCTCATGTTCCTTGTTTATGAGAAACTGA 
CAGCTGCCACCTTCACAGTTATGGGGCTGAAGCGTGCACACCAACACTGAGACGCCTTCCG 
ATGAAAAATTCCGAAGATGCTCAAGAGGGAGGTTTCCTCCTGAGTGAAGAGAAGTGATTCTC 
CGTTGACTCTGGCTCCTGCCACCACAAATGTTACCCTCATTGGCTTGAAAAGCATCCAAGGG 
TGCAGAGGGAGTATGGGAACTGGAGGTGTTGTGACCTTAATTGTGATGGTGGCTGGTTGGAT 
TTGGGGTGGGAGTTGGAGTAATGTGAAAAAAACATTGGTGAAAAGGTAAAAAT GACA GTTGT 
GAGTGTTTATTGGTTTTGTTAAGAGAAATGGAGTATTTGGTGTGATGTGTAATGTTTTG^^ 
AAATCTTTCTTAAATATAGCAGGTGTTCTCTTTCGGTGAAGTGTCGGCCAGGTTGTAGACAATT 
TAATAAGATGTTATTGTTGTGAAATACTTTTGTGATGTCTGAAGTGTCGGTGTTTTT ACTG CAC 
TTAAAAAGTAACATTTATGGGGTNTGGAGGGGGGTGAAGTTCATCTGGGTGGGCCTTTTATA 
CCGGCTACGGGAAGGGGGCGTGATGGGGTTTGGACCAI I I I I I I GTGGGAATGAAGAGTGG 
TGCGCAATGGATTGTTTAAACATTGGGAGGTAGATTTCAGAGGGGAGAAAAGTCCGATAGCT 
TGGAAAGACGGGTATGACAACTGCGAGTGGGGTGAGTGAAGCGGTGAGGCAAATGGGGAAG 
AAAAAAAAAAGTGGGGGGGGGGGAGATAN 
>258 

NNNNNNNNNNNAGGGAAAGCCTGGATGGGAAGTGGGAAGTTAGTTGGGGGGTGGG 
GAAGGGGGAGGGGGGTGGATGTTGGGGGGGGTAANGGGNTCGCAGGAGCCNGGGGGGNG 
GTTTAAATGGNGGGGGTTACAGGGGNGNGGTGGGGATTTGGGCGATTNGAGGGGTTGGGGG 
AAGNTG7TTTGGAAAAGGGGCNATTGGGGTGGGGGNGGG I I I I I I CGGCTTATTTTAGGGGA 
AGCTGGGCGAAAAAGGGGGAATGTGGGTGCCAAGGGGGATTTAAGGTTGGGGTAAGGGGG 
CAGGGTTTTTTACCAGTCAAAAACGTTTGTAAAACGNGGCCAGTGAAATTGTAATACGAGGA 
CCTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNGGAAAGTGGCCCAGGGCCCCACGGAGTGTTACAQAGG 
CGACGTCGGCGACCGCCAACATGGCGGCGCCCAGTGGCGTCCACGTGCTGGTCCGCAGAG 
GTTCTCATAGAATTTTCTCTTCACCACTCAATCATATCTACTTACACAAGCAGTCAAGCAQTC 
AACAAAGAAGAAATTTCTTTTTTCGGAGACAAAGAGATATTTCACACAGTATAGTTTTGCCGG 
CTGCAGTTTCTTCAGCTCATGCGGTTCCTAAGCACATAAAGAAGCCAGACTATGTGACGACA 
GGCATTGTACCAGACTGGGGAGACAGCATAGAAGTTAAGAATGAAGATCAGATTGAAGGGG 
TTCATCAGGCTTGTCAGCTGGCCCGGCACGTCCTCCTCTTGGCTGGGAAGAGT7TAAAGGTT 
GACATGAGAACTGAAGAGATAGATGCTCTTGTTCATGGGGAAATCATCAGTCATAATGGCTAT 
CCGTCACCTCTAGGCTATGGAGGTTTTCCAAAATGTGTTTGTACCTCTGTAAACAACGTGGTC 
TGTCATGGTATTCGTGACAGTCGACCTCTTCAGGATGGAGATATTATCAACATTGATGTCACA 
GTCTATTACAATGGCTACCATGGAGAGACCTGTGAAACATTTTTGGTGGGCAATGTGGACGA 
ATGTGGTAAAAAGTTAGTGGAGGTTGCGAGGAGGTGTAGAGATGAAGCAATTGGAGCTTGC 
AGAGCAGGGGCTCCCTTCTCTGTAATTGGAAACACAATCAGCCACATAACTCATCAGAATGG 
TTTTCAAGTCTGTCCACATTTTGTGGGACATGGAATAGGATCTTACTTTCATGGACATCCAGA 
AATTTQGGATCATGCAAACGACAGTGATCTACCCATGGAGGAGGGCATGGGATTCACTATAG 
AGCCAATCATCACGGAGGGATCCCCTGAAT7TAAAGTCCTGGAGGATGCATGGACTGTGGT 
CTCCCTAGACAATCAAAGGTGTCGGCGCAGTTCGAGCACACGGTTCTGATCACGTCGA6GG 
GCGCGCAGATCCTGACCAACTACCGATGAGCTGAGGAGCCGCCGAAGCCCTCCAAGGCCA 
GTCCAGAGGTGAAGTTTGAGGCCCTCCCGCGACGCAGCCGACACGCACGCACGGACGCTA 
GACCGTTTGCTGCACTAGGAATTCGAGCTTGGGCGCCAGTGGCCCAGACTGGCCCTTGTCG 
CATCGGGACGCGCGCTTGCACGGTGCAGGAGGCGCAAACGTCAGCTGTTCTGGAAACGGA 
GAGGTCCCAGAGAGAGGAGATACGGGGGGATTTGAGAGCAAGGGCCTACTTGGGGGGGAC 
TGAAGCTTGCGAGAGTAAGAGCGAGCTCATGTTTGTAAGATTCATAATACGGGAAAGTGAGG. 
. AGGAGGTGGGTGGGAAAAGAGATGAGTTCGAGCTTTTAGGTAACA CAGGG TTCTCTCGTCGT ^ 
CCCCCAACCCCTCCAGCTCGGCTTCTTTGTGtCCAGGGTTGTAGATTTTTGGATAGAGGTGT 
TTCTGATTCTACTGAACTGGCCGAAAACCTCACGGAGAGCGACTGGGATTCCAGGCAAGAGT 
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GGCTGCGGCTAACACCACCAGGACCTCCTGGTCCTGAGGTGACTCCAGTAGGCTCCATGAG 

GAATCCGGGAGGGTCAGGACAAATGGGAGAGTTTTGTTTTGTCTCA 

>259 

>260 

>261 

>262 

>263 

>264 

>265 

>266 

>267 

NAAGAGGAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGTC 
CGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTT 
GAGGTCGCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAA 
ACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAG 
AGAAGCTGGGTACTGTCGTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAAGT 
CAGCGG AATTG TATCCGTACCTCGGCCGCGACCACGCTAAAATAAAGAGCAGGACAGAAAT 
TGTGTTGTTTTGTTCTTTGAAATACAACCAAATTCTCTTAAAATGATTGGTAGGAAATATAGTA 
GCTGGCCGGGCGAGGGGGACGGCGQTGAGCNN 
>268 

AAAAAATTAAATCTGACAATGTCAAGTTATAAGGTGCAAGAAAGAAGTAATTTCTCAG 
AGAAATTCAATACTATCAAGCAAGTTATAACTCTTTACAGTGTTTAATTTATATCTGTCAAGGG 
TTAGTGTCTGGAAATTTAATAATCACA Mill CTTTCATTTCTATTCTGAAAGGTCTGTTGATG 
CCTGCCATCACAGTTATCATTCTAGTATTATATTTTGTCATTGACACCTTCTGGGTTCAGAAAA 
GACCATGG GTTGC TGAGTGCACACCAATTTATATACAATACTTTGTGAAGTTCTTCATTATTG 
GAGTTACAGTTTTAGTGGTCGCAGTGCCAGAAGGTCTTCCAGTTGCAGTCACGATCTCACTG 
GCTTATTCAGTCAAAGTAAGTAGAAAATAGTTCAGTAGACGTTGTTATGTTTAAAGCCTTAGC 
TGGTATAGAAAATGCCCATCTAGTTACTCCTTTTCTGCTTCTGAAAGTGAGGAGTTTCATATA 
AATGT 
>269 

cCCACGCGTCCGGTGAGACTTGCGTGCTCCTCTGGCCCGTGGTCCTGTCGTCTTCT 
CCAGGATGGTGTGTGTGAAGGTGCCTGGAGGCTCGAGCTTGGCAGGGTTGACAGTGAGAGT 
GATGGTGCTGAGCTCCCGACTGGGTTTCGCTGGGGACACCCGACCACGTTTCTTGGAGCTG 
CTTAAGTCTGAGTGTCATTTCTTCAATGGGACGGAGCGGGTGCGGTTCCTGGAGAGATACTT 
CCATAACCAGGAGGAGTTCGTGCGCTTCGACAGCGACGTGGGGGAGTACCGGGCGGTGAC 
GGAGCTGGGGCGGCCTGTCGCCGAGTCCTGGAACAGCCAGAAGGACCTCCTGGAGCAGAA 
GCGGGGCCAGGTGGACAATTACTGCAGACACAACTACGGGGTTGTGGAGAGCTTCACAGT 
GCAGCGGCGAGTCCATCCTCaggtGACTGTGTATCCTGCAAAGACCCAGCCCCTGCAggcACC 
ACAACctgctggtcTGTTCTGTGAGTGGnrCTATCCAGGCAGCATTGAAGTCAGGTGGTTCCGG 
AATGGCCAGGAAGAGAAGACTGGGGTGGTGTCCACAGGCCTGATCCACAATGGAGACTGG 
ACCTTCCAGACCCTGGTGATGCTGGAAAGAGTTCCTCGGAGTGGAGAGGTTTACACCTGCC 
AAGTGGAGCACCCAAGCGTGACAAGGCCTCTCACAGTGGAATGGAGAGCACGGTCTGAATC 
TGCACAGAGCAAGATGCTGAGTGGAGTCGGGGGCTTTGTGGTGGGCCTGCTCTTCCTTGGG 
GCCGGGCTGTTCATGTACTTGAGGAATGAGAAAGGAGACTCTGGACTTCAGCCAAGAGGATT 
CCTGAGGTGAAGTGCAGATGACACATTCAAAG^GAACTTTGTGCCCCAGCTTTGCAGGATG 
AAAAGCTTTCCCTCCrGGCTGTTATrcnTCCACAAGAGAGGGCTTTCTCAGGACCTGGTTGC 
TACTGGTTCAGCAACTGCAGAAAATGTCCTCCCTTGTGGCTTCCTCAGCTCGTGCCCTTGGC 
CTGAAGTCCCAGCATTGGTGGCAGCGCCTCATCTTCAACTTTTGTGCTCCCCTTTGCCTAAA 
CCCTATGGCCTCCTGTGCATCTGTACGTGCCCgggcggccGCTCGAGGTTGGTTCAAGCCTTC 
GTTGACAGAGTTGCCCACGGTAACAACCTCTTCCCGAACCTTATGCCTCTGCTGGTCTTTGA 
GTGCCTCCACTAtCCCGCGTACCtCGGCCGCCACCgcgtggaGCTCCAa 
>270 " 
>271 
>272 
>273 
>274 
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>275 
>276 

CGCGGTGGCGGCCGAGGTACGTTCTATTCCTGCTCCTATTAGGTCCTTCTCACCGC 
ACCGGCCCTCGGTCGATTACGCCTCTCCAGTTCTGCTGGGGAGGTTCTAGCCTCGCCCCAC 
CCGCGTCGATGTTTATGTTATACCGTCACTCCCAGTGCCCTAATGGAACTATGCGTCGAGTC 
ACTGCCCGTGGTTCTACCCGGGTCCAGAGCCTCTCGCGGCCCACTAATTTATTCCCAAATTC 
TAGGCCCGGCGCCATCAGCCCTCCCCGCGTACCTGGCCG 
>277 

NNGGAGCTCCCCGCGGTGGCGGCTCGAGTACGCGGGGAGGCAGCGGAAAGCTGA 
GCCCATGTGAGGTGCCTCCTGCCAATCACAGACTACCCTTCCCTGGTCCTGGAGGTTCAAA 
GAATTGCAGGAGGGTAGAAAAGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACC 
GTGTGCGCAGAAAGAGGAGGCGCTTGCCTTCAGCTT GTGG GAAATCCCGAAGATGGCCAAA 
GACAACTCAACTGTTCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATTGGTTGT 
TGGGGGA7TGCGCTGACTGCGGAGTGCATCTTCTTTGTATGTGACGAACACAGGGTGTACGC 
ACTGCTTGAAGGCACGGAGAAGGATGACATGTATGGGGGTGGCTGGATGGGGATATTTGTG 
GGCATCTGGCTCTTCTGCGTGTCTGTTCTAGGGATTGTAGGCATCATGAAGTCCAGGAGGAA 
AATTCTTCTGGGGTATTTGATTCTGATGTTTATAGTATATGCCTTTGAAGTGGCATCTTGTATC 
ACAGGAGCAACACAAGGAGACTTTTTCAGAGGGAACCTGTTCGTGAAGCAGATGCTAGAGAG 
GTACCTCGCCCGGCGGCCGGTGGACCGCCCGGGCAGGTAGGCGGGGATAGTTCACTCACT 
TTCAAAGCCAGGTGAAGGAAAGAGGAAGTGCTAGAGAGAGCCCGGTTCAGTGTGGTTCTGA 
CTTTTAGGGACTTGGCTTGTTAGAAGGCTGAAAGATGATGGGAGGAATGAAAATGCAGGTTG 
TATGGATGCTACTCGTGGCTTTGAGGTGGTGGAGTCTGTGGTCAGATTGAGAAGAGGAAATG 
AAAGCATTAGAAGCAGATTTCTTGAGCAATATGCATACATCAAAGATTAGTAAAGGAGATGTT 
GCCTGTTGGAAGATGACTCTGGTAAATGTTTGGAGTCTTGTAAATAATTTGAACAGGGCAGCT 
GAGGAAACAGGAGAAGTTCATGAAGAGGAGCTTGTTGCAAGAAGGAAACTTGCTAGTGGTTT 
AGATGGCTTTAGGTTGGAAGCAATGTTGACAATATACCAGCTCCACAAAATGTGTGACAGGA 
GGGCTTTTCAACACTGGGAGTTAATCGAGGAAGATATTCTTGATAGTGGAAATGAGAAAAAT 
GGAAAGGAAGAAGTGATAAAGAGAAAAATTGGTTATATTCTGAAACGGCAGCTGTATGAGAA 
TAAACCCAGAAGAGCCTACATACTCAAAAGAGATTCTTACTATTACTGAGAGAATAAATCATT 
TATTTACATGTGATTGTGATTCATCATCCCTTAATTAAATATCAAATTATATTTGTGTGAAAATG 
TGACAAACACACTTATCTGTCTCTTCTACAATTGTGGTTTATTGAATGTGAI I 1 1 ICTGCACTA 
ATATAAATTAGACTAAGTGTTTTCAAATAAATGTAAATCTTCAGCATGATGTGTTGTGTATAAT 
TGGAGTAGATATTAATTAAGTCACCTGTATAATGTTTTGTAATTTTGCAAAACATATCTTGAGT 
TGTTTAAACAGTCAAAATGTTTGATATTTTATACCAGCTTATGAGCTCAAAGTACGTCGGCCG 
CCACCGCGGTGAGCTCCAANNNN 

>278 - 

NNNNAGTCGACCAOGCGTCCGGCAAGGCGTCCAGGAGTGACCTGGGGCTGTGGA 
GAGCGACCCGTGGCCTTGTGTXrCAGTTCTCTATTCAGAAACTTGAACCTTTCCTAAGGGAC 
ACTAAGGGCTTCAGTGTTGAAAGTTTTAGAGCCAAAGCATCTTC TCTTT CTGAAGAATTGAAA 
CATTTTGCAGACGGACTGGAAACTGATGGAACTCTACAAAAATGTTTTGAAGATTCAAATGGA 
AAAGCATCAGATTTTTCTTTGGAAGCATCTGTGGCTGAGATGAAGGAATACATAACAAAGTTT 
TCTTTAGAACGTCAGACTTGGGATCAGCTCTTGCCTCAGTACCAGCAGGAGGCTAAAGAGAT 
ATTGTCCAGAGGATCAACTGAGGCCAAAATTACTGAGGTCAAAGTGGAACCTATGACATATC 
TTGGGTCTTCTCAGAATGAAGTTCTTAATACAAAACGTGAGTACCAGAAAATATTACAGAACC 
AGAGGAAAGTGTTTGACTGTATGGAGTTGGTGATGGATGAACTGCAAGGATCAATGAAAGAQ 
GTGGAGGCCTTTATGGATGAAAGTAGCTGCCGGGGCGAACGCCACCGGGGGGAGCTCCAN 
>279 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCTGAAACAATGCAGTTCTCCCCGCGTATGCGACAT 
CCGGGTGATGGTCATGGAGATCGGCAATGCTTATGCTGTGTTATATGACATCATCGTGAAGA 
ACTTCGAGAAGGTCAAGAAGCGGAGGGGAGAAACAAAGGGAATGATCTATTGAGAGCCCTG 
TCTCCGATTCTGTGATGAGTACTCTTCTGCACTGTTC I I I C I I I CTAATAAAAGTTTC I N I I C 
GAACGTATAGTGTGTTCTGTAAATTGTTGTTACTACCCTATGAC CCGTGAGGG AACCAGTTTG 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTG I I I I I I I .I I JATACCCTTQC 
ACTTGGAAAGACTACAGAGG/J^TCTTGCACTGCATAGTtCAAAGtAAAAAGAGAAGAGTTAAT 
TACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
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AGTGTCTGGTATTTTTCAAA TTTCT GTCAGTTGTTACATTTGTCATAAGTAAATGTTTAG 

AAAGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACGT 

GCCCGGGCGGCCGCCCCGGGCGGCCGCTGN 

>280 

ACGCGGGGGGGAGGTAAGGTGGGGCGGTGAAAGAAGTTTGCTGACGAAGATGGC 
GACTGA GGCA CAGAGTGAAGGGGAGGTGCCAGCCCGCGAATCCGGCCGGAGTGATGCCAT 
G TGCAGT TTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATGTTTAATCCTGA 
CTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTGAGCA 
ATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGA 
CCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTC 
AAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGA 
TATACCAAGTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCG 
GGTAATAGTGTCCGACAGCAGATTTTAAGGGATGGTCTCAATAATGGAACTGACATTGAGTT 
GGAATCAGGGGAATTTCAGTCAAATGATGTTGCCACTTTGCTGAAGATGTTTCTAGGAGAGT 
TGCCGGAGCCTCTGCTGACACATAAACACTTCAATGCACACCTCAAAATCGCTGATTTGATG 
CAGTTTGATGATAAAGGAAACAAGACCAATATACCAGACAAGGACCGGCAAATTGAGGCTGT 
CCAGTTGCTCTTCCTCATTCTCCCTCCTCCTAATCGTAATTTGCTGAAGTTATTGCTTGATCT 
CCTATACCAGACAGCAAAGAAACAAGACAAGAACAAGATGTCAGCCTATAACCTTGCCCTTA 
TGTTTGCACCCCACGTCCTGTGGCCAAAAAATGTCACTGCAAATGACCTTCAGGAGAATATC 
ACAAAGTTAAACAGTGGGATGGCTTTTATGATTAAACACTCCCAGAAACTTTTTAAGGCTCCT 
GCTTATATTCGGGAGTGTGCGAGATTGCAGTATTTGGGATCCAGAACTCAGGCATCAAAGGA 
TGACCTTGACCTCATAGGTTCATGTCATACTAAGTCCTTTCAGCTGGCAAAGTCTCAGAAACG 
GAACCGGGTAGATTCCTGGCCTCACCAGGAGGAGACCCAGCACCATACGGAAGAGGCACT 
GAGAGAGCTGTTTCAACACGTTCATGATATGCCAGAGTCAGCAAAGAAGAAACAACTTATTA 
GACAGTTTAATAAGCAATCATTGACCCAGACACCAGGGCGAGAACCTTCTACTTCCCAGGTA 
CAAAAGAGGGCTCGTTCGCGCTCCTTCAGTGGGCTTATTAAGCGGAAGGTCCTGGGAAATC 
AGATGATGTCAGAAAAGAAAAAGAAGAACCCTACTCCAGAATCTGTGGCCATTGGTGAATTG 
AAGGGAACCAGCAAAGAAAATAGGAACTTATTATTTTCTGGCTCTCCAGCTGTCACGATGAC 
ACCAACAAGATTGAAGTGGTCTGAAGGGAAG AAAGA GGGGAAAAAAGGATTTCTCTGAAGG 
ATCCAGAGTTGTCTCCTATGGTCCATGCAGAATTTTCTGTTTAGTGGGCAGGTGTTATTGCTG 
CCCACAGCAAAGCTTGGAOTTGCAGCTTGCTTGCTGCATTTTGAATTGTCAAAGGGAACTAA 
TACCGTGAGCCGACTGATACCTGTAACCCCACTCACTGGATGATGTTTGCAAGCTGTGCCTT 
GTGAGAGAGTGCTTAGGCGGTGTCTCT C WWW A ATATTATGGGGAAACCACTAACTATGCA 
AC GAGCT TATACAGCACACTAAGGTGGGCTTCAGTGCTCACTCAATGTGTTTAGGCAGATTC 
CACTTTTGAAAAAAAA TATGAA ATGTGTGCTCAACTGGCAGTAATTTTTTAAAAAGCACTGTCC 
CAGTGGA TTGATG TTG > I I M AATGGAT ATnT GGG I I I I I G TCTGTTTTGATAGTATTGGGTA 
TrTGGT TGTT TTTGT TTGTTT A i I I C 11 1 GTiTTAAAAGCCATG Hill GGTTGGGCTCTAAGCT 
AGATATCTTTCCCTC Mill CACTTTGAGCTTTGGGAAAACTCTTTATCTTATGAGGCTGTATT 
CCTCAATACCTAATTTGTGTCCAAAGAATTTATAGCTCTTGTGGAC A I I I I I lATT AI I IC MG 
GGTGTGACATCAGAGTATTTGACCTGCAGTATTGAAAAAGGAGAATTCAGAATGATACAGTA 
TTTTAACAAATCTTAATTATTAAACTCTTTTCCTTCCTTCCATTTCTCCCTCCCT^ 
TCTCTCTCTTTCCCTTTCCTCAGTGATGTGAAAATAATTGTGTTTTGCTGAACTTGTTA 
ATTCAATTTCCTCTTGACTAAAACATCTCTGGTGCCAACGTAATACTTCTGAACCACATCACT 
GTGACTCAAGGAAAGTCACTGACAGCATAAGAGAAGTTTGCTAAAATATTTGTATGTGGGGG 
AAGCTCTGGAGTGTGCGTAGGAGGGGGCTGGCTGCCTTTATGTCCCAGGATGACTCTTTAT 
GGGTGGGATTACATTGCACCCTCTQAGGGTGCAGGCTAGACCGTCTCCTGAGAGGAAGTTA 
GGATCAGAAAGAAGAAGCAAGCAGCAGGGTCTGCAGGGGTGAGAGGATTTAAAGGAGAGAA 
TGTTCTTATTTGGAAGCAGCTGTGGCTTGTCACCAATGTTCAAGGAGTGTTACTGTTCCGCC 
CTCTCTTTGTCAGAAGGGACACAGGTGGTAATTTGGAGATGGGGCCAGAGCTTCTGGCTTTT 
GGATTTGGTGTGTTCACTTGTGTTGGATAGAGCAGTGGCATGGCTTTGACCTAGTATGAACT 
GGTGTCTGCCCAGAGAGCAGCATGTAGCAGGGGGGAATGCTCAGGTTTGTGCCTGGCTCT 
GTGGAGCTGTACAACGCTTCTCAGCCTGTGGGTTGGAGCCGAGTCAGGCCACTATGGGGAA 
GCAGTTGCCCGACAAAATGTGGTTTGCTGACCTATTTCTAAACTGTTGAATATGCTOCAGCAT 

. TGCTGAAATGAAAGATGACTCTGGGGGAGCAGAGCTTGGCCTTGTGCCCAGCTGGCAGCCC 
CCTCTGCCAGCCTTTCTGCTGCTTTTGCTGCTGTAACAGCAATAGTGGAGAAAAATGTAAAAT 

TTGGTCTTCCAGCTTAATGCAGTGTGAACAATAGATGGTTAGGAAAACAAAACTGCTTAGAA 
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GCCCCTTTCTCTAGAGCAGTTTTATGTCATTTGTAAAAACACATATTAGCAAATTCGTTCGCG 
TAGGTTTCTATTCAATATTTG AG I I I I I I I I I CTTATTAAGAAAATGAAATCCCTTACACCAGAT 
ATGAGTTAATTCAAACAGAAAACCCTTTGGGTATCANNNNN 
>281 

NNNNNNGGCGGCCGAGGTACGCGGGGGGAGACATGTGGAGTCCCAGGAGAGGCC 
AACCTGTGTCTCTTCATGTCCCTGGGAAGGGTGCCGCGGAAGTGAAAGAGATGGCCTGGTG 
GAAAGCGTGGGAGAATGAATAAACAGACTAGGTTGAATCCATACAATGGAATGGTAGCAGAC 
AATAAAAAGAAAATGAACTATTGATGCGCGCTACTGCACAGGAGAAGCTCTGAATCGTGTTC 
CTGAATGAAAGAAGTCAGAGATGAAAAGATGGGCCAGGAGTCCAGTTTCTGGAAGGCGAAG 
AATCGAAGTAGCAAGCTGCAGCCGTTTTCCAGACAAGCATGATGTGGGGATGCAGAAGAAT 
TCAGGACTGGAGGGGCAAACTCCGATGTGACTGAGGCCCCACTGCCAAATGGCGGCATGG 
TCAGATAGCACCGAAGAATTTGGGGAAAAAACTGGTGCTGACAGCN 
>282 
>283 

cAAAAAGTGGAGACTTTTAATGTATTTGTTTAATTTCGGAGGGGTCGGATTTTGCAGT 
TGTTGAAATTGTCGGGGGAGTTTTCAATCATGTCTGAACCAATCAGAGTGCTTGTGACTGGA 
GCAGCTGGTCAAATTGCATATTCACTGCTGTACAGTATTGGAAATGGATCTGTCTTTGGTAAA 
GATCAGCCTATAATTCTTGTGCTGTTGGATATCACCCCCATGATGGGTGTCCTGGACGGTGT 
CCTAATGGAACTGCAAGACTGTGCCCTTCCCCTCCTGAAAGATGTCATCGCAACAGATAAAG 
AAGACGTTGCCTTCAAAGACCTGGATGTGGCCATTCTTGTGGGCTCCATGCCAAGAAGGGA 
AGGCATGGAGAGAAAAGATTTACTGAAAGCAAATGTGAAAATCTTCAAATGGCAGGGTGCAG 
CCTTAGATAAATACGCCAAGAAGTCAGTTAAGGTTATTGTTGTGGGTAATCCAGCCAATACCA 
ACTGCCTGACTGCTTCCAAGTCAGCTCCATCCATCCCCAAGGAGAACTTCAGTTGCTTGACT 
CGTTTGGATCACAACCGAGCTAAAGCTCAAATTGCTCTTAAACTTGGTGTGACTGCTAATGAT 
GTAAAGAATGTCATTATCTGGGGAAACCATTCCTCGAGTCAGTATCCAGATGTCAACCATGC 
CAAGGTGAAATTGCAAGGAAAGGAAGTTGGTGTTTATGAAGCTCTGAAAGATGACAGGTGGC 
TCAAGGGAGAATTTGTCACGACTGTGCAGCAGGGTGGCGCTGCTGTCATCAAGGCTCGAAA 
ACTATCCAGTGCCATGTCTGGTGCAAAAGCCATCTGTGAGCACGTCAGGGACATCTGGTTTG 
GAACCCCAGAGGGAGAGTTTGTGTCCATGGGTGTTATCTCTGATGGCAACTCCTATGGTGTT 
CCTGATGATCTGGTCTACTCATTGGCTGTTGTAATGAAGAATAAGACGTGGAAGTTTGTTGAA 
GGTCTCCCTATTAATGATTTCTCACGTGAGAAGATGGATCTTACTGCAAAGGAACTGAGAGA 
AGAAAAAGAAAGTGGTTTTGAAI I I CM IGGTGTGCCTGACTAGACAATGATQTTAGTAAATG 
CTTGAAAGCTGAAGAATCTAAATGTCGTCTTTGACTCAAGTACCAAATAATAATAATGCTATAC 
TTAAATTACTTGTGAAAAACAACACATTTTAAAGATTACGTGCTTGTTGGTACAGGTT^ 
TGACAGTTTATCGTCATGCTGTrAGTGTGCATTCTAAATAAATATATATTCAAATGAAAAAAAA 
AAAAAAAAAaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaacaaacaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa 
aaaaaaaagggggggggggggattaaatattcccggggggggacgacaaataatgaaagacaacacacgtctttttgtagaaaaa 
gcagccacccataatggagggtgtttataaaaggaaggccggggaggttttaaaaagctgtgcgagagagaaaaattgtcgtgagm 
tgaagaagacacatccmgtgtgggtctagacgggaaccacaccgaaaagataaggacggggaaaatacaatgggtatagtggaa. 
caggcttttgtggcaaatgtcgtgtgttatata 
>284 

NNNNGGGGGCCGGGTGGAGNGGCTGNGAGAAGAGGAGAGAAGGGGGGTGAGAGA 
GCGAGATTCTATCCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGAGCGGCTCGTGTTCGC 
GGCCGCGTGGACACGGGTGCGAGAAGACGACAGAAGGGGGCTCTAAGCTGCAGCAAGAGA 
AACTGTGTGTGAGGGGAAGAGGGGTGTTTCGCTGTCGGGTCTGTAGTTCTTGCACGCTCTnr 
AAGAGTCTGCACTGGAGGAACTCCTGGCATTACCAGCTCCCTTCTTGCAGAAGGGAGGGG6 
AAACATACATTTATTCATGCCAGTCTGTTGCATGCAGG CI 1 1 1 i G GCTTCCTACCTTGCAAGA 
AAATAATTGCACGAACTCGTTAGTGCCGATTCCGCGCAGAGAGAGTCGTGGAGGCACAGTCT 
TTTTTGCTTTGCATTGTAGGAGAGGGACTAAGTGCTAGAGACTATGTCGCrrTCCTGAGCTA 
GCGAGAGCGCTCGTGAACTGGAATGAACTGCTTCAGGGAAAAAQAAAAAAAAAAAAAAAAGA 
CTTGCCTGGGAGGCCGCGAGAAACTTGGATTGGAAGCTrCAGCAAGCAGCATTCGAGAAAG 
TCCTCTCTACTTTAGCACGGTCTCCAGACTGAGCCGAGAGACAGeAAAGTGCAGCGCGGTG 
AGAGAGCGAGAGAGAGGGAGAGAGAGACTCTCCAGCCTGGGAACTAtAACTGCTCTGCdA 
GAeGCGGAGAACTCCTTCCGCAAATCTTTTGGGGACTTtTCTCTCTTTACCCACCTC 
CTGOGAGGAGTTGAGGGGCCAGtTCGGCCGCCGCGCG^ 

TGGGCCGGGGAACGGGGAGGGCGGGGGGATGGGGCGGGGGGCGCCGGGAGGGTGTGAG 
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CGCGCGTGGGCGCCCGCCGAGCCGAGGCCATGGTGCAGCAAACCAACAATGCCGAGAACA 
CGGAAGCGCTGCTGGCCGGCGAGAGCTCGGACTCGGGGGCCGGCCTCGAGCTGGGAATC 
GCCTCCTCCCCCACGGCCGGCTCCACCGCCTCCACGGGCGGCAAGGCGGACGACCCGAG 
CTGGTGCAAGACCCCGAGTGGGCACATCAAGGGACCCATGAACGCCTTCATGGTGTGGTCG 
CAGATCGAGCGGGGCAAGATGATGGAGCAGTCGCCGGACATGCAGAACGCCGAGATCTCC 
AAGCGGCTGGGCAAACGCTGGAAGCTGCTCAAAGACAGCGACAAGATCCCTTTCATTCGAG 
AGGCGGAGCGGCTGCGCCTCAAGCACATGGCTGACTACGCCGACTACAAGTACCGGGCCA 
GGAAGAAGGTGAAGTCCGGCAACGCCAACTCCAGCTCCTCGGCCGCCGCCTCCTCCAAGC 
CGGGGGAGAAGGGAGACAAGGTCGGTGGCAGTGGCGGGGGCGGCCATGGGGGCGGCGG 
CGGCGGCGGGAGCAGCAACGCGGGGGGAGGAGGCGGCGGTGCGAGTGGCGGCGGCGCC 
AACTCCAAACCGGCGCAGAAAAAGAGCTGCGGCTCCAAAGTGGCGGGCGGCGCGGGCGG 
TGGGGTTAGCAAACCGCACGCCAAGCTCATCCTGGCAGGCGGCGGCGGCGGCGGGAAAG 
CAGCGGCTGCCGCCGCCGCCTCCTTCGCCGCCGAACAGGCGGGGGCCGCCGCCCTGCTG 
CCCCTGGGCGCCGCCGCCGACCACCACTCGCTGTACAAGGCGCGGACTCCCAGCGCCTCG 
GCCTGCGCCTCCTCGGCAGCCTCGGCCTCCGCAGCGCTCGGGGCCCCGGGCAAGCACCT 
GGCGGAGAAGAAGGTGAAGCGCGTCTAGCTGTTCGGCGGCGTGGGCACGTCGTCGTCGCC 
CGTGGGCGGCGTGGGCGCGGGAGCCGACCCCAGCGACCCCCTGGGCCTGTACGAGGAGG 
AGGGCGGGGGGTGCTCGCCCGACGCGGCCAGCCTGAGCGGCCGCAGCAGGGCCGCCTCG 
TGGCGCGCGGCCGGCGGGTCGCGCGCCGACCAGCGCGGCTACGCCAGCCTGCGCGCCGC 
CTCGCCCGCCCCGTCGAGCGCGGCGTGGCACGCGTCCTCCTCGGCCTCGTCGGACTCCTC 
CTGTTCCTCGTCCTCGGGCTGCTCGTCGTGCGACGAGGAGTTCGAAGACGAGCTGCTCGAC 
CTGAACGCCAGGTCAA AGTTT GAGAGGATGTGCGTGGGCAGCTTCAGTTCGTGGTCGGCGC 
TCGAGCGGGACGTGGATTTTAACTTGGAGCCCGGGTCCGGCTCGCACTTGGAGTTCCCGGA 
CTACTGCACGCCCGAGGTGAGCGAGATGATCTCGGGAGACTGGCTCGAGTCCAGGATCTG 
CAACGTGGTTTTCAGCTAGTGAAGGGGGCGCAGGGAGGGAGAAGGGGCGGGGGGGGTAG 
GAGAGGAGAAAAAAAAAGTGAAAAAAAGAAAGGAAAAGGACAGAGGAAGAGTTTAAAGAGAA 
AAGGGAAAAAAGAAAGAAAAAGTAAGGAGGGGTGGCTTCGCCCGCGTTCTCGTCGTCGGAT 
CAAGGAGGGCGGCGGCGTTTTGGAGGGGCGGTGGCATCCGGCAGCTTCGGGGGCCGGGGA 
CCCACTCTGCCCAGGGGGAGGGACGCGGAGGAGGAAGAGGGTAGACAGGGGCGAGCTGT 
GATTGTTGTTATTGATGTTGTTGTTGATGGCAAAAAAAAAAAAGCGACTTCGAGTTTGGTCCC 
CTTTGCTTGAAGAGACCCCCTCCCCCTTCCAACGAGCTTCCGGACTTGTCTGCACCCCCAG 
CAA GAAGGCGAGTTAG TTTTCTAGAGACTTGAAGGAGTCTCCCCCTTCCTGCATCACCACCT 
TGGT TTTGTTT TATTTTGCTTGTTGGTCAAGAAAGGAGGGGAGAACCCAGCGCACCCCTCG 
CCCCTT TTTTT AAACGCGTGATGAAGACAGAAGGCTCCGGGGTGACGAATTTGGCCGATGG 
CA GATGTTTT GGGGGAA CGCC GGGACTGAGAGACTCCAGGCAGGCGAATTCCGGTTTGGG 
GC I I I I M I I CCTCCCTCTTTTCCCCTTGCCCCCTCTGCAGCCGGAGGAGGAG ATGTTGAGG 
GGAGGAGGCCAGCCAGTGTGACCGGCGCTAGGAAATGACCCGAGAACCCCGTTGGAAGCG 
CAGCAGCGGGAGGTAGGGGCGGGGGCGGAGGAGGACACGAACTGGAAGGGGGTTCACGG 
TC AAACT GAAATGGATTTGCACGTTGGGGAGCTGGCGGCGGCGGCTGCTGGGGCTCCGCC 
TTCTTTTCTACGTGAAATCAGTGAGGTGAGACTTCCCAGACCCCGGAGGCGTGGAGGAGAG 
GAGACTGTTTGATGTGGTACAGGGGCAGTCAGTGGAGGGCGAGTGGTTTCGAAAAAAAAAA 
AAGAAAAACCGAAAGGAATGAAAAAAAAAAG A I i I I I I I C I I CTCTTAATCGGAATGGTGATG 
GTGTTGGATTATTTCAATGGT GGGGT TAATATAGCATGTTATGCTGTGTAT C I 1 1 lA AAGATTT 
CTGTATAAGACTGTTGAGGAGTTTTTAAAATAGTGTAGGATAATATAAAAAGCAGATAGATGG 
CGGTATGTTTGATTCCTACAACGAAATTATCACCAGCTTTrmCATTCTTAACT 
ATTCAAACGCAACTCAAATCTGTGCTGGACTTTAAAAAAACAATTCAGGACCAAATTTTTTCTC 
AGTGTGTGTGTTTAT TCGTTA TAGGTGTAAATGAGAAGACGTG I I I I M I CGTTCACGG ATGC 
TCCATCCTGGTATTTCT TTTTCCT TGTAAATGTAATGAGATGCCATTTTATATGTGGACGT^ 
TATACTGGCCAAAC ATATT T nTCTT TTGTCCC I I I I M ICTTTCCTTTC I I I I lA CTTCCTTTAT 
TTCTTTATTGCTTC GTTTT CC I I I I 1 1 ICTTTG I I M l I C I i I I I I I II I I I f il I I G GGAAGTTGT 
TGTTACCCACGCCA TTTTA CGTCTCCTTGACTGAAGGGGTAGAGTTTTAACTTTTA A I I M I I A 
• TATTTAAATGTAGACTTTT GAGAC TTTTAAAAAACAAAAAAAGACAAGAGAGATGAACCCG^ 
GGATTATTTCCTCAGGGTATTTTGGTAACACAATATATAAGGGGGGTGTAATCGGGGTAACT 
CGCTGTTGGATTG CGGA TTTCATAAGAGTOGGGGGGGTTAATATCrCACACGGGTTrA 
ATCGAGCCCCTAATTTTCTCCATGGTGTAACCCTTCATTCTGCGGGGTTCTTCAAGGTTGAC 
AGATATCGCTTAACTGGCACCAAGGTTTTACCGTTCGGGCCCCGTTTTGTTTAAAGGCGGGG 
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GGGACATTGAGGCAACAAAGGTTGCGTTTTAGGAACACCACAGGCTTTTCGGAAATATGGC 

GCTGTCCAGAGGG7TAAATTGTGGGATCAGCCAAAGGGGTGTGGCTTAATGTGAACCCACT 

TTTGGCCNNNNNNNNN 

>285 

GGAGCCACGCGTCCGGCGACGCCAAACATGGGGTGTTCCTAGAAGCCGCTTTCGG 
CATCAGTAGGGGGGGGCGTGGGGTCTGGCAGCGTGGGGAGAGGGACCAACCGACGGCAC 
TTCGTGTTGGGAAGTGGGAGCGGGAGGGCCGGGCAATTCCCGACCGAACCAAACGGTTTC 
CATGGATGTCAATAGTGCCAGCACTGTTGTTCTTCAGGTGTTAACACAGGCCACCAGTCAGG 
ATACTGCTGTGTTAAAACCAGCTGAGGAGCAGTTGAAGCAGTGGGAGACACAGCCAGGTTT 
CTATTCAGTGTTGCTGAATATTTTCACCAACCACACTTTGGATATAAATGTAAGGTGGCTTGC 
TGTACTGTATTTTAAACATGGAATTGATCGCTACTGGAGACGTGTAGCACCTCATGCTCTCTC 
AGAGGAGGAGAAAAGTACTCTGCGTGCAGGGCTCATCAGCAACTTCAATGAACCAATAAACC 
AGATTGCAACTCAGATTGCAGTGCTCATTGCAAAAGTTGCTAGATTGGATTGTCCCAGACAG 
TGGCCTGAACTAATTCCCACTCTTATAGAGTCTGTTAAAGTGCAGGATGATCTTCGACAGCA 
CAGAGCATTACTTACCTTCTATCATGTTACCAAGACACTGGCATCTAAACGACTTGCTGCTGA 
TAGAAAACTATTTTATGATTTAGCTTCTGGAATTTATAATTTTGCGTGCTCTCTGTGGAATCA 
CACACAGACAGATTCCTGCAAGAAGTTTCTTCTGGCAATGAAGCTGCAATTTTGAGTTCACTA 
GAACGAACACTGCTATGATTGAAAGTGGTGCGTAAGTTAAGTGTTAATGGATTTGTGGAACCT 
CATAAGAATATGGAGGTGATGGG I I I I I I ACATGGAATATTTGAACGTCTAAAACAGTTTCTG 
GAATGCAGTAGAAGTATAGGTACAGATAATGTGTGTAGAGATAGACTGGAAAAGACCATCAT 
TC I I I M ACTAAAGTGCTTTTGGACTTCTTGGATCAGCATGC I I I I I CATTTAGTCCTCTAATT 
CAGAGATCACTGGAATTTTCTGTAAGCTATGTTTTTACAGAAGTTGGTGAAGGCGTTACATTT 
GAACGATTCATTGTCCAATGTATGAATCTTATTAAGATGATTGTCAAAAATTATGGTTATAAGC 
CATCCAAAAATTTTGAAGATAGCAGCCCTGAAACTCTTGAAGCCCATAAGATTAAGATGGCAT 
TCTTCACATATGGTACTTTGACAGAGATATGTAGAAGATTAGTCTCTCATTATTTCCTATTAAC 
TGAAGAAGAACTGACAATGTGGGAAGAAGACCCAGAAGGCTTTACAGTGGAAGAAACAGGA 
GGAGATTCTTGGAAATATAGTTTGAGGCCATGCACTGAAGTATTATTTATAGATATATTCCAT 
GAATATAATCAGACTCTTACTCCTGTACTTCTAGAAATGATGCAAACACTTCAAGGACCCACA 
AATGTGGAAGATATGAATGCACTGTTAATGAAAGATGCTGTGTATAATGCTGTTGGATTAGCT 
GCTTATGAGCTCTTTGACAGTGTTGATTTTGATCAGTGGTTTAAAAACCAGCTTCTTCCAGAA 
TTACAAGTCATTCACAATAGGTATAAGGCATTGGGAGGGAGGGTGATTTGGGTCATCGGTCA 
GTGGATTTGTGTGAAATTCAAGTCTGAGTTAAGACCCATGCTTTATGAAGCAATCTGTAACTT 
GCTTCAAGATCAAGATTTAGTGGTCCGTATTGAAACAGCTACAACTTTGAAGTTAACTGTTGA 
TGATTTTGAATTTAG AACAGATCAGTTTCTACGGTATTTGG AAACCATGTTCACACTA C I I I I I 
CAGTTACTGCAGCAAGTTACAGAATGTGACACAAAGATGCATGTTTTGCATGTCCTTTCTTGT 
GTGATCGAAAGAGTCAACATGCAGATACGACCATATGTGGGATGTTTGGTACAATATTTGCC 
CCTCCTTTGGAAGCAGAGTGAAGAACACAATATGTTGAGATGTGCTATTTTGACAACACTTAT 
TCATCTTGTTCAGGGATTAGGAGCAGACAGCAAGAACCTGTACCCTrrCCTGCTCCCAGTTA 
TTCAACTGAGTACAGATGTTTCACAGCCTCCACATGTTTATCTTCTGGAAGATGGTTTAGAAT 
TATGGTTAGTAACTTTGGAAAACAGTCCATGTATTACACCAGAGTTGCTTCGTATAT7TCAGA 
ATATGTCACCACTTCTTGAACTAAGTTCAGAAAATCTTAGAACTTGCTTTAAGATCATCAATGG 
TTATATCTTTTTATCATCAACAGAATTTTTACAGACATACGCAGTAGGTCTATGCCAGTCCTT^ 
TGTGAACTTTTAAAGGAAATTACTACAGAAGGTCAAG7TCAGGTGCTCAAGGTTGTGGAAAAT 
GCCCTTAAAGTGAACCCAATACTAGGTCGACAAATGTTTCAACGGATrrrAGCCTATGTTTT 
AAGGGTATTATAGAAGGGGAGAG GTATCGTG TAGTGATGTCCACGTATCTTGGAGTTATGGG 
TCG AGTTGTACTACAAAAGACTAG I I I N I I ICI I CAGTACTTAATGAGATGGCCCATAAATIT 
AATCAGGAGATGGACCAGCTTTTGGGAAATATGATTGAAATGTGGGTTGATCGAATGGACAA 
CATTACCCAGCCTGAAAGAAGAAAACTTTCAGCTTTGGCTTTGCTCTCTCTTCTGCCATCTGA 
TAATAGTGTTATCCAAGATAAATTCTGTGGGATTATAAACATTTCAGTAGAAGGCCTGGATGA 
TGTCATGACGGAAGATCCTGAAACAGGAACTTATAAAGACTGTATGTTGATGTCTCATCTTGA 
GGAACCAAAAGTAACAGAAGATGAAGAACCACCCACAGAACAAGATAAGAGGAAAAAGATG 
CTGGCCCTGAAGGACCCTGTTCATACAGtGTCAGTGCAGCAGTTCATCTACGAGAAGCTCAA 
GGCACAGCAGGAGATGCTAGGAGAACAAGGTTTCCAGTCCCTCATGGAAACAGTGGATACG 
GAGATTGTGACCCAGCTAGAGGAGTTTTTGCAAGGATTCTAAGAGCACATGACATGTGGCTG 
GGTCCCCTTTCAGAAACAAGCTGAGTAACCCAGCCTGCCG TTTGTA TGTGAGAGCCTGCTGA 
GATGAAGAAATCACTTCATGAAAATAAGCAAAGACCACACATTTTTTACTACAAAATGTAAGG 
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TAATGTAATCGGATAATAAGATAAGCTATTCTCAAAGATTGATTCATTTATGGAGGGGCTTCA 

TAAAAGTCGTAGTTACTTGAGAAAGGGGTGTTCGTTAGAGAAAAATAGTTAGTGGCTAATTGA 

GAGAGAACGGAAGTTGCGAAATGAAGGGCTCTTAGGGAAGGGAAAGAGGGGAAAGGGTAA 

ATTAGAAACAGGGGAGAAGTAATAAGAAGTAAGAGAGGAGTGTANNN 

>286 

>287 

NNATGTGGTTACGACCCAGTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GnTTCGGTGATCGAGACAAAGGTTGGGGCAGTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTG I I I I I CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTGTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCAGA 
ACAGTGTG Mill AGATTCCGTACCTTTGATTAAGG AACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTGTTTGATGTCTGGCTGCCTTOTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCAGAGTCTGCGTGCAGG 
GGTCTCCATTCTTGTTGTrGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACGCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTGTGAACCATGGTTGGGGTTCATGGGG 
TTGGCATTGAGGATCGCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATTGTGTGAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GAAGG Mill CCACTATTCACACTCTGTGGCGTAACCTTGTTGAATATAACCCGAAATGTCAC 
CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATGAG 
TTTTCGGCCGGTCATGTGTGTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCGTCGAGC 
CGCAGACCAGGAGAAGGGTTCGACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 
CTGTAGGGGTTGGGAGGGTGGACTTGTCATCCTTGAAGATGAGCTTTTGGGATGTGGAGGT 
GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 
CAGAAAAGCATGTTGACTCCTGAATTCTGTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 
GACTTCTCAGGGGAI I I T I GCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTAGTTTT 
AGCTGCTCTTGTAAGGCCTTCATTTGCTGTTGCAAATTCCTTAATTCCTGTTGCAACTCTTCAT 
TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 
GGGAACrrCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 
TTCGTCTCTTGTCTGTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 
GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 
TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGGAGTGGGGTCAGCAGAGACA 
GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 
GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 
ACAGCTGAACCCGCCAAAATCGGACNN 
>288 

>289 

NAGTCGCGCGCGGTGCAGTCGGGAGGTGGAGGCACCGGCTGCATTGTTTTGGGGA 
TCGAGGGGTGAGGGCGCTATGGCACCCGGCTGCAAAACTGAGTTACGCAGCGTGACAAAT 
GGTCAGTCTAACCAACCAAGTAATGAAGGTGATGCCATCAAAGTTTTTGTGCGAATTCGTCC 
TCCTGCAGAAAGATCTGGGTCAGCTGATGGAGAGCAGAACTTATGCTTATCTGTGCTGTCCT 
CCACGAGTCTCCGGCTGCACTCCAACCGTGAGCCCAAGAGGTTCACGTTTGATCATGTTGCA 
GATGTGGATACCACTCAGGAATCTGTATTTGCAACTGTGGCTAAAAGCATTGTGGAGTCTTG 
CATGAGCGGTTATAATGGTACCATCTTTGCATATGGACAGACTGGCTCAGGGAAGACATTTA 
CTATGATGGGACGATCTGAATCTGATAAI I I I I CTCATAACCTGAGAGGAGTAATCCCACGAA 
GTTTTGAATATTTGTTTTCCTTAATTGATCGTGAAAAAGAAAAGGGTGGAGCTGGAAAGAG 
TCCTITGTAAGTGTTCCTTTATTGAAATCTACAACGAGCAGATATATGATCTACTGGACTCTG 
CATCGGCTGGACTGTACTTAAGGGAGCATATCAAGAAGGGAGTCTTTGTTGTTGGTGCGGT 
GGAGGAGGTGGTAACCTCAGCTGCTGAAGCCTATCAGGTGCTGTCTGGAGGATGGAGGAAT 
AGACGTGTGGCATGAACATGAATGAACAGAGAATCGTCTAGGTCTGATGCCQTCTTTACAAT . 
TACAATAGAGTCAATGGAGAAAAGTAATGAGATTGTGAATATACGGACCTCGCTACTCAACCT; 
GGTGGATTTAGGAGGATCtGAAAGGGAAAAAGATACCCATGCAGAAGGGATGAGATTGAAG 
GAAGCAGGTAACAtAAATCGATCATTGAGCTGCCTGGGCCAAGTiGATTACAGCAOTTGtCG^^ 
CGTGGGTAATGGAAAACAGAGACATGTTTGCTACAGAGACTCCAAACTTACCTTCTrACTAC 
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GGGATTCCCTTGGAGGTAATGCCAAAACAGCCATAATTGCAAATGTTCATCCTGGATCCAGG 

TGTTTTGGGGAAACCCTATCAACACTTAACTTTGCTCAAAGAGCCAAGCTGATTAAAAACAAG 

GCAGTAGTAAATGAAGACACCCAAGGAAATGTGAGCCAGCTCCAAGCTGAAGTGAAGAGGC 

TCAAAGAACAACTGGCGGAGCTTGCTTCAGGACAGACACCACCAGAAAGCTTCGTGAGGAG 

AGAGAAAAAGAAGACTAACTATATGGAGTATTTCCAGGAAGCAATGTTATTCTTTAAGAAATC 

TGAACAGGAAAAGAAGTCTGTGATAGAAAAAGTTAGCCAATTAGAAGACCTCACCCTCAAAA 

AGGAAAAATTTATTGAATCTAATAAAATGATTGTGAAATTCCGAGAGGATCAAATAATACGCTT 

GGAAAAGCTGCACAAGGAATCCCGGGGAGGTTTTCTGCCTGAGGAGCAGGATCGTTTGCTC 

TCAGAATTAAGGAATGAGATTCAAACTCTGCGAGAACAAATAGAGCACCACCGCAGAGTTGC 

AAAGTATGCTATGGAAAATCATTCCCTCAGGGAGGAGAATAGAAGACTGAGATTATTAGAGC 

CTGTGAAAAGAGCTCAAGAAATGGATGCCCAGACCATTGCAAAAGTAGAAAAAGCTTTCTGT 

G A A ATAAGTG G C ATG G AG AA AAGTG ACAAAAATC AGC AAG G ATTTTCACCTAAAG CTCAG AA 

AGAGCCATGTTTGTTTGCAAACACTGAGAAGTTAAAAGCACAACTCGTGCAAATTCAGACAG 

AGCTGAATAATTCAAAGCAAGAATATGAAGAATTCAAAGAACTTAGTAGGAAAAGGCAGCTA 

GAATTGGAATCAGAGCTTCAGTCTTTGCAAAAAGCGAACCTTAATCTTGAAAACCTTTTGGAA 

GCAACAAAAGCCTGCAAGCGGCAAGAAGTTTCTCAGCTGAATAAAATTCATGCTGAAACACT 

TAAGATTATAACTACACCAACCAAGGCCTACCAACTTCATTCCCGACCAGTACCAAAATTAAG 

CCCTGAAATGGGAAGCTTTGGCTCTCTATACACTCAGAATTGTAGCATATTAGATAATGATAT 

ATTAAATGAGCGAGTTCCTCCTGAGATGAATGAAGAAGCTTTTGAGGCGATTTGTGAAGAGC 

TTAGAAGAGTGCAGGAACAAATGAGTGCTCTTCAAGCGAAACTGGATGAAGAAGAGCATAAA 

AAGCTAAAGGTTGAGCAGGATGTTGACAAAGTGGAACATCATTGTAGGCAAATGGAGGAGGT 

TTTCTCATCAGAAAGAATTGATTGGAGCAAAGAGCAGGAAGAGGTTGTGTCAGAGTTGAATGT 

CGTTGAAAAGCAGCTTGAAGAGAGTCAAACTAAAAATGACTTTTTGAAAAGTGAGGTACATGA 

CCTGGGAGTAGTCCTTCATTCTGCTGAGAAGGAGGTTTGTTCAGTGAAATTGGAATATAGTTC 

ATTCAAAACGAATCAGGAGAAAGAATTCAACAAACTTTCTGAAAGACACATGGATGTAGAGGT 

TCAATTAGATAATGTGAGGTTAGAAAACGAAAAGCTGCTTGAGAGCAAAGCGTGCCTACAGG 

ATTCCTATGACAACTTACAAGAAATAATGAAATTTGAGATTGACCAACTTTCAAGAAACCTCC 

AAAACTTCAAAAAAGAAAATGAAACTCTGAAATCTGATCTGAATAATTTGATGGAGCTTCTTG 

AGGCAGAAAAAGAAGGCAATAACAAATTATGATTACAGTTTGAAGAAGATAAAGAAAACAGTT 

CTAAAGAAATCTTAAAAGTTGTTGAGGCTGTACGTCAGGAGAAACAGAAAGAGACGGGCAAG 

TGTGAGCAGCAGATGGGAAAAGTACAGAAACTAGAAGAGAGCTTGCTTGCTACTGAAAAAGT 

GATCAGTTCCCTGGAAAAGTCTAGAGATTCTGATAAGAAAGTTGTAGCTGACCTCATGAACC 

AGATCCAGGAGCTAAGAACATCGGTCTGTGAGAAAACAGAAACTATAGACACCCTGAAACAA 

GAACTGAAGGACATAAATTGCAAATACAACTCTGCTTTGGTTGACAGAGAAGAGAGCAGAGT 

GTTGATCAAGAAGCAGGAAGTGGATATTCTGGATCTGAAAGAAACCCTTAGGCTGAGAATAC 

TTTCTGAGGACATAGAGAGGGATATGCTCTGTGAGGACCTGGCTCATGCCACTGAGCAGCT 

GAACATGCTCACAGAGGCCTCAAAAAAACACTCGGGGCTGCTGCAGTCTGCCCAGGAAGAA 

CTGACCAAGAAGGAAGGGGTGATTCAGGAACTTCAGCACAAGCTAAACCAAAAGAAAGAGG 

AAGTAGAACAGAAGAAGAATGAATATAACTTCAAAATGAGGCAACTAGAACATGTGATGGATT 

CTGCTGCTGAGGATCGCCAGAGTCCTAAGACACCACCTCAGTTTCAAACACATTTGGCAAAA 

CTCCTGGAAACACAAGAACAAGAGATAGAAGATGGAAGAGCCTCTAAGACTTCTTTGGAACA 

CCTTGTAACAAAGCTAAATGAAGACAGAGAAGTCAAAAATGCTGAAATCCTCAGAATGAAGG 

AGCAGTTGCGTGAAATGGAAAACCTACGCCTGGAAAGTGAGGAGTTAATAGAGAAAAAGTGG 

CTCCTGCAAGGTGAGCTGGATGATATTAAAAGACAAAAGGAAAACAGTGATCAGAATCATCC 

AGATAATCAACAGCTGAAGAATGAACAAGAAGAAAGTATCAAAGAAAGACTTGCAAAAAGTA 

AAATAGTTGAAGAAATGCTGAAAATGAAAGCAGACCTAGAAGAAGTGCAAAGTGCCCTTTAC 

AACAAAGAGATGGAATGCCTTAGAATGACTGATGAAGTCGAACGAACCCAAACTTTGGAGTC 

TAAAGCATTCCAGGAAAAAGAACAACTGAGATCAAAGCTGGAAGAAATGTATGAAGAAAGAG 

AGAGAACATCCCAGGAGATGGAAATGTTAAGGAAGCAGGTGGAGTGTCTTGCTGAGGAAAA 

tggaaagttggtaggtcaccaaaattrgcatcagaagattcagtacgtagtgcgactaaaga 
aggaaaatgtcaggcttgctgaggagacagaaaagttgcgtgccgaaaatgtatttttaaaa 
gaaaagaaaagaagtgaatcttgaggattgcggitcagctacctaggcatcaccttgtttgaa 

GATGTTTCTTCT CI I I T A CAAGTAAGACCTACTGCTGGCCACTTAGGAGAGCTGAATTTATGG ' 
AGCTTAATTATTAAATGTTTATAAGGTGGTGGTAACCACCTCAAGTTTCTGATGAACATTCTG 
CATCCATAtACACCCTGTGACAGTCAGCAGTCTGCTATTAAGTGGCCTACTTCAAGGCTTTG 
AATCAACTTAAGGGAAAACCTTTTGTCTTTGTAAAAATAAAAGCCTGTAGCTAAGGTTTACAG 
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TGGACATTAGCCAGATCATTTTCTTCTTAGATTATGCCATAATCTCCTTTGATTCTTATGGAAG 

TTGTAACAATATATGGTGGTTCCAACACCTGCAGTGAGTTTAATGACTGAGTTAGTAGCAGGT 

ACAAG AAGGAAAGTTGTTAATATAGATTA INN GTATTCTTACTTTAGGTATTTTCTTGAGCAT 

TTTCCATGACTGTAAATAAAGCGATTTTTTAAGATAAAAAAAAAAAAAAAAAAAAAAAGGGCG 

GGGGGN 

>290 

>291 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCTGAAACAATGCAGTTCTCCCCGCGTATGCGACAT 
CCGGCTGATGGTCATGGAGATCCGCAATGCTTATGCTGTGTTATATGACATCATCCTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCGAGGGGAGAAAGAAAGGGAATGATCTATTGAGAGCCCTC 
TCTCCCATTCTGTGATGAGTACTCTTGTGCACTGTTCTTTCTTTCTAATAAAACTTTCTTTTTC 
GAACCTATACTGTCTTCTGTAAATTCTTCTTACTACCCTATGAGCCGTGAGCCAACCACTTTC 
CGATGCCAGGGTTGTGACACCTCACCTGGCATAATATAAAGTGI I i I i I 1 M lATACGCTTCC 
ACTTGGAAAGACTACAGAGGAATGTTGCACTGCATAGTTCAAACTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAG CAAGA GAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTCTGGTATTTTTCAAATTT^GTCAGTTGTTACATTTGTCATAAGTAAAT^ 
AAAGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACGT 
GCCCGGGGGGGGGCCCGGGGGGGCGGCTCN 
>292 

NNNNNNNNNAAAAAGGGGGGGGAAAAAAACGCCCTAAAGGGGGAAATGGGGGTCC 
CCCCCGGGGGGGGCCCCCCN I I M I I I I I M I I I I I I I I I I NNNTNGGATATGTACGCAGAAA 
TGGGATTGCTGAGTCAGATGGTAGTTCTATGTTTAAA I I I I i GAGGAACTTCCATACTGTTTT 
CCATAATGGAGCACTGTATTCTTGATGTTACATTTCAAAGAGCTGGCTTCCAGGTACTTGAGA 
AAGACATCTCTCGTGTCTCTACAATCCTACAGTTGGTTGAATCCACTCATATGGAACTCATGG 
ATACAGAAGGCCGCCTTTTGGTGACTTGGTGCTCCTTGGAGTCACTGGAGTTCTACTTTGAA 
TCCGACT CTGA CATCAATCGACTGCCTTAATTCCTGGTCCAGCTGCCCGACGCTGACTGTCT 
CCCGCTCTTTTCCTGAGGTCGAAGGTTTCCTTTAAGATCACGCTGACGTCGGACCCACGGCT 
GCCGTACAAAGTGTGAGTAGCTCGGCCGAGATGGGCCTTTTGGGGCCGGACAAGACGGGG 
CTGGGTTGGGGATGATCCGAGCCTTTCCAACAACTACCCCACGGAGTCTTCATCTCTTCAGT 
TCATCTACTTTCCTGGGTCGCGCCCTTCCAGGAGCCTTTCCCACCGGAGCCTGCGAGGAGA 
GGTCCGTAGTGGTCGCTAGTGTCAGCCGGACNN 
>293 

NNNNNNNGTGAGGNNNTACTTGACGTGGGGAGTGTGTGGAGACGGTCTCAGTTNN 
CAGCACAGAGACAATAAACCTCTTATTGGTATGAAGACCCNGGGCCAGCAATTGGATTGGGC 
AGCCCGCCTTGACACACCACTGTGCTGAGTGCTTGAGGACGTGTTTCAACAGATGGTTGGG 
GTTAGTGTGTGCGAGCACATTCGAGTGGGGATTAAGAGAAGGAAGGCTGGCTTGCTGGAGC 
TGTGTGGTCT TCTC CAAGTGAGAGTCGCAGGCAATAGAACTACTTTGCTTTTGGAGGAAAAG 
GAGGAATTCATTTTCAGCAGACACAAGAAAAGCAG II I I I I I I I CAGGTGCTGACGGCCACC 
CACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATT 
GCAGAAAATCTTCAAAGGACGCTATCTGCAGATGTTCTGAATACCTCTGAGAATAGAGATTG 
A TTATT CAACCAGGATACGTAATTCAAGAACTCCAGAAATCAGGAGAGGGAGACATTTTGTCA 
GTTTTGCAACATTGGACCAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCT 
GGGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCGCGAGGTTCAGAGGACGG 
ATACAGCAGGAAGGAAAAAACATCCGACCCAAGANNNNNN 
>294 

TGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAGAGTT 
TTGTAAACTGAACTTTGTTTTGAGTTCCGGCTCCAGCCATGCTGGGGTAGCTTGCCAATAGAT 
GAATCCCACTCGTTTGACCCATGACGCTCGTTCTTTTCATTTCTCCCTCTTTCCC^ 
TGCAT GTCCA CCATACCACGTGAGAGTCTGTGGAATCTAATmGTGTTATACTTGTTTCCTTA 
CACTCATTTTCCTGTCTTTATTATGATAGTCTAAG I 11 I I CTCCTCAAAGGTATAGCTGCCTTG 
CTTTCATGAAAACACACTTTGCTATTGTGATTTATC^ 

GCTAT GACAG ATTTTATAATTAATAAGTGCATTTCAAAGTGAAAACGTTACAAACATGGTTAAC 

AGATGTTTTTATAACATGAAATATTCTACTGCGTTAAGATCAAAATGCTGACTATA 

GTATACCTTCAGAGCACTGTTAATGT/^TATTTTGGCAAGGTGAATGGTCTTTt^ 
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AAATCTCAGCATAAGCCAGGCATGGTGGTACACAGCTGTATTCTCAGCTATTTAAGAGGATT 

GCTTGAGTGCAGGAAATCAAGACGAGGCTGGGTAACATAGTGACACCGAGTCTCGANNNN 

>295 

NCGGCTGTGGGAGGACGTCCGGGTGGGCGGAACTGCTAGCGGACACGTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGGTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGGTATGGAGACGAGGAAGAGCCATTAGATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCAGTGGAAAGAAGCTGTTTTTGGCACATGTGGACAGCAAGT 
AGAGATTTGGGATGAACAAAGAAGTAATCCTATATGTTCAATGACGTGGGGATTTGACAGTAT 
AAGTAGTGTrAAATTTAACGCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTGCTTTGAAAAAGGTTATCrrAGATATGAGAAG 
AAATACAA TCTGT TGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTGCCACTGGGAAGGAGTTTGTGTCTGGTAGTTTCGATA 
AATCTATTCGAATGTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGGTTACATCAGGA 
GAAAAAGGAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTGAGCATTATCCTCATATA 
AAACGTATAGCTGGTCATCGACATCTACCAAAATCTATGTATAGCCAGATTGAGGAAGAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATGGTATTAAACACAGCAAGCGTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTT^ 
TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
TTGI I CM i CATTGTAGAATACAGTATTTGCAACTC A I ill! I CTTGT I 1 1 I ATTACAGATATAG 
TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
CTCTTATGTTATCTTTAATATTACTTTG AATAATG ATTGCAATGATG I I I G i I CCTGTGATTCCA 
CATAAC ATTTA GAATAATGATGTGAATTTTTTACAACTGAATTTATTTGTAGTGCT^ 
TTrGGCTTTTTGACTCTTTTAAAACAATGAGCCTGCATTTATATAACTTT^ 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTGAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 

>296 

GGGGCCGGGGGGGCAGGTACGCGGGGCTGCCTTGTGAGTAGAGTATGCAAAGAAA 
AAGTGGGCGACCATATCTGGAAACTACAGTCTATGCTTTGAAGCGCAAAAGGGAATAAACAT 
TTAAAGACTCCCCCGGGGACCTGGAGGATGGACTTTTCCATGGTGGCCGGAGCAGCAQGTT 
ACAATGAAAAATCAGAQACTGGTGGTCTTGGAGAAAACTATAGTTGGCAAATTCGGATTAACC 
ACAATGAGTTCAAAATTTTAAAAAATAATGA6CGTCAGCTGTGTGAAGTCCTCCAGAATAAGT 
TTGGGTGTATCTCTACCCTGGTCTCTCCAGTTCAGGAAGGCAACAGCAAATGTCTGCCAGTG 
TTAACAAAAATGCTGACTCGTAGGATAGAGTTATCAGTGTGGAAAGATGACCTCACCACACA 
TGCTGTTGATGCTGTGGTGAATGCAGCCAATGAAGATCTTCTGCATGGGGGAGGCCTGGCC 
CTGGCCCTGGTAAAAGCTGGTGGATTTGAAATCCAAGAAGAGAGCAAACAGTTTGTTGCCAG 
ATATGGTAAAGTGTCAGGTGGTGAGATAGCTGTCACGGGAGCAGGGAGGCTTCCCTGCAAA 
CAGATCATCCATGGTGTTGGGCCTCGGTGGATGGAATGGGATAAACAGGGATGN 
.>297 

GTGGCGGCCGCCCGGGCAGGTACGCGGGGGGAGGGCTCCGAAGTCTGGTTTTGG 
GCGGGAATTGAAACCGCCGCTGAAGCCAACAAGAATTTGAGAACTGTAAATACCAAGCCTTG 
AAAGGGACCATGGTGCGGCCTGTGAGACATAAGAAACCAGTGAATTACTCACAGTTTGACCA 
CTGTGACAGTGATGATGATTTTGTTTCTGCAACTGTAGCTTTAAACAAGAAATCCAGAA 
ACCAAAGGAGTTAAAACAAGATAAACCAAAACCTAACTTGAAGAATGTCCGGAAAGAAGAAAT 
CCCAGTACAAGAGAAAACCCCTAAAAAAAGGATGGCTTTAGATGACAAGCTCTACCAiSAGAG 
AC7TAGAAGTTGCACTAGCTTTATGAGTGAAGGAAGTTCCAACAGTCAGCACTAATGTGCAG 
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AACTCTCAAGATAAAAGCATTGAAAAACATGGCAGTAGTAAAATAGAAACAATGAATAAGTCT 
CCTCATATGTCTAATTGCAGTGTAGCCAGTGATTATTTAGATTTGGATAAGATTACTGTGGAA 
GATGATGTTGGTGGTGTTCAAGGGAAAAGAAAAGCAGCATCTAAAGGTGCAGCACAGCAGA 
GGAAGATTCTTCTGGAAGGCAGTGATGGTGATAGTGCTAATGACACTGAACCAGACTTTGCA 
CCTGGTGAAGATTCTGAGGATGATTCTGA Mill GTGAGAGTGAGGATAATGACGAAGAGTT 
CTCTATGAGAAAAAGTAAAGTTAAAGAAATTAAAAAGAAAGAAGTGAAGGTAAAATCCCCAGT 
AGAAAAGAAAGAGAAGAAATCTAAATCCAAATGTAATGCTTTGGTGACTTCGGTGGACTCTG 
CTCCAGCTGCCGTCAAATCAGAATGTGAGTCGTTGCCAAAAAAGGTTTCTGTGTCTTGAGATA 
CCACTAGGAAACCATTAGAAATACGCAGTCCTTCAGCTGAAAGCAAGAAACCTAAATGGGTC 
CCACCAGCGGCATGTGGAGGTAGCAGAAGTAGCAGCAGCCCACTGGTGGTAGTGTCTGTG 
AAGTCTCCCAATCAGAGTCTCCGCCTTGGCTTGTCCAGATTAGCACGAGTTAAACCTTTGCA 
TGCAAATGCGAGTAGCACCTGAGTGTGGTACAGGAGGAATGTTTGGTTGGGAGAATCACAG 
CTTTACAAGGGTGTTTATATTTGATTTGTGTTTATATrrGAGGCAGGTATTGTAATATAAAGGA 
ATGGATTACCATGTCCTATAAATGACCTCTAGCCATTTTATGATTATGTTCTCTGTAAAAGTCT 
TCAAGAC TTCAAT GAGAAGTTTGTTTATAAGAATTATCTTCTCATACCTTTCCTTGTGAAGAGC 
GTATTGTG II I II CTATGAGTTCGACATGAAGTCCACATCAGATGGTGTTCTTTTCTAGTTACA 
TGATGTGCGTTTCTAGGTTTGTGTAGTTTATAGCACCTTAAGTTTAAGTGTTCAGTTTTATCTG 
GGAGAGGAA AAGAT TGTTATTTCTTTGAGAAGACATTTGTGAAATGTTATAAGCTACTTAAGCT 
AGGTTG TGAGT TTTATCGGAAAGATGTTTTGTATTTTAGCGAAATG I I I I I ATAGTACAAACTT 
AGAATTATTTTAGACAGTAAAATGGTTGCAGTTTTATGGCATATGTCTCGGATTTAGATGGTTA 
- - TTCTCTAG AAAATAGTATTTAAAGACATTTTATG AAATCTTCATTGTCAAAACCTTTAATAA/^ 
TGGAAATATTTGAAATGCCCTTTTTGTTGATACGACTCATGGACGTGTTCGTGATTTGTCCAG 
ATTTCATGA TAAAA TGAGAGCTCTGCAGAGAATGTTAGCCTTTCTGTGTAAATGTAATCTTCA 
AGTAGTCACTTTTGT TAAG TTCTTTAGAAAGTAGTTGTGAAGTACTTAGTCATCCCTATTATGA 
T ATGAG ATAGTACAGTTTTCAGGAAGCTTAGATCTGAATTATTGTGAAAAACAATGGTATGAA 
TATTTTATATTTACATGAGAATTAATAGTTCTGATCAATTTTATAAAAATTT^ 
GTGTTAAAATGTTATAACTCAGTTTCTGGTTATGACTATCI I I I I AGGGAACTATATTAGAATG 
GGTAGTGGCTTGTTAAAAAAAAAAAAAAAAAAAATTGGGCGCGGCCGAAATTAAACGTGGGG 
GGGGAGAAAGGACGGCGGAAGGGATCAGGGTGAGAAAGCGGGGGGGAACAGGGGGTGGT 
TAGCAGCAGCCN 
>298 

NNNNCGCGGCCGCGTNCGACAGAAGACGACAGAAGGGTACGGCTGCGAGAAGAC 
GACAGAAGGGTACGGCTCGAGGTAGGGGGCGAGGCGGGGCGGCCGGAAGATGGCGGCG 
GCCGCAGAGTTGTCGGTACTGGAGAAGTCCCTGGGACTGAGTAAGGGGAATAAATACAGTG 
CTCAGGGCGAGCGACAGATTCCAGTTCTTCAGACAAACAATGGTCCAAGTCTAACAGGATTG 
ACTACTATAGGAGCTCATCTAGTCAAGGAAGCCAAGAAAGAATATTTGGTGGGGAGTACTGC 
AGAAGAAAAAGCAATCGTTGAGCAGTGGTTAGAATACAGGGTGACTCAAGTAGATGGGCACT 
CCAGTAAAAATGACATCCAGACAGTGTTGAAGGATCTTAATTCATATCTTGAAGATAAAGTCT 
ACCTTACAGGGTATAACT7TACATTAGCAGATATACTATTGTACTATGGACTTCATCGCTTTAT 
AGTTGACCTGACAGTTCAAGAAAAGGAGAAATATCTTAATGTGTCTCGCTGGmTGTCACAT 
TCAGCATTATCCAGGGATCAGGCAACATCTGTGTAGTGTTGTCTTCATCAAGAACAGACTATA 
TACTAATTCCGACTAGAAGGTGTCGATGCCATACAGAAGATCTATTAAAAATGTTITAAATGG 
AAAATGTA GTCTAG ACCACAGGACTAATGTAAATTAATATACAGTCATTCATTATrrGTTGAAG 
TTGA TAGAA I I I I IGAAGTGTAAACTTGTGTCTGAATGTTTTATTTGTTCTTTAGCTGAAGTTTT 
G CAATT TTTATGTCAAAATTCAATTGCTATTAAACAAGTTGAGATGGAGTTATAAATTAACGTT 
GTTTTTAGTAGATGACATTTATTTGAATAAAAGTTGCAAATCGGGCTTAATCTTAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAAAAAAAAAAAAAAAAGAAAAAAAAAAA 
AAGGGGGGGGGGGGTAAAAAATTTCCCCGGGGGGGGCCAAAGTTAATGAGGTGACACCCG 
GTTTTGTGGTGTAAAAGGGGGGCCAAAATAGAGGGGGAGTAATATAAGAGAGAGAGCAGAC 
GGGGCGGTGTTATAAACAGTTGTTGTGTGGTGGAGAAACTTGTGTGTGGGATATTATTGGGA 
AAAGACCCCCTTCTTGTGGGGTGAATTGTGGAGACAGGTAGAGAGAATTTAAGCCAGGAAAT 
TAACTTAGGGTGTATGGTGGTAACGCGATATTGTGGAAAATTTGTCAGATTGTTGAAATANN 
>299 
>300 

NNACTAtAGTGAATTTGGCGCTCGAGGCCAAGMTTCGGCACGAiSGCTTAAATGTCT 
GACTTCAGAATTGCATACGCCATCTGTTTTATTGACCCAACACAGTTITAAATATTTTCATCCG 
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TATTTTGTCCACGTGTTGAGATCATTGCTACAATGAAAAAGAAGGGTGAGAAGAGATGTCTG 

AATCCAGAATCGAAGGCCATCAAGAATTTACTGAAAGGAGTTAGCAAGGAAAGGTAGGTTTG 

CTGTTGCCTGCAGAAGAATTGCTCriTTAGGAAACGGCAATCTTGGGAGTCAGAAATAGTTGC 

ATTGTGGTTTGCTGTGCAATGGGTGGTTTAAAAGTATGTTACCACGACGCCCTGCGCTACCT 

CCATTTATTTAAATGCTGAGGCACCATCTTGTGTGATAAGTATCAGAAGTTACCCTGATTACC 

AGTCAACCTTGAAGTACAGTTATAACGATCTAAGCAAAAGTGACAAGATTnrTCGCAAGTCT 

>301 

ACGCGGGGGGGACGTAAGGTGGGGCGGTGAAAGAAGTTTGCTGACGAAGATGGC 
GACTGAGGCACAGAGTGAAGGGGAGGTGCCAGCGCGCGAATCCGGCCGGAGTGATGCCAT 
CTGGAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTGA 
CTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCA 
ATATCACAAGGGTCATGGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGA 
CCTTAAGTTGGGTGGGGGGGCTGGGCGAGGATGAGGATTGTTCGGGTCTCTGATGTGTGTC 
AAGGGAAAGGAAAAAGGAGTGATATTTGGGTCCCCAGTGACGGAGGAAGGGATTGCCGAGA 
TATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCG 
GGTAATAGTGTGCGACAGCAGATTTTAAGGGATGCTCTCAATAATGGAACTGACATTGACTT 
GGAATCAGGGGAATTTCAGTCAAATGATGTTGCCACTTTGCTGAAGATGTTTCTAGGAGAGT 
TGCGGGAGCCTCTGCTGACAGATAAACAGTTCAATGCACACCTCAAAATGGGTGATTTGATG 
CAGTTTGATGATAAAGGAAACAAGACCAATATACCAGACAAGGACCGGCAAATTGAGGCTGT 
CCAGTTGCTGTTGCTCATTCTCCGTCCTGGTAATCGTAATTTGGTGAAGTTATTGGTTGATGT 
CGTATACGAGAGAGGAAAGAAAGAAGACAAGAACAAGATGTCAGCCTATAACCTTGCGCTTA 
TGTTTGGACCCCACGTCGTGTGGCGAAAAAATGTCACTGCAAATGACGTTCAGGAGAATATC 
ACAAAGTTAAACAGTGGGATGGGTTTTATGATTAAACACTCCCAGAAACTTTTTAAGGCTGGT 
GCTTATATTCGGGAGTGTGCGAGATTGCAGTATTTGGGATCCAGAAGTGAGGCATGAAAGGA 
TGAGGTTGACGTCATAGCTTGATGTCATAGTAAGTCCTTTCAGCTGGGAAAGTCTCAGAAACG 
GAACCGGGTAGATTCCTGCGGTGACCAGGAGGAGACCCAGCACCATAGGGAAGAGGCAGT 
GAGAGAGCTGTTTCAACACGTTCATGATATGCCAGAGTCAGCAAAGAAGAAACAACTTATTA 
GACAGTTTAATAAGCAATCATTGACCCAGACACCAGGGCGAGAACCTTCTACTTCCCAGGTA 
CAAAAGAGGGCTCGTTCGCGCTCCTTCAGTGGGCTTATTAAGCGGAAGGTCGTGGGAAATC 
AGATGATGTCAGAAAAGAAAAAGAAGAACCCT ACTCC AGAATCTGTGGCCATTGGTGAATTG 
AAGGGAACCAGCAAAGAAAATAGGAAGTTATTATTTTCTGGCTGTCCAGCTGTCAGGATGAC 
ACCAAGAAGATTGAAGTGGTCTGAAGGGAAGAAAGAGGGGAAAAAAGGATTTCTCTGAAGG 
ATCCAGAGTTGTCTCCTATGGTCCATGCAGAATTTTCT GTTTA GTGGGCAGGTGTTATTCGTG 
CCCACAGCAAAGCTTGGACTTGCAGGTTGCTTGCTGCATTTTGAATTGTCAAAGCCAACTAA 
TACCGTGAGCGGACTGATACCTCTAAGGGCAGTGACTGGATGATGTTTGCAAGGTGTGCCTT 
CTGAGAGAGTGCnrTAGGCCCTGTCTCTCTTTTTTAATATTATGGGGAAACCACTAACTATCCA 
ACCAGGTTATACAGCACAGTAAGGTGGGCTTCAGTGCTCACTCAATGTGTTTAGGCAGATTC 
CACTTTTGAAAAAAAATATGAAATGTGTGCTCAACTGCCAGTAATTTTTTAAAAAGCACTGTGC 
CAGTGGATTGATGTTG I I I I I AATGGATATTTTGGG I I I I I CTCTGTTTTG ATAGTATTGGGTA 
TTTGGTTG i I I I IGTTTGTTT AI I i C I I I GTTTTAAAAGGCATG [ I 1 I I GGTTGGGCTCTAAGCT 
AGATATCTTTCCCT GI 1 1 1 IG ACTTTGAGCTTTGGGAAAACTCTTTA TCTTATG AGGCTGTATT 
CCTCAATACCTAATrrGTGTCCAAAGAATTTATAGCrGTTCTGGACATTrrT^ 
GGTGTGACATCAGAGTATTTGACCTGCAGTATTGAAAAAGGAGAATTCAGAATGATACAGTA 
TTTTAACAAATCTTAATTATTAAACTGTTTTCCTTGCTTGCATTTCTGGCT 
TCTGTCTCTTTCCCTrrCCTCAGTGATGTGAAAATAATTGTGTTTTGCTGAACTTGTTATCT^ 
ATTCAATTTCCTCTTGACTAAAACATCTCTGGTGCCAACGTAATACTTCTGAACCACATCAGT 
GTGACTGAAGGAAAGTCACTGACAGCATAAGAGAAGTTTGCTAAAATATTTGTATGTGGGGG 
AAGCTCTGGAGTGTGCCTAGGAGGGGGCTGGCTGCCTTTATGTCCCAGGATGACTCTTTAT 
GGGTGGGATTACATTGCACCCTCTGAGGGTGCAGGCTAGACCGTCTCCTGAGAGGAAGTTA 
GGATCAGAAAGAAGAAGCAAGCAGCAGCCTCTGCAGGGCTGACAGGATTTAAAGGAGAGAA 
TGTTCTTATTTGGAAGCAGCTGTGGCTTGTCACCAATGTrCAAGGAGTGTTACTGTTCCGCC 
CTCTCTTTGtCAGAAGGGACACAGGTGGTAATTTGGAGATGGGGCCAGAGCTTCTGGCTTW 
GGATTTGGTGTGTTCACTTGTGTTGGATAGAGGAGTGGGATGGCTTTGACCTAGTATGAACT 
GGTGTGTGCCCAGAGAGCAGGATGTAGCAGGGGGGAATGCTCAGGTTTGTGGCTGGCTCT 
GTGGAGCTGTACAACCCTTCTCACCCTGTGGGTTGGAGCCGAGTCAGGCCACTATGGGGAA 
GCAGTTGCCCCACAAAATGTGGTTTGCTGACCTATTTCTAAACTGTTGAATATGCTGCACCAT 
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TGCTGAAATGAAAGATGACTCTGGGGGAGCAGAGCTTGGCCTTGTGCCCAGCTGGCAGCCC 

CCTGTGCCAGGCTTTGTGGTGCTTTTGCTGCTGTAACAGCAATAGTGGAGAAAAATGTAAAAT 

TTGGTGTTCCAGCTTAATGGAGTGTGAACAATAGATGGTTAGGAAAACAAAACTGGTTAGAA 

GCCCGTTTCTGTAGAGGAGTTTTATGTGATTTGTAAAAACACATATTAGCAAATTGGTTCGCG 

TAGGTTTCTATTCAATATTTGAC I I M I I I M CTTATTAAGAAAATGAAATCCCTTACACCAGAT 

ATCAGTTAATTCAAACAGAAAACCCTTTGGGTATCANNNNN 

>302 

>303 

>304 

>305 

CGACCGACGCGTCCGCGCGAATCCGTCGCGGAACCTGTCTTCTGTCrTTACCCAGA 
GCTACCATGAGCAAGCGGAACCAGGTATCGTACGTGCGGCCAGCCGAGCCGGCGTTTCTG 
GCCCGCTTCAAGGAACGGGTCGGCTACAGGGAGGGAGCGACGGTAGAGACTAAGAGAATT 
CAGCGTCAGCCCCCAGATGAAGATGGGGATCACAGTGACAAAGAAGATGAACAGCCTCAAG 
TGGTGGTTTTAAAAAAGGGAGACCTGTCAGTTGAAGAAGTCATGAAAATTAAAGCAGAAATA 
AAGGCTGCCAAAGCAGATGAAGAACCAACTCCAGCCGATGGAAGAATCATATATCGAAAACC 
AGTGAAGCATCCCTCAGATGAAAAATATTCAGGTTTAACAGCAAGCTCAAAAAAGAAGAAGC 
CAAATGAAGATGAAGTAAATCAGGACTCGGTCAAAAAGAACTCACAAAAACAAATTAAAAATA 
GTAGCCTCCI MCI M IGACAACGAAGATGAAAATGA GTAA GTGTAAATATTTTGAATTTAGTC 
TACTTTGAAAGTATATGGAGTGTTCATTAAAATCACATTTTTTCCTATTATAAAGATACTACAA 
GTTCTTTATAGAAAGTTTAGGAAATAGAGAAAAAAATTTAATAAACTACATCTATTCATGAATA 
GCCCTCTGACTTAAAATGCCAACTCTATAGAAATTAGCTAGTATTAACATTTTGTTATTTCCGT 
TGTGTGGTTGTATATATATGTAAATTATA I I I I I AAGGAAAATACATTTTTTGTGTGTAAACAAA 
ATTTTATAAATACAACTGTATTGCAAATGTTCTrrGTCCTGCTTCTCACTTGACATTGCATTAT 
GAGTATTCTTCGAGGTCAGTAAATTTCAAAAACCTGACATTAATAGCTACAGATAATTTCATAA 
AGATCTCATTGTATC I I I I I CATTAGCAATAGGTCCAGTTTGGGTGGGGGAGATGATAATGTG 
CCTTGTTAAAAATACCTGCCCAACTCCTGCTAAGGGTGGGCATGAGAGTCAGCTGTGGCAAG 
TTAAGAAATAGAGGTGGAATTCTGCTTGATAAAGCTGGTGGG i II I I I GTTACAAAAGGACAG 
ACTTGGCAAACATGAGCCTTTGCTCTTATCrnTCATCGTACTrGGAGTGCAGAGATAAAACC 
TGAGTAGCTGCGGGGGGACCGCCACCGCGTGGAGCTCCAA 
>306 

NNGGAGCTCCGCGCGGTGGCGGCTCGAGTAGGCGGGGAGGGAGCGGAAAGCTCA 
GCCCATGTGAGGTGCCTCCTGCCAATCACAGACTACCCTTGCCTGGTCCTGGAGGTTGAAA 
GAATTGCAGGAGGGTAGAAAAGGAGGTGGGTGGGGTGCAGACTGCGGAGCGGGCGCTACG 
GTGTGCGCAGAAAGAGGAGGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAA 
GACAACTCAACTGTTCGTTGCTTCCAGGGCCTGCTGA I I I I I GGAAATGTGATTATTGGTTGT 
TGCGGCATrGCCCTGACTGCGGAGTGCATCTTCTTTGTATCTGACCAACACAGCCTCTACCC 
AGTGCTTGAAGCCACCGACAACGATGACATCTATGGGGCTGCCTGGATCGGCATATTTGTG 
GGCATCTGCGTCTTCTGCCTGTCTGTTCTAGGCATTGTAGGCATCATGAAGTCCAGCAGGAA 
AATTCTTCTGGCGTATTTCATTCTGATGTTTATAGTATATGCCTTTGAAGTGGCATCTTGTATC 
ACAGCAGCAACACAACGAGACTTTTTCACACCCAACCTCTTCCTGAAGCAGATGCTAGAGAG 
GTACCTCGCCCGGCGGCCGCTCGACCGCCGGGGCAGGTACGCGGGGATAGTrCACTCACT 
TTCAAAGCCAGCTGAAGGAAAGAGGAAGTGCTAGAGAGAGCCCCCTTCAGTGTGCTTCTGA 
CTTTTACGGACTTGGCTTGTTAQAAGGCTGAAAGATGATGGCAGGAATGAAAATCCAGCTTG 
TATGCATGCTACTCGTGGGTTTCAGGTCGTGGAQTCTGTGCTCAGATTCAGAAGAGGAAATG 
AAAGCATTAGAAGCAGATTTCTTGACCAATATGCATACATCAAAGATTAGTAAAGCACATGTT 
CCCTCTTGGAAGATGACTCTGCTAAATGTTTGCAGTCTTGTAAATAATTTGAACAGCCCAGCT 
GAGGAAACAGGAGAAGTTCATGAAGAGGAGCTTGTTGCAAGAAGGAAACTTCGTACTGGTTT 
AGATGGCTTTAGCTTGGAAGCAATGTTGACAATATACCAGCTGCACAAAATCTGTCAGAGCA 
GGGCTTTTCAACACTGGGAGTTAATCCAGGAAGATATTCTTGATACTGGAAATGACAAAAAT 
GGAAAGGAAGAAGTCATAAAGAGAAAAATTCCTTATATTCTGAAACGGCAGCTGTATGAGAA 

TAAACa:>AGAAGACCCTACATACTCAAAAGAiGATTCTTACTATTACTGAGAGAATAAATCATT 
TATTTACATGTGATTGTGATTCATCATCCCTTAATTAAATATCAAATTATATTTGTGTGAAAATG . 
TGACAAACACACTTATCTGTCTCTTCTACAATTGTGGTTTATTGAATGTG AI i I H GTGGACTA 
ATATAAATTAGACTAAGTGTTTTCAAATAAATCTAAATCTTC AGCAT GATGTGTTiSTGTATAAT 
TGGAGTAGATATTAATTAAGTCACCTGTATAATGTTTTGTAATTTTGCAAAACATATCTTGAGT 
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TGTTTAAACAGTCAAAATGTTTGATATTTTATACCAGCTTATGAGCTCAAAGTACCTCGGCCG 

CCACCGCGGTGAGGTCGAANNNN 

>307 

NNGTGTCCATCAAGAGTCCAAATTCGTGGTTTGAGTTTTCAGGAAATGTGCACAGAG 
GGAGTAACGTCATGCGCAAGGTACCCCAGAGTGTGTAATCTTAGGTAAGCCATCCCAGCATT 
TCTGCACATGTTGATAGGGAACTGAAGACTGTTTGGACTTGGTCGATCTTGCCCACGTTGTC 
CAACCCTCACGCAGAGATTCCAATCAAAAGTCCAGCTCTGTGCCATGTGCCAATTGTCATCG 
GAATGTGGTCATACCTCTGGTGGTGCTTTCAGAATATCAGTGCCAACAGTATGACAGGGATA 
GTCAGCATACAGAAGATCTCTGGAAGTATAAGGGAATCTTGAATGAAGGAGAGCTGGCCTTC 
AGCATGGTTTCCAAGGTCTATATATGAGGTCTACTGGGAACACTTCCATACGCAAACCCCTC 
TGAATGCCATAAACCACATTATGAAGTCCTTTACTGTCACGAATTTGAAACTCCAGGATGGTC 
CAGTTCATAAGTTACTTCCTTGAAATTCAAACTTGGATTCAGTTCTTTAAGAACGTCAATCAAG 
ACTTTCTACATTGCCATGTGTGTGCCTGTGCTCCATCAGTTTTATCTTTCCCATCACTCCAGA 
TCCCACTGCCCGGAGCAGAAATACTCTGTAATGGAATGCCATAGTGTTAACCCTGAATGAGT 
TCGAGGCATCATTGCCAAAACCCTTGCAACCTGGGCAGCTGTGACCTCCCGAACAGCAACG 
TGCACGATTATATTGCGACATTCTTCAATAGTTGCACAAAAGCGATAGCCTACGTTGTTGCAT 
GAAATCAGCCAAAGAGGT CTCCA TCATGGTTTTAGCTACCCCTCCGGAATCAGGGAGGATCC 
TGTCCATTAGAATGTCCCGTTTTTCAGGGTATAAAAGTGGTGCGAGCAGCACGGGACAGCGT 
TCTTGGGGAAAATCTGTGGGCAGGGTCTTAAGAAAAGCGTCTATCTGTTCTTGTCCAACTCC 
AAAGGCTCCCTTCTGCCCAAAGAGGAGATGGGAGAGGAGGAGGTGTAGGAGCTCTATTGCT 
ATATGTTGGAAGCCAGCTTCTTGATTTCCACTGACGTCTGCGTCAATGTAAGAACGCAGAAG 
ATCTGGAAGCTTCTGTrTGATAAACTGGGCAGCGAAACCTCTAAGATCTGAGCTGGAAGAAT 
TGAACAGGGCAAGGCCAAAAATTAGCTCTTGTACTTTGCTTAATTTGAGCACTTTACTCAGCT 
GGGCAAATAAGTGGGGTGCAGGCTTTAAACTCTTCTGATAGTGCAATGGATTATCAATGGCA 
TAGGACAGCGTCGAGATAAAATTTGGCTTTGTAATCAGCAACGCAGACTCCTGAATCAGAAA 
CTGAGTCTGATGGAAATCTTTGCCACTGCTTTTACGATCGCCACTGAAATCCACATGCGAAA 
ATAGGCAGCGTAATAAATGCCTGTCTGCCTCAGGAGCGTGCCGATTCACAATATGCTGTATT 
TCCTGCTGGCTGGCTCGGTAA I I I I I CTTGGTTAAATTGTCCAGCAGGTAGCTGATTTGAGA 
CAAGGCCAGCGAGAGCGAGTCAAGATTCATTGCTGGTTGGGGCGGAAGCAGGCGGCCGAG 
CCCGGCGCAAAATCACCATTATTCCCCTTTAGTCAGCTCAGAGGCAGGTTAATGGTTTCTTT 
GTAATTAGGCTATATCTGGTATCTGTATAATATCTTCAGTTCTTCTTTACCAGGGGTCTTACTC 
TGTTCTGAAACATGGCACGTCAGGCGGCTCCGGGAGCGCTGGACACAGGAAACTCCTGGGT 
CCCCGAGTCCGGCTCTCCTCGACCCCCTCTTCGGTTAACTCCGCTTGTTTCTCTAGAAAATG 
GCQCCCGCCGGGTAGGTCGGCCGGCACCGCGGTGAGCTCCAA 
>308 
>309 

ATAGGGAGTCGACCGACGOGTCCGAAAGCACTTGAAAGGAAACAAGACTCCCTTTC 
ACACAT GGATTATTATAAGTTTGAATCCTGGTATCTGTGCTTG A I I I H A TCAGTTTTGTGTAG 
ATTTTTATGTTTCATATTTTAAATTTAAATCCCACATTGTAAAGTTTGTAC^ 
CTTTGTGTTTGGCTGCACCTGCATAAGCTGCTACAAATAGAATAAAGAATTTCATAGCCTGTA 
TCTATCATTTAGATGCATGGAAAAAAATGGGCTTTGCACACAATGGGTTTGGAGGTGACTGG 
GA ACAATGG AAAAAATTACATTAGCTGTGGTTGTAAAG I I I I ! M G I i N I GGTTTTG I m i ll 
TTCTTTTTTCTGTCCTCTTATTTTACCATCTTGTGAAAGGT^ 

CGGTTGGTGTAAATTATrCTTTTGTGTCACATTTTTAGAAGGAAAAACATAAAAGAATGTATC^ 

TTAGTACTGGTTCTTAAACAGCCCATAAAAACCCATTGGCCTGAAGCTTATATCTCAGGCCTA 

TGCCCATCTTATAGTCTTGGAAGACAAAAGGCTGGTAGAGACAGTCTTCAGTGGCTTCAGTG 

ATGCTCTGTAGAGGCCAGGGTGTCTTGAGTGCTGTAACTCCCAAGCACTGGGCTAGCCTGA 

CTTCTGTATGTCCCTACCACCACCCCCTTAAAAAAATAAGGTAACAGCAAATCTATAGTAAAA 

CCATGTGTGCATAGAACGTGTTCAAATCCTCTGTTTTCATTAAATGTAAAAGATGCTGTCTCC 

ATTAAGTTGAATATTTGGAATTGGAGAAGCCATTG^TTATTATTTTGAGTTTCTGT^^ 

ATAGAAAAGTAAQATGCTTATTCAGAATTTAAGAATGAAGGGAACTGAAATATGCATTGTTGT 

AGTTATTTATATTTCAAACTAAAAATAAGCAAAAAAAAAAGGCTGGTTTGAGAAAAATCAGGTA 

.AAAT TGATG AAACGGATGTTGTGTTTCTGTTTCCATCATCTGG I I I I I A CC ATTTCACTC AGTA 

GGTATTTTTAGAACACACTTATTTGAGGAAAGAGACATCAGATGCACAATTTTACAT^ 

GGAACAAATGGGGAAAACTGAAAACTAAAAATTTTAAATGTATTAAATGCCATGCCTGAGCC^ 

AAATCTAGTATTTGTAGTTTATTTCTAGGTCTGCTAGAACCTGAAAACCTGAATGAAAAAAGG 
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TGTGCTGACACTAATCAAGTCCTGTGAGGTTTAAATTATTGACCTATCCACTCTACCTCCATT 
GTACAAAAAATATTTTACAACAAGCGTGGGTAAGATTCAACAGCATAGTAGTTTTGTATCCAA 
GGTTACTTCCCCACAAGCAGTTTAAACATAAGAAATGTGGTGGCAATATAAAGTTTGTAGCGT 

TrCCAATAAAGGTTTATAAAACAGTTAAAAAAAAAAAAAAAAAACTCGAGGGGGGGCGGNN 

>310 

>311 

>312 

NNCAAGCAT TGTTG TGGTCGGTCTGTCCCCTCCCCCTCGTGTTATCTCTATTCCGGG 
CCCTCTCAACCCATGTTTTAAACGGACCACCGTTGGGGTTTTTGCCCCGCGCGAGGGGGAA 
CATGTAACAAGGGGAATTCCCAATCCTCCGGAAGTTTCCGCAGGACCTTGTTGTCTGTTCCC 
AAGACGTTCAAATGGCGCTGTGGACCTTTAGGGAGAACCTAAAGGCTCAACTCGTTTCTTAT 
C TGTT CTGT TCTGC TAA ATTCT TTTTCTAAG ATATCAATGGT TTCTTCCCTAATCTTCCCTTTC 
CTTTTGTAAGTTTTAATCTTTTCTTCTTGTACTTTTG I I I I i I GATCCAAATTTGCTAGCTTATG 
TTCT CTGTCT A CTAGC TGATTCTGTACTTCTTTTCTCTGTTCTTCTTTCTCTATTAATTGGGCA 
ATACTTTTTTCATTTTTGTTCCTTGAGTGACTCATTCAACTTTTTCACTGTC 
CAGAGAATCACAT GTGAT CTGTAAATCTTTATTCTTCTTTTCAGTACTTTCATTTGTGTGAAGA 
AGTTCCATGTAGGATTTTGTGAGTATTTCATGTTCTTCAGCCACAGACTCTAACTTCCTATTAT 
GTTGAAAGAGATGCTCAATATCAGTCTGCGCTCTTTCTGATTCAACTTGCTGCGCCTTCAGCA 
ACACACTAAGCTCTTCATTTTTTCTCTCAACTTGTCTCAACATACTAGCCAAGTGTCCGTGCC 
TCTGTTTCA GCTTG AGTTCTTTGACAGCGATGCTGAGCAATCAGTCTATCAGCCTGTGCAAG 
GGCTAGAGCTTTTGTTTCCAAAAGATCTTGTAGGGTGGTTTGTTTGGAAGCTAATGTGGATAG 
TTTCATTTCATATACATCCATTATGTCAGATATTCTCACATCACAAATCTGATCGTTAACCACG 
ATTCCAGACTGAAGTTTCTCTATTAATTCTTCAATATTCAATCCAGGAACACCATCTTTCAAAT 
GAGGAGTTAAAGACTTTA7TGATGTTGGAAAACTGTGATTTGATGATTGCGAGGGCATTTTTC 
TGGGTATATGTTCTGTTTCCTGTTGTCTATAGGCATTGTTTGCTGCTATACTTTCTCCAAGTAC 
TAAAGCAGGAAAATCTGGCAGTGGAGCAGCCTCCCAATAATATTCCTCAGTCCAGAGTGTAC 
TTG TTGT GTATTATCTGACGTTAAAGCAAAAGCCAAAGGAGTAATCAAACGTGGGTCCTGAA 
GTA TTTTG TAGAAGCTTACTTCCATACCAGGAACGAATGGTTTAAGTTTGTTAATCAAATCAA 
GAGTTTTCAAAATTACATCAGCAGCAAGTTTGCATAATTCAGAATCTGCAACGTTrGTTCCAA 
ATCCCAGGTCAATGTTGCCATATGTAAATTGTTGTTCTATAAGAGTGGTACACTTGACAGTTG 
TCAAGATTTTTGCAATATGCA TTTTTA GTGTATCATCTCCACAGAGAGTTAACAAAACTTCAAT 
GGGCTTGGCAATCCTTTCACAI I II M ICTTGTTAAAGCCTCATCTAGATTTTGTTCTGTGAAC 
TGAAGTTGATCAAGGATTGTAGGCAGCAGAAGGGTCACAAAACGATCAGCCGAGGAACAGT 
TAGCAGCATCTATGACATCCTCAAATAnTCCTTGAACAACTCCAATGCTAAAACAGAACAGT 
TTTCTGATCCGTCCAAAGGTTGGGTTAACCAGCGCAGTAGAGCCACAGTAGGTTCTAAACAT 
TTAGTATGGCTTCCCAGAGTGGCGCTGCCAGGTGGAGACTGTTCAAACATCATCTGAGTGA 
GCATATGGCGCAGCTGAGTCACTGAACAGAAGGCAAGAAGTAATTGTAAAACCTTTGAAGAG 
GAATCAGGATCCTTTCGATTAAGAAGACCTAATACTTGGTGAAGACATGAAGAAAAGTGCTC 
ATATGTGGTGAGATAATCAGCAATTTTAGGATTCTTAAGGAGATCGATCAGTAGGTCAACTGA 
ATACTTTCTAGTTAGAGTGCCATCACCGTTTATGAGAATATTAAATATTAGTTGAAAAGTCTGA 
TGAATGTTTCGAGCATGGAATAGCTTTTCCCCCAGCrCTTCATTTAATGTCAAACTGGATAAT 
ATTGAAAGTGCAAACACAACCACAGTTAAACTACTATGGGCCAACAAGGTGATAAGAGTTCG 
ATAAAAAGATTTCAGATTACTCAATGTCTTTATGTGGGTTTGAACAGAAAGATTGTGGCGACA 
AAGATTrGCCAATAATCCTAGACAAGGCATTrrrAACTCATCTTCAGAAGATTGAATGTGATC 
TATCAGGAACGTAATTAATTCATCTATATTGGCACCAGAATAGAAAATTTTGACATTATATGTT 
AAC7TCTGTAGAAGTTGAATGCACCTGCAAAAACACCGAATCAGTGTGGCTGCTCCGACAAA 
CCACTCCCGGCAGCAGACTATTCAGATTATATQTATTCTGAAGACAATCTCTGGTTTCCATGT 
CTACTGGTAGTTGAQACAGCAAACCGATAATACTTAAGATCAGTGAAGCACTTATGTTGGGG 
TCTTCAAGTAGCTCTACAAGGCAACTCAAGCATTCACTTGTTAATATCTGATTTGATGTAAATA 
GTCGTGTGAGTTTCTGTCCAGAAATTACCTCCAGAGTGCCGCAAAAGGTGAGTGGCGTTCG 
CCTCTGACTTCACCGGCTTTGTACTGACTGACAGTCAGGAGCAAGGACTTCAAGCAGGCAG 
TGGAGTCCATTGCACCGGCCGCGGCCCGGCTTAGGGACCACCAGCGGCCAGCGTGCGCC 
GGCCTTTAGCTTTCGCC 

>313 . ' . 

NNNNAGCtTGGCACGAGGCCAGGATTTTTGAAACTTTACATTCTrTACGGT^ 
AGATGTACAGCTCAGTCAAAGACACTAAATTCTTCTTAGAAAAATAGTGCTAAGGAGTATAGC 
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AGATGACCTATATGTGTGTTGGCTGGGAGAATATCATCTTAAAGTGAGAGTGATGTTGTGGA 

GACAGTTGAAATGTCAATGGTAGAGCCTCTGTGGTGTGAATGGGCACGTrAGGTTGTTGCAT 

TAGAAAGTGACTGTTTCTGACAGAAATTTGTAGCTTTGTGCAAACTCACCCACCATGTACGTC 

AATAAAATATAGAGAAAAGAAAAATAGAGGAGTTTGAGTTCTATGAGGTATGCAGGCCCAGA 

GAGACATAAGTATGTTCCTTTAGTCTTGCTTCCTGTGTGCCACACTGGCCCTCCACAACCATA 

GCTGGGGGGAATTGTTTAAAGTGATTTTGTTCCCGACTAGCTGCGTTGCACATTATCTTCATT 

TTCCTGGAATTTGATACAGAGAGCAATTTATAGCCAATTGATAGCTTATGCTGTTTCAATGTA 

AATTCGTGGTAAATAACTTAGGAACTGCGTCTTCTTTTTCTTTGAAAACCTACTTATAACTGT^ 

GCTAATAAGAATGTGTATTGTTCAGGACAACTTGTCTCCATACAGTTGGGTTGTAACCCTCAT 

GCTTGGCCCAAATAAACTCTCTACTTATATCAG I I I I I CCTACACTTCTTCCTTTTAGGTAAAC 

AATACCAAGAGGGGTTACTGTGCTGGGTAATGTGTAAACTTGTGTGTTGTTTAGAAAGATAAA 

TTTAAAGACTATCACATTGCTTTTTCATAAAACAAGACAGGTCTACAATTAATTTATTTTGACG 

CAAATTGATAGGGGGGCCAAGTAAGCCCCATATGCTTAATGATCAGCTGATGAATAATCATG 

TCCTAGCAACATAACTCAATCTAATGCTAAGGTACCCACAAGATGGCAAGGGTGATCAAAGT 

CGTCATGGAATCCTGCAACCAAAAGCCATGGGAATTTGGAAGCCCTCAAATCCCATTCCTAA 

TGTGATGAGTCTATGGACCAATTTGTGGAGGACAGTAGATTAAATAGATCTG A I I I I i GCCAT 

CAATGTAAGGAGGATAAAAACTTGCATACCAATTGTACACCCTTGCAAAATGTTTCTCTGATG 

TTGGAGAAAATGGGCCAGTGAGATCATGGATATAGAAGTACAGTCAATGTTCAGCTGTACCC 

TCCCACAATCCCACTTCCTTCCTCAACACAATTCAAACAAATAGACTCAGACTGTTTCAGGCT 

CCAGGACAGGAAGTGCAGTGTAGGCAAAATTGCAAAAATTGAGGGCACAGGGGTGGAGGT 

GGGGGGG TTGAA TAACAAGCTGTGCTAAATAATTACGTGTAAATATAI 1 i I I I C AI i I I lA AAA 

ATTGATTTCTTTTGCACATTCCATGACAATATATGTCACATTTTTAAAATAAATGCAAAGAAGC 

ATAGATGGAAGCGAAAAAAAAAAAAAATTCGTGCGGGGGGAAGGGANNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNN 

>314 

NGGAGCTCCACCGCGGTGGNCGGTCGAGGTACGCGGGGGGTCCTGGAGGTTCAA 
AGAATTGCAGGAGGGTTTAAAGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACC 
GTGTGCGCA GAAAG AGGAGGCGCTCAGGAATGCATGAATTGATTAATTAAATGTCGAGAGG 
TGTAGATGGGTTTTCTGAAGGTGCTTCAAGTGCAGAAGCCCAAGTGATTGACCCACAGACTT 
ACCTTTGTGTTCCTTCCAGAAAATCCTCAGGGAGTGCCTTCAGCTTGTGGGAAATCCCGAAG 
ATGGCCAAAGACAAGTCAACTGTTGGTTGCTTCGAGGGCCTGCTG AI 1 1 I IGGAAATGTGAT 
TATTGGTTGTT6CGGGATTGCCCTGACTGCGGAGTGGATCTTCTTTGTATCTGACGAACAGA 
GCCTCTACCCACTGCTTGAAGCCACCGACAAGGATGACATCTATGGGGCTGCCTGGATCGG 
CATATTTGTGGGCATCTGCCTCTTCTGCGTGTCTGTTCTAGGCATTGTAGGCATCATGAAGT 
CCAGCAGGAAAATTCTTCTGGCGTATTTCATTCTGATGTTTATAGTATATGCCTTTGAAGTGG 
CATCTTGTATCACAGCAGCAACACAACGAGACTTTTTCACACCCAACCTCTTCCTGAAGCAG 
ATGCTAGAGAGGT 

>315 

NNNrMGCTTGGCACGAGGGCAGGATTTTTGAAACTTTACATTCTTTACGGTTAAGCA 
AGATGTACAGCTCAGTCAAAGACACTAAATTCTTCTTAGAAAAATAGTGCTAAGGAGTATAGC 
AGATGACCTATATGTGTGTTGGGTGGGAGAATATCATCTTAAAGTGAGAGTGATGTTGTGGA 
GACAGTTGAAATGTCAATGCTAGAGCCTCTGTGGTGTGAATGGGCAGGTTAGGTrGTTGGAT 
TAGAAAGTGACTGTTTGTGACAGAAATTTGTAGCTTTGTGCAAACTCACCCACCATCrrACCTC 
AATAAAATATAGAGAAAAGAAAAATAGAGGAGTTTGAGTTCTATGAGGTATGCAGGCCGAGA 
GAGACATAAGTATGTTCCTTTAGT CTTGC TTCCTGTGTGCCACAGTGCCCCTCCACAACCATA 
GCTGGGGGCAATTGT7TAAAGTCATTTTGTTCCCGACTAGCTGCCTTGCACATTATCTTCATT 
TTCCTGGAATTTGATACAGAGAGCAATTTATAGCCAATTGATAGCTTATGCTGTTTCAATGTA 
AATTCGTGGTAAATAACTTAGGAACTGCCTCTTCTTTTTCTTTGAAAACCTACTTATAACTGT^ 
GCTAATAAGAATGTGTATTGTTCAGGACAACTTGTCTCCATACAGTTGGGTTGTAACCCTCAT 
GCTTGGCCCAAATAAACTCTCTACTTATATCAGTTrrTCCTACACTTCTTCCTTTTAGGTAAAC 
AATACCAAGAGGGGTTACT GTGCT GGGTAATGTGTAAACTTGTGTGTTGTTTAGAAAGATAAA 
TTTAAAGACTAtCACATTGCTTTTTCATAAAACAAGACAGGTOTACAATTAATT^ 
CAAATTGATAGGGGGGCCAAGTAAGCCCCATATGCTTAATGATCAGCTGATGAATAATQATC 
TCCTAGCAACATAAGTCAATCTAATGCTAAGGTACCCACAAGATGGCAAGGCTQATCAAAGT 
CGTCATGGAATCCTGCAACCAAAAGCCATGGGAATTtGGAAGCCCTCAAATCCCATTCCTAA 
TCTGATGAGTCTATGGACCAATTTGTGGAGGACAGTAGATTAAATAGATCTGATTTTTGCCAT 
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CAATGTAAGGAGGATAAAAACTTGCATACCAATTGTACACCCTTGCAAAATCTTTCTCTGATG 

TTGGAGAAAATGGGCCAGTGAGATCATGGATATAGAAGTACAGTCAATGtTCAGCTGTACCC 

TCCCAGAATCCCACTTCCTTCGTCAACACAATTCAAACAAATAGACTCAGACTGTTTCAGGCT 

CCAGGAGAGGAAGTGGAGTGTAGGGAAAATTGCAAAAATTGAGGGCACAGGGGTGGAGGT 

GGGGGGG TTGAA TAACAAGCTGTGCTAAATAATTACGTGTAAATATAI M I I ICAI I I i lAAAA 

ATTGATTTCTTTTGCACATTCCATGACAATATATGTCACATTTTTAAAATAAATGCAAAGAAGC 

ATACATCCAAGCCAAAAAAAAAAAAAATTCCTGCGGCCGCAAGGGANNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNN 

>316 

cgtccgcacataTTTGTGGAGTGCCTATTACGTGCCAGAAGCTGTTCTGGACACTGAGAA 
ACAGGGATGAAGAAGAAACAGATCCAAGCCTTCCTGAGAGTAACCTCCCCAGGTTTCATGG 
ATGAGGAAAGTGAAGGTCGTCCTGACTCAGGCTCATGGCTCCGACCCCGGCTTGTGTGGTT 
GGAGGGCAGCACCTTACTTAGACTCCCAGGGGACGTGGAGGAGTCTGGCGGTCGGTTGTCT 
GGCTGCGCGCGCCACGCGGGCCTCTCCAGTGCCCCGCCTGGCTCGGCATGCACGCCCAG 
CCCGACTCACACGTGGGTTCGCGCAGGTGGGGCGGCCCGGCGCGCTGACGTGAGCATAGC 
TGTTGCAGTTAAGGCCCCTCCGGGGCCCAGCTCAGAGTGGTGGAGCCGCTGCGGGCGATTG 
CGGGATGTCATTGCCAGGCGGCCCCGACGACCGCCCGACGTGCATTCCCGATTCCTTTTGG 
TTCCAAGTCCAATATGGCAACTCTAAAGGATCAGCTGATTTATAATCTTGTAAAGGAAGAACA 
GAGGGCCCAGAATAAGATTACAGTTGTTGGGGTTGGTGCTGTTGGCATGGGCTGTGCCATC 
AGTATCTTAATGAAGGACTTGGCAGATGAACTTGCTCTTGTTGATGTCATCGAAGACAAATTG 
AAGGGAGAGATGATGGATGTCCAACATGGCAGCCTTTTCCTTAGAACACCAAAGATTGTCTC 
TGGGAAAGACTATAATGTAAGTGCAAACTCCAAGGTGGTCATTATCACGGCTGGGGCACGTG 
AGCAAGAGGGAGAAAGGCGTCTTAATTTGGTCCAGCGTAAGGTGAACATCTTTAAATTCATC 
ATTCCTAATGTTGTAAAATAGAGCCCGAACTGCAAGTTGCTTATTGTTTCAAATCCAGTGGAT 
ATCTTGACCTACGTGGCTTGGAAGATAAGTGGTTTTCCCAAAAACCGTGTTATTGGAAGTGG 
TTGCAATCTGGATTCAGCCCGATTCCGTTACGTGATGGGGGAAAGGCTGGGAGTTCACCCA 
TTAAGCTGTCATGGGTGGGTCCTTGGGGAACATGGAGATTCCAGTGTGGCTGTATGGAGTG 
GAATGAATGTTGCTGGTGTCTCTGTGAAGACTCTGGACCCAGATTTAGGGACTGATAAAGAT 
AAGGAAGAGTGGAAAGAGGTTCACAAGCAGGTGGTTGAGAGTGCTTATGAGGTGATCAAAC 
TCAAAGGCTACACATCCTGGGCTATTGGACTCTCTGTAGCAGATTTGGCAGAGAGTATAATG 
AAGAATCTTAGGCGGGTGCACCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAGGA 
TGATGTCTTCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTCAGACCTTGTGAAGGT 
GACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGTGCAGATACACTTTGGGGGATC 
CAAAAGGAGCTGCAATTTTAAAGTCTTCTGATGTCATATCATTTCACTGTCTAGGCTACAACA 
GG ATTCTAGGTGGAGGTTGTGCATGTTGTCC I I N I ATCTGATCTGTGATTAAAGCAGTAATA 
TTTTAAGATGGACTGGGAAAAACATCAACTCCTGAAGTTAGAAATAAGAATGGTTTGTAAAAT 
CCACAGCTATATCCTGATGCTGGATGGTATTAATCTTGTGTAGTCTTCAAGTGGTTAGTGTGA 
AATAGTTCTGCCACCTCTGACGCACCACTGCCAATGCTGTACGTAGTGCATTTGGCCCTTGA 
GCCAGGTGGATGTTTACCGTGTGTTATATAACTTGCTGGCTCCTTGACTGAACATGGCTAGT 
CCAACATTTTTTCCCAGTGAGTCACATCCTGGGATCCAGTGTATAAATCCAATATCATGTCTT 
GTGCATAATTCnTCCAAAGGATCTTATTTTGTGAACTATATCAGTAGTGTACATTACCATATAA 
TGTAAAAAGATCTACATACAAACAATGCAACCAACTATCGAAGTGTTATAGCAACTAAAACCC 
CCAATAAAGGTTGAAGAGTGAAAAAAAAAAAAAAAAAAAAAAaaaaattggggcgcgccgggcccgaaaa 
gnaaacaatgggggggcgcgcagtgaagaacgggcaagggccagagagacgggccgcaagggggmccccaaaaaac^ 
gccggtccgaaacagggtcgggtcgggaac 
>317 

NNCAAGCATTGTTGTGGTCGGTCTGTCCCCTCCCCCTCGTGTTATCTCTATTGGGGG 
GCGTCTCAACCGATGTTTTAAACGGACCACCGTTGGGG M i ll GCCGGGCGGGAGGGGGAA 
CATGTAACAAGGGGAATTCCCAATCCTCCGGAAGTTTCCGCAGGACCTTGTTGTCTGTTCCC 
AAGACGTTCAAATGGCGCTGTGGACCTTTAGGGAGAACCTAAAGGCTCAACTCGTTTCTTAT 
CTGTTCTGTTCTGCTAAATT GI I \ \ I C TAAGATATCAATGGTTTCTTCCCTAATCTTCCCTTTC 
GTTTTGTAAGTTTTAAtC I H I C I I CTTGTA O II I I G U II I I GATCCAAATTTGCTAGCTTATG 
TTCr GTQT GTAGTAGCTGATrGTGTACTTCTTtTCtCTGTTCTTCTTTCT(^^ 
ATACI JIN IGATtnrGTTCGTTGAGTGACTCATTCAACI III I CACTGTCTOKATTTGTTTATT 
CAGAGAATCACAT GTGAT CTGTAAATCTTTATTCTTCTTTTCAGTACTTTCATTTCTCT 
AGTTCCATGTAGGATTTTGTCAGTATTTCATGTTCTTCAGCCACAGACTCTAACTTCCTATTAT 
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GTTGAAAGAGATGCTCAATATCACTCTGCGCTCTTTCTGATTCAACTTGCTGCGCCTTCAGCA 

ACACACTAAGCTCTTCATTTTTTCTCTCAACTTCTCTGAACATACTAGCCAAGTGTCCGTGCG 

TGTGTTTCAGCTTGAGTTGTTTGACAGCGATGCTGAGCAATCAGTGTATCAGCCTGTGCAAG 

GGCTAGAGCTrrTGTTTCCAAAAGATCTTGTAGCCTGCTTTCTTTGGAAGCTAATGTGGATAG 

TTTCATTTGATATACATCCATTATGTCAGATATTCTCACATCACAAATCTGATCCTTAACCACC 

ATTCCAGAGTGAAGTTTCTCTATTAATTCTTCAATATTCAATCCAGGAACACCATCTT TCAAAT 

GAGGAGTTAAACACTTTATTGATGTTGGAAAAGTGTGATTTGATGATTGCCAGGGCATTTTTC 

TGGGTATATGTTCTGTTTCCTGTTGTCTATAGGCATTGT7TGCTGCTATACTTTCTGCAAGTAC 

TAAAGCAGGAAAATCTGGCAGTGGAGCAGCCTCCCAATAATATTCCTCAGTCCAGACTGTAC 

TTGTTCTCTATTATCTGACGTTAAAGGAAAAGCCAAAGGAGTAATCAAACGTGGGTCCTGAA 

GTATTTTGTAGAAGCTTACTTCCATACCAGGAACCAATGGTTTAAGTTtGTTAATCAAATCAA 

GAGTTTTCAAAATTACATCAGCAGCAAGTTTGCATAATTCAGAATCTGCAACCTTTGTTCCAA 

ATCCCAGGTCAATCTTGGCATATGTAAATTGTTGTTCTATAAGAGTGGTACACTTGACAGTTG 

TCAAGATTTrrGCAATATGCATTTTTAGTGTATCATGTCCACAGAGAGT TAAC AAAACTTCAAT 

GGCCTTGGGAATCCTTTCACAI I I I I I I CTTGTTAAAGCCTCATCTAGATTTTGTTCTGTGAAC 

TGAAGTTGATCAAGGATTGTAGGCAGCAGAAGGGTCACAAAACGATCAGCCGAGGAACAGT 

TAGCAGCATCTATGACATCCTCAAATATTTCCTTGAACAACTCCAATGCTAAAACAGAACAGT 

TTTCTGATCCGTCCAAAGGTTGGCTTAACCAGCGCAGTAGAGCCACAGTAGGTTCTAAAGAT 

TTAGTATGGCTTCCCAGAGTGGCGCTGCCAGGTGGAGACTGTTCAAAGATCATCTGAGTGA 

GCATATGGCGCAGCTGAGTCACTGAACAGAAGGCAAGAAGTAATTCTAAAACCTTTGAAGAG 

GAATCAGGATCCTTTCCATTAAGAAGACCTAATACTTGGTGAAGACATGAAGAAAAGTGCTC 

ATATCTGGTGAGATAATCAGCAATTTTAGGATTCTTAAGGAGATCCATCAGTAGGTCAACTGA 

ATACTTTCTAGTTAGAGTGCCATCACCGTTTATGAGAATATTAAATATTAGTTGAAAAGTCTGA 

TGAATGTTTCGAGCATGGAATAGCTTTTCCCCCACCTCTTCATTTAATGTCAAACTGGATAAT 

ATTGAAAGTGCAAACACAACCACAGTTAAACTACTATGGGCCAACAAGGTGATAAGAGTTCG 

ATAAAAAGATTTCACATrACTCAATGTCTTTATGTGCGTTTGAACAGAAAGATTGTGCCGACA 

AAGATTTGCCAATAATCCTAGACAAGGCATTTTTAACTCATCTTCAGAAGATTGAATGTGATC 

TATCAGG^GGTAATTAATTCATCTATATTGGCACCAGAATAGAAAATTTTGACATTATATGTT 

AACTTCTGTAGAAGTTGAATGCACGTGCAAAAACACCGAATCAGTGTGGGTGCTCCGACAAA 

CCACTCCCGCCAGGACACTATTCAGATTATATGTATTCTGAAGACAATCTCTGGTTTCCATGT 

CTACTGCTAGTTGAGACAGCAAACCGATAATACTTAAGATCAGTGAAGCACTTATGTTGGGG 

T07TCAAGTAGCTCTACAAGGCAACTCAAGCATTCACTTGTTAATATGTGATTTGATGTAAATA 

GTCGTGTGAGTTTCTGTCCAGAAATTACCTCCAGAGTGCGGCAAAAGCTGAGTGGCGTTCG 

CCTCTGACTTCACCGGCTTTGTACTGACTGACAGTCAGGAGCAAGGACTTCAAGCAGGCAG 

TGGAGTCCATTGCACCGGCCGCGGCCCGGCTTAGGGACCACCACCGCCCAGCGTGCGCC 

GGCCTTTAGCTTTCGCC 

>318 

GCCGCCCGGGCAGGTACAAGGTTTGGTGATGTAGGCGATTTTTTTACCACATTCGA 

ACAGTGATGGTCAGTCACTTTCTGTAGAGTATCTGTGTGCATATTAACGCTCTAATTATATTTT 

AAAATGTTATnTATATAGGATGTAATTGGAAAATCGATGAATCAAGCAA TCTGT ATTCGATTG 

TATAGAGATACCAGAAGTGAGGATTCTACACGTAGATTGTTCAAATTTCCTTTTCTGTGGAAT 

AATAAAACTTCAAATCTACATTATC I I C I III I ACTATTCTAG AAGATCCACTTTATAAAATGTG 

CATCTTAAGGAGACATACTGATATTTCTCAATCTGTGAGTAATGGACTAATTGCTATTAAATTT 

GGGAGCTTTACATATGCGAGAACAGAAAAAGTCAGAAGAAGCATCTACAGTTGTTTAGATGG 

ACAGTTTTATGATGATGAAACTGTAACAGTAGTTCTTAAAGACACTGTAGGACGTGAAGGAA 

GAGATAGACTCTTGGTCCAGCTGCCTTTGTCTTTAGTATATAACAGTGAAGATTCTGCAGAAT 

ATCAGTTCACTGGGACTTATTCTACAAGGCTAGATGAACAGTGTAGTGCTATTCCCACCCGT 

ACCACTGCTCATCACTGAATGACTTTATACATGCATAATAAT GACCA CGAGCAGC GGTCC CA 

GAATGAACCATAACAGAGAAAAGTTCATAGATCAAGGAATTCTTTTCAAGTCCAGATTTTGAG 

ATCTTTTCAGTTGCACTATTGGTTTCAAGACAGATTCCT TCATC AACACCATCATCATTGGAG 

AAATCGTTGCTCATCTGATCACTGTGACAACTACCTTCATTTTCTGCTCCAGTGTCAGTGCAA 

CTTTGAGTCTGAGGAGATTTCTCATCTTCAACATCAATAAAAGTACCTCGGCCGCCACCGCG 

GGGAGCTCCAA 

>319 . 

>320 

>321 
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>322 
>323 
>324 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAACTTTGTGGGTCGCTCGTGTGGGTCCTGAAAGAATGCAGTTCTCGCCGCGTATGCGACAT 
GCGGCTGATGGTCATGGAGATCCGGAATGCTTATGCTGTGTTATATGACATCATCGTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGAGCCCTC 
TCTCCCATTCTGTGATG AGTACTCTTCTGCACTGTTCTTTCTTTCTAATAAAACTTT C U M I C 
GAACGTATACTGTCTTCTGTAAATTCTTCTTACTACCCTATGACCCGTGAGCCAACCACTTTC 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTG H I I M I I I I ATACCCTTCC 
ACTTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAACTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTCTGGTATTTTTCAAATTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTT^ 
AAAGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACCT 
GCGCGGGCGGCCGCCCCGGGCGGCCGCTCN 
>325 

NNCTGTGAAGATGATACCAAAATTCGTTTrGATAATTTTTTAAGTTTCCAGCTCTTCAC 
CGAAATGTTGTATTCTTATTTCAGTGTTTCCTTCCAGAGATTTTTAAGGTAATTGGCT^ 
AATATGGACATTCAGCAAATATGATGTTAAAACTCTGTCTACTAGTTAGTAGTCCTCTCAGCC 
ACTCATATAAGCATATTTGATGGAAAGGTTGTCCACACTGAGAATTATCACACACTTGATCAG 
GAATGGTACCGTCAAGTTGATAAGCATAACAAATTCCACAATCCATAGTAAAATCAGATTTTT 
CCAGGATAGCACGAGCTGGAAAATCAATTTCrAAAAGATCTTTCAAATTTTGTAACACACTAT 
TTTCTGGATCCGTGAAAGCATGGGGAAAAAAATTATGCTGTGAACTTTGTAAAATCACCAAAA 
AGTA AAAAT TATATTGCCAAGGTAGCTACCACAAATGTATGTTCCTGCTGAGCTTAATTCCCA 
GGGGTTTTACCACTTCAGATTAAAAAAAAAAAATTTAATAATTGCATGCTCTACTCTTGGTTTC 
TAAAGGCACATTTGATACAGAATGTTTCTTAACTACTTGATTAGAAAATCAAAATTATATGTAT 
TATGTTAAAAAACAAAATTATACAGTTCAGAATGCTGAGACATTGTCATTTAAAATAACTATCA 
TTATTGCGGTGAAGCGAGATCGCGCCATTACAGTACATACTGGGCAACAAGAGCAAAACTCC 
GTCTCAGACA AAAAA TAAAAACTACGATTAATATACTAATATTGTCTAATAATTTAACAATGCT 
AGGGCAAGGATTTTATGACTCTATTAAAAAACGTTTAAATCTCAGATGTCATACCATGGTCAG 
CTCCAAGAAAGAAGCAGTGAGGAAGCATAGTAGGATGCCTGGGGTCTACCTCTATATTTATG 
GCAACATTATTAGCTAATGCAATTGTGCGTGCATGTTGGACCCGGGGGAGG Mil l CTGGCT 
CAAGTACCGAGGTGTTCTCATCGATTTCATGGATAACATCCCAGAATGCGTTTAGTGATTCTA 
TTGCTGCCAAAAACTGACTATAAATGGTTATTAAGGAGCTCTGAGGAGAATTTACCTGAGGT 
GTGCAGGAGGCACAAAATGGAACAGGAAAATGCACAAAATAATCTGGTGATTGTGCAGGATA 
CTTTGCCTTCAACTTGAGAGTGATTAAATGCTCTCTACCAGAAGCATCTTCrGCTTTTAAC^ 
GATGGTACCTCGGCCGCCACCCGCATAGACAAGTTTATCGCAAGGAAGAGTTCCTATCTCTT 
CAATA AGGC TTGA G TAGAA CTGGGGAGTGATTCAAAACTTTTAAATTTGACAAGTGGTTCTCT 
TTTTTCTGTATTTTCATTrTCATCTATTGAAGGAAGATATTTATTTC 
CAGCCAAAATACAAAGAGCTATTATTGGTGAAGTTAGCGGGAGGCGTGGTGANN 
>326 

NNACACATTGTAATATTATATCATGTATAGTTGTACGGAGCTCTGTGCATAAGTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCTGAAACAATGCAGTTCTCGCCGCGTATGCGACAT 
CCGGCTGATGGTCATGGAGATCCGCAATGCTTATGCTGTGTTATATGACATGATCCTGAAGA 
ACTTCGAGAAGCTCAAGAAGGGCAGGGGAGAAACAAAGGGAATGATGTATTGAGAGCCGTC 
TCTCCGATrCTGTGATGAGTACTGTTCTGCAGTGTTCTTTCTTTCTAATAAAA C i I I C i M I I C 
GAACCTATACTGTGTTCTGTAAATTCTTCTTACTACCCTATGACCCGTGAGCCAACCACTTTC 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTG 1 1 U il 1 1 I l A TACCCTTGC 
ACTTGGAAAGAGTACAGAGGAATCTTGCACTGCATAGTTCAAAGTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAG CAAGA GAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTCTGGTAI I I i ICAAA TTTCT GTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAAT 
AAAGGATGGAGACATGCTTATTTTATTTAACTCGCCCAAAAAAAAAAAAAAAAAAAAGTACCT 
GGGCGGGGGGCCGGGCGGGGCGGGCGCTGN 
>327 

TTGGAGCTCCACGCGGTGGCGGGCGiAACGTTGGCTTATCATAATATTGCTGACAGC 
AATAAACTGCCACATCTTCAGCCTGCAGGCTGCTGGTGGTGAGAGTGAAATCTGTCCCAGA 
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CCCGCTGCCACTGAATCGGTCAGGGACCCCGGATTCCCGGGTAGACGCCCAGTAAATGAG 

CAGTTTAGGAGGCTGGCCCGGTTTGTGCTGGTACGCGGG AGAA TGGCTCGCAAGCTGACT 

GTGAGCTCGGAAATCCTTTTAAAAGAAATTGAAATGTCACTTTTTATTTGGTT^ 

GGGCGCCACCGCGGTGAGCNNN 

>328 

TGTCACAGACAGTGCTGGGTTTGGAATTTTGTTGTTCTGTGTCTCTTTGATTTCGTGG 
AAGACGACACCATGACAATTTCAAAGAAAATAGAACAAAATGAAGGAAAAAGAGGCTGTGTG 
TTAGCACATTCCTGTGACCAGCCTGCTGTCTGTGGCGTGCCCTCCTGGCCCGGCCTTGGCA 
GATGTTCG I I I I i GTGGTTGTTGCCTGGACAGGGAACTCTGCAGGGCTGGTTCTCTACGCAT 
CGCTTTGGCTGCCTGCCTGTGCCAGGGGTTGTCAAGGGCTTTTGGGTCAGAGTGGGCACCC 
CTTTCTCCAAGGCTCCCTGCAACAGCTGGCCTGTCCCTGGTGGGGCTGACAGCTTTCTTCTT 
ACCCTGCCAGGCTGGCCAAGCCCCAGAGGTGACCTATGAGGCAGAAGAGGGCTCCTTGTG 
GACGTTGCTACTCACTAGCTTGGATGGGCACCTGCTGGAGCCAGATGCTGAGTACCTCCAC 
TGGCTGCTAACCAACATCCCGGGTAACCGGGTGGCTGAAGGACAGGTGACGTGTCCCTACC 
TCCCCCCCTTCCCTGCCCGAGGCTCCGGCATGCACGGTGTTGCCTTCCTGCTGTTGAAGCA 
GGACCAGCCGATTGACTTGTCTGAGGACGCACGCCCCTCACCCTGCTATCAGCTGGCCGAG 
CGGACGTTCCGCAGTTTTGATTTCTAGAAGAAACACAAGAAACCATGACTCCAGCCGGCTTG 
TCCTTCTTCCAGTGCCGCTGGGATGACTCCGTCACCTACATCTTCCACCAGCTTCTGGAGAT 
GCGGGAGGCGGTGN 
>329 

TCCGAAATGGGGGAAAATCACTGCTCTTGCCAGAGCGCATACATGTTTTAACCGTCT 
GGATCTGCCTCCGTACCCATCGTTrrCCATGCTTTATGAAAAACTGTTGACAGCAGTTGAAGA 
AACCAGTACT7TTGGACTTGAGTGACCTGGAAGCTGAATGCCCATCTCTGTGGACAGGCAGT 
TTCAGAAGCTGCCTTCTAGAAGAATGATTGAACATTGGAAGTTTCAAGAGGATGCTTCCTTTA 
GGATAAAGCTACGTGCTGTTGTTTTCCAGGAACAAGTGCTCTGTCACATTTGGGGACTGGAG 
ATGAGTCCTCTTGGAAGGATTTGGGTGAGCTTGATGCCCAGGGAACAACCCAACCGTCTTTC 
AATCAACAGTTCTTGACTGCCAAACTTTTTCCATTTGTTATGTTCCAAGAGAAAGATGAACCC 
ATACATGATCAGCTCCACGGTAAI I I I I AGGGACTCAGGAGAATCTTGAAACTTACCCTTGAA 
CGTGGTTCAAGCCAAACTGGCAGCATTTGGCCCAATCTCCAAATTAGAGCAAGTTAAATAAG 
ATAATAAAAGTAAATATATTTCGTGAAAGTACATTCATGTAAGCCCTAAGTTATAACAGAATAT 
TCATTTCTTGCTTATGAGTGCCTGCATGGTGTGCACCATAGGTTTCCGCTTTCATGGGACAT 
GAGTGAAAATGAAACCAAGTCAATATGAGGTACCTTTACAGATTTGCAATAAGATGGTCTGTG 
ACAATGTATATGCAAGTGGTATGTGTGTAATTATGGCTAAAGACAAACCATTATTCAGTGAAT 
TAGTAATGACAGATTTTATGGTTTATAATGCATGAAAACAATTTTAAAATAACTAGCAATTA^^ 
ACAGGATATCAGGAAAAAGTACACAGTGAGTTCTGTTTAI MM I GTAGGTTCATT ATGTT TAT 
GTrCTTTAAGATGTATATAAGAACCTACCTATCATGCTGTATGTATCAGTGATTCCATTTTCAT 
GTTGCATGCATACTCGGGCATCATGCTAATATGTATCCT7TTAAGCACTCTCAAGGAAACAAA 
AGGGCCTTTTATTTTTATAAAGGTAAAAAAAATTCCCCAAATATTTTGCACTGAATGT^ 
GGTGAAGGGACATTACAATATGACTAACAGCAACTCCATCACTTGAGAAGTATAATAGAAAAT 
AGCTTCTAAATCAAACTTCCTTCACAGTGCCGTGTCTACCACTACAAGGACTGTGCATCTAAG 
TAATAATTTTTTAAGATTCACTATATGTGATAGTATGATATGCATTTATTTAAAATGCAT^^ 
TCTCTTCCATCCATCAAATACTTTACAGGATGGCATTTAATACAGATATTTCGTATTTCCGCGA 
CTGCTTTTTATTTGTACAGCATCATTAAACACTAAGCTCAGTTAAGGAGCCATCAGCAACACT 
GAAGAGATCAGTAGTAAGAATTCCATTTTCCCTCATCAGTGAAGACACCACAAATTGAAACTC 
AGAACTATATTTCTAAGCCTGCATTTTCACTGATGCATAATTTTCTTATTAATATTAAGA 
G I M l I CTATGGCATCTCCAAAACTGCATGACATCACTAGTCTTACTTCTGGTTAATTTTATGA 
GAAGGTATTCTTCATTTTAATTGCTTTTGGGATTACTCCACATCTTTGTTTAI 1 I CI I GACTAAT 
CAGATTTTCAATAGAGTGAAGTTAAATTGGGGGTCATAAAAGCATTGGATTGACATATGGTTT 
GCGAGGCTATGGGTTTACAGGCATTGCCGAAACAI I IGI 1 1 GAGATCTATATTTATAAGCAGC 
CATGGAATTCCTATTATGGGATGTTGQCAATCTTACATTTTATAGAGGTCATATGCATAGTTT^ 
CATAGGTGTTTTGTAAGAACTGATTGCTCTCCTGTGAGTTAAGCTATGTTTAGTACTGGGWKTO 
CTGAAGAGGAATACCACTTATGTTACACTCCTGCACTAAAGGCACGTACTGCAGTGTGAAGA 
AATGTTCTGAAAAAGGGtTATAGAAATCTGGAAATAAGAAAGGAAGAGCTCtCTGTATTCTAT 
AATTGGMGAGAAAAAAAGAAA/^CTTTTAACTGGAAATGTTAGTTTGTACTTATTGATCA 
ATACAAGTATATATTTAATTTTGCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNN 
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>330 
>331 

GGGCTTACAGTGGCGGGAGTTGGAGGCGATAACGATTTGTGTTGTGAGAGGCGCA 
AGCTGCGATTTGTGCTGAACTTGGAGGCATTTCTACGAGTTTTCTCTCAGCTGAGGCTTTTCC 
TCCGACCCTGATGCTCTTCAATTCGGTGCTCCGCCAGCCCCAGCTTGGGGTCCTGAGAAAT 
GGATGGTCTTCACAATACCCTCTTCAATCCCTTCTGACTGGTTATCAGTGCAGTGGTAATGAT 
GAACACACTTCTTATGGAGAAACAGGAGTCCCAGTTCCTCCTTTTGGATGTACCTTCTCTTCT 
GCTCCCAATATGGAAGATGTACTAGCAGTTGCCAATGAAGAAGGCTTTGTTCGATTGTATAA 
CACAGAATCACAAAGTTTCAGAAAGAAGTGCTTCAAAGAATGGATGGCTCACTGGAATGCCG 
TCTTTGACCTGGCCTGGGTTCGTGGTGAACTTAAACTTGTTACAGCAGCAGGTGATCAAACA 
GCCAAATTTTGGGACGTAAAAGGTGGTGAGCTGATTGGAACATGGAAAGGTCATCAATGCAG 
CCTCAAGTCAGTTGCGTTTTCTAAGTTTGAGAAAGCTGTATTCTGTACGGGTGGAAGAGATG 
GCAACATTATGGTCTGGGATACCAGGTGCAACAAAAAAGATGGGTTTTATAGGCAAGTGAAT 
CAAATCAGTGGAGCTCACAATACCTCAGACAAGGAAACCCCTTCAAAACCCAAGAAGAAACA 
GAATTCAAAAGGACTTGCTCCTTCTGTGGATTTCCAGCAAAGTGTTACTGTGGTCCTCTTTCA 
AGACGAGAATACGTTAGTCTCAGCAGGAGCTGTGGATGGGATAATCAAAGTATGGGATTTAC 
GTAAGAATTATAGTGCTTATCGACAAGAACCCATAGCATCCAAGTCTTTCCTGTACCCAGGTA 
GCAGCACTCGAAAACTTGGATATTCAAGTCTGATTTTGGATTCCACTGGCTCTACTTTATTTG 
CT AATTG CACAGACGATAACATCTACATGTTTAATATGACTGGGTTGAAGACTTCTCCAGTGG 
CT ATTTTC AATGGACACCAGAACTCTACCTTTTATGTAAAATCCAGCCTTAGTCCAGATGACC 
AGTTTTTAGTCAGTGGCTCAAGTGATGAAGCTGCCTACATATGGAAGGTCTCCACACCCTGG 
CAACGTCCTACTGTGCTCCTGGGTCATTCTCAAGAGGTCACGTCTGTGTGCTGGTGTCCATC 
TGACTTCACAAAGATTGCTACCTGTTCTGATGACAATACACTAAAAATCTGGCGCTTGAATAG 
AGGCTTAGAGGAGAAACCAGGAGGTGATAAACTTTCCACGGTGGGTTGGGCCTCTCAGAAG 
AAAAAAGAGTCAAGACCTGGCCTAGTAACAGTAACGAGTAGCCAGAGTACTCCTGCCAAAG 
CCCCCAGGGTAAAGTGCAATCCATCCAATTCTTCCCCGTCATCCGCAGCTTGTGCCCCAAG 
CTGTGCTGGAGACCTCCCTCTTCCTTCAAATACTCCTACGTTCTCTATTAAAACCTCTCCTGC 
CAAGGCCGGGTCTCCCATCAACAGAAGAGGCTCTGTCTCCTCCGTCTCTCCGAAGCGACGT 
TCATCTTTCAAGATGTCGATTAGAAACTGGGTGACCCGAACACCTTCCTCATCACCACCCAT 
CACTCCACCTGCTTCGGAGACCAAGATCATGTCTCCGAGAAAAGCCCTTATTCCTGTGAGCC 
AGAAGTCATCCCAAGCAGAGGCTTGGTCTGAGTCTAGAAATAGAGTAAAGAGGAGGCTAGA 
CTCAAGCTGTCTGGAGAGTGTGAAACAAAAGTGTGTGAAGAGTTGTAACTGTGTGACTGAGC 
TTGATGGCCAAGTTGAAAATCTTCATTTGGATCTGTGCTGCCTTGCTGGTAACCAGGAAGAC 
CTTAGTAAGGACTCTCTAGGTCCTACCAAATCAAGCAAAATTGAAGGAGCTGGTACCAGTAT 
CTCAGAGCCTGCGTCTCCTATCAGTCCGTATGCTTCAGAAAGCTGTGGAACGCTACCTCTTC 
CTTTGAGACCTTGTGGAGAAGGGTCTGAAATGGTAGGCAAAGAGAATAGTTCCCCAGAGAAT 
AAAAACTGGTTGTTGGCCATGGCAGCCAAACGGAAGGCTGAGAATCCATCTCCACGAAGTC 
CGTCATCCCAGACACCCAATTCCAGGAGACAGAGCGGAAAGACATTGCCAAGCCCGGTCAC 
CATCACGCCCAGCTCCATGAGGAAAATCTGCACATACTTCCATAGAAAGTCCCAGGAGGACT 
TCTGTGGTCCTGAACACTCAACAGAATTATAGATTCTAATCTGAGTGAGTTACTGAGCTTTGG 
TCCACTAAAACAAGCTGAGCTTTGGTCCACTAAAACAAGATGAAAAATAGAAGAGTGACTCTA 
TAACTGTGGTCTTTAAGAAAGCTGCCTTTTCATTTTTAGACAAAATCTTTTCA^ 
TACCTAATGTGGTTCTACTACCATAATGTATATGCAGCTTCCCGAGGATGAATGCTGTGTrTA 
AATTTGATAAAGTAAATTTGTGACTGTAGGATTTTGAATGAATAGTCTTGACTT^ 
CATCTTCTCTATAATAATGACATCCCAGTTCATGGAGGCAAAAAACAAGTTTCTTGTTATCCT 
GAAACTTTCTATGCTCAGTGGAAA6TATCTGCCAGCCACAGCATGAGGCCTGTGAAGGCTG 
ACTGAGAAATCCTCTGCTGAAGACCGGTGGTTCTGTTCTGCCTCCAACATGTATAATTTTATT 
TGAAATACATAATCTTTTCACTATGCTTTTGTGGGG 1 I I M I I I AAGTATGTGTAAAAATGTGA 
TGC TCAGA TAAGTACATTTATATCAGTTCAGTGTTAAAATGCAGTCTCTTGAGTTAAAGTCATC 
TTTATTTTAAAT GCAGTG ATAAATGTCAAGTGTTCGGAGAAACTAGGAGAACAACAACAGAAA 
GCTGTGTTTGTCTTTTTTCTCTCAAATATATGTCGCGTATGAGATTTCAGGTGCCCAT^ 
ACCAAGCAATGTGCTATGT CAGG GAACCCAACATGACTTTCTACAGGAGGTTATGATTTTTGC 
CATTTACTAGAGGAAGATGTTTTATGAAATCAATTTGGG6TTTGAATTGAGGTGCAGTCATGA 
GTTCrTTAGGGGC TGGAA TGTTTTAAAAAAAATAAGTGATGAGATTrrAAGAAAAAAGTGATG 
ATTTCTTATTGATA TTTTT GTAACAGAATATAGCTCTTAACTGAAAATCGAGAAGGAGAAACAT 
AAATCTTGAG I I I C M M GATGTACATAAAAAGGAATAGCCTTTTAGTATAGATAGCCCTGAGG 
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CAAAAAGTAATAGAATTTTCTCTAGATATTTAATACAGAGAGTGTATAGACTGACTCTAAGTTA 

ATAATGTGCAAAATATCTTAAACATCCCTCCCCTTATTCAAGAATTATGTATCAGTGATGTTGA 

ACCATTGTTTTATA 1 I I i I CACGTTTGTAACCTCATGGAAAGAGGCTTTACATACTTTGTATGT 

ACTATTTACTTAGAAGGGAGCCCCCTTCCAGTCATGAAACTTCATTTGTTTTATCCATATCCC 

TGAGGACTGTGTAGACTTTATGTCAGTTCTGTGTAGACTTTATGTCAG I I I I IGTCATTATTTG 

AAAATCTATTCTGACAACTTTTTAATTCCTTTGATCTTATAAGTTAAAGCTGTAACAACTGAAAT 

TGCATGGATCAAGTAAGCATAGTTTTATCCAGGGAGAAAAATAAAAGGAAGCCATAGAATTG 

CTCTGGTCAAAACCAAGCACACCATAGCCTTAACTGAATATTTAGGAAATCTGCCTAATCTGC 

TTATATTTGGTGTTTG MUM GACTGTTGGGGTTTGGGAAGATGTTATTTATGACCAATATCT 

GCCAGTAACGCTGTTTATCTCACTTGGTTTGAAAGCCAATGGGGGAAAAAAATCCATGAAAA 

AAAAAAGATTGATAAAGTAGATGATTTTGTTTGTATCCCTACCCATCTCCTGGCAGCCCTACT 

GAGTGAAATTGGGATACATTTGGCTGTCAGAAATTATACCGAGTCTACTGGGTATAACATGT 

CTCACTTGGAAAGCTAGTACTTTTAAATGGGTGGCAAAGGTCAAGTGTAATGAGATAATTATC 

CCTGC CTGTGTC CAT GTCA GAGTTTGAGCTGATCCTGAATAATAAAGCCTTTTACCTTATCTG 

ATGTCCTTTTTTGAGCTrnTGCATTACCTAGAAGCAGTCTACAAAAAAGAACTATAGTAGTCA 

AGAATCCCTTCTACTTGTTCATTAAAATGTTTATTCCCCAGTTATAATCTATTTCAAGCTGAAA 

GAGCTTTTAATAAAAAAGATCTTGCNNNNNNNNNNNNNNNNN 

>332 

>333 

NNNAGTGGCATGGGGGTGGGGTCTGAGTCCACACACTAGCCACATGGCGAACAGC 
ATAGTGAAACGGGGTCCCATTCTCCATGTCATTGTGTAATCCAATGGTGGCTCATAGAGATG 
GAATGCAGAGGGTTGGAAAAGAAATGAGAAGTTTGGTTCCCAGGACAGTTTCCTAGATGAAC 
TACTTTTCCTCCCAGCCCTCTCTCTCTrTACCGAGGGTGAGCAATACAAAAGGGGTGTGCTG 
CAGCTCCAGGTTTCAGAGTACCGCCACAGATCCACAGCCTGTCCTGATCTGAGAGCTGAGC 
CGATGCCT7TTCTTTGTGGCTGTGTC M M I ACCTTCTGGACAAGTAGGATGAGGTGAAAGG 
AGCTGTCCTTCTAAGTCTTTGTATGTCCATTTGTCTGCAGTTTCTCCTGGGTCTCGTGTGTCT 
GTGTGTGCCAGTCCCTTGTGCTGACACAGGAGGTCCCTTAAAGTCCAGTCCTGGCGATTTCT 
GAATCTCACTCTTTCCCTCTTTAAAGTTCCAGGATCCTTCTTATCTCCCTTTCCCCCATAGTCT 
GGCTTAGTGTCTTTGTTTCCGGGCGTAAAAGCACTGGGATTAATATGTTTTCCAGGCTGAGG 
GAAAACACAGGAATGTGATGTCGAAAAGGGAC M M I M M I CTTTCACTGTGCTTCTCTCCT 
CCCTTTATTTCTCCCTACC M M I CCTCCTC M I M CTTCTTC I M I I CTTCTTTCTCTTGCCTG 
GATTCAGTCCCAGAAATGTTAGGACTACCTCAGTTTTGCTCCAAACGAAACTCAAACAACAG 
CAGCCACTCGAAATCAAGGAAACTTCACTAAGAATTTAACAGATCAGCAAAACACCGCCTCC 
TTCCCATT TTAGCA CGTTCAGAGTGGACTCAGTGAGGAGTGAGAAGGCTGTTCTTTGGGGTG 
GGGTAAAGTTTTTAAACTCCACACATCATCATAAATCACTTTAGAAGAGGATGACTGGTGCCT 
TAAGCCGTTCCAAACGAAGTCATCGGGGTAACTTCTGTTCCAGTATGTTTTTACCGCGTCGAC 
TCCNNN 
>334 
>335 

ACTTGACTGGTAACAACTTTCAAATTCTTCTACTTAOTCCCTCTTCTTCAGCTTCACAT 
CTGGGAAAACTGATAGGGAAGCCTAGGTAGGCCTACCTTTGGTGCCAGAGGGAAGCTCAAT 
CCATGCAAGCCCCAGATAATATATGAGAACCTCCCCAACCTTACCCTACACCCCTCACCTCC 
CAATCCAAGCCAGTCrCCTTTCCCTGCTTTCTCAAACCATGTTTGGACCTGGTTGGAAGCTC 
CCTCTGCTCTCCCTAGAAAGCTTCATTATGTGAGTGATACATGI I I I CATATCTTCTTGGTGT 
GTGTGTGTGGTATCATCAGCCTCAACATCTGAAGCAAATGTTGGGTGGGGGTN 
>336 

gagccacgcgtccggtttgtggagtcgcgagtgctggtgtccggctggagtgcaa 
tggcg tgatc acagctcactgcaacctccgcctcccgggttcaaaatgtttgataggtttat 
attgtctttttcgatcctcttcag acatcgttgaaagttgagccc m m m i g cgctgtgagtg 
tctacacatgtctgacactctcatgtcccacggattacagaaagacattccttgcaggagaa 
catggcttcccagtgatgtgggaaagatggactctgatgtccagggtagaagtggcaagca 
gagtaaqccagttcgttgaagcaaatgatggctgcagtgaagagtagcgaggcacacccat 
cctcaaacaaggatcccacacagggccagaaatcagccgtccagggtaacagccctgactc 
ggaggcctcccgtcagcgcttcaggcagttttgctaccaggaggtaactggccgacatgaa 
gcttttagcaaactctgggaagtctgttgtcagtggctgaggccgaagacccacfcaaaag 
ggaaatcctggagctgctggttttggagcagtttctgactatcttgccagaggagatccaga 
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CCTGGGTGAGGGAGCAGCATCCAGAAAACGGCGAGGAAGCTGTGGCTCTGGTTGAGGATG 

TACAGAGAGCTCCTGGACAACAGGTTCTAGATTCTGAGAAGGACTTGAAAGTACTCATGAAG 

GAGATGGGCCCTTTGGGAGCAAGGAGAGAATCACTGAGATCCGAATGGAAACAGGAGGTTG 

AGGGAGAGGAACCGACTTTTAAGGGATCACAGAGCTGACACCAAAGACGAGGGGAACAGTC 

AGAAGCCTGGCTTGCTCCTCAGGGTCCCAGGAACCTGCCTCAAAACACAGGTCTCCACGAC 

CAGGAGACAGGTGCTGTGGTCTGGACAGCTGGGCCCCAGGGAGCAGCCATGCGTGACAAG 

AGAGCTGTATCCCTCTGTCAGCAAGAATGGATGTGCCCAGGCCCTGCACAAAGGGCCCTCT 

ACAGGGGTGCCACCCAGAGGAAGGACAGTCACGTCTCGCTGGCAACAGGTGTGCCGTGGG 

GCTATGAAGAGACCAAGACGCTCCTGGCTATTCTTAGTAGTTCTCAATTTTATGGAAAACTCC 

AGACCTGTCAGCAGAACAGCCAGATCTACAGGGCCATGGCGGAAGGACTCTGGGAGCAGG 

GTTTTCTGCGGACCCCAGAACAGTGTCGCACCAAGTTCAAAAGCCTACAGTTGAGTTACCGC 

AAAGTGAGGAGAGGCCGTGTGCCTGAGCCTTGTATCTTTTATGAGGAAATGAATGCTCTTTC 

AGGCTCCTGGGCCTCTGCACCTCCTATGGCAAGCGATGCTGTTCCTGGCCAAGAAGGAAGT 

GATATTGAGGCTGGAGAGCTGAATCACCAGAATGGGGAACCCACGGAGGTAGAAGATGGCA 

CTGTGGATGGTGCAGACAGGGATGAAAAGGACTTCAGGAATCCTGGCCAGGAAGTCAGGAA 

ACTAGACCTGCCAGTGCTGTTCCCAAACAGACTTGGTTTTGAGTTCAAGAACGAGATTAAAA 

AAGAAAATCTAAACATGGGATGATTCAGAGGAAGTAAGAAATAAACCAAGGCTTTTACAGAG 

GAAAGTTCCCGAGGAGTCTATTGGCACTCTGAGGCTACCAACAGGCTTGGGAGAGTGAGCC 

AACATCCAGAAGGGCAATGTAGAAATTCTCCGAGGCAGAGTTGAGGAGAAACCCCATTCCC 

AGAGAGATGAGTCCCGAAGTTTGGTGGCGGACAAGCCTGTGCAATTTGTCTGGGGGAAAAG 

TGTCCGATGTGCTCTCCCAAGCAGGTCAATGGAAAATTTCAAGTCGGTTGGGAAACTTTCCA 

GTCTATTGTCGGNNN 

>337 

TCGAGCCACGCGTCCGGGCCCGCGCTGACGGTGTCCCTGGGGCTCTGCGCTCGTC 
CGGCCGGCCCCGGCCTCGCCGCCCCGCGCAGTACCCAGCCCGGCGCCGCCGACCCGCGT 
CTACTGCCGGCTCCGCGCCCTTCCCCGAGGGCTGGATGATGGGCTGTTTCGCCCTGCAAA 
CGGTGGACACCGAGCTGACCGCGGACTCGGTGGAGTGGTGCCCGCTGCAAGGCTGCAGG 
CACCTGCTGGCGTGCGGGACCTACCAGCTGCGGCGGCCGGAGGTACGCGGGATAATCAAG 
GTGTCACATCCCGGTGGCTGGACATGCCCTCTTGGGCTTGGCAGATGCCAGTGGATCCATA 
CAACTACTCCGCCTGGTGGAATCTGAGAAGAGCCACGTGCTGGAGCCATTGTCCAGCGTTG 
CCCTGGAGGAGCAGTGTCTGGCTTTGTCCCTAGATTGGTCCACTGGGAAAACTGGAAGGGC 
CGGGGACCAGCCCTTGAAGATCATCAGCAGTGACTCCACAGGGCAGCTCCACCTCCTGATG 
GTGAATGAGACGAGGGCCAGGCTGGAGAAAGTGGCCTGATGGCAGGGACATCAATTGiGAG 
GCCTGGATTGGCGGTTTGAATTAGTGGCATCCAGAAATTGTGTATTCAGGGGGCGACGATG 
GCCTTCTGAGGGGGTGGGACACCAGGGTAGGGGGCAAATTTCTCTTGAGCAGCAAAGACAC 
ACOATGGGTGTGTGCAGCATCGAGAGCAGCGCTGATCGGGAGCAOATGGTTGCGCACGGG 
AAGCTATGATGAAGACATTGTAGTGTGGGACACACGAAAGATGAAGTAGCCGTTGGCAGATA 
CGCCTQTGCAGGGCGGGGTATGGAGAATCAAGTGGCACTCCmTCACCACCAACCTGTTC 
TGGACGTCTGCATGCACAGN 
>338 
>339 
>340 
>341 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGTTATAI I I I I I 1 I I M lACAT 
CCCAAACAGGTCTT7TTATTTAACATAAGGCCAAAGAAGCTATCAGGCGTTGCTGAATACTGT 
CCACTAACTGTACAAAATATTGACTGCATGCCTCGGAAACACCAAAATATCCGCTGGAATGC 
CATAGAAATAAATAACTTCTGCTATAAACACATGAAAACATATCAAACTGTTATCTCTTTAAAC 
ATATTGTAAATAAAAAAATTACCAGTACTTCTAGACAATAAATATTAAGAAACCATTGACATAG 
TTGAAATGCACTCATATAAATTAACAACTTTAATTACATTAGCCAAACAGACATTGGTTAAAGA 
ACTGCATGTAGTATGCAAAACAAAACAAAACAAAACAAAAAACAAAGTAAAAAACGAACAAAA 
TAGAAAGAAACAAAGAAAGAACATCAACCACAGAAGATAAAAAGTTTTAAAATAAAACAGGCT 
TCAGAT TATCTT GGCTTTGATAATTAT AI I I HG I I I i A AAGAAAAATATCAACGGATTGTCAAT 
GCACrrGTTTTTCAAAGCATTTAAATAGAGGGTAAAACCCTTTGGAAATTAATAGAGAAGAAAT 
GATTCACTTTATGCATAAAAAATAAATAATAATATAGCtGAGACATGTGGTTTGCTTCTGCTCT 
TGAAGATGTGAACAGCTTCTAAGCATrCATTTTCTCTiSACCCATACAACAGCTTCT 
ACAGGGTTTAATTTAAACACATACAATGTCCAGCGGCAAACCTTGTGCCGACATCTACAAGTT 
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TTATTTATTTTGTGGGTTTTCAGGGTGACTAAGTTTTTCCCTACATTGAAA^ 

AAAAGGTGCACAGGAAATCA I N I M I AAGTGAATATGATAATATGGGTCGGTGCTTAATACA 

ACTGAGACATATTTG7TCTCTG I I M M I AGAGTGACCTCTTAAAGTCCAATCCCACAATGGT 

GAAAAAAAAATAGAAAGTATTTGTTCTAGCTTTAAGGAGACTGCAGGGATTCTCCTTGAAAAG 

GGAGTATGGAATCAATCTTAAATAAATATGAAATTGGTTGGTCTTCTGGGATAAGAAATTCCG 

AACTCAGTGTGCTG AAATTCACCTG AC I MM I GGAAAAAATAGTCGAAAATGTCAATTTGGT 

GCATAAAATACATGTTACTATTAAAAGATATTTAAAGACAAATTCTTTTCAGAGCTTCTAAGAT 

TGGTGTGGGCAGA Mill AAGAGCCTAGAGTTTAGTCTTAG AGAAAGAGTGAGGAGATAGTA 

AGGTTAGATAGAGCCACTGAGTTTCAAGAAAAAAACATACTACTAAGAATCCCATATGTTATA 

ATTrAAAGCCTTTACTTTTGGCCTCATGCTGCTAGGTGAAAGAGTGGTTGTTCACAGGACTTG 

TATTTTCCAAGATGATTAAAGATGGTAAAATACTATCTTTCAATGTTATCAAAAAATGGTAGCA 

ACTTATACTTCTATTTCAAAGCCATATAAATTTAAGAAAATTAAAGTTTGTGGGTGTTTGAT/^ 

CCCAATCACTCAATATGGAATTAAAATATGGAATAAGTTTCAAATAAAATATGGAATTACATTT 

CTCTGCTTCTGATAAGTGTGGTGACTAATCAACCGGGATGTTATCGCCGATATGTCTAGGAGT 

TAGCTTAAAAAGATAGCAGATGTATTTGAGATGAGTGGGAACTATACATGGGTATCAGCTTTC 

TTGGTAAATTTCTGC I I I I JCCATGGCCTTGACCATCTTTGCTACTGCGCAGTGAACCAGGAC 

TrAATTTCTCACACTGTTTCTGCAGGTTCCGGTACCAAAGAAGATGGAGTTCAAAATACTGCC 

AGTTTTCCAAGAAATTTTGTAAAGTTGAACATGGCCATCTACTCTTGCCTTAAAACTTTTGT^ 

CCACACCCACGTTCCCACATGCATGATATCCAAGGTCGACAGACCTGGATTAGAATCCACTC 

TCAAGCTTCTCATGCAGTGCGTATTGTATTTTCTGCATAAGAAAGGGCTGCCTCTAGAACACA 

GTAAGTGTATrTGCCCAGTAGTGACATTGCCTACATATAGCCAAGTGTTATAGTATACCAAGT 

TAGTATA II I II CAAGG AGAGCTAAACGACGTTTTGTAATGTTTGGTTTCTCACTGTTATGTTC 

CTTTCCTATAATTAATTTATTTTAATCTACAAATTGACATAGGGCTAAAAGCTTCAATATT^ 

AAAATATTAATTAATGTAATTGTTCCCAATTATTAGAAACTTTTTTCCATTT^ 

CCAACTTCACACAAGTGTGTAAAAATAGGGGTCTGGATTTTCAAAAGCACATACATGAATAAT 

TTATTAGCTATTCGAGGCAAGCTAAGTACTAGAATAAACTAGATAAAAACTTGGCTTTAAGCA 

TGTACTTTGATATTTATAAAACAAAGGTG I I M II 11 I CATTTCTGCATCTGAATCAATACAAAT 

TTACACATGAAGAATTTTGGCTGTAAATTAAAATTTTAGAGATTTTTACTACTGCCC^ 

TGCCTCGTCTTAACTGTTCTCTTCCTTACTCTCGCTCTCTTAACAGTTTCTCTCAAATTM 

CTTTTAGTTAGTGATGACATr A I I I I I CCCAGCTGGTACAGGTAATATTTCTCACAACGAAGC 

CTTAATCATTTTTAAAAAATACACTCAACTCTAATTCTGGCCTAAATATTATTTTTCT 

CTTCTGATTTAAGATTGATTCCAATAGACAGTAAGTTGGAAAAACATCAGCCCAGAGTTTTGA 

TTATCATCCTGTTTTCCCCACAGGGGATAACTTGTAGAAGTGGGAGGGGCACAAAAAAGAGG 

AGGAAATTTCGGACGCGTGGGTCGACTCCCTATAGTAGN 

>342 

GTGGCGGCCGAGGTACAGGTTTAGTCTGAATGCACTGTCATGAAATTTAAACTTTCA 
TTATAATACTGTTTTAAGAACTTACAGCATCTGCTTrACAAATGGTGTTAGCTACATGTCGACA 
CAGCATCTTTAGCCAGTTTTCTTTTGGAAGTTCATCTGATGTCATCTGGAAACTGAGTAGCAC 
ATTTGCCTGCTCTGTTGGTGGCCTCACAAGGAAGGCAAAAGCATTATGGCAATCTAGGGTTC 
CAGAATAACCATAAACATTAAGTGTCACTCCTTGGAAAATGACAGATGTATGCAAGTTTAGTT 
CCCTCAGAGCAATGAAATTCCAATGAAATGAACTATCACTTCTCCACTTTCCTTGTCCTATTTT 
TAATAAGACAAAGAACATCACCATATTAAGTTGAAGT 
>343 

ACATCAGAGATGCTCACACATTCTTTGAGTAGTTTAAAAACTCATTTTAACCAGI 1 1 1 1 
ATTCTTTGTATTCAAACCAATCACTGGCAATAGCTCTAAGTAGGTCATCAACTGTCCTCCATG 
TCIICM ICTAATTCTGCCACAGACTCACTTCTTCCGTAAATTAATGGAAGGAAATGAGTGTC 
TGAGTTCTTAGAATCTCAAAAGGCATGAGGATAAAGCTTTCCTGGAGATAATATAAGTGGTG 
GGAGGAAGATTTGGGAGCCAGATGATACTCTTTTCCTCTTAGAGAAACTCTGTGGAAGCTCT 
GGCTATACTGTGGGAAATAAATTCTAGACGCTGGCTTCTTTCTGTAGTAAACATGTGGGCCC 
TTTAAAATGTTGAACCAAAATGTGCTTCAAATATAGTTTAGTTATAAAACATTTATGGGGGAGT 
ATGTATGTGCCAACTACAGAGGCTTCAGAGATGAAGAAACAGTTCTTACCCTAGTGTTGCTT 
AGAATCTAGTAGTAGTAAGTAATAATTACTAACATATGCATTTACTATATAGGCAATACTAGGG 
TAAATATTrrACATAGAtTAGCTTATTTAGTAGCTCTTAGCTGCTAAAAAAAAAAAAAAGATAA 
AGATGTCCAGTCTAGAGTCTCATAATTGTATGGTAAACACTAAAATGGTGGTATGATCCAGTT . . 
GCCATGGAAACACAGGGGCGGGGCCCTCAGGTCAGTTTAGGAAGGAGCAGATTACtGAGT 
GGTGTCTTTAACTGGTAATTACATGAAGAAGAAGAGGTTGGGCCACCACAGGCAGAGGAAG 
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GACCACAGGCAGGGCACAGGAGTATGCATTTGTAGGCTGTATATGGGGAAGTAAAGCAGAT 

TTGTCTTGCTAGAGCTAAAGATGTAGACAAGAGTAAGTATTATGTAGGAACTTCGATCTGACA 

T GTTT AGCCATTGGGCATTGGCCATCTGGTGGAGAGCTGTTGACAAAAAATAAGTAATTTGG 

ATTTTAAAAGGATCGACTCGGTGGTATAGATAATGATGGCTGGAAAATGAGGCGATAGAGGT 

AGACAAATGAAGAGGTTATGGAAATAATCCAGGCAAAAAGAGAATGAAGGGGAAGGATGGAT 

AGGAGTATATCCGAGTATTCTGGCATGGTAGAGTTCAATTGAAATGTTTAACTTGATGAATAA 

TAGGTAAGGAAAGTGAGTGAAAACTAAACTACTAGATTCTTAACTCTTAAACCCTTCACTGGG 

TCAAAAGTAATGAGrrTGAACATAGTGTCGAAATTAACCTGATTCTACCTTGTGTTTGAAATTC 

TAC ATTC ATAAAGAAAAAAAAAAAGGAAATGTTATGGTCGGTCCCAAATTATAGTCAATTATAA 

CTATTTTCCTCAAAGTTGGTCTTACCTATGTTTAGTGGTAAGAATTGATTGTTTAATATAGGAA 

AAAAGACCTAAAATTGGTGAGATAATGTGATTCAAATTCCAAAAAAAAAGGAAAATTAGATAG 

CTGTGCATTCAGAAGAATTGAATGATATTTTAAAGACATTCACATAAACAGAGACCCAAATAG 

ATTCTTCACATTTACTTGTATTCCAAAAACAGAAAACTATTGAAAAGAATGAAGGATGGCAAC 
AAAGT 

>344 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCTGAAACAATGCAGTTCTCCCCGCGTATGCGACAT 
CCGGCTGATGGTCATGGAGATCCGCAATGCTTATGCTGTGTTATATGACATCATCGTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGAGCCCTC 
TCTCCCATTCTGTGATGAGTACTCTTCTGCACTGTTCTTTCTTTCTAATAAAACTTTC M I N G 
GAAGCTATACTGTCTTCTGTAAATTCTTCTTACTACCCTATGACCGGTGAGCCAACCACTTTC 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTGI M M M I I iATACCGTTCG 
ACTTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAACTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAG CAAGA GAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTGTGGTATTTTTCAAA TTTCT GTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGA^ 
AAAGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACCT 
GCGCGGGGGGGGGGGCGGGGCGGGCGQTCN 
>345 

tATAGGGAGTGgaGGCACGCGTCCGGGGGCTTAAGCGGGGGGAGTCGAGGGAGCG 
TCGCCGCGATGGTGTTGTTGGAGAGCGAGCAGTTCCTGACGGAGCTGACCAGACTTTTCCA 
GAAGTGCCGGACGTCGGGCAGCGTCTATATCACCTTGAAGAAGTATGACGGTCGAACCAAA 
CCCATTCCAAAGAAAGGTACTGTGGAGGGCTTTGAGCCCGCAGACAACAAGTGTCTGTTAC 
GAGCTACCGATGGGAAGAAGAAGATCAGCACTGTGGTGAGCTCCAAGGAAGTGAATAAGTT 
TCAGATGGCTTATTCAAACCTCCTTAGAGCTAACATGGATGGGCTGAAGAAGAGAGACAAAA 
AGAACAAAACTAAGAAGACCAAAGCAGCTTGCAACCACTAGCCTGGGGAGGGTCCGCATGT 
GTCAAGGGTGAGGGCAACAGATGCTGGACCCAGGGAGCTCTCTGCCACAGGTCAGTCTAC 
AAGGCCTCAGGGACCAACTTGCCAACAGCTGGAGTTGATCACTAGCTGGCAAACTGAGCTC 
ACGTATGGGGTGGAATAACAAGCGGACTTTGCTCTGTGCTGTGGAAAACGCTG I M l I A GAG 
GATTTGCCACAGCAGCGGATAGAGCAGGAGAGCAGCACCGGAGCCCTTGAGACATCCTTGA 
GAAGAGCCAGAGCATAAGAGACTGCCCTGCTTGGTGTTTTGCAGGATGATGGTGGCCCTTC 
GAGGAGGTTCTGCATTGCTGGTTCTGTTCGTTGCAGCTTTTCTGCCCGCGCCGCAGTGTACG 
CAGGAOi^CAGCGATGGTGGATTACATGTACGAGCGCTTTGGAGTCTTGGAGCAAGGGCTGG 
AAAAATGTACCCAAGCAACGAGGGCATAGATTCAAGAATTCGAAGAGTTCTCAAAAAATATAT 
CTGTCATGCTGGGAAGATGTCAGAGCTACACAAGTGAGTACAAGAGTGCAGTGGGTAAGTT 
GGCACTGAGAGTTGAAGGTGGGCAAGGGGAGATTGACTAGATAGAATACGTTGGAGAGGCT 
GACGAGTGCATCGAATCAGAGGACAAGACACTGGCAGAAATGTTGCTCGAAGAAGCTGAAG 
AAGAGAAAAAGATCCGGACTCTGCTGAATGCAAGCTGTGACAACATGCTGATGGGCATAAA 
GTCTTTGAAAATAGTGAAGAAGATGATGGACACACATGGCTCTTGGATGAAAGATGCTGTCT 
ATAACTCtcaAAGGtgtACTTATTAATTGGATCCAGAAACAACACTGTTTGGGAATTTGCAAACAT 
ACGGGCATTCATGGAGGATAACAGCAAGCGAGCTCCCCGGAAGCAAATCCTAACACTTTCCT 
GGCAGGGAACAGGCCAAGTGATCTACAAAGGTTTTCTATTTTrrCATAACCAAGCAACTTCTA 
ATGAGATAATCAAATATAACCTGCAGAAGAGGACTGTGGAAGATCGAATGCTGCTCGCAGGA 
GGGGTAGGGCGAGCATTGGTTTACCAGCACTCCCCCTCAAGTTACATTGACCTGGCTGTGG 
ATGAGCATGGGCTCTGGGCCATCGACTCTGGGCCAGGCACCCATAGCCATTTGGTTCTCAC, 
AAAGATTGAGCGGGGCACACTGGGAGTGGAGGATTCATGGGATACGGGATGCAGAAGCCAG 
GATGCTGAAGCCTCATTCCTCTTGTGTGGGGTTCTCTATGTGGTCTACAGTACTGGGGGCCA 
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GGGCCCTCATCGCATCACCTGCATCTATGATCCACTGGGCACTATCAGTGAGGAGGACTTG 

CCCAACTTGCTCTTCCCCAAGAGACCAAGAAGTCACTCCATGATCCATTACAACCCCAGAGA 

TAAGCAGCTCTATGCCTGGAATGAAGGAAAGCAGATCATTTACAAACTCCAGACAAAGAGAA 

AGCTGCCTCTGAAGTAATGCATTAGAGGTGTGAGAAAGAGCACTGTGGGTTTGGCAGCTGTT 

CTACAGGACAGTGAGGGTATAGCCCGTTCACAATATAGTATCCCTCTAATCACACACAGGAA 

GAGTGTGTAGAAGTGGAAATACGTATGCCTCCTTTCGCAAATGTCACTGCCTTAGGTATGTT 

CCAAGAGCTTAGATGAGAGCATATCATCAGGAAAGTTTCAACAATGTCCATTACTCCCCCAA 

ACCTCCTGGCTCTCAAGGATGACCACATTCTGATACAGCCTACTTCAAGCCTTTTGTTTTACT 

GCTCCCCAGCATTTACTGTAAGTCTGCCATCTTCCCTGCCACAATTAGAGTTGTATG CCAGC 

CCCTAATATTCAGCACTGGGTTTTCTGTCCCCTGGCCTTTGCTGAAGCTCTTCCCCCI I I I IC 

AAATGTCTATTGATATTCTCCCATTTTCACTGCCCAACTAAAATACTATTAATATTTCTTTCTTT 

TCTTTTC I I M I I M GAGACAAGGTCTCACTATGTTGCCCAGGCTGGTCTCAAACTCCAGAGC 

TCAAGAGATCCTCCTGCCTCAGGCTCCTAAGTACGTGGGATTACAGGGATGTGCCACCACAC 

CTGGCTTAAAATACTATTTCTTATTGAGGTTTAACCTCTATTTCCCCTAGCCCTGTCCTTCCAC 

TAAGCTTGGTAGATGTAATAATAAAGTGAAAATATTAACATTTGAATATCGCTTTCCAGGTGT 

GGAGTGTTTGCACATCATTTAATTGTGGTTTGACCTTTGTGAAACATGCAGAAGTCTTTAGAG 

CTGTCATTCTAGAGTTTAGGTGAGTAACACAATTACAAAGTGAAAGATACAGCTAGAAAATAG 

TACAAATCCCATAGTTTTTCCATTGCCCAAGGAAGCATCAAATAGGTATGTTTGTTCACCTAC 

TCTTATAGTCAATGCGTTCATCGTTtcAGCCTAAAAATAATAGTCTGTCCCTTTAGCCAGTTTT 

CATGTCTGCACAAGACCTTTCAATAGGGGTTTCAAATGATAATTCCTCCAGAAAACCAGTCTA 

AGGGTGAGGACCCCAACTCTAGCCttctCTTGTOTTGagtcctcTgttTCTCTCnTTCTGCTTT/^ 

TCAATAAAAGTGACACTGAGCAAATAACCTCATCAGgttATATttGCCcaCATACc 

>346 

>347 

NNNAGGGACCCAAATTTCATGAAGGCAGATTTCTCCCTCAGAAAGCAGGGCAACATT 
TATAAGGGCCTTTTAAAAAGCCA AGAA A GTGT CACACAGGATCCTTTACCACAATATATTCTT 
TAGGAAAGAAATGG AATAAGACATTTTG I I I IGTCGTGACGGTGTGTGTGTGTTCTGTTATGA 
GATGGAGTCTCACTCTGTTGCCGAGGCTGGAATGGAGTGGTGCGATCTCAGCTCAGTGCAA 
CCTCCGGCTCCCGGTTCAAGCAGTTCTGCTGTCTGAGCCTGCAGAGGAGTAGCTGGGATTA 
CAGGTGGGTGGTACCACGCGGAGCTAA I I I I I I I ATGTTTGTAGTAGAGACGAGTTTCACCA 
TGTTGGTCAGGATGGTCTCAAAGTGGTGAGCTCAGGTGATCTGCCTGCTTGGGCCTCCGAAA 
GTGCTGAGATTAGAGGCATGAGCCACCATACCTGGCTC Mil GCTTCATCCATCCCTTAATTT 
GTrrGCTGGWVGOATTTTAAAGCAAATATCAGAGATACCGTTTGACGCGTCACACTTCAACATG 
CGGCTTGTTGAAATTCGTGCTCCACTGCAGCAACTGCTTTCAATCGGAGTTCCATCCTCCGC 
GGCAGTATGCCCTAACGCAGCGTTATCTTCAGAGCTACCACCAGCTTCCGAAACCTTTCGGA 
GGAGGGGTTCGCCAGCACOTGCAGGGCGAAGCGGCGCGTAAACGAACGTCGAACGCCAGC 
CTTTGCGCCTGGGTGCCGCGGCTCCGTTTGGTTCCGCTTCGCTGGCGCCCGCCGGGCTCT 
TCCCCCGCGGAGGGGTGTGGTTTGTGGAGTCGAATTTCCNNNNNNN 
>348 

ACTTGACTGCTAAGAACTTTCAAATTGTTCTACTTACTCCCTCTTCTTGAGCTTCACAT 
CTGGGAAAACTGATAGGGAAGCCTAGGTAGGCCTACCTTTGGTGCCAGAGGGAAGCTCAAT 
CCATGCAAGCCCCAGATAATATATGAGAACGTCCCCAACCTTACCCTACACCGCTCACCTCC 
CAATCCAAGCCAGTCTCCTTTCCCTGCTTTCTCAAACCATGTTTGGACCTGCTTGGAAGGTC 
CCTCTGCTCTCGGTAGAAAGCTTCATTATGTGAGTGATACAT i; M i l CATATCTTCTTGGTGT 
GTGTGTGTGGTATCATCAGCCTCAACATCTGAAGCAAATGTTGGGTGGGGGTN 
>349 

GTCCGGGCTGGGTCTCCGAACCTGAAACCGGGAGCTTCCTGCTCGTGTTCGCTGTT 
GAGAAGCTACCCGCGGGGTTGTAGACGTCG6ACGTCATGGCAGAGATAATTCAGGAACGGA 
TAGAAGATCGGCTCCCGGAATTGGAACAGCTGGAGGGCATTGGACTGTTCAGTGATGCGGA 
GATTAAGGCTATCATTAAGAAGGCTTCCGATCTAGAGTACAAAATCCAGAGAAGAACCCTTTT 
CAAGGAAGACTTTATCAATTATGTTCAATATGAAATTAATCTTTTGGAGCTGATCCGGAGAAG 
AAGAACACGCATTGGATATTCATTTAAGAAGGATGAGATTGAGAATTCTATTGTACACCGGGT 
ACAAGGTGTTTTCCAGCGTGCGTCAGCAAAATGGAAAGACGATGTTCAACTTTGGCTCTCCT 
ATGTGG G I I I I I GTAAGAAGTGGGCTACTAAAACTCGACTTAGCAAGGTATTCTCTGGGATGT 
TGGCGATTCAtTCCAACAAACCAGCTTTGTGGATTATGGCAGCCAAAfGGGAAAtGGM 
CGATTGTCTTCAGAAAGCGCAAGGCAACTATTTCTTCGCGCACTGCGCTTTCATCCAGAGTG 
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CCCAAAACTTTATAAAGAATACTTTAGGATGGAGCTGATGCATGCTGAAAAACTGAGGAAGG 

AGAAGGAAGAATTTGAAAAAGCCAGTATGGATGTGGAGAATCCTGATTATTCTGAAGAAATC 

CTTAAGGGCGAGTTGGCATGGATCATCTACAAAAATTCTGTAAGCATAATTAAAGGTGCAGA 

ATTTCACGTGTCACTGCTTTCGATTGCAGAGCTATrrGACTTTGCCAAAGATCTACAAAAAGA 

GATTTATGATGACCTTCAGGCTCTACACACAGATGATCCTCTCACTTGGGATTATGTGGCAA 

GGCGAGAATTAGAGATrGAGTCACAGACAGAAGAGCAGCGTAGAACGAAACAAGCCAAAGC 

AGTGGAGGTCGGCCGGAAGGAGGAGAGGTGCTGTGCTGTGTATGAAGAGGCAGTGAAGAC 

TCTGCCAACAGAGGCCATGTGGAAGTGTTACATCACGTTTTGCTTGGAAAGATTTACTAAGA 

AGTCAAATAGTGGGTTCCTTAGAGGGAAGAGGTTGGAAAGAACGATGACTGTATTCAGGAAG 

GCACATGAAGTGAAGCTTGTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGTTGCTGTG 

TTATAACTTCGTGAGGGAAGCTCTGGAAGTGGCAGTAGCTGGAACTGAATTGTTTAGAGACT 

CTGGGACAATGTGGCAGCTGAAGCTGCAGGTGCTGATCGAGTCAAAGAGCCCTGACATAGC 

CATGCTTTTTGAAGAAGCCTTTGTGCACCTGAAACCCCAGGTTTGTCTGCCATTGTGGATTTC 

CTGGGCAGAGTGGAGTGAAGGTGCCAAAAGCCAAGAAGACACTGAGGCAGTCTTTAAGAAA 

GCTCTCTTAGCTGTCATAGGTGCCGACTCAGTAACGCTGAAGAATAAGTACCTGGATTGGGC 

TT ATCG AAGTGGT GGCTA CAAAAAGGCCAGAGCTGTGTTTAAAAGTTTACAGGAGAGCCGAC 

CATTTTCAGTTGACTTTTTCAGGAAAATGATTCAGTTTGAAAAGGAGCAAGAATCCTGCAAT^ 

TGGCGAACATAAGAGAATATTATGAGAGAGCTTTGAGAGAGTTTGGATCCGCAGATTCTGAT 

CTTTGGATGGATTATATGAAAGAAGAATTGAACCACCCCCTTGGTAGACCTGAGAACTGTGG 

ACAGATCTACTGGCGAGCGATGAAAATGTTGCAGGGAGAGTCAGCAGAGGCATTTGTAGCT 

AAACATGCTATGCATCAGACTGGCCATTTATGAAGATGAAGAATACAGTCAGCTTTGTGAAAT 

AGTATTGCAAGCAAGCCCGGTGGGCAAATTTGTATTGAGTCCATGTGTAATTTGCTCAGTGA 

TGGCA GACAAGATGGG TGTCT GGTITTGAGACACACTTTAATTTTATGTTAAGTTGTTAAATG 

I I I I lAAAAATTAAAAAATTTTTATGATTGACTAAAAAAAAAAACCTACAAACCTTCCNNNNNN 
NNNNN 

>350 

NACAGCTGGGGAGTGTACCCGTTTCTGCGAGAGAAGCTAAAGAATGCCCTTGCGTG 

AGGAAATTAAATTTATGTTCAAGCTAAATGTCGTTTATGGCACTGGGAACACAAGCATTGTCG 

TAACAAGTTCTGGTGGAAATCCGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCC 

TTTCTCATGAGGGAGGACACTCCTCTGCCTCATTGCAGTGGGCTCAGGGATATGGAATTAAG 

ATCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCAACGCAGGAAAAAAAAACAAAAACT 

GGCTGGCGATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTGTGCCCAA 

ATCGACGAAAAAAAAACACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCAGCC 

CTAGAATTTCCAGTAGACCAGCAGACAGCCGGGAAACCAGATCCTCATCAAAAGACAGAAA 

GAAAAAAATTCGAAGCCAGCCTGAGAAGGGCCCTATTTCAATGCTGTTAACCACTGAGACTG 

CATCCTCAACAGTGAGACAGGATGGACCAACATACTCAAGCTCAAGGAAACATGTAACACCG 

GTCGGAAACTCATGGGATCACCGGTACCTAGGATTAGGCCATATAAAGTTTACGGTTACAGA 

ACCGCCTACTCTCATATTACGTGTCACAATGGACACTTATCCCTACCTATCCGGACAAGGCC 

CTGGGCATAGGGACCTAGCTGACAACACGCAGTACCAAGGGCCTTAAAAGCAGCCCAGACC 

GGCGTCTCGGCACAGGTGCCAGATCACGAGAOGCTATGGCTAAACGACAGTATAGACGGGC 

GCGCAAATGAGAGGACACCGGCGGCCTTGGTTGTCACGGCACAAGAGCATCGCCATCAGA 

GGTAGGGCATAGAACATGACTACTACGCGGAGGGCAGCACAACGCAACACAATATATACAG 

AAAGAATGAAACGTACAGAAACTTCAGCAAGTGATCTGCTTTCTTGTGTTGTCTTCTCGTGAC 
CNNN 

>351 

NNNNNNNNN NNGCGC CGGTGGTGGTGGTTATTATTGCCCGTTGTTTCTGGATGTGA 
ATGGATTACAATGTA I M I N I AGGGAAATCCTATTA7TATCAATGTGACTCGACGGGGGAGT 
CCATGGTGATGATGATGAGGAGGAGGATGATGATGATGAGACACCTCTAAACTTGGAACAA 
GTTTAAGACTTTATG AGAGAAGAAA AAAAATCACCAACAAGAATTGTTTGAGGAAAAATGATA 
ACT ATCGTGTG TTCA I M M I I I I I I ATAAACAATAAGAAAAAGTTGTTGG A I I I I I I I I lA ATG 
Al I I CI I I I I IGGGGGAGGGAATTTTGTTGCAGTTTTATGGTGGAAAATGCAAAAACCAGAGC 
GAGGTG CATAATGTTGTAATCTGTGGATATCCCTGGAGCAGGACTGAGTACCAGTTAAAATA 
CTTTTTGGGGATACACATGTGAGATACTAAGTACTTGCAGAAGATTT^ 
GTGTCTTTCCTTGGAATATTGTG^GAATATTTGTGGCCATTTAAGGTTTGTGTGAT^ 
AATGCATGACCAAGA GCGA AtGGCTGCCTTAGGGACGGACAAAGAGCTGAGTGATTTACTG 
GATTTCAGTGCGATGTTTTCACCTCGTGTGAGCAGTGGGAAAAATGGACCAACTTCTTTGGC 
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AAGTGGACATTTTACTGGGCTCAAATGTAGAAGACAGAAGTAGCTCAGGGTCCTGGGGGAA 

TGGAGGACATCCCAGGGCGTCCCAGGAACTATGGAGATGGGACTCGCATGACCACATGACG 

AGCAGGGACGTGGGTCAGATGACCATCTCTCTGGACCTTTGGTCAATTCCAGATTCAAGTTA 

TACGGAAGGGGGCCATTACCTCCTATGGAGANN 

>352 

>353 

CGCGGTGGCGGCCGAGGTACACCCAGCTTTGTCTCCTGGCCCCAAATCTCCTTTTC 
CTTAGTTTGGGCATTAACTGCTGTTGAGGTCTCACAGCCTGATGGTCATTATCCCTGAATGG 
CATAAATCAACAGGCTGTATGAGCATTGTGTGAGATTCTACATGAGGGAGAGCATTTCAAAC 
CCATGACAGATGAGAGAAGTTAGTACACTCTCACTGAACTGGGGATGTTTGACTTAAAATGA 
TGGACAATAAGATAGTGAGCAGTAAGTGTGCTCTAGGCTAGGCTACGAGAGGCCATGAGCT 
CCTCATCTCTTCTCTGTTCTGAGCTCTCTGATCCACCGCACTTGGGGCAGGGGGTGCATTCT 
CTGTGCCTCTCCTGAGTCTACTTTCTGCATCATTGGTTCTCCCAGCTCACTTCCATAATGTCC 
TCCTAGGCTGCATTGGAATTGTGTGTTGTCTAGACCCATGGCCAACACTGTCATTGCCTGTG 
ANNNNN 

>354 

ACI I M I I I I I I M 1 1 I M I I I I I GGGTTTAGAAGGTTAAAATGGCAATATAAAGCTAAA 
ACAGTAATCATCAGAGACAGCTCTAATAAGGCTTTGCTACTGTTTTTACTATATAAATGTTTAC 
GTGTTAATGGAAAGAAAATTAATTCATTCTGTTACTCCA I I I I I I I CTCTCCATATTGTATGCC 
TGAAGTGAGCTGATGAGGGGCAGAAAGATCATACAGTTAGGAATGAAGACATCAGAATGTTC 
CACTAAACAGATATTTAACTAGATACTATTATACTACTAAGAATAGCAAGAATGTCTCTCAATT 
CTGGGAATTTCTCCTAGCTCACACAAATGAAACGCACATCTCCATGAATGCTTTCTAATAAAT 
GCTTCCAGGATAGTATCATAAACAAAGTCAAAATTAAGAAAAATCACCTCCATGGCATCCTGG 
TCATTCTCCATCAGCTCACCTTTCTTCTTATCAGAATCCACAACTGCNNN 
>355 
>356 

NNGTCGCCATTGTGACCCGAGAATTTAATATACTTGTGCCCCGCGCGTGTTTTGTTA 
ACCGTCCGCCCGAGTGTCCCCTCAATTTCTACCCCTCGCCCCTTAACCCAAAGGTAAATGCA 

ccatctggtattctgccctagagcaccagatgaccatctgaagctggacaagtgtctctaac 

aataaaacattagtgtttacaaaagaaaaagcagaaacataattatggaataaataaaaaacaa 

gggagaaacagccaactgactctacccacttggtgagaagtgatatacttcaact ai i n i i i 

aatggttctgaaagtttcttggcccacagaggactagggtgcaatcattccctgtgttagtg 

agttgggtttaatgcagcttcaaaattagggtaaagggacrrggtgaaatgtttacattaaat 

atttcactcctacccattcttcaggaaaaaaggtgagctcagcaaggctggatgccattaag 

agatatttactgttrtctttttctatagctaaaaaagcaaactttacacgaagaag 

taaggaaatttgaatagattcatatttataaaattttaaacatttggcacagcaaaatt^ 

aaaatgggggagaaaaaataggtctggttgttgtccccctttttccacctgctgctggacag 

tgatgagatgctcacagaagaaaaaggcctggctttgtaccaggctggcgacaggtgctac 

caggagtgggctgaggggagaaaaactatctcccactcttttggcccaggcaatgtcaacg 

acttccacattccctggcccacttcctgagcaaccccaggttcggctctgtataaggaccct 

cccctcccaagcccaaccccagagtgcagtgcaaatcaaccaacaatttactggtggaatg 

gcaatcaaaggaaacagttaaacaccaaacaatttgttaaagccaaaaaatatttttcatgga 

gttgaacatttttcgagtgtg i 1 1 i i i i caagtgtaaaagcagtgacattttgttcaaacagaa 

gcagcatgtaggaattgtggcacttgggttctagggggttacaggtatgcatcatggattgt 

tctccctcgtatttaaaaaggcctcgtgtttctattcctgagttcataccaacacgtgctagc 

tgtcccctctagcggacagtgggtggggaggcagcctccctggttagattgggcaatgcca 

agcagacatccctcattcacctgctgggcttgctttotgattcagaggtaagtcgaagtgca 

gagaaagaaacttagaaaagcacaaccaccaaaggcagcctgaacggggagccctgtgcag 

actgagttgctggagactaccctctcagtcccattcctggggaaaggtaggtcactcatgg 

aatttgaatcaaacatgggggaggacacctgccaagcaatagtatgatggactcaagtcatc 

ccaggccatctactgtctccctcacctgccctaaccttttctgagtccctccctctcttgtg 

caagcactgtagtttaaaaaggaaaaaacaccccccaccattaaaagacaaccttgaaatgtt 

agtcagtatataaagtttgcttaggctaaggtggagtcagaaatgtctgtaattgtagacacc 

atctctgtgccacccttcctctcatcggatatggagtgatttcttctctggctgctgcgacg 

cagatctgagccacagtcaggtaccaatgtacacgacataggcacatgtgcaaacacaaaga 

aggtgggctgctgcttctttctctctgcccctagtccagggtcctttgcttcacgtaagatt 
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AACACTTTCCCATTCCTCTGAAGTTGCTGGAAGGACATTTCCCAGGAAGAAACAATTCCTCA 

GTGCCTATAAACTGTAGTGTCATGTGGGATAGTGAATTGAACATGAGAATCAGAACAATGTG 

GGGAAATGG6TATGGCAAGAATGGGAACACCACAACAGGACAGATGCGAACTCTCATTCAT 

GCCAGGCCTTTTGGCATCTGGGTGCCTTCTGTGTCTTCTTTCCACCTCTTCCTTCAGTCTCAA 

CATCCACTTGTACCCCCAGCTACCTCCCATGTTTCCAGGTATCATTGGCTCTTAACTCCCACA 

AGCCTGCCTTTTGGCTACCCATCCCAACAATATCAAGAGGGAATGACTAAGTATCAGCTAGA 

AACTTAGCCATGTCTCAACATTCCTGGATTATCTGAAAAGCTGTCGATGCCCrnTACAGGTT 

TATGGTGACAGACCCGTATCATCTTAAAGTATGTTCATAGTTAAGGCTTGACTTAAGAAAATA 

AGAGAACCAGACATAATGGAAAGACCTCTTCAATAATGTTGTCATGCCTCTCAGTGAACGTG 

GTCACAGTCACACTTGGTTTGGCTCCCCAAACCCACAATAGAAAAGGAAAAATGAGTATTTT 

G ! I I I I CATCTGTTTTGTATrrAAAGGCATTGGGTTACTTCCTCCTGCCCTCTTTTGTTCCCTG 

AACAAGAGTTTACAACTCCTCATGGCTTCTTAATAGGTGAAGTAGGTGAAAAGTCTGAGAAG 

CTCACAGCAGGGTTTGCCGTCCCAACTATGCAGCTGAGAGGTCGGCAGCTCCTGTGCGTTC 

CCAGCCCCACTATAATTGGCAGTATGTTTGTTCATGTTTCCTGAAAACATTTTCTTTAAAAAG 

GAAAAGAAAAAAATGCCAAAGAAGACCAACCAAAAAAAAAAAAAAAAAAAAAAGAAGGAAGAA 

GACAAAGAGCAACATCCAAACATTCCCCAAGCCCCACCCCAGTAAGTCTGAGATTATCTTAT 

TOCTTCCCTGAAATAATTATAAAGAAGCATTTCAGGCAAAATACTTAGTATTAATGGTCTCTTA 

CTGCTCAACCTCCCAACCATGCCCTTTTCCCTTTTATGTGTATCTCTTGGAGTAAAATAAATT 

CATTAATGGCTTTCCACATACAAATACAATAGAAAAGAAAGAAGTGTGGAACCTGACTATCAT 

GGGACCAAAAAGTATCTTGGCCCTTTGGGAGTTTCCTTGTCAGAAAGTATAAGCCTCAACAG 

GAAATAGAGGCTCCTTCTCCTTTGAGTTCAATACCCTCCCTGTGTCCTACTCACCAGGAAAAT 

AAGTGTGTTCATATCCCACCTAATTTACAACAGAAGATAACCCCATCCCATCCCCAAAACATA 

AAAATACAAGTCTATGCCCATAGAACN 

>357 

ACGATCTCAGCTCACTGCAACCTCTGTCTCCCGGTCAAGTGATTCTCCTGCGTTAGC 
CTGCCAAGTAGCTAGGATTACAGGCACCTGCCATCACGCCTGGCTAA I It 1 I GTATTTTTGTA 
GAGACGGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGGTGATCTGC 
CCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCGCCACGCCCAGCCGAGACT 
TTTAATTAATGGAGAATTGAGGCTACTAAACACATACTTGAAGGTATGAAAGGAAATTTGAAC 
CACTGTTAAGAATTATTCTGGAGAATAAAAGGATGTGAAGGTGGCATCAAGAGAATCACCCA 
TCTCCATATATGGGAGCTACTCTAGAAAGAAATGCAAAAGGTATATTTGAGTAATCTTTTGCC 
AAGTTGrCTGTTCCCGTGACAATACTGAGATCAACAGAAGCATTGGAAGGI I I CI 1 1 lAGATA 
ATAGTGAGAGATACAGGCAGATTGCTAGCGAAATACAGCTGTGGGTTAGTGTGATAACACAG 
GTTCCTTCGAATGTATTTATTTTCCCAAATTAAAAATAAGCAGGGATGGAAGTAGTTATTATGC 
ATTTTTCAAATTCTCCTTTCAACAGTCTATATAAATGTTGCAGAATGCTAGACTAGGATGAAAA 
GTAGGAGTCATGAGAACTGCAGAAGCCTGAGATGCTAAAGGAAGTGTACCATCTGAGTTGG 
CAATGTAAGACACACACGTTAGTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGGTT 
CCAGCACCAAATCCAGAGTCACTCGGGGAAGGAGGTATGGTGGCAACACTTTATGCTTAATA 
TTCAATTCTGCTCCAGTAGAACATGGTACCTCGGCCGCCACCAGTTCAAAAATTATCTTTGAT 
TCATTTTGTTCCCCATTCCTCTAATATGTCACCAATTCTGCTGATACATTGTTTGTAATCTCT 
CATGTATTTTAATCTGTTATTCACCTGAGCTACAGAAACATTCATCTGCACAAGGA GTAT TGGA 
CGTGCTGAAAAGACAGAGGATTAAGCCCTCCTTGTGGAGGCATTCACAGTCTGGTTTTAATA 
CACAAACCAACAATTATAATACACAGGGATAAAAAAAGTAGAGGCACTTATTGCATACCTG 
>358 

NNAGAAATTGTTTTCAAGATTGGTGCTTTTGCAGGATTGATTAGACGAGGCAACCA^ 
GTGCATTTATTTTGATGCATGCCTGGCCCGTAATCTGGTGAAGAAAGAAGAATAGAAGAAAAT 
CAACCTGAGTAAAAGCAGCACTGGTTTTGAGTTTTCrAAGCTCAGGGTCTTCATTAGAGACC 
TCTGGAAATACATTAAGGATGGTGGGGGTAGATAATCCATTCAGCGAGACAAACGGGGGGA 
GCTCTTAAAATAAGAAAGCTGAGACTGAGGAGGTGAAACTGAAAATAAAAACAGAAAGTTCA 
TCCTCTAATCCCCAGTGCTGTATTTCTTCAAGGTGCATCAGGCCTAGGACAGTGGTTAAGTG 
TTGGGAGCTGGAGATCATTTrATCACTGAGTTGAGA I I ICII 1 1 I CCTGCAGAGTGTGGGAG 
ATTATAT7TAGGGTCATCAGTCACTGTCGCAACTGATGACTAAGGCAAGTTTGCTTCCTTCTA 
CTTCTTACAAAGCAAGAGGTTTAGGGGAGCTTCTTGCCCAGAAACAAAGTTTATGCTCTATGT 
GATCAGGTACATCTCGTTAGGTTCCATAG7TATCAGGGGGTTTTGACATGGAAGAATGTGATA 
ATTGGGGAGCAACCTTCTGAGAATrCAGCGTTTGAAGTAATTCAAAGACAGTTtCT^ 
CACGTTAACTCCAGACAGAGCAGTGGTGGGTGGCTCCATTGAGGTTTCCGTTTTCTGTTCTG 
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TCCATCAAGGGCCCAACATCCAACTGGTCCCACAGTGAGCAGGGGCAACTCTTGCTTCTTC 

AGGATCTGGCCAGTTCGTTTGCATGGTAACTGCCACGTGTACTTTTCTAGCAGTCTGTGGCC 

ACTCCATACTCAGGTGAAAACACTGTTTCAGCCCCCTGTCTGGTGACGTCAGGCTTCTCCAG 

GTGTATCTGTTGATGATCTTGGAGACCAGCAGCCACAGCTGCTGCTACTCGTGCAGGAGAGT 

GTCAGGCTGTGGTGGGGGGCAGGGGTGTTGGAGGAGAAGTTGAAAATCCGTGTGTTCTCT 

GCCCCTCTGCTCCTCCATCTTAGCTTCTGGAGGAGTTAAGGCACCAAGGGCACCAAGTCAG 

GTTGGCAGTTTTGCTGCCCTTGCCCAAGCCTCCAGCAAAACTAGCTGGTCCCCTGCTTTGCT 

GGGTGCCAGCCAGGTGTGATTTGGTTGTTGATTAGTAACCACACATTG 1 I M I CCCCACGTTT 

TTCATTAGTGGAGGTTTGTATGTGTGTTTGTTGTTTGAGACAGAGTCTGACGCTCTTTTCAGA 

CTGGAGTGCAGTGGTGCGATGTCAGCTCAGTGCAACCTCCACTTCCCGGGTTCAGACGATT 

CTCATGCGTCAGCCTCCTGAGTAGCTGGGATTACAGATGTGCACCACCACACCTGGTAATTT 

TGTAI I I I lAGTAGAGATGGGGTTTCACCATATTGGCAGGCTGGTGTGAAATGCTGGAGTGA 

GGCGATTGGCCAGTTGGGTCCCAAAGTGCTGGGATTAAAGGTGTGAACGAACGTGGGCTGC 

GCCCATTAGTGGAGTCTGATGGGCCGGGGTCAATATTATTCATGGAAGAGAGACATCTTGGT 

TACCTTTTTCAACAACTCCTTCATGAAGAAGGGAGGGGGGCGACTCTACATCGAGGAGAATG 

GTCCATGGAGAAAATGGGGGGAGTACACATTTGGGCGGTTTTCAGCCCC Mill GTTAAACC 

CTTTCACTGGGTATACCGCGGGAGAGTATACCCCCCCGGGGCAGCGTTAAAAGAACCGCCC 

CTTGTTGGCGACAAGANNN 

>359 

NAGTGTCTTTCTTCAGGGGCCAAGGTTGGACCCAGAAGTGGATGGGGTGCTTGGTG 
TCGTTCAGTGATGTAGTAAGGATACACGGTTCCAGACACGGCACAAGAAATGCCTTCCTTGG 
CAGTTCAGCACCTTTCCTACAAATCTTTATTCTCTACCATTGCGGGAGTAATAAATCCAGTTG 
GAGCAGCAGTGATGAGAAGAGGGGATCGACACGTTCCGATCACAAGACCAGTACCTGCCCG 
GGCGGGGGCGAN 
>360 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnngnnngnnnnnnnnnnnntnnnagnnnnnnggnnnnngnnnnntttgcgnnttan 

cggtnaacccnnttgganncggantncccgcccancnnaanctntnaaccntnnngtgagg 

gcgggttgattttctcactttggactgg 1 1 1 1 i acttcccgacttctggactcatgtttcaag 

aggactttagactaattgcagataattaagagaatatgccttctgcatcctgtgatacactac 

tggatgacatcgaagatatcgtgtctcaggaagattcaaaaccacaagataggcattttgta 

agaaaggatgttgtcccgaaggtacgaaggcgaaatacccaaaaatatttgcaagaggaaga 

aaacagtccaccaagtgacagcactattccaggcatacagaaaatttggatacgaacatggg 

gttgttctcataataattcagatggagaatatatggctggacagctagctgcttatggctata 

aaattacagaaaatgcatccgatgcagatttatggctcctgaacagttgcactgtaaaaaacc 

cagctgaagaccactttagaaactcaattaaaaaagctcaagaggagaacaagaaaatcgta 

ctggctggatgcgtrcctcaagcccagcctcgccaggactaccttaagggactgagtatca 

ttggggttcagcagatagatcgtgtggtagaagttgtggaggagacaattaaaggtcactct 

gtgagactgctgggtcagaaaaaggataatggaaggcggcttgggggagcacgattggatt 

tgccgaagattaggaagaatccactgatagaaatcatttccatcaqtacggggtqtctcaat 

gcttgtacctactgcaaaactaaacac6cgagaggaaatttggccagttatccaattgatga 

agtagtagatagagcgaaacaatctttrcaagagggtgtttgtgagatatggttgaccagtg 

aagagacggggggttatggcagagatattggcaccaatctcgggacactcctgtggaaact 

ggttgaagtgattcctgagggagcaatgctgaggcttggcatgacaaatcggccctatattt 

tagagcatctggaggaaatggcaaaaatccttaatcaccccagagtctacgcttttctgcac 

ataccagtccagtctgcctccgacagcgtactcatggaaatgaaaagagaatactgtgtggc 

tgacntcaaaa gagta gtggattttctgaaagagaaagttcctggaataactattggtacaga 

tattatctgtggttttcctggagaaacagatcaggattttcaagaaacagtgaaacttgttga 

agagtacaaattcccaagcctgtttattaaccaattttagccaagaccaggaactcctgct 

aaaaatggaacaagttccagcacaagtgaaaaagcaaaggacaaAagatctttctcgggtgt 

ttcattcttacagtccatatgatcacaagattggtgaaagacaacaagtgttagtaacagaag 
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AATCTTTTGATTCCAAGTTTTATGTTGCACACAATCAATTCTATGAGCAGGTTTTAGTGCCAAA 

GAACCCTGCGTTCATGGGGAAGATGGTTGAAGTGGACATGTATGAATCAGGCAAACATTTTA 

TGAAAGGGCAGCCAGTATCTGATGGCAAAGTGTACACGCCCTCCATCAGCAAAGCGCTAGC 

AAAGGGAGAAGTGTCGGGTTTGACAAAGGAGTTGAGAAATGGGCTTGGGAACCAGGTGAGT 

TCAGGATCCCACAGCTCTGCTGCATCTCAGTGTGACTCAGCGAGTTCCAGAATGGTGCTGC 

CCATGCCAAGGCTACATCAAGACTGTGCGCTGAGGATGTCCGTGGGCTTGGCTCTGCTGGG 

TCTTCTTTTTGC II I I I I I GTCAAGGTCTATAATTAGAATACAAGTAATGGAAACATCTATAAA 

GAAGAATACATTTCTAATTAAAATCTTCAATGAACAGGAAAGGGACATGTCCATTGTCGAAGG 

GCAATAATTTGTAGTGGTCATGCTGCCTCCTTGTCAGCCACTCTTCTTAATGAGGGTGCCCCT 

GTCTCACATTGAGTTGGGCCCATTGGTTATTTGACCTAAAACCTAATCACGGGTACCATAGC 

ACATCCTTCAAATTAAACTGCTTTTGGTTTACTTTTAGCAAGAAATGCAAGCGGTTGCAI III! 

TTCTGTTrGTTTCAATCTCTAATCTTTAAGTCAGAACCTAATTGTACAGTGGCTGTGGCCATCT 

TTTCCTCATGTGGAAGAATTTTCTATGTnrAATAAACI I I I ICTTTGI I I II I I I I ICCAGATGG 

AGTTTCGCTCTTGTCCCCCAGGCTGGAGTGGTGCAGTGGCACGATCTCAGGTCAGTGCAAC 

CTOTGCGTCGTGGGTTGAAACGATTCTCCTACCTCAGCCTCCCTAATAGCCAGGGGCTACAG 

GCATATACGAGCATGCGCAACTAA M I I II AA I M II I GTAGAGATGAGTGTGACTATGTTGCC 

CAGGCTTGGCTGGAACTCCTAGCGTGAAGCAGTCTTCTTGCCTCAGCCTCCCAAAGTGCTG 

GGATTACAGGCGTGAGCCACTCCACCCAGCCCAGATTAAATGI I I I I ATTTCTACCTGCCAT 

CATTGGTCTTTACTAAGTGAAGTGACTTCTTTCTTTAACAATAAATGGAATTGGTATACTAANN 

NNNNNNNNNNNNNNNN 

>361 

>362 

ATATCCTTTATAGCTGTTTA II 11 I AAATCGAGG ATCCAATCAAGAATTATACGTTATA 
TGTAGTTGTCATTCTCTTTTGTTTCGTTTAATTGATTAGAGTTGCCCTTTTGTGTGTGT^ 
TGGTGGGTGGTGGGGTGGTGTTTGTGTATGATGTGCAGTGTGTGTGTGTGGTGTGTGTTTC 
ATGACACTGACATTATTAAAGAGTTCAGGCAAGTTTGTGGAATGTCCCACAATGTAGACTTTT 
TTACTGATTGTTTGCTCATTACGAGATACAGGTTACA 1 I M I I I I CCCAAGACTGCTACATGTG 
TGATGTTGTTTCGTTACTACTGGCTCAGGTGAGGAAGCAGATAATGTCTACTTGTCTCTTTTCT 
GATATTAGGACTGATCAGGTGTTGTCTGCCTGATCCAATCATTATCAAGTTCCATAATTCATT 
ATTAAGGTCTGAAATTCAGGACACATACATTTATAGAGTGTGAGGCTGTGCATACGTACATTC 
ATCCCTTAATGTTCTCAAGGAGGCGCAGGATCCCCAAAATATTATAAGCATTGGAGTCAGAT 
GATATAGCACTAGCAAAGOATTCATCCCTTTCCATATAACAGGAGGGAGGGGAAGAAGGAA 
GTTTCGATGTGCAGGGAATAGGTGAGAGCATGGGCAAGTGAGGATTTGTATGGTCCCTGTA 
GGCAGAGGTGAAATATTCAACGCTTTT A I 1 1 I I I C TCCCGTCTTCAATGACCTCGGATTTGGA 
CCCATAGTTrATTTATAGAGAGCAGAGACTCCCTAATTGTGAGATG G 11 I I I i I G GGAAAACT 
CTTAGATAGTACAGTGAGTTGTGACCCTCCAAAGGATCACAAGTACATAAACAGATACAAAG 
TATTTATGTGGTATTAAAATTTCATGGTGATGGTGCAAGGGAGAGATGATTAGGAAGAAAATG 
TCTTAAACGGCTGTAATTGAGAAATACTGATCTAGAGTCATTTCCTGCTTCTTAAATTGTTCGT 
TTTCTCTTCCCTGGGTATTTTCTCATTTCCAAAGACCCAGAGTCTCAGAGCCAGTTTAAGTGG 
AAGAAACTTTGAGAGGTTTCTTAATCAATTCCTTCTATCTCTCAAACCATGCCAGTAACTTCCT 
TGGTGAAAAAATCTATACTCCTCTCACAGTTCTTCGGGCATGGAAATTCTATAGCATTCTTTG 
GTATAACCAACCCACTGAACCCTCGACAACATCTTGAATTGCATTCAACTCGAGCTGAAGTAT 
TCTTTTTGAGTTTCAGTATATCITTTCTAGTGTCCCACTTTTAGAAAGGTCCAAAGATGA 
TAATAAGTGAAAATACAATTAATCAGAGCTTrATTTGCATATCCATTAAATATCTGAAGGCTAT 
TACCAGTTGTGCTTCAGCCTCCTTTCCCTTGCAATTCTCGCAGGGTGGCATCCTCTACGGAG 
TCTTGTTGCTCCATTGTTGACCACTGATGTAACTCAACGTGAAACCTTCCGAAAGCTCTCCAC 
ATCACTCTCTGTTATGGCTGTGACCAGCAGTGAACATGAAAAGAACTTATTTCATGCCTTCTC 
CAAAGTATATTGTTTarTTGCTAAGTCCAGACGTG C I I I I I CTACATTTATAGGTTTTCTATTTT 
AATCGCCATGCAAAATTCTTTATCATACTCAATCATTTTQGTTTATCTTCCTGACTTCT^ 
TTAACATCCCTGTTAAAGATTACACTGTTGTTGTTTCAAAAAAAAAAAAAAAAAAACCTTAATT 
GGCAAAACATTAAGGGACTTGAATAGAATTACACTTATCTTTTTGTGCTGATTTATGTCAATCC 
ATCATTCTGGTTATTGATGGAAGCAAATTGCTTCCTATGTTCTCTAAACCTTATGTCCCTTGCA 
TACTCCATGAGTACCACACTGGGAGAAAACAAAAGCAAAAAGATTGTGGGAAAAGTATAGCC 
ATTATCTTTGAGGAAATGTGTACCAAGGCACAATCATTAAAAGGAGTTGGAGGCATCATTTG . 
GTTGACACTGTTGTCATTCTtGTTCTGATCATTTTGGACCTTGAAGAAAT^ 
CTAGAATTAGACAAACAAAGTGTGTTTGGAAATAATGATTGTTTTCCTGCCTTAAAAAATATAT 
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TAACAGAAAGCTTTTATAACAGGCTGTTTCCCTCTGGACAGGTATTAATTCTGAGTAAGAATT 

TTCAGT GACT AGATAAGGATTTGTGTAACTTATGAAGGAAGAGTCCATTTGTAATCAAATAATT 

CACCTGTTTTACTAGCTTATAG TGATC TGATTTCAGAATTTTCCTGTATCI M il l ACATACATC 

AGAAAAAGAAATGTTTACTATATTTTTGGTTCCATTTATGATTGTATTAAGCATT^ 

GGAAAACTAACAATTAAATCAATTAGAAAAGCAAGATAAAATTAAATGATATTTAGGAAATCAG 

TTATATGTGAGCTTGGGTATTCAAATGTCACAAATAAAAAGCATATAACCAAAAAATAGTGATA 

GNN 

>363 

TTGGAGGTCCACGCGGTGGCGGCCGAACGTTGGGTTATCATAATATTGCTGACAGG 
AATAAACTGCCACATCTTCAGCGTGCAGGCTGCTGGTGGTGAGAGTGAAATCTGTCCCAGA 
CCCGCTGCCACTGAATCGGTCAGGGACCCCGGATTCCCGGGTAGACGCCCAGTAAATGAG 
CAGTTTAGGAGGCTGGCGCGGTTTGTGCTGGTACGGGGGAGAATGGCTCGCAAGCTGACT 
GTGAGCTCGGAAATCCTTTTAAAAGAAATTCAAATGTCAC Mill ATTTGGTTTTAAGTACCTC 
GGCCGCCACCGCGGTGAGCNNN 
>364 
>365 

NNGAGAGGGACGCGACATGTGGAGGGTCGAGAGGTTCAAGATGTTGGATGTGGCG 
CCCCCCCCGCATTGCTGTTGAAGCATTGCCGGCGGGGGCACGGATTCGCGGTGTGGAAGG 
CTGACCAGGCATACTGAAGCCGGGAGTTGAGACCGCCTGGCCAAGATGCGAAACCCATTTG 
GTCTGTAAGATATACAAAAATTAGCCAGGCATGGTGGCGCAAGACAGTAGTCCCA6TACTCG 
GGAGGCTGAGACAGGACAATTGCTTGAACCTAGGAGGTAGAGGTTGCAGTAAGCCAAGATC 
GTGGTACTGCACTCCAGCCTGGGTGACAGAGTAAGACTCCATCTCAAAAAAAAAAGAAAAAA 
ATTGACTTTGGAACCTCAGATTACATATCAGTTTGCATACATGCTAAACAGAGAAATGTCGTC 
AAAATTCAGTTACTAAAAATTACTGATATCTCCATGATTAGAACCACACTGTGGTTGTGTGTG 
TAGTCAAAGGAGGAGAATTTTTAATGCTATATAAGCATAACTGATAACTGCTATTACAAATAAA 
TATTCCACAAATTTGGAAAGTTATTAG AGG AAG AA I I I I 11 I ICCTTGTAATTTCCAGGTGTTT 
ATATTAGTTGGGCCATAGTGAAAATTACATGGAGGAAAGAAAATAGGAAAATAAGTCACAGA 
AAAAGAAAATCAAAACAAATAGAAACTCTGGGGAACAAGTGAGTTAATTACCGCTCATGTCTC 
CCATCCGGTTCTCTAGCTCCTTGAGGGTTACTGTCTAATGCTCCACAAAAGTGCCTTACCCA 
GTGCTTGGTACAGAGAAGGCACTGAATAAATTCACAAAGGCCGATTGGTTCACCCATTCTTT 
TAGAGACAACAGACACGCAATTCTGACGAGGACTCCTGTTAGTAAAAGACACAGCCTCTGAT 
ACAAGAGAGATATCCCTTTGACTAAAGCATTACCAGGGTCCCGAGGGCCGCGTGCGAGTGG 
6GCGGTAACACTACGGGTGTCCCGAGCATATATTGGATGTCAAAGTATCTACACAAATACAG 
AGGAAA TTAAG CAAGTAAATACGGTATGTAATTGtTATCATTTGTAI 1 1 CI I lAAGGCATATTT 
ATA AATAT TTTAAAGTAAACAATATGAGTGAGTGCCTTTCATTAGCTATGATGTTTCATACTGA 
TATATTTTGACTGATCTGAATAAGCAGGTTACTGTGGAAGCATATAACATAAAACAGCTAATA 
TGATTCCAGTGGGTACAACCAAGTGTCAGTACTTGATACATAACTCTATCCCATGATTCGCAA 
TT ACAG GCTGCTGTGTGGAGTATTAAACATGCATCTTAG I M M ATTTGTAGACAATGGTGCA 
AA TTTTCA CTTACATATAACTTTCCAACTGTGTAAGTGTTTTGAAGCAATTATGTT^ 
GAI I H I IGGTGTGTG AI I I IC I ICTATAAAATCT GI I ICI U I CTTTG II I If I G III III I GTT 
TTTAGATGGGATAGAATAAATCGGACGCNNN 
>366 

NGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGCATCCTTCAACCCAATCAAGCTG 
ACACTCAGTATTAACCATCACAAGGCGTGAGGACAGATAGCTGCATCCGCAAAATAGAGAAC 
CAAGAAATAGTCCCACACCAAAGTCAGGATCAAATGATTCCTGGACAAGCCACCAAGTCAAT 
TCAACTGAGAGAAAGAAGCCTTTGCACCAGTTGGTGCTGGAAGTTCTGGATATGCACCTGGA 
TAAGTGAACCCCCCTCCGTCACCACACACAAACGTTAATTTGAGATGGATTGCAAACATAAA 
AGCTAAAACCATTAACACTTCTTGAAGGTAAGATAGAATATTTrQTAATGTTATeATAGGCAAA 
AGTCTCTTAGGACACACAAAAAAATTAACCATAAAAGAAGAAAATGGCT6GGTGCAGTGGCT 
CACACCTTTAACACCAGCATGTTGGGAN 
>367 

gTCATCAATAATATCCTTGTGTCTCAAAATCTCCATGGTGAATGTCTTTTGAACTTGAA 
GCTGAGCAGAAGTCTGGTCTTGCTCAAGCCTGATGTCACCCAGAGAGATCA A I I I I I i I I CT 
GTTTCAGTAATGCAGGATAACTCAGCATCAGCTGCTTGGTCAAACTGGTGTGATCGCAGAAT 
GGCTGCATCGATCTCCTCCACCTTGTGAGTGATGGTGTCGCTCACTAATCGGTAGCGCTCAT 
TGTCCTGAGGTACCATTTTCTCAAGTCCTTCTGTTGCCCTCCATGGTACGAGTTCCAGGAAAG 
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CACTGCTCACTTCATTAAGGGAGTCCAGTAAGGCTTTGTTGTTCTTAGCTTCCTTTTTCAGTT 

CCTTTGGTCTGATTTGTGCTTGACTTGCTTCTTCTCCTTTCAGAACCTGAGTTTCATATGAAA 

GTAATTCCACCTGGACTTTGTCGAGCCAGGTAGACAGCTGTTCGTGTGTGGAGTGCAGCCG 

CCTTGCAAGCTGCAGCGCagattcCAGAGTCTTGGCCACATCAGTGCTCAGTTTAGTAATGTG 

TTTGTACCTTGCTTTAATGGCTTCCAATTTATCTTGAATTATTAAAACTTCATCACGTGTGGTT 

TGTTTAAGTAGTTCTAAACCATTTAGTAAAGCCTGATGTACATTTTGTTTCCTGAGTAAGATGT 

CCTCTTGCAGAACCCGAAGTTCAGACTGCTGCTTCCATAGCCCCTCAGTGCTGTAATCCTGG 

ACTGAGAGCTTGCTCAGTTTGTCATGCACTTCATTCAGCCAGTTCATCAGTTCAACTTCATCT 

TCCCCAAAAATCTTAGCATTACATAAGGCCTGCTGGAGGAGCTCAGACCTGCTGTGACTTTT 

CTCTTGAATCTCAATGTAcnnnnnnnnnnnnnnnnnnnnnnnACGCGGGggaagcgGCTCGAGGCTGG 

AAGAGGATCTTGGGCGCCGCCAGTCTTTAGCACCAGTTGGTGTAGGAGTTGAGACCTACTT 

CACAGTAGTTCTGTGGACAATCACAATGGGAATCCAAGGAGGGTCTGTCCTGTTCGGGCTG 

CTGCTCGTCCTGGCTGTCTTCTGCCATTCAGGTCATAGCCTGCAGTGCTACAACTGTCCTAA 

CCCAACTGCTGACTGCAAAACAGCCGTCAATTGTTCATCTGATTTTGATGCGTGTCTCATTAC 

CAAAGCTGGGTTACAAGTGTATAACAAGTGTTGGAAGTTTGAGCATTGCAATTTCAACGACG 

TCACAACCCGCTTGAGGGAAAATGAGCTAACGTACTACTGCTGCAAGAAGGACCTGTGTAAC 

TTTAACGAACAGCTTGAAAATGGTGGGACATCCTTATCAGAGAAAACAGTTCTTCTGCTGGT 

GACTCCATTTCTGGCAGCAGCCTGGAGCCTTCATCCCTAAGTCAACACCAGGAGAGCTTCTC 

CCAAACTCCCCGTTCCTGCGTAGTCCGCTTTCTCTTGCTGCCAGATTCTAAAGGCTTGATATT 

TTCCAAATGGATCCTGTTGGGAAAGAATAAAATTAGCTTGAGCAACCTGGCTAAGATAGAGG 

GGGTCTGGGAGACTTTGAAGAGCAGTCCTGTTTGCAGGGAAGCCCCAGTTGAAGGAAGAAG 

TCTAAGAGTGAAGTAGGTGTGAGTTGAACTAGATTGCATGCTTCGTCCTTTGCTGTTAGGAA 

GACCAGCTTTGCAGTGACAGCTTGAGTGGGTTCTCTGCAGCCCTCAGATTATTTTTCGTCTG 

GCTCCTTGGATGTAGTCAGTTAGCATCATTAGTACATCTTTGGAGGGTGGGGCAGGAGTATA 

TGAGCATCCTCTCTCACATGGAACGCTTTCATAAACTTCAGGGATCCCGTGTTGCCATGGAG 

GCATGCCAAATGTTCCATATGTGGGTGTCAGTCAGGGACAACAAGATCCTTAATGCAGAGCT 

AGAGGACTTCTGGCAGGGAAGTGGGGAAGTGTTCCAGATAGCAGGGCATGAAAACTTAGAG 

AGGTACAAGTGGCTGAAAATCGAGTTTTTCCTCTGTCTTTAAATTTTATATGGGCTTTGT^^ 

TTCCAGTGGAAAAGTGTAATAGCATACATCAATGGTGTGTTAAAGCTATTTCCTTGCCTTTTTT 

TTTATTGGAATGGTAGGATATCTTGGCTTTGCCACACACAGTTACAGAGTGAACACTCTACTA 

CATGTGACTGGCAGTATTAAGTGTGCTTATTTTAAATGTTACTGGTAGAAAGGCAGTTCAGGT 

ATGTGTGTATATAGTATGAATGCAGTGGGGACACCCTTTGTGGTTACAGTTTGAGACTTCCA 

AAGGTCATCCTTAATAACAACAGATGTGCAGGGGTATGTTTTACCATCTGCATCCAGCCTCCT 

GCTAACTCCTAGCTGACTCAGCATAGATTGTATAAAATACCTTTGTAACGGCTCTTAGCACAG 

TCAGAGATGTTTGAGGGTTTGAGAAQCTClTCTAAAAAATGATAAGAGAggccx:aagatgagggtacc 
gagctcgaa 

>368 

NNNNCGCTCTTGTTGCCCAGGCTGQAGTGCAATGGCATGATCTrGGCTCACCACAA 
CCTCGGCCTCCCGGGTTCATATGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACA 
GGCATGCGCCACCACGCCCGGCCAATTTTGCATTTTCAGTAGAGGCGGGGTTTCTCCATGT 
TGGCCAGGCTGGTCTCCAACTCCCGACCTGAGGTGATCTGCCCACCTCAGCCTCCCAAAGT 
GCTGGGATTACAGGCATGAGCCACCATGCCTGGGCAAAAATAAAGAACTTTTAAGACAAACC 
TGAAAATCCGAGTAAGAGCCATCTTTTGACTGGCTTTATGTTACTCTTCAGATACCGTCTAAA 
AGGCTCAAGACCAGCCAGATTTTAGGTAGGGTTTTTTGCTGCAAAGTAGAAGCCTACTGTCT 
CTAGAAAAGAAAGGCAGTACTTAGGGATCAAATGGGGTGGCAGTGGGGAGGAGGAATAGTC 
ATAAAGA TCAAT GGTCATTAAAATTCATTCCAAAACAAAACTGCATATATACTTTGGAGCTCGA 
CTTCT7TGTTTTCGTAAATAAAAGAAACTAATTGACGAGTATGTACAATGTGCCAGGCACCTT 
ACAAGACACAAATATGCTCTTATAGGCTGGGGAAATAAGAAAATATGAATGAAGCAACCCAG 
GTCTTGAGCCAAAGAATTACCTGGGGTCCGTTGAGTTTCAAATGTGAAAATTTCTGTCTTTCA 
AGGTCAGCATCGCCCACAAACCGGCCGTTCTGAAACACAGCCCACAAGAAGACAATTCATTT 
TGTGGCCi I cm IGCTCTATCAAATACAAACGAT C I 1 1 Hi I C AAACAGGAAAAGGGCTTTO 
AAGAAGATATGTGTGGCCTGGAGTCCTTGTGTCAGTACTCATAAAAGAACCATTCAGTCTTTA 
GTGTTAGCACTTTCCTCAAAATTGAAAATCAGGCCTGGAACTCTGGCAGACAGGGTCTCTGG 
AACATAAGAACGTAAACTCCACGAGGGCAGAGGGTTTTTTGGGATAAGTTTAGTTTAGTC^ 
GTGCCTtGAACAGTGCCTGGCACATAACAGGTGCTCAAAAACTATTTGCTGAATAAACA 
CAGACCTAGATAATTTCCCTTACATGGAACCTTTTTGGAAAGGGATAAAAATGTAAGGAAAGT 
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TGGAAGGGCTAAGTTGGGGGGTTTCCAAAG AGCTT TATAGTCTCATGAATCTTCATGCAGTA 

CTACCACTGGAAACTCCGATTGCAGGCAGCTTTTTAAAGAAAGAAGCAAGATGGGTATCATG 

TCGTAATGTAAAAAACAGAAATTTAATTAAAGAAAAAAGCAAGAGATACGAGTCTCCCTTTCG 

AAGTACAAAAACAAGCACCCCAACTCCCCTCAAGAAAACAGAAGGCTGAATATCTTTACCAA 

GAATTATTAGAGCGACAGAATACATTCCAAAATGTCATGCAGAAGTTGCTGTCTTAAGCAGCA 

GGAAATAATCTAATGACATTATACCAGATAAAAATATATTTGCCTGCTCCTCTTGCAGTAGAAT 

AGTGAGATCCAACCACCTTGGGAGACTCTTCGTCCACCCCACTCCCATTACAT AGAGT GTAA 

TGCTGCAGGGAGAGGAAGTTAAACATTACTTTCAGGAAGAAGGAAGGGTGTGGTTTTACTGC 

TAAGGGACGCGTGGTCGAGTCGGTANN 

>369 

ACGGGGGGGTTTCCGGTTTGGGTGTGGCCGCATGGCGTGCTGGGGTGCAGGTGG 
GCGAAGGGGGCGTTACTGTTGGGACTGGCATCCGCATCGGGCAGATGTAGATGGAACCAAA 
GTCCAGAAGTTAGGGGTGACCCTTGGTCTACAGCCAAACATGCAGGAGTGTAGTAAGCGGC 
GAAATGATGGGATAGCGTTGCAAATGGTTAAAAGAGTCTTAACGGAGAAGGAAAAATGTTAC 
ATTGTCAAAGTGGGAAAGGGTTTCAGGGTGAAGGGAGGAAGAATTGTTCAAAGTTTCTTTGGA 
ACATGAAGGAAGGAAATCCAGATTTTAGTTTAAGTGGAATGGGGAGTCATTAAGGATTTTGTG 
TAGATAGAGCAAAAAGACAAGAATCTTGAAGCCAGAATGGCCCTGAGGAGAAGCCAGCCATG 
TGGTCAGCCTGATCTCGGACTTCACAGCCAGCAGAACTGTGAGAATTAAATCTTATGGGTTC 
CTTAAGCTGATAAGCAACNNNNNNNNNN 
>370 

TTGGAGCTCCACGCGGTGGCGGCCGAACGTTGGCTTATCATAATATTGGTGAGAGC 
AATAAACTGCCAGATCTTCAGCCTGCAGGCTGCTGGTGGTGAGAGTGAAATCTGTCCCAGA 
CCCGCTGCCACTGAATCGGTCAGGGACCCCGGATTCCCGGGTAGACGCCCAGTAAATGAG 
CAGTTTAGGAGGCTGGCCCGGTTTGTGCTGGTACGCGG GAGAA TGGCTCGCAAGCTGACT 
GTGAGGTCGGAAATCCTTTTAAAAGAAATTCAAATGTCACTTTTTATTTGGTT^ 
GGCCGCCACCGCGGTGAGCNNN 
>371 

ACGATTATTTTCAAACAAGCGTACGTCCCTGACTAACCGAGTGGAAGGTGTGAGTGG 
CAGTACAAATTCACAAAAGAACTGTAGCCTCAG ATAAT GAAAGGAGAGAAG GTCA GATGCAA 
TCACTGATGCATGCTAGTAATTGTCAAA CGTTC GTTTTCAGAAACGATTGGATTTTCA GATAG 
ATTTGCAGTAAGAG AATAACAAGTCTTTA I I I I I I I GATCCCAACTTCTTTCTTGCACATTTTTC 
TTCTAGCrATATTTAATATCTGTTCTCCCCACACAGTTGGTAATCTAGAT TTCACAA TGTTCTT 
CGACTTCACTTTGTGTGCAAAGAAATCTACCTGGAGAGAATAGCATCTCI 1 I H I ICCGCCTG 
ACCCTTGGCATTTCCTGTCCCTCCAACTTGTGCCTGATCCTAGGATGGACTCTCTGATCCCT 
CATTCTCTATCATTAGCTCTCAGGCTGCCCTTCGTGCACTTTACGTTCCGCCACACCTTCTTA 
CAGGAAAGCAGAATAGAAAGGCATCAQTGAGGGATGAACAGGAGAGTGCCTTGAGAGAAGA 
TTCCCAGGAAGACAGGGAGAGCCAGACAGTGGACTGGTTGCAACCCATGTAGGCGAATCAT 
AGTGCTCATTGCTGTGGAGGCTCTGGTCTGTCTAGCCACACAGACCAGTGAAGTGAGGGGT 
ACATAGGNN 
>372 
>373 

ACGCGGGGGAAGAAGAGGAAGAAGAAGAAGCAGAAGGAATGGAAAGCGTG GAGA A 
AGAGGATGAAATGACGGATGAAGCAGTTGGAGACTCTGCTGAGAAGCCTCCTTCTACrrTTTG 
CCTCACCTGAGACTGCTCCAGAAGTGGAGACCAGCAGAACTCCACCAGCCTGTGAAACGAC 
GAACCCTTCAATCAAGAAAAGACCTTTGATCAGGAGAAGACTTCTCGTCTCATTTCTGGGGA 
CACATTCAGGATTTCTCCAAAGCAGGTGAAGGTACGCTCGAGCGTGGTCATTGAGGACAAG 
TCGACGAGAGATCCCGAGTACATCTACAGTCAGCCTTACGTGTGCAGGTGTACCCAACAGC 
TCGGAAGAGACAGGGACCATCGAGAACGGGCCATGATGAGGATGGCGGTTTTGTGGAAAAG 
AAAAGGGGGAAATGTGGGGAAAAGCAAGAGAGATCAGATTQTTACTGTGTGTGTGTAGAAA 
GAAGTAGACATGGGAGACTCCATTTTGTTAT6TGTTAAGAAAAATTCTTCTGCCNN 
>374 

naacttmaaactttmgttaaaagctaagacacaaacacacacgttagcctagacctac^aggGTccGGAT 
cATGTCACTGTCTTCCAGCTCCATATCCTGTCCCActGGAAGTCTACAGGGGCAGTAACCCAG 
GCGGAGCGATGAGCTCCTATGATCACAATGCCTTCTrOTGGATACCTGCTGAAGGACGTGCC 
TGAGGCTATTTfACAATtAAtTTrGTGTTTAATAAGTATAAGGAGtACGCGGGG 
TCTGGTTTGTCTGGCCCACCAGCCCGGCGCGGCCCTTTTCCGTTAGCGTTGCTGCTTTTGTT 



Page 112 of 355 



wo 01/42467 



706 

Table 4 



PCT/USOO/33312 



CCTGCTCGGCCCCAGATTGGTCCTTGCCATCTCCTTCCATCTGCCCATTAACTCTCGCAAGT 

GCCTGCGTGAGGAGATTCACAAGGACGTGCTAGTGACTGGCGCGTACGAGATCTCCGAGCA 

GTCTGGGGGCGGTGGCGGCCTGCGCAGCCACCTCAAGATCACAGATTGTGGTGGCCATATT 

CTCTAGTCCAAAGAGGATGCAACCAAGGGGAAATTTGCCTTTACCACTGAAGATTATGACAT 

GTTTGAAGTGTGTTTTGAGAGCAAGGGAACAGGGCGGATACCTGACCAACTCGTGATCCTA 

GACATGAAGCATGGAGTGGAGGCGAAAAATTACGAAGAGATTGCAAAAGTTGAGAAGCTCA 

AACCATTAGAGGTAGAGCTGCGACGcctagaagacxjttTCagaaTCTAttgttaaTGATTTTgcctAcATGA 

AGAAGAGAGAAGAGGAgatgcgtgataccaacgagtcaacaaacactcgggtctatacttcagcatcttttcaatgttctgtctc 

attggactagctacctggcaggtcttctacctgcgacgcttcttccacgcaagaaattgattgagtaactgaattgaggcctattcttctccca 

ccttgtactcagcagcagaacatcgctgggacgtgcctggctaggatctaccacgccctcagggccgttggagctttctgccgaactgat 

ctcttgggtgggaggctggggttcacttcccacagtccagagggccctttattcggggttgcggttgccccgttttcgtcctgcaatggtccg 

attcccgttgcggcctgtgggggttctccgccggggcttcaggcgtcgtcc 

>375 

NNCTAATCTCTTCTAGGCCCCGCCCCTTCTGAGCCCCCCCTCCTTCGGCCTGTATG 
ATAGGCTCTTCCTCCATTTCCGGCTTGTGGGACTCGGGTGCACCAGGGCTTCCGGTGTCAT 
GGCTGCTTGAAGTCCCGGGAGTCGGTGAGGCGGCTGCAGGTCCCTCCCTGGGGAGCCGCT 
GGTCCGGCTGGCGGAGATGTGACCGCGGGCCCGGCCGGCCTGCCTCAGGCGTCGCGTCA 
GCTCCCGTGTCCGTGCCCTTAACCCACACCGATGGCGGGATCCGGGTGCGCCTGGGGCGO 
GGAGCCGCCGCGTTTTCTGGAGGCCTTGGGGCGGCTGTGGGAGGTACAGAGCCGTCTGGG 
TAGCGGCTCCTCCGCCTGGGTGTATCGGGTTCGCTGCTGCGGCAACCGTGGCTCGCCCCC 
GGGCGCCCTCAAGCAGTTCTTGCCGCCAGGAACCACCGGGGCTGCGGCCTCTGCCGCCGA 
GTATGGTTTCCGCAAAGAGAGGGCGGCGCTGGAACAGTTGCAGGGTCACAGAAACATCGTG 
ACTTTGTATGGAGTGTTTACAATCCACTTTTCTCCAAATGTGCCATCACGCTGTCTGTTGCTT 
GAACTCCTGGATGTCAGTGTTTCGGAATTGCTCTTATATTCCAGTCACCAGGGTTGTTCCAT 
GTGGATGATACAGCATTGTGCCCGAGATGTTTTGGAGGCCCTTGCTTTTCTTCATCATGAGG 
GCTATGTCCATGCGGACCTGAAACCACGTAACATATTGTGGAGTGCAGAGAATGAATGTTTT 
AAACTCATTGACTTTGGACTTAGCTTCAAAGAAGGCAATCAGGATGTAAAGTATATTCAGACA 
GACGGGTATCGGGCTCCAGAAGCAGAATTGCAAAATTGCTTGGCCCAGGCTGGCCTGCAGA 
GTGATACAGAATGTACCTCAGCTGTTGATCTGTGGAGCCTAGGAATCATTTTAGTGGAAATG 
TTCTCAGGAATGAAACTGAAACATACAGTCAGATCTCAGGAATGGAAGGCAAACAGTTCTGC 
TATTATTGATCACATATTTGCCAGTAAAGCAGTGGTGAATGCCGCAATTCCAGCCTATCACCT 
AAGAGACCTTATCAAAAGCATGCTTCATGATGATCCAAGCAGAAGAATTCCTGCTGAAATGG 
CATTGTGCAGCCCATTCTTTAGGATTCCTTrrGCCCCTCATATTGAAGATCTGGTCATGCTTC 
CCACTCCAGTGCTAAGACTGCTGAATGTGCTGGATGATGATTATGTTGAGAATGAAGAGGAA 
TATGAAGATGTTGTAGAAGATGTAAAAGAGGAGTGTCAAAAATATGGACCAGTGGTATCTGT 
ACTTGTTCCAAAGGAAAATCCTGGCAGAGGACAAGTCTTTGTTGAGTATGCAAATGCTGGTG 
ATTCCAAAGCTGCGCAGAAATTACTGACTGGAAGGATGTTTGATGGGAAGTTTGTrGTGGGT 
ACATTGTACCCGCTGAGTGCCTACAAGAGGGGATATCTGTATCAAACCTTGCTTTAATCAGTA 
ACCTAAGGACTGTTTC CTTTT TCTCCTGTTCCA I MG» i GGGTTATTCCACATATGAATGCAG 
GACTACCCCCTTACCATTTTAAGAAGGTACTTTATACATTTATTTAATCCTACTAATGTGCAGC 
CATTGCCCAAGCAGTGACTGCG7TGCATACATTTGGCACTGAGTAGGACAAGACCTCTCAGC 
TATACATTGAGGGGTTTTAGAGCATCCATGTGGGCAACCCTTTTTTGTGCGGGAGAGCAGGT 
GTTGCTCTTCAGTATGTAGCCTAAAAAAATCTTAATTATTTCATGGATCATGAAGCAAGGATG 
AATAATATCATGTCTTGGTAAATACTAACAAATTTGTTAGGTTTGGTGACATCATTTACAGATT 
ArrrCTTTATGTTGTCCAGTGGTTCTTCCTTATTGTTGATATCCATAAGCTGGCACTGGATGC 
TCT CAGTAA TGTTAAGTAATrGTGAAGCAGCAGTTAGGTACTGTGTTCTTAACAGTGAGTTGT 
GAATTTT TTCTTAA AGCAGTACT GTAGT ACTGAATATTCCTTTAAAGGAACTGCAGTC 
ATCTAAGI 1 1 1 1 I lAAATTAAGGCTTTTAAAATAGAAAGCTGATGGTTGATCrTGCACAATTTTT 
ATGTCTAGTATQTATGCTTGAGTGAATGTGCGAGTATGAATGATTAGAGAAAATTTGAGTCAG 
TGTAGTTTATAGTGTGAATCCTGTGAGCTAATAGAGTGTATACTTATTTCTTCCCTACCTGTTT 
CACATCCGTAAGATTTAAGATATACATTTTTTGAGAGGTAGTCTGTCTGATACAATGTAAATG 
ACAAAACATAATTGCTGAGAGGCCCAGAACAAACTGGAGTCTAGCCTGGAGTTAAATTGAGA 
CTTCTAAAATGATTGGAACAAAGACTAAGTTGTGCCAGATGTAAATCAACGCCTCTTTTAGTT 
TACTTTAGACTTTGTATTAGCTCATCTTTTTTGTAGTAAATCTATAGTT^ 

TGTGGCTCTACCTACTATG ATGAAAATTGAAGtGGGTCAAAAGAATTAGATGTACAGtGAAG 
GGAAAAGAAAAAAAATGGGCGAAGAGAGGGTGGAAAATAAAAGGATTCTTTTTTCTTCCTTT 
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CTGTTTCTCGTATCCCTGCTCCC I I I I I CCTCCCCTTCCCT CATTC TTTGCCTCTATCCTTAGC 

TGAAGACAAACTAGAGGAGGAGCATCCCAGGTAGTTTGGCTTTTGACTGCAAGGTAGTTAAG 

AAAGGTGTAGATATAATGAGGTAGAAGTAGAAAGGAAGAAAAACTCAAAGAATTGTGAAAAG 

GATTCATAGCAACATAATGTGTCCCTGAGTAGAGGATGCTGCTATGCGTGAGTTCATGGACA 

CAAGTTGATTACATGG I I N i AGAATTATAATTATGGATTCTTCTTATTTCATGGTAGGTTGTC 

TTTAAAGATATAAAAATTAGGATGCCTTTATGAAGCACTGATTATACCAAAAAAAAAAGACAAG 

TTATATACAGGTTATTAA r Mill lATTTATTTAI INI I CCTAAGGAAAAAGTCTTCTATCTTTC 

CCTGCTGGAAGCGTCGTCATATTTCCTTATGTTTGCCATGCAGGTTGGTGAGAGTC CAGT TA 

AAATTTGCATrTTACAGAATGAAATACTTTACCCCATTCAAACAATTATTGTTTGACAT^ 

TATTTATAATTGTCAAATTCAGGAGTCCCGTTTAATGTTTATTATGAAACCAAATTTGGCATAA 

GGAGGCTGATTTATGAATTACCAAAGGGTGTTGTGGCATGTTGCCCAATACATGCC CTTAG A 

AGGAAGAACTATTAI I I I I I ATTTTGGCCCTTTCAGGAGTTGATTATCAATTGGTTCGTTTTCA 

AGTCAGAATTCAGGTGGGGAGAACGGGTATTGTGAAGAGGTAAACTTTGGTAAATGTTGATAT 

GGGTAGGAGATTTTGTGGTGATTAGAAAGATCAGGTCGTTAAATAGGATGAACATGGGATAC 

AAAGGAATTCTTTATAAGGGCAAGTATGGTAAGTTAGGAGATTTAGTTTTGTGTGGGGTGCGG 

CGGGAAAAGAAAAATGGTTAGAAATAAAGTGGAGGTAGGGTTGTAAGCGTAGTGGTGCAGTA 

TGGTGGTAACATGTTGATGGGAATGTTGACAGCATTGTTTGATTGTCATGTTATTGGTGATACA 

TTCATACATATATTTAGTGGTTGAGAGTGTAGAATTTTGTTACAGAAGATGGTTAGTAGATTTT 

AAGGGAGGTGAGGGAATAATTGATGAGGGTTGAATTAAGGATGCATTTAATTAGATTTTTTGT 

TGTTGTTGTTGTTGTTTTGAGATGATGTCTTGGTGTGTTGGGGAGGGTGGAGTGGAGTGGGT 

CAATCTCGGCTCACTGCAACCTCTGCCTCGCAGGTTTGAGCGATTCTCGTGTCTCAGCCTCC 

CCAGTAGCTGGGTTTACAGGCGCTTGCCACCACACCTGGCTAGATGTTTTATATTAAAGCCA 

GAGAANNN 

>376 

agccaaacctatcaggtatgagggaatgatAAATGAAACAAGTTTGGTAAATATTATAACTGTTAAC 
ACTTAGTAATGCACACATGGGGGTTAATTTTATTA M I I M I GTACCTGTG AAGCTGTTTTAAA 
TTTTCCAAAGAAAAAAGAGTCACCCAAAGATGGTCATGGATGTTTGTATTGATTTGAAAGAGAT 
TCATTTTGTGGATTCAGTAACTCATAGATGATAATTGAATGTTACAGACATCTTAAATTGCTGG 
TTGTTTTCTGAACCTTTGTCCACAGTCTCTTTGCTTTCTAAACTCAAAATATT^ 
TCTTTTGCTCTTTGTGTAAACATAGATATTTATGGAGGTGTATATGCCTCCGCCTTTAAAGCA 
GATGTCAGCGTAAATTAGTGGGCCACAGAGACGtGGGGGTATCTTACTCCTTTTCGTTTACTC 
AGAAGAGGGGTAACGTGATGAGCTACTTGACATCTGGGTGTCAGTAACAAACAGTGATGGTT 
GAGGATAACAAACTGTGTCACTCAGGTATTCAACTAACATTGTAGAGCATGAATTAAGTGCTA 
ACTTTGTGGTAACAGCGAGAGACACAAAGAGAAATGGGATGTGATGTCTGTTTTGCCACACA 
AAACTGAGTAGTAGGTTAATATCAGGAGTGTTGCTTTAGTATTaTTGAAGCAGCGAAGAGTG 
ATATGTAACGAGGTTAQGCAGGAAACTAGGTGAAGTAGGTTGGTAGAAAAAAAGTAGGCTAQ 
GTAGGAAQAACACGTTAGAGGTACCTCTCCGACACCGAGCTGGCTCGACTGGGTGCTCGGG 
TCATCGCCATGGAGCATTGCACCACGCG GI i I i I CGAG ACCTGTG ACGTGGAGAATGACAAG 
TACCTGGgccGGCACCGCgg 
>377 

GTCGGGGCTGGGTGTGCGAACGTGAAAGGGGGAGGTTGCTGCTGGTGTTGGGTGTT 
GAGAAGGTAGCGGCGGGGTTGTAGAGCTGGGAGCTCATGGGAGAGATAATTCAGGAACGCA 
TAGAAGATGGGCTCGGGGAATTGGAACAGCTGGAGCGCATTGGACTGTTCAGTCATGGGGA 
GATTAAGGCTATCATTAAGAAGGGTTGCGATGTAGAGTACAAAATCCAGAGAAGAAGCCrnT 
CAAGGAAGAGTTTATGAATTATGTTCAATATGAAATTAATGTTTTGGAGCTGATGGGGAGAAG 
AAGAACACGCATTGGATATTCATTTAAGAAGGATGAGATTGAGAATTCTATTGTACAGCGGGT 
ACAAGGTGTTTTCCAGCGTGCCTCAGGAAAATGGAAAGACGATGTTCAAGTTTGGGTGTCGT 
ATGTGGCI 1 1 I IGTAAGAAGTGGGCTACTAAAACTCGACTTAGCAAGGTATTCTCTGCCATGT 
TGGGGATTCATTCCAACAAACCAGGTTTGTGGATTATGGCAGGCAAATGGGAAATGGAAGAT 
CGATTGTCTTCAGAAAGCGCAAGGCAACTATTTCTTCGCGCACTGCGCTTTCATCCAGAGTG 
GGGAAAAGTTTATAAAGAATACTTTAGGATGGAGGTGATGCATGCTGAAAAAGTGAGQAAGG 
AGAAGGAAGAATTTGAAAAAGGGAGTATGGATGTGGAGAATCCTGATTATTGTGAAGAAATC 
CTTAAGGGGGAGTTGGGATGGATCATCTAGAAAAATTCTGTAAGCATAATTAAAGGTGCAGA 
ATTTGACGTGTCACTGGTTTCGATTGCACAQGTATTTGACTTTGGGAAAGATCTAGAAAAAGA 
GATTTATGATGACGTTCAGGCTCTACACACAGATGATCCTGtCACTTGGGATTATGTGGCA^ 
GGCGAGAATTAGAGATTGAGTCACAGACAGAAGAGCAGCGTAGAACGAAACAAGCCAAAGG 
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AGTGGAGGTCGGCCGGAAGGAGGAGAGGTGCTGTGCTGTGTATGAAGAGGCAGTGAAGAC 

TCTGCCAACAGAGGCCATGTGGAAGTGTTACATCACCTTTTGGTTGGAAAGATTTACTAAGA 

AGTCAAATAGTGGGTTCCTTAGAGGGAAGAGGTTGGAAAGAAGCATGACTGTATTCAGGAAG 

GCACATGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGTTGCTGTG 

TTATAACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAGCTGGAACTGAATTGTTTAGAGACT 

CTGGGACAATGTGGCAGCTGAAGCTGCAGGTGCTGATCGAGTCAAAGAGCCCTGACATAGC 

CATGGTTTTTGAAGAAGGGTTTGTGCAGGTGAAAGCCCAGGTTTGTCTGCCATTGTGGATTTG 

CTGGGCAGAGTGGAGTGAAGGTGCCAAAAGCCAAGAAGACACTGAGGCAGTCTTTAAGAAA 

GGTCTCTTAGCTGTCATAGGTGCCGAGTCAGTAACCCTGAAGAATAAGTACCTGGATTGGGC 

TT ATCG AAGTGGT GGGTA CAAAAAGGCCAGAGCTGTGTTTAAAAGTTTACAGGAGAGCCGAC 

CATTTTCAGTTGACTTTTTCAGGAAAATGATTCAGTTTGAAAAGGAGCAAGAATCCTGCAATA 

TGGCGAACATAAGAGAATATTATGAGAGAGCTTTGAGAGAGTTTGGATCCGCAGATTCTGAT 

CTTTGGATGGATTATATGAAAGAAGAATTGAACCACCCCCTTGGTAGACCTGAGAACTGTGG 

ACAGATGTACTGGCGAGCGATGAAAATGTTGCAGGGAGAGTCAGCAGAGGCATTTGTAGCT 

AAACATGCTATGCATCAGACTGGGCATTTATGAAGATGAAGAATACAGTCAGCTTTGTGAAAT 

AGTATTGGAAGCAAGCCCCGTGGGCAAATTTGTATTGAGTCCATCTGTAATTTGCTCAGTGA 

TGGCA GACAAGATGGGTGTCTGGTTTTGAGACACACTTTAATTTTATGTTAACTTGTTAAATC 

TTTTTAAAAATTAAAAAATTTTTATGATTGACTAAAAAAAAAAACCTACAAACCTTC^ 

NNNNN 

>378 

NNNNNNNN NNNA AACCAAGTTTGTGATrTTTATTGATGGGCGACAAGTTTATACTGCT 
AGATATCACTATACTTTTAAACCAACTTTGTGAI I 1 1 I ATrGATGGGCGACAACTTTATACTCC 
TAGATATCACTAAACTGTGTACAATTAGGGACGCAGCATTAGAGAAGAGCAGACAGCAGAAT 
TAAAGAGAGCAGAGTGAAGGAGAGATCTTCATTATTTGCCC A I M H CATTATGTGTACACAG 
AAGCA TGAAT GCAATTTGAAATCTTTTAATGGCAATAAAGTTACAATCACCCATCTATGTAGA 
CTAACAT TTTAAC TCGAAATATTrGATCTGCAATGTGTAGGTAAGCAGTTTCTCTCAGTACAAT 
TATTAAAAI I I i I CCTGTTAGGAACCAGCAACTT A I Mil i A TGTTT A I I I I I GTTTTGAAGTAA 
GAACTAGTTCTTCTTTGATAACTGGCTCA I I I I I ATCATTTATCAAAAACTAAAGGGTAGGGAA 
GAAAAGTGTGATGGATTAAAAAATTTCTTTTTTAAGGAAAGATAAAATTCATT^ 
ACAAGTGTTGTTGCTGGTGCAGGATTTATTCTACTAAGCAATGAGACTGGGGATCAAATCCA 
CTTTCTTATCTCAGGAATCAGCATTATTTCAGAAATATGGG I I I N GTGTATTTTCTAAAATCA 
AGCAACAGTCTGT7TCAACCAAATGATTTTGATTTGGAAGTTAGAGTCAACAGAAGCTGTGTT 
GTGGAGGAACCCCAAGGCATCTGCTTTTCA7TGTAGCCCATTTTTGCAAAGGGAGAAAGAGT 
TTCTGTCTAAAGAGGGAGTAAAQAGAGGCGGGAAGTGAGTGTGAGGTGGTGTGCTACGAAG 
CGGGCACTQQGGGCACACACAGGGCACACAGGGTTTACAGCAGGTCCACTCGGCGGTAAT 
ACAGGAGGTAGGCTGTGCGTTGAGGAGTTGGTTTCACCACGTGGTAGTGGTTGATCACCTT 
GACTGTCTGGTCATCGATGGGCAGGCAGCCATTGAGACCGATCTGGAAGACGTCTGTAGTG 
TAATGGCCGCGCGTCGCACTGTTGCCGTGATGGTAGACCACTGCAAACAGCCGATAGGTTC 
GGTGGCATTTAAAATTCTTAI I I I I AACCCCTGGAGAAAGCAGTTCTTTACTAATTTCCAAGTC 
CACAGGATATTCAATATTTTTGATAAGCTTGTGGCACCCACCAGTCTTCTCATAAACGAATCG 
TTTCAGGTGCAGCACGAGGACAGGAGGGAG I I I I I CCAGAGTCACTCTTCGACTTATCTCAA 
CCTCTTGTTTGG I I I I IGTGGTATAACCTTGGACAGATTCTCTTGCCACCAAGCTCTCCAGTG 
CATCCTGGACTGTGCGTATCTTGTCTGACTGGATATCCAACTGCAACGTGAAAAATGGCTGC 
AAAGTGGGAGATTCTTTTGAACTCTGCTGGTAAACCACAGACCTGATGTGTGCACCAAAAAT 
GCCGGTGATTGGAGTCTGAACAAAATCCGCCTGGCGGGTGACGGAAGTCTTGTTCCGGGG 
GCCCACTTGTTCCCATTCATCCTCGCTTCGTTCACCTTGTTCTTCCTGCTCTTCTTCATTGAC 
CGAGTGGTTTTTGGGGCCGTTGGAAATCGTAAGTTCTGAAAAGGAGAGCATCTGCTTACACT 
AGTATTTACGACAAGAACANNNNNNNNNNNNNNNNNNNN 
>379 

NNCACCGCGGTGGCGGGCGAGGTAGTQCTAGCCAGCCAATAAAATATAAACTCCAT 
TTGTGTTAGTTATA TAGAA CTGTGTTTCCAGCTTAGAAAAAGTGAAACCAATGACTTGTAGAA 
CAATCTACTCTCATTTTTTATTCAGCCTCTAGAACATGGAAGCTTTAAAAGTGAATTGGCTA^ 
TAGGCAAGACCTTGTGCCCATTAACAGGTCTTAAAGTAACAAGAGCGGCTGGCGGCCGAGG 
TACGCACAACCGAAGCGTAGAGTCACACTTGCAACAAAAGGTTACAATATTGTAATGGGCTC 
TGTCCGGTTCTGCTTGTCCAGCTGGACCATCTATTTCATCCTCCTCCTCTGAGCT 
ATTGCTCATAACAGTAGAGATCAGTTGTCTCTGGTTGCAAATCTAACATATATTCATGCAATG 
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I 

TAGGTGTATCTCCATGCATGATTACAGCTGGGTTTCTCTACGTGTTCTTGATGATCTGCAACA 

AGACATACATCGACCGGTCCACCGACCCCTTATATTATGGAATCTTTGC M i ll GTGCAG ATG 

TCTTTGCTrrTCTTCAGGACACAGTGGCTTTTGACAGTTAATACACCTCACGTCGCAGTAAGT 

GTTGCTTGCAGTACCTCGGCCGCCACGGCGGGGAGCGCGAATCAGTGGTGGTGCCCCCCC 

CATTCGGCAGGGAAGACGGATGGCCCATGCTTGTGGGCGTCGTrTTACACACAGGAAACAG 

CNN 

>380 

gtCGACGCACGCGTCCGGAGCGGAGAAGCGGCTGGAGGCTGGAAGAGGATGCTGG 
GCGCCGCCAGGTTCTGTGGACAATCACAATGGGAATCCAAGGAGGGTCTGTCCTGTTGGGG 
CTGCTGCTCGTCCTGGCTGTCTTCTGCCATTCAGGTCATAGGCTGCAGTGCTACAACTGTGC 
TAACCCAACTGCTGACTGCAAAACAGCCGTCAATTGTTCATCTGATTTTGATGCGTGTCTCAT 
TACCAAAGCTGGGTTACAAGTGTATAACAAGTGTTGGAAGTTrGAGCATTGCAATTTCAACGA 
CGTCACAACGCGCTTGAGGGAAAATGAGCTAACGTACTAGTGCTGCAAGAAGGACCTGTGT 
AACTTTAACGAACAGCTTGAAAATGGTGGGACATCCTTATCAGAGAAAACAGTTCTTCTGGTG 
GTGACTCCATTTCTGGCAGCAGGGTGGAGCCTTCATCCCTAAGTGAACACCAGGAGAGCTT 
CTCCCAAAGTCCCCGTTGGTGCGTAGTGCGCTTTCTCTTGCTGCCACATTGTAAAGGCTTGA 
TATTTtcGCAAATGGATCGTGTTGGGAAAGAATAAAATTAGGTTGACCAAGCTGGGtAAGATAG 
AGGGGGTCTGGGAGAGTTTGAAGAGGAGTGCTGTTTGCAGgggaAGCCCCACTTGAAGGAAG 
AAGtcTAAGAGtGAAACAGATTCGTGAAGGCGCTAAAAGACGAAAAGTTACAAGGAGTGAAGA 
CGAAGGAAGCTGGAAAGAAGTGGGCCTCTCTCTCCTGAGGAGCTGGCTACCAGAGCTTGGG 
CAGCCACGTGCTTAGGTGTTAGTGCTTAGATAATGTGTCCCATTTGTTGTCATTTCAAAGATG 
GTTATTTTCTGTTGTGTATTTACCGCTGTTCTTGTTGCTACCAGCATGT 
>381 
>382 
>383 
>384 

NNNNNCCGGCACGGGGGGGAGGCACAGTGAGTCCACTGGGGCACGGCAGCGTCT 
AAGCCACAAGCCGAGTGACATAAGCCAGGTCCTAACGGAGCCTATGTGTAAGTCCACTACT 
GGTGCAAGGTTGCACACTTCTAAGAAGAGCGGCGTGGGGGGCTCGGCGACCTTCGCTTCA 
GTCGCTCCCCCGTGCAGTCCCCTGTGCCCAAGACACAGCCTGATGCTTGTGCTCCGGTGG 
GCGGACTTGGAGGCGGCGGGAACTGCAATTGGTGGCTTTGAAGGCGCGGCGAGCGGGAA 
CAGCTCTTGAGGAGTGAGACTGCAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACT 
GTTGCTGAGTTCATCAAGAGGACCATCTTGAAAATCCCCATGAATGAACTGACAACAATCCT 
GAAGGCCTGGGATTTTTTGTCTGAAAATCAACTGCAGACTGTAAATTTCCGACAGAGAAAGG 
AATCTGTAGTTCAGCACTTGATCCATGTGTGTGAGGAAAAGCGTGGAAGTATGAGTGATGGT 
GGCCTGTTAGACATCATTTATATGCAATTTCATGAGCACGAGAAAGTTTGGGATG 1 1 1 1 I GAG 
ATGAGTAAAGGACCAGGTGAAGATGTTGACCTnTTQATATGAAACAATTTAAAAATTCGTTC 
AA6AAAATTCTTGAGAGAGGATTAAAAAATGTGACAGTCAGGTTCAGAGAAACTGAQGAGAA 
TGCAGTCTGGATTCGAATTGCCTGGGGAACACAGTACACAAAGCCAAACCAGTACAAACGTA 
CCTACGTGGTGTACTACTCCCAGACTCCGTACGCCTTCACGTCCTCCTCCATGCTGAGGCG 
CAATACACCGCTTCTGGGTCAGGAGTTAGAAGCTACTGGGAAAATCTACCTCCGACAAGAG 
GAGATCATTTTAGATATTACCGAAATGAAGAAAGCTTGCAATTAGTGAACATGAAAGGAAAAT 
AAAAATTCCTCACAGTCAAAAAAAAAAACAAATACACACCACGGGGGGGGGGGCGCGGCAA 
AAAGAAACCCCCGGGGGGGCGCCCAAAGTTAACAGGCCTATAACACCACGGTTTTCTCTCN 
NNNNN 
>385 
>386 
>387 
>388 
>d89 
>390 
>391 

GCATGGTGGTGTGTGCCTGTAATCCCAGCCAGCTGGGAGGCTGAGGCAGGAGAAT 
TGCTTGAACCTGGGAGGTGGAGGTTGCAGTGAGCGGAGATCGAGCCATTGCACTCCAGCCT 
GGGCGATGAGAGCAAAACTCTGTCTCAAAAAAGAAAAAGTAAGAGTGGGGGGGATCATCTA 
TAATATCTAATTCTACCTTAGAACTTTCCTTTGGTGGTGGGGGTGGGTTCTGGGAGTTTGACA 
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GATTGTTAGGTTTTGGTATAAGGTCATAAAATCCTGTGCATATGGGATTTCTGACCATTTGCC 

CTGCCTCTTGGAAAATAGGTGTAATGGCAGGATGGTGTCATAATTAAGGCTACCAAGAGTGC 

CCATTGTTCCAGGGTGGGCAGTTCATAATGGGGGCAGACAATAGTGCAAAAAAAATTTTACA 

TTTTATCTTTAGAGTGTCAGGGTCAAATTGATTTCCATGGTTGAGGATGTAGGCAAGTGTGGA 

ATCAGGTGGAATAGGTGGAGAGTTGCCCATAGTGGTTTGGAAAAGAGAAGAGGAGTTTGAA 

AAGTGGAGGGGTCATTAGGTGAGCCAAATTTTAGCTGGGGCATCCCCGGTTTAGGGGCGGA 

ACTTAGTCTGTCAGACATCTCTGACCTTAGATGGGTGCTGGCACCAGTTTGGAATGGTTCCC 

TCCATCACTGAGGACCTGACTTAAAGTTTTTCTATCTCACTTAAAACAACCCTTTAACGCTCT 

CAACTTAGGCAATAATAAATTCCTTTTCATGAATTCCCTCCACCACCATGCA CCAC ACAGACC 

ACATGGCCGGACCCTGTGACTTGTGTAACCTTTTGTGGATAGGTAGGTGGGTTTTCTGTCCT 

TTGCCCAGTTGGGTGGGAGAAGGGAAGAATTTAGCATAAATAAAAGGAGCATAAGTCACCTG 

AAACCTGTGAGTTTGGGGTGGAGGAGCTGCTGCTGCTAACTGCATCACACATAGGGATCAG 

GGATTATAACTGAAAAGGAGAGAAATGAGTCTTTTCCCTTTCTGGGCAGGGGAGCCATGGGT 

GTTCACTCCTTGGCCTTCAGAGGATACCAGAGAGTGGCCCGAGTCAGTTCCGCTCAATTACC 

AACGAGCTAGTAGGAAAGGGCCGGTGAAAGAGTGAAAAAGGAGAAAAGGAAAATAAGTCAG 

AAAAAAAAAAAAAGGAATAGGACTGAGAAAAACAAAAACGAGGAAAAGGAGTGAGGTTGGTG 

ACGTTAACCAAGCGGTGGCAGTTAGGCACTTCGACACGGAAACCTTCCAGTTTCAGGAGAGA 

ATGGCCCTGGCGAGAAACTTGGAAGTGTCTTTGTGGTTAGGTGGTGTGCACTGAGGGTCCT 

CAGTTGGAAAGGAAAAGATGGAGAGAGGAAGATTTCGGTGTATGTAAAAGGGGAAAGGAGA 

AAAAGAAATCGCAAACTTTGGGCCTACCTTCTCTCCTGGCTAGCTCACCAAAATATGTTACCA 

GTAGAGGGTCTTGACTGCAAGTTGTTTAGGTTCTTGGCATTTTGAACAAAGACTTGGAAGAA 

ACACCCAGCAAAGCAATGAAAGAATGCAGGATGGAAAGAATGAAAACAGGAATTTATTGAAA 

ATGAAAGTACACTCCACAGTGTGGGAACAGGCCCAAGCAGTGGCCCAGATACAGAATCTTC 

TTGGGTCCAAATGACTACTAAAGGTTTCCCGTTGGCTGCTTGGTGCTGACCTAANN 

>392 

>393 

NNNNGTGATATGATAAAACTGCGTCAGAGATTGTCGTGGCTGTGTCTTTGTATTGTT 
TTGTGTATGGGTATTCTGCTGTGTGTCTTGTTGCGGGGTCTTGCCTTTCTGTGTGGT GCTTT G 
GTCCGTATGCACGGTGTGTTTTCGCGGGATGATTTGGTTTGCCTCTGTCTCGGTCAGTTtTA 
GCTTGGTCTTCTTTGTTTGTTTGGGTCCTGTCTATCCTCTCTGTTTGGTGTTGGTTGTTGTG^ 
GGGGTGTGCCGATGTGTCTGAGTAGTTTCCGTGGACACTCGGGCTGGCACACATGGTGTTC 
ATTTGTTGGTAGAGCTCCGAGGCTTGTCGGGAACCCAGAGCCAGTTGTGTTCCGTTTGGGT 
CAGTGTGCTAGTGGATCGCCTGGTCAACATATGGTGGAGCTCCCCAGTGTGTGCTTTACGA 
TTCCCATATTCTGTGCAGAATGTTGGTGTGACCACAGCTCGTGTTATGTTCGCACCTACTCC 
GGTGGTCTGTAGCCCAGAGTTTCTCGTTGGTACCCCGGAGCAGAGT7TCCATGTGAGACCA 
AGTTCTGCACGGATGGCAGCTGCAATCCTTGGCGATAAATAGTGTAACTCCAGTTTATATAAA 
TATAAATAAACGTCAATGGAACACTAAATTGCGTGTCTTAACATTGTACATTCGGGGCCTAGC 
TGGCCTTGAGGATGTCCTAGTTACACCCTCTCTGATACCTGTGGAGTTTAAGCACCATTCCT 
ACCGCTGTGTCCCTTGGGAGGGGGCTGCAGTGGAAGCTCTTAAAGGGGAATGCTTGCTCTG 
CCTCTGTGG C I I 1 I IG TTTGGGAAAGGGAGTTGGGATTGGAGGATTTAGATrTGAGGTCATG 
ATGTCAGAGCACACCAGGAACTCCCAAGGCTGTGCCTGAAGATGCCCACGCTGTCAAGTAG 
GGTGGTGGGGGAGACAGCGAGGGCAGTACAGGACACAGGCACTCCTTTGTCTGGTAGAGA 
GGAGGAGGGGAAATGGAGCTATTCCAGGATACAAGGGATGGCACTGAGGGATGCATAAGT 
CCCCTGCCTCCCTTGTCTCAACATGTTCTCCTCTGCCAGCCCAGTCAGCTTGGGGAGCTAG 
GTATCAGAAACCTGAAGGATTCAGCCCGCTTTGTCCTACTAGTGTCTATAAGTCTCTGTCCT 
GAGATCCTGGGGCTCCTGCTATTTCTAGAAGGGATGAGGTGCCATCAAAAATAACTTGGCTG 
GTGTAACAGTTTAGAGAAGGAAGTCACACCTGTAGCCTGGCTGGCAGGCAGGTGGACATGA 
GGCTGAGAAGGGAAGCCAGATGTCAGAACATACTAGGCTAGCATGCCTGCTTCTAGGTTTC 
AGGACCCAATGTAGACATACACATGTGTATCATGTATGTATATGCATGGACACTCAAGCACA 
GGAGGGGTTATGTGCTCTGATCTTTGAAACCAGAGAAGGGAGGAAAAGCCTTATGGAGGTC 
CCTCCCCCACCCTAATAGGTTGCTACCCTCAATTGCCATCTGCCCACCAAGGCCCCTGCCC 
AGTGCTAGGCAGATAGCCAAGTGGTAGGGGTGACATGACTCCACTAAAGCAGCAGCCCAAG 
GAAGTGAGGGAGGGGACAGAGGCTGAGCCTGCTCAAAGCCCCTTGTTGTAGTAGACCACTT 
CAACGCTGGGGTTTTGCTCATGGATCTGAGCTCTCAGGTCTGGTTCCAGGTTQCTrATGTGT 
ATGGAGCTCTTCtGGGGGAATAGGGCACAGCACAGGGGGGTTGCAAATACCAGGCAGAAG 
CGCACCAGTCCCACCTGCAGGGGTGCCCCCAGCCAGGGGCGGCGCTTCAGGAAGTCTTTC 
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TTCTCCAGAGTGTCCATGATCAGTGGTGGGATGGCCATGGCAGGAATCGCCATGCAGATTC 

TTGAAATCACCACCTGGAAGATTCCCTGGTTGGCTGCAGTCACGGAGTAGCCAAGCCTCTGA 

CGTGCCTCATGAGCGACCGGGATGCCCACCTGGAGGTGTCTCTGCGTCATCAGGGGGATGT 

TGATGCAGTTGGCAGCTGCCACTGCTGCAAAGGGCACAAATCTGCCGACCAAGGGGGGCA 

GGTGCTTGGTGAGGGATTTGAGTCCCAGGGCCGTGGCCACAGCTCCAGTGGTGGCACTCA 

CATAGGCTGTCCCCAGCTGCCTCACAGTGATGGGAGTGTCACCACTGCGGTTGGAGTAGTT 

AACAATGGCATTGAAGGACTGATTCACCCACTGCCAGAACACCACGGTTGGGGTCTTCCTGT 

AGAATGTGAGCATGCAGCCAGTGATGGTGATGTTCATGGGCACCTGGGCTGACATGCGGCC 

AATCAGGACCACCTTCTGCCCTGTGTCCGGATGGAAGGCGGAGTCATACACATACTTGGCG 

CTCCACAGCTGGTCCTCGGTGATCCCTGGGGTCACCACGCCGGCCCTGTAGTTCTGCACGA 

TGTTCCGAGAAGCTTCCAGCTGTGCCCCGGACAGCAGCAGATTTCGAGGATCAGTAACAGT 

GAAAAAGTGCCGGGCTCTGCCCAGGAAAGTACTTTGGTCCCAGCGAGGTTCCTGGATGTTG 

ATGTCTAAAGGCAATTCACCCATTTTGCTTTCCATCGCTCTCTGAAGCTCTCAGAACCGCCTT 

CCTCTCTGCCTCCGCTGTCGCCGCCGGGCCCTCCCAGCCATCACGCGGGACGTCACGCGT 

GACGCCGACCAGCAGGGAGGGGGAGGAGCTTCCCGGCCGGGCCCACCCGGTGGGGACGG 

GGATTGGCAGAACCCAGCCACCACACAGAGCACGCCTGCAGCAAACTCAGGCTCACGTCC 

CGCTCTGCCCCGTGACGTCGCTCCACGGAGGCGTCAAGGGTGGCCAGGGAGGGGTGGCAA 

TTCCAGGAGCCCCGGTAGCTGGCTCGGCTCAGAGAAGAGGTGGTTCGAGCCGGAGGGGAA 

CAAGCGAGACCCAAGGCCTAAATTTGCGGAATGAGCTAGGGCGTGAGAACCAGAACTGGGG 

TGGGTAAAGAACTCCGCTGCCCGGGACCAGGTAAGGGCGGACGCGTGGGTCGAC 

>394 

NNGTCGCCATTGTGACCGGAGAATTTAATATACTTGTGCCCCGCGCGTGTTTTGTTA 

ACGGTGCGCCCGAGTGTGCCGTCAATTTCTACCCCTCGCCCCTTAACCCAAAGGTAAATCCA 

CCATCTGGTATTCTCCCCTAGAGCACCAGATGACCATCTGAAGCTGGACAAGTGTCTCTAAG 

AATAAAACATTACTGTTTACAAAACAAAAAGCACAAACATAATTATGGAATAAATAAAAAACAA 

GGGACAAACAGCCAACTGACTCTACCCACTTGGTGAGAAGTGATATACTTCAACTATTTTnr 

AATGCTTCTGAAAGTTTCTTGGCCCACAGAGGACTAGGGTGCAATCATTCCCTGTGTTAGTG 

AGTTGGGTTTAATGCAGCTTCAAAATTAGGGTAAAGGGACTTGGTGAAATGTTTAGATTAAAT 

ATTTCACTCCTACCCATTCTTCAGGAAAAAAGGTGAGCTCAGCAAGGCTGGATGCCATTAAG 

AGATATTTAGTGTTTTCTTTTTCTATAGCTAAAAAAGCAAACTTTACACGAAGAAGCTCTTG 

TAAGGAAATTTCAATAGATTCATATTTATAAAATTTTAAAC ATTTG GCACAGCAAAATTTGG^ 

AAAATGGGGGAGAAAAAATAGGTCTGGTTGTTGTCCCCCTTTTTCCACCTGCTGCTGGACAG 

TGATGAGATGCTCACAGAAGAAAAAGGCCTGGCTTTGTACGAGGCTGGCGACAGGTGCTAC 

CAGGAGTGGGCTGAGGGGAGAAAAACTATCTCCGACTCTT7TGGCCCAGGCAATGTCAACG 

ACTTCCACATTCCCTGGGCCACTTCCTGAGCAACCCCAGGTTCGGCTCTGTATAAGGACGCT 

CCCCTCCCAACCCCAACCCCAGAGTGCAGTGCAAATCAACCAACAATTTACTGGTGGAATG 

GCAATCAAAGGAAACAGTTAAACACCAAACAATTTCTTAAAGCCAAA AAATA TTTTTCATGGA 

GTTGAACATTTTTCGAGTGTG 1 1 I I 1 1 I GAAGTGTAAAAGCAGTGACATTTTGTTCAAACAGAA 

GCAGCATCTAGGAATTCTGGCACTTGGGTTGTAGGGGGTTAGAGGTATGCATCATGGATTCT 

TCTGCCTCGTATTTAAAAAGGCCTGGTGTTTCTATTCCTGAGTTCATACCAACACCTGCTAGC 

TCTCCCCTCTAGCGGACAGTGGGTGGCCAGCCAGCCTCCCTGGTTAGATTGGGCAATGGCA 

AGCAGACATCCCTCATTCACGTGCTGGGCTTGCTTTCTGATTCAGAGGTAAGTCGAAGTGCA 

GAGAAAGAAACTTACAAAAGCACAACCACCAAAGGCAGCCTGAACGGGGAGCCCTGTGGAG 

ACTGAGTTGCTGGAGACTACCCTCTCAGTCCCATTCCTGGGGAAAGGTAGGTCACTCATGG 

AATTTGAATCAAACATGGGGGAGGACACCTGCCAAGCAATAGTATGATGGACTCAAGTCATC 

CCAGGCCATCTACTGTGTCCCTCACCTGCCCTAACCTTTTCTGAGTCCCTCCCTCTCTTGTG 

CAAGCACTGTAGTTTAAAAAGGAAAAAACAGCCCCCACCATTAAAAGACAACCTTCAAATGTT 

ACTCAGTATATAAAGTTTGCTTAGGGTAAGGTGGAGTCAGAAATGTCTCTAATTGTAGACACC 

ATCTCTGTGCCACCCTTCCTGTCATCGGATATGGAGTGATTTCTTCTCTGGCTGCTGCGACG 

CAGATCTGAGCCACAGTCAGGTACCAATGTACACGACATAGGCACATGTGCAAACACAAAGA 

AGGTGGGCTGCTGCTTCTTTCTCTCTGCCGCTAGTCCAGGCTCGTTTGCTTCACGTAAGATT 

AACACTTrCOGATTCCTGTGAAGTTGCTGGAAGGACATTTCCCAGGAAGAAACM^ 

CTGCGTATAAACTGTAGTGTCATGTGGGATAGTCAATTGAACATGAGAATCAGAACAATCTG 

GGCAAATGGGTATGGCAAGAATGGGAAGACCACAACAGGACAGATGCCAACTGTCATTCAT 

GCCAGGOCTTTTGGCATCTGGGTGCCTtCTGTGTC 1 I C I 11 CCACCTCTTdCTTCAGTCTCAA 

CATCCACTTGTACCCCCAGCTACCTGCCATGTTTCCAGGTATCATTGGCTCTTAACTCCCACA 
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AGCCTGCCTTTTGGCTACCCATCCCAACAATATCAAGAGGGAATGACTAAGTATCAGCTAGA 

AACTTAGCGATGTCTCAACATTCCTGGATTATGTGAAAAGCTGTCGATGCCCTTTTACAGGTT 

TATGGTGACAGACCGGTATCATCTTAAAGTATGTTCATAGTTAAGGCTTGACTTAAGAAAATA 

AGAGAACCAGACATAATGGAAAGACCTCTTCAATAATGTTGTCATGCGTCTCAGTGAACGTG 

CTCACAGTCACACTTGGTTTGGCTCCCCAAACCCACAATAGAAAAGGAAA AATGA GTATTTT 

G M I M CATCTGTTTTGTATTTAAAGGCATTGGGTTACTTCCTCCTGCCCTGTTTTCTTCCCTG 

AACAAGAGTTTAGAACTCGTCATGGCTTCTTAATAGGTGAAGTAGGTGAAAAGTCTGAGAAG 

CTCACAGCAGGGTTTGCCGTCCCAACTATGCAGCTGAGAGGTCGCCA GCTC CTGTGCCTTC 

GCAGCCCCACTATAATTGGCAGTATGTnrGTTCATGTTTCCTGAAAACATTTTCTTTAAAAAG 

GAAAAGAAAAAAATGCCAAACAACACCAACCAAAAAAAAAAAAAAAAAAAAAAGAAGGAAGAA 

GACAAAGAGCAACATCCAAACATTCCCCAAGCCGCACCCCAGTAAGTCTGAGATTATCTTAT 

TCCTTCCCTGAAATAATTATAAAGAAGCATTTCAGGCAAAATACTTAGTATTAATGGTCTCTTA 

CTGCTCAACCTCCCAACCATGCCCTTTTCGCTTTTATGTGTATCTCTTGGAGTAAAATAAATT 

CATTAATGGCTTTCCACATACAAATACAATAGAAAAGAAAGAAGTCTGGAACCTGACTATCAT 

GGGACCAAAAAGTATCTTGGCGGTTTGGGAGTTTCCTTGTCAGAAAeTATAAGCCTCAACAG 

GAAATAGAGGCTCCTTCTCCTTTGAGTTCAATACCCTCCCTGTGTCCTACTCACCAGGAAAAT 

AAGTGTGTTCATATCCCACCTAATTTACAACAGAAGATAACCCCATCCCATCCCCAAAACATA 

AAAATACAAGTCTATGCCCATAGAACN 

>395 

NNNNAACACATTTGCGGTCCCGTCGCTGGGTCCCTGCGATCGCGCGCAGCTGGTG 
GGGCTCGCGGAGCTCAGGGGAGCGGGGTCGTCTGCGCCGCTGCAGCCGAGTTAATAAACA 
GTTAAGTTTGGAAGACTCTGCAGACACGTTGAGGGGGAGTTACCAAGGCCAGGGAGGAAAA 
ACATCCTGGCACATTCCTGGGGAGTGCTCAGCTGCCAGCATCTGATTAGAACGATATCTCTC 
GCCGGGAGTGGCCGCGCGGCTCCGAAGCTCCCGGCCGGGGGCTATTTAAGCGAGGCCCG 
CCGCATCCGCTGCGCTGTAGCCTGGAGGCTCCGGGCGCGGGGAAGTCATGCTCGCTTCAC 
GGAGGCAATAGCTAGCCGGTGTCTGTGGGAGGTTATGTTTATTTGAGACTTCTCCATCGGGA 
TCGCCTGGTGTCACCAAGTGTCCAGTGGTACTGAGGTTTGCTGCCTGCCTTCTTGCCATGTC 
TAACGAAGTAGAAACAAGTGCAACCAATGGTCAGCCCGACCAACAGGCCGCACCAAAAGCA 
CCCTCAAAGAAGGAAAAAAAGAAAGGCCCTGAAAAGACAGATGAATATCTCTTAGCAAGGTT 
CAAAGGCGATGGTGTAAAATATAAGGCCAAGCTGATTGGCATTGATGATGTGCCAGATGCAA 
GAGGGGATAAAATGAGCCAAGACTCTATGATGAAACTAAAGGGAATGGGGGCAGCTGGTCG 
GTCTCAGGGACAACACAAACAAAGGATCTGGGTCAACATTTCCGTTTCTGGGATAAAAATAA 
TTGATGAGAAAACTGGGGTAATAGAGCATGAACATCCAGTAAATAAGATTTCTTTCATTGCCC 
GTGATGTGACAGACAACCGGGCATTTGGTTACGTGTGTGGAGGAGAAGGCCAGC ATCAG TT 
TnTGCCATAAAAACCGGGGAACAGGGTGAACCATTAGTTGTTGATCTTAAAGACCTTTTTCA 
AQTTATGTATAATQTAAAGAAAAAGGAAGAAGAAAAGAAAAAGATAGAGGAAGCGAGGAAAG 
CAGTTGAGAATGGGAGTGAGGCCGTAATGATTCTAGATGACGAAACTAACAAACTGAAATCG 
GGTGTTGACCAGATGGATTTGTTTGGGGACATGTCTACACCTCCTGACGTAAATAGTC CAAG 
AGAAAGCAAAGATATCCTGTTAGTGGATCTAAACTCTGAAATCGACACCAATCAGAATTCTTT 
AAGAGAAAATCCATTCTTAACAAACGGCATCACCTCCTGTTCTCTTCCTCGACCAACGCCTCA 
GGCATCCTTCTTGCCTGAAAATGCCTTTTCTGCCAATCTCAACTTCTTTCCCACCCCTAATCC 
TGATCCTTTCCGTGACGATCCTTTCACACAGCCAGACCAATCGACACCTTCTTCGTTTGATTC 
TCTCAAATCTCCAGATCAGAAGAAAGAGAATTCGAGTAGCTCGTCTACTCCGCTGAGTAATG 
GGCGCCTGAATGGTGATGTTGACTACTTTGGTCA GCAA TTTGACCAGATGTCTAACCGGACT 
GGCAAACAGGAAGCTCAGGCAGGCCCATGGCCCTTTTCAAGTTCGCAAACCCAGGCAGCAG 
TGAGAACTCAAAATGGGGTATCTGAAAGAGAACAGAACGGCTTGTCTGTCAAATGCTCCCCG 
AACCCTTTTGTGGGAAGCCCTCGCAAAGGACTGTCCATACAGAATGGCGTAAAGCAGGACTT 
GGAAAGCTCTGTCCAGTCCTCACCACATGACTCCATAGCCATTATCCCACCTCCACAAAGTA 
CCAAACCAGGAAGAGGCAGAAGGACTGCTAAGTCTTCAGCCAATGACTTGCTTGCATCAGA 
CATCTTTGCTCCTCCCGTCTCAGAACCTTCAGGCCAGGCGTCACCCACAGGACAACCTACA 
GCCCTGCAGCCCAACCCTGTGGATCTCTTCAAAACAAGTGCTCCTGCCCCAGTGGGGCCCC 
TGGTGGGTCTAGGTGGTGTAACTGTCACACTCCCTCAGGCAGGACCATGGAAGACAGCATG 
TTTGiSTCTTCAATCAGTCCCCTTCAATGGCTCCGGGAGCCATGATGGGTGGTCAACCTtCAG 
GTTTTAGTCAGCCCGTCATTTTTGGTACAAGTGGAGCTGTTTCAGGTTGGAACCAGC 
CCCTTTGCAGCCTCAACtCCCCCtCCAGtGCCTGTTGTCTGGGGCCCTT 
CACCCAATGCTTGGTCAACAACAAGCCCTTTGGGGAATCCTTITGAGAGCAATATTTTTCGAG 
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CTCCTGCTGTGTCCACTCAGCCCCCATCCATGCACTCCTCTCTCCTGGTCACTCCTCCTCAG 

CCACCTGCCAGAGCTGGCCCTCCCAAGGACATCTCCAGTGATGCCrTCACTGGGTTAGACC 

CACTTGGGGATAAAGAGATCAAGGATGTGAAAGAAATGTTTAAGGATTTCCAACTGCGGCAG 

CCAGCTGCTGTGCCCGCGCGGAAGGGAGAGCAGACTTCTTCTGGGACTTTGAGTGCCTTTG 

CCAGTTATTTCAACAGCAAGGTTGGCATTCCTCAGGAGAATGCAGACCATGATGACTTTGAT 

GCTAATCAACTATTGAACAAGATCAATGAACCACCAAAGCCAGCTCCCAGACA AGTT TCCCT 

GCCAGTTACCAAATCTACTGACAATGCATTTGAGAACCCTTTCTTTAAAGATTCTTTTGGTTCA 

TCACAAGCCTCTGTGGCTTCTTCTCAACCTGTATCTTCTGAGATGTATAGGGATCCATTTGGA 

AATGCTTTTGGCTAAATTCTGAACTTGGTCTGCAGACCATCCAGAGGAATAAAAAGGTTGGC 

CTTAGTAGTCAAAAACAAAGCTGATAGCCAGACACGTTCTGATTTCTGCCC TTGTT CCAGCTT 

TGACGTATTATCTGTTGCCTTATTTCTCATTGCCTCTTCTACTTGTAAAATGCTTTTCACTTTCT 

GTCTAGGTTAAAGCTAAACTGAATCTATGGCTTTAAATAAATTAAGATCCTAAACTCTCTAGCT 

TAAGTGTAAATGAAGTACAGTAGTTTCCCTACTGAACCCTGCCTCTTGTGTCCCTGGAACCTT 

CTAGAACACCTGCCTTCTAGCCTCTGGTTGGGAGATGCAGCCACCACATCCCTTCATATCAT 

ACTGTTTTGAATAAATTTTCAAATCCTTATTGTTGAGAGTTGTTTGGGGGTTCTGTT^ 

ATAAAACCTAAAGGTTATAGTAGAACAAGGGACCTTGTTAAAAGAAATCTTGCTTGAGACCAT 

CAGTTACAGAGAATTTCTAAAGTAAAATTGAAGCAACTACAACTTCTCCTTAGACAGTTTGGA 

ATGTAACCACTTAAGGACCTTTTTAAAGAGATAGGTTCTCTTCTTTCTGAAGATCAATTTCTCC 

CAAGGCCAAGATTGTGCTTTTCTCCGATTTC TTGGTA GCTATT GCAAA TGAGGGAAGAACATT 

ATTCATCTGTCCTCGCG I 1 i I I I M GTGATTC I I M M CAGTCAGTTTTGCTCCTGGGTTCAAG 

TAGTATTACCACCCTTTCACAAGCAACAGACTCTCACAGGGCAAAAAAAAAAAAAAAATCTAA 

TGATTCACAGACAGATCTGGAGCGTGTCTTGATTCTCAGTAATrGCTAGTCCCAAGAACTAGA 

ATTGCAAATGGGCACAACCTATATCCTTCCTGTGGAAGAGGAGGCCACTCTCTTGAGGTGAA 

GTTCCAGAAGAGCAGTTAATGTTCAAGAGAAATTGAACTCAAGTGAGCAACAAAGGACTCTA 

TTTTGAAGAGCAACATATCACAAAGCTAAATGTGATT GTGCC AAACACATTAGGTGCTTATTT 

GGGGTCATGCTAGGCGTTTATCAAGTAACTGGAAAACTTTTCTTGCAGCGACAATCTCAATGT 

CGTTAGTAGGAAGATAAGAGGGGAGAAAAAGGTGTAGAACAAATGTTTGGGG TTACC ATTGA 

AAATCTAATGTCTGCAATATTTTTCTCCTCACAACTTGGAAACGT TCCCAGTTCATTTT CAGTC 

GTGTTGTGAGCACAGTTCTGAAGGGTTTATTATTGTGAAAATAAGTTTTGTTTTGTTT^ 

TGTTGGG I I M I A ATGTTGTCTCTTGACCCTTAATGCTGAGGTTCTTGTGGGAGTTAATGAGC 

CACATCCAACGTTACCTTGAGGGGGAAGAAGAGGGTGATGCTCAGAAGCTAAACAAGACAG 

GGGCCACATGACCCTCTATTGATTAGCCCCAAGTAGAAAGTGCTGTGGTTTTATGTTTAATG 

GTAATAGTTGATCATATATGGCATAATrTTCTATCAGCTTCCTACTCAGTCACTATAAACACAG 

ACTTGAAATAGTACTTTAAATGTCCAAATACCTAAATGTGGTAAACTGGAGGTAA CTATT TCTA 

GGTAGTTGAATTTTTGAAAGTCATGATCAGCCACACAAGTGTTTTGTACATACTTATTTTCTC^ 

TGCACTTTTCTGTATGCAAATAAAGCTATAAATTTACTCATTTCAATAAACTGGAGTGGCAGAA 

TAACAAAAGAAAATATAAATAATAAAAAAAAAGGGGOG 

>396 

>397 

>398 

NAGCGTTACTCTGACAAAGACTTGTTTCTGTTGCATAGGAACTGAAGATAAGTATGC 
AGAACrTAGCAAAGATTTTGAAGAGAAAATAATGTAAGGATTACGTA ATTGG GGAAATAAAAA 
CCTGAAGGGCAATTTCAACTAAGTATGGCGACTACCTGCTCACCATCTTTTGGAGACCGAAG 
AAGAAATGAATGGTCTGAACAGACTTAGCCCGACAGAGCTGCCCAATAGAGAGGATGCCAA 
TGTTAAATGACCACAAGAAATGTAACATCTCT7TTTAGGACACCCTAGATAAGAAATCTTCCA 
ACTGGTCCTTCAGGAGGGTGTCTAAGCAGTCTTGGATGAGCTACATCAACAGGTCTGCAGA 
CCACAGAGCCAGCAATCAGGGACCACATTCCCCGAGGTACAAAATTTAGAGGTTTCCCCTTT 
ATCAACAAGAGACCCAGGTGCCAGCATGTTACTACCAGATCCAGTTCTTCTTAGGACAGTGT 
GGCTCAAAGGGATGAGACCTTCCAGACACTGGTATCTGAGCATCTGTGGGCTGCCCCTGAG 
7TGTCAAGW\TAATTTCCTTATCTCTGAAGGAGTCCAGACAGGAATGCTTCCACTGCTGGGTG 
GGTGCTCGCCCCTCTTGCTCCTTAAGCGCCCGGCTCACCGCCTTGCTAGGACAGGGTGTGT 
TACACAGTTTATG6GACTTTTCTGTGAACTAC<yrGAGGGCAAG^CGATGTGCCACTC^^ 
CTTGCTCCTCAAATATTTTATAGGAAAGCAGTCCACAGTCTCAOACAGAGGAAAGATGAAGTT 
TAAGTTCTAGCCCTATGAGGACAACACCTAOTTTGATACCAGGGGTCACACTCTACAGCTNT 
GtrCAAGCTGAGGAGAGTTCTCTTTCCTTATCtGTGtGTtCCTCAGAAC^ 
CCTGCCAAGTCACCCTTGAGTTACN 
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>399 

NNNNNNNNNNNNGCCGAGGTACGCGGGGAGAGAGGAAAAGAACACAGATCTCGCA 
TGGTTCAGATTTTTCTTTTTAGGTCGAGGAGTAAGATATATCATACGAAAATGAAAATTATAAT 
TCTTCTTGGATTCGTGGGAGCCAGATTGTCAGCCCCACTTATCC CACA GCGTCTCATGTCTG 
CCAGCAATAGCAATGAGTTACTTCTTAATCTTAATAAT GGTGA ACTTTTGCCACTACAACTTCA 
GGGCCCACTTAATTCATGGATTCCACCTTTCTCTGGAATTTTACAACAGCAGCAGCAGGCTC 
AAATTCCAGGACTCTCCCAGTTCTCTTTATCAGCTCTAGACCAGTTTGCTGGACTGGTCCCAA 
ATCAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAGGAGCCCAGGCAGGCCAAGTTGA 
TCCGTTACAGCTTGAAACACCGCCTCAGACACAAGCAGGCCCCAGTCACGTGATGCCCTAT 
GTATTCTCCTTCAAAATGCCTCAAGAGCAAGGACAGATGTTTCAATACTATCCAGTTTACATG 
GTCCTACCCTGGGAACAACCTCAGCAAACAGTTCCAAGGTCACCTCAACAAACAAGACAGCA 
ACAGTATGAGGAGCAGATACCATTCTATGCTCAATTTGGATACATTCCACAACTAGCAGAAC 
CTGCTATATCAGGAGGACAGCAGCAACTAGCTTTTGATCCCCAACTAGGCACAGCTCCTGAA 
ATTGCTGTGATGTCAACAGGAGAAGAGATACCATATTTACAAAAAGAAGCGATCAACT TTAGA 
CATGACAGTGCAGGAGTTTTCATGCCCTCAACTTCACCAAAACCCAGCACAACCAATGTTTT 
CACTTCTGCTGTAGACCAAACTATTACCCCAGAGCTCCCAGAAGAGAAGGAGAAGACTGACA 
GCCTAAGGGAACGATAAGAAGTTGCCCTGATCATTCAGACATTTTGGGAAAAAGATGTGGCC 
ATGCGTTGGATATAATTTTAGGCTATTAGCTTCCTCAATAGTAGTATCAGTTGTTTGGAATACA 
TGAAATATCTTGACTCTTCTCGTAAATTTGTTTTTACTTATACATGTTATTAAACTCTTTAA^ 
TGTCATAGAAAATAATACAATCATGTAATGAGTCTTGTCTTACAAAATTATATGTCTCTTCAAA 
TATCCTATCATTGTATAATATGGAATATAATAACACAGAATAAAGCTAGTATCATTAAATCAAT 
TGGATAATTGCATTAGTAAATGATGCCTCTGCAAAATGGTAGTACCCATGAAGATATGTATAT 
TGTGATTGGATGTATGATGAGTGTTGTGATTGGAAGTGATGAAGTAAAATAAGTATGTAGATT 

TGAAAAAAAAAAAAAAAAA 

>400 

>401 

TTGGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGACCGATGGCGCGATTTCA 
CAATCCTGCAGAACGGCCATACAAATTGCCAGACCTGTGCACAACGCTGGACACCACCTTG 
CAGGACATTACAATAGCCTGTGTCTATTGCAGACGACCACTACAGCAAACCGAGGTGCATGT 
GTTGTCTGAAACCGCTGTGTCCAGCAGAAAAATTAAGACACCTAAATAGCAAACGAAGATTT 
CATAAAATAGCAGGAAGCTATACAGGACAGTGTCGACGGTGCTGGACCACAAAACGGGAGG 
ACCGCAGACTAACACGAAGAGAAACCCAAGTATAACATCAGATATGCGTGGACCAAAGCCC 
ACCTTGCAGGAAATTGTATTAGATTTATGTCCTTACAATGAAATACAGCCGGTTGACCTTGTA 
TGTCACGAGCAATTAGGAGAGTCAGAGGATGAAATAGATGAACCCGACCATGCAGTTAATCA 
CCAACATCAACTACTAGCCAGACGGGATGAACCACAGCGTCACACAATACAGTGTTCCTGTT 
GTAAGTGTAACAACACAGTGCAGGTGGTAGTAGAAGCCTCACGGGATACTCTGCGACAACTA 
CAGCAGCTGTTTATGGACTCACTAGCGGGGCAGGTACGCGGGTGTGCAAGTGCAAACCAGT 
AACCTGCTATGGCCAATrGTGAAGAGATGGGAGTCTCCCCGTATTGCCGAGGCCGGTCTCA 
AACTCCTGGGCTCAAGCAATCTTCCCGCCCCAGTTCCCGAAGGCCTAG GATTAG GGGAGTG 
AGCGACCGCACCCAGGCAGAAAAACGTTTCAAA TATTGGAA AACGTTAGTTTTTTCAATGAGC 
ATTTTTGCATCAAGGGGTAACAGGGACATTAGGCI I M 1 1 1 GTCTTAG ACTCGAAACAGTAAG 
GTCAGAATTTATCAAGACATTACATAGGAGTAAGGGCACAGCCAGGGGTGGTGGGGGGAGG 
ACATTTTCCAGCACTAATTAACAGGTTTTATGATTCACTAGGTTGGCCCAACTACTGTTCTCA 
CCTAATTCCCAGGCAGAGCGTGTCAGGAGGCCAAATGACACTTTCCAGTGCAAGTGCTTGTA 
GTATGAAGGGGGCAGAGATGACCTAGTGACCATCAAGCAGGCCATCCAGAGGCAAAACTCC 
TTATGTGAGGAATTTAGAAGTAATTAGACTCCCGTGTTATTTAAAGCTGGCATCTGGGTCCAG 
GCTTCTTCCCCAAAAACTTGTAAGTAACTAGAATTTCTACATGTCTCCCATGCATGCATGTCA 
AAACTTATGGTGCAACCCTTGCTGACATTAAGACACCAAAATGTCCAAAAATGTAATCATTTA 
TCATGACCTAAGTGGTTAATATGGCCCAAATTCCCTTTAAGCTCCTGCTTTAAGGTTCATAAA 
TATCCCTAAGGAAAATCCACTCAGTCCTCTCTTGCTGAGGCACCCTGCTGTACCTGCCCGGG 
CGGGCGCTCCACCGCGQTGAGCNNNNN 

>402' * ■■ i»* 5. 

AQGGAGTCGACCCACGCGTCCGGAGGTGAATGAGCAGAATGGGdAACGCACGGAG 
GTAGAAGATQGCACTGTQGATGGTGCAOACAGGGATGAAAAQGACTTCAGGAATCGTeGCC 
AGGAAGTCAGGAAACTAGACCtGCCAGTGCtGTTCCCAAACAGACTtGGTMGACTCdCrT^ 
GCTCTGATGGTCAAAGGATGGCAAAGTCCACTTTAGAGGCCATTAGCCTAGCAGTTGAGTAG 
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GAGCTGTCACTGATCCTGGCATCATCATCATCTTGATGTGTG ACCC TATCCAAGTTTTGGTTT 

TCATGGAGTTAAAGGTTATTGCCCTTGCATTTTAGAGCCCTGATTTTGCATTTGCCAACCTGT 

TTCAACTAAGTTCATGTCATCTTTTCCCATGGAGTTTCACTATGGATTGTGAGACTGCTGGTT 

AGGCCTCCAGACCAGGTCCATCTTCTCCCTTTTTCTCTAGCATGGCCTTGCCCTTTCCACAG 

CCCTGAGCCTATGCCTGGCCTGGGTACCTTAGCCCCTTGCCTTTCCTTCCCTGTTTGAAGCG 

TGCCCAAGCCCCAGGGTTGCCCTTTTGTTATTCTGCTGCCTAGAAGTTAGAACATTCAAGAA 

TTGAGGGTACACCTATAAACAGACTGGCAGATGATATAGTGCTTAATGTCTTGCCTC AGTT TG 

TCATTGTGTCAGAACATCCGAAAAAAGATAGGAGAAAAGTTGGAGTTTAGGGCATAATTTTCC 

TGTAATAATTTGGAGCTCAAAAATATTACAATGAGAAAATAAAAAGCTATTAATTAGCAGGAG 

ACTTAATCACATGAAGAATTTCAATTAGATATTTCTTCTACGTAGTATAGTTATAAC TTTG CATT 

CCATTGTTTTCCTTCTCTATAGTCCATTGTATTTCTGTGGGG I I I I I I I I M ICAGGTTTTGAG 

TTCAAGAACGAGATTAAAAAAGAAAATCTAAAATGGGATGATTCAGAGGAAGTAGAAATAAAC 

AAGGCTTTACAGAGAAAGTCCAGAGGAGTTTATTGGCACTCTGAGCTACAAAAAGGCTTGGA 

GAGTGAGCCAACATCAAGAAGGCAATGTAGAAATTCTCCAGGGGAGAGTGAGGAGAAAACC 

CCATCCCAGGAGAAGATGAGTCACCAGAGTTTTTGTGCCAGGGACAAAGCCTGTACACATAT 

CGTGTGTGGGAAAAACTGCTCTCAGAGTGTGCACTGTCCCCACAAGCCAGCGCTGAAACTG 

GAAAAAGTATCTCAATGTCCTGAATGTGGGAAAACCTTTAGCCGAAGTTCTTATCTTGTTCGG 

GATCAAAGAATCCACACAGGCGAGAAGCCTCACAAGTGCAGTGAGTGCGGGAAGGGCTTTA 

GTGAGCGCTCCAACCTCACTGCCCACCTACGAACTCACACAGGGGAGAGGCCCTATCAGTG 

TGGGCAATGTGGGAAAAGCTTCAACCAGAGTTCCAGCCTCATTGTCCACCAGAGGACCCAT 

AGCGGGGAAAAGGGTTACCAGTGGATTGTCTGTGGAAAGAGATTCAACAACAGTTCCCAGTT 

CAGTGCTCACCGGCGCATCCACACTGGGGAGAGCCCATACAAGTGTGCAGTGTGTGGGAA 

AATCTTCAACAATAGCTCCCACTTCAGTGCCCACCGAAAAACCCACACTGGTGAAAAGCCTT 

ACAGGTGTTCTCACTGTGAGAGAGGCTTCACTAAGAACTCTGCCCTCACCCGTCATCAGACA 

GTACACATGAAAGCAGTACTCTCATCACAGGAAGGAAGAGATGCGTTATGAGTGTGTCGGTA 

AACTGTCAGATTAAGTTCCTCAGGTCAGCATGTATGAGCTTTCTTCTGCTGTGGAGAGATCTA 

GCCAGTCCCTGACTTTGCAACAGACCTACTGACTACTGGATCTTAAGACCCATGTCTAGGAC 

CAGGAGTCAGCATAAGGACGCTGACCTCTCCTGGCTGTGCCTGTGACTCCAGAGTCCTATC 

TTACTGTGACTTAAAGTTTGATGGAGAGAAAGCTGTAGGATCCATAAATTCTACCAGGAAACC 

AGGGTGTTCCTGTTCCTAGCACTGAGAATGGGCACCCAGTGGTCCAAGAACACTTTCTGGG 

CTAACATAGTCCTCACACAGGGCTGAGAAAGAAAGTGTCTCCTTTCCTGGAAAGCACATGTA 

AAAGTTAAGGGCCTGAATCTCTTCTAAACCAATAATTGACCTCTAGGCACCCACCATAATACT 

GCTACCTTCAGGGCAGAAGACACTGCTCTTTGTAACCCAGCCACCACCAAAAAGCAAACAGA 

AAGAAGGAAGGATGGTTAAGCCATTGGATAATACTGAATCTGTTTCCCTAAGTGACTTAACCT 

TAGAGCAAGCACAAGATCCAGGTTAATTTTTTGTAAGATTTCrCCTTTTATTAT^ 

ATAGTTCCTGATTGTCrCTTAAAGTAAGTGGTTTATAGAGATTACTATTTCTGATAATAATTTA 

CAAACTAGTATAAACAAATTTATAAACATTACTAATTTCTGATGAAAATAAAGTTGTTTGTCCCT 

CGAGAAANNNNNNNNNNNNN 

>403 

NNACCCACGCGTCCGGATTAATCTATTTGCCTAAATGGGTTTGTTCAGGTATGCATT 
TTTAACAAAGAAGTTTGTGTTGATATAGTAAAAGACCTATCAGTGTTTCC ACGA TGCACTTCTA 
TTTTTTAGGAGTTTATAATTTTAAGTCTTACATTCCTAGTAACATTTGGGCT^^ 
TTTCTAGTCTTGCCCTCAAATCATGCATGCAAATAGGAGGACAGTGGTGGTGACTCAACTGG 
ATACAGGTGCTCAATAGTCAGGCTTGATAGTGATGTCAGGACGCATTACAAGCTGTAAGCCG 
ATACTGACTGGCCATTGGCACCATCCTTGACTAACCTTCGTGTTTTTCTCTAGTGTGCCTATG 
GTGAAATGGCAATAGCATTCACTGTCGTATTTTGCAGTGCTCAGGAAGTGGGACGTTAACTT 
TGAAGGTGCTTGTTTGTATTAGCTCTGCTAGG TTTACCTC TACAACGTAGATTTCAGGAGCTA 
TGCTGACTGACACTACATTCTAGTTCTTAAGA 11111111 CCAGATCCCCGGT TCCC CAGCTA 
GACATACGTAGCATACTTTCATCTTATTCAGTCTTTGTGTAAGC TGCTG GTGCTTTTAGTCCT^ 
CTCAGCTCAGATCGGAATCAATGGAGTGGGCCCAGAGGATACATTTTAATTCCAGTAATGGT 
AGQTAGATTTGTCCTGCTTTCTAAAACATCTCCTCATTTGATATTTCCACTCCATATTGATTCC 
' ATAAGGGAAAATTAATGGGTGTTTOCTOCTTTAGGGAGGTAATGGAAAGAGTGT QGAC ATCT 
TCTAATCTTGAGGAACAGTAGTTGATTTCCCTTGAAGGAGCTTACATATTGACTGT7TTCACA 
AtAACCTGTTTGCCCCAGTTGAATCCTCATTTTAATACTTAATTTGeTACTGGCTC^ 
I M I CI I ACAGATAACAMTCAAGAGTGAAATTTGAGG TTAT ACTCC AGTAAAG TTTTTAACAC 
TTGTGAATATGGTCAGCTAGACTAAACTTG ACTC I I I fl I I I AATGGCTTTTTTATCTGTGAAC 
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ATTCAGATAAGTGGATTTTCAAGTACTGGTTGGGGATGGGAATCGTGCTTTTCTTTAAACTTC 

AGTTTACGAGATGCTTTGAGAGCGTTAGGCAAAAGCAGAAATAAATATCAGGAGCAACGGG 

GAAAGCTTTATAAAAGATCATGGTGGCCACTGTTGGAGCTTTGAAGAATGAGTGCTGGGTTG 

AACAGTTCTTTGCCTGCATCATTGGTAGCTGCACTGAAAGGAAAAAAGTTTCAGCTTAAGAAT 

TTGAAAAGGAAGAAACCTGGGCTCTGGTGTrCATGGCATTTAGACTGAGATGCTTAAACAGA 

ACAGAAGTAATACGCATrTCGTGCCATAGGATAGGGAAAATGTAACAAGCTGGTTGCTCTTG 

AGGTTAGAAAATTGTCTGTrrCTCTGTGGATGAAGCTGGATTTACTTGAAAATGGAGA GTTGG 

CTTATTGTTTGAATATTGGGACATCAAGGTATCTAT AGCCA AGTTTCAGTCGCAACCAGTTTT 

CCCTTTGTCTGGGGTAAATTCGATAGAAAATGATTCTTTTTGAATCCTGAATGCATAAATTACA 

C I I i I I I I I I I CAAATTCACAAAATTCACAGTGGTGCTGACTGTGTAATAACCACTATTGGGAA 

ACATCCCGTAAACCTGCCTGTTGCCATGCCAATGGAGTGACTGAACTGGTGACATCTGTTTG 

AGCATGCTTTGTGTGGCTGGTCACAATGACACGGTTGGTGCTCACCTTGACCTCCGGGCTA 

CGGGACGGAGGGTTTTCTAGANNNNN 

>404 

tAGGGagtcacccacGCGTCCGCCCTGCGCCAAAGTGAGCAGTAGCCAACATGTCAGG 
GTGGGAGTCATATTACAAAACCGAGGGCGATGAAGAAGCAGAGGAAGAACAAGAAGAGAAC 
CTTGAAGCAAGTGTGTATCGAAAGTGTGTACATCAGTAAGATCATAAGCAGTGATCGAGATC 
TCTTGGCTGTGGtGTTCTATGGTACCGAGAAAGACAAAAATTCAGTGAATTTTAAAAATATTTA 
CGTCTTAGAGGAGGTGGATAATCCAGGTGCAAAACGAATTCTAGAGCTTGACCAGTTTAAGG 
GGCAGCAGGGACAAAAACGTTTCCAAGACATGATGGGCCGCGGATCTGACTACTCACTCAG 
TGAAGTGCTGTGGGTCTGTGCCAAGCTCTTTAGTGATGTCCAATTGAAGATGGGTCATAAGA 
GGATCATGCTGTTCACCAATGAAGACAACGCCCATGGCAATGACAGTGCCAAAGCCAGCCG 
GGCCAGGACCAAAGCCGGTGATCTGCGAGATACAGGCATCTTGGTTGAGTTGATGCACGTG 
AAGAAACCTGGGGGCTTTGACATATCCTTGTTCTACAGAGATATCATCAGCATAGCAGAGGA 
TGAGGACCTCAGGGTTCACTTTGAGGAATCCAGCAAGCTAGAAGACCTGTTGCGGAAGGTT 
CGCGCCAAGGAGACCAGGAAGCGAGCACTCAGCAGGTTAAAGCTGAAGCTCAAGAAAGATA 
TAGTGATCTCTGTGGGCAT7TATAATCTGGTCCAGAAGGCTCTCAAGCGTCCTCCAATAAAG 
CTCTATCGGGAAACAAATGAACCAGTGAAAACCAAGACCGGGACCTTTAATACAAGTACAGG 
CGGTTTGGTTCTGCCTAGCGATACCAAGAGGTCTCAGATCTATGGGAGTCGTCAGATTATAC 
TGGAGAAAGAGGAAACAGAAGAGCTAAAACGGTTTGATGATCCAGGTTTGATGCTCATGGGT 
TTCAAGCCGTTGGTACTGCTGAAGAAACACCATTACCTGAGGCCCTCCCTGTTGGTGTACCC 
AGAGGAGTGGCTGGTGATTGGGAGCTCAACCCTGTTCAGTGCTCTGCTCATCAAGTGTCTG 
GAGAAGGAGGTTGCGGCATTGTGCAGATACACACCCCGCAGGAACATCCCTCCTTATTTTGT 
GGGTTTGGTGCCACAGGAAGAAGAGTTGGATGACCAGAAAATTCAGGTGACTCCTCCAGGC 
TTCCAGCTGGTCTTTTTACCCrrTGGTGATGATAAAAGGAAGATGCCCTTTACTGAAAAAATC 
ATGGGAACTCCAGAGCAGGTGGGGAAGATGAAGGCTATGGTTTGAGAAGCTTCGC7TCACA 
TACAGAAGTGACAGGTTTGAGAACCCCGTGCTGCAGCAGCACTTCAGGAACCTGGAGGCCT 
TGGCCTTGGATTTGATGGAGCCGGAACAAGCAGTGGACGTGACATTGCCGAAGGTTGAAGC 
AATGAATAAAAGACTGGGCTCCTTGGTGGATGAG7TTAAGGAGCTTGTTTACCCACCAGATT 
ACAATCCTGAAGGGAAAGTTACCAAGAGAAAACACGATAATGAAGGTTCTGGAAGCAaAGGC 
CCAAGGTGGAGTATTCAGAAGAGGAGCTGAAGACCCACATCAGCAAGGGTACCTGCCCGG 
GCGGCCGaggtACACCTaAAGGGGGCTGAATCCAGGGAGCCAAGCAGTaTGttcTGTGGgcCcc 
acttccaCAGCACCTCacaAGTTAagaccTGCTGGCTTGGAATTCCAGCCAGCCAGTGGTGACAG 
GTtGaaGTCtGCctaagaTGGATTGAGTTCCCAgATGGAGTGGTGgccaCTAtcmGCAGTTTGAtcaa 
gtcagclATtccAgtccgcttgCTTtgtagAGTCCAGactggATGaGgAagGGTCCtCcacCATGCAGCATA 
GTgctaccAAAAAGCAGCcagacTactTCTTTAAGTGGGCccctGAtctCATToctcctgactGGGT^ 
CTCCCAACAGGGGTCTCCAGCCACCTCCTACAGgt 
>405 

NNCCAATTGGAACCTCCACCGCGGGGGCGQCCGAGGTACGCGGGGGGCGGCGGC 
GGAGAGAGCTGGCTCAGGGCGTCCGCTAGGCTCGGACGACCTGCTGAGCCTCCCAAACCG 
CTTCCATAAGGCTTTGCCTTTCCAACTTCAGCTACAGTGTTAGCTAAGTTTGGAAAG AAGGAA 

AAAAGAAAATGGGTGGGGGC CI H Id 1 1 iG TTCTTrGCCAAAGTGGTGGTrGTAGTCTITIT,., 
GCCCAAGGCtGTtGTGTTTTTAGAGGTGCTATCTCCAGTTCCTTGC^ 

ACCTCAGCGAGAGCAGCAGCAGCGATAGGAGCCGCAGAAGAGCCAGCGGGGTCGCCTAGT 

GtCATGACCAGGGCGGGAGAtCACAACCGCCAGA<3AGGATGCTGTGGATCCnTGGCCGAC 

TACCTGACCTGTGCAAAATTCCTTCTCTACCTTGGTCATTCTCTCTCTACTTGGGGAGATCGG 
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ATGTGGCACTTTGCGGTGTCTGTGTTTCTGGTAGAGCTCTATGGAAACAGCCTCCTTTTGAC 

AGCAGTCTACGGGCTGGTGGTGGGAGGGTCTGTTCTGGTCCTGGGAGCCATGATCGGTGA 

CTGGGTGGACAAGAATGCTAGACTTAAAGTGGG CCAG ACCTCGCTGGTGGTAGAGAATGTT 

TCAGTCATCCTGTGTGGAATCATCCTGATGATGGTTTTCTTACATAAACATGAGGTTCTGACC 

ATGTACCATGGATGGGTTCTCACTTCCTGCTATATCCTGATCATCACTATTGCAAATATTGCA 

AATTTGGCCAGTACTGCTACTGCAATCACAATCCAAAGGGATTGGATTGTTGTTGTTGCAGG 

AGAAGAGAGAAGCAAACTAGCAAATATGAATGCCACAATACGAAGGATTGACCAGTTAACCA 

ACATCTTAGCCCCCATGGCTGTTGGCCAGATTATGACATTTGGCTCCCCAGTCATCGGCTGT 

GGCTTTATTTGGGGATGGAACTTGGTATGCATGTGCGTGGAGTACGTCCTGCTCTGGAAGGT 

TTACCAGAAAACCCCAGCTGTAGCTGTGAAAGCTGGTCTTAAAGAAGAGGAAACTGAATTGA 

AACAGCTGAATTTACACAAAGATACTGAGCCAAAACCCCTGGAGGGAACTCATCTAATGGGT 

GTGAAAGACTCTAACATCCATGAGCTTGAACATGAGCAAGAGCCTACTTGTGCCTCCCAGAT 

GGCTGAGCCCTTCCGTACCTTCCGAGATGGATGGGTCTCCTACTACAACCAGCCTGTGTTTC 

TGGCTGGCATGGGTCTTGCTTTCCTTTATATGACTGTCCTGGG CTTTG ACTGCATCACCACA 

GGGTACGCGTACAGTCAGGGACTGAGTGGTTCCATCCTCAGTATTTTGATGGGAGCATCAG 

CTATAACTGGAATAATGGGAACTGTAGCTTTTACTTGGCTACGTCGAAAATGTGGTTTGGTTG 

GGACAGGTCTGATCTCAGGATTGGGACAGGTTTCGTGTTTGATCTTGTGTGTGATGTCTGTA 

TTCATGCCTGGAAGCCGGGTGGACTTGTCCGTTTCTCCTTTTGAAGATATCGGATGAAGGTT 

CATTCAAGGAGAGTCAATTACAGGTACCAAGATACCTGAAATTAGAACTGAAATATAGATGTC 

TAATGGGTGTAATTCTGCTAATATTGTCGCGGAGACAAGTCCTGAATCTGTGCCCATAATCTC 

TGTCAGTCTGCTGTTTGGAGGCGTCATTGCTGCTAGAATCGGTCTTTGGTGCTTTGATTTAAC 

TGTGACACAGTTGCTGCAAGAAAATGTAATTGAATCTGAAAGAGGCATTATAAATGGTGTACA 

GAACTCCATGAACTATGTTCTTGATCTTCTGGATTTCATCATGGTCATCGTGGCTCCAAATCC 

TGAAGCrTTTTGGCTTGCTCGTATTGATTTCAGTCTCGTTTGTGGCAATGGGCCACATTATC 

TTTCCGATTTGCCCAAAATACTCTGGGAAACAAGCTCTTTGCTTGCGGTCCTGATGCAAAAG 

AAGTTAGGAAGGAAAATCAAGCAAATACATCTGTTGTTTGAGACAGTTTAACTGTTGCTATCC 

TGTTACTAGATTATATAGAGCACATGTGCTTATTTTGTACTGCAGAATTCGAATAAATGGCTG 

GGTGTTTTGCTCTGTTTTTACCACAGCTGTGCCTTGAGAACTAAAAGCTGTTTAGGAAACCTA 

AGTCAGCAGAAATTAACTGATTAATTTCCCTTATGTTGAGGCATGGAAAAAAAATTGGAAAAG 

AAAAACTCAGTTTAAATACGGAGACTATAATGATAACACTGAATTCCCCTATTTCTCATGAGTA 

GATACAATCTTACGTAAAAGAGTGGTTAGTCACGTGAATTCAGTTATCATTTGACAGATTCTT 

ATCTGTACTAGAATTCAGATATGTCAGTTTTCTGCAAAAGTGACTCTTGTTCAAGAC TAGC TAA. 

TTT AI III I I IG CATCTTAGTTATTTTTAAAAACAAATTCTTCAAGTATGAAGACTAAATTTTGA 

TAACTAATATTATCGTTATTGATGCTATTGATCTrAAGGTA TTTAC ATGTATGTGGAAAAACAA 

AACTAGAATCTCTATAGGGTAGGTAGTTAAAGAGACTTGCTTTTATATCAATGGGGACTATGG 

TTGGAGCTTTGTGATTAAAGGGGGTTAATGAACGGGGAAAACAAGGAATGATTTACAAGTGG 

TAGTATTGATATGGTAGAAAAGCAGGGAACAAGTAAAGGGGAAAGGACGATAAAGTAAAGAA 

GAAATAAAAACATAGGAAAAAACNN 

>406 

>407 

>408 

NACAATTGCCTTCCTTTTAAGTTTCAGGGTCAAGGGAAAGTGTGGAAAGG I I I I II 1 0 

AAAAATAATTTAAAGGCCCCCCNNNNNNNNNNNNNN NNNNNNNNNNNNNNN NNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNI I M II II I II H II I IGTGTGGTATAA 

TGTTTATTTAAATAGTAATCTTAAAAAGGCTTTATACAAATCATATAAACACAGTTTGACATTGT 

TGTTTATTTTTTACATTGAAGAATCACAGTAAAAGCTCTCAAGTTCCCGTGATCTGGCTCAGC 

CAGTGAATGGTCGAATACCTCTAACTGCAAACCCTGAAAAAGTTAACCTGCTATGTGACAGG 

TTAACTCTTTCCCTTGTTTTCTTGTCATTCATGCTTATTCCTTGGACCCTCATCCCTGTCAACT 

CCCCTGCCCCACCAAAGACAGAAAGCAACGCTGTGGCCCTGTTGACCACCTAGTCCGGGAG 

AGTGTGGAGGTAATGTGTCATTCAGTACAAGGCAAAAAGGAGATCAATACTGGCAGTGGGG 

GAGGCGCGGCGACCCGGGCTTCTGTGAAACATGGCGGTAGGCTGGGACCATAACACAAGC 

ATGACTATATQAAGGAAGAGGAAGGTTrTCCTGAAGATGAGGGGACTGAATCGGAAAAAAAe 

TTTAAGTTTGGTAAAAGAGTTGGATCGCTTTGCGAAGGTTCGTGAGAGCTATGTAGAGACT^ 

CAGCCAGtGGAGGTACAGTTTCTCTAATAGGATTTACAAGTATGGCTrrATTAAC CATAATC 

AATTCTCAGTATATCAAGATACATGGAtGAAGTATGAATACGAAGTAGACAAGGATTriTCT 

GCAAATTAAGAATTAATATAGATATTACTGTTGCGATGAAGTGTCAATATGTTGGAGCGGATG 
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TATTGGATTTAGCAGAAACAATGGTTGCATCTGCAGATGGTTTAGTTTATGAACCAACAGTAT 

TTGATCTTTCACGACAGCAGAAAGAGTGGCAGAGGATGCTGCAGCTGATTCAGAGTAGGCT 

ACAAGAAGAGCATTCACTTCAAGATGTGATATTTAAAAGTGGTTTTAAAAGTACATCAACAGG 

TCTTGGACCAAGAGAAGATGATTCATCACAGTCTCCAAATGCATGCAGAATTCATGGCCATCT 

ATATGTCAATAAAGTAGCAGGGAATTTTCACATAACAGTGGGCAAG GCAAT TCCACATCCTC 

GTGGTCATGCACATTTGGCAGCACTTGTCAACCATGAATCTTACAATTTTTCTCATAGAATAG 

ATCATTTGTCTTTTGGAGAGCTTGTTCCAGCAATTATTAATCCTTTAGATGGAACTGAAAAAAT 

TGCTATAGATCACAACGAGATGTTCCAATATTTTATTACAGTTGTGCCAACAAAACTACATACA 

TATAAAATATCAGCAGACAGCCATCAGTTTTCTGTGACAGAAAGGGAACGTATCATTAACCAT 

GCTGCAGGCAGCCATGGAGTCTCTGGGATATTTATGAAATATGATCTCAGTTCTCTTATGGT 

GACAGTTACTGAGGAGCACATGCCATTCTGGCAGTTTTTTGTAAGACTCTGTGGTATTGTTG 

GAGGAATCTTrrCAAGAACAGGCATGTTACATGGAATTGGAAAAT TTATA GTTGAAATAATTT 

GCTGTCGTTTCAGACTTGGATCCTATAAACCTGTCAATTCTGTTCCTTTTGAGGATGGCCACA 

CAGACAACCACTTACCTCTTTTAGAAAATAATACACATTAACACCTCCCGATTGAAGGAGAAA 

AACTTTTTGCCTGAGACATAAAACC I M N I I AATAA TAAAATATTGTGCAATATATTCAAAGAA 

AAGAAAACACAAATAAGCAGAAAACATACTTATTTTAAAAAAAAAAAAAAAAGTCGACGCGGC 

CGCGAATTTAGTAGTAGTAGGCGGCCGCTCTAGAGGATCCAAGCTTACGTACGCGTGCATG 

CGACGTCATAGCTGTTCTATAGTGTCACCTAAANNNNN 

>409 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAAGTTTGTGGGTCGCTCGTGTGGGTCGTGAAACAATGCAGTTCTCCCCGCGTATGCGACAT 
CCGGCTGATGGTGATGGAGATCCGCAATGGTTATGCTGTGTTATATGACATCATCCTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGAGCCCTC 
TCTCCCATTCTGTGATGAGTAGTCTTCTGCACTGTTCTTTCTTTCTAATAAAACTTTCTT^ 
GAACCTATACTGTGTTCTGTAAATTCTTGTTACTACCCTATGACC CGTGAGCC AACCACTTTG 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTGI I I I M I I I lATACCCTTCC 
ACTTGGAAAGACTACAGAGGAATCTTGCACTGCAT AGTT CAAACTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTCTGGTATTTTTCAAATTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTTTA 
AAAGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACCT 
GGCGGGGGGGGCGCCCGGGGCGGCCGCTCN 

>410 

NNNCAGGTACTGTGGAGTAGTAACCATAATTCTAAATGAGGATTATGGATTTTT CTG 
GAAGATTCTTTTTTCCTGTGGAACATGATGAGAAATGTTTAGGAGAGGGGACATAGCCATTTT 
TGTATGAAGACCAATTCAAGAAAAAAATATATGTATGTGTGTGGGTGTATATGTGTGTATATA 
TQTATATATGTGTGTATGTTCATATGTGTATGTATGTTTATATATGTGGTTATACACACGCAGG 
CACACACTCACACACGCATGCACACATGCAGGCACAGTCTCACTCTATATTTATTCTTTGGTA 
TTCCTGGGGGATTGATTCCAGAACCTCCTGTAGATACCAAATCCGAGGATGCGTCAAGTGCC 
TGATGTAAATAGCTTAATATGGCTGGGCGTGGGGGCTCACATCTGTAATCCCAGCACNNNN 

NNN 
>411 

NNCTCCCGGCGGTGGCGGGCGAGGTACGCGGGGTGCTGGGATTACAGGCACGAG 
CCAGTGCGCCCAGCTGCCTCTGTTTCTTTTATTAGCTGTTCTGGACTGTGGGGCTCCTTGGG 
CAGATGCTGTATTATGGGGATAAGCCACACACTTTTTGAACTGGCCCGGTCAGGGGGGACA 
TAACCATTTCCTGTGCCACCCCATCAATCGCCACCTATTCTGAGTGTAGGCTCCTCCCCTGC 
TTGAGTAATGGCCACAGATCTTGGCTCGGCACTCCTAAGCTGCATGTTGAATTCCTGGGACA 
ACAAGACTGGCTTGTGGTTCCATTCTCCAGATCCTTGGGTTGGCTTCTGGGTGCACTAGGAG 
ATCTGAAATGCTCTCAGGCCACCAGGAAAGTACTGGAAGTAAAGTCTGACTCTAAAGAAGAT 
GAAAATCTAGTAATTAATGAAGTAATAAATTCTCCCAAAGGGAAAAAACGCAAGGTAGAACAT 
CAGACAGCTTGTGCTTQTAGTTCTCAATGCACGCAAGGATCTGAAAAGTGTCCTCAGAAGAC 
TACTAGAAGAGACGAAACGAAACCTGTGCCTGTAACTTGTGAGGTGAAAAGATCAAAAATGG 
CTACTTCAGTGGTCGGGAAAAAQAATGAGATGAAGAAGTCGGTTCATACAGAAGTGAATACT 
AACACAACACTCCCAAAAAGTCGACAGCGATCAGTGCCTGAACAAAGTGATAATGAGCTGGA 
GCAAGCAGGAAAGAGCAAAQGAGGTAGTATTGTCCAGCTCTGTGAAGAAATTGCTGGTGAA 
ATTGAGTCAGATAATGTAGAGGTAAAAAAGGAAtCTTCACAAATGGAAAGTGTAAAGGAAGA 
AAAGCCCACAGAAATAAAATTGGAAGAGACCAGTGTTGAAAGACAAATACTTCATCAGAAGG 
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AAACAAATCAGGATGTGCAATGTAATCGTTTTTTCCCAAGTAGAAAAACAAAGCCTGTGAAAT 

GTATAGTAAATGGAATAAACAGCTCAGCCAAGAAGAACTCGAACTGGACTAAAATTAAACTGT 

CAAAATTTAACTCTGTGCAGCACAATAAGTTGGACTCTCAAGTTTCCCCTAAATTAGGC TTAT 

TACGAACCAGTTTTTCACCACCAGCTTTAGAAATGCATGATCCAGTGAGTCAAAGTAGATTTT 

TAGGGAGAAAGCTACATGATAGAAATATAACTTGGCAGCAGGAAAAAATGAAAGAAATTAATT 

CTGAAGAAGTGAAAATTAATGATATTACAGTAGAAATTAATAAAACGAGAGAAAGGGCTGCTG 

AAAATTGTCATTTGGCCAATGAGATAAAACCTTCTGACCCACCATTGGATAATCAGATGAAAC 

ATTCTTTTGATTCAGCATCAAATAAGAATTTCAGCCAATGTTTGGAATCCAAGCTAGAAAACA 

GTCCAGTGGAAAATGTTACTGCTGCTTCGACTCTGCTCAGTCAAGCAAAAATTGATACAGGA 

GAGAATAAATTTCCAGGTTCAGCTCCCCAACAGCATAGTATTCTCAGTAACCAGACATCTAAA 

AGCAGTGATAACAGGGAGACACCACGAAATCATTCTTTGCCTAAGTGTAATTCCCATTTGGA 

GATAACAATTCCAAAGGAGTTGAAACTAAAAGAAGCAGAGAAAAGTGATGAAAAACAGTTGAT 

T ATAG ATG C AG G ACAAAAAAG ATTTG G AG CAGTTTCTTGTAATGTTTGTGG AATG CTGTATAC 

AGCTTCAAATCCAGAAGATGAAACACAGCATCTGCTTTTCCACAACCAGTTTATAAGTGGTGT 

TAAATATGTGGGCTGGAAGAAAGAAAGAATTCTGGCTGAATAGCGTGATGGCAGGATAATAA 

TGGTTCTTGCTGAAGACCCAAAGTATGCCCTGAAAAAGGTTGACGAGATTAGAGAGATGGTT 

GACAATGATTTAGGTTTTCAAGAGGCTCCACTAATGTGCTATTCCAGAACTAAAACACTTCTC 

TTCATTTCCAATGACAAAAAAGTAGTTGGCTGCCTAATTGCGGAACATATGCAATGGGGCTA 

CAGAGTTATAGAAGAGAAACTTCCAGTTATCAGGTCAGAAGAAGAAAAAGTCAGATTTGAAA 

GGGAAAAAGCCTGGTGCTGCTCAACATTAGCAGAGCCTGCAATCTGCGGGATCAGTGGAAT 

ATGGGTATTCAGCATGATGCGTCGGAAGAAAATTGCTTGTCGCATGATTGAATGCCTAAGGA 

GTAACTTTATATATGGGTGATATTTGAGGAAAGAAGAAATTGCTTTCTCAGATCG CAGTC GTG 

ATGGAAAGGTGTTTGGAAGACAGTACTGTGGGACTGGTCAATTTCTGGTATATAATTTTATTA 

ATGGACAGAATAGCAGGTAAAACAAA7TCTTGCCTACAGCACTAGAAGACATCTATTGAAGA 

GAATGGATTGGTTGGTGAGTTTAACGAGGAAGTAGGGCCATTTTTATTACAATGAACTGAGGA 

GTGGCAACAAGGATATGGTTGTTGCATTTTCATAAAATTGGAAAGAATGGAGTAAT AGCTT AT 

TGTTTTGTTTTTTAAAGAAGATATTTTATTATGTTTTAGAGAA^ 

TATAGTTATTTAGACATGTTTAGATGCAGCAGATAATTGTTCATAGTGGACTGAAAACTAATG 

GAAGGACTATGGTGTGAGTGATAAGTATATTTTGAAGTTCTTAATATGGAAATATACCAGTGT 

AGGTTGGTACTGT A I I I I I I I ATATTGATCTGCTGATACGAGTGATAGGGTTAAAGATT GTATT 

TTGACAGAGTGGAAAGCAA I M M I 1 AGTTATTGTTCAAGGAGGGTGGAATATTAAGTGTTTT 

GGAATTTGAAGCTAATTTTTAAAAGGGGTGAACTATAG TTTGAAGA AAGC GCTATA GAAAAGG 

AAAGCTCCAGCTAAATAGGAAGAATTAGAATATTGAGC I M I I I I I CGTGATTTTTCTCTTTCC 

TATCTTTGATGGAAGGAGGAAGTAGAAAGTGGTAAAGAATTGAGGCTTTCCTTCTTGGAGAG 

CTGTAAATGACAAGCATTAGGAAAGGTACCCTCCTAGATTCATTATTCTTrCATTCTGGTTTC 

ACTTTTAAAATAAATGGCAACTTGGCACACCTAGGCTGTTAACAAATGTCAAAGAGGTTTATA 

AAAACGTATAGAATAGTTGGAAGCAAAGTATGGATGACTC GGTAT CTGCTTTGTTATTCCTCA 

GAAATACTGCACTGAGTATATGCCCTGATTACTGGACTTCATTTTGATAC TTGT CTATCCTTCA 

TAGTGCCCTCTACTTTTAAAGGGTTTATATGTTGAAA AACTG CTGTGGCCTTTTATGACCTGT 

ATATAATGTAG AATAAAAATAATAAAATACTTGATAGCTTTTTCTAAGTGACCAATGTACT ACT 

GAGGTGTAANNNNNNNNNNNNNN 

>412 

NATCGAACCGGCCATCCCCCATCGACCCCCCTTTGGCTCGGGACGCGCGCCATTGT 
GTTGGTACCCGGGAATTCGGCCATTATGGCCGGGTGGAAAACTCAGTATCACGTATTTAAAC 
A l I M i n I CI I I lA GCCATGTAGAAACTCTAAATTAAGCCAATATTCTCATTTGAGAATGAGG 
ATGTCTCAGCTGAGAAACGTTTTAAATTCTCTTrATTCATAATGTTCTTTGAAGGGTTTAAAAC 
AAGATGTTGATAAATCTAAGCTGATGAGTTTGCTCAAAACAGGAAGTTGAAATTGTTGAGACA 
GGAATGGAAAATATAATTAATTGATACGTATGAGGATTTGGAG GCTT GGCATTTTAATTTG 
GATAATACCCTGGTAATTCTCATGAAAAATAGACTGGGATAACTTTTGATAAAAGAGTAA7TC 
CTGGCCACTTTGTTCCTGTCTTTAATATCTAAATACTTACTGAGGTCGTCCATCTTCTATATTA 
TGAATTTTCATrrATTAAGCAAATGTCATATTACCTrGAAATTCAGAAGAGAAGAACCATATAG 
TGTGTGCAGAGTATAATGAACCTGCAGAGTTGT GGTT CTTACTGCTAATTCTGG6AGCTTTCA 
CAGTACTGTCATCATrrGTAAATGGAAATTGTGCTTTTCTGTT TCTGCT CCTTCTGGAGCAGT 
GCTACTCTGTAATTTTGCTGAGGCTrATCACCTCAGTCATTTCTTTT^ 

GCAGTGATT Cn M iCI i A AAAATCtATTAAATiTGAtGTCAAATTAGG GAGA AAGATAGTTAC 
TCATCTTGGGCTCTTGTGCCAATAGCCCTTGTATGTATGTACTTAeAGTTTTCCAAGTATGTT 
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CTAAGCACAGAAGTTTCTAAATGGGGCCAAAATTCAGACTTGAGTATGTTCTTTGAATACCTT 

AAGAAGTTACAATTAGCCGGGCATGGTGGCCCGTGCCTGTAGTCGCAGCTACTTGAGAGGC 

TGAGGCAGGAGAATGACTTCAACGGAGGAGGTGGAGGTTACAGTGAGCAGAGATGGTGCCA 

CTGCACTCCAGCCTGGGTGACAAGAGAGACTTGTCTCCAAAAAAAAAGTTACACCTAGGTGT 

GAATTTTGGCACAAAGGAGTGACAAACTTATAGTTAAAAGCTGAATAACTTCAGTGTGGTATA 

AAACGTGG Mill AGGCTATGTTTGTGATTGCTGAAAAGAATTCTAGTTT ACCT CA AAATCCT T 

CTCTTTCGCCAAATTAAGTGCCTGGGCAGCTGTCATAAATTACATATTCCTTTTGG II I 11 II A 

AAGGTTACATGTTCAAGAGTGAAAATAAGATGTTCTGTCTGAAGGCTACCATGCCCGGATCT 

GTAAATGAACCTGTTTATTGCTGTATTTGCTCCAACGGCTTACTATAGAATG TTAGTTAT TACA 

ATATCATACTTATTACAA I I I N ACTATAGGAGTGTAATAGGTCTGC TGTGAA I I Ml H GTCAT 

GAGTTGAAAGCAAGGATAGAGAAACACTTAGAGATATGTGGGGTGTTTTTTACCATTCCAGA 

GCTTGTGAGCATAATCATATTGGCCTTTATATCTGATGGTCCTGAACTCCTAAGTGGGCGGC 

CTACCACCCAGGACCCATAAATGGTGCGTTCTGCTTCTTGTAATTCATCTCTGCTAATAAATT 

ATAAGAAGCAAGGAAAATTAGGGAAAATATTTTATTTGGATGGTTTCTATAAACAAGGGACTA 

TAATTCTTGTACATTA I I I I I CATCTTTGCTGTTTCTTTGAGCAGTCTAATGTGCCACACAATT 

ATCTAAGGTATTTGTTTTGTATAAGAATTGTTTTAAAAGTATTGTTGTTACCAGAGTAGT^ 

TATATTTCAAAACGTAAGATGATTTTTAAAAGCCTGAGTACTGACCTAAGATG GAATTGTA TG 

AACTCTGCTCTGGAGGGAGGGGAGGATGTCGGTGGAAGTTGTAAGACTTTTA I I I I I I I GTG 

CCATCAAATATAGGTAAAAATAATTGTGCAATTGTGCTG TTTAA ACAGGAAGTATTGGCCTCC 

TTGGCCCTAAATGGAAGGGCCGATATTTTAAGTTGATTATTTTATTGTAAATTAATCCAACCTA 

GTT C I 1 1 I l AATTTGGTTGAATGTTTTTTGTTGTTAAATGATGTTTAAAAAATAAAAACTGGAAG 

TTCTrGGCTTAGTCAAAAAACTTAAAAAAACGAACGCGTGGGTCNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNGGGGGGGCCGTTAACTTTTTTAAAAAAAAAA CCTTC CGACCCTTCCGGTGGACC 

CGGAAAAAAAAAAGAAAGCCATTTTGGGGGGTAAACTGGTrnTGGGACTTAAAAAGGGTAC 

AAAAAAAGGCATTGGCTCCCAAATTTTCAAAAAAAAGGGNNNNNNN 

>413 

NNCGTCCGGTAGGAAGCTAGGGTTAGAGGCAACCCGTGAGGCTAGAACCCCGAAC 
GTGGTCGGTTGGAGAAAATATGTCCCTCCGGAGGCACATTGGGAACCCTGAGTATCTGATG 
AAAAGGATACCACAGAACGCAAGATACCAGCATATCAAATCAAGACTGGACACTGGTGCCTG 
TGTGTATCTTAGCAGCTCCCCAGCACTGCCAGACTGTGCCATGAATGGATTATGCTTCTGAT 
GAAATCCGTGGCTGCGTnTGTTCAGTCACCACCGCAGGGTTCTTGTATATTCTCAAGCACC 
GTCTCTGGGTTTCTGTTTTGCAGCACTGCAGGCTGATTAAGGGACACTTTGCAAACCACAGG 
GCTCTCCCTTTATTAGTCCCCACAGTCTTTCATTGGCTGCATTGTCCTCCCATTTGTATC TATA 
TTCAATCTAATTTGCA Ai 1 iCIl I A GCTTTCTGAAAT TCTG TAGGGTTTGTCGACTCAGTCTTTT 
CTAGCCTTAI I I I IGTCI I I I I AAAAATTCACCTTCCTnTATTATCTCTAGACAAAGTATTCAT 
TCCCT CI M I CI I C I 1 1 A GGGTTTAGTTrTCCTGAATATTTGCTAATAGGGTTGACTGTAAGCA 
TCAAACTCATTATAGACTAGGTACTCTTC AI 1 I I I A TTTGTTGTTTAATTCTGTTTCTTCCGTCA 
AAGGAAGAAATATATGTGAAAGGCTTTTATAAACCAGAAAGCAGTATACAGACATATCACTTA 
TTGAGGTTAACAAAGGACCAGTGTGCCTCTTTTCATGCTTTCTGCTCTrOCAAGCCAAGAGAA 
CTTCTCCATAGAGGAGGGAAATATTGAAGAAAAATAAAGGCATGGAGTTGTCTCTTAGCAAC 
TGAGTTCGTGCCTTATAAATCTCATCTAGTTTAGATTACTGCTGCACAAAATCACTTGCTTTTC 
TTATTGGCTCAGTATAAATAATGTTATTAAATTATAGGAAAACAATGGAAAAAATCTAAAAAAA 
AAAAAAAAAAAGTCGAGACTAGCNN 
>414 
>415 
>416 

NNNNNNNNNNNNNCGANAAATCTTCTAGAATTAATTGAACGGGGGGGACCCATTCC 
GTTACTGGCTGCGGAGGACCGTGGGCAGCCAGGGTCGGTGAAGGATCCCAAAATGGCTGG 
GCGAAAACTTGCTCTAAAAACCATTGACTGGGTAGCTTTTGCAGAGATCATACCCCAGAACC 
AAAAGGCCATTGCTAGTTCCCTGAAATCCTGGAATGAGACCCTCACCTCCAGGTTGGGTGCT 
TTACCTGAGAATCCACGAGCTATCGACTGGGCTTACTACAAGGCCAATGTGGCCAAGGCTG 
GC7TGGTGGATGAGTTTGAGAAGAAGTTTAATGGGCTGAAGGTTCGGGTGCCAGAGGATAAA 
. TATACTGCCCAGGTGGATGCGGAAGAAAAAGAAGATGTGAAATCTTGTGCTGAGTGGGTGT 
CtCTCTCAAAGGCGAGGATtGTAGAATATGAGAAAGAGAtiGGAGAAGATGAAGAACTTAATT 
CCATTTGATCAGATGACCATTGAGGACTTGAATGAAGCTTTCCCAGAAACCAAATTAGACAA 
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GAAAAAGTATCCCTATTGGCCTCACCAACCAATTGAGAATTTATAAAATTGAGTCCAGGAGGA 

AGGTCTGGCCCTTGTATTACACATTCTGGACATTAAAAATAATAATTATACAAAAAAAAAAAAA 

AAAAAAAAAAAAAACAAACAGCAGGCACAGAAAAAGACGGCAACAAGGCGAACAAAACCGG 

CCGCAACCCCCAGCGCAGAAACGCGAGAGCACCAGCGGCACAGACACCAGAGGACCAGCG 

GACGCGAGCCAGATCACCAGCCGGGGGGAGAGACGCACCGAACCGAGACAGGGACGCAC 

ACGCCGAAAACACGACGGCGACCACCGCGAGGAACCAGACAGAGAAAACAACAGTGTGGA 

CAACAGCACCCAGAGCCCACAAACCGCANN 

>417 

>418 

GAGTCGACCCACGCGTCCgccataGCCGagcaggTGGATAAAGCTGTGTCCAAAACcagc 
AGGGATGGAGCAGAGCAACAGGGACCTGAAGCGACTGTAGAGGAAGCTGAAGCTGCGGCT 
TTCGGCTCAGAAAAGCCTCAGAGCATGTTTGAGCCACCTCAGGTGTCTTCTCCTGTTCAAGA 
GAAAAGGGATGTATTACCAAAGATTCTGCCTGCTGAAGACAGGGCGCTCAGGGAAAGGGGG 
CCCCCCCAGCCACTGCCAGCTGTGCAGCCCAGTGGCCCGATTAACATGGAGGAGACCAGG 
CCCGAAGGAAGCTATTTCAGCAAGTACTCGGAGGGAGCTGAGCTGAGAAGCACAGGGTCCC 
TCCTGGCCACTCAAGAATGTGACGTGATGGTTGGGCCTTTCAAGCTGAGGTCCAGGAAACA 
GCGGACTTTGTCCATGATTGAGGAAGAGATCCGAGCAGCTCAGGAAAGGGAAGAGGAGCT 
GAAGAGGCAGAGACAAGTCTTGCAGAGTACGCAGAGCCCCAGGAGAAAGAATGCCGCATCA 
CTGCCCTCCAGAACATGCTACAAAAGTGCTCCAGGGAAAATAGAGAAAGTCAAACCTCCTCC 
ATCCCCCAGGACTGAAGGCCCCAGCTTGCAGCCTGACTTAGCCGGTGAAGAGGCTGCCGGA 
AGGCAGCGGCCCAAGAATCTGATGCAGACCCTCATGGAAGAGTATGAGACACACAAATCTAA 
AAGGCGCGAGAGAATGGATGATAGTAGTGTGGTGGAGGCCAGACGGGTTAATCGAAGAAAG 
AGCGCACTGGCTTTGCGCTGGGAAGGAGGGATCTATGCCAACCAGGAGGAAGAAGACAAG 
GAATAAACTTCCTTCAACCCAGGAAGCGTCTTTGGTGCTTGGGAGACCAAGAAACCAAGAAA 
TTAACAACTGAAAGCATTTTAATGGACTATTTATTAAAGTGCAAACAAACTCAGCAATCCTTAT 
GTAGACCAGAAGCTGCAATATACAATGATGAAAA TGAAACG AAAAGGAAGTCCCCCCATCAG 
ACTCTGGACACCCAGGAATCAAAAGAGAAAGGACTTTT7TGGTGACTCAATCCCAGTGTCTG 
GTTTGGGGCCAATCTACAATGGATCCAAAAGGACAAAACATGTTACAAGCAAATCAACATAG 
TTGCTGCAGGCGGAACTGAGACCAGCCTCTCTGGGCGATGAAGGACAATGGTGGTAGGGC 
CACTTAGAGAGCAGTAGGGCCCAGGCTGGTGCAGCCTACATGGCACAGGA TATTT CCCTGC 
ACCAGTTTCCCACCTGTCACTTGCAGCATCAGAGGGTGTTGCATTAACTCCATTTTCTCCAG 
CAGCCATAAAATGAATGGCGTTTCTCTCCATATTTGCCCAGAAGAGGGAGTTATGATTCCACT 
TCTCCTACATTTAATTATTTTTAATTGAGAACAACTCATGATCACAATTCATAAAATCCATATTT 
TAAGACAATAGTTCTTCATGTCACAAACACAATCTATTCTACATGAGGAGGCTGAGAAAGGG 
GAAGAGAAAAACAAACCAAATGGATGATGTTAGCTTTAGGATCGTGTCTGCTTATAATATTCA 
CTGATCTGCAGTTTATGAGAACACATTTTCACAGTTATGTTTCTTCATAGGAAAACTATATTTA 
GTGGGCAACAACTATTTTTATGATGGGATGGGGGAGTATATACACGTATAGAATCTGTACGC 
ATTGAACAACTTGGTTCAAGATGGTGGGGGCATTTTTAGAGCGGGAATAATTGA AAAAA AAG 
GCGAACTCTGCCTTGGAGAGGTAGATGATAAGAAATAAAAAG GTGTT TATAAGTATTTTGTAT 
TATAAAGTGGGCCTTAQAGATAGGAAGAAGAATGATGGATTCCTTTTGGATGAATCAGAAAG 
GAAACACGAAAGAAAAGTCAGGAAGGTAGAGAGAGAAAAAGGGAGGGAAGGAGAAAGAAT 
GGGAATAAAATAAGGAGGTAAGAGATACTATTTTTGCTGAGCAACCAGTGTGTTTCAGGATG 
ATACAAAGAAAAATATAGAATAGAAATAAGTGCAGGCTTGGAATCAGCTACAAATCCTAAAGA 
TGGGGTGTGTGTGGATGTGTGTGTGTGTGTGTGTACACCATTGTGTGTTTGTAAAATGTGTA 
TGTTCATGAGTAAGGGTGTGTGTGTGTGTGTATTAAAATTCCAGAGTGACCGTGGCA CTTGG 
GTGTACAGGTAATTGCTCCAGAGCTGTTTGCTGGCTTCAGGAGTGGAGTGAGAATTTCTTTT 
TTATGAAAAGGGATATAAAGGCACCGAGC TGATG CAGTA TTTGT AATATTAAGTTGACCTAAC 
AAGGTATTTGCATGAGTCACAATTACAAAGTTTTGAGCGGTTTTGTAATTTGACATT^ 
AGTCTGCTATTTATTCTCATACTTTACATTCATGCTTAGTATACTATAGAGGATGCCAGCTTTA 
ATCTTTCTGTCATTTAAAGCAATATGATAAGGGTATTCAATAATTGGGTGGCC TAAATTTCTG G 
ATGAGAAAATTTTCAATTCTGGCGATGAGAAAGAAAAAAAAATAAACAGCCTTCI II 1 1 I I I IG 
CTTTGTTTTAAAACTGTGGTTTTTrAAAAAAGCAATAATTAACTGAGA^^ 
TtrrGTTrTTATATTGTTATGTCATAAGCTCTATTATGTT ATTC TAACAAGT^ 
AATTTGTATGTAGATGTTAACGiCACATTTCCrrTGCT^ 

GGGGGGGACATtTATrCACAAATGAGAAGTAGGCACAAAGTAAAAAATGGAACCA 
ACAAGGATCCTTTAAAACTGCCAAGGGAGCTCTAACTTGAAGCCACATCCTACAGATGGCAG 
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CCCAAATAGCACATGGGCAATTGGCACCATCTTTATATGGTTGAGTCTCCTGAATATTTTGAA 

TGAATTCTCAACAAAATGTGCTAGGCACTGGGGACGCAAAACAAGTAAGATGCCTGTTGCAA 

GAAATTGATTTTATAGTGAGGGAGGTTGGCATGGAGACTAAAATTCTCAGGAAAATGAGATC 

CGTGTTAGATTAGAAGTCCTGATGTGAAATGGGAGGACTCAGGAAGGAGGATCGTCTTTACC 

TGAGGATTTCTAGCCAGAGGTGCCAGATGGCTGGGCTGAGAACGCAGCGATAAGGGGGCG 

TTGCCAAAGCAGACACAGGGATAAGAACAGAGGAGGGAGCAGCATTGCACAGCCCCAGGC 

ACAGTGGCAGTTAGGATGGCTGGAGAGTAGGATAGTTCTATGGGTTGCCCAAAAAATGTGAT 

GCGCTTCATGTTTTCTCTGACTCATGGATCTGGTAGAGACCATAGA CATGAT ATAGA CTAAC T 

TCCCCATTTTTCACAAGAGGAAACCATCCTTATGACTTACCTTAAAGTTTTTTGTTC^^ 

AAGGAAACCATGTGCTTCATGAAACCTACAGTTGACAAGAGAATGTACAGCTAAGAGAAAAG 

CTTAAGAGGCCACACTATTCGCGGAATGGCTTTAGAGGCAGATGAAGTGGTCTTTGACCACA 

GTTGATTGAACGAGAGCACTTATTGCTTAAAGAATAACAGAGTTCTAGAGCTGGGGGTTCTT 

GGGCCATGCTCCGTGTGTGGATAAGGAAAGAAATAGTGTTTCTGGGACTCTCCCACAGTCA 

CAAAGCTGTTTTCACTGTGGCCGCTACATCTCTTAACTTTTGCTATTACTCCTATGCTGCCTT 

CCGGATTACTGCTGTCTATCTTGTTGCTCCACTCACTGAAGATCCTATTAT AATCCC ATGAAA 

ATGTAAATTACAGTTTACTTGGGAGAGCCAGATTrrGTCTGTGCTCTTGAGTTTTTTAT^ 

CAAGAAACCTTGGGCCACCGCTTTGTACATAGCACCGTGCTAGGCTCTGGGATCCCAAATG 

GACCCTTTTAAGTTTCTGAAGATGGGACCGTCCCCTGGAGGAAAGTCATTGCTGCCTAATCC 

ATCGAGAGAAAGAGGCTTACGAAAAACTTTGCCTCTGATGGTCAGCCCCACCCGCAAATAGC 

ACACAAGCTTGTTAACCCCACCTCTTACAAAATGTTTAGATTCTGTAGGTGTTAAAAGCCTTT 

CTGGAAGTATTGCATTGT6CCGTGTTTATAGGTGTTCACTTTCGTCCAGAGCTGATTAACTAC 

TGACATGACTTGGCTTTCTCATCCAGAAATTATGGAAACAGGGTCTGTCAGTGGCAGGAGGC 

CGTGCTGTGTTTTACTTGGATGACACAATGCAGTTTACTTGCCTCTTCATACCCATGCATGGT 

GCTCACCCTAGACAATGACATATAAGCCGTATATAGATCAATGTCCACATATATATACACACA 

CACATATATATATATAAAGTGTAACAAGGAACACTAAAACAGTGTTGATTCTTGTCTCTGAAG 

ACAAATAATTAAACC i I I I I I i I CCCAACTAAAG AATGGATTTAATTAAAGTATGTATTGAAAAA 

AAAGTAGCCTAAGTGTTAGAGATGGTGAATATATTCCATTTTAGTTAAAGAACAAATT TCCTG 

AATTTTAAGCATTCAGTGAGCTGCCAATTTTGATTTTGTGTTGCTCTTTACCCAAA^^ 

CTTTGTTnT C I I I I I I I GGGGGAGGAGGGGAAAAAAGCAGCAATACTGTGTTTGGA AATTA T 

ACTCTGTATCTGGTTTTCCTGTGTATGTTAACCACTT AAATG TTATTATCCTGCTTTGGTT^ 

GAGTGATTGTGAGGCATTCAATGCAAGTATACAGTTATTTTCTCATTAAAATCCAATGTGTGTc 

gaaaaaaaaaaaaaaacaaaaaagatttctgaagagannggngtattggtgacctgagtgtgamacaagaac^ 

gggtcattgcagcagccggatggaatggtttgaagagggaaaggaaggtttgcag 

>419 

NNNNNNNNNNNCCGAGGTACAGTATATTGAGGTTAAAAATGAGTAAAGCAGTCATGG 
AAATAACAGGTCGTGTATTATTCATGGGCACAAACTGAGTCATGGGTGGGGAAGAAGGAGCG 
ACCTTAGACCAGATGGACAAGGGAGATAGTG CAGAG AAGTTTCTGGGGTTTTGGGGGAAGA 
CTCTAGATTCAATTCTGTAAAGTTATGATGCAGTTTTCTCCTTGCTCTGCTCTCACCTCCTCTG 
AGCACAGCTTTCAACAAAAAGTTTGCATACCCCGCGTNNNNNNNNNNNNNNNNNNNNNNNG 
TACTTCTOTGAGCATTGGCCTCTGGCTGGGATTATGCTTCAACAGTCTTGAAATGAGGTCCC 
TGGCTCCCTCTGTTACAAAGTCAGGGAATGTGAATTCAACCCGTGATATTCTTTTGTAGGTCT 
CTTGGTATGTGTTTGCCTCAAAAGGAGGCTTCCCAACTAAAAATTCATAGCAAAGAACTCCAA 
GGCTCCAGAGATCCACCTTCTCATCATGCATGCGACCTTCAATCATTTCANNNNNNN 

>420 
>421 

NNCGTCCGCCCGTCTGAAGCCGGCTGTCGGTCTCCGTGTCGCCGCCGCCGCCCG 
GCATCGTGGAGCTGGGGCCCCCTTTTGCCTGGGAGTTTTGTAGTCGCCTAGGGTCAGCGGT 
GACATCCCAAAGGGCAGGCCCGGCAGCCGCCATGGTGGCCAAGGATTACCCCTTCTACCT 
CACGGTCAAGAGAGCGAACTGCAGCCTGGAGCTACCTCCGGCCAGCGGTCCGGGCAAGGA 
CGCTGAGGAGCCTAGTAATAAACGGGTCAAACCCCTTTCCCGAGTCACGTCGCTAGCAAAC 
CTCATCCCGCCCGTGAAGGCCACGGCATTAAAGGGCTTCAGTCAAACCCTGCAGGGCTCCA 
TTAGCTTCCGCAGTGAGAGCCGCGCTGACATCCTCGCCCCCCGACCCTGGTCGAGAAATGC 
CGCCCCCTCGAGCACGAAACGGAGAGATAGCAAGCTGTGGAGTGAGACCTTCGATGTGTG 
CGTCMTCAGATGCTTACATCCAAGGAAATCAAACGTCAGGAGGCGATCTTTGAGCTTTCCQ 
AAGGAGAAGAAGACTTGATAGAAGACTTGAAATTAGCAA AAAAGG GGTATCATGACCCGATG 
CTGAAACTCTCCATAATGACAGAACAAGAGTTGAATGAAAT I I I I GGAACACTGGACTCTCTA 
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ATTCCTCTACATGAAGAGCTCCTTAGTCAGCTTCGAGATGTTAGGAAGCCTGATGGCTCGAC 

TGAAGATGTTGGTCCCATCCTCGTGGGCTGGCTCCGTTGCCTCAGCTCCTATGATAGGTACT 

GCAGCAATCAAGTAGCCGCCAAAGGTCTGCTGGACCACAAAAAGCAAGATCACCGAGTCCA 

GGATTTCCTACAGCGATGTTTAGAATCCCCCTTTAGCCGCAAACTAGATCTCTGGAATTTCCT 

CGATATTCCAAGAAGCCGCCTGGTAAAATACCCTCTGCTTCTCCGAGAAATCTTGAGGCACA 

CACCAAATGATAATCCAGATCAGCAGCAGTTGGAAGAAGCTATAAATATCATTCAGGGAATT 

GTGGCAGAAATCAACACCAAGACTGGTGAATCTGAATGCCGCTATTATAAAGAGCGGCTTCT 

TTAGTTGGAAGAAGGGCAGAAAGACTCCCTGATCGACAGGTCTCGAGTCTTGTGTTGTCATG 

GTGAACTGAAGAACAATCGGGGCGTGAAAGTGCATGTTTTCCTGTTCCAAGAAGTGCTTGTG 

ATCACTCGAGCCGTCACCCACAATGAGCAGCTTTGGTACCAGCTGTACCGTCAGCCAATCC 

CCGTGAAAGACCTCCTGCTGGAAGACCTCCAGGATGGAGAAGTGAGGCTGGGTGGCTCCC 

TGCGAGGGGCATTCAGCAACAATGAGAGAATTAAAAACTTCTTCAGAGTCAGTTTCAAAAAT 

GGATCCCAAAGTCAGACCCACTCGGTAGAAGCCAATGACACTTTCAACAAACAGCAGTGGCT 

TAACTGTATTCGTCAAGCCAAAGAAACAGTTTTGTGTGCTGGCGGGGAAGGTGGGGTGCTTG 

ACTCCGAGGGATCGTrCGTAAATCCCACCACCGGGAGGAGAGAGCTACAGGGAGAAACAAA 

ACTTGAGCAGATGGACCAATCGGAGAGTGAGTGAGAGTGTAGTATGGACACGAGTGAGGTC 

AGCCTCGACTGTGAGCGCATGGAACAGAGAGAGTCTTCCTGTGGAAACAGCAGGCACGGTG 

AAAGTAACGTGTGACAGAAGCATGTGCACTTCGGGAAG CAGGC GTGC ATCTT ACCTGTACA 

GTATTTGCATTCCACAGATGGAACGGTTTGGAGAAGCACTTTTTCATACTTTTGTGAAAG 

ACATGTTGGCCCAGTCTGTCGTATGTGTACCTTTGTCGGTAGTACTGTAACTGCCAATCTGTG 

TGTGTAAGCTGGAATCTGTGGCAACTATTACCCTGTGTTGTATT TCCC AAGTGTCTGGATGG 

ATGGAGAGGTAGTGAAACAAGTTACTTTGAGTTGTGGTGCTGGATTTTAAAAAAATAGAAAAA 

GAATCTCAAAACTACTGTTTTACATAGATTGTrrGAAGAGTCCTTCCTCTTGTGCTTCTGTACC 

ACTTTCCCAGCTCTTAGATGTGGTAGCTAAAGGCACGGAATTTAGACGGCCTTGTAAATAGG 

GCATGAGGAACTCATCTGTGTATTGGGATGGTATTAGAGAGAGAATCAGGAAAGACCAACTC 

ATGAAGTGAACTTGGTTTGATCTTACTCAACTAGAAAGCTTGAAAACATCCCTGGGGATTCTG 

AAGGCTTAATTTTGCAAAGGAGGATGCATTGTCTGAAGTTTGCAACTTCATCCAGTGCAAGTT 

TGATGCAAGAATGTATTAGGACATAAAATAGAGGCTGACCTTAAAAGGGCCAGGACAGAAGC 

GGCTGCCAGCTCTGAATCTTTAACTGAAATGCACATGGCAGCAGGAGGTGTCTCTCATAGTT 

GGTTGCTAGGGTAAAAGATCAGAATAGAACCCAAAGGGCTTAGGAAGGCCTGCCAGGATAA 

CAAGAAGGCCCTGTATTCATTGTGTTTCATCTGGCTAGGCCTACTCATTATTTTAGAGAATGA 

ATGAAGCAACAAGGAAGAGAGACCATGACTCTATCGATGACACTGTTTATAGAAACACAGGA 

GAGGAAGAATTTGGAATGAAAAGCACTTCGTCAGAACGTTCT GTGG GAGCCATTG AGAG AAA 

AGGATGGTCCAGTGCCTTCTGAGAAAGGCCAGAGCTTTGGGCTTTCCTGCTCTGCTTTTGG 

GTCGTCAATTTGCCATCTCTGGTTCTGTGCTATAATCAGAATTGTAATTATGTTCTCCAGAGG 

CCAATrrCATTAACTGTGATTAATTAGAATCAGCTAGCCAGATTAGTAACCTCTTTGTCCAGC 

CTTGATTTAGAGTGCAGGGTAAAGTGGAGACGTTAAAAACAGCTAAGTACCTAGAAGAGCTC 

CCTGCAAGTGTAAATATTAAGGATGACCTGTGCAAAATTATACCCAGACCAGGAGTAGTGGT 

AATTATTCTAAATTATTGCCAAAAA G I i M Ml I A ATCTGTCTTTCAAGTTTACAGAAAAGAAAG 

CAGTAAATGCATTGATGTGAT7TTATTATQTACATA TATCATG TGCATTCAAGCTGTGTGACAA 

GATATATCAATATAAAAACAAGGTATATACTTTATTATTTTTTGAAAACAAG GATATT GTGATGA 

ATTTTACCCTGTAAAACATATTTCTGTATTTATAGGTCTTAAACATGATGAATTTT^ 

AAGTTTATTTAAAACTGGTTTCTCAAGTCGTTATTGATACAGCAAGTGAACCTGCTGCAGACA 

GAAGCAGAGGAAAGCCAAGAACAGCCTTTATTGGTGAAGAAAAGAATGAATGATTCTTTGTA 

GGCGCCATCAGCCACTTTTAGAAGCCATCAGCCAGTGTGTTGGGAAAAGAGGTTTGTCAAG 

TGTTGGCCTATGGGAAGGTGGTCAATGAATGTrrrGATGAAATGAATGTTTTTGTATAATGGC 

CTTAAAGTTTTCTGGAAGTATTTCAAATAAATTACATTATTAAGTCATCAAAAAAAAAAAANNN 

NNNNNNNNNNNNNNNNNNNNNNN 

>422 

NNNNNNNGCANCNNTTNGAAGTGTCGCCTCCTACTTCTTGCTGCCTCACGGTTGCT 
GTTGCAGACCCAGGAGTCTCTGAAGGGTTCCGCGGCTTTGGGGCCGGTTGTGAGATGCCA 
GQCAQAGGCC&CTGCCCGGACTQGGGCTCCACGGA&GTGGTGGAAGACTCGCACTATTC6 
CAGAGCCAGCTGGTGTGGTCCGACTGCGGCTGCGTGGTCACGGAGGGG6TCCTTACCACT 
ACCTTCAGCGACGAGGGCAATGTCCGAGAGGTAACATATT<X5CGAAGGACAGGGGAAAACG . 
AACAAGTTAGtCGCAGCCAGCAACGAGGTCTCCGGCGAGTGAGAGACCTTTGTCGAGTrCT 
GCAGTTGCCACCAACATTTGAGGATACCGCGGTTGCCTACTACCAACAGGCATATCGGCAC 
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TCTGGCATCCGAGCGGCCAGGCTGCAAAAGAAGGAGGTGTTGGTTGGGTGCTGCGTCTTAA 

TCACCTGCCGACAGCATAAGTGGCCCGTAAGAATGGGGGCCATCTGCACGGTGTTGTATGG 

AGATTTGGATGTGTTTTCTAGCACTTACATGCAGATAGTGAAGCTCCTGGGACTGGATGTGC 

CATCTCTGTGCTTGGCAGAACTGGTGAAGACCTATTGCAGCAGCTTCAAACTGTTCCAAGCT 

TCACCTTCTGTGCCAGCCAAATACGTGGAAGACAAAGAGAAGATGCTGTCTCGAACAATGCA 

GTTGGTGGAGCTGGCAAATGAGACGTGGCTGGTGACCGGGAGGGATCCCTTGCCCGTCAT 

CACTGCTGCGACTTTCCTGGCTTGGCAGTCGCTGCAGCCTGCAGATCGGCTTTCATGTTCC 

GTTGCGGGATTTTGTAAATTGGCAAATGTGGACCTGCCCTACCCGGCGTCCTCCCGCCTGC 

AGGAGCTGGTGGCTGTGCTGGTGCGGATGGGTGAGCAGCTGGCCTGGTTACGAGTTCTGA 

GACTTGACAAACGGTCTGTGGTGAAGCACATCGGTGACCTTCTCCAGCACCGCCAGTCACT 

GGTCCGCTCTGCCTTTCGGGATGGGACAGCAGAAGTGGAGACCCGAGAGAAGGAGCCACC 

GGGGTGGGGACAGGGGCAAGGAGAAGGGGAGGTGGGAAATAATTCCTTAGGTTTACCCCA 

GGGGAAGCGGCCGGCCAGTCCTGCCCTTCTCTTGCCACCCTGCATGTTGAAGTCCCCGAA 

GCGGATCTGCCCTGTACCCCCTGTCTCCACTGTCACTGGAGATGAGAAGATTTCTGATAGTG 

AAATAGAACAGTATTTGGGTACCCCTCAGGAAGTTAGGGACTTTCAGAGAGCCCAGGCTGCT 

AGACAGGCTGCCACGAGTGTCCCTAACCCTCCCTGATGGATATCCACTGGGAGCACTTCAT 

CCTGTTCTGACAGCTTGATAACATTCCTGTTATAACCAAGGATGGAAGTGTACACCAGTCGG 

TAGGTATTGCTTTTGTTGTTTGAAGGAACCAAGAGGGGGTCTGCCATTAGTTGGACCCTGGG 

TCCTGGAGTAAAGTCAGGAGTGCAGGGATGACTATAGGTAGGAGAGATTCCCATCCCTTGG 

TGTGGGAGAGCAAGTTGCGTATGTCCATGTTCTGTGAGATGGCTTTGCTCATAGATGGATGG 

GAAAATGTCAGGCTCTTTGCTGCTGGTTTGAATTGGACACACTGCTGCGGCTCCTCCTGCAG 

GCCTGAGGGGGGTTGCCTCTGCTTGTGGAGTGGTTGGCATTCCCAGCAGTATCAACCCTCA 

GAGGAGCGGGAACTGGGGAATTCTGGCCCTACGTGCATTCAGAGGCAATGATGGGTTTGTG 

TGTATGGTGTCATGAGATCCTGTACCTCATAACAAAAGGACAGTGGGTAGACTAAGGCAGTA 

GCTCAAAGGGCTTTGGAAAATTTTAATATATTAAAACAA GAGGC ATCTGCTAGAAAACATTCT 

ATTGTATAAAAGCCGAGTACCCTATAAGGTCCTGGATAATTTTTGTTTGATTATTCATTGAAGA 

AACATTTATTTTCCAATTGTGTGAAGTTTTTGACTGTTAATAAAAGAATCTGTCAACCATCA^ 

AANNNNNNNNNNNNNNNNNNN 

>423 

>424 

cggacgtaaaaaaactcaggcttcaggatcttgttgaaagctgcgatatcgacactgtgctcctcaaacttggtgatctcctcc 
tccagcaagtctgtccccaccgtgtcgtcctccaccacacactgaatctgtagcttccggataccgtagTC 
gcccccccagacx^agcxx^gtccagctggatagagcgcacacaggcctccagctgagc^ 

catCCAGCAGGATGGAGGACTTGGCCACCAGTGCAGGCTTCTTggccttcttctccgcGTACTGCCGT 

AGCCGCTCCTCCGGCAGCTGTGCCGCCTCCTTGTCCTCCTCCTCATTGTCACTGCCAAACA 

GGTCAATGTCATCATCCTGGTCATCCTGTGCTGGTGTGGCTGGCTTCCAAGCTGGTGCCCG 

TGGGGTAGGGTATCC6GAAGCTACAGATTCAGTGTGTGGTGGAGGACGACAAGGTGGGGA 

CAGAOTTGCTGGAGGAGGAGATGACCAAGTTTGAGGAGCACGTGCAGAGTGTCGATATCGC 

AGCTTTCAACAAGATCTGAAGCCTGAGTGTGTGTAGCTGCGCGGGCGGCCGCTCGA 

>425 

>426 

NGGCCGGCCGCCCGGGCAGGTACTGAATGTGGGAAATGCCTTTTGCCAGAAACCA 

CACCTGACCAACCATCAGCGAACACATACAGGAGAAAAACCCTATGAATGTAAGCAATGTGG 

AAAAACATTCTGTGTGAAGTCAAACCTCACTGAACATCAGAGAACACACACAGGGGAGAAGC 

CCTATGAATGTAATGCATGTGGGAAATCCTTCTGCCACAGATCAGCGCTCACTGTGCATCAG 

AGAAGACACACAGGGGAGAAACCTTTTGGATGTAATGAATGTGGGAAAACCTTCGGTCAGAA 

GTCGGCCCTAATTGTTCACCAGAGAACTCATATAAGACAGAAACCCTATGGATGTAATCAAT 

GTGGAAAATCATTCTGTGTGAAGTCAAAACTCATTGCACATCATAGAACACACACAGGGGAG 

AAACCCTATGAATGTAATGGTTGTGGAAAATCATTCTATGTTAAGTCAAAACTAACN 

>427 

NNNGOGCCGGCGGCCGAGCGCGGGAGGGCAGGCAGGGGGAGGAGGGGGAGGGG 
CQGGGGCGCGGCGCGGCATGTAGCrGCGGGCTCCCGCGTCCGCGTGAGGCTGTCGGGCO. 
GGGGCCGCGCCATGGCTGGGATGGACAGTGGGAAGCTGAAGACCGCGAGGCTGtGGGGG 
GACGCCGCCCTGCGTGCCAGGAAGQTGCGGAGCAACCTQCGCCAGCTCACGCTTACCGCC 
GCCGGGGCCTGCCCCGGGGCCGGGGCCGACGCGCTCGAGiTCGGCCGCCTCCCCk» 
CGTGCTGCCGGCCAAGCTCGGGGACATTGAGGCACTGAACCTGGGGAACAACGGCCTGGA 
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GGAGGTACCCGAGGGGCTGGGGTCGGCGCTGGGCAGCCTGCGCGTCCTGGTCCTGCGCA 

GGAAGCGCTTCGCCCGGCTGGCCCCGGGGGTGGCCGAGGTCGGCCACCACCTCAGGGAG 

CTGGACGTGAGCCACAAGCGGCTGACCGCCCTGGGCGCGGAGGTGGTGAGTGCTCTGAG 

GGAGCTGCGGAAGCTCAAGCTCAGCCACAACCAGCTGCCCGCCCTGCCCGCCCAGCTGGG 

CGCTCTCGCTGACGTGGAGGAGCTGGATGTCAGCTTTAACCGGCTGGCGCACCTGCCTGAC 

TCCCTCTCCTGCCTCTCCCGCCTGCGCAGGCTGGACGTGGATCACAACCAGCTCACTGCCT 

TCCCCCGGCAGCTGCTGCAGCTGGTGGCCCTGGAGGAGCTGGACGTGTCGAGCAACCGGC 

TGCGGGGCCTGCCTGAGGATATCAGTGCCCTGCGTGCCCTCAAGATCCTCTGGCTGAGTG 

GGGCCGAGCTTGGCACGCTGCCCGCCGGCTTCTGCGAGCTGGCCAGTTTGGAGAGCCTCA 

TGCTAGACAACAACGGGCTGCAGGCTCTGCCCGCCCAGTTCAGCTGCCTGCAGCGGCTCA 

AAATGCTCAACGTGTCCTCCAACCTCTTCGAGGAGTTCCCTGCCGCGCTGCTGCCCCTGGC 

TGGTCTGGAGGAGCTCTACCTTAGTCGCAACCAGCTCACCTCGGTGCCATCCCTTATGTCG 

GGCCTGGGCCGGCTTCTCACCTTGTGGCTGGATAATAACCGCATCCGCTACCTGGCGGACT 

CCATCGTGGAGGTGACCGGCCTGGAGGAGGTCGTGCTGCAGGGGAAGCAGATCGCGGTGG 

TGCCGGACCAGTTTGGCCAGCTCTCCCGGGTGGGTTTGTGGAAGATGAAAGACAACCCACT 

GATCCAGCCCCCCTACGAGGTCTGCATGAAGGGGATCCCCTACATGGCAGCCTACCAGAAG 

GAACTGGCTCATTCCCAGCCGGCGGTGCAGCCGCGGGTCAAGCTGCTCCTGATGGGGCAT 

AAGGCTGCAGGAAAGACTTTGCTGCGCCACTGCCTCACCGAGGAGAGAGTGGAGGGATGC 

CCAGGAGGAGGGGACAAGGAGAAGTGCTACCCACCGTCAGCTCCCCCTGTGAGCAAGGGC 

ATCGAGGTGACCAGCTGGACGGCCGATGCGTCCCGGGGCCTGCGGTTCATCGTGTATGAC 

TTAGGTGGGGATGAAAGTTATGAGGTGATCCAGCCCTTGTTCCTGTCCCCAGGGGCCCTATA 

CGTGCTGGTGGTCAACTTGGCCACGTATGAGCGTCGCGACTTTCGTAGCACCGTGGGGTCC 

TTCTTGCATCGGGTCGGGGCGAGAGTGCCCAACGCGGTGGTGTGCATCGTGGGCACCCAC 

GCAGACCTGTGCGGAGAGCGTGAGCTGGAGGAGAAATGTCTGGACATTCACCGCCAGATC 

GCCCTGCAGGAGAAGCACGACGCGGAGGGACTGAGCCGCTTGGCCAAGGTGGTGGACGA 

GGCACTGGCCCGGGACTTCGAGCTGCGGTCTGCCAGCCCCCACGGAGCCTACTATGGGGT 

TTCGGACAAGAACCTTCGACGGCGCAAGGCCCATTTTCAATACCTGCTCAACCACCGGCTG 

CAGATCCTCTCCCCCGTGTTGCCTGTTAGCTGCAGGGACCCGCGCCACTTACGACGCCTTG 

GGGACAAGTTGCTGTCAGTTGCTGAGCACCGAGAGATCTTCCCCAACTTACACAGAGTACT 

GCGTCGATCCTGGCAGGTGCTGGAGGAACTGCATTTCCAGCCACCTCAGGCCCAGCGACT 

GTGGCTAAGCTGGTGGGACTCGGCGCGCTTGGGCCTGCAGGCGGGTCTGACCGAGGACG 

GACTGCAGAGTGGCCTCTCCTACCTGCATGAGAGGGGCAAGCTACTCTAGTTTGAGGACAG 

TCCGGCTCTCAAGGAGCACGTCTTCCACAACCTCACCCGCGTCATCGAGATCCTCAATGTCT 

TGTTCCAGAGGGATCCCTCTTTGCTGGTGCATAAGCTGCTCCTAGGGACCAGTGGAGAGGG 

CAAGGGGGAGGGGGAAAGCTCCCCGCCCATGGCGCGGTCCAGCCGCAGGCAGGAAGTGC 

TGGGGGCCACCCAGCTCCATCAGTATGTGGAGGGCTTTCTGTTGCATGGGCTCTTGCCAGC 

TCATGTCATTCGGTrGCTGCTTAAGCCTCATGTCCAGGCCCAGCAGGACTTGCAGCTGTTGC 

TGGAGCTGCTGGAGAAGATGGGACTCTG7TACTGCCTCAATAAACCCAAGGGCAA6CCTTT 

GAATGGGTCCACAGCTTGGTACAAGTTCCCATGCTATGTGCAGAACGAGGTGCCCCATGCA 

GAAGCCTGGATTAATGGGACCAACCTAGCTGGGCAGTCTTTTGTGGCTGAGCAGTTGCAGA 

TTGAATATAGGTTTCCrrTTACTTTTCCACCTGGGTTGTTTGCACGCTACAGTGTCCAGATC 

ACAGCCATGTGGTGCACAGGTCGGATGGTAAATTTCAGATCTTTGCCTATAGAGGGAAAGTT 

CGTGTGGTTGTGAGTTACAGACCTGCCAGGGGAGTCCTGCAGCCAGACACCCTGTCCATTG 

CTAGCCATGCATCATTACCAAATATATGGACCGCATGGCAAGCCATAACCCCCTTGGTGGAG 

GAAGTGAATGTCCTACTTCAGGAATGGCCTGGACTGCACTACACCGTGCACATTCTCTGTTC 

TAAGTGCCTTAAGAGAGGATCGCCCAATCCACATGCTTTTCCAGGGGAGTTGCTGAGTCAG 

CCCAGACCGGAAGGAGTGGCAGAGATCATTTGCCCCAAGAACGGCAGCGAGCGAGTAAAT 

GTTGGCTTGGTTTACCCACCCACGGCGACTGTGATGAGGGCCTGTTCCAAG AAGAA TGTTGG 

TGAAAAGCACAGAAACCAGGAAAAGATAGTGCTTCTTTTCCTTATGCCATCATTTTTACTGTA 

CCCAAACTGTGACTTTAGGAGCACCAATTTTTAAGGGAAGAATGTTGGTGAAAAGCACAGAA 

ACCAGTGAGGTTTGTGGCTGTGGAATTTCCATGGAGAAAAGAGAGCATCT6AACACCTGGA 

CCATCTTTTGCACXJTGGCAGACCCrCTGGACTCACCCCAGCGTQTTOTGTGAACm^GAGTGA 

CAACGCGTGCTTGCAGGGTGCTTTTTGGATGACTGGGGAAGAGGTGGiSGAGGGGGTGGTG 

GGGGGAAGCATGGACGAGAACATGGAGCAAATGTTTTACMCCTGAACCTCAGAACTGTGA, 

TCCTCCAAGGAGCGCGCtACTTGAAGAAAAGAAAAAAAAAAAAAAAAGTCGAATG6CTTCTC 

AGGGATTTTGTTTTCGGTGCACATATAAGCCATAGTTACAGTACAGGTGGCAGTATTTAGAG 
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CACTCAGATTTCAGTTCTGTTAAATGTGAAAGAGGGATCGACTGACGTTCATTGCTGTTCCAT 

AACTAGTGTAAAATATGTATATGTTTATCTTTATTTTTATAATATGCAAATACATTTAAAT^ 

CAGTTTGAAGCTTCTAGCGTTAGTTCACACTGGGTGCAATATTCTGCATGAGAACTGTGCCA 

AGATGGGGCTGATTTCTTATTTTAGTATAAGACn I I I IGM N I I C7TTATTCTTTAATCCTCT 

TCACATTAAAAAAAAAAAATGTCTCTGTTAGCCCATGGATTAAGTGTTGGTTCATAGAGATTG 

CCAATAATCAGAAAGAACCTTAAATGTGCATTTAAGACAGTGTCCCTTCCCTTCTTTTCAATG 

AAGGTCGCTGGCCTTATTATTAAATTCAATTCTGGGCACGCTGTGGTGGGGGAAAAGTCCTT 

TTGGCTCTTTGCCAAGGGGTGTTTATAAAGTGCGCTGGGGCCAAAGATGTGTCGGGCACAC 

TTCGGGGCCAAAAGAAGGACCAAAAAGGTCCATTGCAAACATTTGGAGTCTTAAAGGGGTAA 

AGATATCAGGGAGCAAGTCTGAACTTTACAAAGTGCTCTGTAAATAAGACCCTTACTTAGCA 

GAGCACTTTGCAAACATATTACTTATTAGCAGAGCTCTTTGTAGACCTTCCACATCTGGCTGT 

CAGATCTTAAGGTTGTGAATTTAGGCTCCAGTTATATTCACTGGAGAGGATAATCCCACACG 

GGTTATTTATAAATACAGAGCCTCTGATTGGACGGTCTCCTGCCAAGAACTAGTAATACCCTT 

GTTTTAAAATCTTCACAAGGTAAAACTTAAAAAGCCAACC AAAC AAATTGCTCTCCATTCTACT 

TrrAATTGGGCCAAACAGGATATGCTACAGTAGTAACATGTTTTTCGGAGAGTGTAAAAAACT 

CTGTTTACATTTGCCTCCTCCGTGGGTTGATCGAAAATGTATAAAAGTGACTGCTTCTCGGCA 

GCCTCAGACAAGAAGAGTGAGTTGGTGGTACTCGCTACTGTTTTACTTCTTTTGTAAAGTATT 

GACTCTTGGAAGGCTACAGTATACAAAGTCTCAACATGTTTTTTAAAAGAAATAAGGAGCAAG 

CGACTGCCGTGGTAGAAATCACAAACGGATTTTTGTAGAATATTTTGTGCCCCAGGCATTAAT 

TTCACTGACTGCAGAACCTGGAGTTGAGAGAATGATnrCTTATGATGATAAAAATCGAATGGG 

ATCAGACGATGTTTGCA I I I I I I I AATACTTGAATAGGACAGCTCAAGTTTGAGATTTGATTTT 

CTTTTAGAACACAGTCACAAGATTAATCTGGTGAATCCTTTTGTCACAGTTCTCGTGTGTGTG 

TGCGGGTCTGGGTGTGTGTGTGTGTGGATGTGTGTAAAACTGAATGGTCACATTTAATTGCT 

TTTTGGAGCATTGAATAGTTGGG AAGTAAGAA 1 1 N N AATTGGGATGAGACGGTTCGTGAAC 

TGTTAAATTAACCAACTTTGACCTGTCTTTAGAAAAAGGCTTATTTGTATGATT^ 

TCCCCGGGGAGCATATTAAATGACAAAAATGCTCCTTTGGGTGACACACCCTACAA AGTAT T 

TGCTGTTACGAACATAAACGCCCACATTCTTAATATCTAATATTTTTGACCAGTGATGTrrTA 

GCTGTGATGTGAACCGTAGAGAAGCAGTGTGAGAGGAAACCTTGGTGTCACATGTGTCTTAG 

CAAAAGGGTTACCATGATCGAGGGTCATGTGACCAAAAGATGCTGCAGAGAAGCTTGAGAAT 

TTGTTTCAAGTTGGGAGGAGGGTTGGAGATACAAAAATCACTCTGCTCTACAGGACTCTTCA 

GCTGTCTATGCAAGAAATTCCGTTTTCTCTTTCAGCACCTGGAAAGACACAGCAGCCCACCG 

AGGCGATAGGTGATTCACTAAGCACAAGAGGAATGTTTTCTAAGCAAGGCGTCCCTTGCCTC 

TCAAACAAATGCCGTCCAAGTTTGTTAGGGTTTCTATTCCTGCAACTTGTGGTATCAAAACCA 

CTTCGTGGAATTGTCAAAGCACTGCCAAAATAAATGTTTTTCCCGCTTCTAAGAAAAAAAAAA 

TGACAGTGGTGATATTTGACACTTGTGTATTGGACTCTCI I I I GAATGAATAAAAAGGAAAAG 

GGGTTTGGTGTAATTCCTGATGGGGTGCGTGTTG I 1 1 I I CATGCCATGGTTTGTGAATTTTAA 

TTGTGGTTTCCCATTTCGTTGTTGTAACTGGGGAGAAATTAAAAAAGAAAAATCAATAAAAATA 

CAAAGAAATGGTTAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

>428 

>429 

NNCGCCGCCGACGCGGGGGGAGGGGTCGGCCACGTTCAGCGGACACGGGAGCAA 
GATGGCGATTCCGGGCAGGCAGTATGGGCTTATTTTGCCAAAGAAAACACAGCAGTTGCAC 
CCTGTTTTGCAAAAACCATCAGTGTTTGGGAATGATTCTGATGATGATGATGAGACCTCTGTG 
AGTGAAAGCCTTCAGAGGGAAGCTGCTAAGAAGGAGGCCATGAAACAGACCAAACTGGAAA 
TGCAGAAGGCCCTrGCAGAAGATGCTACTGTGT ATGAA TATGACAGTATTTATGATGAAATG 
CAGAAAAAAAAGGAGGAAAATAATCCCAAATTGCTTTTGGGGAAAGACAGAAAGCCCAAGTA 
TATTCACAACTTGCTAAAAGCAGTTGAGATCAGAAAAAAGGAACAGGAAAAAAGAATGGAAA 
AGAAAATACAGAGAGAACGAGAAATGGAAAAGGGGGAG7TTGATGATAAAGAAGCATTTGTG 
ACATCTGCATATAAGAAAAAACTGCAAGAGAGAGCTGAAGAAGAAGAAAGAGAAAAGAGGG 
CTGCTGCACTGGAAGCATGTTTGGATGTAACCAAGCAGAAAGATCTCAGTGGATTTTATAGG 
CACCTATTAAATCAAGCAGTTGGTGAAGAGGAAGTACTAAATGCAGTTTCGTGAAGACAGAT 
CTGGGTATTACAQGGGGGGAOACATCCAGGGGGTTGTCGAATGGCAGTAGGTTCCAAAAAC. 
GAATTACCCCAGAGCAACTGCTTGCTTTCAACTGGCfGTGCACGTTGAGGAAAACCCGQAT 
GGAGCACAGTGAAGCTCGCAGCTAAAGGAGGCGATTAtGCATCACAACAGGAAOATACAGT 
GGAAGGGCGGAGGGGAGAGGGGGTTAGAAGACCCGGAAGATGCTCACGOACAGACGGA<t§A 
GAATCGACGGCCGGACCTAGGCAAGCACAGAGGCAGGGAGAAGAGGACACAGAGAGCAAG 
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CGCAGGCAGAGAAGGCGGAGCGGAGCCCAAGAGCGCACAGCAGCCACCAACCGTGCGGA 
AAGGAGCAGAAGCGAGAGCACAGGGGACACAAAGCGACAGCGGTGCGAGGANNNNNNN 

>430 

NNCACGCGTCCGGCTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGGCTTGAT 
CGGGAACTAGGAAACCCCAGGCGCAGAGGCCAGGAGCGAGGGCAGCGAGGATCAGAGGC 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
GGGCTTCGGAGGAGGAAGGAAGTCCCG CTGC CACCTTATC TCTGC TCCTCTGCCTCCTCCC 
TGTTCCCAGAGCTTTTTCTCTAGAGAAGATTTTGAAGGCGGCTTTTGTGCTGAGGGCCACCG 
ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 
CAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAATAGAGATTGAT 
TATTCAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGG AGAC ATTTTGTCAG 
TTTTGCAACATTGGACCAAATACAATGAAGTATTCTTGCTGTGGTCTGGTTTTGGCTGTCCTG 
GGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA 
TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 
GTGGAGCTGGGGTCCCTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 
CCACCTTCATCAATGCCTTTGTGACTACACCCATGTGCTGCCCGTCACGGTCCTCCATGCTC 
ACCGGGAAGTATGTGCACAATCACAATGTCTACACCAACAACGAGAACTGCTCTTCCCCCTC 
GTGGCAGGCCATGCATGAGCCTCGGACTTTTGCTGTATATCTTAACAACACTGGCTACAGAA 
CAGCCTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 
GAATGGCTTGGATTAATGAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 
AAAGAAAAGCATGGATTTGATTATGCAAAGGACTAGTTCACAGACTTAATCACTAACGAGAGC 
ATTAATTACTTCAAAATGTCTAAGAGAATGTATCCCCATAGGCCCGTTATGATGGTGATCAGG 
CACGCTGCGCGCCAGGGCGGCGAGGAGTCAGCCGCACAGTTTTCTAAACTGTACCCCAATG 
CTTCCCAACACATAACTCCTAGTTATAACTATGCACCAAATATGGATAAACACTGGATTATGC 
AGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAAGATTCTACAGCGGAAAAGG 
CTCCAGACTTTGATGTCAGTGGATGATTGTGTGGAGAGGCTGTATAACATGGTGGTGGAGAG 
GGGGGAGCTGGAGAATACTTACATCATTTAGAGCGCCGACCATGGTTACCA TATTGGG GAGT 
TTGGACTGGTCAAGGGGAAATCCATGCCATATGACTTTGATATTCGTGTGGG I I I I I I I ATTC 
GTGGTCCAAGTGTAGAACCAGGATCAATAGTCGCACAGATCGTTCTGAACATTGACTTGGCC 
CCCACGATCCTGGATATTGCTGGGGTCGACACACCTCGTGATGTGGACGGCAAGTCTGTCC 
TCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAATT 
TGGCGTGATACATTCCTAGTGGAAAGAGGCAAATTTCTAGGTAAGAAGGAAGAATCCAGCAA 
GAATATCCAACAGTCAAATCACTTGCCCAAATATGAACGGGTCAAAGAAGTATGCCAGCAGG 
CCAGGTACCAGACAGGCTGTGAACAACCGGGGCAGAAGTGGCAATGCATTGAGGATACATC 
T66CAAGGTTCGAATTCACAAGTGTAAAGGACCCAGTGACCTGCTCACAGTCCGGCAGAGG 
ACGGGGAACCTCTACGCTCGCGGCTTCCATGACAAAGACAAAGAGTGCAGTTGTAGGGAGT 
CTGGTTACCGTGCCAGCAGAAGCCAAAGAAAGAGTCAACGGCAATTCTTGAGAAACCAGGG 
GACTCCAAAGTACAAGCCCAGATTTGTCCATACTCGGCAGACACGTTCCTTGTGCGTCGAAT 
TTGAAGGTGAAATATATGACATAAATCTGGAAGAAGAAGAAGAATTGCAAGTGTTGCAACCA 
AGAAACATTGCTAAGCGTCATGATGAAGGCCACAAGGGGCCAAGAGATCTCCAGGCTTCCA 
GTGGTGGCAACAGGGGCAGGATGGTGGCAGATAGCAGCAACGGCGTGGGCCCACCTACCA 
CTGTCCGAGTGACACACAAGTGTTTTATTCTTCCCAATGACTCTATCCATTGTGAGAGAGAAC 
TGTACCAATCGGCCAGAGCGTGGAAGGACCATAAGGCATACATTGACAAAGAGATTGAAGC 
TCTGCAAGATAAAATTAAGAATTTAAGAGAAGTGAGAGGACATCTGAAGAGAAGGAAGCCTG 
AGGAATGTAGCTGCAGTAAACAAAGGTATTACAATAAAGAGAAAGGTGTAAAAAAGCAAGAG 
AAATTAAAGAGCCATCTTCACCCATTCAAGGAGGCTGCTCAGGAAGTAGATAGCAAACTGCA 
ACTTTTCAAGGAGAACAACCGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGACGGCAGAG 
GAAGGGGGAAGAGTGCAGCCTGCCTGGCCTCACTTGCTTCACGCATGACAACAACCACTGG 
CAGACAGCCCCGTTCTGGAACCTGGGATCTTTCTG TGCTTGCAC GAGTTGTAACAATAACAC 
CTAGTGGTGTTTGCGTACAGTTAATGAGACGCATAATTTTCTTTTCTGTGWVGTTTGCT^ 
CTTTTTGGAGTATTTTGATATGAATACAGATCCTTATCAGCTCACAAATACAGTGCACAOGGT 
AGAACGAGGCATTTTGAATCAGCTACACGTACAACTAATGGAGCTCAGAAGGTCSTCAAGGAT 
ATAAGCAGTGCAACCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTAT 
GACCTACACAGAQGACAGTTATGGGATGGATGGGAAOGTTAATCAGCCCCGTCTCACTGCA 
GACATCAACrGGCAAGGCCTAGAGGAGCTACACAGT<STGAATGAAAACATCTATGAGTACAG 
ACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 
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TGCACTGCTGAAQAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTCTGCTGAGCACGGTGTGTCAATGGAGATGGCCTGTGCTGAGTC 

AGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTC 

AAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 

GGGCGCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCCTGGAAAGGAGATTTTTGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTCATCAGATGTTCACCATGGCCACCGCAGAACACCGAAGTAATTCCAGCATAGCGGGGA 

AGATGTrGACCAAGGTGGAGAAGAATGACGAAAAGGAGAAGTCACAGGACCTAGAAGGCAG 

CGCCTCCTCTTCACTCTCCTGTGATTAGATGAAACTGTTACCTTACCCTAAACACAGTATTTC 

TTTrrAACTTTTrrATTTGTAAACTAATAAAGGTAATCACAGCCACCAACATTCCAAGCTACCC 

TGGGTACCTTTGTGGAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAC 

TCATCGTTATAATTTACTATCTGGCAAGAGTAGAAAGAAAGGCTGGGGA TATTT GGGTTGGC 

TTGGTTTTG A i I I M I GGTTGTTTGTTTGTTTTGTACTAAAACAGTATTATCTTTTG AATATCGT 

AGGGACATAAGTATATACATGTTATCGAATCAAGATGGCTATAATGGGCT7TCTGAGAGATAA 

AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTCTGCGTAATGAAGGTACGATG 

CAAGTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATAGNN 

>431 
>432 

CGGGCAGGTACGCGGGATTTACCGGGCAGTCAAAGATCTATTCCTACATGAGCCCG 
AACAAATGCTCTGGAATGCGTTTCCCCCTTCAGGAAGAGAACTCAGTTACACATCACGAAGT 
CAAATGCCAGGGGAAACCATTAGGCGGAATCTACAGGAAAGGAGAAGAGAAAAGAAATGGT 
GGGAACGCAGTAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAG 
AGTGCCGGGAAGGAGTGGTACCTCGGCG 
>433 

GCGGCCGCCCGGGCAGGTACAAATCTACCTCCCCACCAAATGTCCTTAGAGGGCC 
AAAGATGGCCTTTGTTTCTTCATGATAACATCGCCTTTC I I I I I I I I I 1 I 1 GAGACACGGTTTC 
ATTCTGTCACCCAGGCTGGAGTGCAGTTGTGCA7TCATGGCTCACCACAGCTCTTGAACCCC 
CAGGCTCAGGTGATCCTCTCACCTCAGCCTCCCCAGTAGCTGGGACTACAGGGGCACACCA 
TCAAGCCCCGGGTAATTTTTGAAATTTTTATAGAGACAGGATTTTACCATGTTTCCCA 
GTCTTGAATTCCTGGGCTCTAGTGATTCCTCTGCCTT GGCG TCCCAAAGTG CTGGGA TTACA 
GGCATGAGCCAGCACACCCCACCTGTCTATTTTACAATTTTCCTTTGAGCTCTTTTTT C 
AGTCATGAAGCTGGCAAATGGCAGAACTGGAGCTAGAAACTGCTGACTCCCTTTATCTTTTC 
GATAGCACGGGAAGCGTAAAACCAGACTGGGACAAATGGTA 

>434 

GGGAGTCGACCCAGGCGTCCGTCTAGATCGCGCCCGGCCTTTGTTTTACCATTTAA 

AATAGTATCTAAAAAATCATTTACTTCTCCGAGCCCTTCTTAGCTATGGTGAATGTGATGGAC 

TTAAGTGCTTTGAGATGTGTAGTATCAAAGATGTATTrACA AATATG ATGAAATAATAGTGACA 

TCAATTAAGAGCTCCAAAATATGAAAATGCAACAAATAGAATTTTTAAAGCCTGTTCAAAAGAT 

TTATATTTTTCATAGGGGGTGCTCAAAGGATTTAAAGGAGAACTAATTCATGTATTTAACAAA 

ATGATGGTGCGTTGAGGAATACAGAATATTTCAATCAACTAAAAGACAATAGTAACATAATTC 

TTCTGGGAGACTCCCAAGGAGACTTAAGAATGGCAGATGGAGTGGGCAATGTTGAGCACAT 

TCTGAAAATTGGATATCTAAATGATAGAGTGGATGAGCTTTTAGAA AAGTA CATGGACTCTTA 

TGATATTGTTTTAGTACAAGATGAATCATTAGAAGTAGCCAACTCTATTTTACAGAAGATTCTA 

TAAACAAGCATTGTTCAAGAAGACCTCTCTTCTGTGGGTGCAATTGAACTGTTCATCCGTTCA 

TGTTGCTGAGAGACTTATTTATAATANN 

>435 

>436 

>437 

>438 

NNNNAGGTGACACTATAGAAGAGCTATGACGTCGCATGCACGCGTACGTAAGCTTG 
GATCCTCTAGAGCGGCCGTCTACTACTACTAAATTTGCGGCCAGCGTCGATCGAACTGGGTT , 
AGGTGCCGCTGTTGCTGCTCGTGTTGAATCTAGAACCGTAGCPAGACATGGGACTGGAGGA . 
CGAGCAA>UGATGCTtACCGAATCGGGAGATCCTGAGGAGGAGGAAGAGGAAGAG 
ATTAGTGGATCCCCTAACAACAGTGAGAGAGCAATGCGAGCAGTTGGAGAAATGTGTAAAG 
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GCCCGGGAGCGGCTAGAGCTCTGTGATGAGCGTGTATCCTCTCGATCACATACAGAAGAGG 

ATTGCACGGAGGAGGTGTTTGACTTGTTGCATGGGAGGGACCATTGCGTGGCCCACAAAGT 

CTTTAACAACTTGAAATAAATGTGTGGACTrAATTCACCCCAGTCTTCATCATCTGGGCATCA 

GAATATTTGCTTATGGTTTTGGATGTACCATTTGTTTCTTATTTGTGTAACTGTAAGT^ 

GAACCTCATGGGTTTGGCTTAGGCTGGTAGCTTCTATGTAATTCGCAATGATTCCATCTAAAT 

AAAAGTTCTATGATCTGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAAAAAAAACA 

AAAAAAAAACACAACAACAAAGAAAGAAGAGACGAGCAAGCAAAAAGGAAAAGAGAAAGAAA 

AAGAAGCAGGGAACAGGAGGAAAGAGAGGGACAGAGAAGAGAGAGGGGTGAAGAAGAAAG 

TAGGAGGGGAAAAGGAGAGAAAACAAAAGAAAAAGAACAGGAACAGGAGACAGAAATAGAA 

GGAGAAGGAAGGACAGAAAAGAACGAGTGAAGAGGACAGGAGGTAGAGACGATGATGAGA 

GACAGACAGTAGAAGGGAGGAGGAAGGAGAGGAATTCAGAGGGAGATAGAGGAGAAGAAA 

TCAATCAGGGATAGGATGGAAAACGAAAGAGTGATGTGTTTGTCAGGTGGAGAAGAN 

>439 
>440 
>441 
>442 
>443 

>444 

NNGAGTCGACCCACGCGTGTG 1 I I I I 11 I I I I GCTGATAAGAATTCTTTTATGTTATT 
CCAATAAAAAATACATTCATACAGAAATATAACAATCTTGCAAAAAACAATTTCAAATAAAATC 
TTGTAAAACAAAATTTTACAAAAATGTTAC AAAGAT TGTTTAGATAACAGGGTGGTTGCAAAAA 
AAAAAAAAAAGAAATTTGACTAATAGAAA I 1 I M 1 I I I AATTTCAAGCAAAAAGTTTCTGCTTGA 
TTGAGGCTCAGTTATCACCTGAACAGAATGTACTTGTTTATGTACGTGCTAATTATGAAAATC 
ACAGGCATTGACAGGTACGGTACCCAGCCCGAC CCAGGCAAACAG CT CCGAC ATGTTTCGT 

AAGTGAGACAAGCCAGTGCAAG I I I i M I U I I CG I I HI N » M I H GTCT TTTG CTTACCTTC 

TTGCTTAATGGAATTGTTATGGCTAAGCACATAGAAGGCCAAAAAAGGAGTTTTCCAAACCGA 

GCAAATCAAGTGGTTGGATTCTGAACTGCCAAAAGAAAAGTGCACTTCCCCTCTTAAGTAAAA 

CGAAATGAGTTTCTTAGGTAAATGTATTCATCAGCCCAGATAAAAAAAAAACCAGTTATGTGA 

GCGTTAGTCACTGCTCATTTCCAGGAAGATCAAACAAAATACCAGCCCAGCCAGACTCACAT 

GTGTGTATATATATATAAAGCAAAGAGCCACACCGACAAGCCAGCAGCTGGGGTGAAAATAT 

CAGCTGTTCCACGCCGTGGGTATTGGCCCATTCGCGGGGGAAATTTACTCCTTGGGGAAAA 

ACTGGGAGGGATTCTACTTGGCTGGGGGAAAAATTGGG I I I ICI I CTTGGGCTTTAAAAGGT 

GTTTCTTTCCAAAAGGTTNCCCGTTGGGGTTAGGGNTACTCTTTGGGGGTTNGGTGGNNNNN 

NN 
>445 

NNNNNNNNNNCTCACTTAGATTTCAGACCCCAGACAATCGTGAAGTGTCAGAGGCA 
ATGCAGCAGCAGGAGGCTACAGATGTCCAGAACAGAGGAGTCGACTCAGAGGAACGCGAG 
TTCTTAGGGCATGAGCGAACCCCCTTGCTTTGCCCTTCCCCTGTCCTCGCACCATGTGGCCT 
AGGACATGGACACAGCTGTGGAAACTGTTCAACAGAGTAGGGTAACTAAAGAACCAGCTTTT 
GGGACAGAGACCCGAAAGAGGAGTTCTAAGGGCTGGAAAATACCAAGGAACTGGCAGAAAG 
AGGAAGCAAACCCATAAAGTTCTATAAACTCCTGTTTATAAATCAAAACACCAAGCCCATAAA 
GGTTATAAAGTCCTGAGCTCACCCAAAGTTGTATATATATGTGTATCTGACCCTAAACAGTGC 
AGTAAAGACGTTGAGAATGAACTATGGGATAGGTCAGCACCTAGGTCGCAGAGTGAGCAGTG 
GGTGGCATATACCGAGCAAAGATTCAAATAGCATCACAAAGGCTTTGAAACAGAATTGATATT 
GAACCTTCAACCCACAGAAGACTGACCAGAACTTCTCACTTGAACCCAGCCTGGTAGCATAC 
ACCCAAGTCAGAGAGCTGTGCCATTAGGACGGGCAGAAACCGTCAAGATTCATACTGCTGTT 
TCTCATAAGGACTCAACAAAAATGAATCTTTAGTGACTTGAACGATAGACTGAAGGAATCCAA 
AGAATGCAGTCATTTTAGTAAAGTACTATCAGGCTTTGTGCTGATTTCCTGAACAAACTGCAT 
TATATTATGAATCCTAACGGGCGCCGGGAAGCCCGTCTTGGGTGCTCGCTGCTGGCTGCTC 
CCCGTGGTGGTGGATCCTGGAGTTCTCTCACGCAGGAGCCAGGGCTCTCCTAGAGGGGGT 
CTCAGATCCTGCGAGGCCAGTTCCTTGGAGGGACATGACTAATGAGTCGATCTTTACTCAAT 
TTTTATCAGTTTTATATTTATAAGCCTGATTTATGACTGTATATTTAATGTTAA^ 
CTTATCTTTAAAACGTGCCTGGTGTGTGAGCNNNN 

>446 
. >447 

gGAGTCGAGCCACGCGTCCGGTGGCTTCCTGCGGCGTTtCCACTCTCGCTCTCCTG 
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GCGTTGCCTGATCGCCGCCCATCATGGGTCGCATGCATGCTCCCGGGTGAGCTCGGGGCA 

TCAAGCCGGATTGGTGGGCGGGGGGTGGGAGGAAGACAGGGAGTGTGGGCAGCGGGCCG 

AGGGGATGATGTTCTGGGCTGGTCTGGCACTAGCCGCCACCTCACCTCGAGACTGCTTCTC 

TCCCCGGGAAGGGCCTGTCCCAGTCGGCTTTACCCTATCGACGCAGCGTCGCCACTTGGTT 

GAAGTTGACATCTGACGACGTGAAGGAGCAGATTTACAAACTGGCCAAGAAGGGCCTTACT 

CGTTGAGAGATCGGTGTAATCCTGAGAGATTCACATGGTGTTGCACAAGTACGTTTTGTGAC 

AGGCAATAAAATTTTAAGAATTCTTAAGTGTAAGGGACTTGCTCCTGATCTTCCTGAAGATCT 

CTACCATTTAATTAAGAAAGGAGTTGCTGTTCGAAAGCATGTTGAGAGGAACAGAAAGGATA 

AGGATGCTAAATTCCGTCTGATTCTAATAGAGAGCCGGATT GACC GTTTGGCTCGATATTATA 

AGACCAAGCGAGTCCTCCCTOCCAATTGGAAATATGAATCATTTTATTGCTTGAGTACACAGA 

CAAATTTATGCGACCAGGGCAGAGGCTGTAGATGATTCACTGAAAAAGAAAAAAAGGGGAAA 

GAAAGAAAATCAggAtTAATACTAGTCCCTCCACATTCATTAACAGAATCTCCCCACTAATGGT 

GCTATTCTCAAACAGTTAATAAATCCAAACTATATAAAGTGCACCAAACTTCTGAATGCCTGA 

ACCAACTCATTGTGTTCAAGCACAATGAATGAAGATGCTCACTCAGaCGTCCAAGGAAGAAC 

TGGCCAACATAAGGAAAAACATTTCTGGTGGAAACTGCGAATGTCTGGCAACCAATCATCata 

gTGAGCAATTCATGTGAAAATTAATTCAAACTCCTGGGAGtaaagGTATGAAAGGAAAATCTAC 

CTACTATCTAAAAGAGAGTCAAAGGGCTTATTCATGGTCTAAATCTGGGGTCTGCAACTATG 

GCCCTCTGCTTGTCTTTATTAAAGACAAGCAGCCACACCCATTCGATTATGTATTGCCTGTGG 

CTGCTTTCCCACTACCAGGCCAGAGCTCAAAGAGCAGTTAACAAAATA GCCC CCAAGGCTG 

AACATATTTACTACTAGCCCCCAAGGCTGAACATATTTACTAGTAGGACTTTTACTACTGGCT 

GAGTCCTATTCTTGATAACAACGACAAAAGAGTTGATACTTACTATTTCCAATTGGGAGGGAG 

GAGTGGCTTGGTGTTATAATATGGAGCGAAACGGTGAATCCGGCtCTCTATTAGAATCAGACG 

GAATTTAGCATCCTTATCCTAAAAATAAAATTTGGTGCAATTCAAGAAAACCACCCAAAATGA 

CCTAACATTATCAAACATTAATAAGAGAATGTAGAGCTACCATGCACTTTCTATAATGAAAATC 

TCTTTGGATAGAATTTGAACTTCAAAGCAGCACTACACTGGTTTGTGTACTAAGCCTTGGATA 

ATTCAAACCAGATGCATTACATTTTACCGAAAAAATTTAGTACAAGCAGTCGTACTTAGCACC 

AGGTTTTATTTATTAGCTTACCTTTCTGTTCCTCTGAAGATGCTTTCGAACAGCAACTGGTT^ 

tTAATTAAtTCTAGAagtAGtctcgagggggggc 

>448 

CGCGGTGGCGGCCGAGGTACI I M I I I I I i I I 11 U M I GTTAGTGTTTTC TGATGT C 
TTTTGTAAGAAATGTTTGCGTGCGGAAAAGTCTCAAAAACAT TCTCACGTTT GTAGATTTT^ 
CTTTAGCTTTTGTGTTTGGGACTATGATCGATATTTAGTGAATTT TAI I I I IGGGGGGGCAGA 
GTCCATGTTGCCCAAACTGGTCTGGAAGGAGCACACCCAGCTAATTTTTGTGAATTGGGGGT 
ACCAGCACACCGGCGCCGTCCTGGAGTGCGCCTTCTACGATCCAACGCATGCCTGGAGTG 
GAGGACTAGATGATCAATTGAAAATGCATGATTTGAACACTGATCAAGAAAATCTTGTTGGGA 
CCCATGATGCCCGTATCAGATGTGTTGAATAGTGTCGAGAAGTGAATATGATGGTCAOTGGA 
AGTTGGGATCAGACAGTTAAACTGTGGGATCCCAGAACTCCTTQTAATGCTGGGACCTTCTC 
TCAGGGTGAAAAGGTATATAGCCTCTGAGTGTCTGGAGACCGGCTGATTGTGGGAACAGCA 
GGCCGCAGAGTGTTGGTGTGGGACTTACGGAACATGGGTTACGTGCAGCA6CGCAGGGAG 
TCCAGCCTGAAATACCAGACTCGCTGCATACGAGCGTTTCCAAACAAGCAGGGTTATGTATT 
AAGCTCTATTGAAGGCGAGTGGCAGTGAGTATTGGACCCAAGCCCTGAGGTACAGAAGAAG 
TATGCCTTCAAATGTCACAGACTAAAAGAAAATAATATGAGCAGATTTACCCAGTCATGGCAT 
TTCTTTTCACAATATCCACAATACATTTGCCACAGGTGGTTCTGATGGCTTGTAAATATTGGG 
ATCCATTTAACAAAAGCGACTGTGCACTTGCATCGGGTACCCAGAGGATCGATACTTGCCTT 
CAGCATGATGGATACGCTTGGACAAGCGCTCATTGTTGACGGTGGACCAAAACTCCGGAAT 
GGTTTCACTCCGCAGGGGGTGGGAACAACGAGGGACGATTAGACAATCGCAACAGGCGCG 
GCGATAAACACAGACCCAGGGGGTTCATTAAACCGCATTTAGACCGCGAGCAGGGGTCTCA 
AGGCGCGGGGGGAGGCAGCAACGCACTTGGTAATGAGCACAGNNN 

>449 
>450 
>451 

GCGTCCGATGGiJITTAAAAAGCCGGGCTGTAAAACTTCCAGAATATCT^ 
CAGCCACTCTGCGTCTTTCCAACATTCCCCCTTCTGTTACAGTGGATGATCTGMGAACCTT^ 
TGATAGAAGCTGGATGTTCAGtGAAGGCTTTtAAATTCTTTCAGAAAGATCGCAAAATGGQG 
CTCATtCAATTGGGATCTGTGGAAGAAGCAATtCAGGCCGTGATrGAGCTTC ATAAG CATGA 
CGTTGGAGAAAATCACCACCTCAGAGTTTCCTTCTCAAAATCTAGAATCTGACTTTTCTGTGA 
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ATTTTTCTCCTAAAACTGGACCATAATTTCAGTAAAACCTTCAGACATAGACTGAAGC AGCT C 

AAGACCAATTTTGCCTCTTTCACAAAAATAACTCTTTCTGAGTrrGATATTCAAGTAW 

AAATCAAGGGA I I M M I M i I GTATTCCCCCTGCCCCCGCCAGTGAAAGGTTTC TTTTCCGT 

TTTTACCATGGTTTCTACAAAAATAACGTTGAGG AAAAAGAAAATCAGG AAAA AAA I i I M n i 

CAATAATCTTATTCCCTATATTAAATTAGATTTGAAGAG GATTA ACGTTGTTTTAGTTTGGGT^ 

GAGATGAGGGTTATACAACATTTCTAAACTCATTTGTACTTITAAAAAATTTAAACACAGACTT 

CTAAAATTACTTGATGTAAGTAATTTAAATCACTTATGACCAAGTTATTAACCTTATGAATCAG 

AAGTCTGACCCTTGTAGGAAATTATATTCACATATAAAGTACATCAGATGTTTGCCATA TATTG 

ATGGTTATTATGCATAAACACATTGAGTTGTGTTGGAAGCAGATTTATAAACCTGGAT GTTTT 

CTTTG AATGATTTC M U M I CACTGTAAGACACTCCrrTAAATAATGCCTATCTTTAAC Mill 

AAGACTATTTGGAAAAATGCAGTGTCTCAGCTGTCCGCAGGGAAATTAAGTGGAATTCAACT 

AAGATCTGTTAATAAGATGTCAGAATAACTAATAATTTTATT AGGA AAAAATCATGTTTTAAATT 

TCAAAATGACACTTATTTGTCAAGTAATATGATCTTGGAAAATTTTAAAGAAAAATAATCCTAC 

TTATAAACTACTTTTTTATAATTGTTTTCAGAAAAAAAGTT^ 

GTCTATCATATGGTTTGACAGATTTTTTAAAAGTTATTTTTGGTAAGGTCTTCT^ 

AATTAATCTCAAGGGTTTTTTGTACCACTATAATCTGTAATACTTACTCAGAATTACTGTGTAT 

TTAGTTAATTTCTTATTATGTGCCTTATTATGTGCTTAAGAT ACAATA GGTTAGAG TTTAA TCTA 

AATATCTTGAAAGCTATATTGTGGGCTTGGTAAGGATTTTGTTTTTTCTT^ 

AGGATTTAAA A I I I I I M CATTGCAATTTTAAGTGGTTTTCAATAA GTAA TAG I I I I I ATCAAAT 

TTTTGGTGCTTGGTGCAGAGACGGTGTGGGGAAGGGTGAATGGTTTTGGGAATAATTCAGT 

GCACAGCTGTAGGCGTCTTTACATTGTGAGTGATAGGGGTTATTGCATATCAATTTGGGGCT 

GTAGAGTGCAATCTCAGTTrCATCTTTTTCACCCATCAGAATTTGTCTCAGGATTACTTGGT^ 

TTCTCAGTCCTCAAGCGAGAACTTGGTTTTCTTTGTTAATGTGACTn'CAT TACTGA GTACGC 

ACGTATTTGGAGTATGAGAAGGTGGGTTATTTCTCATAGTGTGTCCCTCTC TTTTTC ATTGAA 

TGTAAGAGTACATTTTAATGTTGCTTCAGTGATTGTATAATGTAAAATTGTTCTTTTTAATAAGA 

AACTTTGCTATTATTCTTTCACTGGTTGGCAAAATGTAAAGCGAAATAGGACAGGTCATTATG 

GTTCCCCTTAACTTTACAATTTATCCACTGTCTCCTACTTAGAACAAAGACAATAGACGGGAA 

GGGGCACTCACCATACACACATAGACGGAACAGAN 

>452 

NC H 11 I I I I I I M I I I I A TAGTTGTCTTTTTTGGTAACAATGTGTAAAGTGAAAACAG 
CAGAGTGCTACTCCATACCACTGGGATCTTGTCCAGTAAACATCCAGAGA GTGA GGTTAGGA 
AATAAAAAGTATATAAATATTAGATGCCTAGAAATGCAAGTCACTTTAAAGATTTTATGTGAAA 
TAGAAAAAAAAGAGAGGAGAGGGACTCATTGTCTTGTA ATGG GTCCTTCCCAGAGAGAGGT 
GACTGTCCAGTGGCACCGGGCCCTTTTCCTCCTTCCCCTTTTACTCTTATCGACTAGGACAG 
AAACTAAGAATTTTGGCTTCAAGTGGGTAAAAGACTGATGGGGGAAAAAGAAAATAG AAAAA 
AATAACAGAGAGACTGACGCTCTAGGCAGTTACAAGTCCAAGAAAAAAGACAGAAACTTTTA 
ACTTTAAGTATTGAGCCAAAACGAGGTGTAGCAAACATAATGCTGGCCCTAGATTATTTATTA 
ATTTATGAAGAAACTTCTAGATATGGGGGTGACAAAAGGAAATTAAATCCATTATATATGGAT 
ATATTTrAATGTAAATATATAATAGATAAATTATGTATACATAA TATAGA ACGAAATTGAAAGAG 
TnTACAATTTGGTTTGACTGGAAATTCAAA ATCC ATATATTAATTrTTGT^ 
TAAAAAAAGACAAAAAGGACAGTGATTGGCTTTTGTTCCTCTACAATATAGGTTCTAACTTAA 
CTTCTAAGATTAGCGGCCGGACGCGGTGGCTCACGCCCGTAATCCCAGCACTTTAGCAGGC 
CGAAGTGGGCAGATCACCTGAGGTCAAGAGTTCGAGATCAGCCTGGCCAACATGGTGAAAC 
CCCATGTCTACTAAAAGTACCTGGCCGGGCGGCCGCCACCGC 
>453 
>454 

NNNNNANCTNGAAATNAACGCTCACTAAAGGAACAAAAGCTGGAGCTCCACCGCGG 
TGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGNGCAGGAATTCGCGGCCGCGTCGACT 
ACGGCTGCGAGAAGACGACAGAAGGGGACGGGCGGTGGGAGCTGAGGCTCCTGTCGTTAT 
CTCTGATCCTTGCACCCTGGCAGGAAGCTGGTAGCTCACACTTTAACGGGAGGCCTTCACA 
TATTCCAGAAAAGAAACCAGTTrGCAGTGCCAGACTGGAAGAAGTAACGGTCACTCTGAAAA 
CAGGGTGGGAGAGCTGCXrrCTCTTTGAACCTCTCCCAGGACGAAGTCTAACCGAGGGAGGC 
AAACTTGGTGGATGTAAGCGGTGGCTTGGAGACAGAATCATCTAATGGAAAAGATAGACTAG . 
AAGGTGCTGGGGATACATCAGAGGTGATGGATACTCAGGCGGGCTCCGTGGATGAAGAGA. 
ATGGCCGACAGTfGGGTGAGGTAGAGCTGCAATGTGGGATTTGTACAAAATG GTTCA GGGC 
TGACACATTTGGCATAGATACGTCATCCTGTCTACCTTTCATGACCAACTACAGTTTTCATTG 
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CAACGTCTGCCATCACAGTGGGAATACCTATTTCCTCCGGAAGCAAGCAAACTTGAAGGAAA 

TGTGCCTTAGTGCTTTGGCAACCTGACATGGCAGTCCCGAACACAGGATGAACATCCGAAG 

AGAATGTTCTCCAAAGATAAGGATATTATACCATTTATTGATAACTACTGGGAGTGCATGACA 

AGCAGAGAGAGAACTGGGAAATGACTTGGGGAATAACTGTTTAAACATGAGTACGAAGAGAN 

>455 

NAGCAAAGCCACATCAGGACTAATCAGGTGGGCGTAGCCAAAGTTACCTCCTCTCT 
GTTCTTCCTTTCTTCTCTGTAGCCCCAAATCACAATGTTTGGTTGGTTTCCTCCCCTAAGAAC 
AGCTTTTATTGTCTCTGGTCCGTATCCTGACGCTTCATTGCTGAGGCGTGAGGATCTCTGTGT 
TTTGTTCCCTCACCTGTCTGCCTGTCTCGTCTCCTTTCCTGCCTGGGGGGACTGTCCAGAAG 
ACATCATCGTCCAGTTCCTCTGCATTTGAACAGCTGTTCCCCCACCCCTCAATACCGTTTAGA 
GCAGAAGCCAGCAAATACTATCGGTCAGGGACAGATAGAAACTATTTTCGGCTTCATGGGCC 
ACACAGCCTCATTGCAGCTCCTCAAATCTGCTGTTGTAGCAAGAAAGAAGCGATATACCCTG 
TGTAAACAAATGAATATGGGTGTGTGCCAATAAAACTATTCACAAACATAAAGAGTGGGGTG 
GATATGACTCAGATAGTG7TGTTTGACAACGCCTGATCTAGAGTAAAAATCCGAAACTCTATA 
GCGTCCAGCCTGGGAGACAGAGCGAGACTCCGTCTCANAAAAAATAAATAAATAAATAAATA 
AATAAGTAAAAAATGATATCCGAGCTGGGCGTGGTGGCTCACGCCTGTGATGGCAACACTTT 
GGGAGGCTGAGGAGGGGCAAATCACTTCAAGTCAGGGGTTCAAGACCAN 

>456 

TTCTGTGACAGGTTTATTAGCTTTCATGTTAATGGATG I I I I I AAACCGTGCAACCGT 
CTGTCAACTTGTTTCCACATCAAGAGGCCATGAGATACAGTAATGGCCTCTTAAGAGT CATG 
CCACATAAAGATGATGAOTTTGATGTCCTGGCCTGCCTCCTGTAACAATGTGAGGCTGTTTT 
GGGTACATGCTGTAATAACAAGAGGACTATCACAGGAACAATGAAGCAGAGAAGCAGAAGG 
TGCCTACAAAGTTTTAGGTAAATGTGTTGTTTGTCAGGATGGAGCTGATGCGCCCATACTGG 
CAGAACAATTAGCACAGAGTAGTTGTGAAAAGGAGGAAGAATTCACAAAGCATCAGTTATGG 
GTGCAGGGAAGTCGCCATCTGCccaATGGGCACCAGAGTGTGACTGTACTGGAAGGGGAAA 
AGGAGTGGGCTGGATGAGATCCAGGGGCCTCTCTGCCCATGTTCAAAGTCAGTAGCTGCTC 
TGCCTGCCGGCATCACAGTGTCAACACATTTTGTGTGTGTCTCACTCAGTCTCACACCCAAG 
AAAGTAAAAACAATTGATGTAGGAATAAGGGGAATGGATAAAGAATGGTACATGCTTATTCTA 
AAGCAGGAGAGCCTACAGATTGTTGTCAAAGCTCATGTCTATCTCTGTCCTCGAGGcctCCAC 
ACCATCTCCCTCTCCCTCCTCCAGAATCCAAGGGATGAGCCCGTTTCCCTTTATGAGACGAG 
GTGGAGCAGTACCTCTAGTTTTTGGCTGCTCATGGCCTCAGAGTTGCTGTTTGGAAAGGAAA 
AAGAGCAGCAGAGGCAGCAAAGAAAAGTACTAGGGCAGCACCTTTAGGTTAGAAATAGATT 
CCACAGTTAAAAGCACAAGTATAATATGCATTAAACAGAGAAGGGCCTCAATAGAATGGTCA 
CAATATGCAAGTGTGTCCGACTCATTTACAATATTAGGATTCCAGGAGCTGCCAGAAATAAGT 
CATGTCATTAACATACCTACCTGCAGTTCTGATGTCTGGCTATTAGTAAACAAGGCCTACGTT 
TGTTTCTCTAAAATTTAGAATCTTAAACTAAATCCTTTATTTCAAAAACAAACATAAAAT^ 
CGCAGGCAGAGAAAAGGTTTGAGATGGAAGCGTTGTTGTTAGCAGTCCCTTCCTGCATAAAT 
GGGGTTGGAGAGAGAGGAGAGAGGGAATGGGCAAGGGTATGGAAAGCTTTCACAATGCAT 
GCCGAGTGTGAAGTGACACCCCCAGCAGATGGGGTTTATGATCTTTAGTTAGTCACACAACA 
TCAAGGACTGGTTAGTTCCAGGGAAGGGCTCCATTTCATTACCTGGGTCAGTTCTCTTCCCC 
CGCATGCTCCACAATGCAGTAGAACCAAACAACACATrCATTTAGAATAGAATGTTTAAATAA 
CACCTGTCCAATAACTGCGGTTACTTCTTTGTGCTGTCGGGAAAAGAAAA AACAGA AAGCAA 
TAAAACCCAAACCCTTTGGCAAGCCAGCCGGTGCCTATTCTCCTGGGGCATTTTTAGTGGAA 
CTTCGGCTGGGCCTTGCCCTCCTCCCAATATCAGTGAGGAAAGTGGCAGCGGGACAGGTTT 
GGTCATCTGCAGTGGAGTAGAAAGAGGAACCAAACACGATTCGGGCCACAGGTGGATTCTG 
GCACATTTTTAGATTGGATTGGTTAAAAATGTCATGTTGTACACAGGATGCAGGGAAAGGAG 
TTTTTTTTTTGAGGGACATAATGCCTATAGGCAGCATGAACGGTCCGATCTACCCTTGGGGA 
GGAGCTCCCTGTGTAGGGACGGAGAAACTAGGGGGCCTGGAGGAAGGTGTTGGTTCGGAA 
GATGGAGGAGACAATGTTTCCGGTGGCATTGATGGTGCCTTCGCTGTCTGAGCTGGAGTCG 
GAGTCGCTGCTCCCAGAGTAGGCACCCAGGCCTGGGAGGATGCCGATACATACTGCAGCA 
GAGGGGCAGTGGATGGA6GGGCCACTCAGGGA6GTGTTTCCGAGAGACTTGCAGGATGAG 
GGCTCTTGATTCTTGTCATCTGGCTCAGGGTCCGGTTTCAGTCTTTTCACACTG^^ 
GTCTGAGCTCTTATGCTTCACAGCTCCTGCCAACAGCTTCG(Xn-GGGAGAACTTGTTGTTGG 
. TTTCTATAGGCTTCACAGTCAG M Id I I I CGACTTCGTTCTTGTTCTCTTGAGAAA TTCCA AC 

cttcttg aggttatttctgtattccttcagttctttcagttcttct^ mm cta 

ttagttcctgctgtcgagaaacgtcatcaaggaagttggtctcatcttcatctaagcctctta 
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CCATGTTTTTGAATTTGAACTGTTCCTCGTACTCCTGCTGCTTCCTGTCCTTCTGTTCCTGTA 

GCCTTTCATATAGAGATCGAGGGTCATAAACCTCCTGTGGAGATTCTTGTGGATCTTCAGGTT 

TTCGAAGTTTCTCCCATTCTTCTTGCCTCCTTTTGCGCCGTTCATCTAGTTGTGCCTCAGACA 

CAAACCTCTTTTTGATAATAAGGTTACCATCATCCCCTCCATCGATAATGAAACAACCAATCT 

GGTCTTGCCTCCAAGTAGATTAAGATGGAGAATCTCAGCTATTGAAGACTTAGTGTTCAAGTC 

CAGTCTACCGGCGCGCGGGAGGCGAGACGACCTCACCTCGGCGGCGCCCACCGGAAAGC 

GCCACCGCAGAGCCGCTCGCTCTTAAAAAAGAAAAAAAAATGAAAGGAAGAAAGAAAGAAAC 

AGAGGAAGGAAGGAATGAAAGAAAGAAAAAAAAAAAGAAAATAGCGTTTGCTTTTGTATTTGT 

TTTGAcGcttCAGGGGTTcctcgGAcgc 

>457 

>458 

NNGAGGGGTCCGGCTAATGAATGTTGGGGCCGGTGTCGGGGCGGGGCGGCTTGAT 
CGGGAAGTAGGAAAGGGCAGGGGGAGAGGGGAGGAGGGAGGGCAGGGAGGATGAGAGGG 
CAGGGGTTGGGGGGTGGCGGGGGTGCTGGGAGGTGAGGGCAGATGAGGAACATGACTGTG 
CCCGTTCGGAGGAGGAAGGAAGTCGCGGTGGGAGCTTATGTCTGCTCGTCTGCGTCCTGCG 
TGTTGGCAGAGCTTTTTGTCTAGAGAAGATTTTGAAGGCGGGTTTTGTGCTGACGGCCACCC 
AGCATCATGTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTGTTGAAGGGAGAATAATTG 
CAGAAAATGTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAAT AGAG ATTGAT 
TATTCAACCAGGATACCTAATTGAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTGAG 
TTTTGCAACATTGGACCAAATACAATGAAGTATTCTTGCTGTGGTCTGGTTTTGGGTGTGGTG 
GGCAGAGAATTGCTGGGAAGGGTCTGTTGGAGTGTGAGATCCCCGAGGTTGAGAGGAGGGA 
TACAGGAGGAACGAAAAAACATGGGACCCAAGATTATTGTTGTGGTTAGGGATGATGAAGAT 
GTGGAGGTGGGGTGCGTGCAAGTGATGAAGAAAACGAGAAAGATTATGGAACATGGGGGGG 
CGAGCTTCATGAATGGGTTTGTGAGTAGAGCGATGTGGTGCCGGTGAGGGTCCTCCATGGTG 
ACCGGGAAGTATGTGCACAATCACAATGTGTAGAGGAACAAGGAGAAGTGGTGTTGGGGGTC 
GTGGCAGGCCATGCATGAGCCTCGGACTTTTGCTGTATATGTTAACAACAGTGGGTACAGAA 
CAGCCTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTAGATCCCCCCTGGGTGGCGA 
GAATGGCTTGGATTAATCAAGAATTCTCGCrrCTATAATTACACTGTTTGTCGCAATGGCATC 
AAAGAAAAGCATGGATTTGATTATGCAAAGGACTACTTCACAGACTTAATCACTAACGAGAGC 
ATTAATTACTTCAAAATGTGTAAGAGAATGTATCCCCATAGGCCCGTTATGATGGTGATCAGC 
GACGCTGCGCCCCACGGCCCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTAGCGGAATG 
CTTCGCAACACATAACTCGTAGTTATAAGTATGGAGCAAATATGGATAAAGAGTGGATTATGC 
AGTACACAGGACCAATGGTGCCGATCGAGATGGAATTTACAAACATTCTACAGCGCAAAAGG 

gtccagactttgatgtcagtggatgattgtgtggagaggctgtataacatgctcgtggagac 

gggggagctggagaatacttacatcatttacagggcggagcatggttacca tattggg cagt 

ttggagtggtcaaggggaaatccatggcatatgagtttgatattcgtgtgcg i i m i i i attc 

gtggtcgaagtgtagaacgaggatcaatagtcgcagagatggttctcaagattgacttggcc 

gccacgatcctggatattgctgggctcgacacacctcgtgatgtggacgggaagtctgtcc 

tcaaacttotggacccagaaaagccaggtaacaggtttcgaacaaacaagaaggccaaaatt 

tggcgtgatacattcgtagtggaaagagggaaatttctacgtaagaaggaagaatccagcaa 

gaatatccaacagtcaaatcagttgcccaaatatgaacgggtcaaagaactatgccagcagg 

ccaggtaccagacagcctgtgaacaaccggggcagaagtggcaatgcattgaggatacatc 

tggcaagcttcgaattcacaagtgtaaaggaccgagtqacctgctcacagtccggcagagc 

acgcggaacctctacgctcgcggcttccatgagaaagacaaagagtgcagttgtagggagt 

ctggttacggtggcagcagaagccaaagaaagagtcaacggcaattcttgagaaaccaggg 

gactccaaagtacaagcccagatttgtccatactcggcagacacgttccttgtccgtcgaat 

ttgaaggtgaaatatatgagataaatctggaagaagaagaagaattgcaAgtgttgcaacca 

agaaacattgctaagcgtcatgatgaaggccacaaggggccaagagatctccaggcttcca 

gtggtggcaacaggggcaggatgctggcagatagcagcaacgccgtgggcccacctacga 

ctgtcggagtgacacacaagtgttttattgttcccaatgagtctatccattgtgagagagaac 

tgtagcaatgggccagagcgtggaaggaggataaggcatacattgacaaagagattgaagg 

tctgcaagataaaattaagaatttaagagaagtgagaggacatctgaagagaaggaagcctg 

aggaatgtagctgcagtaaacaaagctattacaataaagagaaaggtgtaaaaaagcaagag 

aaatraaagagccatcttcagccattcaaggagggtgctcaggaagtagatagcaaagtgga 

acttttcaaggagaaoaaccqtaggaggaagaaggagaggaaggagaaqagacggcagag 

gaagggggaagagtgcagcctgcctggcctgacttgcttcacgcatgacaacaaccactgg 
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CAGACAGCCCCGTTCTGGAACCTGGGATCTTTCTGTGCTT GCAC GAGTTCTAACAATAACAC 

CTACTGGTGTTTGCGTACAGTTAATGAGAGGCATAATTTTCTTTTCTGTGAGTTTGCTACTGG 

CTTTTTGGAGTATTTTGATATGAATACAGATCCTTATCAGGTCACAAATACAGTGCACACGGT 

AGAAGGAGGCATTTTGAATCAGCTACACGTACAACTAATGGAGCTCAGAAGCTGTCAAGGAT 

ATAAGCAGTGCAACCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTAT 

GACCTAGACAGAGGACAGTTATGGGATGGATGGGAAGGTTAATCAGCCCCGTCTCACTGCA 

GACATCAACTGGCAAGGCCTAGAGGAGCTACACAGTGTGAATGAAAACATCTATGAGTACAG 

AGAAAACTAGAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 

TGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGAGTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTGTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTC 

AGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTC 

AAACCCTGCATTTGAACGGAGCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACGGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 

GGGCCCAGGCCCAGGCTGCAGCCCATTCGGAGGCACCGGAAAGAACTTCCCGAGTATGGT 

GGTCCTGGAAAGGACATTTTTGAAGATCAAGTATATCTTCCTGTGGATTCCGATGGAATTTGA 

GTTCATCAGATGTTCACCATGGCCACCGCAGAACACCGAAGTAATTGCAGCATAGCGGGGA 

AGATGTTGACCAAGGTGGAGAAGAATCACGAAAAGGAGAAGTCAGAGCACGTAGAAGGCAG 

CGCCTCCTGTTCACTCTCCTCTGATTAGATGAAACTGTTACCTTACCCTAAACAGAGTATTTC 

TTTTTAAGTTTTTTATTTGTAAACTAATAAAGGTAATCACAGCCAGCAACAT^ 

TGGGTACCTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAC 

TCATCGTTATAATTTACTATCTGCCAAGAGTAGAAAGAAAGGGTGGGGA TATTT GGGTTGGC 

TTGGTTTTGATTTTTTGCTTGTTTGTTTGTTTTG 

AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCTATAATGGGCTTTCTCAGAGATAA 
AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTGTGCGTAATGAAGGTACGATG 
CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATACNN 

>459 

ACCATGGGTGGTTAGTAGACCCTCAGATTGATGACATTGTAAAAGCTGTTGGTAACT 
GCAGCTACAAGCAACTAGTGGAGAAGATCATCTCTTGTAAACAGTCAGAGAATAGTGAGCTG 
GTTAGTGAAGGCTTTGTAGGTGAGCAGTTTCTAAATAACACAGCCACTCAACTGACATACCAT 
GGATTATGTGAACTAAGTTCAACGGTTGAGGAAGGAGAACTTTGTGTGTTCTTTCGGAATAAT 
CATTTTAGCACCATGACCAAATACAAGGGTCAACTGTATTTGTTGGTAACGGACGAGGGGTT 
TCTTACTGAAGAGAAAGTTGTTTGGGAAAGCCTACACAACGTAGATGGTGATGGAAATTTCT 
GTGACTCAGAATTTCATCTTCGACGTCCTTCAGATCCTGAAACTGTATACAAAGGACAACAAG 
ATGAGATAGATGAGGATTATCTTATGGCATTATCTCTACAACAAGAACAGCAGAGCCAAGAG 
ATCAATTGGGAAGAAATCCCGGAAGGAATCAGTGATTTGGAAGTAGCAAAGAAACTCCAAGA 
GGAAGAGGACAGACGGGCTTCTCAATAGTATCAGGAACAGGAAGAAGCAGCAGCTGCTGCT 
GCTGCTGCTTCTACACAGGGTCAGCAGGGCCAGCCAGGACAAGCCTCTCCATCAAGTGGAA 
GACAATCTGGGAATAGTGAACGTAAACGGAAGGAACCAGGAGAAAAAGATAAAGAAAAAGAA 
AAGGAAAAAAATAGCTGTGTTATTTTGTAACAAGTGTTGGCTTCTGTTGGAACCACCTATATG 
TCTTGAGAAACAAAACCACAGGAGGAAAGGAAGAAAAACCGATCAATACGGTCTGTGCCTGA 
TTTCCTAATGGATTTTGTTCGTTTTTTCAGGGGAACGGTTGTTACTTAGTTA^ 
TTCAAGTCACACAATACAGTGTTTATGAGGTGGAGTTTGATGTTACAAGTTGGAAA TGCT GTG 
TGTTGTCATTGATGAAAAATACTGCACTTGTAGCCAGATTAGCAAATCACAGCAAATTTTGTG 
TCATAGTGACATTCATAACTCATATCAGTTAGTAAGCTATTATATCTTCTGTTGTAAGAATGAA 
TGGAGGTAATTGATTTAGTCTGATTCGTTCCTGAAATCTAAATATTAGCACAATAGTTTCTGAA 
ATTTTACAATGTTAAATTATGATCTAATTCATG^GAAACCACGGGTTTAACATAGGGATTCAAA 

AAAACAAAAAC 
>460 

TGGCGGCCGAGGTACGAATGTGCAAAATTAAAGCATGGTAAACTGATATTTACATAA 
ATATGAAACCAACAATTAGTTTATACATTGTCAATGACCTTCTAAGATATGTCATGAGTGGATC 
CAAGAATATOrrTGCCCX^AATGGAGAAGGTATTCAGAQGCTAAATTGCGAGACT TrAA AATG 
CACACATGATAGGGTTTACCTGTTTGACCACTGCCTGAAATGTGTGAGATGTGATnTATGAT 
CCCGCGTNNNNNNNNNNNNNNNNNNNNNNNTAGACTTCAGGGAAACAACACGTGCTGAAA 
GAAACATGATTCCCCTCAAGCCACAAAGGATfrrCTGATCAAGTGTTTTCACC^ 
ATTTGGACACAAGAAGAGGAGAGCATTTACTCAGGTAAAAATAGTTCTCTTAGTCTCTTCGTC 
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TAGTTACTAATTTTTAATTTAAAAATACAATTAACTGATCTAGCTGATAAAAGTCACAGACAGA 
AATAAGCTAAGTTCTGTGTTCC7TTAGGGAACGCTGGTGGCAATTCACCATATAAAGTGGATG 

GAAGAANNNNNNNN 
>461 

NCGATTCTGTGTTTCTGCTGAAGTGTAGCTTGGTCTTTACACTTGTTTATGGTTATCT 
GTTGTGGTGAGACCCTGCCCTTCCGTAAAAGTGTAAGACTTCCGCGAATTGGTCACCGAGA 
ATCTTGCCGAGAACTTGAGAGTCCAGGGAAATTCCGGGCGGCTGTTCAAGATGTCGGACGA 
GTAGATATTCTCGGCCCCGGGGAGAAGGTGAACCGGGCCTCTAAAGGCGCTTGCCAGTGC 
AATCTGGGCGATGGCTTCTGGTCCTCGCCTCCTCCGCTGTOTCCCTGGAGTTCTTGCAAGTC 
GGCCAGGATGTCTCAGGCTGAGTTTGAGAAAGCTGCAGAGGAGGTTAGGCACGTTAAGACC 
AAGCCATCGGATGAGGAGATGCTGTTCATCTATGGCCACTACAAACAAGCAACTGTGGGCG 
ACATAAATACAGAACGGCCCGGGATGTTGGACTTCACGGGCAAGGCCAAGTGGGATGCCTG 
GAATGAGCTGAAAGGGACTTCCAAGGAAGATGCCATGAAAGCTTACATCAACAAAGTAGAAG 
AGCTAAAGAAAAAATACGGGATATGAGAGACTGGATTTGGTTACTGTGCCATGTGTTTATCCT 
AAACTGAGACAATGCCTTGI I I I I I I CTAATACGGTGGATGGTGGGAATTGGGGAAAATAACC 
AGTTAAACCAGGTACTGAAGGGTGCTGACCATACGGCTGTAACAGATTAGGGGCTAAAACGA 
TTACTGACTTTCCTTGAGTAGTTTTTATCTGAAATCAATTAAAAGTGTATTTGTTACT^ 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAAAAAAAAAACAAAAAAAAAAGAA 
GGAGACAAACAAGGGGAACGAAGTAGAAAAAGAGAGAAAAAGCAAAAGGAAAAGAAGAAAG 
AGAGATACGAGGCAGGATAACAGAGACAGCGCAGAAGAGGAGGAGAAGAAAGAGAGAGAA 
GAGAAGGAACAGACGAGAGAGGAGACAGGAAAGAAGAGAAGGAAGAGGGGAGAGGAGAAA 
AAAGAGAGAGACAGAGACGCGGAGAGAAAAGAGAGAAGAGAGAAGGAAGAGAAAAGGCGA 
GGAAAAAGAAGAACAGAAAGAGAAAAGTAGAGAGAGAGAQAGATACCGAACGAGGAGGAG 
CAAAAGAGGAAAGAAAGAGGACGAAAAGAAGAGAGGAAAGCACAACGAGGCAAGAAAAAGA 
GAGAAGAGCGAGGGAGAAGAGAAACATAAGAAGGAGAGAAGAAAGAGGGAACGAACGAAA 

GAGGATGAGAAN 
>462 

AGGGAGTCGACCACGCGTCCGCTCCAGTCTATGTGCTGAAGAAGCAGCAGCCCAA 
GAGCAGACAGGTCAGGTGGAGGAGTGCGTCAAGGTCAACCTGCTCAAAGATCAAAACAGAA 
TTGTGGAAAAAGGAGGTGCTAAACATGCTGAAGGAAAGCAAAGCAGACATCTTTGTTGACCC 
GGTACTTCATACTGCTTGTGCCCTGGACATTAAACACCACTGCGCAGCCATCACCCCTGGCC 
GCGGGCGTCAAATGTCCTGTCTCATGGAAGCACTGGAGGATAAGCGGGTGAGGTTACAGCC 
CGAGTGCAAAAAGCGCCTCAATGACCGGATTGAGATGTGGAGTTACGCAGCAAAGGTGGCC 
CCAGCAGATGGCTTCTCTGATCTTGCCATGCAAGTAATGACGTCTCCATCTAAGAACTACATT 
CTCTCTGTGATCAGTGGGAGCATCTGTATATTGTTCCTGATTGGCCTGATGTGTGGACGGAT 
CACGAAGCGAGTGAGACGAGAGCTCAAGQACAGGCTACAATACAGGTCAGAGACAATGGCT 
TATAAAGGTrTAGTGTGGTGTCAGGATGTGACAGGCAGTCGAGCCTGACCTTTCTGCACACT 
CCAGACAAACTTCCCAGACAAGGTCCTTTGTGGCTCTACGTGQAGAGGGTGTGGAAAGTTAT 
CACATTAAAAGATGGAGGATTTACAAAAGAGAAAAAAAAAAAAAAAAANNAAAGGGCCCCCC 
CCCGGGGGGGAGGGGGGGGCCCTCTACTATTTTAA AAAAAAA AAACCCGCCCCCCCCCCC 
CTAGGGGGGAAAAAAAAAAANGGGGGGCCGTTAAACTTTTTTAAAAAAAAACCTTCCAAAAC 
TTCCCCTTGAACCTGAAACNNNNNN 
>463 
>464 

NNGTGCATGTGTTTGCTTCCCCAAGAGAGCTATAAACAGCAAAAATTCTGCTGTAAG 
GGACGCCCGAGCCAGGTCTCCCCCAGCAGTGAGGAGCTCGCCTGCTGCCCTCTTGCGCGC 
GGGAAGCAGCACCAAGTTCACGGCCAACGCCTTGGCACTAGGGTCCAGAATGGCTACAACA 
GTCCCTGATGGTTGCCGCAATGGCCTGAAATCCAAGTACTAGAGACTTTGTGATAAGGCTGA 
AGCTTGGGGCATCGTCCTAGAAACGGTGGGCACAGCCGGGGTTGTGACCTCGGTGGCCTT 
CATGCTCACTCTCCCGATCCTCGTCTGCAAGGTGCAGGACTCCAACAGGCGAAAAATGCTG 
COTACTCAGTTrCTCTTCCTGCTGGGTGTGTTGGGCATCTTTG GCGTC ACCTTCG CCTTC AT 
CATCGG^CTGGACGGGAGCACAGGGCCCACACGGTTCTTCGTCTTTGGGATCCTCI 1 1 ICC 
ATCTGCTTCTCCTGCCTGCTGGCTCATGCTGTCAGTCTGACCAAGCTCGTCCGGGGGAGGA 
AGCCCCTTTCCCTGTTGGTGATTCTGGGTGTGGCGGTGGGCTTCAGCCn"A GTCCA GQA^ 
TATCGCTATTGAATATATTGTCCTGACCATGAATAGGACCAACGTCAATGTCTT^ 
TTCCGCTCCTCGTCGCAATGAAGACTTTGTCCTCCTGCTCACCTACGTCCTCTTCTTGATGG 
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CGCTGACCTTCCTCATGTCCTCCTTCACCTTCTGTGGTTCCTTCACGGGCTGGAAGAGACAT 

GGGGCGCACATCTACCTCAGGATGCTCCTGTCCATTGCCATCTGGGTGGCCTGGATCACCG 

TGCTCATGCTTCCTGACTTTGACCGCAGGTGGGATGACACCAT CCTC AGCTCCGCCTTGGC 

TGGCAATGGCTGGGTGTTCCTGTTGGCTTATGTTAGTCCCGAGTTTTGGCTGCTCACAAAGC 

AACGAAACCCCATGGATTATCCTGTTGAGGATGCTTTCTGTAAACCTCAACTCGTGAAGAAG 

AGCTATGGTGTGGAGAACAGAGCCTACTCTCAAGAGGAAATCACTCAAGGTTTTGAAGAGAC 

AGGGGACACGCTCTATGCCCCCTATTCCACACATTTTCAGCTGCAGAACCAGCCTCCCCAAA 

AGGAATTCTCCATCCCACGGGCCCACGCTTGGCCGAGCCGTTACAAAGACTATGAAGTAAA 

GAAAGAGGGCAGCTAACTCTGTCCTGAAGAGTGGGACAAATGCAGCCGGGCGGCAGATCT 

AGCGGGAGCTCAAAGGGATGTGGGCGAAATCTTGAGTCTTCTGAGAAAACTGTACAAGACA 

CTACGGGAACAGTTTGCCTCCCTCCCAGCCTCAACCAC AATTCTTGCATGC TGGGGCTGATG 

TGGGCTAGTAAGACTCCAGTTCTTAGAGGCGCTGTAGTA IN I I I Ml I I i I G TCTCAT CCTTT 

GGATACTTCTTTTAAGTGGGAGTCTCAGGCAACTCAAGTTTAGACCCTTACTCTTTTTGTTTG 

i I M I I GAAACAGGATCTTGCTCTGTCACCCAGGCTTGAGTGCAGTGGTGCGATCACAGCCC 

AGTGCAGCCTCGACCACCTGTGCTCAAGCAATCCTCCCATCTCCATCTCCCAAAGTGCTGG 

GATGACAGGCGTGAGCCACAGCTCCCAGCCTAGGCCCTTAATCTTGCTGTTATTTTCCATGG 

ACTAAAGGTCTGGTCATCTGAGCTCACGCTGGCTCACACAGCTCTAGGGGCCTGCTCCTCT 

AACTCACAGTGGGTTTTGTGAGGCTCTGTGGCCCAGAGCAGACCTGCATATCTGAGCAAAA 

ATAGCAAAAGCCTCTCTCAGCGCACTGGCCTGAATCTACACTGGAAGCCAACTTGCTGGCAC 

CCCCGCTCCCCAACCCTTCTTGCCTGGGTAGGAGAGGCTAAAGATCACCCTAAATTTACTCA 

TCTCTCTAGTGCTGCCTCACATTGGGCCTCAGCAGCTCCCCAGCACCAATTCACAGGTGACC 

CCTCTCTTCTTGCACTGTCCCCAAACTTGCTGTCAATTCCGAGATCTAATCTCCCCCTACGCT 

CTGCCAGGAATTCTTTCAGACCTCACTAGCACAAGCCCGGTTGCTCCTTGTCAGGAGAATTT 

GTAGATCATTCTCACTTCAAATTGCTGGGGGTGATAGTTCTCTCATCTTGCACGGCAACCTCT 

GTAAATAGATTTACCGCATTTACGGCTGCATTCTGTAAGTGGGCATGGTCTCCTAATGGAGG 

AGTGTTCATTGTATAATAAGTTATTCACCTGAGTATGCAATAAAGATGTGGTGGCCACTCTTT 

CATGGTGGTGGCAGCAGTTACCAGTAATGAGCATTAGAGTCTGGGGGATAGAACACGGGCT 

GCCCTGAGAGCTTCATGTTGGAGCTGAAGTTCAAGGTTCACTTCGTTTGGGT TTGTA CTTGA 

CCCTTCTTCATGTGTCTCTCCGGTTGCCTCTAAAACAAGTGT GTTTC CCCTCATTTTTGAGGC 

TGTCAATGGTGTGAGAGCCAGGATCATCACGGGGCCTGAGGTTTTACTCCAGAAAAGCAGA 

GGAGTGGCAACCTTGGCTTGGGGTTTGGCAGCCCAGGAAAGGCAGGGAGGAGAGCTCAAA 

GCCGGTTTCATGTTTCACCCAAGGTCTAATTGTGGGAGAGGACAAATCCAGATCCCCTGTTT 

GACAGAATTAGTTCACAAATGTCTCTTGGCAAAAACATGTGACACCTAACCATGATAATTGAC 

TTAATCCAAGAAAGAGCTCTGTAGGGCAGAGCAATAGGAAATCTCTCTTTCGTTATGGAAAA 

AAAATAATCCCTCTACATAGAAACTGAGTGACATGTAAAAATGTGTAGCTAAGTCAGGGAGTT 

ACTTCCTAAGAGCCTGACGCTCTGCTTTTCATCAAAAGGAAAAACCAGCGTGAGGCAGAGG 

CGAGGGAGGTGGAGGTGAGTGGATGATGTGCTGAGTTAGGGATGTTTATATGCCGCAAAGG 

TTTGGTTGGTAGGCTTCGCGCTAAGATTAGCCTGGCTTTGTACTGAAAAGGGGGAAGGACA 

CATAGTGACACAGATCCTTCTGGTGTTTCCCAGGAGGTGTGACCTAATGAGGTTTGTTGTGA 

GAATAAAGCAATGTGGTTTGAGATATATTATCTATCATAGGCTAGGGACTGAAGAAATGCATA 

TTCCGCCGCCCA C 1 1 iC I I I CTCTCTTTCCTTGCTTCCTTCC I i IC I ICCI ICI I ICI I I Ci I IC 

I MCI I ICI I IG l I iCI I I CTTT C I I I C I I ICI I IC I 1 IGi \ IG TCTCTCTGTCTCTGTCTCi Mil 

C I M C I M GTTTGAGAGATAGAATCTCACTGTGN 

>465 

NAGTGCGGAGCGCCGAGGCTCGGGTTGGGCCGCTGCTTCCGTCGCCGGGGGGGG 
CGCCGCGGTGTCCCTGCCGAGCGTGAGGGGCGAACTGTGACCGCGCCGAGCCCCAGCCTC 
ATCCGTCGGTGTCCGCGGTCCGAGCTTTCCGCGCCTCGCTGGCGGCGCGCGCTCTGCCGC 
GCCGTGCGCGTTCGCGGCTGTGGCCTGTAGGTACCTCGCCTCGCTGGTTTGTCTCCGGTGC 
TCTTGCCGTCCTTCCCGCGGCCTTCTGCGGGCGGGGCTGTCGGCTGTCGCTTTGCTGCTCC 
GCGACGGCGGCCTTGAGTGTCGCTCCCCCGGTGGGAAAGGTAGAACTGGTTACTGGCCAC 
CTTAGGCGGTGGGGTTTGAATGAGAGCGGTGCGTCGGTAGGTCGTCAGAAAGTTACAGTCG 
GCCATCTGAGCGTTTGTAAGGGACGGGGGCGCCAGGACCGGGCGAACGCQAGGTTGATTG 
TTCACQACACTGAAACCATTAGGAAAAATCGTTGTGGTTAACAGCAGAGGCT^ 

CCAtCCTAAGGCACtcCCACTTATAGTAGGAGCTCAGCTGATC^ 

GAGAAGGTAGAAGATAGCACCATGCCGATTCGTCGAAGTGTGAATTCTACCCGGGAAACTC 
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CTCCCAAAAGCAAGCTTGCTGAAGGGGAGGAAGAAAAGCCAGAACCAGACATAAGTTCAGA 

GGAATCTGTCTCCACTGTAGAAGAACAAGAGAATGAAACTCCACCTGCTACTTGGAGTGAGG 

CAGAGGAGCGAAAGGGGGAACCTGAGAATGAAGAGAAGGAAGAAAATAAGTCTTGTGAGGA 

AACCAAAAAGGATGAGAAAGATCAGTCTAAAGAAAAGGAGAAGAAAGTGAAAA.AAACAATTC 

CTTCCTGGGCTAGCCTTTGTGCGAGCCAGGTAGCCAGGGCGCAGAAACAAACACCGATGGC 

TTCTTCCCCACGTCCCAAGATGGATGCAATCTTAACTGAGGCCATTAAGGCATGCTTCCAGA 

AGAGTGGTGCATCAGTGGTTGCTATTCGAAAATACATCATCCATAAGTATCCTTCTCTGGAG 

CTGGAGAGAAGGGGTTATCTCCTTAAACAAGCACTGAAAAGAGAATTAAATAGAGGAGTCAT 

CAAACAGGTTAAAGGAAAAGGTGCTTCTGGAAGTTTTGTTGTGGTTCAGAAATCAAGAAAAA 

CACCTCAGAAATCCAGAAACAGAAAGAATAGGAGCTCTGCAGTGGATCCAGAACCACAAGTA 

AAATTGGAGGATGTCCTCCCACTGGCCTTTAGTCGCCTTTGTGAACGTAAAGAAGCTTCCTA 

CAGTCTCATCAGGAAATATGTGTCTCAGTATTATCCTAAGCTTAGAGTGGACATGAGGCCTC 

AGCTGTTGAAGAACGCTCTGCAGAGAGCAGTAGAGAGGGGCCAGTTAGAACAGATAACTGG 

CAAAGGTGCTTCGGGGACATTCCAGGTGAAGAAATCAGGGGAGAAACGCCTGGTTGGTGGA 

AGCCTGATGGAATATGCAATCTTGTCTGCCATTGCTGCCATGAATGAGCCGAAGACCTGCTC 

TACCACTGCTCTGAAGAAGTATGTCGTAGAGAATCACCCAGGAACCAATTCTAACTATCAAAT 

GCATTTGCTGAAAAAAACCCTGCAGAAATGCGAAAAGAATGGGTGGATGGAACAGATCTGTG 

GGAAAGGGTTCAGTGGCACCTTCCAGCTCTGTTTTCCCTATTATCCCAGCCCAGGAGTTGTG 

TTTCCGAAGAAAGAGCGAGATGA7TGTAGAGATGAGGATGAAGATGAAGATGAGTCATCAGA 

AGAAGACTCTGAGGATGAAGAGGCGCCACCTAAGAGAAGGTTGCAGAAGAAAACCCCAGCC 

AAGTCCCCAGGGAAGGCCGCATCTGTGAAGCAGAGAGGGTCCAAACCTGCACCTAAAGTCT 

CAGCTGCCCAGCGGGGGAAAGCTAGGGCCTTGCCTAAGAAAGCACGTCCTAAGGGCAAAAG 

GCCTGGCAAGAAGACGAGACCCTCATGCAGAGTCATCAAGAAACCTAGTGGTGGCTCCTCA 

AAGAAGCCTGCAACCAGTGCAAGAAAGGAAGTAAAATTGCCGGGCAAGGGGAAATGCACCA 

TGAAGAAGTGTTTCAGAGTGAAAAAGTAAATTTTATAGGAAAAAAG GGTAT CATGATGAAATT 

CAAAATGTTATTTTCTAAGCACTTTTGATATCAAGGAAGTGGCTTCCTTTTTGAGATA^ 

CNNAGN 

>466 

>467 

>468 

>469 

>470 

NCTGGGGTCAAAGCAGCCAGTCATTATACCATCACCATCCGCGGGGTCACTCAGGA 
CTTCAGCACAACCCCTCTCTCTG7TGAAGTCTTGACATGAGGATCTCCCACAGCTGGGAGAT 
TTAGCCGTGTCTGAGGTTGGCTGGGATGGCCTCAGAGTCAAGTGGACCGCAGGTQACAATG 
CGTATGAGCACTTTGTGATTCAGGTGCAGGAGGTCAACAAAGTGGAGGCAGCCCAGAACCT 
CACGTTGCCTGGGAGCCTCAGGGGTGTGGACATCGCGGGCCTCGAGGCTGCCACGCCTTA 
TAGAGTGTCCATCTATGGGGTGATGCGGGGCTATAGAACACCAGTACTGTCTGCTGAGGCG 
TCCACAGCCAAAGAACGTGAAATTGGAAACTTAAATGTTTCTGACATAACTCCCGAGAGCTTC 
AATCTCTCCTGGATGGCTACCGATGGGATCTTCGAGACCTTTACCATTGAAATTATTGATTCC 
AATAGGTTGCTGGAGACTGTGGAATATAATATCTGTGGTGCTGAACGAACTGCCCATATCTC 
AGGGOTACCCCGTAGTACTGATTTTATTGTCTACCTCTCTGGACTTGCTGCCAGCATCCGGA 
CCAAAACCATCAGTGCGACAGCCACGACAGAAGCCGAACCGGAAGTTGACAACGTTCTGGT 
TTCAGATGCCACCCCAGACGGTTTCCGTCTGTCGTGGACAGCTGATGAAGGGGTCTTGGAC 
AATTTTGTTCTCAAAATCAGAGATAGCAAAAAGCAGTCTGAGCCACTGGAAATAACCCTACTT 
GCCCCCGAACGTACCAGGGACTTAACAGGTCTCAGAGAGGCTACTGAATACGAAATTGAAC 
TGTATGGAATAAGCAAAGGAAGGCGATCCCAGACAGTCAGTQCTATAGCAACAACAGGCAT 
GGGCTCCCCAAAGGAAGTCATTTTCTCAGACATCACTGAAAATTGGGCTAGTGTCAGCTGGA 
GGGGACCCACAGCCCAAGTGGAGAGCTTCCGGATTACCTATGTGCCCATTACAGGAGGTAC 
ACCCTCGATGGTAACTGTGGACGGAACGAAGACTCAGACCAGGCTGGTGAAACTCATACCT 

GGCGTGGAGTACGTTGTCAGCATCATCGCCATGAAGGGCTTTGAGGAAAGTGAACCTGTCN 

..•«..• 

>471 ' 

NNNATATCTATGTCTGGTGAGGGACTGCTTACTGGCTTATAGATGGTGCCTTCTCAC 
TGTGTCCTGACATGGtGTtAGAAGTGAGCAAGTTACCTTGGACCTATTTTATAAGiSG 
TCCCATTTGTGAGGGCTtTTCCCTGAAGTrrTAGTCAACTCGTGAAAGGCCCCATCT^ 
ATCATCACCTGGGGCGTTAGGATTTCAACATATGAATTTTGGGAAGACACAAAGATTGAGAC 
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CACAGCCTACAGGGAGAGAGGATTTCTGAGGATGGTGGTGCACTGTGAGTCCACGCAGGC 

CTCCTGGGCATAGGATGGAGGAATTCTATGTCACCTCAGGCCTAGCACAAAGGGCTTCAGTA 

AACCACTGGAGTTTCCTTCATTAGGATTCCATCCCAGGATATCCAGAGGACAAGAGGCTGGC 

CAACTGCAGGATTAGCCTATGCTCCGGTGGTGGATATAGGCTAGACGCAAGAGAAAGGTTG 

GGTGGGATCTCCTGATCCGGCGT 

>472 

>473 

ACCGGGGTGGCGGACGAGGTACAAAATAATTATAATGTATTAACTCATA CTGC CTGT 
CTTTTATAGGGGAAAAAAATAACCTTTTTTATTTTAAAGTTATAAGGTGGG 
GGTTGGATGACAGGGAATTAGGGTAGCCGATTTTGGTGTGGAACAGAAGACTTTCAAATTTA 
ATATGGCCCAAGTGTCTTCCTAGTTAAGTGGAAGATCATGCTATGTCAGTTACCCAAGCTGG 
AATACCGTGACACGATCGTGGCTCGGTACAGCGTCGATGTCCCAGGCTCGAGCAGTTCTCC 
CACGTCAACCTTCCGAGTAGCGGGAACGACAGAACCACAGTCTTCTCATTTTGAAAAGACAT 
GCTTTTTGTTAAAGCAACAAAGGTGGTAGAGGAAATTTCTTAAACTTTCTCAACGAN 
>474 
>475 

AGGTACATGGGACTACGTCCTTTAAAGTACCCAGGAGGAAAGTTGGACTTGCATGAA 
AAAGGTTTGTGCAGATCTAAAAGGTCTCATCTATTTCACTAAAAGGAGTTCCGCTTGTAACTG 
TCACCGTTAGCAATGTAAGCGTGTCCTCTCTATGACCACCTGGACCTGTGTTTAAGTAACTCT 
AGACCTGTGGTTAATTGGTTTTATGGTATTGGAATAGGAATTAAAAGAAATTAAAGAATGTGTA 
AGGAGAAACTCAGTTGTATGTAAGAAAACGCAATTCCCCCTGAGAAAGAGAAAGAGTTGGAG 
TCCTTTAAAAATTAACTGGCTG I i M I GTGTGGCTAGTGAGGGTTATGTCTCCTCCTTTCCCA 
GACATTGTGAAGACCCTGTTTCTGTAGCTGTGCAGCTGCAAGGTCACTAGACAGATAAACTG 
AAGTTGTAAAACATGTTTTTCCTTGAAAAGTAAGAAATGCTGTAATGCATTTGTCAATTM 
AATAACTGTCTTTGTTTCTCGCTTCTGTAATATGCTTCCCCCTGCACAGATCTCCACCGAGCC 
TACAAAATGCTTAAAAGGTAACTTAACTCTTTGTTCTGGGCTGAAGTCCTGTCCGGTCAGCAG 
CCGCCGCGGCGACGTCCACGCGTCNN 
>476 

CGACCCCGCGTCCGAGATAGCCTTTTGGAGTCGAAGATGAGGAAAAGCCTGTATTT 
TATAGTCTTGGAAGTGTCTTCTTTTGCCAGGACAGAGAGAGGA GCTTCA GCAGTGAGAGCAA 
CTGAAGGGGTTAATAGTGGAACTTGGCTGGGTGTCTGTTAAAC I I I I I I CCCTGGCTCTGCC 
CTGGGTTTCCCCTTGAAGGGATTTCCCTCCGCCTGTGCAACAAGACCCTTTATAAAGCACAG 
ACTGGTACGCCTCCGCGGTATCTGCATCGGGCCTCACTGGCTTCA GGAGC TGAATACCCTC 
CCAGGGACACACAGGTGGGACACAAATAAGGGTTTTGGAACCACTATTTTCTCATGACGACA 
GCAACTTAAAATGCCTGGGAAGATGGTCGTGATCCTTGGAGCCTCAAATATACTTTGGATAA 
TGTTTGCAGCTTCTCAAGCTTTTAAAATCGAGAGGACGGCAGAATCTAGAT ATCTT GCTCAGA 
TTGGTGAGTCCGTCTCATTGACTTGCAGCAGOAGAGGCTGTGAGTCCCCATTnTCTCTTGG 
AGAACCCAGATAGATAGTCCACTGAATGGGAAGGTGAGGAATGAGGGGACCAGATCTACGC 
TGACAATGAATCGTGTTAGTTTTGGGAACGAACACTCTTACGTGTGCACAGCAAGTTGTGAAT 
CTAGGAAATTGGAAAAAGGAATCGAGGTGGAGWVTGTAGTCTTTTGCTAAGGATCCAGAGATT 
CATTTGAGTGGCCCTCTGGAGGCTGGGAAGCCGATCACAQTCAAGTGTTCAGTTGCTGATG 
TATACCCATTTGACAGGGTGGAGATAGACTTACTGAAAGGAGATCATCTCATGAAGAGTCAG 
GAATTTCTGGAGGATGCAGACAGGAAGTCCCTGGAAACCAAGAGTTTGGAAGTAACCTTTAC 
TCCTGTGATTGAGGATATTGGAAAAGTTCTTGTTTGCCGAGCTAAATTACACATTGATGAAAT 
GGATTCTGTGCCCACAGTAAGGCAGGCTGTAAAAGAATTGCAAGTCTACATATCACCCAAGA 
ATACAGTTATTTCTGTGAATCCATCCACAAAGCTGCAAGAAGGTGGCTCTGTGACCATGACG 
TGTTCCAGCGAGGGTCTACCAGCTCCAGAGATTTTCTGGAGTAAGAAATTAGATAATGGGAA 
TCTACAGCACCTTTCTGGAAATGCAACTCTCACCTTAATTGCTATGAGGATGGAAGATTCTGG 
AATTTATGTGTGTGAAGGAGTTAATTTGATTGGGAAAAACAGAAAAGAGGTGGAATTAATTGT 
TCAAGAGAAACCATTTACTGTTGAGATCTCCCCTGGACCCCGGATTGCTGCTCAGATTGGAG 
AGTCAGTGATGTTGAGATGTAGTGTGATGGGCTGTGAATCCGCATCTTTCTCCTGGAGAACC 
. CAGATAGACAQ(X;CTCTGAGCGGGAAGGTGAGGAGTGAGG6GACGAATTCGAQGGTGACC 
CTGUVGCCCTGTGAGrnTGAGAACGAACACTGTTATGTGTGCACAGTGACTTGTGGACATAA 
GAAACTGGAAAAGGGAATCCAGGTGGAGOTCTACTCATTCGCTAGAGATCCAGAAATCGAG, 
ATGAGTGGTGiSCCTCGTGAAtGGGAGCTCTGTCACTGTAAGOtGGAAGGTTCCTAGCGTGT 
ACCCCCTTGAGCGGCTGGAGATTGAATTACTTAAGGGGGAGAGTATTCTGGAGAATATAGAG 
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TTTTTGGAGGATACGGATATGAAATCTCTAGAGAACAAAAGTTTGGAAATGACCTTCATCCCT 

ACCATTGAAGATACTGGAAAAGGTCTTGTTTGTCAGGCTAAGTTACATATTGATGACATGGAA 

TTCGAACGGAAACAAAGGCAGAGTACGCAAACACTTTATGTCAATGTTGCCCCCAGAGATAC 

AACCGTCTTGGTCAGCCCTTCCTCCATCCTGGAGGAAGGGAGTTCTGTGAATATGACATGCT 

TGAGCCAGGGCTTTCCTGCTCCGAAAATCCTGTGGAGCAGGCAGCTGCCTAACGGGGAGCT 

AGAGCGTCTTTCTGAGAATGCAACTCTCACCTTAATTTCTACAAAAATGGAAGATTCTGGGGT 

TTATTTATGTGAAGGAATTAACCAGGCTGGA AGAA GCAGAAAGGAAGTGGAATTAATTATCC 

AAGTTACTCCAAAAGACATAAAACTTACAGCTTTTGCTTCTGAGAGTGTCAAAGAAGGAGACA 

CTGTCATCATCTCTTGTACATGTGGAAATGTTCCAGAAACATGGATAATCCTGAAGAAAAAAG 

CGGAGACAGGAGACACAGTACTAAAATCTATAGATGGCGCCTATACCATCCGAAAGGCCCA 

GTTGAAGGATGCGGGAGTATATGAATGTGAATCTAAAAACAA AGTTGG CTCACAATTAAGAA 

GTTTAAGACTTGATGTTCAAGGAAGAGAAAACAACAAAGACTATTTTTCTCCTGAGCTTCTCG 

TGGTCTATTTTGCATCCTCCTTAATAATACCTGCCATTGGAATGATAATTTACTTTGCAAGAAA 

AGCCAACATGAAGGGGTCATATAGTCTTGTAGAAGGACAGAAATCAAAAGTGTAGCTAATGG 

TTGATATGTTCAACTGGAGACACTATTTATCTGTGCAAATCCTTGATACTGCTCATGATTCCTT 

GAGAAAAACAATGAGGTGAGAGGCAGACTTCCGTGAATGTATTGAACTTGGAAAGAAATGCC 

CATCTATGTGCCTTGCTGTGAGCAAGAAGTCAAAGTAAAACTTGCTGCCTGAAGAACAGTAA 

CTGCCATCAAGATGAGAGAACTGGAGGAGTTGCTTGATCTGTATATACAATAAGATAATTTGT 

ACATATGTAAAATAAAATTATGCCATAGCAAGATTGGTTAAAATAGGAACACTGTATATTTAGA 

TTGTTAAAATAACTAGTGTTGCTTGGACTArrATAATTTAATGCATGTTAGGAAAATTT CAGAT 

TAATATTTGCTGACAGCTGAGGTTTGTCATCTTTCTTCTATT^ 

TTCCTATATAGTTTATTGACAATAATTTCAGGTTTTGTAAAGATGCCGGGTTTTATAT^^ 

GAGAAATAATAAGCAAAGGGAGGACTGGGTTGACTTTCAGGTACTAAATACGTCAACCTATG 

GTATAATGGTTGAGTGGGTTTCTCTGTATAGTACTGGCATGGTAGGGAGATGTT TCACG AAG 

TTTGTTCATCAGAGTCCTGTGCAACTTTCCCAATGTGGCCTAAAAATGCAACTTCTTTTTATTT 

TCTTTTGTAAATGTTTAGG i I I I I 11 GTATAGTAAAGTGATAATTTCTGGAATTAAAAAAAAAAA 

AAAAAAAAAAAAACCACTACAGGAGAAAACACCCCAAAAATAAGACAAAACAACAGAGGAAG 

CCGAAAGTGACACGCAACACACAACAGCCATATGACAAAGAACGACTCCCCACTCAGAGGA 

CAACCATAAATAACACCACAGCCCAGCCACATCAGATAAAGCAGCCAGATAACGAACAACCC 

ATCAACATGACAATGCGACCAAACGACCACCATGCGGGAGAAACAGCAGCACCAC7TCACG 

AGAATTGCAACCAGCAAACAACAAGCCACCGACACGACGAACACACACACAAATGACAAGA 

AAGGGGAGACCTCGAAAGNN 

>477 

NNGACTGACTTGTAGCTGGAAGAAATCATCGGATTTTTATTCTTTTATTAAAGAAAAA 

AAATTTGAAATGCCTTCCATGTGCCAAGCACTGTGTCAGGTGGGAGATGACAGCTTGGTGAA 

ACGTCTGTCAGGCTGTCTTGGTCCGCTTTCTGTATCCCTGGGTTTCCCCGTGCCTAAAAAGG 

ATTTTGTGCTTCGTGGCTTGTCCAGGCAAGCAGGCCGTCGCGGGACCTAGACCGAGACAGT 

GAGTCTCTCTTrCTCCCGGGCCTCCCnTCTGTTTCCTGGGCTGCAGGGGAGCAGGAAATGT 

GGGGCGAGATTCCCGCCGCGGACGCGCACTGCCGAAGCGTG6TCCCTCGACGTGTCC0TG 

CCCAGCGGGGGGGCGCAACCGCCACGCCTCCTCACCCCTCCCTCCGGCTGCAGGAATAAT 

GACAACAGCCGCCCCTCCCACCTTTGGCGTCACGTTCAAAACAATCCTTTGACTACAACTCC 

CAGAAGGCCGAGCGGCTTAGCGAGTGCACCCGCTCTCGGCTGCTCCGGCAAACTACACAT 

CCCAAAGGGGAGCGCCGACCGCGTGTCCTTTGACAGCAAAGTGCGGAACTGCGTTTGTTTC 

CGGCGTGGGTCCGGGCAAGAACCGCTTGTAGTTTGGTTTAAATTCTGCACGGGAGGACCTT 

CTGAGTTTACCTGTTGGGCTCGTGGCTGCGCAGGCACAGCAGCTACACAGAAGAGATGGGA 

GAAGAGGCTAATGATGACAAGAAGCCAACCACTAAATTTGAACTAGAGCGAGAAACAGAACT 

TGGCTTTGAGGTGGAGGCATCTCAGTCAGTTCAGTTGGAGTTGTTGACTGGCATGGCAGAG 

ATCTTTGGCACAGAGCTGACCCGAAACAAGAAATTCACCTTTGATGGTGGTGCCAAGGTGGC 

TGTTTTCACTTGGGATGGCTGTTGTGTGCAACTGAGCGGCCGCACTGAGGTGGCTTATGTCT 

CCAAGGACACTCCTATGTTGCTTTACCTCAACACTCACACAGCCTTGGAACAGATGCGGAGG 

CAAGC6GAAAAGGAAGAAGAGCGAGGTCCCCGAQTGATGGTAGTGGGCCCCAGTGATGTG 

GGCAAGTCTACAGTGTGTCGCGtTCTGCrCAACrACGCAGTGCGTTTQGGCCGCOGTGC^ 

CTTATGTGGAGCTGGATGTGGGCCAGGGTTCTGTGTCCATCCGTGGTACCATGGGGGCCCT 

CTACATCGAGCGGCCTGCAGATGTCGAAGAGGGTTTCTCTATCCAGGCCCCTCTGGTGTAT 

CATTTTGGTTCCACCACTCCTGGCACTAACATCMGCTTTATAATAAGATTACAtCTCGTTTA 

GCAGATGTGTTCAACCAAAGGTGTGAGGTGAACCGAAGGGCATCTGTGAGTGGCTGTGTCA 
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TTAACACCTGTGGCTGGGTCAAGGGCTCTGGTTACCAGGCTCTGGTGCATGCAGCCTCAGC 

TTTTGAGGTGGATGTCGTTGTTGTTCTGGATCAAGAACGACTGTAGAATGAACTGAAACGGG 

AGGTCCCGCACTTTGTACGCAGTGTGCTGCTCGCTAAATGTGGGGGTGTGGTGGAGGGCTC 

CAAGGACTTCCGGCGGGAATGTAGGGATGAGCGTATCCGTGAGTATTTTTATGGATTCCGA 

GGCTGTTTCTATCCCCATGCCTTCAATGTGAAATTTTGAGATGTGAAAATCTACAAAGTTGGG 

GCACCCACCATCCCAGACTCCTGTTTAGGTTTGGGCATGTCTCAAGAGGATAATCAGCTCAA 

GCTAGTACCTGTCACTCCTGGGCGAGATATGGTGCACCACCTACTGAGTGTTAGCACTGCC 

GAGGGTACAGAGGAGAACCTGTCCGAGACAAGTGTAGCTGGCTTCATTGTGGTGACCAGTG 

TGGACCTGGAGCATCAGGTGTTTACTGTTCTGTCTCCAGCCCCTCGCCCACTGCCTAAGAAG 

TTCCTTCTCATCATGGATATCCGGTTCATGGATCTGAAGTAGAGATCAGCAGGAAGCGTTGG 

TGCGTGGGACATAGAGATCATCTGGCCACCGCTAGAGGCAGATGGGCTGAGATAAAAGACT 

GTTGGGGCGACCTGAGCAGTAAAGTGTGGACTAGTAGAAAGTTCATATTCTACCTCTAAAAA 

GAGGTAGTGGTAACGTGACTCTTCTAATCTTGAACCAAAAGGAAAACCATGAGAGTGTAATT 

GGTTTCTTAGACCAGGTAAGATGCCAGTTTGAATTCTGTAAGACCGTGGAGAATTGCATTTGT 

TTCACTGTGGTACTATGTG GTTTTT AAAAAATG AATGCTTTATATTGCATATGTGGTTCTTACG 

CATTTATCTAGGATGAAAGTGTGAATTAGAGGGACTGGTTGCAATAAAGTTGAAAGTTAAAAA 

AAATCATTTTAATAAATATTTTTGCCATATCAAAAAAAAAAAAAAAGGGCGGGGGTCGCGATC 

GGACGCGTGGGTCGACNN 

>478 
>479 

NNNNGGCGTTGTAAACTAATGTGGGCCCCTGGAAAAACTTTTTCCCCGGAAGGTTT 
GAAAAGAGGCCA C I U I H I M I I I I I I I I I I M I GAGAGAGTCTCACTCTATTGCTGAGGCTG 
GAGTGCAGTGGCGCGATCTTGGCTCACTGCAACCTCTGCCGCCTGGGTTTAAGCGA TTGTC 
CTGCCTCAACCTCCCGAGTAGCTGGGATTAGAGGCGCATGCCATCAAGCCCAGCTAATTTTT 
TGTTATCTTTACTAGAGACGGGGTTTCACCATCTTGGCTAGGCTGGTCTTGAACTCGTGACC 
TCATGATCCACCCACATTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCGCGCC 
CGGCCAGCATAGTATTTTTATTTATAACGTGAAAAAAATGAAAACAGATACTTCACTACAAATA 
TTGAACCCAAGTTAGAAAATTTTTATGCAGCCAAACCATGACTTTAAGCTGTAT7TACACTGAT 
GGCGGCCAACTGAGATGCAGACCACACCCATGTGGCGTGCAGCAAGCAGGACATGCAGGG 
AGCCTTCCTTGCTCACAAGGCTTCAGAGCAAGCGCACGGTCTTCCCAGTCACTGTCAGGAA 
ATCATCATGTGCCAGGGCACGCAGTGCTTCTTCAAACATATCTTTA GTAAT TGCTATGTCAGA 
TTGTCCCCGAATATCTTCAAAAAGTTGCTGGTATTTTAGAGCTGGTGTTTTGCCCTTAGATAA 
AATAAGCTTTTTCAATGCTTCAGCTAATTCTTCTTrCCGTTTACGAGAGGTGGCACTCATCC 
CGTAGTAAGAATAGATATGTCCACGATGCCAGTCCGGGGATCAGTTGGAGAGTGGTTCAGA 
GCTTCCCGATGGAGGCGTTTGGCCTCTTCCACATCAATGGCTTCAAGTTTGTTAGACAATCT 
TACTTTAGCATGGGCTTCTGCTAAGCGGATTAATGACTCTAGGTGTCGAGGGTATGCAGAAA 
CGATTGCCCGCTACTGCCAATCTTCCTCATGTCT ACAT AAGGCTATT GTAG GTAGAAAAACAA 
AAGCAAAAGCAAACCTCCTTGGTGACAACTTTAGTTTTGTGGGTGAATTTTGAAGACTTAGGC 
TTCCATTAAGTAAACGGAACTCAGATATGGTCCTGGGCCCCGGAGCTCATCAAGTGGTAN 

>480 

GTCAGATCCGAGGACATGTTGACGTCGTCCGAGAGTCTTAAAATCCTGCTCTGGCC 
GGATTCCAGACTCGTGGGGGAAAGGCTGGATTTCAACAGATCACATGGATCAAGGCCTTAG 
GGAGGTGGTTGGGGA7TCACGTATGCCCTGGACCATCTGGAGCCCAAGTTGCTGCAGATCC 
TGTCACCACGAGTGGACACCCTCTGGCCACCATAGCAAAGAAGTCTGCAGGCAGGAGTTTC 
CAAGGCAGGAAAGGTAAAGAGACAAAGAAAGTGCCCGGGCAGGTACAGATGCAAACGGAG 
GTGTAGACTGTGCAGCTGCCAAAGTGGTGACAAGCAATGCAGAGGACCATGAAAGGATCTT 
AATGCAAGTGATGAACTTGAATGTGCCGATGAGGCCTGGCATTCTTGTCCAGAGACAGAGTA 
AGGAAGTGTTGGCGACACCCTTAGAAAACAGAAGGGACATGGAGGCAGAAGAGGAGAACCA 
AATAAATGAGAAGCAAGAGCCTGAGAATGGTGGAGAAAGTGGTCAAGAAGAGGATGATGGT 
TTGCAGAAAATACACACATCTGTCACTAGAACTCCTTCAGTT6TTGAAAGCCAAAAAAGAC0T 
TTAAAAGGAGTGACATTTTCTAGGGAGGTAATTGTTGTGGATCTTGGGAATGAATACCCTACA 
CGTCGAAGCTATACTCGAGAACATAAAGAGAGGAAATGAAGCTCAAAAAAGGGTAAGAGTGA* 
AAGAAAATGTAACGTTTGACTAACGTTGAAAGACTGAGGGTACAAAATCATGTTGAAAGAACA 
AAAGAATGGGGAATTAAGCAAATAAAGATATTATTTTACCTTT GTGGAG AAAGGAGTGAGCCA . 
TGTGiCAAAATTCTGTAAGTAAAAtACTTAGAGCTTGAATATAATTTTTTAAAAATTCAAATCT^ 
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AGTTCAAGAAATTGATTGTATTGCCCTTAAAACTATCTACTCAAACACTGTTCTGGCATGTGA 
ATAAAGTGATTTTTGTTTGTAGCCGGCCGGGCGGCCGCTNNN 

>4B1 
>482 

NNNNNNNNNNNNNNNAAGTCCTAGCGGACACGTCGTGGAGTCGGGCCGGAAGAGC 
AACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAG 
TTGGACTTACAGAGAGGTTGGTGATGACAAAACTGTGAAGCAGTGGAAAATGGATGGGGCA 
GGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACAGTGTATACTGGGAT 
TGATCATCACTGGAAAGAAGCTGTTTTTGCCAGATGTGGACAGCAAGTAGACATTTGGGATG 
AACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTATAAGTAGTGTTAAAT 
TTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAATATAGTACTGTACG 
ATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAACAAATACAA TCTGT T 
GGAACGCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATAATAACTTATATACTTTTGA 
TATGCGTGCACTGGACACTCCTGTAATGGTCGATATGGATCATGTATGTGCAGTGGTTGATG 
TGGATTACTCTCCCACTGGGAAGGAGTTTGTGTGTGCTAGTTTCGGTAAATGTATTGGAATGT 
TTCCTGTAGACAAAAGTGGAAGCAGGGAGGTATATCATACAAAGAGAATGCAAGATGTTATG 
TGTGTAAAATGGACTTCTGACAGCAAGTATAtTATGTGGCACTGAGAGATCCCCTGATAATTT 
CCCCAAAGCGTAACCATGTGTGAATAAATTTTGAGCTAGTAGGGTTGCAGCCACGAGTAAGT 
CTTCCCTTGTTATTGTGTAGCCAGAATGCCGCAAAACTTCCATGCCTAAGCGAAGTGTTGAG 
AGTACGTTTCGATTTCTGACTGTGTTAGCCTGGAAGTGCTTGTCCCAACCTTGTTTCTGAGCA 
TGAACGCCCGCAAGCCAACATGTTAGTTGAAGCATCAGGGCGATTAGCAGCAT GATAT CAAA 
ACGCTCTGAGCTGCTGGTTCGGCTATGGCGTAGGCCTAGTCCGTAGGCAGGACTTTTCAAG 
TCTCGGAAGGTTTCTTCAATCTGCATTCGCTTCGAATAGATATTAACAAGTTGTTTGGGTGTT 
CGAATTTCAACAGGTAAGTTAGTTGCTAGAACGCATGGCTCCTT TGCGGA CGCTGAGTAGAT 
TTTAGGTGACGGGTGGTGACAATGAGTCCGTGTCGAG CGCTG ATTTTTTCGGGCTTTAGAGC 
GAGATTTATACAATAGAATTTGGCATGAGATTGGATTGCTTTTAGTCAGCCTC TTATA GCCTA 
AAGTCTTTGAGTGACTAGATGACATATCATGTAAGTTGCTGATAGGTTTCCAGTTTTCCGGTC 
CTAGGTCTGCATATTGTAC7TTTCCTCTTACTCGACTTAAGCAGTAGCAAGCCAGCTTCTCAA 
CGGATTTATACCATGGCACTTTAAAGCCAGCATCACTGACAATGAGCGGTGTGGTGTTACTC 
GGTAGAATGCTCGCAAGGTCGGCTAGAAATTGGTCATGAGCTTTCTTTGAACATTGCTCTGA 
AAGCGGGAACGCTTTCTGATAAAGAGTAACAGAACGACCGTGTAGTGCGACTGAAGCTCGC 
AATACCATAAGTCGTTTTTGCTCAGGAATATCAGACCAGTCAACAAGTACAATGGGCATCGTA 
TTGGCCGAACAGATAAAGGTAGCATGCCAAGGGTATAGAGCGAGTCGCTCTTTGTGGAGGT 
GACGATTACCTAACAATCGGTGGATTCGTTT GATG TTATGTTrrGTTCTCGCrrrGGTTGGCA 
GGTTACGGCCAAGTTCGGTAAGAGTGAGAGTTTTACAGTCAAGTAATGCGTGGCAAGCCAA 
CGTTAAGCTGTTGAGTCGTTTTAAGTGTAATTCGGGG CAGAA TTGGTAAAGAGAGTCGTGTA 
AAATATCGAGTTCGCACATCTTGTTGTCTGATTATTGATTTTTCGCGAAACCATTTGATCATAT 
GACAAGATGTGTATCTACCTTAACTTAATGATTTTGATAAAAATCATTAGGGGATTCATGAGTA 
TTATGTGTGGATCTGATGAAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGG 
GTGTGCTTACATCACGAGAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTT 
CAGCATTATCCTCATATAAAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGC 
CAGATTCAGGAACAGCGCATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAA 
ACACAGCAAGCCTGGATCTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTT 
GTAAAATAATTGGTATTCCTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACT 
CTACAAATAAAAGTGCTGGGAGTAGATTAANNNNNNNNNNNNNNNNNNNNNNNNNNNN 

>483 
>484 

agcatctgatgtcatcagcmgccaggagagtgatraaggaggttaaagctcaggtaaaggtgtgccmc^ 
tacaagcaacagagacxacctcaaragagaccaoctcaacagactcagoccagccatacaa 
<ngtcttgggccmgaggcaattgatctccagaaagagfcagaagtcattccagt<x?aggc^ 
ataatagtatcttgagcaaataatagtatcngagtgcaaataagcaaggagtatgcccaagtmccgtgaaca^ 
aggttgccaa(mggcctgtt(x:atctcaaataatgaagaaggtgtaaagcttgttcgaatgtctgcaag^ 
GTCCTCAGGTTATTAATGCTGCAGTGGCrrTAGOAGCAAAACGAGAGAGTAAACTGGCCCAA 
GAGAACATGGATCTTTTTAAAGAACAATGGGAAAAACAAGTCGGTGTTG TCACA GATGCTGT 
CGATGACATTACTTCCATTGATGACTTCTTGGCTGTCTCAGAGAATCACATTTTGGAAGATGT 
GAACAAATGTGTCATTGCTCTCCAAGAGAAGGATGTGGATGGCCTGGACCGCACAGCTGGT 
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GCAATTCGAGGCCGGGCAGCCCGGGTCATTCACGTAGTCACCTCAGAGATGGACATCGAG 

CGgccGCCCGGGCAGGTACACAAGCTTTATTGGGCAACAGCAACGAGCCACGGTGGCAAAC 

AATGAAAGTAGAGTGGCTGAGAAACACGAAAGATCATATGTGTGTCATCAGAGCATCGAGAA 

TTTAAATCATCTGGAAGTTCCTGGTAAATTAAAGCATACTGTGCCAGAGCTCCCCTCTAATCA 

AAAAACGCTGTCCTGGTGAAAATTTGCAATGAGGATTACAGAGAGAGAGATCAAGCAATGAG 

GAAATCACAGACTCTTAGATGAGTTTACAGTTAAGGCGAGTGCAACAAAATAATAAATTAGCC 

ATAATTTG M U I ill GCAAATACCATGCCCCCCACCTGACCCCACAAACACAACAGTCACTG 

ACATGGCGCAGCTATATTAACAGACTGGGCCTCAAACCATGCTGTGGCGGAGAAGACAGAT 

TCACGGGTAATGGCGCTTTGGCCTGAGAAGATGCTTCGGAGCTCCAGGTGGAGGAGCTGCT 

CACGCTGCAGGATGCTTTGCAGGTTCATTCAAAACCAAAI I I I I I I CGAAGAAGAAGTGGACA 

TAATTCATGGGAATATTTTAAGTATATATAAGTGGCAAAAAAGCTGTACATTAAAAGAAGGGG 

GAGAAATAAAATGTGTTGTATATACAAAGAGCTTTGTATA I M I I 1 I AAATGAAAACAAAGCTG 

GGAGTGATAGAATTTTAATGCAATGAAAAGCAAATAATTGTTGAAAAAAGTTTAGATGACATCA 

TTCtctcgctctTTGACACACAGACACAGCGCGCACACACTTCAAAGATACagaaaagGTTAAAGATA 

aaaatAGCTGATAGGTGTttaagtAGGATGGAGCagAAgAATCGTACatgtcccatttgcaatmggcaaaggttt 

aaaatgctccctaaagcacgcacgcatgccagcctaccocag 

>485 

CGTGGGTGGGAAGTCGCTGTTTCGTGGGACAAGAGGGAGGCTCACTGAAACGAAGT 
CCGGTCTCAGGGGACAGAATCCTGAAACCCTGGCTCTGGGGTCCGGGGCAGGGGTGCGGT 
GCCTCAGGACAGACGGGGAAACTGAGGTCCAGAGCCGGACATCCACCGCCTGCGGAGGGA 
ACGAGAACGCGGCGCGTGCTGCCTTGCGGGCCGAGCGGCGCCAGAGCCGCCTGGTCGCG 
CCCCCCGCGCTAGATCCCCCCGCCCCGTCTTTGCCCTCGCGACGCCGCCACCTCCGGAAC 
AAGCCATGGTGGCGGCGACGGTGGCAGCGGCGTGGCTGCTCCTGTGGGGTGCGGCCTGC 
GCGCAGCAGGAGCAGGACTTCTACGACTTCAAGGCGGTCAACATCCGGGGCAAACTGGTG 
TCGCTGGAGAAGTACCGCGGATCGGTGTCCCTGGTGGTGAATGTGGCCAGCGAGTGCGGC 
TTCACAGACCAGCACTACCGAGCCGTGCAGCAGCTGCAGCGAGACCTGGGCCCCCACCAC 
TTCAACGTGCTCGCCTTCCCCTGCAACCAGTTTGGCCAACAGGAGCCTGACAGCAACAAGG 
AGATTGAGAGCTTTGCCCGCCGCACCTACAGTGTCTCATTCCCCATGTTTAGCAAGATTGCA 
GTCACCGGTACTGGTGCCCATCCTGCCTTCAAGTACCTGGCCCAGACTTCTGGGAAGGAGC 
CCACCTGGAACTTCTGGAAGTACCTAGTAGCCGCAGATGGAAAGGTGGTAGGGGCTTGGGA 
CCCAAGTGTGTCAGTGGAGGAGGTCAGACCCCAGATCACAGCGCTCGTGAGGAAGCTCATC 
CTAGTGAAGCGAGAAGACTTATAACCACCGCGTCTCCTCCTCCACCACCTCATCCCGCCCAC 
GTGTGTGGGGCTGACCAATGCAAACTCAAATGGTGGTTCAAAGGGAGAGACCGAGT GAGTC 
TCCTTCCTTTACTCTTATGCCATTGGTCCCATCATrCTTGTGGGGGAAAAATTCTAGTATTT^ 
ATTATTTGAATCTTACAGCAACAAATAGGAACTCCTGGCGAATGAGAGCTGTTGACCAGTGAA 
TGACCAGGCGATACGAACGTCTTGCCAACAAAAATGTGTGGCAAATAGAAGTATATCAAGCA 
ATAATCTCCCACCCAAGGCTTCTGTAAACTGGGACCAATGATTACCTCATAGGGCTGTTGTG 
AGGATTAGGATGAAATACGTGTGAAAGTGCCTAGGCAGTGCCAGCCAAATAGGAGGCATTC 
AATGAACATTTTTTGCATATAAAACAAAAAATAACTTGTTATCAATAAAAAGTTGCATCCAACA 
TGAATrrCCAGCCGATGATAATCCAGGCCAAAGGTTTAGTTGTTGTTATTTCCTCTGTATTATT 
TTCTTCATTACAAAAGAAATGGAAGTTCATTGTAACAATCCAAACAATACCTCACGATATAAAA 
TAAAAATGAAAGTATCCTCAAAAAAAAAAAAAAAAAAANNNNNN 
>486 

tGGCGgccgcCCGGGCAGGTACGCGGGAGTGTGgattgAACAGAAAATTGGAAATCATa 
gtcAAAGGGCTTCCCTTGGTTCGCCACTCATTTATTTGTAACTTGActggggtgttTTCTGC^ 
ATTTCAAttcTCGTGGTAACAACGCAGAGTAGAAGGAGAGGGTGACTTTACCGAACTG ACAGC 
CATTGGGGAGGCAGATGCGGGTGTGGAGGTGTGGGCTGAAGGTAGTGACTGTTTGATTTTA 
AAAAGTGTGACTGTCAGTTGTATGTGTTGGTT7TCTCAATGATTCAGGGATACAAATGGGCTT 
CTCTCATTOATTAAAAGAAAACGCGACATCTTTGTAAGATTCTCTGTGGGAAAATGACTGTCA 
ATAAAATGCGGGTTTCTGGGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAA 
. >487 

cgACCCACGCGTCCGGGGGGAGCGGGGCGGAAGGCGGGCCACATAAAGGAGGGG 
GCGGCGCGACAGGGGCGGCTCTTTCGTGGGTGGGGTTTGTGAAGTCQTGGGCCGTTAGCA . 
GGAAGCCTAACAGTCGCCCCGACGCTAGTGAGGGACCCAATCTGAGTCCCCGGCCAGCCG 
AATCCAAGCCGTGTGTACTGCGTGCTCAGCACTGCCCGACAGTCCTAGCTAAACTTCGCCA 
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ACTCCGCTGCCTTTGCCGCCACCATGCCCAAAACGATCAGTGTGCGTGTGACCACCATGGA 

TGCAGAGGTGGAGTTTGCCATCGAGGCCAACACCACCGGGAAGCAGCTATTTGACGAGGTG 

GTGAAAAGTATTGGCTTGAGGGAAGTTTGGTTCTTTGGTCTGCAGTACCAGGACACTAAAGG 

TTTGTCCACCTGGCTGAAACTGAATAAGAAGGTGACTGCCCAGGATGTGCGGAAGGAAAGC 

CCCCTGCTCTTTAAGTTCCGTGCCAAGTTCTACCCTGAGGATGTGTCCGAGGAATTGATTCA 

GGACATCACTCAGCGCCTGTTCTTTCTGCAAGTGAAAGAGGGCATTCTCAATGATGATATTT 

ACTGCCCGCCTGAGACCGCTGTGCTGCTGGCCTCGTATGCTGTCCAGTCTAAGTATGGCGA 

CTTCAATAAGGAAGTGCATAAGTGTGGCTACCTGGCCGGAGACAAGTTGCTCCCGCAGAGA 

GTCCTGGAACAGCACAAACTCAACAAGGACCAGTGGGAGGAGCGGATCCAGGTGTGGCAT 

GAGGAACACCGTGGCATGCTCAGGGAGGATGCTGTCCTGGAATATCTGAAGATTGCTCAAG 

ATCTGGAGATGTATGGTGTGAACTACTTCAGCATCAAGAACAAGAAAGGCTCAGAGCTGTGG 

CTGGGGGTGGATGCCCTGGGTCTCAACATCTATGAGCAGAATGACAGACTAACTCCCAAGA 

TAGGCTTCCCCTGGAGTGAAATCAGGAACATCTCTTTCAATGATAAGAAATTTGTCATCAAGC 

GCATTGACAAAAAAGCCCCGGACTTCGTCTTCTATGCTCCCCGGCTGCGGATTAACAAGCG 

GATCTTGGCCTTGTGCATGGGGAACCATGAACTATACATGCGCCGTCGCAAGCCTGATACC 

ATTGAGGTGCAGCAGATGAAGGCAGAGGCCCGGGAGGAGAAGCACCAGAAGCAGATGGAG 

CGTGCTATGCTGGAAAATGAGAAGAAGAAGCGTGAAATGGCAGAGAAGGAGAAAGAGAAGA 

TTGAACGGGAGAAGGAGGAGCTGATGGAGAGGCTGAAGCAGATCGAGGAACAGACTAAGA 

AGGCTCAGCAAGAACTGGAAGAACAGACCCGTAGGGCTCTGGAACTTGAGCAGGAACGGA 

AGCGTGCCCAGAGCGAGGCTGAAAAGCTGGCCAAGGAGCGTCAAGAAGCTGAAGAGGCCA 

AGGAGGCCTTGCTGCAGGCCTCCCGGGACCAGAAAAAGACTCAGGAACAGCTGGCCTTGG 

AAATGGCAGAGCTGACAGCTCGAATCTCCCAGCTGGAGATGGCCCGACAGAAGAAGGAGA 

GTGAGGCTGTGGAGTGGGAGCAGAAGGCCCAGATGGTACAGGAAGACTTGGAGAAGACCC 

GTGGTGAGCTGAAGACTGCGATGAGTACACGTGATGTGGCAGAGGGTGGTGAGAATGAGCA 

GGATGAGCAGGATGAGAATGGGGGAGAGGCTAGTGGTGACCTAGGGGCTGATGCTATGGG 

CAAGGACCGCAGTGAGGAGGAACGTACCACTGAGGCAGAGAAGAATGAGCGTGTGCAGAA 

GCACCTGAAGGCCCTCACTTCGGAGCTGGCCAATGCCAGAGATGAGTCCAAGAAGACTGCC 

AATGACATGATCCATGCTGAGAACATGCGACTGGGCCGAGACAAATACAAGACCCTGCGCC 

AGATCCGGCAGGGGAACACCAAGCAGCGGATTGACGAATTTGAGTCTATGTAATGGGCACC 

CAGCCTCTAGGGACCGCTCCTCCGTTTTTCCTTGTCCCGACACTCGTACACGTAAGTCAGCT 

AACTCATAGTGTGCTGGAGCCACTAACTAGAGGAGGCGTGGAGTGATGGCAAGCATTTAATG 

TAGCCATGGGACCAAACGTAGCCCGTTAGCCCGCACGGAGTTCCCTGGGCAAATGAATGGG 

TCACTATGGTGGGAATGGAACCTCCTTTGTCTTCTCTGTTCCATTGAATCTGTATGGGTAGAA 

TATCCTACTTGTCGAGCCTAGAGGTAGTTTCCACTTGATTTTGCAAATGCCCTTACAGTTACT 

GTrGTCCTATGGGAGTCAAGTGTGGAGTAGGTTGGAAGCTAGGTCCCGTCGTGTCCCGTAC 

CACTGTCTTGTTCAGGGTCCTGAGATTTACACGGTTGGAGTGTTATGCGGTGTAGGGAATGA 

GACAGGACCTAGGATATCTTCTCCAGGATGTCAACTGACCTAAAATTTGGCCTCCCATCGGG 

TTTAGAGTTATTTAGGCTTTGTAACGATTGGGGGATAAAAAGATGTTCAGTCATrr^ 

ACGTCCCAGATCGGATCTGTTGCAAACTGAGCarCAATAAGCCTTGTCGTTGACTTTAGGGA 

CTCAATTTCTCCCCAGGGTGGATGGGGGAAATGGTGCGTTCAAGACGTTCACCAAACATACT 

AGAAGGGGATTGGCCATTCTATTGTGGCAAGGCTGAGTAGAAGATCCTACCCCAATTCCTTG 

TAGGAGTATAGGCCGGTCTAAAGTGAGCTCTATGGGCAGATCTACGCGTTACTTATTATTCC 

AGATCTGCAGTCACTTCGTGGGATCTGCCCCTCCCTGCTTCAATACCCAAATCCTCTCCAGC 

TATAACAGTAGGGATGAGTACCCAAAAGCTCAGCCAGCCCCATCAGGACTCTTGTGAAAAGA 

GAGGATATGTTCACACCTAGCGTCAGTATTTTCGCTGCTAGGGGTTTTAGGTCTCTTCGCCT 

CTCAGAGCTACTTGGGCCATAGCTCCTGCTCCACAGCCATCCCAGCCTTGGCATCTAGAGC 

TTGATGCCAGTAGGCTCAACTAGGGAGTGAGTGCAAAAAGCTGAGTATGGTGAGAGAAGGC 

tgtgccctgatccaagtttactcaacgctgtcaggtgaccaaaatccccttctcatcactcc 

cctccaaagaggtgactgggccctgcctctgtttgacaaacctctaacccaggtcttgacac 

cagctgttctgtcccttggagctgtaaaccagagagctgctggggattgtggcctagtcgc 

ttcgacacccccaccccttgctgtcaacccaggagcatccacctgcttctctgtctcatgtg 

tgctci id ici nctacagtattatgtactctactgatatcta aatat tgatttctgccttcct . 

tgctaatgcaccattagaagatattagtcttggggcagg^tg ^tttr ggcctcattactrtac 

cacccccacacgtggaaagCatatactatattacaaaatgacattttgccaaaattattaatat 

aagaagctttcaatattaqtgatgtcatctgtcactataggtcatacaatccattc^ 

cttgttatttgtrrttattattactgtttgtcttctccccagggttcagtcctcaaggggccat 
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CCTGTCCCACCATGCAGTGCCCCTAGCTTAGAGCCTCCCTCAATTCCCCCTGGCCACCACC 

CGCGTGCCTCTGTTTGACAAAGCTCTAACCCAGGTGTrGACACCAGCTGTTCTGTCCCTTGG 

AGCTGTAAAGCAGAGAGCTGCTGGGGATTCTGGCCTAGTCCCTTCCACACCCCCACCCCTT 

GCTCTCAACCCAGGAGCATCCACCTCCTTCTCTGTCTCATGTGTGCTCTTCTTCTTTCTACAG 

TATTATGTACTCTACTGATATCTAAAAATTGATTTGTGCCTTCCrrGCTAATGCACCATTAGAA 

GATATTAGTCTTGGGGCAGGATG ATTTT GGCCTCATTACTTTACCACCGCCACACCTGGAAA 

GCATATACTATATTACAAAATGACATTTTGCCAAAATTATTAATATAAGAAGCTTTC AGTATT A 

GTG ATGTCATCTGTCACTATAGGTCATACAATCCATTCTTAAAGTACTTGTTATTTG I M M AT 

TATTACTGTTTGTCTTCTCCCCAGGGTTCAGTCCTCAAGGGGCCATCCTGTGCCACCATGCA 

GGTGCCCCTAGCTTAGAGCCTCCCTCAATTCCCCCTGGCCACCACCCCCCACTCTGTGGCC 

TGACCTTGAGGAGTCTTGTGTGCATTGCTGTGAATTAGCTCACTTGGTGATATGTCCTATATT 

GGCTAAATTGAAACCTGGAATTGTGGGGCAA TCTAT TAATAGCTGC CTTAAAG TCAGT AACTT 

ACCCTTAGGGAGGCTGGGGGAAAAGGTTAGATTTTGTATTCAGGGG I I I M I GTGTAC I I 1 I 1 

GGGTTTTTTAAAAATTgttTTTggAGGGGTTTATGCTCAATCCATGTTCTATTTCAG 

>488 

NCGTCCGTCTCACCCGAGCTGTCCGCACTCCAAAGAACTGGGTACTCAACACTGAG 
CAGATCTGTTCTTTGAGCTAAAAACCATGTGCTGTACCAAGAGTTTGCTCCTGGCTGCTTTGA 
TGTCAGTGCTGCTACTCCACCTCTGCGGCGAATCAGAAGCAAGCAACTTTGACTGCTGTCTT 
GGATACACAGACCGTATTCTTCATCGTAAATTTATTGTGGGGTTGACACGGCAGCTGGCCAA 
TGAAGGCTGTGACATCAATGCTATCATCTTTCACACAAAGAAAAAGTTGTCTGTGTGCGCAAA 
TCCAAAACAGACTTGGGTGAAATATATTGTGCGTCTCCTCAGTAAAAAAGTCAAGAACATGTA 
AAAACTGTGGCTTTTCTGGAATGGAATTGGACATAGCCCAAGAACAGAAAGAACCTTGCTGG 
GGTTGGAGGTTTCAC7TGCACATCATGGAGGGTTTAGTGCTTATCTAATTTGTGCCTCACTG 
GACTTGTCCAATTAATGAAGTTGATTCATATTGCATCATAGTTTGCTTTGTTTAAGCATCACAT 
TAAAGTTAAACTGTATTTTATGTTATTTATAGCTGTAGGTTTTCTGTGTTTAGCTAT^ 
AATTTTCCATAAGCTATTTTGGTTTAGTGCAAAGTATAAAATTATATTTGGGGGGG AATA AGAT 
TATATGGACTTTCTTGCAAGCAACAAGCTATTTTTTAAAAAAAACTATTTAACATTCT^^ 
ATATTGTTTTGTCTCCTAAATTGTTGTAATrGCATTATAAAATAAGAAAAATATTAATAAGACAA 
ATATTG AAAAT AAAG AAAC AAAAAGTAAC AAAAAAAAACAAAGTCCCTCGGCCN NN NN N N N N 
NNNNTAATGAAGACTAAGAAAGTTGAAAAAAAAAAACTATTTTTGAAAAGTTAAAAAAGGGGG 
GGGCCGTTAAACTGGTTTAAAAAAAAACCTrCCCAACCCTCCCCCGGAACNNNNNNNNNNN 

NNNNN 
>489 

NAAGTGGACCTTGAANCGAATACCGTTAATNATGTGGTTG GGTC CGTCCCAATAATA 
ACTCCAANCCCAACCAAGAAAGAATGANTAAAAATGAATCAAATCCTTTTCCTGGCAACGTTG 
ATTTCAATCGCAAAACCCATCTCTGTTTAAATATTGATGGAAAACAGAACCTGTGAACTCCGA 
TGCCCACCGTCGAAACCAAAAATTTCATTCTGGAAATTGCAAATGGATACTCTGACGGGCGA 
CCGAAACCTGGTGAAGCCGTTTGGGCGATTGGTGATCACCTCTAGATCCGTGAAAGCTGGC 
TGCCCCCCCATCCGGGCAAGCAGGGCCAAGGTGGCATCTTCACATTCCTGGAAGCCACCCA 
GTAACAGCAGCAGGTATTTCTTCTGGTAAATGAGAGCCTTTCGAAAACTTTCTGCGCTCAAGT 
ATTTACCATAAATTCTCTTTAAAGTGACATGTTCAGAATCAGGGCTC AGAGT TTGAAGTAAAG 
AGTCATTTCTTAGTTCAGCTTTCAGTTTGTATACTTCAGCCTCTGCCCTTTTCAAAGATT^ 
GAGAGTCAATTTTTCTCTGTTCCATACTTCTTTTTCAGAGGCAATGATGGCTTCAATC 
ACCACCATTCAATGAAAACCTGGAAGAATTATCTCTACCAGCTCCTGTCTGTCGATACCACCT 
GATCTGCTCTTCCAGCTTCATAACCATGTTCGTTAAGTCATTCTTCTCTTCAGTCAGTTGACT 
GATATGCCCTGTCAGGTCAGCATTTTGTCTCAGTAGTCTTTCAGTCAATGAGCCACAAGAAG 
TACTTGGGGACACCAAGCTGGGCTCTTCACCTTGCTGGCCAGTTAATTTGTGTAGTTGTAAA 
ATAATTTCATGAATATTTTCCTGAACCCAAATGAA ATCTT CATCATCTGCTGTTTCAA ^ 
GTCTGTCAGAGGCTTTCTGGGGTAGAACCTGTAGTTTTGAAGCTAGACATTGAAGCTTTrGT 
CTGATCATTTCTAATTCATGATTACAGCGGGTTCCTCGTCGATTCATTrCAATCAATTTAGCGT 
AGTTTGATTCTTTTGTTTCTGCTTCTATTTTCTGTTGAAGAACCC^ 

GTTAAGCTCCACGTGGTTGGCTCATTAAGGTTCTGATACAGAATTCTTCTACTTTCTCGTT^ 
TCTTCTCGTTGTAGTTCTTGCTTCTGGAATTCCtGGATGATTCCTTGTAGTCGOTGTGCT^ 
AGGTCTAAGTTATAAAGTTGTTGTCTTTTGTGTTGCAGGTGGGGCTGAAGATGTTGGACTTTG 
GACTGGAGCTCATGCAI I I I I I ICTGTCCCTCAGtGTTGGCCTCCTGTTCTGTCTGCAGTGTT 
TTCCTGTGAACCTGCGTATCTTTTTCCATTTGCTGTCGTGTTTGCAAAGAATCCAGTTTATATT 
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TTTCAGTCTCATTTAACAATTCTACTATGCGACTGTGTTTTTCCTCTAGCTGTTTCTGCAGCTC 

TTTCAGTAGGTCCTCTGAGGGCAAGGGTGGCCGAGACTGTGCAGTACCATCACTGCTCTGC 

AGCTGTGCGTGCAATTCCCGCTCCCTATCTAGGGTACTAGTGATTTGCCGAATTCGAACTTT 

GTGAGATTCAAGAAGTACGTGAAGCTGTAAGTTTCGACCTTGTTCTTCTGACAACTGGGCATC 

ATATAGCATTCTCTGTGATTCTATTTTTTGCTGGGATTCGTTCAGTAGTTGTTTCTGTTGTTCC 

AAAAGTAGATTTAGCTGAAGATTCCTTTGTTTCTGACTCTCAAGTGAAAACTTCAGATCCTCA 

AGTTCTTCTTTATCCCGTTCTTCACTGCGTCCCAACTTGGCTTTCTCTTTCTNCCAAAGCCCA 

CTGGAGCGTCTCTTGTTTTTTGGGACNN 

>490 

>491 

>492 

>493 

CCGGGCAGGTACGCGGGGGTGGCGGCGTTGGGTTGAGCGGGCTTTTTGGAAGTTT 
GTGGCGGAGTTCTGTGATATGAGCAACAATGGACCAGAAGATTTTATCTCTAGCAGCAGAAA 
AAACAGCAGACAAACTGCAAGAATTTGTTGGGCAGGG CCTG GGGAATGCTTTTTTATCTCAT 
ATTAGTGCCTGTGATGGCATCTTTCATCTAACACGTGGTTTTGAAGATGATGATATCACGCAC 
GTTGAAGGAAGTGTAGATCCTATTCGAGATATAGAAATAATACATGAAGAGCTTCAGCTTAAA 
GATGAGGAAATGATTGGGCCCATTATAGATAAACTAGAAAAGGTGGCTGTGAGAGGAGGAG 
ATAAAAAACTAAAACCTGAATATGATATAATGTGCAAAGTAAAATCCTGGGTTATAGATCAAAA 
GAAACCTGTTCGCTTCTATCATGATTGGAATGAGAAAGAGATTGAAGTGTTGAATAAACACTT 
ATTTTTGACTTCAAAACCAATGGTCTAaTTGGTTAATCTTTCTGAAAAAGAGTACATTAGAAAG 
AAAAACAAATGGTTGATAAAAATTAAAGAGTGGGTGGACAAGTATGACCCAGGTGCTTTGGT 
CATTCCTTTTAGTGGGGCCTTGGAACTCAAGTTGCAAGAATTGAGTGCTGAGGAGAGACAGA 
AGTATCTGGAAGCGAACATGACACAAAGTGCTTTGCCAAAGATCATTAAGGCTGGGTTTGCA 
GCACTCCAACTAGAATACTTTTTCAGTGCAGGCCCAGATGAAGTGCGTGCATGGACCATCAG 
GAAAGGGACTAAGGCTCCTCAGGCTGCAGGAAAGATTCACACAGATTTTGAAAAGGGATTCA 
TTATGGCTGAAGTAATGAAATACGAAGATTTTAAAGAGGAAGGTTCTGAAAATGCAGTCAAG 
GCTGCTGGAAAGTACAGACAACAAGGCAGAAATTATA TTGTT GAAGATGGAGATATTATCTTC 
TTCAAATTTAAAAACTCAAAAACCGAAGAAGAACATAAATTTTAGTTATGCTCAGATAACATAC 
AACTTCAAAAGGCATCTGATTTTTACACATTAATTTCTGAAACCAATGCGACAAATAAGTCGG 
GACAATGGGAATCTTGACAACAAATATTTTTrG GTTGA CACTCAATATTGGTTGCGCCCCTCA 
TAAATGGGTTGATAATGTGAGCGGTTGGTTGCGTTTTAACCCTCCATTGGAGTTTCGGACCTT 
ATCCGAAACTATCCTTGTTCAGCGAGATGAGAGAACGGGCCTGCTCAAAGGTTGCCGTTCAA 
TGAAAAAGGGGANNNN 
>494 

ACGCGGGGACTCGCGTCGGTTGGCGACTCCCGGACGTAGGTAGTTTGTTGGGCCG 
GGTTCTGAGGCCTTGCTTCTCTTTAC I I I I CCACTCTAGGCCACGATGCCGCAGTACGCGGG 
GGGGTGAAGAAGGGGCCGGCCTTCAAGCAACAGCGACGCAAGATGGCAGCCACCACGGG 
CTCGGGAGTAAAAGTCCCTCGCAATTTCCGACTGTTGGAAGAACTCGAAGAAGGCCAGAAA 
GGAGTAGGAGATGGCACAGTTAGCTGGGGTCTAGAAGATGACGAAGACATGACACTTACAA 
GATGGACAGGGATGATAATTGGGCCTCCAAGAACAATTTATGAAAACCGAATATACAGCGTT 
AAAATAGAATGTGGACCTAAATACCCAGAAGCACCCCCCTTTGTAAGATTTGTAACAAAAATT 
AATATGAATGGAGTAAATAGTTCTAATGGAGTGGTGGACCCAAGAGCCATATCAGTGCTAGC 
AAAATGGCAGAATTCATATAGCATCAAAGTTGTCGTGCAAGAGCTTCGGCGCCTAATGATGT 
CTAAAGAAAATATGAAACTCCCTCAGCCGCCCGAAGGAGAGTGTTACAGCAATTAATCAAAA 
AGAAAAACCACAGGCCCTTCCCCTTCCCCCCAATTCGATTTAATCAGTCTTCATTTTCCACAG 
TAGTAAATTTTCrAGATAOGTCTTGTAGACCTCAAAGTACGGGGGGAAAATCCACAAGACAG 
AATAGCCAGATCTCAGAGGAGCCTGGCTAAGCAAAACCGTGCAGAACGGCTGCCTAATTTA 
CAGCAACCATGAGTACAAATGGTGATGATCATCAGGTCAAGGATAGTCTGGAGCAATTGAGA 
TGTCACTTTACATGGGAGTTATCCATTGATGACGATGAAATGCCTGATTTAGAAAACAGAGTC 
TTGGATCAGATTGAATTCCTAGACACCAAATACAGTGTGGGAATACACAACCTACTAGCCTAT 
GTGAAACACCTGAAAGGCCAGAATGAGGAAGCCCTGAAGAGCTTAAAAGAAGGTGAAAACT 
TAATGCAGGAAGAACATGACAACCAAGCAAATGTGAGGAGTCTGGTGACGTGGGGCAACTT 
TGCCTGGATGTATTACGACATGGGCAGACTGGCAGAAGCCCAGACtTACCTGGACAAGGTG 
GAGAACATTTGCAAGAAGCTTTCAAATCCCrrCCGCTATAGAATGGAGTGTCCAGiAAAt^ 
CTGTGAGGAAGGATGGGCCTTGCTGAAGTGTGGAGGAAAAAATTATGAACGGGCCAAGGCC 
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TGCTTTGAAAAGGTGCTTGAAGTGGACCCTGAAAACCCTGAATCCAGCGCTG GGTA TGCGA 

TCTCTGCCTATCGGCTGGATGGCTTTAAATTAGCCACAAAAAATCACAAGCCATTTTCTTTGC 

TTCCCCTAAGGGAGGCTGTCCGCTTAAATCGAGACAATGGATATATTAAGGTTCTCCTTGGC 

CTGAAGGTTCAGGATGAAGGACAGGAAGCTGAAGGAGAAAAGT ACAT TGAAGAAGCTCTAG 

CCAACATGTCCTCACAGACCTATGTGTTTCGATATGCAGCCAAGTTTTACCGAAGAAAAGGC 

TCTGTGGATAAAGGTCTTGAGTTATTAAAAAAGGCCTTGCAGGAAACACCCACTTCTGTCTTA 

CTGGATCACCAGATAGGGCTTTGCTACAAGGCACAAATGATCCAAATCAAGGAGGCTACAAA 

AGGGCAGCCTAGAGGGGAAAACAGAGAAAAGCTAGACAAAATGATAAGATCAGCCATATTTC 

ATTTTGAATGTGCAGTGGAAAAAAAGCCCACATTTGAGGTG GCTG ATCTAGACCTGGCAAGA 

ATGTATATAGAAGCAGGCAATCACAGAAAAGCTGAAGAGAATTTTCAAAAATTGTTATGCATG 

AAACCAGTGGTAGAAGAAACAATGCAAGACATACATTTCCACTATGGTCGGTTTCAGGAATTT 

CAAAAGAAATCTGACGTCAATGCAATTATCCATTATTTAAAAG CTAT AAAAATAGAACAGGCA 

TCATTAACAAGGGATAAAAGTATCAATTCTTTGAAGAAATTGGTTTTAAGGAAAGTTCGGAGA 

AAGGCATTAGATCTGGAAAGCTTGAGCCTCCTTGGGTTCGTCTACAAATTGGAAGGAAATAT 

GAATGAAGCCCTGGAGTACTATGAGCGGGCCCTGAGACTGGCTGCTGACTTTGAGAACTCT 

GTGAGACAAGGTCCTTAGGCACCCAGATATCAGCCACTTTCACATTTCATTTCATTTTATGCT 

AACATTTACTAATCATCTTTTCTGCTTACTGTTTTCAGAAACATTATAATTCACTGTAATG 

AATTCTTGAATAATAAATCTGACAAAATATTAGTTGTGTTCAAGAATTAGTGAAACAGAATGTG 

TGTATGCATGTAAGAAAGAGAAATCATTTGTATGAGTGCTATGTAGTAGAGAAAAAATGTTAG 

TTAACTTTGTAGGAAATAAAACATTGGACTTACACGAAAtgtttaattcattMttttattgtgaaataaaaat^^^ 

tccttagctcctcca(x:aactgaacagaccctcttggccaaggagaccccagaaaccnaaaaactaagmccca 

gagagatcattcacacctcanatattccctcccttgctaactgccattggacttmo^actg 

>495 

NNNNCGCGGCCGCGTGGAGTAGGGCTGCGAGAAGCGCC GGGAAT AGGAGAATAGG 
AGCAAGCCAGCACTAGTCAGCTAACTAAGTGACTCAACCAAGGGCTTTTTTCGTTGTTATGTT 
TGCAGATACTTCATTTTCTTAGCGTTTGTGGAGATTACAACATCCTGCGGTTCCGTTTCTGGG 
AACTTTACTGATTTATCTCCCCCCTCACACAAATAAGCATTGATTCCTGCATTTCTGAAGATCT 
CAAGATCTGGACTACTGTTGAAAAAATTTCCAGTGAGGCTCACTTATGtCTGTAAAGATGGG 
AAAAAAATACAAGAACATTGTTCTACTAAAAGGATTAGAGGTCATCAATGATTATCATTTTAGA 
ATGGTTAAGTCCTTACTGAGCAACGATTTAAAACTTAATTTAAAAATGAGAGAAGAGTATGAC 
AAAATTCAGATTGCTGACTTGATGGAAGAAAAGTTCCGAGGTGATGCTGGTTTGGGCAAACT 
AATAAAAATTTTCGAAGATATACCAACGCTTGAAGACCTGGCTGAAACTCTTAAAAAAGAAAA 
GTTAAAAGTAAAAGGACCAGCCCTATCAAGAAAGAGGAAGAAGGAAGTGGATGCTACTTCAC 
CTGCACCCTCCACAAGCAGCACTGTCAAAACTGAAGGAGCAGAGGCAACTCCTGGAGCTCA 
GAAAAGAAAAAAATCAAGCAAAGAAAAGGCTGGACCCAAAGGGAGTAAGGTGTCGGAGGAA 
CAGAGTCAGGGTCGGTCTGCTGCAGGAGGGGGGATGTGCACAGCCATGGGCCGTTCCCCAT 
CTCCCAAGACCTCATTGTCAGCTCCACCGAAGACTTCTTCAACTGAQAACCCGAAAACAGTG 
GCCAAATGTGAGGTAAGTCGCAGAAGAAATGTTCTCCAAAAACGCCCAGTGATAGTGAAGGT 
ACTGAGTACAACAAAGCCATTTGAATATGAGACCCCAGAAATGGAGAAAAAAATAATGTTTCA 
TGCTACAGTGGCTACACAGACACAGTTCTTCCATGTGAAGGTTTTAAACACCAGCTTGAAGG 
AGAAATTCAATGGAAAGAAAATCATCATCATATCAGATTATTTGGAATATGATAGTCTCCTAGA 
GGTCAATGAAGAATCTACTGTATCTGAAGCTGGTCCTAACCAAACGTTTGAGG7TCCAAATAA 
AATCATCAACAGAGCAAAGGAAACTCTGAAGATTGATATTCTTCACAAACAAGCTTCAGGAAA 
TATTGTATATGGGGTATTTATGCTACATAAGAAAACAGTAAATCAGAAGACCACAATCTACGA 
AATTCAGGATGATAGAGGAAAAATGGATGTAGTGGGGACAGGACAATGTCACAATATCCCCT 
GTGAAGAAGGAGATAAGGTCCAACTTTTCTGCTTTCGACTTAGAAAAAAGAACCAGATGTCA 
AAACTGATTTCAGAAATGCATAGTTTTATCCAGATAAAGAAAAAAACAAACCCGAGAAACAAT 
GACCCCAAGAGCATGAAGCTACCCCAGGAACAGAGTCAGCTTCCAAATCCTTCAGAGGCCA 
GCACAACCTTCCCTGAGAGCCATCTTCGGACTCCTCAGATGCCACCAACAACTCCATCCAGC 
AGTTTCrrCACCAAGAAAAGTGAAGACACAATCTCCAAAATGAATGACTTCATGAGGATGCA 
GATACTGAA6GAAGGGAGTCATTTTCCAGGACCGTTCATGACGAGCATAGGCCCAGCTGAG 
AGCCATCCCCACACTCCTCAGATGCCTCCATCAACACCAAGCAGCAGTTTCTTAAGGACGTT 
GAAACCAAGACTGAAGACTGAACGTGAAGAAGTTTCGATAGAAiSACAGTGCCCAGAGTGAC 
CfCAAAGAAGTGATGGTGCTGAACGCAACAGMTGATTrGTATATGAiBCCCAA AGAGO AGAA 
GAAAATGTTtCATGCCACAGTiGGGAACTGAGAATGAAGTCTTCCGAGtGAAGGTTTT^ 
TGACCTAAAGGAGAAGTTCACCCCAAAGAAGATCATTGCCATAGCAAATTATGTTTGCCGCA 
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ATGGGTTCCTGGAGGTATATCCTTTCACACTTGTGGCTGATGTGAATGCTGACCGAAACATG 

GAGATCGCAAAAGGATTGATTAGAAGTGCCAGCGTAACTCCTAAAATCAATCAGCTTTGCTC 

ACAAACTAAAGGAAGTTTTGTGAATGGGGTGTTTGAGGTAGATAAGAAAAATGTAAGGGGTG 

AATTCAGTTATTATGAAATACAAGATAATACAGGGAAGATGGAAGTGGTGGTGCATGGACGA 

CTGACCACAATCAACTGTGAGGAAGGAGATAAACTGAAACTCACCTGGTTTGAATTGGCACC 

GAAAAGTGGGAATACCGGGGAGTTGAGATCTGTAATTCATAGTCACATCAAGGTCATCAAGA 

CCAGGAAAAACAAGAAAGACATACTCAATCGTGATTCAAGTATGGAAACTTCACCAGACTTTT 

TCTTCTAAAATCTGGATGTGATTGACGATAATGTTTATGGAGATAAGGTCTAAGTGCCTAAAA 

AAATGTACATATACCTGGTTGAAATACAACA CTATACA T ACACA CCAC CATATATACT AGCTG 

TTAATCCTATGGAATGGGGTATTGGGAGTGCTTTTTTAATTTTTCATAG MINI ITTAAT AAAA 

TGGGATATTTTGGATCTACAACTTGTATAATTTGAAAAAATAAATAAACATTATC I t I I 11 GTGA 

AAAGAAAAAAAAAAGGGCGGCCGCNNNNNNNNNNN 

>496 

CAAAACAGGTCTATGTTTTGTTACGTGCCTGGGCAGGGCGCTTAGCGTAGCTGGAA 
TGCGCAGGACTGGCAGTTGCACAATAATAAATTAGTCCTGAACGTTGTATTCCAGTTGACCC 
AGGTCCTCTGGAAGAACAGAGGGGCAACTGTGCAAAATCTTGGTGACTTGCTGTACGGTGA 
AAAGGCACTTCTCCTTGAGAAGCCTGACAGTGTCGTTAATGTCCTGCTGGCGCATGGTGAAA 
ATTTCAGGGGAACAGTAAAGCACCCTCTTTAATTTCGCTTCTCCAAGCCCAA GCTT TTGCAGG 
TAACTGGAGCGCTTCCTCATTTGCATAATAGGCAGTTTCAATAACTGGGGACTTTTCTTCAAG 
ACCACACACACAGGCTCTGGATTCAGACCCAAGAGAATAAATTCTGAAATGATGTCCAGCAA 
CTGTTGAAGACTGGCACCTGGCCGTACACTGAGCAATTCATTAATATGGGCATTGCTGAAAC 
CCATGTCCAGGAGGGAACTCATGACCCTCTCTAGCTCCAAGGACCCTTGTACCACAGGAGT 
CCCCTGCTTCTCAAGGAGGCACTGAACAAGATTCCTCCTGCACTCTGGTTCCTGCACATAGT 
TATTGGATCTAACACAAGATAACTCCTCAATGACCCCTCCATTGGAGGCTGTAGTCAGTTTG 
CGCAACAAAGAAGCTGTCGTCCTTCTCTGTTCTCCAAGATGAGGAGTCTGCCTAGCCATACA 
GGCCCAGGTGAGGGGGATCAGGCGGTGCCAATCAAGGACCTGACGGCCGAACGCAGCCAT 
AGGGCGGAGAAGATGGGAGCGGGACGCGTGG 
>497 
>498 

NNNNNGATGGGGCGCCGGGTCCAGCGACCCACGCGTCGGGCCGTGCGGTACTTG 
TCATGGAGCTGGCACTGCGGCGCTCTCCCGTCCCGCGGTGGTTGCTGCTGCTGCCGCTGC 
TGCTGGGCCTGAACGCAGGAGGTGTCATTGACTGGCCCACAGAGGAGGGCAAGGAAGTAT 
GGGATTATGTGACGGTCGGCAAGGATGCCTACATGTTCTGGTGGGTCTATTATGGCAGCAAC 
TCCTGCAAGAACTTCTCAGAACTGCCCGTGGTCATGTGGCTTCAGGGCGGTCCAGGCGGTT 
CTAGCACTGGAT7TGGAAACTTTGAGGAAATTGGGCCCCTTGACAGTGATGTCAAACCACGG 
AAAACGACCTGGCTCCAGGCTGCCAGTCTCCTATTTGTGGATAATCCCGTGGGCACTGGGT 
TCAGTTATGTGAATGGTAGTGGTGCCTATGCCAAGGACCTGGCTATGGTGGCTTCAGACATG 
ATGGTTCTCCTGAAGACCTTCTTCAGTTGCCACAAAGAATTCCAGACAGTTCCATTCTACATT 
TTCTCAGAGTCCTATGGAGGAAAAATGGCAGCTGGCATTGGTCTAGAGCTTTATAAGGCCAT 
TCAGCGAGGGACCATCAAGTGCAACTTTGCGGGGGTTGCCTTGGGTGATTCCtGGATCTCC 
CCTGTTGATTGGGTGCTCTCCTGGGGACCTrACCTGTACAGCATGTCTCTTCTCGAAGACAA 
AGGTCTGGCAGAGGTGTCTAAGGTTGCAGAGCAAGTACTGAATGCCGTAAATAAGGGGCTC 
TACAGAGAGGCCACAGAGCTGTGGGGGAAAGCAGAAATGATGATTGAACAGAACACAGATG 
GGGTGAACTTCTATAACATCTTAACTAAAAGCACTCCCACGTCTACAATGGAGTCGAGTCTA 
GAATTCAGACAGAGCCACCTAGTTTGTCTTTGTCAGCGCCAGGTGAGACACCTACAACGAGA 
TGCCTTAAGCCAGCTCATGAATGGCCCCATCAGAAAGAAGCTCAAAATTATTCCTGAGGATC 
AATCCTGGGGAGGCCAGGCTACCAACGTCTTTGTGAACATGGAGGAGGAGTTCATGAAGCC 
AGTCATTAGCATTGTGGACGAGTTGCTGGAGGCAGGGATCAACGTGAOGGTGTATAATGGA 
CAGCTGGATCTCATCGTAGATACCATGGGTCAGGAGGCCTGGGTGCGGAAAGTGAAGTGGC 
CAGAACTGCCTAAATTCAGTCAGCTGAAGTGGAAGGCCCTGTACAGTGACCCTAAATCTTTG 
GAAAGATCTGCTTTTGTCAAGTCCTACAAGAACCTTGCTTTCTACTGGATTCTGAAAGCTGGT 
CATATGGTTCCTTCtGACCAAGGGGACATGGCTGTGAAGATGATGAGACTGGTGACTCAGC 
AAGAATAGGATGGATGGGGCTGGAGATGAGCTGGTTTGGCCTTGGGGCACAGAGCTGAGC 
•TGAGGGCGCTGAAGCTGTAGGAAGCXaCGATTCTTCCCTGTATCTAACTGGGGCtGTGATCA 
AGAAGGTTCTGACCAGCTTCTGCAGAGGATAAAATCATTGTGTCT GGAGG CAATTTGGAAAT 
TATTTCTGCTTCTTAAAAAAACCTAAGATTTTTTAAAAAATTGATTTGTT^ 
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GATGATAATAGATATTATTTTTTCTTATGACAGAAGCAAATGATGTGATTTATAGAAAAACTGG 

GAAATACAGGTACCCAAAGAGTAAATCAAGATGTGTATAGCGGGTTCCCAGGG GTAAGC ACT 

GTTACCAATTTAGCATATGTCCTTGCAGAA I I I M I I I I CTATATATACATATATATTTTTTACC 

AAAATGAATCATTACTCTATGTTGTTTTACTATTTGTTTGACATATCAGTATATCTGAAACACCT 

TTTCATGTCAATAAATGTTCTTCTCTAACATTTTTAAAAAAAAAAAAAAAAANNNNNNN^ 

NN 

>499 

NNNNNAAAAAACCCCCCAAAAAGGGGGGGGAAAAAACGCCCCAA AAGG GGGAATT 
GGGGGGGGGCCCGGGGGGGTG Mill ATTTCAA 1 I I I I I AAATTTG I M M M 1 I ATTAACAA 
GTGTAACTC7TTATTAAGATGGAATTGTTCTTATTAAAGAAATAGATGAAAATGGTTAAGTACA 
ATTAAATGGGTCCAAAAGTGTTACAATGAAAACAACAGTCCTGCCAGTTGTTCTTTCCAGAGG 
CAAATACTTTTCATTCTCTTAG Mill CCTTCCGTTAGTTACCTTCATGGGTTTTTCC AAATT AT 
TG M I I M I II AGTTTTTCAAGTGAATGCATATATTAATACATAAAATTTTAAAAAGGCTTTTCA 
GTTTATAATGCATCCTAACAGTCCCCTGCCCCATCCCTCCTAATTCTCCAGAGCAATGACTTT 
TAACTCTTTTAGCAATGTCTTCTG I I M M I CCTCACATAACTTAGTCATTTCATTATTATATAT 
TATATAGTGATTTCTGGATATGACAGATGAGGATTTAGCTCTTACACCATCACAATCTTCACTT 
TTCCTCCCATATTGTCCCAGAGTAGTTACCATATTTAGGGGCTAAGCAGTCACATCATTATGA 
CTGTGTACATACTGCTCCTTGTTGAGAAAAACAGTGTATTATGCTCTTCCTATCCTGTACTTC 
TTTCTGCCCTAGAATGATTGCCTAACCAACCGTTTCCCCTTGI M M M II II I M I I I lACT TT 
TGCTTTATCTTCAATGAACTTCTTTCCAAATGCCCCAAATCTGGCAATAAGTTATTATTTTTAA 
GAGAAGGGATCTCACTAAGGTGGCCAGGCTGGTCTGGAACTCTTGGGCTCAAGTCGTCCTG 
CTGCTGAGCCTCCTGAGTAGCTGGGACTACAGGCATGGGCCATTCCACCCAGCTAACGGAT 
TAAT AI I 1 I I ACTGTTC C I I I i I A AAGCTAGCTGCAtAGCTGGA ATATT GCCTGTGTTGGATCC 
TATTTGCTGGATTCATGTCATTGTCTGGTTTGTGTACtCCTTCATTTTGCTGGAGTATT^ 
CAACAGCTTCGCTAAAAAGGGCACATGGAGGTAACCGCTGAGTCTTTGCTTGTCTAAAAATG 
TATTATTTTACOTTCACCCTTGATTATTTGGGTGAATATAGATTTATGAGTTGAAAATAACT^ 
TAGAATTATGAAGGCATGGTTCCATTGTTTTCAGATTCGTTTTCGAGACAAGGTCTCTTCTGT 
CACCGCGGCTGGAGTGCAGTGGGACAATCACGACTCACTGCAGCCTTGAACTCGTGGGCTC 
AATTAATTCTTCCATCTCAGCTTCCTGACTAGATGGGAATACAGGTGTGCGCCACAATGCCC 
AGCTA A I I I I I GTG I MM I GTAGAGATGGGGCTTTGCCATGTTGCCCAAGCTGGTCTCAAGT 
GATCTGCCTGCCTTAGCCTCCCAAAGCGCTGGGATTACAGGTGTGAGCCACTGTGCCTGGC 
TGG Mill CTTTTATTTTCTCTCTAC7TCATTCATTTCTCAAAGGCATCTGAAACTCCCTGGGC 
CCAAAACCAAAGTCAAACTCCATCAGAATATCCTGCTACTTATAACTTTAAAATATATCTTAAA 
TCACAATTTCTTACTACATGCAACCCTTTGGTTCAAGCAACCATCATCCCTCACTTGAACTTAT 
AATTGGTTTTCCTGCTTCTGT A M I M 11 AAATTATAAAATACTTCAAATAAACCATGTGTGGC 
CTTATACI I I I lACTACATAAAAAGAATGAAGATGTGCCGGGTGTGGTGGCTCAAGCCGGTA 
ATCCCAGCACTTTGGGAGGCTGAGGTGGGTGAATCGCTTGCGGTCACGAGTTCGAGACTAG 
CCTGAGCAAGATGGTGAAACCCCATCTGTAGTAAAAATAGAAAATAGAAAAATTAGCCGGGC 
GTGGTGG0GGGCAGCTGGTGCTAGGTACTTGGGAGCCTGAGGCAG6AGAATCGCTTGAAT 
GTGGGAAQGCGGAGGTTGCAGTAAQCCGAGGTCACACCATTGCATGCTAGGCTQGGCAAC 
AAGAGCGAAACGCTGTOTAAAAAAAAAAGAACTTACATACTTAAAGATGGAATTGGTTTAAGT 
GTTTGGCATtCACTGTTCCCGTGGATGCCAGCAGCTTCTTAGTGGAAACACCTGAGACTTGC 
TATAGAGCAGCTGGACTATGTTCCGCCCACACACAGGACAGGGAGCTGACAACCAAGGAGG 
GGGGCGGGATCAATACTCCAGCTTTCCCCCCTCCATTTCCCTGTATCTCAGCAGTATGGAGC 
TTGTTATCAATGAGAACGTGCTCGCTGACTTTAAATTGCTTTTCTTACCTTCTCAGTTCAGTT^ 
CTGCGTACCTCAATTGATGATTTCTGGTATGACCTAGCAAATACACTGCTrrCACTGAAATTT 
CAGTCTTGCAATCTGCTTTGGGTTCCCCAATCTAAGACAGAAACATACTCATTTTCCCATCAC 
TGGACTTCCAGGTTGTTTTCAAI I 1 1 ICACTGTTACAAACAAGGTGGCAACATTTATCTACAAA 
CCTCTGGATATACACGTAGGAAGCTTTTGGTATTTCCACTAGTGAAACTGCTCAGTTGAAGG 
GTATGTGGATCTTCATCTTTAATAAATATTACCAACATGTGAAAAGCCCGACAATGTCAAGGA 
CTGGCAAGAGTGCCACATGTGATGGGTGTGGAATGGCAGCTCACTGTAGCAGGTGCTGGG 
GACTCAGTTGGGGTGTTGQAGAAGCACTTAGTTATAGCAAGAATGTCTCATAAATGGTATCT 
GATAGAGACAAGAGTAGTGGGGAATAAAAACTAGTTGCrrAGAAATAATTATAGATCTAAAGT 
CAACAAAAAACCTTrrCTAATGTAAAAATACATACTTTrrrCAGAGGGAGGGGGAACM 
AACTAGAAAACACCTTdATATtAATCATTCTTCJTCATATAC^ 

CTCCTCCTGGACATCAGAGAGAACACCTGGGTA7TCTGGCAGAAGTTTATATTTCTCCAAAT 
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CAATTTCTGGAAAAAACGTGTCACTTTCAAAGTCTTGCATGATCCTTGTCACAAATAGTTTAA 

GATGGCCTGGGTGATTCATGGGTTGCTTATAAACAGAAGTGCCACGAACTATCGAGACCATG 

TCTACTTTATTTGGTAATTCTGGTTGTTCAGTAAGTTTTAAGGCATCATCTAGACTTCTGGAAA 

GAAAATGAGGTCGTTGTGGAGGTTCCTTGAGTTGTCTGGTGAGAACTAAATTAATTCTACCCT 

TTAAAGGTCGATTGTTGTCAGGAATGGAGAACCAGGTCTTCTTAGCCATAATCACGAGATTCT 

GTTTACCTTCTAGTGAAGAGGTTGTGGTCATTCTCTGGAAATATGTGAATTCATTGCTGAGCG 

GTGGCCAGGGGAGGTCGCCGTTGTTGCCGATGGCCATGTTGTGGGACACAGCGACGATGC 

AGTTTAGCGAAGGAACCATGACAGGAGGGGGAGGAGGTGCGAGCCCGGTGGTTACAGCAGA 

AGGCGCGGTCAAGTTTGGCGCGAAATTGTGGGCGCCCCGCCCCGCTCGTCCCCATTTGTGG 

AGGCGAGGCCCCGCCCCCCCGCCCCGGCGCACGCAGGGTCGCGGCGTGCTCGCGCGCG 

CAGACGCCTGGGAACTGCGGCCGCGGGTTCGGGCTCCTCGCCGGGCCCATGGCGGACAG 

GGCTGCCATCCTTGCCCTGCCATGTCTCGCCGGAAGCCTGCGTCGGGCGGCCTCGCTGCC 

TCGAGCTCAGGCGCTGCGAGGCAAGCGGTTTTGAGCCGATTCTTCCAGTCTACGGGAAGCC 

TGAAATCGACCTGCTCGTGGACAGGTGCAGCCGAGGAGGTGGAGCGTGGCGCTGCAGCGG 

CCGCAGCGCCCGGAGGGCCGGCCTTGCGGCCGGAGGTGCCGCCGCACGTAGCTAGAGAAA 

TTGACAGAAGAAAGAAGAGAGCATTGGAAAATGATGGGGGTGTTAAAAAGAAAGTAAAGAAA 

GTGCAACAAAAGGAAGGAGGAAGTGATGTGGGAATGTGTGGCAAGTCTGAGCCAAAGAAAT 

GTGTGAGGACGAGGAATGTTTCAAAGTGTGTGGAAAAATTGAAAGAATTGTGCTGCGATTGT 

GCCCTTCCTCAAAGTAGAGTCCAGACAGAATGTGTGCAGGAGAGATTTGGAGTTGTGCCAAA 

ATGTACTGATTTTGATGATATCAGTGTTCTAGAGGCAAAGAATGCAGTTTCTTCTGAAGATTC 

GAAACGTCAAATTAATCAAAAGGACACAAGACTTTTTGATCTCAGTGAGTTTGGATCATCAAA 

TACAAGTCATGAAAATTTACAGAAAACTGCTTCGAAATCAGCTAAGAAACGGTCCA AAAGC AT 

CTATACGCCGCTAGAATTACAATACATAGAAATGAAGCAGCAGCACAAAGATGCAGTnTGT 

GTGTGGAATGTGGATATAAGTATAGATTCTTTGGGGAAGATGCAGAGATTGGAGCCCGAGA 

GCTCAATATTTATTGCCATTTAGATCACAAGTTTATGACAGCAAGTATACCTACTCACAGACT 

GTTTGTTCATGTACGCCGCCTGGTGGCAAAAGGATATAAGGTGGGAGTTGTGAAGGAAACT 

GAAACTGCAGCATTAAAGGCCATTGGAGAGAACAGAAGTTCACTCTTTTCCCGGAAATTGAC 

TGCCCTTTATACAAAATCTACACTTATTGGAGAAGATGTGAATCCCCTAATCAAGCTGGATGA 

TGCTGTAAATGTTGATGAGATAATGACTGATACTTCTACCAGCTATCTTCTGTGCATCTCTGA 

AAATAAGGAAAATGTTAGGGACAAAAAAAAGGGCAAGATTTTTATTGGCATTGTGGGAGTGC 

AGCCTGCCAGAGGCGAGGTTGTGTTTGATAGTTTCCAGGACTCTGCTTCTCGTTCAGAGCTA 

GAAACCCGGATGTCAAGCCTGCAGCCAGTAGAGCTGCTGCTTCGTTCGGCCTTGTCCGAGC 

AAACAGAGGCGCTCATCCACAGAGCCACATCTGTTAGTGTGCAGGATGACAGAATTCGAGT 

CGAAAGGATGGATAACATTTATTTTGAATACAGCCATGCTTTCCAGGCAGTTACAGAGTTTTA 

TGCAAAAGATACAGTTGACATCAAAGGTTCTGAAATTATTTGTGGCATTGTTAACTTAGAGAA 

GCCTGTGATTTGGTCTTTGGCTGCCATCATAAAATACCTCAAAGAATTCAACTTGGAAAAGAT 

GCTCTCCAAACCTGAGAATTTTAAACAGCTATCAAGTAAAATGGAATTTATGACAATTAATGG 

AACAACATTAAGGAATGTGGAAATCGTAGAGAATCAGACTGATATGAAAACCAAAGGAAGTTT 

GCTGTGGGTTTTAGACCACAGTAAAACTTGATTTGGGAGACGGAAGTTAAAGAAGTGGGTGA 

CCCAQCCACTCCTTAAATTAAGGGAAATAAATGCCCGGCTTGATGCTGTATCGGAAGTrCTC 

CATTCAGAATCTAGTGTGTTTGGTCAGATAGAAAATCATCTACGTAAATTGCCCGAGATAGAG 

AGGGGACTCTGTAGCATTTATCACAAAAAATGTTCTACCCAAGAGTTGTTCTTGATTGTGAAA 

AGTTTATATCACCTAAAGTCAGAATTTGAAGCAATAATACCTGCTGTTAATTCCCACATTCAGT 

CAGAGTTGCTCCGGACCGTTATTTTAGAAATTCCTGAACTCCTCAGTCCAGTGGAGCATTAC 

TTAAAGATACTCAATGAACAAGCTGCCAAAGTTGGGGATAAAACTGAATTATTTAAAGACCTT 

TCTGACTTCCCTTTAATAAAAAAGAGGAAGGATGAAATTCAAGGTGTTATTGACGAGATCCGA 

ATGCATTTGCAAGAAATACGAAAAATACTAAAAAATCCTTCTGCACAATATGTGACAGTATCA 

GGACAGGAGTTTATGATAGAAATAAAGAACTCTGCTGTATCTTGTATACCAACTGATTGGGTA 

AAGGTTGGAAGCACAAAAGCTGTGAGCCGCTTTCACTCTCCTTTTATTGTAGAAAATTACAGA 

CATCTGAATCAGCTCCGGGAGCAGCTAGTCCTTGACTGCAGTGCTGAATGGCTTGATT7TCT 

AGAGAAATTCAGTGAACATTATCACTCCTTGTGTAAAGCAGTGCATCACCTAGCAACTGTTGA 

CTGGATTTTGTCCGTGGCCAAGGTCGCTAAGCAAGGAGATTACTGCAGACCAACTGTACAAG 

AAGAAAGAAAAATTGTAATAAAAAATGGAAGGCACCOTGTGATTGATGTGTTGCTGGGAGAA 

GAGGATCAATATGTOtX^AAATAATACAGATTTATCAGAGGACTCAGAGAGAGTAATGATAATT 

ACCGGACCAAACATGGGTGGAAAGAGCTCCTACATAAAACAAGTTGCATrGATTACCATCAT 

GGCTCAGATTGGCTGCTATGTTGCTGCAGAAGAAGCGACAATTGGGATTGTGGATGGCATTT 
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TCACAAGG ATG GGTGCTGCAG AC AATAT AT ATAAAG G ACG G AGTAC ATTTATG G AAG AACTG 

AGTGACAGAGCAGAAATAATCAGAAAAGCAACATCACAGTCGTTGGTTATGTTGGATGAACTA 

GGAAGAGGGACGAGCACTCATGATGGAATTGGCATTGCCTATGCTACACTTGAGTATTTCAT 

CAGAGATGTGAAATCCTTAACCCTGTTTGTCAGCCATTATCCGCCAGTTTGTGAACTAGAAAA 

AAATTAGTCACACCAGGTGGGGAATTACCACATGGGATTCTTGGTCAGTGAGGATGAAAGCA 

AACTGGATCCAGGCACAGCAGAACAAGTCCCTGATTTTGTCACCTTCCTTTACCAAATAACTA 

GAGGAATTGCAGCAAGGAGTTATGGATTAAATGTGGCTAAACTAGCAGATGTTCCTGGAGAA 

ATTTTGAAGAAAGCAGCTCACAAGTCAAAAGAGCTGGAAGGATTAATAAATACGAAAAGAAA 

GAGACTCAAGTATTTTGCAAAGTTATGGACGATGCATAATGCACAAGACCTGCAGAAGTGGA 

CAGAGGAGTTCAACATGGAAGAAACACAGACTTCTCTTCTTCATTAAAATGAAGACTACATTT 

GTGAACAAAAAATGGAGAATTAAAAATACCAACTGTACAAAATAACTCTCCAGTAACAGCCTA 

TCTTTGTGTGACATGTGAGCATAAAATTATGACCATGGTATATTCCTATTGGAAACAGAGAGG 

Mill CTGAAGACAGTC I 1 I 1 1 CAAGTTTCTGTCTTCCTAACTTTTCTACGTATAAACACTCTT 

GAATAGACTTCCAGTTTGTAATTAGAAAATTTTATGGACAGTAAGTCCAGTAAAGCCTTAAGT 

GGCAGAATATAATTCCCAAGCTTTTGGAGGGTGATATAAAAATTTACTTGATATTTTTAT^ 

TTCAGTTCAGATAATTGGCAACTGGGTGAATCTGGCAGGAATCTATCCATTGAACTAAAATAA 

TTTTATTATGCAACCAGTTTATCCACCAAGAACATAAG AA I II I II ATAAGTAG AAAGAATTGG 

CCAGGGATGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGTAGGCAGATCA 

CCTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGCAAAACCCCATCTTTACTAAAAA 

TATAAAGTACATCTG 

>500 

>501 

>502 

>503 

>504 

>505 

>506 

ACGCGGGGGTCTGCCGCGGTGGCCGGGTGCCGATTTGACAAGATCAAAGCTGCAG 
GAAAATGGACAGTGAGGTTCAGAGAGATGGAAGGATCTTQGATTTGATTGATGATGCTTGGG 
GAGAAGACAAGCTGCGTTATGAGGATGTCGCAATACCACTGAATGAGCTTCCTGAACCTGAA 
CAAGACAATGGTGGCACCACAGAATCTGTCAAAGAAGAAGAAATGAAGTGGACAGACTTAGC 
CTTACAGTACTCGTCTTGGTGAGAGCGTGAGCTGCTGAGATTrGGGAGTCTGCGCTAGGGC 
CGCTrGGAGTTCTGAGGCGATGGAAGAGTTGACTCATGTTTGCACCCGCGGTGATGCGTGC 
TTTTCGCAAGAACAAGACTCTCGGCTATGGAGTCCCCATGTTGATGGATCCTGAGCTTGAAA 
AAAAACTGAAAGAGAATAAAATATCTTTAGAGTCGGAATATGAGAAAATCAAAGACTCCAAGT 
TTGATGACTGGAAGAATATTCGAGGACCCAGGCCTTGGGAAGATCCTGACCTCCTCCAAGG 
AAGAAATCCAGAAAGCCTTAAGACTAAGACAACTTGACTCTGCTGATTCI I M I ICCI I I I M I 
I I II I I 1 AAATAAAAATACTATTAACTGGACTTCCTAATATATACTTCTATCAAGTGGAAAGGA 
AATTCCAGGCCCATGGAAACTTGGATATGGGTAATTTGATGACAAATAATCTTCACTAAAGGT 
CATGTACAGGTmTATACTTCCCAGCTATTCCATCTGTGGATGAAAGTAACAATGTTGGCCA 
CGTATATTTTACACCTCGAAATAAAAAATGTGAATACTGGCCAGACAAAAAACAAAAAAAACC 
GGGGGGGGGTGGGGAGTGTnTAAAAGGATGAAAGGGAGAGGTAGANNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGCGGTTTTTAAGGG 
GGGGTGGCCCAACCCCCAAAAGGTTTTTTAlTrrGGGGGGATCGGCGGGTGCCCACCGCM 
ATTAAI 1 1 CM 1 1 CCCTTTCCCGGATAAATAAATTCTTGGCCCGGGG I I I I IGGGTGGGGGAA 
GGGGNNNN 
>507 
>508 
>509 
>510 

NNNNNNNNMNGCTATGTTGCCCAAGCTTGTCTCAAACTCCTGGTCTCAAGCAATCCT 
TCTGCCCTGGCCCTCCCAAAGTTCTGGGTATTACAGGTGTGAGCCAGCACTCCTGGGCCAT 
. CACAGTCTTAAAACCAAAAGTTCTGTGTCCGAGGAAAACGAGGAGTGATTGGTCACTCTATT 
TATGACTCATAGCACTTACAGGCtACTTCGGCAGGGACTTNGGGTACCCCTGTTCTTGGATG 
GCACATCA7TATCAGCAACAGGAACAGTTTCTCTGAGCCCTGGCCCCTGGAGAATCTCTAGC 
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TTAGCTATTTTAGACTTGGGGTCAAAGAAGAGAA GCCTC TTGCCCAACTCAGCAACACCAGA 

CAGGGGCCTCATATGTTGGCTCGTGGAAAGTAGCTTTTATACCAAGCCCTCTCCTAGGGGCA 

TAGGAGCCAGCATTCCCAGTTCTGGGGAGAGAAAAGGCAGGTGCCCCATTGGAGCCGAGAT 

CCTCTACCGCAGTCGTTTGAGGAGGGGGAACTGAAGTTTTTTGTTAATTATCATGTGACGGG 

TTCTGGATTTAATGGGGGGAAAAGGGCGGAAAAGGACAAGGATCCAAACTGGCGA ATTTGC 

TGATCTTCGCGTCCCTCTCCGCTTTCCGGCCGGCAGCGCTGCCAGGGTATATTTCCI Mill 

CCGATCCTGCAACAGCCTCTTTAAACTGTTTAAATGAGAATGTCCTTGGCTCAGAGAGTACTA 

CTCACCTGGGTTTTCACACTACTCTTCTTGATCATGTTGGTGTTGAAACTGGATGAGAAAGCA 

CCTTGGAAGTGGTTCCTCATATTCATTCCAGTCTGGATATTTGATACTATCCTTCTTGTCCTG 

CTGATTGTGAAAATGGCTGGGCGGTGTAAGTCTGGCTTTGACCCTCGACATGGATCACACAA 

TATTAAAAAAAAAGCCTGGTACCTGATTGGAATGTTACTTAAATTAGCCTTCTGCCTCGCACT 

GTGTGCTAAACTGGAACAGTTTACTACCATGAATCTATCC TATGTCT TCATTCCTTTATGGGC 

CTTGCTGGCTGGGGCTTTAACAGAACTCGGATATAATGTCTTTTTTGTGAGAGAGTGACTTCT 

AAGTACATCATCTCCTTTGTATTGCTGTTCAACAAGTTACCATTA AAGTG TTCTGAATCTGTCA 

AGCTTCAAGAATACGAGAGAAGTGAGGGAAAATACCAAATGTAGTTTTATAGTACTTCCATAA 

AACAGGATTGGTGAATCACGGAGTTGTAGTCAACC TACAG CTTAATTATTCAGGATTTGAGTT 

ATTGAGATCGTTATTATCTCTATGTAAATAAAGTTTGTTTTGGACCCC AAAAA AAAAACGAAAG 

ACAAAAAGGGGGGGGGAGAAATCAAGAGGCGCACACTTCACCACACTTTTGAAAGGCCACA 

GGAGACTTAAAACGGGCACCAAACTGTTGGAGACAN 

>511 
>512 
>513 
>514 

ACTGAGGCTCGAAATAGACCTGGGCTGGAAAGACCCCTGTGTCGCAAAGGAGATTT 
GAGCGGCCCCTCTTTATTTTCACTTCATAGCACAGCCAAGTGTAGCTCCGACCATAGAGGAT 
GGGTTCGTTTTCAAAGTTGTCGTAGAATGTGTCTCGATACATCCGCTCC ATCGGAT TTCTGAT 
CTGTGGATTCATGTTCAGCGTCTTAGATACGCTTGTCCCTGTCCCGCTC I I I I I I i GAAGCTC 
TGTGGTTTCACTTCCTGCTTACCCCGCGGACTTGCTTAGAACTGCCAACAGACTCTTTGGAG 
AAAAAGACGTGTGATTTCGTTCCAGACTTTAAAGAATACTGTCAGAAGTTCTATCAGGCAGAG 
CTGGAGGAGTTGTCCTTTGCTGAAGACACTGAAGAGTGCAGGAAGCATATAAATGACTGGG 
TGGCAGAGAAGACTGAAGGTAAGATTTCGGAGGT 
>515 

TTGGAGCTCCCCGCGGTGGCGGCGGGGTTATTCTTTCAGTGCCTGTAACGTCCCCC 
TTCTTTGATTGGTCAACGCTCTATTTGAAAAGCCCGCCAAGGGCTGCAATTTGGCAGATAGT 
CTCATCCGGGTTGTTTTTCGAAGAGGTTGTCCCGGAATGGAAATGACCGTTATGTGCAGGAG 
TGCATCGGACTCTGGCGCGAAGAGCTGGAAGCTGTGAATTAACCGTCGCTCTTACTGCAGTT 
GTACCTCGGCCGCGACGACGTGGAGCGGCGGGCGGGGGAGGTANNNNNNNNNNNNNNNN 
NNNNNNNNNCAGTAGAGGCATCTCAGGTGGCTGGGGATGGGCCACAGTCTTAGAGQGGGA 
TGTAGCTCTTAAAGGAGAAACATCAGCAAAGTAATCATCATTGTTTAAAACTGAGTATCGAGT 
CTCTGGTTGTTTGACGAC IIICIICIIUIIIIICM CTCTGGGAGCCCAAGGTGTACTTTGTGT 
GTCTTGGTGATCATTCCGGTGGGCGAAATTTCCCCGCCTCGACGTGAGAGCCAGCTCCGCG 
GTCCCCGCGTACCTCGACCGCCACCGCGGGGAGCTCCA 
>516 
>517 

NNGGGATTCAGCATCACTTCCAGAGATGTAACAATAGGTGGCTCAGCTCCGATCTAT 
GTGAAAAACATTCTCCCCCGGGGGGCGGCCATTCAGGATGGCCGACTTAAGGCAGGAGAC 
AGACTTATAGAGGTAAATGGAGTAGATTTAGTGGGCAAATCCCAAGAGGAAGTTGTTTCGCT 
GTTGAGAAGCACCAAGATGGAAGGAACTGTGAGCCTTCTGGTCTTTCGCCAGGAAGAGGCC 
TTCCAGCCAAGGGAACTGAATGCAGAGCCAAGCCAGATGCAGATTCCAAAAGAAACGAAAG 
CAGAAGATGAGGATATTGTTCTTACACCTGATGGCACCAGGGAATTTCTGACATTTGAAGTC 
CCACTTAATGATTCAGGATCTGCAGGCCTTGGTGTCAGTGTCAAAGGTAACCGGTCAAAAGA 
GAACCACGCAGATTTGGGAATCTTTGTCAAGTCCATTATTAATGGAGGAGCAGCATCTAAAG 
ATGGAAGGG7TCGGGTGAATGATCAACTGATAGCAGTAAATGGAGAATCCCTQTTGGGCAA 
GACAAACCAAGATGCCATGGAAACCCTAAGAAGGTCTATGTGTACTGAAGGGAATAAACGAG 
GAATGATCCAGCTITATTGTTGCAAGGAGAATAAGCAAGTGCAATGAGCTGAAGTCAC^ 
AGCCGCCCTGGACCTGAGCTGCCCATTGAAACAGCGTTGGATGATAGAGAACGAAGAATTT 
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CCCATTCCCTCTACAGTGGGATTGAGGGGCTTGATGAATCGCCCAGCAGAAATGCTGCCCT 

GAGTAGGATAATGGGTAAATACCAGCTGTCCGCTACAGTGAATATGCCCCAAGATGACACTG 

TCATTATAGAAGATGACAGGTTGCCAGTGGTTCCTCCACATCTCTCTGACCAGTCCTCTTGCA 

GGTCCCATGATGATGTGGGGTTTGTGACGGCAGATGCTGGTAGTTGGGGCAAGGCTGCAAT 

CAGTGATTCAGCCGACTGCTCTTTGAGTCCAGATGTTGATCCAG TTCTT GGTnTCAACGAG 

AAGGAT7TGGACGTCAGAGTATGTCAGAAAAACGCACAAAGCAATTTTCAGATGCCAGTCAA 

TTGGATTTCGTTAAAACACGAAAATCAAAAAGCATGGATTTAGGTATAGCTGAGGAGACTAAA 

CTCAATACAGTGGATGACCAGAAAGCAGGTTCTCCCAGCAGAGATGTGGGTCCTTCCCTGG 

GTCTGAAGAAGTCAAGCTCGTTGGAGAGTCTGCAGACCGCAGTTGCCGAGGTGACTTTGAA 

TGGGGATATTCCTTTCCATCGTCCACGGCCGCGGATAATCAGAGGCAGGGGATGCAATGAG 

AGGTTCAGAGCTGCCATCGACAAATCTTATGATAAACCCGCGGTAGATGATGATGATGAAGG 

CATGGAGACCTTGGAAGAAGACACAGAAGAAAGTTCAAGATCAGGGAGAGAGTCTGTATCC 

ACAGCCAGTGATCAGCCTTCCCACTCTCTGGAGAGACAAATGAATGGAAACCAAGAGAAAG 

GTGATAAGACTGATAGAAAAAAGGATAAAACTGGAAAAGAAAAGAAGAAAGATAGAGATAAG 

GAGAAGGATAAAATGAAAGCCAAGAAGGGAATGCTGAAGGGCTTGGGAGACATGTTCAGCC 

TTGCCAAACTGAAGCCCGAGAAGAGATGAACAACAAAGCGATTC AAAAC ATGTCTTGAACAG 

CACATATTGCACAGTTGTTG I I I I I I I I AAACAAAGAATAAATTTACTTTTAATGAAAAAAAAAA 

AAAAAGGGCGGCGGGN 

>518 

>519 

>520 

>521 

NNNNNCCCGCGAGGGTTCCGATTAAGTGCAGGGCACCTCGACCCCAAAAAACTTGA 
TTAGGGTGATGGTTCACGTAGTGGGGGATCGCCCTGATAGACGGTCGCCCTTTAACGTTGA 
GTCCCACGTTCTTTAATAGTGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGG 
TCNATTCTTTTGATTTATAAGGGATTTTGCGGATTTCGGCCTATTGGTTAAAAAATGAGC 
TTAAGAAAAATTTAACGCGAATTTTAACAAAATATTAAGGCTTACAATTTCCATTCGCCATTC 
GGCTGCGCAACTGTTGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTATTACGCCAGCTGG 
CGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTnTCCCAGTCACG 
ACGTTGTAAAACGACGGCCAGTGAATTGTAATACGACTCACTATAGGGCGAATTGGCCAAGT 
GAGGTCGAATTGGGGCCGCATGCATAAGGTTGCTCGAGTCTAAAGTCGACTGGGCCGAGGC 
GGGCGACATGI I i i I I M l I GGGGCCG C I i I 1 1 i ll M I I I I I 1 1 I M 1 1 I I G CAAGCG AGGCT 
CAGAGAGGCGTAGCGCCGGGAGGAACCCGGGGCCGCAAGTGGGTTCGAAGTGTCGATGAT 
CAATGTGTCCTGCAATTCACATTAATTCTCGCAGGTAGCTGCGTTCTTCATCGAGGCACGAG 
CCGAGTGATCCACCGCTAAGAGTCCCCCTTCTGTCGTCTTCTCGCAGCCGTACCACACGGC 
GGGCGTCCCGAGACNAAGGGNTTCGATGGACAAGAGACCCAAGCATAGAANNNNN 
>522 
>523 

NACGCGGGGAAGTGAGAGGAAGGGAGAGTAAGAGAAAGAAAGAAGTGAGGGGATG 
TAAAGTCGAATAAATTTCAAAGTGCCTCCGAGGGATGCAACGGGCAA AAACT GAACTGTTCA 
GGCTTCAGATTGTAACTGACGATCTGAGGAAAAATGAGGTTTGTGTGATTTTGCTAAAATGCA 
TCACCAACAGCGAATGGCTGCCTTAGGGACGGACAAAGAGCTGAGTGATTTACTGGATTTCA 
GTGCGATGTTTTCACCTCCTGTGAGCAGTGGGAAAAATGGACCAACTTCTTTGGCAAGTGGA 
CATTTTACTGGCTCAAATGTAGAAGACAGAAGTAGCTCAGGGTCCTGGGGGAATGGAGGAC 
ATCCAAGCCCGTCCAGGAACTATGGAGATGGGACTCCCTATGACCACATGACCAGCAGGGA 
CGTTGGGTCACATGACAATCTCTGTCCACCTTTTGTCAATTCCAGAATACAAAGTAAAACAGA 
AAGGGGCTCATACTCATCTTATGGGAGAGAATCAAACTTACAGGGTTGCCACCAGGAATTGG 
CGTGATTCCTCACAGACACAAAGATTTCCTCTGCTGAGTAAGCGTGAGGCCCCTTAACTTGT 
GAAAGCATCATCCAGAGCGTGTGAGTCTGTCTGTGTATGTGCAGAACACAGACCGTGCnTC 
TCGGTTTGTGGGGAATACTTCCCTCGGGTGAAACTGAAGTTAAI II I I II I II I I ICCAAACA 
CAAGCAGAGTCTCCTTGGAGGTGACATGGATATGGGCAACCCAGGAACCCTTTCGCCCACC 
AAACGTGGTTCCCAGTACTATCAGTATTCTAGCAATAATCCCCGAAGGAGGCCTCTTCACAG 
TAGTGCCATGGAGGTACAGACAAAGAAAGTTCGAAAAGTTCGTCCAGGT7TGCCATCTTCAG 
TCTATGCTCCATCAGCAAGCACTGCGGACTACAATAGGGAGTCGCCAGGCTATCCTTCCTCC \. 
AAACCAGCAACCAGCACTTTCCCTAGCTCCTTCTTCATGCAAGATGGCCATCACAGCAGTGA 
CCCTTGGAGCTCCTCCAGTGGGATGAATCAGCCTGGCTATGCAGGAATGTTGGGCAACTCT 
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TCTCATATTCCACAGTCCAGCAGCTACTGTAGCCTGCATCCACATGAACGTTTGAGCTATCC 

ATCACACTCCTCAGCAGACATCAATTCCAGTCTTGCTTCCGATGTGCACTTTCCATCGGAGT 

GGTACAAAGCATTACAGCACCTCTTCCTGTAGGCGTTCTGGGAACGGGACAGACATATAATG 

GCAAATAGAGGAAGCGGGGCAGGCGGCAGCTGCCAGACTGGAGATGGTCTGGGGAAAGCA 

CTTGCTTCGCAAAGCCGAATTGAAGATCGTTTAGAAAGACTGGATGATGGTATTCATGTTCTC 

CGGAAGCATGCAGTGGGCCCATCCACAGGTATGCCTGGTGGTCATGGGGACATGCATGGAA 

TCATTGGACCTTCTCATAATGGAGCCATGGGTGGTCTGGGCTCAGGGTATGGAACCGGCCT 

TCTTTCAGCCAACAGACATTCACTCATGGTGGGGACCCATCGTGAAGATGGCGTGGCCCTG 

AGAGGCAGCCATTCTCTTCTGCCAAACCAGGTTCCGGTTCCACAGCTTCCTGTCCAGTCTGC 

GACTTCCCCTGACCTGAACCCACCCCAGGACCCTTACAGAGGGATGCCACCAGGACTACAG 

GGGCAGAGTGTCTCGTCTGGCAGCTCTGAGATCAAATCCGATNACGAGGGTGATGAGAACC 

TGCAAGACAGGAAATCTTCGGAGGACAAGAAATTAGATGACGACAAGNAGGATATGAAATCA 

ATTACTAGGTCAAGNTCTAGCAATAATGACGATGAGGACGCCCTCGCGGGTTGCCTGGCTGA 

CCCTCAATAAATAAATTAATTGTTGTGANNN 

>524 

TTGGAGCTCCAGGGGGTGGCGGCGGAGGTACGGGGGGCTCTTGAGGAGTGAGAGT 
GGAGGAGATGTGGGGCGTGCCAAAGTGATGGCTGACACTGTGGCTCAGTTCATCAAGAGGA 
CCATCTTGAAGATCCGCATGAGTGAACTGACAAGAATCCTGAAGGCGTGGGATTTTTTGTGT 
GAAAATCAACTGCAGACTGTAAATTTCCGAGAGAGAAAGGAATCTGTAGTTCAGCACTTGAT 
CCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCTGTTAGACATCATTTGTA 
AGTGCTGGAGTGCAGTAACGCCATCTCAGCTCACCGGGACCTGTGCGTCCTGGATTCAAGT 
GATTCTCCAACCTCAGCCTCCCGAGTAGCTGGGACTATAGCAGTGCACCACCATATATGCAA 
TTTCATCAGCACCAGAAAGTTTGGGATGTTTTTCAGATGAGTAAAGGGCCAGGTGAAGATGT 
TGACCTTTTTGATATGAAACAATTTAAAAATTCGTTCAAGAAAATTCTTCAGAGAGCATTAAAA 
AATGTGACAGTCAGCTTCAGAGAAACTGAGGAGAATGCAGTCTGGATTCGAATTGCCTGGG 
GAACACAGTACACAAAGCCAAACCAGTACAAACCTACCTACGTGGTGTACTACTCCCAGACT 
CCGTACGCCTTCACGTCCTCCTCCATGCTGAGGCGCAATACAGCGCTTCTGGGTCAGGCGC 
TGACAATTGCTAGCAAACACCATCAGATTGTGAAAATGGACCTGAGAAGTCGGTATCTGGAC 
TCTCTTAAGGCTATTGTTTATAAACAGTATAATCAGACCTTTGAAACTCACAACTCTACGACAC 
CTCTACAGGAAAGAAGCCTGGACTAGATATAAATATGGATTCAAGGATCATTCATGAAAACAT 
AATAGAAAAAGAGAGAGTCCAAACGAATAACTCAAGAACACATTTGGAGATTATCCTCAACCA 
GAACTAGGAATTGGAGAATATAAGCTTGAAACGAAATTCAAAAGTGGTTGAAATGGGAGCAT 
CTTGGCTGAGAGGAAAGAACCCCTCCGATGCCTAATAAAGTTCTCTAGCCCACATCTTCTGG 
AAGCATTGAAATCCTTAGCACCAGC GGGTA TTGCAGATGCTCCACTTTCTCCACTGCTGACT 
TGCATACCCAACAAGAGAATGAATTATTTTAAAGATTAGAGATAAATAAGACGTGCGTGGTTT 
CTTAAGCACAGCTCCTCCTTCTTGATATTGCACATGCACTTCA GTTCAT GGGTAGCTGTATAG 
CTTCCGTCTGTAAACTTGTATTTTCAAGAATCCTTGGTATTGAATTTTTAGAAATGCTCACATA 
ATTGTTGGGACTGATTCATTCCTCCACGATATGCCTCCTCTCTCTGATATCTGCTAACTGTAG 
CCGTGTGGCATTTGAGATGAGAGGACATATTTATATATGGCCCACACTTGACTTGAGTGCTG 
AATGCTCTGAAAGCAAGCATATGGCACAGCGCTCAAGAACTGGCGTGGGGGCCTTACCATG 
GGGAGGGGGGAGTCGGGAAGGGGGGGCAAGGGGGGTCCGGGATAGAGCGGAAGGGTGGA 
CGGGAAAGCACCGGGAAACCACCCAACGTGCAACCACCAAGGCCTCCACGGGGGGCGCC 
CCGAGGGGGGAGAGGGGGTGGGGAAGAACAGGTGGGACACCCACACAAGACCGACAAATG 
AAGAGAACACGGCGAGAACAACAAGGNNN 
>525 
>526 
>527 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTGI I I I ICTACGGGGTTAOATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCGCTGGTTTGTTCCACA 
ACAGTGT G I I I I 1 AGATTCCGTACCTTTGATtAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAArrCCGTAGTGGATGTAATGTATTCTGCCGTCTGGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATGCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGAGATGGGGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
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GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 

CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCGTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCGAAATAAGAAGAAGGACACACATTGTGTGAGGTCACGAAGATCATTGAGTTTCCATATGCT 

GAAGGTTTTTCCAGTATTCACACTCTGTGGCGTAACCrrCTTCAATATAACCCGAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCAGTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCGG 

CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 

GACTTCTCAGGGGAI I I I I GCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AGCTGGTGTTGTAAGGCCTTCATTTGCTCTTGCAAATTCGTTAATTCCTCTTGCAAGTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTrCTTCTGAATTACAATCGAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTGCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTGTTCGTTC 

ACAGGTGAACCCGCCAAAATCGGACNN 

>528 

>529 

>530 

NAGTCGACCCACGCGTCCGATTTCATCCTGTTGCGCCTCCGAAATGTATTGGTTTAG 
ATTCAGAGCCCAAGCCTCTCATTGATGTGAGTGTCATCACAAGATTTAATGAGTACAGTAAAG 
TGTTACAGTTCAAGTATTTTATGGTCCTCATTCAGGAAATGGCCTTAAAAATTGATCAAGGGT 
TTCTAGGAGCTATTATTGCACTGTTTACCCCAACAACAGACCCTGAAGCTGAAAGAAGACGG 
ACAAAGTTAATCCAGCAAGATATTGATGCTCTAAATGCAGAATTAATGGAGACTTGAATGACT 
GATATGTCAATTCTTAG I NCH IG AACATTTCCATATTTCTCCTGTGAAGTTGCATTTGAGTT 
TGTGITTGGGTTCGGGAGGTQAAGAATCAGACAAAGAAAAACAGGAAATGTTTGCAGTTCAT 
TCTGTCAACTTGCTGTTGAAAAGCATAGGTGCTACTCTGAGTGATGTGGATGAGCTTATATTC 
AAACTTGCTTATTATGAAATTCGATATCAGTTCTACAAGAGAGATCAGCTTATATGGAGTGTT 
GTTAGGCATTACAGTGAACAGTTCTTGAAACAGATGTATGTCCTTGTATTGGGGTTAGATGTA 
CTTGGAAACCCATTTGGATTAATTAGAGGTCTGTCTGAAGGAGTTGAAGCTTTATTCTATGAA 
CCCTTCCAGGGTGCTGTTCAAGGCCCTGAAGAATTTGCAGAGGGGTTAGTGATTGGAGTGA 
GAAGCCTCTTTGGACACACAGTAGGTGGTGCAGCAGGAGTTGTATCTCGAATCAGCGGTTC 
TGTTGGGAAAGGTTTGGCAGCAATTACAATGGACAAGGAATATCAGCAAAAAAGAAGAGAAG 
AGTTGAGTCQACAGCCCAGAGATTTTGGAGACAGGCTGGCCAGAGGAGGAAAGGGCTTTCT 
GCGAGGAGTTGTTGGTGGAGTGACTGGAATAATAACAAAACCTGTGGAAGGTGCCAAAAAG 
GAAGGAGCTGCTGGATTCTTTAAAGGAATTGGAAAAGGGCTTGTGGGTGCTGTGGCCCGTC 
CAACTGGTGGAATCGTAGATATGGCCAGTAGTACCTTCCAAGGCATTCAGAGGGCAGCAGA 
ATCAACTGAGGAAGTATCTAGCCTCCGTCCCCCTCGCCTGATCCATGAAGATGGCATCATTC 
GTGCTTATGACAGACAGGAATGTGAGGGCTCTGACTTACTTGAGAATCATATGAAAAAGTTG 
GAAGGAGAGACTTACCGATACCACTGTGGTATTCGTGGAAGCAAGAAGACAATCCTTATGGT 
TACAAATAGGCGAGTGTTGTGTATAAAGGAAGTTGAAATCCTGGGCCTTATGTGTGTAGACT 
GGCAATGTCCATTTGAAGATTTTGTATTTCCTCCTAGTGTCAGTGAAAATGTGCTAAAAATTT 
CAGTTAAGGAACAGGGTCTGTTCCACAAAAAAGACAGTGCCAATCAAGGCTGTGTTCGAAAA 
GTTTACCTGAAGGACACCGCCACAGCAGAGAGAGCATGTAATGCCATTGAGGATGCACAGT 
CAACGAGACAGCAGCAAAAATTGATGAAGCAGTCATCAGTGAGACTTCTCAGACCCCAATTG 
CCATCTtAATCACAGACCTCAGGGGCTCCAACACSGGAGAAAAAACAATCACTGGTCTTGTCT 
ATAAGtCACTCTGCTTTATCTTGCTAAAGACAA Mill CAAGCAATCCTTTAGTTTTAGTTTTCT 
GGAATAGCTAGTATTGGGTTrTCTAG I I I I I I CAC C I I MA G I N I lACTCTAATTTTGTAACGA . 
TGTATATGCTAGCAGTCCACTTCTACiSCCACCACCCAAATGGGTCAGACCCTTGAAGAAAGG 
TCACTTCAAACTCAGAATGAAATTTTCATTAATATTAAAATTGTGAAGCAAAGGTCAATAGGCT 



Page 161 of 355 



wo 01/42467 



755 

Table 4 



PCT/USOO/33312 



TATATTTAATTAAAGCCTTACTGAAGAATAAGAA ATGAGCT TAGAATGACTAGTGTTCTTTGAA 

AGG M I I I M ATTTTTG i I I I I 1 F GGGG I I I I M i I I I M I I i GAGACCGAGTCTTGCTGTGTCG 

CCCAGGCTGGAATGGAGTGGTGCGATCTTGGCTGACTGCAATCTCTGCCTCTCGGGTTCAA 

GCGGTTCTACTGCCTCAGCGTGGTGAGTAGCTAGGATTACAGGTGTGTGCCACCACGCGTG 

GGTAA I I I M II I i I I I I IGT A l I I I I AGTAGAGATGAGTTTCACCATGTTGGTCAGTCTAGTC 

TCGAACTCCTGACCTTGTGATCCGCATGCCTCAGCCTCCCAAAGTGCTGGGATTACA GGCA T 

GAGCCACCACGGCCCGCCAAAAGGCTTTAACCCATGAACAAATGTTGGATCCTGACATTTTG 

TrrAAGAGTGATTTGTTCAATAATTGAACTGAG TTAAC AT TGTT G GTAA ACCAGGTAATTGAAT 

GAAGAAAGGTCACTAAAGGGAGAAATGACATGTTTTCTATTTTGTTTTCATGAAAACACTGTT 

TTTCCCGCTAATAAAGCATATTTTACTTTGGTGCTTATTTTTCCTGCTTGC 

AATCTGGACAATCAAACCTTAAAATAGCTACACTCTGCCCTCTGTAATGTAGCATTCATAAAA 

ATTTGGAAGTATTTACATCCTCTTTCAAGATGAGCTTATATGACACAATTATTATT TGCTG ATA 

CATGAAAATACTGCACTTTAAGTTTCTCAAGA CTCT GAAATATGTAAAATTCAATATTTTT 

TCCCAGAAATTGTTTCTTACAGGTTGAAAGTCTTTTAAGGGCATCACAAATTAACATTT ACTCC 

TAATGCACGCCTAGAATGTATTTTAAATACTTACTAAGAAGAATGAAAATTCTTTGGTTGTTTT 

ATATATAAATAAGGCATATATAATGACACTGTGTTCTGTGAGGGAGCAGGCCCTGTGAGAAT 

CAATTCAGGACAGTA I I I M I I M GTC CTTTCT CCATCCTTGATCAGAGATAAACTATTAAAAC 

TTTAAAAAATACTCAAAAATATGTAAGTTTTTTGGTTGAACCTrTAGATTTG 

ACATAACAACATTTATTTCAAATCACTGAATTCATGGAGATGT GGACAC GCTTGGTTTGCTCT 

Al I I I IGTTTATGTGTGATAGTGGTTCTGTCATCATCATTCATGTTTTTTAAGGCCTGGTCATA 

AAACTTTAAATTTTACTAGTGTTAGTTAATGTATATTCTAAAA AGAGAAT GCAGTAACTAATGC 

CCTAAATGTTTGATCTCTGTTTGTCATTACTTTTTCAAAATTA I I I I I M CTGTAAAGTATAATA 

TATAAAAGTTCTTGCTTAAATTGAATTTCTATAT TAGTG GT TAATTG CAGTTTATTAAAGGGAT 

CATTATCAGTAATTTCATAGCAAGTGTTCTAGTGTTTTGTGTTTTTAAAAGAGAATTAGGA^ 

TGAGATATGTGATTATATTTTTCATATGAATCACAGCTGTTGAGAATGTCCCATATATTTAAGA 

AATTATATCATACTGATACTATTTGTA ACATTT TGATTTGATTTAATGTCCAGGGACAGAAATA 

ATTCATTGGTAAAGTGTAATAATGCGTTTTTTAAAAATGCTTTGAGAGGTAATTACTTGCATAT 

GAGAGAAATAAAACATTTGGCACATTGTTTACAGGTGAAAAAAAAAAAAAAAAAAAAAAAAAG 

GNCGGCCCGCTNTAGAGGATGCAAGCTTACNTAC GCGNGCA NNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNGGGGGGGCCCTTAAAI II I I I I AAAAAAAAAACCTCCCACAC 

CTCCCCTGTGCCCNNNNNNNNNNNNNN 

>531 

>532 

NNNNNNNNNNNNNNNNNNNNNNNNCAGCTTCATTTCCATmTGGAGTGTGAGAGT 

TTTTTATTCAATTTGTGAAGGACAGTTTTAGAACAAAATGTTAGTAACACTCTTAGAACA 

TTTGTTCATTTGACATTTTATOTGCACCAATTTTTATTACAAAAATCAAAAAAGTAA/^ 

TAGAATATTTGCAGAGTATAACCACTAGTTGCCTAGACAAAAGCTAATTTCTACAAAATCAAAA 

AGTTAATGCAGTTTTATTAAGAGAGTGAAAATrCTCTCAGTTAACTGGATATACATAGTGGTAT 

ATATCTTAAAGCAGAAAACCCCAAAAAACAAAAACAAGGA AAAA AGAAAATACATGTCAAGAG 

TCAGTTAAATATrTTGACCTGACAGTTTCTACAAATAGTGATTTTGACTACATATAAAGGAATC 

TGTTACATGTGGTAAAACTTCCAGAGACCAAGTAGGAAGTGTGGAATAAAAACAATAAATCCA 

AACGCAGCGCGAGGGTGGGCGTGTTTTGGATGAAGCCCAAGGCAGTGATCTTCATCATTAA 

GGAGGGAGCACTGTGTGGACAACTAAAACCTTCAAGCAGATGGTGATCtGCAAAGCTTCATT 

GAAAAAGAGAAAGATTCTGTTCTTGAGAGAAATCACTGGAGAAATGTTTGTAAGGGTG TACCT 

TGCATAGGGAAATAGGTGTGTTCGGTCAAATTCTACAGAAAAGAGTGGAAGGAAGGGTTTTT 

AAAATGATGGGCATGTGCAAAGAGATAAATTAGCAGGCACCTGATTTACCACCCGAATTTATG 

TTGATGATATAATCTTTTAAGAAAAAGAAAAATGGCAATATGTGGTGAGAGTATTAAAAAGACA 

ATGTTGAGATTGGGATGAGAAAAAGTGGAAAAGTGCAGCTTATAAAAAGGACACCTCAGTGTA 

GAAACATCTATGCACTTAGTAAGGCCTAGTGATGGACAAAGAAGCAGTTGCTGGGAAGTTGT 

GGAAGTTTACTTTTTGAGAAAGTTGAAGTATATAAAAAAAGTAGAAGTTGTGACATTGGTTCAA 

gttgctgctacatgggtattctgagctggctaccaggaaggactcctgcgtttgggagagc 

caggtcagcgtgtctaggagccgtggtgcaggtgcatggtgcgcaggacggcactgtcgt 

accgctcctgcaccttgacggacttggaatggtcgaccacagtgttcagttctgggatggtt 

tcagcagtgtccccaaacccgtggtagtgtccatagtacaggttatccccaatgtcttccac 

ccaggaaggcctagtggctAtgoagctacttggactcccgttcaggtgcagagaaccgcac 

aactgagggttaggtctcagggtgttctgtggctgctgagtcccactaatgcagagagaacc 
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CTGGCTACTCGGAAACGGCTGTCCtGGGGCTAATCCACTGCTAATTCCGTTAGTTCCTGTCA 
AGCACTGGGCATTCCTGGTTTCCATCCCACTGAGGGGGGTCGTGGAGGGGAAGTCGAAATG 
TCCATTGATGACACATCCATTTGTCAATGTATTCGATAGGGAGGTAGTG I 1 1 M CATATGTGTT 
ACAACAGGAAACTCCCTATCAAGGTGCATTTTGTCAGCATCGTCTTGTGTGTCGCCATTCGT 
GAGTGGCACGGCAGAATCCAAGCTTTGAGCTTCAGTTCTAGCTTTCTTTACTCCAAAGTCTT 
CTGAGTCGTCCAAGCATCTCTTTCGATTTGTTCCCACACTAATATGATTAGGAAATACATTCT 
GATGACCCCCATTTAAGATGCCATTGTTATAGAAATGGTTCAGATGACAATTCTGGAGGTTCA 
• AGAGAGACTGGGCACACTCTTGGAAACCCTGGGTTTGTGCAATGTCTGCTGCTGTCAGGCC 
ACTGGCATTTCTCAGGTCGACGTGAGCCCCATTCGCCACAAGGGCACTGATGCATTCTAGG 
CTCCCAGAGCGAGCTGCCTTGTGAATGGGAGTTTCACCCTCACAATCCGGTTTGTTAATGTT 
GGCTCCTGCTTGAATCAGCCAGACCAGGCACTGAGGATGTCCCCCAAAGGCTGCAATGTGG 
GCTGGCGTCTGCGCGTACCGTGTGGTGGAGACGTTGAGTGTGGCTCCCGCTCTCACCAACT 
GCACTAAGCACTCCAACTTGCCGAAATGCGCGGCCGAGTGCACGGGCGTCCAGCCATAGAA 
GGAGTCCTCAGAGGCCAGGTGGGCGTGGGGTGTCTGCTGCAGCAGCGAGCAGAGCGTGG 
CCAGGTCCCCGTCGCGGGAGGCGCGGTGCAGCGGGAAACGGAGCGAGAGCAGCTCCTCG 
CTGGAGAAGCCCGCCTCTACGCCCGCGCCCGCTGCCGCCGCCGACATGGTCCGTCACCGG 
AGAGCGCGGGGCTCGCTGGCCTAGAGGACGCGTCGGGGAGGACTCGAGAAGCCGCGGCC 
GCAGGACAAAGGAACGAGAGTAGCGCGGGGGTCGCGTGCCAGAGGCTGGCGAGCGGAGC 
GGGNNN 
>533 
>534 

NNNNGGTCAACCTTGAAGACCCACAGCGGCCCACACACAGTCATTCAAACAGCCGT 
CCTGTACTCACATCTCTGCAGATGAAAAAGCAGCTGAAAGGAGTCGAAAGGCTCCACCAATT 
CCTCTAAAACTGAAGCCTGATTACTGGAGTGACAAACTACAGAAAGAAGCAGAAGCGTTTGC 
TTATTATCGCCGGACACACAGTGCCAATGAGCGGCGGCGGCGTGGTGAAATGAGGGATCTC 
TTTGAGAAATTAAAGATCACATTGGGATTACTTCATTCTTCCAAGGTTTCCAAAAGTCTCATTC 
TTACTCGAGCCTTCAGTGAAATTCAGGGACTAACAGATCAGGCAGACAAATTGATAGGACAG 
AAAAATGTCCTGACTCGAAAACGGAATATTCTGATACGGAAAGTATCGTCTCTTTCAGGTAAG 
ACAGAAGAAGTGGTCCTGAAGAAGCTAGAGTATATTTATGCAAAACAGCAAGCACTAGAGGC 
ACGAAAAAAATGAGGGAACTAAATAACGN 
>535 
>536 
>537 
>538 

NCGGGCCGGGGGTGAATCGGCCGAGGGAGGGACTGGCAGTCCCCTCCTCCGCGC 
CGGCCCAACCCTGTCGCTGCCGCCGCGCTCCGAGTCCCCATTCCCGAGCTGCCGCTGTTG 
TCGCTCGCTCAGCGTCTCCCTCTCGGCCGCCCTCTCCTCGGGACGATGGCGCGCGGTGGC 
CGGGGCGGCCGCCTGGGGTTAGCCCTGGGGCTGCTGCTGGCGCTGGTGCTGGCGCCGCG 
GGTTCTGCGGGCCAAGCCCACGGTGCGCAAAGAGGGCGTGGTGCGGCCCGACTCGGAGC 
TGGGCGAGCGGCCCCCTGAGGACAACCAGAGCTTCCAGTACGACCACGAGGCCTTCCTGG 
GCAAGGAGGACTCCAAGACGTTCGACCAGCTCACCCCGGACGAGAGGAAGGAGAGGCTAG 
GGAAGATTGTTGATCGAATCGACAATGATGGGGATGGCTTTGTCACTACTGAGGAGCTGAAA 
ACCTGGATCAAACGGGTGCAGAAAAGATACATCTTTGATAATGTCGCCAAAGTCTGGAAGGA 
TTATGATAGGGACAAGGATGATAAAATTTCCTGGGAAGAATACAAACAAGCCACCTATGGTT 
ACTAGCTAGGAAACGCCGCAGAGTTTCATGATTGTTGAGATCATCAGACCTTTAAAAAGATGC 
TGCCACGTGATGAGAGAAGATTCAAAGCTGCAGACCTCAATGGTGAGGTGAGAGGTACTCG 
GGAGGAGTTCACTGCCTTTGTGCATCCTGAAGAGTTTGAACATATGAAGGAAATTGTGGTTT 
TGGAAACCCTGGAGGACATCGACAAGAACGGGGATGGGTTTGTGGA TGAGG ATGAGTATAT 
TGCGGATATGTTTTCCCATGAGGAGAATGGCCCTGAGCCAGACTGGGTTTTATCAGAAGGG 
GAGCAGTTTAACGAATTCCGGGATCTGAACAAGGACGGGAAGTTAGACAAAGATGAGATTC 
GCCACTGGATCCTCCCTCAAGATTATGATCATGCACAGGCTGAGGCCAGGCATCTGGTATAT 
GAATCAGACAAAAACAAGGATGAGAAGCTAACTAAAGAGGAAATATTGGAGAACTGGAACAT 
GTTTGTTGGAAGCCAAGCTACCAATTACGGGGAAGATGTCACAAAAAATCATGATGAGCTTT . 
. GATAG ACACTCAGCAGAATATGGCAGACTGTCATAGGCATTCTGTTATTGTCTTGGATTGTTG 
CtACAATTGTCTAATTTACAGCAGTTGTGATCCGAGAAAAAGCAAGTTTATACCTCAGATTGG 
GGTATAAAAATTGTITTTCGCTCAGTATTTACTGGAAAATGGACATCACTAGTCTTTCAGTAA 
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GATTTCTCTCAAAACACGTGAAAACCTTGGTAAATTGCAATTCTTTCTGGGGATATATTGGTA 

CAACATGACTTAAAAC I 1 M I I I 1 I I CTATTAAAACTTAAAGGGGAACAAAACTTGAAAAAGCC 

CTGTTCTTCAGAAGGTGAGTGGGTTGAGGGAGGGAGTAATATGAAGTGAGTGCTGTGTATTT 

TAACTACCAGA M I NI A TATTTGCCACTGTTAAATAGTTGGAAAGGGGAAATTCTGATTAAGG 

GAAAGTGGTATCATGCTAGGTAAGGTTATTTGAGAACAAGTGTAATATTTCAGATTCTT TCTT T 

TCGACTTTATACTCTGAGTTATTACTTACTGTAAGTGGTGTATATG AAACC TCCATGCATTTTC 

CAGTATGGATCTGCTAATATGCACAGTAAATCCATGTCTTTGTTTGTTTTTCTATTAAAAAGCA 

ATCAAGAAAGATAATGTGAAAAAGAAAGGAATTTAGAGGTAGGGAAAAGATGAATGTCAGAC 

ATTTGAAGAACTATAGTAAAATGATAAACAGTAAATATACTTGAGAAAACTTTCTTAATATGCC 

AATGAGGTAGGCCTGATCTTTGAAATAGTGAATAGGAATACAATGCATTTCCTCAGTGATCAC 

TGATTAGAATGAGTTGGTGGGATCCTTGGGAAGCCAAACGGAGCGGAGTTCTGGATCATGT 

CCCATCCAGTCCAGTGAATCCACGACCCGCAGACCTGCCCCCCCGCAACAGCTTATACCAT 

GGAATGAGGACAAGGTGATACTCTGAGCTGTGGACTGAACTGGCAGACACAACCTGTACAG 

ATTGAAATTTCACCTTGTAAGGAGGAAGTGAATGAAATAAAGGATCCCCCTAAGGAATTAAAA 

AAAAAAAAAAAAAAAAAAAAAAACCAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAACTTGGG 

GGGGGGCCCGGCACCCAATTCGCCCTATAGTGAGTCGTTTTAACAATCAACTGGGCGCCGG 

TTTAACAACGNN 

>539 

>540 

>541 

NNNNNNNNNNNGGAGGGGGGGGGGGGAGAGAAGCAGTAGTCAATAAAGAQAGTGC 
CGTATrrCGCAGATTGGAGCTGAGCTGTGGCTACCAGAAGATAGCGAACGAATGGAAACTG 
AAAGTGGAAATCAGGAAAAGGTAATGGAAGAAGAAAGCACTGAAAAGAAAAAAGAAGTTGAA 
AAAAAGAAACGGTCACGAGTTAAACAGATGTTGATATATCACTACTTGTGTCTTTTAAC 
>542 

NNNNNCGCCGGCAATCGAGTGGCTTCCTGGCCATGGAGAGGAGATCTGGACCCGA 
GGACGCCAGGGACTCCTCTCCGTCTCCCTGGACCGCTGTGTAGGCACCTGAGTTAACGGAC 
GCTAAGCGGGGTAGGGGAAGTAACAGTGTATCATGTATGCCACTGATTCCAGGGGACACTC 
GCCTGCTTTCCTCCAACCTCAGAATGGAAATAGTCGTCACCCATCTGGCTATGTTCCAGGGA 
AGGTTGTCCCATTGCGTCGCCCTCCTCCTCCAAAGAGTCAAGCTTCAGCCAAATTTACCTCC 
ATCAGACGAGAAGACCGGGCAAGCTTCGCATTCTCAGCTGAAGAACAGCAAGCCCAGAGAG 
AAAGTCAAAAGCAAAAGAGACACAAAAATACTTTCATTTGTTTTGCTATTACTAGTTTGTCAT^ 
TTTTATTGCACTTGCAATCATTTTAGGAATATCCTCAAAATATGCTCCAGATGAAAATTGCC^ 
GATCAAAATCCTCGTGTCAGGAATTGGGATCCAGGACAAGATTCTGGAAAGCAAGTTG7TAT 
CAAGGAGGGAGATATGCTCCGTCTGACCTCAGACGCGACCGTGCATTCTATAGTCATTCAG 
GATGGAGGACTGCTTGTATTTGGGGACAATAAAGATGGATCCAGAAATATTACTTTGAGGAC 
TCATTACATCCTGATCCAGGATGGTGGGGCGCTTCATATTGGAGCAGAAAAATGCCGCTATA 
AATCCAAAGCGACAATTACCTTGTATGGCAAGTCAGATGAAGGTGAAAGTATGCCAACATTT 
GGCAAAAAGTTTATTGGTGTGGAAGCTGGCGGGACACTGGAGTTACATGGGGCACGGAAG 
GCATCGTGGAGGTTGTTGGCAAGGACCCTGAATTCCTCAGGCTTGCCCTTTGGGTCCTATAC 
CTTTGAAAAGGACTTTTCCCGGGGCCTCAATGTGAGGGTCATTGACCAAGACACGGCCAAA 
ATTTTGGAAAGTGAGAGATTTGATACCCATGAATACCGCAATGAGAGCAGGCGGCTTCAGGA 
GTTTCTGAGATTCCAGGATCCAGGTCGGATTGTTGCCATAGCTGTCGGGGATTCAGCCGCT 
AAAAGTCTCTTACAAGGAACCATCCAGATGATCCAGGAACGGTTGGGAAGTGAAGTGATCCA 
AGGACTGGGCTACAGGCAAGCTTGGGCTTTAGTTGGTGTCATTGATGGTGGAAGCACTTCTT 
GGAATQAATGGGTGAGAAACTATGAAAATCATAGCAQTGGCGGGAAGGCTGTTGCGCAAAG 
AGAATTTTATAOTGTGGATGGCCAGAAGTTCTCTGTGACAGCTTATAGTGAATGGATTGAAG 
GCGT7TCTCTTTCA6GATTCCGGGTAGAGGTTGTAGATGGAGTGAAGCTAAATTTGGTAGAT 
GATGTTAGTAGTTGGAAAGCTGGAGAGCAGATTGTGGTCGCAAG CACAG ACTAITCGATGTA 
CGAAGCAGAGGAGTTCACTCTTCTTCGCTGTTCTGAATGCAGCCATTTTCAGGTCAAAGTCA 
AAGAAACCCCTCAGTTCCTGCACATGGGTGAGATCATAGACGGTGTAGACATGAGAGCTGA 
GGTTGGAATTCTTACCCGGAATATTGTGATCCAAGGAGAAGTGGAGGACTCATGCTACGCA 
GAAAATCAGTGCCAATTTTTTGATTATGATACCTTTGGGGGACACATTATGATAAtGAAAAAT^ 
TTACTTCAGTCCAT CI I I CI I ATGTGGAATTGAAACACATGGGTGAGCAGCAGATGGGGGGA . 
TACCCTGTTCATTTTCACCTGTGTGGTGACGTGGATTATAAAGGAGGATACAGACATGCAAC 
ATTTGTGGACGGCCTGTCTATTCATCACAGCTTCTCAAGGTGCATCACTGTGCATGGGACAA 
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ATGGCTTGCTAATAAAAGACACCATTGGGTTTGACACACTAGGTCATTGTTTCTTTTTGGAAG 

ATGGTATTGAAGAGAGGAATACTTTGTTCCAGAATCTGGGAGTCGTCACCAAGGCGGGTACT 

CTCCTGCCCACCGATAGGAACAACTCCATGTGTACCACCATGCGAGATAAAGTGTTTGGAAA 

TTACATTCGTGTGCCTGCTACTGACTGTATGGCTGTTTCAACTTTCTGGATTGCTCATCGCAA 

CAATAATCTGATTAATAATGCAGGTGCAGGCTCACAGGATGCTGGAATATGGTATTTATTCCA 

CAAGGAACCAACTGGGGAATCCAGTGGATTGCAGCTCTTGGCAAAACCAGAACTCACTCCA 

TTGGGTATATTTTATAACAACAGGGTCCATTCAAATTTTAAGGCTGGCTTATTTATTGACAAAG 

GTGTCAAAACAACCAACTGTAGTGCTGCTGACCCAAGGGAATACCTCTGTTTGGACAATAGT 

GCAAGATTTCGAGCTCATCAGGATGCAAACCCCGAAAAACCACGTGTTGCTGCTCTAATTGA 

CAGGCTCATTGCTTTTAAAAATAATGATAATGGAGCTTGGGTCAGAGGAGGAGATATTATCG 

TTCAAAATTGAGCATTTGGAGATAATGGAATAGGACTGACCTTTGCCAGTGATGGAAGCTTC 

CCAAGTGATGAAGGTTCCAGCCAAGAGGTATCTGAATCTCTGTTTGTTGGGGAGAGCAGGA 

ATTACGGCTTTCAGGGTGGTGAGAAGAAGTATGTAGGCACTGGAGGAATAGACCAGAAGCC 

TCGAACAtTACCCAGGAACAGGACGTTCCGAATTAGAGGCTTTCAGATTTATGATGGGGGGA 

TTCATCTCACAAGGAGCACTTTCAAAAAATATGTGGCAACTGCAGATAGGTACAGCAGTGCA 

ATTGGCTTCGTCATGAAGAATTCCTGGCAGATAACCCGCAGGAATAATATCTCCCTCGTGAA 

GTTTGGTCCACATGTCTCTCTGAATGTGTT7TTTGGAAAGCCTGGTCCCTGGTTTGAAGATTG 

TGAGATGGATGGTGATAAGAACTCCATATTCCATGACATTGATGGCTCTGTGACAGGATACA 

AGGATGGTTATGTGGGAAGAATGGACAACTACCTGATCCGCCATCCAAGCTGTGTAAATGTG 

TCTAAGTGGAATGCAGTGATCTGCAGTGGGACCTATGCACAGGTCTATGTACAGACATGGA 

GCACTCAGAATCTTTCTATGACCATTACACGAGATGAGTATCCGTCCAACCCTATGGTGCTC 

CGAGGTATTAATCAGAAGGGTGCCTTTCCACAGTACCAGCCTGTCGTCATGCTGGAGAAGG 

GTTATACCATCCACTGGAATGGGCCGGCACCACGGACTACATTTCTATACCTCGTCAACTTC 

AACAAGAATGACTGGATTCGAGTTGGCCTTTGCTATCCATCAAACACAAGTTTTCAAGTTACC 

TTTGGCTATTTGCAGCGGCAGAATGGCTCATTATCCAAAATCGAAGAATATGAGCCTGTGCA 

TTCACTGGAAGAACTGCAAAGAAAGCAATCCGAGAGGAAATTCTATTrTGACTCCAGCACGG 

GGTTACTGTTTTTGTATGTCAAAGCCAAAAGCCACAGGCATGGCCACAGTTACTGTTCATCTC 

AGGGATGTGAAAGAGTCAAGATCCAAGCAGCCAGAGACTCAAAGGACATCAGTAACTGCAT 

GGCCAAAGCATACCCACAGTACTACAGAAAGCCGTCAGTGGTCAAGCGGATGCCGGCCATG 

GTCACTGGACTGTGTGAAGGCTGTGGCACTCGGCAGGTGGTGTTTACTAGTGATCCTCATAA 

AAGTTACCTCCCTGTGCAATTCCAGTCACCTGATAAAGCAGAAACCCAGCGTGGAGACCCGT 

CTGTTATTTCTGTCAATGGCAGTGAGTTTACGTTCCGAAGTGG AGGGG TCCTCCTGCTTGTTG 

TGGATCCGTGCAGCGTTCCATTCCGCTTGACGGAAAAAACGGTTTTTCCTCTTGCTGATGTC 

AGTCGCATTGAAGAGTATTTAAAAACAGGCATCCGTCCAAGGTCCATTGTTCTGTTGAGCAC 

AAGAGGAGAAATAAAGCAGTTAAACAT7TCACACTTACTAGTACCTCTGGGA7TAGCCAAACC 

AGCTCATCTTTATGACAAAGGGAGTAGCATATTTTTGGGATTCAGTGGAAACTTTAAACCATC 

ATGGAGTAAGCTATTTACCAGTCCTGCTGGACAGGGCGTTGGGGTGCTTGAACAATTCATAC 

CTTTGCAGCTGGACGAATATGGTTGTCCCAGAGCCACCACTGTCCGCAGAAGAGACCTGGA 

ACTGCTAAAGCAAGGTTCAAAAGCACATTAGAGACTAACTGTAACTTAAGTGCTGGGGGAAA 

AAAAATGTGAACTAACTTATTTAATTTATGGCATTTTAAAATGACACTGTTAACCCAACGGAAC 

CATTTTCCAGTTTGATAGAGAATGGGGAGAAAAGAAAGCGTTTGAAA7TATTGCTTGGATACC 

AGCTTCATGGACCTTCTAGTTGTACAAAATGTTAAAGACGTTGTT TGTAT TTGTAAGGCTGGT 

GTATTCAGAGAGCAGATCTCTTATTCCTCAGTTTCCACCCCCGTATTTTGTAATGACCATGAG 

CAATGTTTTTACTTTTTGTATAATGGGGTGGGGTGGAGTGGGGGCTTCTGAGAGTCAGCCTG 

AGGTCTTTAGAGGACCAGCTATTGTAGCACCTTGGATACTTGAAGTTTAATGCTCAGTTGGG 

TCGGGTGGCAGTTGACTTGGTGGCTGGCATGTTC AGCAG TGCCTGGGGCCCTGTTTCTGGG 

CAGGCTTTGAGGATTTTGTATGATATTGAATGAGAGTTTTAAGTGGCAACTCAGGCCCAGCTC 

ATGCCCTTTTrrGCCTGGACATGTGCTATTTTTATTCACTTATATATCAATTAG^ 

TAAACTTTCAAACAGGAAGTATATTGGGACAAAAGGGCTCTTGGGGATTAGATATGC CTTTAA 

TCTGTGACCATTGGGCAAAAAATTTTCCTGCAGCAAAAGTCTGAGGCTGTTGGGACCATTTT 

TGCAGCTTTAATCCTTAGCGTCTTTTGACTGTATATTTGTGTTTAA AATG CAGAGCTCAACTC 

ATATTTC C 1 I I U I GTTTTGTTTTGTTTTGTfTTAAGAAGTAGGTTGTTTTGGTGAACTO 

TTGTATCATTTTAACTTGGACAAAGGAAGTCTGTTCTTGGTATTGGTCTTGCACTTGGGTT^ 

TGTTATTGTTTTGTGTGGAI I 1 1 I lAAAGCI 1 1 I CTGTTCACCCTCCTGCCAGGAAAATCGCA 

GAAAGCTTAATGATACCCCAAAATGATTACACCCAGGGAGGAAAAAAAGGAGCGCTTTCTAG 

GGTCAGAATCGTGGAGAGAATACTCAGAAATGAACCTCTTTAAAGCCTTGCAGGAATGAGTG 
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ACTCTTACTTAATGAAATGTTAAAGCCAATTAAAAAGCATGCTGTGATGCCCAGCTTCCCTTT 

CCACAGGGTGCATGCGTGTCCTGCTGGTGAATCACATGCGGCAAGAGGCAACTGGCTCCAC 

AGGGTGGGATGCTGCCGTAGGAAGAGGAAAGAAGGAGGAAAATGCCTTTACGTTGTTCTAAA 

CCCCCGACGCATAAAGTGTAGAGGAGGGATGGCCAAGGGTGGGTGGTAGAAAGTGTGTTC 

AGGCTGACACTGGCAATGAGTACAGATAATTTCACTTTCCTCTTCCAGGGGCAAAGGCTGAT 

GGCCTCTACGT7TGTATCCAGGAGAAACTGCAGAGCAGCCGTGTGACT7TACAAAATATGCT 

ACCTCAAAGTGGTACCGATAAACCTTTCTAATTGT AAGTGC CCTTACTAAGGGCACATGTCTT 

AATCAAAGTTAGTTTTTTGTTTTCTGGTTTG I I I I I I I I I I M GTATATTGATGAATGAGATCTT 

ACCTATTAAATATATTATTGGATTATGGTTCCTGAAGGTC ATTAGA GTGTGTGTGTGTGTGTG 

TGTGTGTGTGTGTTTTATGACTTAAATATCTTTACGTG TGTTT rTT AGAG CTTGGTTGTTT 

GATTTGGAGAAGATATGTAAATTACCAAGGCAC TTGGT TTTTCTGTTTTATATACTAATAATCA 

GGGCCTAAGTTAAATAAAAATATGTGTGCATGTATTTTAAAAAAAAAAAAAAAAAAAATTGCG 

GCCGCAAGCTTATTC 

>543 

acacaccatgcacgcaaaACaaaTTGCAATAATGTGATAAGTTCTTTAAAAGaggtaaGAGcaaC 
gtGCTTTGGGAGCAGAGAAgaGGGAGAAAGcagcatcttgcctggatGAGCCAGGGGACACAgaagag 
AAGCCCACTATCTCATTTAATCTTTACAaCtCTCTTGCAAGGTTCCCTGGTTgtgAAAATACATG 
AgaTAAATCATGAAGGCCACTATCATCGTCCTTCTGCTTGCACAAGTTTCCTGGGCTGGACCG 
TTTCAACAGAGAGGCTTATTTGACTTTATGCTAGAAGATGAGGCTTCTGGGATAGGCCcaGAA 
GTTCCTGATGAGCGCGACTTCGagcCCTCCCTAGgCCCAGTGTGCCCcttcCGCtGTcaATGCCA 
TcTTCGAGTgtcagtgtctgattggtctgacacgtccaaggatctcccctacacactctctagcctcaaaca(^aatacccaa^^ 
atgagctttagacc 
>544 

TGGGGGCCGAGGAGACAATACTTACTTACAA ATTTAATACT GCTTCAAGGTATTTAAT 
CTAAAATTTTACGAACTTTGATTTGTCTGGTTAGGATATTTTGTTTTAGTGGAT^^ 
CGGATGAATTACTGCAGTAAATCTCATGCGTAAGCATGAAATGTTGTCAACAAATACCCAGTT 
CCATTTAGTTATCAATTAGCCCAAATAAGAGATACAAAGTATAAGAGTGACCAACGTTGTAGC 
TGCCCGGGCGGCCGCTCGACCACTGACATAGACTGAAAGCAAGAAGAGTGCTGTGTTTGTT 
GCTATATGCCCTCCAACACCTAAGGCAATGCATTTCACATCTTGCTGAGAGCAGATAACTCA 
ATACCTGGAACTAGAAAATTAGAATCTAAAAGACGGAAGGCATCTAAAGAACAGTTCCCATC 
ATGCCAGAGGTGANNNNN 
>545 
>546 

CGGGGCAGGTAGCTGATGCAGGGAATTGAAGGCAGACCCAAAAGGGGCAACCCAA 
TAGGATGGCCATCTGCCCCATTAATGCCAGCTTGTCCAAGTGTAATTATTAACAGTGGCCCC 
TTTCACTCTCCAAAGAGTCCCTGTCCAGACAGGTAATTGTGAAAGTCGCCTTCAGAATGACT 
GGGGGGTAAGGAAAGTGGAGTGAGGGAAGGAGGGTAGGTGGAGGTGTGAAAGGGAGAAG 
GGGCTCATCTCAGGGTGGCTGGACCTGCACCAGCATCGGCCTGCATGAATGTGCTCCTACT 
CTTGCCCAGGCTGAGTATCAAGAGAAGCAAGAAATCTAGATAAAAATCCAAATCCAGAAACA 
TCAGCGTTTTGAGGTTAACATGTTGGCAATTATTCAGCNNNNNNN 
>547 
>548 
>549 
>550 
>551 

GGTACATTAGCAAAAACAGTGGAGTTTGTGACCTTGAAAAAGTCATTTAACATCTCTG 
AACCCrACTTTCrAAGTCTCrACAAGTAATATATAGTGGGTGAGGTGTTCTTTCTTTGT TCTGT 
TAGTCGGATGTGAAACTCTCGTTTTGTAGATGAAACCATTGCG TAAGG AATATAAAGACTTTT 
CCGTGTAGTTATCTTACAGACTGGAGAGAGTGCTAGTGAATGCTTTTGTCTTGAATGCCCATC 
TCTTGGAAATATTGAAGGTGGAGTAGCAACCGGGCATTATATTATCTCTTGGAAAAGGACCT 
CAGCAATGGAGAATATGCGCATCATGACAACTGTCATCACTCTGGCGCACGTGATTGTGGAG 
AATATCCCTCTCCATGTGAATGCAGTGTGTCATCTTTCTCTGTAGATCTGGCGTCATTTGGGC 
GTGTCAGAGAGTCGTTACCTGTCAAGTATCACCTACAGAATAAGACCGACTTAGTTCAAGGA 
. TGTAGGAAATTTCTGTGGGAGCCCAGTTGATTGCCTTCATGTTCCTCAGGTCTCCAAACAGG 
TTTCGATTTACGTATTCCTCCTGGGCACGGGAGGCAGGGAAATGGTTATATAATTTTCTATTC 
CTCTGGATGGCTGGGATANN 
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>552 

caccgcagtgGCCGGCCGCCCGGGCAGGTACTACAATGATTCTGAAGCACAGTGTATTC 
AGACAGATACAGTGAACCAAGTGCAATATGTAAGGATGAAAGAAGAAGAGATGACAAAGAAA 
TCCAAGTAAATGCCTTGTGTTTGCAAATGTTrrTATATTAAATCATAAGGAAGGAACTAGTTGC 
CTTAAATGTTA TCAAA AGAGTTTTCTAACAAGGTTAATACGTTAGTTCTTAACA I I I I i M i CTT 

TATGTGTAGTGTTTTGATGGTACCTTGGTAGGAAAGTTATTTACAAACCATATTAAAAGGCTAA 

TTTAAATATAAATAATATAAAGTGCTCTGAATAAAGCAGAAATATATTACAGTTCATTCCACAG 

AAAGCATCCAAACCACCCAAATGACCAAGGCATATATAGTAnTGGAGGAATCAGGGGTTTG 

GAAGGAGTAGGGAGGAGAATGAAGGAAAATGCAACCAGCATGATTATAGTGTGTTCATTTAG 

ATAAAAGTAGAAGGCACAGGAGAGGTAGCAAAGGCCAGGCTTTTCTTTGGTTTTCTTCAAAC 

ATAGGTGAAAAAAACACTGCCATTCACAAGTCAAGGAACCCAGGGCCAGCTGGAAGTGTGG 

AGCACACATGGTGTGGAGCACACATGCTGTGGAGATTGCAGTGTGTCTGAGGTTTGTGTAG 

TAGTGGAAGATTTTAGGTATGTAGAGCAAGTTGAAAATGGATTGAGACTGCATGGTGGCATA 

AATGAGAAATTGCGTGTAGCATCTAGTCTACTTGAAGGAAGTGGAGACATAAGGAGAGACAA 

AAACAGGTTTGTGCCATAAAGTATTTTTTCAAAGACACCAAGATGTGGTAAATGAAAATTATTA 

GTTCACTTCCCTGCTGCCATGAAACTTTGCC7TAAGAAGGTGCTGGATTCCAAGGTTTGTAA 

AGGCATCTCGGTAAAGAC TGCTT TTTGAATGCATATGATTTTGCATCAGCTAGACTGAGTTGA 

TTCTGACCAGACTTGATGGTTTTAAGTCGGAACCGATAAATTTTAAAAAGGAGAAAAAATAAT 

TTGACCTAGTAGTATAAAACATGAGGCTTTAATGGTACTTTGCTATGAAAAGAAAACACTGTA 

TTCCTTATGCAAAACACATGTATCTTTCATTATTTATAAGTGGCCTCTCTTAGCTCAGTTACTG 

AATTCATACGTAGTATTTTTTAAAATAATTTTATATCTGTGTACCACCCCATATATTTCAT^ 

GTGTTTCACATGTACAGCTTTCTACTTGTTTGTAAGAAGAGGAACCAAGGAAGGTTTAAGTGA 

TTAATAGGGTTGAGCACCGGGTGGCAGATG7TCTATGCAGTGTGGTTCAAGTTTCTTTGACC 

GCACTTATATGCATTGGTAATATGGAATTTAAGATACCATACACAGTGTCTCATGGACCTATC 

TCTATTGTAGAATTATGACTTATGTCTTACTTGCCAA A I I M I C TGAATGTGACCT I I I I I I GCT 

GATTTGCTGGGTTTGGGATTAAGTAGCATTATTTTGCCACCTTTATATTGTATTTATAAA^ 

AAGTACTATCAATCATACTACTTTGGATTGTTGTGCTGGTGTAATGTGGATTTAACATCAATAA 

ATATTTGACAAATAAAAAAAAAAa 

>553 

TGGCGGCCGAGGTACCCATCTCTGCCCATCACCGCTGGAATTTTGATGACCTATTG 
GAAAAGATCTGGGACTATCTGAAACTAGTGAGAATTTACACCAAACCCAAAGGCCAGTTACC 
AGATTACACATCCCCAGTGGTGCTTCCTTACTTCGAGCGGCCGCCCCGGCAGGGACTTCAC 
ACCAAACACTAGCTCAAGCACTGACGTTATTCTACAGGACTATGAACCTTCATATCCACATTT 
ACAGTCCGGACAGATAAAGGAAAACAACCCAAATCCAGGAGGCAATATAAAAGGAAGAGAA 
CAAAACACACATTCATACACTCACAGTTAAAAATAGGGGAAGACCAACAGGGGAACTTTGGT 
TGTCTTCTGGATGTCTAGTTAAAAATCGCATGTGGT 
>554 

NNNNNCATGAGTTTCGGGACAAATTAGCTGCAGATCTATGATGAGAGATTCACAATC 
AAGATGTGTATGAAGATAAAGGAATTCAAATAGCATATATATGACGATGTCTGAAAATGTCAG 
TTCTCTAGGATAATTTGTATTGAAATGAAACCACGAGTGTTATCAACTTGAATGTAAATGTACA 
CAGAAAAATATCTGATACTACAAAGAGGATATAATCTTAACTTTGATCTCAGTTTCTGTTGCTT 
CATGTCACAGAGAAAACAGAGCAGGAAAATGGCAAGTAAAACAGAAGTGCACATTGCACTAA 
GCTATTGTAGAGCACAGGAAACAATCTTTTCAAAATGTCTACACTGAACTGATTCTTTAAAAC 
GATTCACTAACTGTTGTAAGAGTTAGTGCTCCCATTACTACAGTGCAAAATGTATTGTTGTTT 
CAATACAAAATTTAAAGCAATCTCAAGAGTACCTCGGCCGCCA 
>555 

TGCAGGAGTCCGACCTCCGTCTGTTCCTGGACGGAGACATCCTCCGCCAGGACAG 
AGTCTCCAAGGCTGCTACTCCTTCATCCACCTCAGCTTCCAGCAGTTTCTCACTGCCCTGTT 
CTACGCCCTGGAGAAGGAGGAGGGGGAGGACAGGGACGGCCACGCCTGGGACATCGGGG 
ACGTACAGAAGCTGCTTTCCGGAGAAGAAAGACTCAAGAACCCCGACCTGATTCAAGTAGG 
AGAGTTCTTATTCGGCCTCGCTAACGAGAAGAGAGCCAAGGAGTTGGAGGGCAGTTTTGGC 
TGGGGGATGTGACGGGACATCAAACAGGAATTGCTGGAATGGAAAGCACATCTTGATGCAAA 
TAAGCCCTTATCCGTGACCGACCTGAAGGAGGTCTTGGGCTGCCTGTATGAGTCTCAGGAG 
GAGGAGCTGGCGAAGGTGGTGGTGGCCCCGTTCAAGGAAATTTCTATTCACCTGACAAATA 
CTTCTGAAGTGATGCATTGTTCCrTCAGCCTGAAGCATTGTCAAGACtTGCAGAAACTCTCAC 
TGCAGGTAGCAAAGGGGGTGTTCCTGGAGAATTACATGGATT7TGAACTGGACATTGAATTT 
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GAAAGGTGCACTTACCTAACCATTCCGAACTGGGCTCGGCAGGATCTTCGCTCTCTTCGCCT 

CTGGACAGATTTCTGGTCTCTCTTCAGCTCAAAGAGCAACCTCAAGTTTCTGGAAGTGAAAG 

AAAGCTTCGTGAGTGAGTCTTGTGTGCGGATTCTTTGTGACCACGTAAGGGGTAGCACGTGT 

CATCTGCAGAAAGTGGAGATTAAAAACGTCACCCCTGACACCGCGTACCGGGACTTCTGTCT 

TGCTTTCATTGGGAAGAAGACCCTCAGGCACCTGACCCTGGCAGGGCAGATCGAGTGGGAA 

CGCACGATGATGCTGATGCTGTGTGACCTGCTCAGAAATCATAAATGCAACCTGGAGTACCT 

GAGGTTGGGAGGTCACTGTGCCACCCCGGAGCAGTGGGCTGAATTCTTCTATGTCCTCAAA 

GCCAACCAGTCCCTGAAGCACCTGCGTCTCTCAGCCAATGTGCTCCTGGATGAGGGTGCGA 

TGTTGCTGTACAAGACCATGACACGCCCAAAACACTTGCTGCAGATGTTGTCGTTGGAAAAC 

TGTCGTCTTACAGAAGCCAGTTGCAAGGACGTTGCTGCTGTCTTGGTTGTCAGCAAGAAGCT 

GACACACCTGTGCTTGGCCAAGAACCCCATTGGGGATACAGGGGTGAAGTTTCTGTGTGAG 

GGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGTTACAGCAATGGAGCATAACCAA 

GCTTGGCTGTAGATATCTGTCAGAGGGGCTCCAAGAAGCCTGGAGCCTCACAAACCTGGAC 

TTGAGTATCAACCAGATAGCTCGTGGATTGTGGATTCTCTGTCAGGCATTAGAGAATCCAAA 

GTGTAACGTAAAACACCTACGGTTGAAGACCTATGAAACTAATTTGGAAATCAAGAAGCTGTT 

GGAGGAAGTGAAAGAAAAGAATCCCAAGCTGACTATTGATTGCAATGCTTGGGGGGCAACG 

GCACCTCCGTGCTGTGACI 1 1 I I I IGCTGAGCAGCCTGGGATCGCTCTACGAATTACACAGG 

AAGCGGGATTCGGGTCTCTAAGATGTCTTATGAATGCAGGTCAG AGGG TCACATGTTAACAC 

TAGAGTCTGTCGAGAGGTAGGATTTGACACTGGTTTTCTCACTATTTTTGGGAGATTCTGCAC 

GAGTCACGCACCCCCTTCACATGACGCTATGTAGTTTGTCACAGGGATAATAAAGTTAGAGC 

AGTCTGGNNNNNNNNNNNNNNNNNNNNNNNN 

>556 

NNNNNNNNNNNNNCGGGGTAGTTCTAGAATTAATTAACGCGGGGGAACCGAGGTAG 
GCGGGGGGGGAGTGGCACTGGCAGCTGCAGCAAATCTCAAAATAAAGAGGCAAGGGCCTT 
TCTCTTCCTCTCCATCTGCCTATAGCACACCTTTTATTTCTTTTCTTC I I M M I I AAGCCTCAC 
GAAAGATTTTAGTTGTAGATCAACTTTCAAAATGTAGGAAGTCAGAATGGGTGACATCATGAG 
AAAAATATGTGGAGCTGATCACAAGAAGTGAAGAACCCAGAGCAGGAAAGCGGTTGTGACT 
CCTGGGCCCAGGGAGTTGACAGCGTCTGGGCTTCAGAGGAGCCAGCGCGTGGGAGTTGTC 
TTGAAGTGAGGCTCTGCTGTAGTCGTGTTCTTCTGGCTCTAAGATCTGAATGTTGTGACCAC 
TAATTTGCTCTTTCCTGGAGGGTAACGCGAGTTTGGTCCACAAGGCTTGCTGCCCAATCTTT 

ggcaacagttgaaccaagactctgaggctgatatgcaatgtcacttagaacattaatgagata 

gtgcatttaagatgttg^tgtggaagaaat6gaggactcagaaccaaggatttgcaagtgat 

ttcttccaaagcacaggaatctcactctgttaaagctggtctgttctaactgagctggatgg 

TCCAGGCGCTATTTCTATGATCT G I I I I I I g gaactgttgtatttgtgtgacacagtgatgga 

gcatgatgtcaactcccacatactgtaacccaggaaggagcatgatgtcagctcaggatacc 
ggaaccgataaaaactcaacacagctcaactccataaaggacttctgttttgtaatctggttt 
cgagatctgatgcgtgtgtttctaacaccccgtcacgtgaggaggtctgacgtagtcaccc 
aacatgactatgagaaaatatactgtaaagatgtgtgtgggan 

>557 
>558 

>559 

TGGCGGCCGCCCGGGCAGGTACGCGGGGGGTGCCTGGCTCCGTTTCCTGCTTTTG 
GTTCTTACAGTAGTCGGCGTAGGCCTTAGGTGGGTTCGTGCGCCTTCTACCTCGCTGTTTCG 
GTTTTCCTGGCTCCTCGGC C I i I I CTCCCCTGTTGCAGCTGGGAGCGGACGAAGGGCGAAG 
CTGGGATTTTTTACTGTCTCCTGAAGAATTTAACACAAACATGGATATCAGACCAAATCATAC 
AATTTATATCAACAATATGAATGACAAAATTAAAAAGGAAGAATTGAAGAGATCCCTATATGO 
CCTGTTTTCTCAGTTGGTCATGTGGTGGACATGTGGGTTTAAAGACCATGAAGATGAGGGGG 
CAGGCCTTGTCATATTTAAGGAACTGGGCTCATCCACAAATGCCTTGAGAGAGGTACAAGQA 
TTTCCATTTTATGGTAAAGCAATGGGAATACAGTATGCAAAAACAGATTGGGATATAATATCAA 
AAATGGGTGGAACTTTGCTGACAAAGAAAAGAACAAAGACCACGAAAAAAGCCAAAAGTGTG 
GAACAGACTGAGAAACACAAAGAAAAAGCCTGGCCAGGGAAGTCCA AATTCA GCTAATACGC 
AAGGAAATTCAACACAAATCCTCAGGTCCTGATTACCTGCAAAATATATTTTTATTCGTTAATA 
ACTTACCAGAAGAGACTAAATGAGATGATGTTATCCATGTTGTTAATCAGTTCCTGGTTCAGG 
AAGTACGTCTGGTACCGGGAGGGATGACAATGCTTTCTGTCGACTTGAAATCGTTGGCAGG 
TGGAGTGGCAGGGTGCTTACAGGGTTTTAAATCACACGGGCATGTATTAGAATACCTTGC^^ 
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GAATAATTGGGGAGGGTTAAGACTGGGGTCTACCCGCTGGGGACACAGGGGGGCTAACGA 

GAGGGGGGACGGCTGGGGGGAAACCTGTTCNNNNNNNNNNNNN 

>560 

NNNNNCCCCCGAGGGTTCGGATTAAGTGCACGGCAGGTCGACCCCAAAAAACTTGA 
TTAGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGAGGGTCGCCCTTTAACGTTGA 
GTCCCACGTrGTTTAATAGTGGAGTCTTGTTCCAAACTGGAACAACACTCAACCGTATCTCGG 
TCNATTGTTTTGATTTATAAGGGATrrTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGAT 
TTAACAAAAATTTAACGCGAATTTTAACAAAATATTAACGCTTACAATTTCCATTCGGCATTCA 
GGCTGCGCAACTGTTGGGAAGGGCGATGGGTGCGGGCCTCTTCGCTATTACGCCAGCTGG 
CGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACG 
ACGTTGTAAAACGACGGCCAGTGAATTGTAATACGACTCACTATAGGGCGAATTGGCCAAGT 
GAGCTCGAATTGCGGCCGCATGCATAAGCTTGCTCGAGTCTAAAGTCGACTGGGCCGAGGC 
GGGGGAGATGI I I M I I I I I GGGGGGGCI I I I I M N I I I I I I I I I N I I I I GGAAGGGAGGGT 
CAGACAGGCGTAGGCCCGGGAGGAACCCGGGGCCGCAAGTGCGTTCGAAGTGTCGATGAT 
CAATGTGTCCTGCAATTCACATTAATTCTCGCAGCTAGCTGCGTTCTTCATCGACGCACGAG 
CGGAGTGATCCACCGCTAAGAGTCCCCCTTCTGTCGTCTTCTCGCAGCCGTACCACACGGG 
GGGGGTCCCGAGACNAAGGGNTTGGATGGACAAGAGACGCAAGGATAGAANNNNN 
>561 

NATACATCAACATGCAGAAACTGTTAAGGAAGAGCACGGGTACAGAAGAGAAAACA 
GGGGGGAAAAAAAAACAGTAACATCCAGAAAACAAACGCTTCCAAGAGCTTTTCTAAGTTAA 
AAGATGGCTCACCAATGGCGAAGACGGTGTCCCTGTCAATTGTGGCCGCTTCCTTAGGGTC 
AAATAACAAAGAAGCAACTTCATCTCTAAATAAAAGGCTGGCATCGCTTTGAGGGAGGGCGA 
GTCGTTGCAGCTGCTGGGCTAAGGACGTCATCTTTCACGCCAGCGGAGTTTTAATGACACG 
GGCTGGAACTGGGAATTTGGGTATATGTTGAAAGGCAACAACTCTTCACAGCGCTTCCCACA 
TGGTACCTCGCCCGCCACCCG 
>562 
>563 
>564 
>565 

atAGGGAGTCGACGCAGGCGTCCGCGGAGGCGTGGGCGCCGCGGGAGGAGCGGCT 
ATCTCTGTGTGTCCGGGTGTGCGCCCGGTCCCCGCCTGCCGCACCATGGAGAGCTACCAC 
AAGCCTGACCAGGAGAAGCTGCAGGGGTTGAAGGACACGGGCAACGGCGTACGTATGAGCT 
CCATCCAGGCGAGCACTGCGGCGGGGTGTGGCCAGGGCACGTCATGCTGCAGCGCGGCAG 
AGATCATGGCTGTCCTCTTTrrCCACACCATGCGGTACAAGTCCCAGGACCCCCGGAATCCG 
CACAATGACCGCTTTGTGCTCTCGAAGGGCCATGCAGCTCGCATCGTCTACGCGGTCTGGG 
CTGAAGCTGGTTTCCTGGCCGAGGCGGAGCTGCTGAACCTGAGGAAGATGAGCTCCGAGTT 
GGACGGGCACGGGGTCCCGAttAAcggtggccttctgttatgacaGAAACAAGCTTTCACCGAGGTGGC 
CACTGGCTCCCTGGGCCAGGGCCTCGGGGCCGCTTGTGGGATGGCGTACACGGGCAAATA 
CTTGGACAAGGGCAGCTACCGAGTAGCTGGGACTACAGCTACGGAGTCTATTGCTTGCTGG 
GAGACGGGGAGCTGTGAGAGGGCTCTGTATGGGAGGCCATGGCCTTGGCCAGCATGTATA 
AGCTGGACAACCTTGTGGCCATTCTAGACATCAATGGCCTGGGCCAGAGTGACCCGGCCCC 
ACTGCAGCAGCAGATGGACATCTACCAGAAGCGGTGGGAGGCCTTCGGTTGGCATGCCATC 
ATCGTGGATGGACACAGGGTGGAGGAGCTGTGCAAGGCCTTTGGCCAGGGCAAGCACCAG 
CCAACAGGCAACAGGGATGATTGCCAAGACCTTGAAGGGCGGAGGGATCACGGGGGTAGAA 
GATAAGGAGTCTTGGCATGGGAAGCCCGTCCCGAAAAACATGGCTQAGCAGATGATCCAGG 
AGATCTACAGGGAGATGCAGAGCAAAAAGAAGATCGTGGCAACCCGTCCACAGGAGGAGGG 
AGCCTCAGTGGACATTGGCAACATCCGGATGCCCAGGCTGCCCAGCTACAAAGTTGGGGAC 
AAGATAGCCACGGGCAAGGCGTACGGGCAGGGACTGGCCAAGCTGGGGCATGCGAGTGAG 
CGCATCATCGCCCTGGATGGGGACACCAAAAATTCCACCTTCTCGGAGATCTTCAAAAAGGA 
GCACCCGGACGGCTTCATCGAGTGCTACATTGCTGAGCAGAACATGGTGAGCATCGCGGTG 
GGCTGTGCGACCCGCAACAGGACGGTGCGCTTCTGCAGCACTT7TGCAGGCTTCTTCACGC 
GGGCCTTTGACCAGATTCGCATGGCCGCGATCTCCGAGAGCAACATCAACCTCTGCGGCTC 
GCACTGCGGCGTTTGCATCGGGGAAGACGGGCCCTCCCAGATGGCCGTAGAAGATCTGGC 
TATGTTTCGGTCAGTCCGCACATCAACTGT CI I I I A CCCAAGTGATGGCGTTGCTACAGAGA . 
AGGCAGTGGAACTAGCGGCCAATACAAAGGGTAtCTGCTTCATCCGGACCAGCCGCCCAGA 
AAATGCCATCATCTATAACAACAATGAGGACTTCCAGGTCGGACAAGCCAAGGTGGTCCTGA 
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AGAGCAAGGATGACCAGGTGACCGTTATCGGGGCTGGGGGTGACCCTGCACGAGGCCTTG 

GGCGCTGCCGAAGTGCTGAAGAAAGAAAAGATCAACATCCGCGTGCTGGACCCCTTCACCA 

TCAAGCCCCTGGACAGAAAACTCATTGTCGACAGCGCTCGTGCCACCAAGGGCAGGATCGT 

GACCGTGGAGGACCATTATTATGAAGGTGGCATTGGTGAGGGTGTGTCCAGTGGAGTAGTG 

GGGGAGCCTGGCATCACTGTCACCCACGTGGCAGTTAACCGGGTACCAAGAAGTGGGAAG 

CCGGCTGAGCTGCTGAAGATGTTTGGTATCGACAGGGATGCCATTGCAGAAGCTGTGAGGG 

GCCTGATCACCAAGGCCTAGGGCGGGTATGAAGTGTGGGGCGGGGGTCTATACATTCCTGA 

GATTCTGGGAAAGGTGCTCAAAGATGTACTGAGAGGAGGGGTAAATATATGTTtgaGAAAAAT 

gaaaaaaaaaaaaaaaaaaaaaaaaaatcgggggccccccccggggggggacaccaaatgcccttttaaggagattattaaccc 

ccccctcaggggaggtttttaaaagaaannanagAATGGATGGTATAGTCAAAATGCTGAAAGAACAAAACC 

TGTCAGCTAAGAATACTGTACCCAGCAAAGCTATCCTTCaaaAATGAACGTGAAATAAACTCT 

TTGCCAGACAAGGAAAAGCTGAGATAATTCATCACCACTAGATTGGCCTAACAAGAAATGATT 

ATGCTGAGTCCTACAGGAAGAAGTGAAAAGCAGGTAATTACTGTCATGAAAACATCAGAAAT 

TATAAAACTCAcAGATAgAGATAAATTTGTAaTGAAAcTcGTaatACTCCAATACTATGATGATGC 

TgtgTaAATCTTtGagacctcaactctgaaggtTaAAAGTcaaaaTAGtaataaGta 

>S66 

NACATACTGTGCTAGGTGCGAGGCTGCCTCGTGAATTCCTGGGGACTGGAGGACCT 
GTCTGGTTATTATACAGACGCATAACTGGAGGTGGGATCCACACAGCTCAGAACAGCTGGAT 
CTTGCTCAGTCTCTGCCAGGGGAAGATTGCTTGGAGGAGGCCCTGCAGCGACATGGAGGG 
AGCTGCTTTGCTGAGAGTCTCTGTCCTCTGCATCTGGATGAGTGCACTTTTCCTTGGTGTGG 
GAGTGAGGGCAGAGGAAGCTGGAGCGAGGGTGCAACAAAACGTTCCAAGTGGGAGAGATA 
CTGGAGATCCTCAAAGTAAiSCCCCTCGGTGACTGGGCTGCTGGCACCATGGACCCAGAGA 
GCAGTATCTTTATTGAGGATGCCATTAAGTATTTCAAGGAAAAAGTGAGCACACAGAATCTGC 
TACTCCTGCTGAGTGATAATGAGGCCTGGAACGGATTCGTGGCTGCTGCTGAACTGCCCAG 
GAATGAGGCAGATGAGCTCCGTAAAGCTCTGGACAAGCTTGCAAGACAAATGATCATGAAAG 
ACAAAAACTGGGACGATAAAGGCCAGCAGTACAGAAACTGGTTTCTGAAAGAGTTTCCTCGG 
TTGAAAAGTAAGCTTGAGGATAACATAAGAAGGCTCCGTGCCCTTGCAGATGGGGTTCAGAA 
GGTCCACAAAGGCACCACCATCGCCAATGTGGTGTCTGGCTCTCTCAGCATTTCCTCTGGC 
ATCCTGACCCTCGTCGGCATGGGTCTGGCACCCTTCACAGAGGGAGGCAGCCTTGTACTCT 
TGGAAGCTGGGATGGAGTTGGGAATCACAGCAGCTTTGACCGGGATTACCAGCAGTACCAT 
AGACTACGGAAAGAAGTGGTGGACAGAAGCCCAAGCGCACGACGTGGTCATCAAAAGCGTT 
GACAAATTGAAGGAGGTGAAGGAGTTTTTGGGTGAGAACATATCGAACI 1 101 I ICCTTAGCT 
GGCAATACTTACCAACTCAGAGGAGGCATTGGGAAGGACATGCGTGCCCTCAGAGGAGCCA 
GAGCCAATCTTCAGTCAGTACCGCATGCCTGAGCCTCACGCCCCCGGGTGACTGAGCCAAT 
CTCAGCTGAAAGCGGTGAACAGGTGGAGAGAGTTAATGAACCCAGCATCCTGGAAATGAGC 
AGAGGAGTCAAGCTCACGGATGTGGCCCGTGTAAGCTTCTTTCTTGTGCTGGATGTAGTCTA 
CCTCGTGTACGAATCAAAGCACTTACATGAGGGGGCAAAGTCAGAGACAGCTGAGGAGCTG 
AAGAAGGTGGCTCAGGAGCTGGAGGAGAAGCTAAACATTCTCAACAATAATTATAAGATTCT 
GCAGGCGGACCAAGAAGTGTGACCACAGGGGAGGGCAGCCACCAGGAGAGATATGCCTGG 
CAGGGGCGAGGAGAAAATGGAAACI I I 1 1 I 1 1 1 I I I CTGAGACAGAGTCTTGCTCTGTCGGC 
AAGGTGGAGCTTGCAGTGAGCCGAGATATCGCCACTGCACTCCAGCCTGGGTGACAGAGC 
GAGACTCCATCTCAAAAAAAAAAAAAAAAAAAAAAAGAATATATTGACGGAAGAATAGAGAGG 
AGGCTTGAAGGAACCAGCAATGAGAAGGCCAGGAAAAGAAAGAGCTGAAAATGGAGAAAGC 
CCAAGAGTTAGAACAGTTGGATAGAGGAGAAGAAACAGCGGCTCCACTACAGACCCAGCCC 
CAGGTTCAATGTCCTCCGAAGAATGAAGTCTTTCCCTGGTGATGGTaXiCTGCCGTGTGTrr 
CCAGCATCCACTCTCCCTTGTCCTC 
>567 
>568 
>569 

GACCCACGCGTCCGCTCCCGTGTCGCTCGCTTTCTGTCAGCCTCTCTCGCTCTCCC 
TCTCCCCTCTCGTTGCTCTCGCTTGGTCTCTCGCACCTGAGCGTACGGACCTGCCCGGGCC 
CGGCTCGCTCCTCCTCTCCCCTCCCTCTTTCCCCGGCCGGCCGCGGGAGCGTGGTGGCTG 
CGTCACCGCCGCCCCCCCAGACAAGATGGACACCGCGGAGGAAGACATATGTAGAGTGTG 
TGGGTCAGAAGGAACACCTGAGAAACCGCTTTATCATCCTTGTGTATGTACTGGGAGtATTA 
AGTTTATCCATCAAGAATGCTTAGTTCAATGGCTGAAACACAGTCGAAAAGAATACTGtG^ 
TATGCAAGCAGAGATTTGGTTTTACACCAATTTATTCTCCAGATATGCCTTCACGGCTTCCAA 
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TTCAAGACATATTTGCTGGACTGGTTACAAGTATTGGCACTGCAATACGATATTGGTTTCATT 

ATAGAGTTGTGGCCTTTGCATGGTTGGGAGTTGTTCCTCTTACAGCATGCCGGATCTACAAG 

TGCTTGTTTACTGGCTGCGTGAGCTCACTACTGACGCTGGCATTAGATATGCTGTCAACGGA 

AAATTTGTTGGCAGATTGTTTGCAGGGTTGTTTTGTGGTGACGTGCACACTGTGTGCATTCAT 

CAGCCTGGTGTGGTTGAGAGAGCAGATAGTCCATGGGGGAGCACCAATTTGGTTGGAGCAT 

GCTGCCCCACCGTTCAATGCTGCGGGGCATCACCAAAATGAGGCTCCAGCAGGAGGAAATG 

GTGCAGAAAATGTTGCTGCTGATCAGCCTGCTAACCCACCAGGTGAGAAGGCAGTGGTGGG 

GGAAAACCCTGATGCCCAGGATGACCAGGCAGAAGAGGAGGAGGAGGACAATGAGGAGGA 

AGATGACGCTGGTGTGGAGGATGCGGCAGATGCTAATAACGGAGCCCAGGATGACATGAAT 

TGGAATGCTTTAGAATGGGACCGAGCTGCTGAAGAGCTTACATGGGAAAGAATGCTAGGAC 

TTGATGGATCACTAG I M i i CTGGAACATGTCTTCTGGGTGGTATCTTTAAATACACTGTTCAT 

TCTTG I I 1 I IGCATTTTGCCCTTACCATATTGGTCATTTCTCCCTTGTTGGTTTGGGATTTGAA 

GAACACGTCCAAGCATCTCATTTTGAAGGCCTAATCACAACCATAGTTGGGTATATACTTTTA 

GCAATAACACTGATAATTTGTCATGGCTTGGCAACTCTTGTGAAATTTCATAGATCTCGTCGC 

TTACTGGGAGTCTGCTATATTGTTGTTAAGGTCTCTTTGTTAGTGGTGGTAGAAATTGGAGTA 

TTCCCTCTCATTTGTGG7TGGTGGCTGGATATCTGTTCCTTGGAAATGTTTGATGCTACTCTG 

AAAGATCGAGAACTGAGCT7TCAGTCGGCTCCAGGTACTACCATGTTTCTGCATTGGCTAGT 

GGGAATGGTATATGTGTTCTACTTTGCCTCCTTCATTCTACTACTGAGAGAGGTACTTCGACC 

TGGTGTCCTGTGGTTTGTAAGGAATTTGAATGAT CCAGA TTTCAATCCAGTACAGGAAATGAT 

CCATTTGCCAATATATAGGCATCTCCGAAGATTTATTTTGTCAGTGATTGTCT TTGGC TCCATT 

GTCCTCCTGATGCTTTGGCTTCCTATACGTATAATTAAGAGTGTGCTGCCTAATTTTCTTCCA - 

TACAATGTCATGCTCTACAGTGATGCTCCAGTGAGTGAACTGTCCCTCGAGCTGCTTCTGCT 

TGAGGTTGTCTTGCCAGCATTACTCGAACAGGGACAGAGGAGGCAGTGGCTGAAGGGGCTG 

GTGCGAGCGTGGACTGTGAGCGCCGGATACTTGCTGGATGTTCATTCTTATTTATTGGGAGA 

CCAGGAAGAAAATGAAAACAGTGCAAATGAAGAAGTTAACAATAATCAGGATGCTCGAAATAA 

CAACGCTATTCCTGTGGTGGGAGAAGGCCTTCATGCAGCC CACCA AGCCATACTCCAGCAG 

GGAGGGCCTGTTGGCTTTGAGCGTTAGGGCCGACCTTTAAATTTTGCACTCAGGATATTrCT 

GITGATTGTCTTCATGTGTATAACATTACTGATTGCCAGCCTCATCTGCCTTACTrTACCAGT 

ATTTGCTGGCCGTTGGTTAATGTCGTTTTGGACGGGGACTGCCAAAATCCATGAGCTCTACA 

CAGCTGCTTGTGGTCTCTATGnTGCTGGCTAACCATAAGGGCTGTGAGGGTGATGGTGGC 

ATGGATGCCTGAGGGACGCAGAGTGATGTTCCAGAAGGTTAAAGAGTGGTCTCTCATGATCA 

TGAAGACTTTGATAGTTGCGGTGCTGTTGGCTGGAGTTGTGCCTGTCCTTGT GGGGCT CCTG 

TTTGAGCTGGTCATTGTGGCTCCCCTGAGGGTTCCCTTGGATCAGACTCCTCI I 1 I I lATCCA 

TGGCAGGAGTGGGCACTTGGAGTCCTGCATGCCAAAATCATTGCAGCTATAACATTGATGG 

GTCCTCAGTGGTGGTTGAAAACTGTAATTGAACAGGTTTACGCAAATGGCATCCGGAACATT - 

GACCTTCACTATATTGTTCGTAAACTGGCAGCTCCCGTGATCTCTGTGCTGTTGCTTTCCCTG 

TGTGTACCTTATGTCATAGGTTCTGGTGTTGTTGCTTTACTAGGTGTTACTGCGGAAATGCAA 

AACTTAGTGGATCGGCGGATTTATCC A WW T ACTGATGGTCGTGGTATTGATGGCAATTTTG 

TCCTTCCAAGTCCGCCAGTrrAAGCGCCTTTATGAACATATTAAAAATGACAAGTACCTTGTG 

GGTCAACGACTCGTGAACTACGAACGGAAATCTGGCAAACAAGGCTCATCTCCACCACCTC 

CACAGTCATCGCAAGAATAAAGTAGTTGTCTGAAGAACTTGAGGTTCGCC TTTACA TGTCCTT 

TTTTGTGGACTTCTCTCTTTGGAGAI I I I ICCCAGTGATCTCTCAGCGTTGTTTTTAAGTTAAA 

TGTATTTGACTTGTGTTCTCAGCATTCAGAGAGCAGGGGTGTAAGATTCTGCTGTTCTCCCT 

GGATCTrCTGACATTACTGCTGTOTG^GATTTGTATATGTGTAAATACAAGTTCCTTGATACC 

CTAAAACCTTGGATTAAACAGAATGTGCATTGTACATCTTTAAACAAAATGTATATTAATTTAT 

TAAATCTAGTTGTCACTTTATnTGGACGTGCTGTGATCTCGACAGGAAACGTGCCACAGAG 

CAGTAGTGCGCAGGCAAGACTTTTCAGTGACGCCTTGTGGAACGCAGTTCATGATGTCCTA 

GCAGCTCTCACTAAGGGAACTGTACATT CI WOW I CTTGGCTATTCAGACCTTACCAAGAAC 

GTTAAAGGAAACAAGTAGAAATCAGCAGTGGAGTGTCTGTGGTAAGAAAACATGAACnTAT 

GCTTGACTGTTAGTTGTTTGTGGAAGTTATTTTGTATAACACCAAAGCTGTTGTACATTTCCTA 

GTGCCTG A I I I M M CATGTGTCTGTGTTTGTAATATTGTATAGTATCTTGTGCTAGGTGAGGA 

AATTAI I I I lAATTTTGATAATTTAATATTGCTAGTGTGATGAG CATT GGGAGTTGGGTTTCAG 

TGGGGCATGTCTATACTTAGAGAAAAAAAGTCGAAATGAAGATTTTCATGAGTCAGCCCCCC 

CGCCCGCCCCCACCCCACACCCACATCCTCTCTTTTCCACACACAACTATCTGTTTATT^^ 

GTAGCAGTGGCCGAAAGTCCTGCAAGGTCATAAATCTTTCAGAGTGACATCACCAACTGTAC 

TGCATCTTACTGGATTTAGGACTTCTGAGATGCTTGTGAAGTATAGATGTGGTTGTGGTCTTA 



Page 171 of 355 



wo 01/42467 



765 

Table 4 



PCTAJSOO/33312 



GATTGACAGCATTAGAGAAGACTGGTTAGAACATCTGGTCTCGCTGGTTAGTGCCTCGTTGG 

CTGAGGACTAGGTGTGCATTTCTCCTAGCTTTTGATCAGGAAATCCCAAAGTTTCCAAAGCTT 

TTTGTTTACAGAATAAAACTTCAAATAAAACCAATTCATTATTTGTCCAGAAGGAAGCTTGGCT 

GAGCTGGCCTTTTAACATAGGAATGTATTTCGTTGGAAAGATTCTGAAAAATCTCAGAGAACT 

GAAGCCTTACAAAGTTTGTTTTCCCTCATAACCAAAGCTTCAGGTTAGAAGTTTAGAAAAATA 

GAATGGTTGGGTACATGATCTAAATGTrTAATGCTAAAGGTATATCGTAAGGGTAGTGTTTGT 

TTTTGAACGATAATTTAGAAGTTCTCATAGAAAGCGTATAACATAGGTGTTCAGAAACTATAAA 

AGAATTTTCATATAGTATTAAAATCCATAGACTAAAATCTGAGAATTTTTTAACATATGCAAGT 

CAGCCAAAGATAAGCTACGAAAATAAAGAGCAATGTGTTGTGGGTGTTTTATACTTGAACAAT 

TTTTTCCCTAAGTGGTAAGCAATTACTTTAAAACATATTTTTAAAAACA^^ 

GCGGTGGCTCCGGCCGGTTGTCGTGGCACAGAAGGAGGCGAGGCTATGCGTTCGAGGCCA 

ACCTAGGCAAAATTGGAAAAAAAAAAAAAAAAAGTAAGAGAAATAATGGTTGACATAGGATTC 

AGTGTTATACTCTTTGGCACTTT 

>570 

>571 

>572 

NNNNNNNNCAAATTCTCTTTTATTGCTTTATGTCCCTGACTCATGCAGGCCAAAGGG 
TGAGGAGGAGTAATAGCCAACAAGAGCGTCCTGCAGAAAGAAACAGGCTGCGTGGGTCCG 
GAGGAGCTTGAAAGGAAGAACCCGACCAAAGGGCAGGAGACCCGGCTCTCCAGGTCGCGG 
AGGCGTGGGTGCCCAGCCAGGCGGAGTGCGGGGCGGGGCCTCTCGGGCCGCAAGGTGG 
GGCCTCCTGGGCGGGGAGGTGGGAGGTGAGCTCCGCCAGCCCAGCCCACTGCAGACAGG 
TTACCCAGGACGTGAAGGTGTGCTGCGTCACCCCGCCCGCGGTGCGCTGATTGGTTGCTCC 
AGGGAGCCGGCGCCCCCTCAGCTGTAACX5GGGGCGGCTTCAGTGTCGCCGCGATGTTTGTT 
GATGTGTCAGGTCCGCAGGGGTTTGGGGAAACGGCCGCTGAGTGAGGGGTCGGCTGTGTT 
TCTGACCGCGGTCTTTTCCTCCCAGTCTTGGCTGGTTGGACCCCGGTATGGAAAAGTrGGCC 
CCTGAGCCAGAGCTCCAGCAGCCTTGTTAGGGCGTGGCCTGAGGCTTGGATAAGTGGGAT 
GTAAAACGAAGATCAGGAGCAGATTTGAAGAATTACAAAGTGAATTGGTGCCAGTCAGCATG 
TCAGAGACAGACCACATAGCCTGTACTTCCTCTGATAAAAATGTTGGGAAAACACCTGAATTA 
AAGGAAGACTCATGCAACTTGTTTTCTGGCAATGAAAGCAGCAAATTAGAAAATGAGTCCAA 
ACTATTGTCATTAAACACTGATAAAACTTTATGTCAACCTAATGAGCATAATAATCGAATTGAA 
GCCCAGGAAAATTATATTCCAGATCATGGTGGAGGTGAGGATTCTTGTGCCAAAACAGACAC 
AGGCTCAGAAAATTCTGAAGAAATAGCTAATTTTCCTAGTGGAAATTTTGCTAAACATATTTCA 
AAAACAAATGAAACAGAACAGAAAGTAACACAAATATTGGTGGAATTAAGGTCATCTACATTT 
CCAGAATCAGCTAATGAAAAGACTTATTCAGAAAGCCCCTATGATACAGACTGCACCAAGAA 
ATTTATTTCAAAAATAAAGAGCGTTTCAGCATCAGAGGATTTGTTGGAAGAAATAGAATCTGA 
GCTCTTATCTACGGAGTTTGCAGAACATGGTGTTTGGGGACAGGTTGTGGTGAAGGTGGGA 
AAATGGGGGGCTTTAAGGTTTAAAAAAGCCGGGTGGATTTGANNN 
>573 
>574 
>575 
>576 
>577 

cgtccgcacataTTTGTGGAGTGGCTATTACGTGCCAGAAGCTGTTCTGGACAGTGAGAA 
ACAGGGATGAAGAAGAAACAGATCCAAGCCTTCCTGAGAGTAACCTCCCCAGGTTTCATGG 
ATGAGGAAACTGAAGGTCGTCCTGACTCAGGCTCATGGCTCCGACCCCGGCTTCTGTGGTT 
GGAGGGCAGCACCTTACTTAGACTCCCAGCGCACGTGGAGCAGTOTGCCGGTGGGTTGTCT 
GGCTGCGCGCGCCACCCGGGCCTCTCCAGTGCCCCGCCTGGCTCGGCATCCACCCCCAG 
CCCGACTCACACGTGGGTTCCCGGACGTCCGCCGGCCCCCCGCGGTGACGTCAGCATAGC 
TGTTCCACTTAAGGCCCCTCCCGCGCCGAGCTCAGAGTGCTGCAGCGGCTGCCGCCGATTC 
CGGGATCTCATTGCCACGCGCCCCCGACGACCGCCCGACGTGCATTCCCGATTCCTTTTGG 
TTCGAAGTCCAATATGGCAAGTCTAAAGGATCAGCTGATTTATAATCTTCTAAAGGAAGAACA 
GACCCCCGAGAATAAGATTACAGTrGTTGGGGTTGGTGCTGTTGGCATGGCCTGTGOCATC 
AGTATCTTAATGAAGGWkCTTGGCAGATGAACTTGCTCTTGTTGATGTCATCGAAGACAAATTG 
AAGGGAGAGATGATGGATGTCCAACATGGCAGCGTTTTCCTTAGAACACCAAAGATTGTGTC 
TGGCAAAGACTATAATGTAACTGCAAACTCCAAGCTGGTCATTATCACGGCTGGGGCACGTC 
AGCAAGAGGGAGAAAGCCGTCTTAATTTGGTCCAGCGTAACGTGAACATCTTTAAATTCATC 
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ATTCCTAATGTTGTAAAATACAGCCCGAACTGCAAGTTGCTTATTGTTTCAAATCCAGTGGAT 

ATCTTGACGTAGGTGGCTTGGAAGATAAGTGGTTTTCCCAAAAACCGTGTTATTGGAAGTGG 

TTGGAATCTGGATTCAGGCCGATTCCGTTACCTGATGGGGGAAAGGCTGGGAGTTCACCGA 

TTAAGCTGTCATGGGTGGGTCCTTGGGGAACATGGAGATTCGAGTGTGCCTGTATGGAGTG 

GAATGAATGTTGCTGGTGTGTCTCTGAAGACTCTGCACCCAGATTTAGGGACTGATAAAGAT 

AAGGAACAGTGGAAAGAGGTTCACAAGCAGGTGGTTGAGAGTGCTTATGAGGTGATCAAAC 

TCAAAGGCTACACATGCTGGGCTATTGGACTCTCTGTAGCAGATTTGGCAGAGAGTATAATG 

AAGAATCTTAGGCGGGTGCACCCAGTTTGCACCATGATTAAGGGTCTTTACGGAATAAAGGA 

TGATGTCTTCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTCAGACCTTGTGAAGGT 

GACTGTGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGTGCAGATACAGTTTGGGGGATC 

CAAAAGGAGCTGCAATTTTAAAGTCTTCTGATGTCATATCATTTCACTGTCTAGGCTACAACA 

GGATTCTAGGTGGAGGTTGTGCATGTTGTCCTTTTTATGTGATGTGTGATTAAAGCAGTAATA 

TTTTAAGATGGACTGGGAAAAACATCAAGTCCTGAAGTTAGAAATAAGAATGGTTTGTAAAAT 

CCACAGCTATATCCTGATGCTGGATGGTATTAATCTTGTGTAGTCTTGAACTGGTTAGTGTGA 

AATAGTTCTGCCACCTCTGACGCACCACTGCCAATGGTGTACGTAGTGCATTTGGGCGTTGA 

GCCAGGTGGATGTTTACCGTGTGTTATATAACTTGCTGGGTCCTTCAGTGAACATGCGTAGT 

CCAACATTTTTTCCCAGTGAGTCACATCCTGGGATCCAGTGTATAAATCCAATATCATGTCTT 

GTGCATAATTCTTCCAAAGGATCTTATTTTGTGAACTATATCAGTAGTGTACATTACCATATAA 

TGTAAAAAGATCTACATACAAACAATGCAACCAACTATCCAAGTGTTATACCAACTAAAACCC 

CCAATAAACCTTGAACAGTGAAAAAAAAAAAAAAAAAAAAAAaaaaattggggcgcgccgggcccgaaaa 

gnaaacaatgggggggcgc^cagtgaagaacgggcaagggccagagagacgggccgcaagggggtttcccraaaaaaccgg 

gccggtccgaaacagggtcgggtcgggaac 

>578 

TTGGAGCTCGACGCGGTGGCCCGCCCGGGCAGGTACCTCAGAACGAGTTCAGTCA 
GTAGGAGAAGGATGTTCTGTGTTGTTCGTGATGATTTCAAGGTCC TCAC AGTCCTGATAATCT 
GGTTCTTCCCGAAACTCCCAAATATCTATGGAGAGCTGTTCTAGCTTTTGCACAGGGAACCA 
GTGGACAGAGGTATCATTAAACATGTCCATGTATTGGGAAGTCTGAGGAAAGTCAAGCTCCT 
CGAGTCCTTTTAAAATCTTTGCAATGTAGGGATAATTTTTCTGCAGAATCCTTGCCAACAACC 
tCTCCTCAAGTCCTTTGAAACTGTTCCCAATGATGACCATCTTAGAAAGGGCATCTACTGACC 
AGTTACTCCATAAAAGATTGTTGTACCTCGGCCGCTGTAG 
>579 

acgCGTCCGCGgtcGGGTGGGTGAGCCATGTACTTCAAAGAGAAGGGAGGGAATTAGT 
AACTTCTGGTTGGTAGGtGTGGCTTCCTTTAAAATCCTATAAAATCAGAAGCCCAAGTCTCCA 
CTGCCAGTGTGAAATCTTCAGAGAAGAATTTCTCmAGTTCTTTGCAAGAAGGTAGAGATAA 
AGACACTTTTTCAAAAATGGCAATGGTATCAGAATTCCTCAAGCAGGCCTGGTTTATTGAAAA 
TGAAGAGCAGGAATATGTTCAAACTGTGAAGTCATCCAAAGGTGGTCCCGGATCAGCGGTG 
AGCCCGTATCCTACCTTCAATCCATCCTCGGATGTCGCTGCCTTGCATAAGGCCATAATGGT 
TAAAGGTGTGGATGAAGCAACCATCATTGACATTCTAACTAAGCGAAACAATGCACAGCGTC 
AACAGATCAAAGCAGCATATCTCCAGGAAACAGGAAAGCCCCTGGATGAAACACTGAAGAAA 
GCGCTTACAGGTCACCTTGAGGAGGTTGTTTTAGCTCTGCTAAAAACTCCAGCGCAATTTGA 
TGCTGATGAACTTCGTGCTGGCATGAAGGGCCTTGGAACTGATGAAGATACTCTAATTGAGA 
TTTTGGCATCAAGAACTAACAAAGAAATCAGAGAGATTAACAGG GTCTA GAGAGAGGAACTG 
AAGAGAGATCTGGCCAAAGACATAACCTCAGACACATCTGGAGATTTTCGGAACGCTTTGCT 
TTCTCTTGCTAAGGGTGACCGATCTGAGGACTTTGGTGTGAATGAAGACTTGGCTGATTCAG 
ATGCCAGGGCCTrGTATGAAGCAGGAGAAAGGAGAAAGGGGAGAGACGTAAAGGTGTTCAA 
TACCATCCTTACCACCAGAAGCTATCCACAACTTCGCAGAGTGTTrCAGAAATACACCAAGTA 
CAGTAAGCATGACATGAACAAAGTTCTGGACCTGGAGTTGAAAGGTGACATTGAGAAATGCC 
TCACAGCTATCGTGAAGTGCGCCACAAGCAAACCAGCTTTCTTTGCAGAGAAGCTTCATCAA 
GCCATGAAAGGTGTTGGAACTCGCCATAAGGCATTGATCAGGATTATGGTTTCGCGTTCTGA 
AATTGACATGAATGATATCAAAGCATTCTATCAGAAGATGTATGGTATGTCCCT7TGGCAAGC 
GATCGTGGATGAAAGGAAAGGAGATTATGAGAAAATCCTGGTGGCTCTT TGTGG AGGAAACT 
AAACATTCCCTTGATGGTCTCAAGCTATGATCAGAAGACTTTAATTATATATTTTCATCCTATA 
AGCTTAAATAGGAAAGTTTCTTGAACAGGATTACAGTGTAGCTACGTAC ATGCTG AAAAATAT 
. AGCCTTTAAATCATTTTTATATTATAACTCTGTATAATAGAGATAAGTCCATTTTTT^^ , 
TTTCCCCAAACCATAAAACCCTATACAAGTTGTTCTAGTAACAATACATGAGAAAGATGTCTA 
TGTAGGTGAAAATAAAATGACGTGAGAAGGCAAAAAAAAAAAAAAAAAAAAAAGaaagaaaaaaa 
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aaagggggggggcccgcgcaaaaaaatatcccccgcgggggggccgaagagaatcaacgcgcgctccccacgattgttctctggt 

gtacaagggggtcccccaaaaaaaaggggaatccttgtatataataacacgcgatgcggcaggggcgcgcggcgtttcacaaaaga 

cagcggggcggcgggggaaaaaagggccgaccxtgggggaacccctggtgaacaaaaggaaacccctctcactctggggggcg 

ggggaagcacaataatgggagaaacaacctcgcgcccagacaacaatgatatgccaacacgcccctcagcaggagacactataat 

ccacgatctccgacatggtgcgtgtacctacgcgtgtctatccaccagccacgccaggaatactctactcaagtggccaggcgcccgca 

gacacacttttgcgacccacccacgagcgtgctaagtgaccataacgaaacaacagtacttattttacccacgcgagggcacctcgatg 

cacaacaacaacccgaccggacagcaccatgcacaccaagccaacgaataaaccaagacacacagacccaaccaaatcaacc 

aagcccggaacccagacagacatagcagctaacaccaacccagcagcaatcacaccgaacacaacacactgacacacacagc 

atcaccacagcgccagccacagacaccacaatggcaacgcccaccaccgacactcccacacacacccgcatgacacgcatcccc 

acaccaagca 

>580 

NNCTGTATTTTAGCAGGACTGATCG Mill CTAAGTAGACCTGAGCTTTGTTTATCAG 
TGAAATTCAAGGAGAAAATGAGGTTAATGAAGAGGTATCAGTTAAATATCCCCTTCTTGTCAC 
CCTGCCAAAATTAGCAGTTGGA I I I N GGAAACTCTGGAATATTCTGGGTCATTTTGTTTTGT 
ATGTTTGTTGI I I I ICGTCTTCCAAAGGTGAAAGCTATGATACAGTTCCACTTAAATTTTAGTG 
TTTTCTTACTCAGCTCAAGCATTAA f I 1 I I GATTAAGTCTTAATCTGCATGACCTGTGAATGTG 
AATCCATCATCTCCGTTTCCTGCCAGGTTTTCTACAAACATTGAAATATGTTATTTGGTCAGCA 
CTTATTTCCTAGGTTGACAGGCTTGGGAGGTTGTGGCATGTCCTCCCAGTCTGGGTGGGAA 
GAGACCAGCTGTACCATCGAAATGCTTCCCTGGTGTTGATGATCTCTTCCAGAGTCGATCTG 
AGTGGCCTrrTCTGCACCCTCCCCTTCTTTCTCTTTGAATGGAATTAAACCCAATTTGGAAAC 
AACATTGACCCAGTCAAAAGCTTCTAATGGTTTCI I I I I CTTCCTCCAGTTTTAGTTTGCTTTT 
ATTAAAAAAAGAAAATAGTGCATGGCCATAGCTCCTTCAGTTCTCTTATTGCAGACTAACCAT 
CAGGATGGTATCAAAGCACAAATACTTTGGAGGGGAATGCGTTGAACTGGGGCAAGTACTC 
TGTAACACAAAGTGGGAAACCACTTCCTGGTGCTGCCGCTCCTGCCCCCACTTTAGGTGGG 
AGGGACGAGTTTTGCCCTCTAGATTTTAATCCAGCTGGTGTCCACCGGATGTTGCCCTCCTG 
GGGAGCAGATATCAGTCTGTGGAACTCTGGGAAAACCACAGGCACAI I I I IGGGTGCGGAC 
AGATTTGCCAGCACATAACTGGGCAGCCAGCTAGAATACTTTGTGGAAATTAAGCGAGGTTT 
TCCATTTCAGCCCCATGGTGCATGGTGGTGGCCGATGAATGTGTCAGTCTGCTCAGAGAAA 
GGACAAAAAGGAAATTATTTTCAAAACTGTGTTCACTGTTTGGGTGTGTGTATGGCTCTGCAT 
GTGTGTG I I II I GTCTCTGTATAGGTAGAGGTATTCACATCTTACTCCGACTGTAAGGTTGTC 
TTACTTGATCTCTGCCCCCACCACAGTTGCCATTTTGTAATGTCCTTCCAACATGGAGAAGAC 
ACGAGCTCTCTCCAGTTGGCATCATTTGTCTTTTTTGTTGATTGCCTCATTCTCCA^^ 
CCATCTGGCCAATTGATTCAGAATCAGGCAAGATCCCTGCCCTTTGGCACATCCACTGAAAG 
GCCAAACAGCAAGTCCGAGTGAGTTTTAAATATTAATTAATCACCGTrrATTTTTTA 
GAGTGATTGTAATAAAGGCTGTCATTAATAAACTTGGTTCTACCTTAAAAAAAAAAAAAAATTC 
ACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCC 
TTGCAGCAGATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAAAGGCCCGCACCGATCGCCC 
TrCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCAAATTGTAAGGGTTAATATTTTGGTAA 
AATTCGCGTTAAAI I I I IGTAAATCAGCTCATTTGTAACCTGGCCGTCGGCNNNN 
>581 
>582 
>583 
>584 

NAGCTACCCGGGGTGGCGGCTGAGGGACATTTCGTATCGGTTATACAACATTTGTTT 
AATAAATGCAACGAACAAAGCTACACAGGACITAGATATTQAAGCAGAAAAGGTGGTTTTAG 
AGTCCCTGCATTAAGCrCTAATTCTTACTAaxn"GGCGAAGAAAGCATTTTCACCTCCTGGGC 
TTTCCTTCCTGTGTGCTTGTGGTTGGTTUI I ICi ICTCAGG CI NG I I A TTCTGATGCTGAGAT 
AGTTCTGTTCACTTAGCAACTTGGGACAGTGACACAGGGTTTGTTCTGTACAAGCAGGTTAT 
CCAAGAGGCATCCATACCCTGGGTTTTCCTCCAACCATAAGGAAAATTGATGCAGCTGTTTC 
TGACAAGGAAAAGAAGAAAACATACTTCTTTGCAGCGGACAAATACTGGAGATTTGATGAAA 
ATGGCCAGTCCATGGAGCAAGGCTTCGCTAGACTAATAGCTGATGACTTTCCAGGAGTTGAG 
CCTAAGGTTGATGGTGTATTACAGGCATTTGG A I M II CTACTTCTTCAGTGGATCATCACAG 
TTTGAGTTTGACCCCAATGGCAGGATGGTGACACACATATTAAAGAGTAACAGCTGG7TACA 
TTGCTAGGCGAGATAGGGGGAAGACAGATATGGGTGTTTTTAATAAATCTAATAATT^ . 
CTAATGTANNNNN 
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>585 

NNNNNNNNCCGCCCGGCAGGTACGCGGGGATGACGCAAGAGCCCGCTCTCACTTT 
TCAGCGGCAGGCGAAGGGGGCTGAGGAAAGGAGGTGGGTGTAGGCAGGGGAAATTGGGG 
TGCCACCAGACGGAGACAGCTTGGACTACCAGAATCAAGCACTCTTTTGGAAGAGGGTAAT 
CTCTCTCCAAAAACTGAGGAGAGTTACCTTCCGCATATATTGAGTCGAGCTGTGTTTGGTGG 
CCCAGGTACTAATTTCAAGATGCCAGGACGTTCCAGTTCAAATTCAGGTTCAAGTGGTTTCAT 
CTCCTTCAGTGGTGTAGAGTCTGCTCTCTCCTGCTTGAAAAACTTCCAAGCCTGTATGAACTC 
TGGTATGGACACAGCTTCTAGTGTTGCTTTGGATCTTGTGGAAAGTCAGACTGAAGTGAGTA 
GTGAATATAGTATGGACAAGGCAATGGTTGAATTTGCTACATTGGATCGGCAACTAAACCATT 
ATGTAAAGGCTGTTCAATCTACAATAAATCATGTGAAAGAAGAACGTCCAGAAAAAATACCAG 
ATTTAAAATTATTGGTAGAGAAGAAATTTTTGGCTTTACAGAGCAAGAATTCTGATGCAGACT 
TTCAAAATAATGAAAAATTTGTACAGTTTAAACAACAGCTGAAAGAAGTAAAGAAGCAATGTA 
AGTCAACATGCTTGCTTGGTTGGGCTTTTTGAAATTAGGGAACTGACTTGATGAACAGCCCA 
GTTAACTTGATTTATAAAGTTGCTTATGTGCTGGGTGATCTCATTGTAGTGCGTTAATGTTGT 
GCAATCGGATTGGGTAATTTGGTCAATGAGCTGGGATTTTGGAAGGAAGGTTCCCAAGTGGC 
CGAAATTCCGAAGTGTGATTGTATTGTCCATTGCGGCGGAGGGGACGTGTGAAACAACATTA 
AGGGAAGCACATATTTGTAGCACAAAAAAGGGGAGCGACAAAGAACTCAGTGGCACCATGC 
GTACGACAGTTGTAAGGGGCCACATAGGAGTATAATAAAGACGGGGATCAACATAGAAAAAA 
CATCATATGTATAACGATCATGTATGGTGAACGCACTCAGACAGTTGATGTTGTAGAAATAGG 
AGTTTCGAAGTAGAGGACGTAATCATAGANN 
>586 
>587 

NNNCTCGTGGGCAGAGGAAGAACCAGGAACTCGGGCTGAGTCTCCACCGCACAGT 
GGGGCGGATCCGTCCCGGATAAGACCCGCTGTCTGGCCCTGAGTAGGGTGTGAGCTCCGC 
AGCCGCAGAGGAGGAGCGCAGCCCGGCCTCGAAGAACTTCTGCTTGGGTGGCTGAACTCT 
GATCTTGACCTAGAGTCATGGCCATGGGAAGCAAAGGAGGTACTGTCAAAGCTGCTTCAGG 
ATTCAATGGGATGGAAGATGCCCAGAGCCTGAGGAAGGCCATGAAAGGGCTCGGCACCGAT 
GAAGACGCCATTATTAGCGTGCTTGGGTACCGGAACACCGCCCAGCGCCAGGAGATCAGGA 
GAGCCTACAAGAGCACCATCGGCAGGGAGTTGATAGACGACCTGAAGTCAGAACTGAGTGG 
CAACTTCGAGGAGGTGATTGTGGGGATGATGAGGGCGACGGTGCTGTATGACGTGCAAGAG 
CTGCGAAGGGGCATGAAGGGAGCCGGGAGTGATGAGGGCTGGCTAATTGAGATCGTGGCC 
TCCCGGACCCCTGAGGAGATGCGGGGCATAAGCCAAACCTACCAGGAGCAATATGGAGGGA 
GCCTTGAAGATGACATTCGGTCTGACACATCGTTCATGTTGCAGCGAGTGCTGGTGTCTCTG 
TCAGCTGGTGGGAGGGATGAAGGAAATTATCTGGACGATGCTCTCGTGAGACAGGATGCCC 
AGGACCTGTATGAGGCTGGAGAGAAGAAATGGGGGACAGATGAGGTGAAATTTGTAACTGT 
TCTCTGTTCCCGGAACGGAAATCACGTGTTGCATGTGTTTGATGAATACAAAAGGATATCACA 
GAAGGATATTGAACAGAGTATTAAATGTGAAACATCTGGTAGCTTTGAAGATGGTCTGCTGG 
GTATAGTAAAGTGGATGAGGAAGAAATCTGCATATTTTGCTGAAAAGCTCTATAAATCGATGA 
AGGGGTTGGGCACCGATGATAACACCCTCATCAGAGTGATGGTTTCTCGAGCAGAAATTGA 
GATGTTGGATATCCGGGCACACTTCAAGAGACTCTATGGAAAGTCTCTGTACTCGTTCATCA 
AGGGTGACACATCTGGAGACTACAGGAAAGTACTGCTTGTTCTCTGTGGAGGAGATGATTAA 
AATAAAAATCCCAGAAGGACAGGAGGATTCTCAACACTTTGAAI Mill lAACTTCAl M I ICT 
ACACTGCTATTATCATTATCTCAGAATGCTTATTTCCAATTAAAACGCCTACAGCTGCGTCCTA 
GAATATAGACTGTCTGTATTATTATTCACCTATAATTAGTCATTATGATGCTTTAAAGCTGTAC 
T TGCAT TTGAAAGCTTATAAGATATAAATGGAGATTTTAAAGTAGAAATAAATATGTATTCGAT 
GTT TTTAA AAGATTACTT TCTA CTTTGTGTTTCACAGACATTGAATATATTAAAT^^ 
T TTCTT TTGAGTGAAAAATnTTTAAATGG AAGACTGTTCTAAAATCAC MINI CCCTAATCCA 
ATTTTTA GAGTG GCTAGTAGTTTCTTGATTTGAAATTGTAAGCATCGGGTCAGTAAGAATGCG 
CATCGAGTTTTCTATATTTCATAGTCAAAGCGTTGAAAGCATCTACAAATCT Gt I i i II lA GGT 
TTTGTCCATAGCATCAGTTGATCCTTACTAAGTTTTTCATGGGAGACTTCGTTCATCACATC^ 
ATGTTGAAATCACTTTCTGTAGTCAAAGTATACCAAAACCAATTTATCTGAACTAAATTCTAAA 
GTATGGTTATACAAACCATATACATCTGGTTACCAAACATAAATGCTGAACATTCCATA1TATT 
ATAGTTAATGTCTTAATCCAGCTTGCAAGTGAATGGAAAAAAAAATAAGCTTCAAACTAGGTA 
TTC TGGGA ATGATGT AATG GTCTGAATTTAGTATGATATAAAGAAAA C M I I I I GTGCTAAAAA 
TACTTTTTAAAATCAATTTTGTTGATTGTAGTAATTTCTAT^ 

AAACATTCTGAAGATGTACTTGGATTTAATTAAAAAGTTCACTTAGTAAAAAAAAAAAAAAAGG 
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CGGCCGCTAGAACTATCTAGAGAAAAAACTCCCAACCTCCCCCTGAACCNNNNNNNNNNNN 
N 

>588 

cactTTTAATTCTTATGAACTTGGGCAAAAGGATTAAAATTCTACTTTGGTATCTTTTGA 

AAGAAAACAGAAAGTGGACATTTTAAGTATAAGTTTCTTATCAGCCTACAATCAGA TGAAG GA 

AACTGGTAAAAATrrCTCACTGTAATAATTGAAGAGTCTGATATTCCACCATACTTATTTTATG 

GATGAAGTAATATTTGGGATAATATAAAAGACTTGCATAGATATGTATATCAAATTAATAGTTT 

AACTCGGATGTGAGGTTTTAATTTCTTATTTAGTTATTAAGCATACTGCCTCCTGAATrAACTG 

CTTTTCATTTTCTTGAAGATCTAATTATCATGGACCTGCAACAGTTTCTTATGTGCCTGTGCCT 

GTGCACAGCCTTTGCCTTGAGCAAACCCACAGAAAAGAAGGACCGTGTACATCATGAGCCT 

GAGCTCAGTGAGAAGGTTCACAATGATGCTCAGAGTTTTGATTATGACCATGATGCGTTGTTG 

GGTGCTGAAGAAGCAAAGACCTTTGATCAGCTGACACCAGAAGAGAGCAAGGAAAGGCTTG 

GAAAGATTGTAAGTAAAATAGATGGCGACAAGGACGGGTTTGTCAGTGTGGATGAGCTCAAA 

GACTGGATTAAATTTGCACAAAAGCGCTGGATTTACGAGGATGTAGAGCGACAGTGGAAGG 

GGCATGACCTCAATGAGGACGGCCTCGTTTCGTGGGAGGAGTATAAAAATGCCACCTACGG 

CTACGTTTTAGATGATCCAGATCCTGATGATGGATTTAACTATAAACAGATGATGGTTAGAGA 

TGAGCGGAGGTTTAAAATGGCAGACAAGGATGGAGACCTCATTGCCACCAAGGAGGAGTTC 

ACAGGTTTCCTGCACCCTGAGGAGTATGACTACATGAAAGATATAGTAGTACAGGAAACAAT 

GGAAGATATAGATAAGAATGCTGATGGTTTCATTGATCTAGAAGAGTATATTGGTGACATGTA 

CAGCCATGATGGGAATACTGATGAGCCAGAATGGGTAAAGACAGAGCGAGAGCAGTTTGTT 

GAGTTTCGGGATAAGAACCGTGATGGGAAGATGGACAAGGAAGAGACCAAAGACTGGATCC 

TTCCCTCAGACTATGATCATGCAGAGGCAGAAGCCAGGCACCTGGTCTATGAATCAGACCAA 

AACAAGGATGGCAAGCTTACCAAGGAGGAGATCGTTGACAAGTATGACTTATTTGTTGGCAG 

CCAGGCCACAGATTTTGGGGAGGCCTTAGTACGGCATGATGAGTTCTGAGCTGCGGAGGAA 

CCCTCATTTCCTCAAAAGTAATTTATTTTTACAGCTTCTGGTTTCACATGAAATTGTT^ 

ACTGAGACTGTTACTACAAACTTT7TAAGACATGAAAAGGCGTAATGAAAACCATCCCGTCCC 

CATTCCTCCTCCTCTCTGAGGGACTGGAGGGAAGCCGTGCTTCTGAGGAACAA CTCTA ATTA 

GTACACTTGTGTTTGTAGATTTACACTTTGTATTATGTATTAACATGGCGTGTTTATTT^ 

TTTTGTCTGGTTGGGAGTATGATATGAAGGATCAAGATCCTCAACTCACACATGTA GACAA AC 

ATTAGCTCTTTACTCTTTOTGAACCCCTTATATGATTTTAATAATTCTCACTTAAOTA^ 

AAGCGTGAGATCAATAAGAAATGTTCAGGAGAGAGGAAAGAAAAAAAATATATGCTCCACAA 

TTTATATTTAGAGAGAGAACAGTTAGTCTTGCCTGTGAAAAAGTCGAACATTTCATAGGTAGT 

AGGGGCCACATATrAGATTGAGTTGCTATAGGTCCAGCAACTG AACC TGC CATTAC CTGGGC 

AAGGAAAGATCCCTTTGCTCTAGGAAAGCTTGGCCCAAATTGAI I I iGMCI I 1 1 ICCCCCTG 

TAGGACTGAGTGTTGGCTAATTTTGTCAAGCACAGGTGTGGTGGGAAGAGTTAGGGCCAGT 

GTCTTGAAAATCAATCAAGTAGTGA ATGT GATCTGTTTGG AGAGCTAT AGATAGAAACAGCTG 

GAAAACTAAAGGAAAAATACAAGTGTTTT CGG GGCATACA I I I M M I CTGGGTGTGCATCTG 

TTGAAATGCTCAAGACTTAATTATTTGCCTTTTGAAATCACTGTAAATGGCCCCATCCGG TTC 

CTCTTCTTCCCAGGTGTGCCAAGGAATTAATCTTGGTTTGAGTAGAATTAAAATTCAGTCCTTT 

CCAATCATGTCATTGAAAGTGGCTTTAACGAAAGAAATGGTCAGTGAATGGGAATTCTCTTAA 

GAAACGCTGAGATTAAAAAAAGACTAT7TGGATAACTTATAGGAAAGCCTAGAAGCTCCCAGT 

AGAGTGGGG A N M I I I i C I I CTTCCCTTTCTCTTTTGGAGAATAGTTAAATTAGCAGTATTAG 

TTATGAGTTTGGTTGCAGTGTTCTTATCTTGTGGGCTGATTTCCAAAAACC ACATGC TGCTGA 

ATTTACCAGGGATCCTCATACCTCACAATGCAAACCACTTACTACCAGGGCTTnTCTGTGTC 

CACTGGAGAGGTTGAGCTCACACTCAAAGATCAGAGGACCTACAGAGAGGGGT GTTTG GTT 

TGAGGACCATGGCTTACarrTCGTGCCTTTGACCCATCACAGCCCATTTOCTCCTCTTTCC 

CTCCCCGCTGCCAAAAAAAAAAAAAAAGGAAACGTTTATCATGAATCAACAGGGTTTCAGTC 

CTTATCAAAGAGAGATGTGGAAAGAGGTAAAGAAACCACCCTTTGTTCCCAACTCCACTTTAC 

CCATATTTTATGCAACACAAACACTGTCCTTTTGGGTCCCTTTCTTACAGATGGACCTCTTGA 

GAAGAATTATCGTATTCCACGTTTTTAGCGCTGAGGTTACCAAGATAAATATATGTATATATAA 

CGTTTATTATTGCTATATCTTTGTGGATAATAGATTCAGGTGGTGCTGGGTGATTTATTATAAT 

CTGAACCTAGGTATATGCTTTGGTCTTCCACAGTCATGTTGAGGTGGGCTCCCTGGTATGGT 

AAAAAGGCAGGTATAATGTAACTTCACCCCAGCCTTTGTAGTAAGCTCTTGATAGTGGATATA 

CTCTTTTAAGTTTAGCCCCAATATAGGGTAATGGAAATTTGCTGCCCTCTGGGTTGCCCAT^ 

TTACTATTAAGAAGACCAGTGATAATTTAATAATGCCACCAACTCTGGCTTAGTTAAGTGAGA 

GTGTGAACTGTGTGGGAAGAGAGCCTCACAGCTCAGTAGGTGCAGAGAGCCCAGGCCTTAT 
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GTTAAAATCATGCAC7TGAAAAGCAAACCTTAATCTGCAAAGACAGCAGCAAGCATTATACG 

GTGATGTTGAATGATCCCTTTGAAA I I I I I I I I I I I GTTTGTTTGTTTAAATGAAGCCTGAGGC 

TGGTGAACAGTAGCTACACACCCATATTGTGTGTTCTGTGAATGCTAGCTGTCTTGAATTTGG 

ATATTGGTTATITTTTATAGAGTGTAAACCAAGTTTTATATTGTGCAATGGGAACAGGTACCTA 

TCTGTTTCTAAATAAAACTGTTTACATTCATTATGGGGTATGTATGACGTTCATTTTCCAAGAA 

ATAGAACTCTAGCTTAGAATTATGGATGCTCTAAAATGTCAGAATGGGAACTCTCCTTGAAGT 

TGTCCCAAACTCAGAGACAGCACTGCCTTCTCCTAAATGATTATTCTTTTCTCCCTGTTTTCT 

GGTATTTTCTAGCATCCTTCTCACCACAGCCATAACCCTTTTTTACTTCCATTAGGCCGTATA 

ACTGGAGAGACCTGCTGCTCGTTATATAATTATCTGATACCAAACACAAGCGATTCTGAATGT 

ACACACACGTTTATCTATAGAGCATAAGGTAAAACAATTTTGTTTAACATTTTGGTATTGT^ 

CAAATGTTATTAAAACATGCAAATTCATTTTGAGAACCTCGAGAGAATtaacctATTAACTTTAGT 

AAACACACAGTTTAAGACAAATATAAAGGTTTAGCCAAATGCAACGGGGAGGAAGCACCTGG 

AATAATTTGTGCTTGCTCAGGGGCTTGTGGACATGGCTGTTCCTGCCAAAGCTG TAGCAG TT 

ATCCAAAAGTTCTTTCAAACTCATATTTGGGGCCACTGAgttttttttgltttttttmgTTTtgm^ 

TTATGTCTCTCCCATrTCTAAAGTGTTTTCTTAAGTTTGTTCTAATTCAGCATatat^^ 

atccccagca 

>589 

>590 

>591 

GGACCCACGCGTCCGCGCGAATCCGTCGCGGAACCTGTCTTCTGTCTTTACCCAGA 
GCTACCATGAGCAAGCGGAACCAGGTATCGTACGTGCGGCCAGGCGAGCCGGCGT7TCTG 
GCCCGCTTCAAGGAACGGGTCGGCTACAGGGAGGGACGCACCGTAGAGACTAAGAGAATT 
CAGCCTGAGCCCCCAGATGAAGATGGGGATCACAGTGACAAAGAAGATGAACAGCCTCAAG 
TGGTGGTTTTAAAAAAGGGAGACCTGTCAGTTGAAGAAGTCATGAAAATTAAAGCAGAAATA 
AAGGCTGCCAAAGCAGATGAAGAACCAACTCCAGCCGATGGAAGAATCATATATCGAAAACC 
AGTCAAGCATCCCTCAGATGAAAAATATTCAGGTTTAACAGCAAGCTCAAAAAAGAAGAAGC 
CAAATGAAGATGAAGTAAATCAGGACTCGGTCAAAAAGAACTCACAAAAACAAATTAAAAATA 
GTAGGGTCCI IICII I IGACAACGAAGATGAAAATGAG TAAG TGTAAATATTTTGAATTTAGTC 
TAGTTTGAAAGTATATGGAGTGTTCATTAAAATCACATTTTTTCCTATTATAAAGATAGTACAA 
GTTGTTTATAGAAAGTTTAGGAAATAGAGAAAAAAATTTAATAAAGTAC ATGTA TTGATGAATA 
CGCCTCTGACTTAAAATGCCAACTCrATAGAAATTAGCTAGTAT TAACATT TTGTTATTTGCCT 
TGTGTGGTTGTATATATATGTAAATTATATTTTTAAGGAAAATACATTTTTTGTGTC^ 
ATTTTATAAATACAACTGTATTGCAAATGTTCTTTGTGCTGCTTCTGACTTGACATTGCATTAT 
GAGTATTCTTGCAGGTCAGTAAATTTCAAAAACCTGACATTAATAGCTACAGATAATTTCATAA 
ACATCTCATTGTATC Mill CATTAGCAATAGCTCGACTTTGGGTGGGGGAGATGATAATGTG 
CCTTGTTAAAAATACCTCCGGAACTCCTGCTAAGGGTGGGCATGAGACTCAGCTCTGGCAAG 
TTAAGAAATACAGGTGGAATTGTGCTTGATAAAGCTGCTGGGTTTTFTGTTACAAAAGGACAG 
ACTtGGCAAACATGAGCCTTTGCTCrrATCTTTTCATCCTACTTGGAGTGCAGAGATAAAACC 
TGAGTACCTGCCGGGGGACCGCCACCGCGTGGAGCTGCAA 
>592 
>593 
>594 

CTGGAATT G I 1 1 1 1 A GCGTGGTCTCGGCCG I M 1 1 1 I II I III I I IGAI II I I lA GGAG 
CTTTTATTGTTTTAGTAATCTTAACATAACTTAAAATAAGAGAGGGGAAATGACATCTGGAGAT 
CTAGGTATGTGGCCCATTGCAATTGAGCACATTTCTTGGGTCrrGTTTCTCTATCTCTA^ 
GAGTCTCAAAACCCCAGCTCAAAATACGACACTAACATCATGAACATGCATGAGCTTTGAAA 
AGTGCTCTGTAGTC7TATGATGATCTAGAAGAGCACTGTCCAATAGAACTTTCTGTGATQATG 
AAAAGATTCTACTTCTGACCTATTCAATAGGGTAACCACTAATCATGCATGGCTCTCAAGCAC 
TTGAAATGTTGCTAGTGTGATTGGGGAGCTGGGTTTTGAATGTTAACTAATTTAAATTTA^ 
TTAAAAAGTTACATGTGGGTAGTGGCTGCCGTACGGAACAGTACAGOACTAGAATAATGCTG 
TGTCCTCCTGTTACACATACTCATGGTCTCTCCTACTCTCCCTTCATCACACCTGTGACATCT 
TGCAATTTATATTTGATTGTGTCATTATCTAATGTATTCCTCCTGGACTCTAAGCTCCAAATGA 
ACAAATGCTTTGTCTACTTTGCCATAACTGTGTCCCCAGTGCTTGGCATGGGACCTGGTGCA 
GAGTAAATACATCATAAATATnTGTGAATGAATGAATGAATGAATGACCATGATTAATAAAAG 
GATATAGCTGCTCAGTCTGGTGCTGATAATGGTGGTAGTGATCAAAAGGGTTAAACCACAGG 
TGATTAAATGAAAACAGCTAACTTAGTGCTTACAGGAACCATACAGTCCCTGTGTATAAACAT 
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GCCGGTGTGTGTGTACAGGTGTGTGTGTGCAAAAG CATAAT AATGTGTTTGCAAAGGTTTGC 
ATTTGTGTAGTCATGTGTAGAGATGTATGCTCATGTGTTTTTGTGTCAGGAT AATAAGGTGA G 

TAAGACTAAGACACATGCAAATCAGCCAGGAAGGCAGTTTCTAAGTCATTACI I I I lATTTTG 

AAGGATTTGTGAAACTGTTCACATCATGGTAATCATACAAAGTCTGACCATGATGTGAAGAGT 

TTCACAAATCCTTCAAAATAAAAAGTAATGACTTAGAAACTGCCTTCCTGGGTGATTTGCATG 

TGTCTTAGTGTTAGTCACCTTATTATCCTGACACAAAAACACATGAGCATACATGTCTACACA 

TGAGTAGAGAAATGOAAACCTTTGGAAAGACATTATGCTTTTGCACACACACACCTGTA CACA 

CACACCGGCATGTTTATACACAGGGAGTGTATGGTTCCTGTAAGCACTAAGTTAGCTGTTTT 

CATTTAATGACCTGTGGTTTAACCCTTTTGATCACTACCACCATTATCAGCACCAGACTGAGC 

AGCTATATCCTTTTATTAATCATGGTCATTCATTCATTCATTCATTCACAAAATATTTATGATGT 

ATTTACTCTGCACCAGGTCCCATGCCAAGCACTGGGGACACAGTTATGGCAAAGTAGACAAA 

GCATTTGTTCATTTGGAGCTTAGAGTCCAGGAGGAATACATTAGATAATGACACAATCAAATA 

TAAATTGCAAGATGTCACAGGTGTGATGAAGGGAGAGTAGGAGAGACCATGAGTATGTGTAA 

CAGGAGGACACAGCATTATTCTAGTGCTGTACTGTTCCGTACGGCAGCCACTACCCACATGT 

AACTTTTTAAGATTTAAATTTAAATTAGTTAACATTCAAAACGCAGCTCCCCAATCACACTAGC 

AACATTTCAAGTGCTTGAGAGGCATGCATGATTAGTGGTTACCCTATTGAATAGGTCAGAAGT 

AGAATCTTTTCATCATCACAGAAAGTTCTATTGGAGAGTGCTCTTCTAGATCATCATAAGACT 

AGAGAGCACTTTTCAAAGCTCATGCATGTTCATCATGTTAGTGTCGTATTTTGAGCTGGGGTT 

TTGAGACTGCCCTTAGAGATAGAGAAACAGACCCAAGAAATGTGCTCAATTGCAATGGGCC 

>595 
>596 

NCTACCCACCTTTCCCCGCCGGTTTGGAGCGTCCCCGTC TGCC TCG CTTTC TGCTGC 
CGCCAACATTTTAATTTCGCCCACCCACAATTTTCAGTACAATTCATTTTATTAT ^ 
AGAAAACATTTCCAGATTTATrTCCAATTTCAGTTTCAAAACAAACTGACCTGAAATTT^ 
ATTrACTATGTGTGAGAATGACCAATAAAATGTGTAAGAATATAAAAAA TAAAT TCATTGATTG 
TTGGTAGTACTCCAAATTGAATGCATAAGAACGTTTTCTATCTAAAGGATTTTCCTAAAACTGC 
AAAGTAAAAATCTGATATTTAAAAGATTTATGTGGTAAAATAATGTGATTTGATTATG GATAT GA 
TAAATAGAATATAAAAGATATTACATTTGTTCAAATACGATTTGTTTCAGTGTGTTCAATTT^ 
GTTTGGTAACATGGATTCTACAGGTCAATCAAAATAGAAAGGCGTGCAAAT GAAA CAAGCTAT 
TGAAATGAAATAAAATTCAAGAATAAAAGTTAGAATTAAGTTATGAGGTAAGTTTT ATGT AAGG 
AAAGATCAGAGTTGTAAGAAATGCCTCTCTTTAGAAAGAGTCATTAAGATGCGGATTTTGGTA 
GAGCTATTATTTCATGTGGGCAAAATCAAGGAAAATAAAATCCCATGCTTCGTGGAATATTAA 
ATACCATGCAGTGTACTATTTAAGAAAAGAACAAGGTTAAGTAACTAAAAGCAGAAGTCAGTT 
ATTTTTTGCTCCXTAGCCAATTAAAAATAAGTTCATTAAAAGCACTTGAAATTATATAT^ 
TGAAAAAAAGTTGCTAAAATTCCAATATAAATGTAAATATCTTTAACTTGCTTAACCCAGGTAT 
CCCCAAAACAGTGTAGTGGGGCAAAATGTTCAAAAGAAAAATCATCCAGTGCACGTAGATGG 
GCACCAAGAAGCTAAGCTTCCGTGAGCGCGTACAGAGCCGCCAGGCGACTCAATTCACGTG 
OTCCTTTTCTGGGGATGAAAAGGTGCTCACCAGATGT TTCTA TGCAAGTGAGAGCTCCT AAA 
TCAAGTCAAAGGGGACCATCGTACTGAAATATTCCATATTTTCCAGTGGTCGAGGAG GTGGG 
CTCAGAGGCCAGGAGCTGTTCGCCTTGCCCAGGCTGCAGACCAACCTGAATTTCAGCI 1 1 1 A 
ATGTTCTTATGGTACAGAGTGGTGCAGGATGGAAGCCA7TCAGAGGCTGATGAAATGGAACA 
GAAAACTCCCATTTTCTGTCACCTGTCAACTTCCTGTAATrCAAATCACCCTTGAATAAAATTA 
AATGTGCCTTCTGTAGTTCAGCATATAAGTCAGGTGCAAC CTGA GGCATTGCACAGTACCTG 
CCCGGGCGCCGCGCGGGCCGCCCGGGCAGGTACATTTGTTTTGCCCAGCCAATCACTCTTT 
TTTGTGAGGAGCCTAAATACAN 
>597 

NAGTCGACCCACGCGTCCGGTGAGCACCGCCCGGGAACATCTCGGGGAGCCTGGT 
TGGAAGCtGCAGGCTTAGTCTGTCGGCTGCGGGTCTCTGACTGCCCTGTGGGGAGGGTCTT 
GCCTTAACATCCCTTGCATTTGGCTGCAAAGAAATCTGCTTGGAAGAAGGGGTTACGCTGTT 
TGGCCGGGCAGAAACTCCGCTGAGCAGAACTTGCCGCCAGAATGCTCCTCCTGTTGCTGAG 
TATCATCGTGCTCCACGTCGCGGTGCTGGTGCTGCTGTTCGTCTCCACGATCGTCAGCCAAT 

. GGATCGTGQGCAATGGACAGGCAACT6ATCTCTGGCAGAACTGTAGCACCTCTTCCTCAGG 
AAATGTCCACCACTGTTTCTCATCATGACCAAACGAATGGCTGCAGTfcTGTCCAGGCCACCA 

. . TGATCCTGTGGATCATCTTCAGGATTCTGTCTCTGTTCCTGTTCTTCTGCGAACTCTTCACCC 
TCACCAAGGGGGGCAGGtTTTACAtCACTGGAATCTTCCAAATTCTTGCT^ 
ATGAGTGCTGCGGCCATCTACACGGTGAGGCACCCGGAGTGGCATCTCAACTCGGATTACT 
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CCTACGGTTTCGCCTACATCCTGGCCTGGGTGGCCTTCCCCCTGGCCCTTCTCAGCGGTGT 

CATCTATGTGATCTTGGGGAAACGGGAATGAGGCGCCCAGACGGTCTGTCTGAGGGTCTGA 

GGGTACATAGGGAAGGGAGGAAGGGAAAACAGAAAGCAGACAAAGAAAAAAGAGCTAGCC 

CAAAATCCCAAACTCAAACCAAACCAAACAGAAAGGAGTGGAGGTGGGGGTTGGTGTTGATT 

GAAGATGTATATAATATCTCCGGTTTATAAAACCTAT7TATAACACTTTTTACATATATGTACAT 

AGTATTGTTTGC I I M I ATGTTGACCATCAGCCTC GTGTTGAGC C TTAAAG AAGTAGCT AAGG 

AAGTTTACATCCTAACAGTATAATCCAGGTCAGTATTTTTGTTrrGTTTTTT 

G7TTTACCCAGAAATAAGATAACTCCATCTCGGCCCTTGCGTTTCATCTGAAAGAAGATACCT 

GCCTCGCAGTCCACCTCATTTAGAAAACCAAAGTGTGGGTAGAAACCCCAAATGTCCAAAAG 

CCCmTCTGGTGGGTGACCCAGTGCATCCAACAGAAACAGCCGCTGCCCGAACCTCTGTG 

TGAAGCTTTACGCGCACACGGACAAAATGCCCAAACTGGAGCCGTTGCAAAAACACGGCTT 

GTGGCATTGGCATACTTGCCCTTACAGGTGGAGTATCTTCGTCACACATCTAAATGAGAAAT 

CAGTGACAACAAGTCTTTGAAATGGTGCTATGGATTTACCATTCGTTATTATCACTAATCATCT 

AAACAACTCACTGGAAATCCAATTAACAATTTTACAACATAAGATAGAATGGAGACCTGAATA 

ATTGTGTGTAATATAAATGGTTTATAACTGGTTTTGTACCTAGCTAGGCTGCTATTATTACTAT 

AATGAGTAAATCATAAAGCGTTCATCAGTGGGACATTTTTCTTACGGTCGGAGGATGAGAACA 

AGCGTCTAGACTCCTTGGGACCGTGAGTTCCTAGAGCTTGGGTGGGTCTAGGCTGTTGTGT 

GGCTCCAAGGAGTGTCTGGCAATGACTTGT ATTGG CCACCAA CTGTA GAT GTATA TATGGTG 

CCCTTCTGATGCTAAGACTGCAGACCTTTTGTTTTTGCTTTGCATTTTCTGATTTT^^ 

TGTGTGGACTAAGATGCATTAAAATAAACATCAGAGTAACAAAAAAAAAAAAAAAAAAGGGGG 

GGGCCGTTAAANNNNNNNNNN 

>598 

GCACGCGTCCGGTCTCAAAAAATTTTTAAAATTAGGGTGGTGGTGCACACCTATGGT 
CCCAGCTGCTTGGGTGTGTTAGGGGGGAGAATCACCTGAGGCCAGGAGTTTGGGGTTGGAA 
TGAACTATGACCACACCACTGCGCTCCAGCCTAGGCAACAGAGCAAGACCCTATCTCTTAAA 
ATCAGTTCATGATGGATATTGTGGCTTCAGATGTGAAAGAAA AGATAC GGGGCTAAAATTCT 
GTATTTTCAGTGTATTCTGGTAACCAGCTAATCCAAGCAGTAATTTTTGAAATGTGAAGTT^ 
GAATATATTCTAAATAAAATACGTGCAACCTCCAGTGGGAACCTCTTATTATTGGGGGAGGTA 
GTAGGAAAGGCGCTGGGTGTTCTAAAATAGGCTCTCCTGGCCCACGGGTGACTGTCTTCCT 
TGTGTCTCTGCAGTGGACGTGACTCTGGACCCAGACACGGCCTACCCCAGCCTGATCCTCT 
CTGATAATCTGCGGCAAGTGCGGTACAGTTACCTCCAACAGGACGTGCCTGAGAACCCCGA 
GAGGTTCAATCTGTTTCCCTGTGTCTTGGGCTCTCCATGCTTCATCGCCGGGAGACATTATT 
GGGAGGTAGAGGTGGGAGATAAAGCCAAGTGGACCATAGGTGTCTGTGAAGACTCAGTGTG 
CAGAAAAGGTGGAGTAACCTGAGCCCCCCAGAATGGATTCTGGGCAGTGTCTTTGTGGTAT 
GGGAAAGAATANNNN 
>599 

NNNNNNGCAGGGGCCGTTTACGGAAGTGTAACGTTGAGGCCCTTGTTGTGTATCTG 
GAGAAAATAGAGGTTCTGACTCCTGAGGAGCAAAAAACATAACCTGAAGAGGGAGGAAGTG 
GAT7TGGGGTTGACCATTTCTTGGGGCACACTTGATTGAAAACTGAGAGTTCTGAAGAGAAG 
GCCAGAAGATACAAAGACAGACCATCCCAGTTGAATGCTGTCTTCCAAGAACAGAA6AAAAT 
GATCCAGGCCCAGGAATCCATAACACTGGAGGATGTGGCTGTGGACTTCACTTGGGAGGAG 
TGGCAACTCCTGGGCGCTGCTCAGAAGGAGCTGTACCGGGATGTGATGTTGGAGAACTACA 
GCAACCTGGTGGCAGTGGGGTATCAAGCCAGCAAACCGGATGCACTC7TCAAGTTGGAACA 
AGGAGAACAACTGTGGACAATTGAAGATGGAATCCACAGTGGAGCGTGTTCAGACATATGG 
AAAGTTGATCATGTGCTGGAGCGCTTGCAGAGTGAAAGCCTGGTGAACAGAAGGAAACCAT 
GTCATGAACATGATGCATTTGAAAATATTGTTCATTGCAGCAAAAGTCAGTTTCTGTTAGGGC 
AAAATCATGATATATTTGACTTACGTGGAAAAAGTTTGAAATCCAATTTAACTTTAGTTAACCA 
GAGCAAAGGCTATGAAATAAAGAACTCTGTTGAGTTTACTGGAAATGGGGACTCCTTTCTTC 
ATGCTAACCATGAACGACTTCATACTGGAATTAAATTCCCTGCAAGTCAAAAACTCATCAGCA 
CTAAGTCCCAATTGATCAGTCCCAAGCATCAGAAAACACGAAAATTAGAGAAGCATCATGTG 
TGCAGTGAATGTGGGAAAGCCTTCATCAAGAAGTCTTGGCTAACT6ATCACCAGGTAATGCA 
TAGAGGAGAGAAACGCCACAGATGTAGTCTATGTGAGAAAGCGTTCTCCAGAAAGTTCATGC 
TTACTGAACAT0AGCGAACTCATACAGGAGAAAAACCTTAT6AATGCCCTGAATGTGGCAAA 

GCCTTTCTCAAGAAATCACGGCTGAACATACATCAGAAAACACATACCGGAGAGAAACCCTA 
TAtAT6CAGTGAATGTGGAAAAGGCTTCATCCAGAAAGGAAATCTCATrGTACACCAGCGAA 

TTCATACAGGTGAGAAACCTTATATATGCAATGAATGTGGAAAAGGCTTGATTCAGAAGACGT 
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GTCTCATAGCACATCAGAGATTTCACACAGGAAAGACGCCCTTTGTGTGCAGCGAATGTGGA 

AAATCCTGTAGGCTAGGTACGAGGGTTGGTGTTGAATTGGGCCGAGGCACAGGAGAGAAAG 

GCTTTGAATGTAGTGAATGTGGGAAAGGCTTTACACAAAGGAAAAGCTCATTGTCCATGAAA 

GGACTCATACAGGAGAGAGACCCTATGGCTGTAACGAGTGTGGGAAAGCGTTTGCGTATAT 

GTCGTGTCTGGTTAAGCATAAGAGAATACACACAAGGGAGAAACAAGAGGCAGCCAAGGTG 

GAAAATCCTCCTGCAGAGAGGCACAGCTCATTACACACCAGTGATGTCATGCAGGAGAAAAA 

CTCTGCTAACGGGGCGACTACACAAGTGCCTTCTGTGGCCCGTCAGACATCATTAAACATCA 

GCGGCCTCGTGGCAAACAGGAACGTAGTCCTTGTGGGACAGCCAGTGGTCAGATGTGCAG 

CCTCAGGAGATAACAGAGGATTTGCA CAGG ACAGAAACCTTGTGAATGCAGTGAATGTGGTT 

GTGCCTTCCGTGATCAATTATGTCTTATTTTATGTTACAGAAAACCCATAGGAAGAAAAGTCA 

GATCTATGTGGAAAAGGGTTGAGCAAAAATTTGTAGTTCATTATGTGGCCGAAAAGCATACA 

CTGAGAGAACATGTATAAGGCTGAGATAGCCTGATAAACTCATCCTATTAAAATGTATGCTGT 

GATACACAGGCAAATTTGATGTTAAGGTAAGCACATACACAGCAATTGCTCGACTGTGTCAAT 

TAAATGAGTAAAGGAAGCCCAAGTACTTTTAAGTGGGAGGAAAATGACGTACCTGTGCAATC 

TTTTACAGCAGATGAGATAATTGCTGTTCCGGAGTGTTGCAGTGGACTGAAAAGCTTCATGA 

GGGGGATTGGTGGGGAAGGGGTAATCCTGTAATGGTGGCATGTGGGCACCTTTGTTTCACT 

CCGTTTCCTTAACCATGGCCCTGGGGGATATTGACACCCGACCTTCTTCGAATTGTTTGGGC 

GGGTTTGGACCCCTCTTCTTCACCTTTTATTCAAAAACACCGCTTTCGTCGAAGAAAACCGCT 

CTTCCCCTAGAGGAACGCN 
>600 

NNNAAGAAGTCTGAGGAGAGGGAAACGGAATGGTCGGTCGCCCCCACAGCTGGCC 
CAGCGGGGTGACGGTGTAGCCTATTGGGCGCACCGGTCTGCCCGCCCGGGGCCTGCACCA 
GCCAGGCCCCTCCGGCCCGACGCCGCCGCGGGGGGGGAGTCGACGCAGTCGCTTTCGCT , 
TTCGCTCGGGAACGGGTGCAGGAAGGTCCCGGCGGGGGCCATCTCGCCGTCGTCGCGCG 
GGGTGCCCGGGGCGTTGCTCAGGCCGGCCACGGCGCCGGGGGAAGTCTTCGGCAACCGG 
TCCATGTCGCCCGAGCCCAGGGATCCGTTCACGTGGTGAGGCTCGATCGCGCTCATGGCG 
GCCATGGGGCCCTCCGGGCCAGGGCCGAGCGGGAAATTAGCCCTGCCGGCGCCCTGCGC 
GATGGGGTTCATGATAGTGTACATGTTTTCGCTGGAGTTGGTGGAATCTCCAGGGGTAGGC 
ATGATGGGTGTTCCAGGGGGCCCACCTCGTCCTGGGGGTCCGGTGTAGCTGCCGGGGGAT 
GAGGAGGAGTAGGGGATCGAGTTTCCAGTGGGGCTGGCCCACGGGCCACGAACTCCTGGG 
CCCATGTTCATGGCAGGCAGGCGTGGGCCGGCGAGGGAGTTGGGTGGGGGTCGCATGCC 
ACCTCCATAGCTCTGGGGCCCCACGCTGGCCATGCCACGAGGAGGCGTCACCCTCTGCATT 
GGGCCGCCCATGCTCGGATGCCCCTGGGCTCGTGGGGAGGGCTCCATGGCGGCAGGGAG 
GAGGGGCTGGGAGCCAGGGAGGGCTGCGGGAGGCTGACTGGGGATCCGCAGGGTGGGCG 
GGGGGCCCCCTGGGAAGCGCGGTGACATGAAGGGCTGGAAGAAGCCAGCCGGCATGGAG 
CCTGCGGCCATTGTGTCACCTGGGGCCATACTCOCCATAACGGGGCTGGGGGGGGCTGCA 
GCACTATAGTCCTGGAAGGCGTTGGCCTCGCCGGAGTGGTCGCAGGCCTCTCTrCTGTCAG 
GCGCCGCGGAGTACAGGTCCCAGAAGAGGGACCACCAGGAGTGCAGGAAGCCAGGGGGC 
TCCCCCAGCGTGATGTTCTTCTCCCATCGGATCTCAGACAGGAAGGTCTGGGCTGACTTCT 
GGGCACCGATGTGCAGCAGGTACTCATAAACGTACAGCGCCAACTTCTCGCGGGCCTGGCT 
GTCGGAGGGCACGGGGGAACCCTTGCCCCCCTTGGCGTACATGCTGCTCCACGCCGCCGC 
CGCGGGGGCCCACACCTGTCAGGCGGGGCCGCGGGCCGCGGTTGCGGTGGCCATAGCTA 
CGCGGGGCCCCGGGCCTGACCGCCCCGAGCCGCAGGCGGGCAGGGCAGGCATCGTCCGC 
GCGGGGGAGCTCCAGACGGCCGCGGCGGCGGCGGCAGGGGCGGCTCCAGCTCCGGCCC 
CGGGCGCAGGGTGGC H I IN I CCTCGCTTTCCTCCGGGCGGGGTGTTCCGGGAAACGCGC 
GCTGCCCTCCTCCCGCCGCGCGCGCCCCCGCCCGGTGCCTCTCGGCGGCCGGCGGGGGC 
AGCTCTTAAAGGGGCGATGGCGGGCGCGGGGGTGGGTNCCCNNN 

>601 

NNATAAGAAGTTATGGGATTTCCTACA CGGA GACAAAAAAAGATATTCCTTT ATGTT G 
TTTAAAAGTGGCAGCTGCrCTTTCTTTATTCCATTTTAATCAATGAGTATTGATTCM 
CTTTCTATTTTTCCTTATGATAAGTTTCTTACAGTAGCTTATACAACAACAAATAGCATAG 
AACTACTGGATTCAATTGATCATCAGGAATAAGTTCTCAGAAAAACACAGGCGGAAAAATAAG 
CAAGAATCCCAAATACAGAACTTTACAAGCTGTGAAACTTGGTGTCTTGCAATCATGTTACTG 

CTCAAATTAGAGACAATCTTATTGCTGTCTATTGGAGCAGCATCGTGGCAGATCAQCAGGCA 
ATGATGATGTTGAGAACAGCAGCAAAAATAAAGAATCGtATGCtCATGAAGAACCCAAGCCT 
ACAAAATGGATACCTTTCAGAAAAGTATATACTTAAAAGACCCAAGACGTCAGGATAATAAAG 
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CTCTGTATTTATAATCTTTTATATGTCCTATTGTGGCTATTATGCTTAAGTAAAATAG CTAA AG 

AAAAAAAAGAAAAAAAAAACAGAAAAGATGACAATATCATAAAAATGTAGCTGTCTATTTTGG 

CAGCTATATTGCAGAATTTCTTGACTATCTTTTAATCAGGTGGGAAAAAGTCAATAAGTGTAT 

GCAAATGAATAAAGTGTGCATATGAAAATACAAAAGTACTATCAATAATCACCTCTGACTTTCA 

GATTTAAATTCAGTGCAATTGACAAATGCATCACTAAAGGAAAATGCAG CTTAAAAGATACTC 

AAAACATTTGTGTCTATTCCTGGGAGCACATTTTAAAATTATTGCACAGA i I N I I I AATTTTTA 

TTTAI I I I I I I lAAACAATAACAGAGGTCAACCACAGATGTGGACCTCCAGCAATAAAAGCAG 

GAATTCAAGTGCCAGATACTCAGCATATTAGGTTTCCTACGTAAGTCACAGGGTAATATGTTC 

TAAATATCTCTAATGTGATCCAAAACCCTAAAAAGAGCTGGCACAAAACCATCGTGAATGACT 

GCCTCTCTTGATGTAAA Mill AAAAATATTATTAGAGTATCATAGTCCCCACTAACAACAACT 

GGGGTACATATAACAATGTATTGTGAAATTAAGTGTATTTATT CTCTT TACCAATAGCAAATGC 

TACCCTACCTTAGTAAAACCAAGACTTGCTTCAATCAATGCTGTTTTGTAAAAATAGGAAAGC 

AACGAATGGTGAAATCAATCAAAGCTGCATTACTrGGGTTAAATCAGTTTCTACTTAGAACAC 

AGGTTAAAATTTTAGTACTAAAAGGCCTCAAAATAATTAGTGACAGAAATAGTGTTATTAATTT 

GCTAAGCTGAACAATAAGCAATTCCTTAATTAAAATCTTCGAGATATAAATTTGATGACTATTC 

TGTTCAGAAATGACATACCTGGATTATGTTAATCATGACAAGGGTTATTAGTCACACATATAAA 

CATGGCCTCATGCAATCATTTGTCTGTATATGTTACTCTAAGTTGCATGAGCACAAGGTTTAA 

TATGTATATCTTTAAGAAAATACTTGATATTATAAACAGAGTAAAAGACATGATATAGTAGTGA 

TTACTAAAAAAAAAAAAATTAGCAGCTTAAATCTATCTATATTTGAAAAAACGTAGTCACAAGT 

ACCACAAATGCAGAATCAGAGCAGCAGGAAGAAGGTTAGT GCAA TTATACTTTCA TTAAAAA A 

AATTGTGAATCACTGCTATTTAAAAAGAGGTTGAAGCAAGTCTTTTGTTTGAGATTGTTT^ 

AACTAAGGTAGCAAACATTTTGCCATGTAATGGCAGTGTTATATGCCGTTATCTTGCTTTGTA 

TAAAGAAAACAACATGAGAGATTTTTAATACTGGAGTTGGGTTACATTACATATTTAAGCTTCT 

ACACAGAATGATGGACACTTCGAGAAGCTAATCCTTATCCAGAAACANNNNNNNN 

>602 

caCGCGTCCGCCCACGCGTCCGccccgCGTGCGCGCGCCGCCcatacCGCCgaGGCTG 
GCGCCGGAGTCGCCACCGCCGCGCGCTCGCCCACCCGCCCGCCCGCCGCTCCCGGCGCC 
GCTCGCCCCCTCCGCCGCCGCCGCCCGCCCCTGCGACTACGCTGCGGCCTCCCGCCCGC 
TCCCGCTCGCTGCCGCGGCCCTCGCTCGCCTCGCGCCGGCAGTTTTGGGCGTACACCTCC 
CCTCCCCCCGCCAGCCGCCAAAGAGTTGACCACGTAAGGAGGCCAACTCCGCCGAACGCC 
GCCCGCCGCTCGCCATGGATGCCGGTGTGACTGAAAGTGGACTAAATGTGACTCTCACCAT 
TCGGCTTCTTATGCACGGAAAGGAAGTAGGAAGCCGAATGGTGAGAGTCACCATTCGGGTT 
CTTATGGACGGAAAGGAAGTAGGAAGCATCATTGGGAAGAAAGGGGAGTCGGTTAAGAGGA 
TCCGCGAGGAGAGTGGCGCGCGGATCAACATCTCGGAGGGGAATTGTGCGGAGAGAATCA 
TCACTCTGACCGGCCCCACCAATGCGATCTTTAAGGCTTTCGCTATGATCATCGACAAGGTG 
GAGGAAGATATCAACAGCTCCATGACCAACAGTACCGCGGCCAGCAGGCCCCCGGTGACC 
CTGAGGCTGGTGGTGCCGGCCACCCAGTGCGGCTCCCTGATTGGGAAAGGCGGGTGTAAQ 
ATCAAAGAGATCCGCGAGAGTACGGGGGCGCAGGTCCAGGTGGCGGGGGATATGCTGCCC 
AACTCCACCGAGCGGGCCATCACCATCGCTGGCGTGCCGCAGTCTGTCACCGAGTGTGTCA 
AGCAGATTTGCCTGGTCATGCTGGAGACGCTCTCCCAGTCTGGGCAAGGGAGAGTCATGAC 
CATTCCGTACCAGCCCATGCCGGCCAGCTCCCCAGTCATCTGCGCGGGCGGCCAAGATCG 
GTGCAGCGACGCTGCGGGCTACCCCCATGCCACCCATGACCTGGAGGGAGCAGCTCTAGA 
TGCCTACTCGATTCAAGGACAACACACCATTTCTCCGCTCGATCTGGCCAAGCTGAACCAGG 
TGGCAAGACAACAGTCTCACTTTGCCATGATGCACGGGGGGACCGGATTCGCCGGAATTGA 
CTCCAGCTCTCCAGAGGTGAAAGGCTATTGGGCAAGTTTGGATGCATCTACTCAAACCACCC 
ATGAACTCACCATTCCAAATAACTTAATTGGCTGCATAATCGGGCGCCAAGGCGCCAAGGCG 
CCAACATTAATGAGATCCGCCAGATGTCCGGGGCCCAGATCAAAATTGCCAACCCAGTGGA 
AGGCTCCTCTGGTAGGCAGGTTACTAACACTGGCTCTGCTGCCAGTATTAGTCTGGCCCAG 
TATCTAATCAATGCCAGGCTTTCCTCTGAGAAGGGCATGGGGTGCAGCTAGAACAGTGTAG 
GTTCGCTCAATAACCCCTTTCCAAACCAACAACTTTGTCTTAATGCAGCTATGTTTGCTAATAA 
ACGAAATGCATGCACTTCCGACATATATACTTCACTGAGCCTCTGCATTCAGTACGTGGCAQ 
TGAAAAAGtATGCTTTCCCCACAAGTGAGTAGTGGAGAATAAAAAtGAGAACTCCAACTAAAG 
AACAATGCCTCCTTCACCGGAGTAATGTTATCCACATTTTCGCTAGGCTCACAT TAGAA TAAA 
GACATCCTCCCAACTTTTCATCTCCTATGTCCAATCTGTTCATAGGAGATATATCTTTTGAT^^ 
TTTATTATAAGGGTAGAATATAGATTAAGATCATCAAAATCCAATTTCACATGTGGCACTAG 
AAAATGGAATGCTATAAAATTAATCCCCATCACCCAAGTAGGGATGCTGGTGCTTTTATACTG 
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AGTCTTTACTGCCAATAAGTGATGCTGCCTCCAAAGGAACAGCTCTACAGAAAGTTTTTGGG 

TTAGTGTTTCCCTAGCTTATTTCTGCAATGGAGAAAGACAATTTCATATCAAAAAAAAAAAAAA 

AAAAAACCTGGAAAAGCTACAGATGTTAACCTTTACTTTAAACACCAATAAAATAGGTGTCAA 

AGGAGAAAAAATGTAAAAAAAAGAGCTCGCAAACAGCCTGAGAGACGAAATTCT GCAAA TGG 

AAATTTTAAAGCCCACTGAATACATTTTTCATGGATCCAAACAAATGCTACAATAGTTTTAAGT 

GCTGAACTGACAGAATTAAGAGCCCTTAAGCTGTTAACTTTGTCCTGTCTTCCTATTGAGAAA 

AATGTCCGGCTAGAATCTGTGCAAAAGTAACTGATGGGAgaagatgcgtcttcgtcccatcagcatttaagtatt 

gttaAcmatglaataGCatttgggttggggattggmgtTTCCAGTTGTACAAAAGATAGTTGTATTATGTTAGG 

TATAATTATGACCTTATTAGTGTCTTTATTTGAAGATTATGTATGATCTCAGGAGATGTGTATG 

GGTTCAAGTTGACAAGGGGTGGACTTGTGATGGTrAATACTGAGTGTGAAGTTGATTGGATT 

AACAAATGCAAAGTATTAATCCTGGGTGTGTATGCGAGGGTACCTACCTGATGGgacgcaatcttc 

gtcccatcagtaatatattgttaaaatcagactttttcactgggtaattggtaggagcctataggttttcttgtgataagttcagtcctcagaaag 

caccactcttgtggcatttcagggcttaaattcttaatactctttgcttggttatccaagtctaaaacactgttccacatatgattctgcacaatct 

catatctagtcatattgcagtgctgagaattgtagttccagagaggcatgtgtggagatagggtttagagaatgttcgtgaaatgtttca 

>603 

atatgatagcacacaaaagtgtaaatttctggcaacactgggctggaatatttgcatgggccacagcgtatggagcagggtt 
gtaagtgccccmgagaggaagaatgccatatcactgtgtgcctcagttctctcccagcctctcacatacatgtatgtcacctgcctggccc 
taaggacamgagacctccctgtgttcttctctttgtcttgggatagcctggcttttgggaagtgttctcaaagaggcaagtgacatttgagcc 
cctacagtggctcaggtgtgaagtcttgggcttttcccctgtggacttggagtgaagccttgtcagtgactgtaatgaccaaatgaggagtta 
ttttagcttgtgtttgttactatCTtctGTcatgttaagggcATCTTCGTTGCTAGAGtaatttcTTCTAAAATATGGAAG 
GTCAACActtttccctTTAGACTTGTGGATAGTGATGGATAAAAATAACTCTCTTAGTCTATAGTAA 
ACTTGCTCAAGTGCAAAAGTTATATTTAGCTTCAGCAATAGGAGTCTATAAAACTGTGAGAGA 
AAAGCCTTAOTAAGTGAAGTCATCCTTCAAACCTTTCTAGGAGGGGTTGCAATAGCAATTGCT 
AAGAATACGGCAGCTTAAAAAAAI MUM ICAATTGACAGATATTAAGAATGCCTGATATTTA 
CTGACTTGAACATTAGTTAAATTCAGTTAGGGTGACCAGAGTGTTGCTATTTGTAGAACTGTT 
GCTTGGTAGAGTCATCCAAAGTGTCTTCGTAAGCTGTAATAAATATGCTTACTAATGTTTGAC 
TGCTTAATTAATGGTCAGTAAGCATTCAGTCAGAGTTCGTTTAATACATG GAGAA AGATATAT 
GCTTTAGATCAAGGGTTAGCAAACCACTGCTTGTTTGGGCCACGGCCTGTTTTTGTATAGTG 
TGGGAGCTAAGAGTGGGTGGTGTACATTTTTAAAGGGTTATGACAACGACACAGAATAATAT 
GAGACACAAACCCTATGTGGCCCATAAAACCTAAAATTCTACTGTCTGGCTCTTCACAGAGA 
AAGTTTGCTGATCCCCGCTTrAGATAATGGGGGTGCTCTACTACTCCCCTTTTCATTTATAGT 
GTTACATAAGCCTAAATAATCACTGTAGCTGGTGGCATCATGTTTGTTACCTACTAAGTAGGT 
CAAAGTGATTGCCAGACATACACATGAAGGCCTTGAATTAGAAAGCAAAGGAACTGAT GATG 
ACCAaTGTTTAACAAAATTCAGaCTGACTTTGTgCCTGATCCTTCAAaGgctagaggTGATATTTTT 
GGTACctgaaACGTAATTTccctGAtaagTACTCTTTGCGCAATTATTGCTTATCAGCTGAGATATT 
AATGTGTGAATTATTCAGCTCATATATCTTCAAGCACTCAACTAGTTCATACTTTGAAATCAAT 
TCrAATAGACAATTCTCATAACAGGTTTATAGTGTTCCCATTTAAAAGGTAAATGTTGTTAGGG 
CTGGAGGGGTAAGATGGAGCCTTGGTATATTGTCTG ATCT CAG CAGAA TCAACTACTTGGTA 
GTGTAGTCCAGAGAAAATGGGTCAAATCTATTAATTATTTTAGGATTTTGAAA7TCATAATTGA 
GACTGGTGACTrAATAGTGAACTGCTCATGGTAGTTTACCGAGTCTTGAAGTTGTATG CCTTT 
TGTAGGTAGGCATTTAGATGGGATGGTTTTGAAAGCATAATTAAGAAACTTTACTTGAATTT^ 
GTTTATAATGGGCTAATGTTATTTTCTTATAGTTTGCAGTGTTGATGTGGGTATTTACGTATGT 
TGGTGCCTTGTTTAATGGTCTGACACTAGTGATTTTGGGT AAGTC TACAAAGCCATTGGGAT 
GAAAAATTGOTGGAAAGATTGTGTGCCAGGAGCTTAGACATTTTAGTGGAGAATATTCTCATT 
GTATGAAAAGTAGGGGATGAAAATGTGGGCCGGGCGCGGTAGCTCATGCGTGTAATCCCAG 
GACTTTGGGAGGCCAAGGTGGGCGGATCACCTGGGGCCAGGAGTTCGAGACCAGCCTGGC 
TAACATGGTGAAACCCCATTTCTACTAAAAATAGAAAAAATTagCTGGGCGTGGTgGCGCACG 
CCTGTAATCCCAGCTACTCCGGAGGCTGAGGCAGGAGAATCACTTGAGCCCAAGAGGCAGA 
GGTTGGAGTGAGCGGAGATCGTGCCATTGCACTCCAGGTTGGGCAACAAGAGTGAAACTCC 
ATCTCAAAATAAGTTTGAGGTTGTATTCTCTTTAAATAAGTTGGTGATACTGCTTCCCGGTTTA 
TTGAAATGCTAGGTTAGTTGCTGAAGACAGCTCCTACTAACAAACAGTGATAAACCAGATAAA 
GGGTGGCTTTATATGATGGTGCAGTCATAAATCTAACGAGGGATACCTTTATTTTATGAAATC 
TCAGTGTGATATGATTTGAAGCTAGAAATGGTtCCTAGCTCTAATAACTGCAGCCTC ACACA G 
TTCATTCATTCCTCTGGAGTGQCTCCTCAACAGCAGATGCATOCAGAG ATCGTTA TGTTTTTA 
TTCATTCATTAGiGAAGACTGGt rGGTtA tCTTGAGTTGGCAGTtrA AT^ M I M I GAGTGTTT 
ATTCCTCCCAAATCATTCCATTC I I I I I GAAAAGTTGTATATTTCCCTTTTCAGCTCTGATTTCA 
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CTCTTCAGTGTTCCTGTT ATTT ATG AACG G C ATC AG G C ACAG ATAG ATC ATTATCTAG G ACTT 

GGAAATAAGAATGTTAAAGATGCTATGGCTAAAATCCAAGCAAAAATCCGTGGATTGAAGGG 

CAAAGCTGAATGAAAACGCGGAAAATAATTAGTAGGAGTTCATCTTTAAAGGGGATATTCATT 

TGATrATACGGGGGAGGGTCAGGGAAGAACGAACCTTGACGTTGCAGTGCAGTTTCACAGA 

TCGTTGTTAGATCTTTAT7TTTAGCCATGCACTGTTGTGAGGAAAAATTAGCTGTGTTGAGTG 

CCATGTGTTCATCATCTTAAGTATTGTAAGCTGCTATGTATGGATTTAAACCGTAATCATATCT 

TTTTCCTATCTATCTGAGGCACTGGTGGAATAAAAAACCTGTATATTTTACTTTGTTGCAGATA 

GTCTTGCCGCATCTTGGCAAGTTGGAGAGATGGTGGAGCTAGAAAA AAAA AAAAAAAAAAGC 

CCTTTTCAGTTTGTGCACTGTGTATGGTCCGTGTAGATTGATGCAGATT TTCTG AAATGAAAT 

GTTTGTTTAGACGAGATCATACGGGTAAAGCAGGAATGACAAAGCTTGCTTTTCTGGTATGTT 

CTAGGTGTATTGTGACTTTTACTGTTATATTAATTGCCAATATAAGTAAATATAGATTATATATG 

TATAGTGTTTCACAAAGCTTAGACCTTTACCTTCCAGCCACCCCACAGTGCTTGATATTTCAG 

AGTCAGTCATTGGTTATACATGTGTAGTTGCAAAGCACATAAGGTAGAAGAAGAAattcaa 

>604 

AATTTCCAAGTGATCTGAACTAAAAATAGTTTCTTAGTAAGTGTAATATTAATTTTAGT 
TCAGATCACTTGGAAATTAGGGGAACTAAGGGAAACTGCAAGGGTAGAAGCAAAGAAACTAT 
TTTTGTTAATTATACTGAGCAAAGTTTGCTCCAAATGAAAAGTC ATTAC GAAGTATGTATAGTA 
CCCAAGAAAAGGTCAAATTGAGTCAGAAGACTGTAAGTACCACTTTTGGCGCTCCAGAGATA 
AACCTTGTACACACTGCAGTAGAACAGTGAGTCGAATATATGAGCTATAAATAGATATCATTG 
TTAGTCTGGATAGCTCTGTGTTGAAATAGTTTTTTAATGCAGATAAAAATTATCAGGAAATTAA 
CCTTATGGCACAGACCAAATACTTAGTGCATGGCTGAGTTTCTACAATTCAAGGAGCCAAGA 
AAATAGGTTCAAGATGGAATATAGTACATGCATATAAGGCAGATGCACACATGCTGGTTACTT 
TAAGATTGTGTGTGTTGATTAGTCACAATGATAGACTATAACATGAGACA ATACA AAGTTACA 
rrTTTGGACCATAITAAAACTGCAAGAAGACAGGGGTCTTACTG AAGATC TTTTAGAAAACTT 
AAATCCTGTCACAGGATATTTAGACATGTGTAGAATGTAGCTCAATTTTTAA AAAG TAACTGA 
CCTAGAGGGTGAAAGTTGAAACTGACACATTTTCAAATTAAGATTATGCTTA TTTTG TACAGA 
AAACAATGTTTAAACACAAGCAGATCTGTTGTATGTAATAAGTAAGACAGAGTTTTAAAACAAA 

TTAATTATTTAGGTTTATTGAAGTTTG I I i I I I 1 C CTTGC GAACCTGG AGTATCATATTATAAAC 

AGCAGTTTCACACCAGAATAGCAGTGCCCTTTCTTTTTGTACATACTGATTG GACC TTTCTTT 

ACTGTTACGTGGACACTTTCTATGTTAGTTTTGATGCATAATTCTTTGAATCCT TTTATA CA 

CTAGAATGTATGTGTAAGAATACCTGTCCCTGCAATGTAGTAACTACAAACTTATTTTTAAATA 

AATAGAAAACTTGTTTTTCTAAGGNNNNNNNNNNNNN 

>605 

GAGTCGACCCACGCGTCGGGGACGCTGGCGGGTCGGCGACG^GCTTTGTTTTTTC 

GGTTGGGCATGCTGCTTACCGCAGGATGATGGAAGCGACGGCGCGTACAAAGACAGAAGC 

GTTGGTTTCAGTGAGTCAGTGCTGATTCTCTCAAATAGAGCTTGAA6GATAAATCTTCATTTT 

TGTTTCAACAAAACTTCGAAACAAAATGGAAGAAAATAATCTACAGTGCAGTAGTGTGGTTGA 

CGGTAATTTTGAAGAAGTTCCCAGGGAGACGGCAATTCAGTTTAAACCTCCACTATACAGAC 

AGCGGTACCAGTTCGTTAAAAATTTAGTGGATCAACATGAGCCTAAGAAGGTTGCAGACCTG 

GGATGTGGTGATACTTCACTCTTAAGGCTGCTAAAAGTCAATCCATGCATTGAATTGCTTGTT 

GGAGTAGATATTAATGAGGATAAATTACGATGGAGAGGGGATTCGTTAGCTCCTTTCCTGGG 

GGATTTTCTGAAACCTCGGGATCTGAATTTGACCATCACATTGTATCATGGCTCCGTTGTGG 

AGAGAGACTCTCGTTTGCTTGGATTTGACTTGATAACGTGTATTGAATTAATAGAACATTTGG 

ATTCAGGTGATCTGGCGAGATTTCCTGAAGTGGTATTTGGGTACCTCGGCCCAAACTCGCTG 

AGCAGGCTGAGCGATATGATGGTATGGCTGCAGCCATGAAGGCAGTCACAGAACAGGGGC 

ATGAAGTCTCCAACGAAGAGAGAAATCTGCTCTGTGTTGCCTACAAGAATGTGGTAGGCGCC 

CGCCGCTCTTCCTGGCGTGTCATCTCCAGCATTGAGCAGAAAACAGAGAGGAATGAGAAGA 

AGCAGGAGATGGGGAAAGAGT 

>606 

atgtttgtgattalggtcatcagtmTTTGTTTgAgTCAAGGGCAGAAATATTTATTT^ 

AAGAATGTAAGACAGGTTGCTTTGCAATTTATAATAAGAACAGTAAGTTGGAACTTAAGCTAA 

ATAAATTGCTTATTATGAAAtGATTCTGAGAAGTA CCATA AAGTGTrTATGATGTATGCTTTGT 

GTAAAAAGTTTAATATGAATTTTATGTATAACTTAATTTTTCC AAAG AACAGTT^ 

AACACTGACAATAACAGCATAGATGTAGTCAGTAGATTATTATT TTCAA AGGAGTAGGAAATTT . 

TAAATTGATATAAGTAACAATTCAGtGAGATATTTTTAtC TCTCA TT TTATA GATGATA/^ 

AAGAGTGATAATATGATGGAAATCACTGTAATTTACTTTCTTTTCTATTTTATCAGAACATT^ 



Page 183 of 355 



wo 01/42467 



111 
Table 4 



PCT/USOO/33312 



TTATTCACATTTTAATATTATGTTGCAGCCTTACAAATGTTTTCATCCACTCACTCTGATAAGC 
AATAAAGAATAAAATAAAGATTGCATATGTACAATGCTATTCTTCCTTGGGAAAATGACAGAAT 
TATAAAGGATTTCAATGGGCTAATTTAATTTTTAATCTATAT TTGGAGG ATT^ 
AACATAGTATAACTTATAGTCAAGGATTAAAGGAAACTGGA M i I 1 I I CAATTACTTTAGGTAC 
GAAATCATATTAAGAACATTGAGTGTAAGGtaaaatagacctgAGGTATGTTATATGAGTGGGTAG 
GCATTTTCATTTAGTCAGTCAATTAAATCAACTTTCAAAGCAAGTGAAATTATATTCTTAT 
TATGGGATCCTTGAACTTATGAATAATATATTTTAAAATTACTG TCATA AATAATATTAGATAAA 
CAATGTAAAAAGTCTAACATACAAAATCAATGCTAAGAGTAACATTTTCTTGGAAATAACATTA 
CTTTTATAAATAAGCTGATGCAGATCAATTTCACATTTAATAACTTATAAAAACAAAGTCAGTG 
TTTTCTAGTTTCATATGCAAAAGCAAAGTAATAGTTGGAGTGTATGTAACCTACATTAAATATG 
TCTTAGAAAGGAAGATAAATGAACTTATCTTCGATATGGAAT ATGTA AATACGTTAATTGAGAC 
TAATTGTTCTATTTTTGTGTAGTATCTTTGTATAAACTA AGCA TTTTTAATTGAA 
TTAAGTATTATCAAATTGTTTCTGTATGTACAAATGTAATTrrGTTGTGATTGAACAGAAAGTTT 
TTATTTTCCGTTTTAAGACATATTCTTTTGAAATAATAAATTATATTTAAATTA^ 
GTTTAGCATGACTTTTCAAGTGGTCCTTTTGGA AGAA ACAAAAATATTAGCTTGTACTTAATAT 
ATACATCAGTGTTATAAACGATTTTATATTAGTGTTTTAC AATAG TGATTTGATGGTAGACATAC 
ATTAAGAATATGCAGTAAGTTACAGAGTGTAAGACGTTATTTTTACTAGTGTTATTAACGTGTA 
CCACCTATGATCAGGAGCAGCTTCATGTTTAAGAAGATAATGACAATGAGAATGATTACTGTT 
ACAAGAAGTACCACTGCTTCTACTATCAACACATGACTTTTTGGGGGAGGAAAATTCTACACT 
TTAA A I M C M I A GCGTATACATAAAACAATAAGAGACATTCTGTTGAGT TTGGG AAATAAAGA 
ACAATTTTTAAAAACTTTATACAAGTCAAACAACATATGTTAATTA AGTA CTTTTAAAAGT^ 
AGTACAGGTAAACAATTGTTTTATATAGTAGCTTAATTTCTATTTCTTrrCAAAATTATC^ 
GTAATTAAAAACTGGGCAAATAACAGGAATTTAATTCTAAGGGTATTATAAAT CTCAA GCAATA 
TTCATCTCTGAAAATAAGTTGACAGTGGAAAATCAAAGAAAATGCGATGTTCATTTTTAGGCG 
ATCAACATTGCATGAGTCATAAATTATTTTGAAATGAGGAAAATTTCTAATGAATAAATAAAAA 
AATAATATTGAAAGTACCTGCCCGGGCGGCCGGCCGAGGTACGAAATTGGGATGACATGAA 
ACAGCTGTGGGACTACACATTTGGACCAGAGAAACTTAATATAGATACCAGAAATTGTAAAAT 
CTTACTCACAGAACCTCCTATGAACCCAAGGAAAAACAGAGAGAAGATTGTAGAGGTAATGT 
TTGAAACTTACCAGTTTTCCGGTGTATATGTAGCCATCCAGGCAGTTCTGACTTTGTACGCTC 
AAGGTTTATTGACTGGTGTAGTGGTAGACTGTGGAGATGGTGTGACTCAGATTTGCCCAGTA 
TATGAAGGCTnTGTCTCGCTCATCTTACCAGGAGACTGGATATTGCTGGGAGGGA TATAA C 
TAGATATCTTATCAAGCTACTTCTGTTGCGAGGATACGCCTTCAACGAGTCTGCTGATTTTGA 
AACGGTTCGCATGATTAAAGAAAAACTGTGTTACGTGGGATATAATATTGAGCAAGAGCAGA 
AAGTGGCCTTAGAAACCACAGTATTAGTTGAATGTTATACACTCCCAGATGGACGTATCATCA 
AAGTTGGGGGAGAGAGATTTQAAGCACCAGAAGCTTTATTTCAGCCTCACTTGATCAATGTT 
GAAGGAGTTGGTGTTGCTGAATTGGTTTTTAACACAATTCAGGCAGGTGACATTGATACCAG 
ATCTGAATTCTACAAACACATTGTGCTTTCTGGAGGGTCTA CTATG TATCCTGGCCTGCCATG 
ACGGTTGGAACGAGAACTTAAACAGCTTTACTTAGAACGAGTTTTGAAGGGTGATGTGGAAA 
AAGTTTCTAAATTTAAGATCCGGATTGAAGACCCACCCCGCA GAAAG CACATGGTATTCCTG 
GGTGGTGCAGTTGTAGCGGATATCATGAAAGACAAAGACAACTTTTGGATGACCCGACAAGA 
GTACCAAGAAAAGGGTGTCCGTGTGCTAGAGAAACTTGGTGTGACTGTTCGATAAACTCCAA 
AGCTTGTTCCCATCATACCCGTAATGG I II CM M 1 1 CCTTTATTGCCAATCTTTG AACTC ATT 
CAACTCCAGGACATGGAAGAGGCCTCTCTCTGCCCTTTGACTGGAAAGGTCAAGTTTTATTC 
TGGTGTCTTGGGGAAGCTTTGTTAAATTTTTGTTAATGTGGGTAAATCTGAGTTTAATTCM 
GCTTCCCTATATAGACTAGAGGGCTAAGGATTCTGTCTGCTGCTTTGTTTCTTCTAAGTAGGC 
ATTTAGATCATTCCTGTAGGCTTCCTATTTTCACTTTACTGCTCTAATGCTGCTAGTCGTAGTC 
TTTAGCAGACTAGGTGGTATGCCTTTATTAGCATAAAACAAAAAAAACTTTAACAGGAGCTTT 
TACATATTACTGGGATGGGGGGTGGTTCGGGATGGGTGGGCAGCTGCTQAACCGTTTAGGG 
CATTTCCTCTGTAATGTGGCGCTTTCAACTGTACTGCTGCAGCT TTAA GTACCTT AAAGG TTC 
TCCTGTGAACTTCTTAGGGAAATGTTAGGTTCAG AACTAAAGTGT TTTG GGTG GGTTTTGTTG 
CGGGGGGGAGGGTAACAATGGGTGGTCTTCTGATTTTTATT TTTG AGGTTTTGTCAACTGG 
GTACGTAGAGGAAGTTTATTTACAGTACTTTGA7TTGGCAGG I 1 1 ItJNCTACTTGTGCTCTG • 
CCTGGAGGTGTTtCCATATGATATAAAAAGGAAGTGTAGTATTCCATTACTATGTGGCTTAGG 
. GATTTATTTGTTTTTTAAAATCAAGGATGTTAGCTGGGATrAGAGTCCGTACAGTCC 
GAAAAGTAACATTTAAAAATCCTTTGGGTAArrCAAATtACAGATtTAAAAGAGCTTAAGATC^ 
GGTGTTTTGTTAATGCTTCTGTTTATTCCAGAAGCATTAAGGTAACCGATTGCCAAGTATCAT 
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TCTTGCAAATTATTCTTTTATATAACTGACCAGTGCTTAATAAAACAAGCAGGTACTTACAAAT 
AATTACTGGCAGTAGGTTATAATTGGTGGTTTAAAAATAACATTGGAATACAGGACTTGTTGC 
CAATTGGGTAATTTTGATTAGTTGTTTTGTTTGTTTTGATTT GAAACCT 

TTTGACTGTTTAAAATGTTGGCCAAAAAAATCAAGATTTAA I i I M 11 ATTTGTACT GAAA AACT 

AATCATAACTGTTAATTCTCAGGCATCTTTGAAGCTTGAAAGAAGAGTCTTTGGTATTTTGTAA 

AGGTTAGCAGACTTTCCTGCCAGTGTCAGAAAATCGTATTTATGAATCGTGTGGGTATTCGTT 

GGTATCTGAAAAAAATACCAAATAGTACCATACATGAGTTATTTCT AAGTT TGAA AAATA AAAA 

GAAATTGCATCACACTAATTACAAAATACAAGTTCTGGAAAAAATATTTTTCTTCATTTTAA^ 

C I III I I I AACTAATAATGGCTTTGAAAGAAGAGGCTTAATTTGGGGGTGGTAACTAAAATCA 

AAAGAAATGATTGACTTGAGGGTCTCTGTTTGGTAAGAATACA TCATTA GCTT AAATA AGCAG 

CAGAAGGTTAGTTTTAATTATGTAGCTTCTGTTAATATTAAGTGTTTTTTGTCTGTTT^ 

ATTTGAACAGATAAGTTTGCCTGCATGCTGGACATGCCTCAGAACCATGAATAGCCCGTACT 

AGATCTTGGGAACATGGATCTTAGAGTCACTTTGGAATAAGTTCTTACATAAATACCCCCAGC 

CTTTTGAGAACGGGGCTTGTTAAAGGACGCGTATGTAGGGCCCGTAC CTACT GGCAGTTGG 

GTTCAGGGAAATGGGATTGACTTGGCCTTCAGGCTCCTTTGGTCATAATTTTAAAATATGGG 

AGTAGAAAACAACAAAGAATGGAATGGACTCTTAAAACAATGAAAGAGCATTTATCGTTTGTC 

CCTTGAATGTAGAATTTGTTTTTGATTTCATAATTCTGCTGGTAAATGTGACAGTTAAAATGGT 

GCATTATGTATGTATATTATAATITAGAAATACCATTTTATAATTTTACTATTCCAGGGTGACAT 

AATGCATTTAAATTTGGGATTTGGGTGGA GTATT ATGTTTAACTGGAGTTGTCAAGTATGAGT 

GCCTCAGGAAAAAAAAAAAAAAAAATTCTGTrrTAAAA AGCAA TCTGATTCTTAGCTCTTGAAA 

GTATTGCTACTTAAATTTCCAATAATTAAAAATTTAAAATTTTTAAATTAG^ 

CTACATTTGAGAAGGG I M I I I I I AG AAATACATTTagtAAAGTcCcCaAGAGATTAGTCTTAGAT 

TTAAACTTTTTTCTTTAAAACATGgttTTGGtGGTTAACTTTTACACAGTTCTGA 

TCTGGAAAGTATCTTGAgat atCagtGGA AAGCTAAAcagtCTAAATTAACATGAAATACttCATTTT 

GATTGagaaAATAAAATGaga I I M II I GAAAGtcaaacc 

>607 

NNNNNNNNNATCGCAGCATGGGACGTTCGTACGTACGCGGGAATTGAACATCTAAG 
CTGTTCCGCCCACTCGAGCAGATCATACCAAGACCGCCGAAATTCGTATGCCAAGATATCGA 
AGTATCAGTCGGGGACCGGACAAGCCCGGATTCGCCATGTACGGGGAGCTGTCCGGGCTG 
GTTTCGGGTGCGCGTGTGGATGCTGCGCCTCTCGGAACGCAACATGAAGGTGCTCCTTGCG 
GCCGCCCTCATCGCGGGGTGCGTCTTGTTCCTGGTGCTGCCGGGACGTTCTGGGGCCGAT 
GAGAAGAAGAAGGGGGGCAAAGTCACCGTCAAGGTGTATTTTGAGGTAGGAATTGGAGATG 
AAGATGTAGGCCGGGTGATCTTTGGTCTCTTCGGAAAGAGTGTTCCAAAAACAGTGGATAAT 
TTTGTGGCCTTAGCTACAGGAGAGAAAGGATTTGGCTACAAAAACAGGAAATTCCATCGTGT 
AAtCAAGGACTTCATGATGGAGGGCGGAGAGTTCACCAGGGGAGATGGCACAGGAGGAAA 
GAGCATCTACGGTGAGCGCTTCCCCGATGAGAACTTCAAACTGAAGCACTACGGGCGTGGG 
TGGGTGAGCATGGCCAACGCAGGCAAAGACACCAACGGCTCCCAGTTCTTCATCACGACAG 
TCAAGACAGCCTGGCTAGATGGCAAGCATGTGGTGTTTGGCAAAGTTGTAGAGGGCATGGA 
GGTGGTGCGGAAGGTGGAGAGCACCAAGACAGACAGCCGGGATAAACCCCTGAAGGATGT 
GATCATCGCAGACTGCGGCAAGATCGAGGTGGAGAAGCCCTTTGCCATCGCCAAGGAGTAG 
GGCACAGGGACAT C M I C I 11 GAGTGACCGTCTGTGCAGGCCCTGTAGTCCGGGACAGGGC 
TCTGAGCTGCACTGGCCCCGGTGCTGGCATCTGGTGGAGCGGACCCACTCCCCTCACATTC 
CACAGGCCCATGGACTCACTTTTGTAACAAACTCCTACCAACACTGACCAATAAAAAAAAATG 
TGGG I II I i M I I i I M I A ATAAAAAAAAAAAAAAAAAAGG GG ACA ATAAGAAAGGTACCCAAT 
TCGCCGTATAGTGAGTCGTATTACAATTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGA 
AAACCCTGGCGTTACCCAACTTAANN 
>608 

NACGAGGGGTACCGCCTCACTCCCACGCGCCCCCCAGCGCCGGGGTGCGGGGCA 
GCTGAGAGAACAGACACAGACCTQTCGGAAGQTCCTCTGCAGGTCCCCCTTCCGCTCTGCC 
GATCGACTTCCGCCTCGGGCAGTCAACATACTGCCAAGGAAATCTGATGTGGAAAGGAAAA 
TAGAAATAGTGCAGTTTGCTAGCCGGACACQCCAACTCTrCGTTCGATTA TTAGC TTTAGTGA 
AATGGGCTAATAATGCTGGCAAAGTGGAAAAATGTGCGATGATTTCAAGCTTTTTAGAT^ 
CAAGCCATCCTGTTTGTGGACACTGCTGATCGCCTGGGCtCGTTAGCTAGAGATGCTCTGGT 
CCATGCACGCCTGCCTAGTTTTGCCATCCCATATGCCATTGATGTACTAACTACTGGATCTTA 
CCCACGGCTGCCAACGTGCATfAGGGATAAAATTATTdCTCCAGACCCAATTACCAAAATTG 
AAAAACAAGCCACACTCCATCAGCTGAATCAGANNNNNN 
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>609 

NNCGCCGCCGGACCGCGCCCCACCCCGCGCGCCCGAGCAGGGCGACTGTCATTA 
GCTTCCTGGACGGGAGCCGGGGCGGGATCCTGGTGTCCTGAAAGGGGCCGGGGCGACCC 
TAAGAGGAAGAACTTTTGGGGGCGGGGTCCCCGGTCCCGCGTCCCCTGGGCAGCCGCTAT 
TGTCTACGGGGGTCGGTGGGCGGCGCGGGGGGCGTGATCGCGGCGGCGCCGGGGTCTGG 
GTGCGGAGACCCAGGCGGGGCTGGGCCCAGGGCGGCGGCGGGAGAAGCCGGGGAAGCC 
GAAGAGCCTGGGGAGGAGGAGCTGCGAGCGCGGGAGACGAGCAGGAGCCGCGCGGGCC 
GCGGCGAGCGCGATGCCGGCGGCGGCGGGGGACGGGCTCCTGGGGGAGCCGGCGGCGC 
CTGGGGGCGGCGGCGGCGCGGAGGACGCGGCCAGGCCCGCGGCGGCCTGCGAGGGAAG 
TTTCGTGCCTGCCTGGGTGAGCGGCGTGCCCCGCGAGCGGCTCCGCGACTTCCAGCACCA 
CAAGCGGGTGGGCAACTACCTCATCGGCAGCAGGAAGCTGGGCGAGGGCTCCTTTGCCAA 
GGTGCGCGAGGGGCTGCACGTGCTGACCGGGGAGAAGGTGGCCATAAAAGTCATTGATAA 
GAAGAGAGCCAAAAAGGACACGTATGTCACCAAAAACCT GCGG CGAGAGGGTCAGATCCAG 
CAGATGATCCGCCACCCGAATATCACTCAGCTCCTTGATATTTTAGAAACGGAAAACAGCTA 
CTACCTGGTCATGGAGCTGTGCCCTGGGGGCAACCTGATGCACAAGATCTATGAGAAGAAG 
CGGCTGGAGGAGTCCGAAGGCCGCAGATACATCCGACAGCTCATCTGTGCCGTAGAGCAC 
CTGCACCGGGCCGGGGTGGTCCACAGAGACTTGAAGATAGAGAATTTGCTACTAGATGAAG 
ACAATAATATCAAGCTGATTGACTTTGGTTTGAGCAACTGCGCAGGGATCCTGGGTTACTCG 
GATCCGTTCAGCACACAGTGTGGCAGCGCTGCCTACGCTGCACCTGAACTGCTCGCCAGGA 
AGAAATACGGCCCCAAAATCGATGTCTGGTCCATAGGTGTGAACATGTATGCCATGTTGACC 
GGGACGCTGCCTTTCACGGTGGAGCCTTTCAGCCTGAGGGCTTTGTACCAGAAGATGGTAG 
ACAAAGAAATGAACCCCCTCCCCACTCAGCTCTCCACAGGTGCCATCAGTTTCCTGCGCTCT 
GTGGTGGAACCGGATCCTGTGAAGAGGCCAAATATTCAGCAGGCACTGGCGAATCGCTGGC 
TTAATGAGAATTACACGGGCAAAGTGCCCTGTAATGTCAGCTATCCCAACAGGATTTCTCTG 
GAAGATCTGAGCCCGAGCGTCGTGCTGCACATGACCGAGAAGCTGGGTTAGAAGAACAGC 
GACGTGATCAACACTGTGCTCTCCAACGGCGGCTGCCACATCCTGGCCATCTACTTGCTCTT 
AAACAAGAAACTGGAGCGCTATTTGTCAGGGAAATCTGACATCCAGGACAGCCTCTGCTACA 
AGACCCGGCTCTACCAGATAGAAAAGTACAGGGCCCCCAAGGAGTCCTATGAGGCCTCTCT 
GGACACCTGGACACGAGATCTTGAATTCCATGCCGTGCAGGATAAAAAGCCCAAAGAACAA 
GAAAAAAGAGGGGATTTTCTTCATCGACCATTCTCCAAGAAGTTGGACAAGAACCTGCCCTC 
GCACAAACAGCCCTCAGGCTCGCTTATGACACAGATTCAGAACACCAAAGCCCTCCTG AAG 
GACCGGAAGGCCTCCAAGTCGAGCTTCCCCGAGAAAGATTCGTTTGGGTGCCGCAATATTTT 
CCGCAAAACCTCAGATTGCAA7TGTGTGGGTTCTTCTTCCATGGAGTTCATCGCCGTGCCAC 
CGCCCAGGACCCCGAGGATTGTGAAGAAACCGGAGCCCCATCAGCCAGGGCCGGGAAGCA 
CTGGCATCCCCCACAAGGAAGACCCCCTGATGCTGGACATGGTGCGCTCCTTCGAGTCTGT 
GGATCGCGACGACCACGTAGAAGTGCTGTCTCCCTCTCATCACTACAGGA7TCTGAACTCCC 
CGGTCAGCTTGGCTCGCAGAAATTCCAGCGAGAGGACGCTGTCCCCGGGTCTGCCATCCG 
GAAGCATGTCGCCTCTCCATACTCCTTTGCATCCAACTCTGGTCTCTTTTGCTCACGAAGATA 
AGAACAGCCCCCCAAAAGAGGAGGGCGTGTGTTGCCCACCTCCGGTTCCCAGCAATGGCC 
GGATGCAGCCTCTGGGGAGCCCGAATTGTGTGAAAAGCCGAGGCCGGTTCGCTATGATGGG 
CATCGGACAGATGTTAAGGAAGCGCCATCAGAGTGTGCAGCCATCTGCAGATAGGGCCGTG 
GAGGCCAGCCTGCCCCCACTGCAGCCCCTAGCCCCTGTGAACCTTGCCrrTGACATGGCCG 
ATGGGGTCAAGACCCAGTGCTAACTTGGGCCAGCGGGGTTTGGGGTATGTGTAGAAAACAG 
CAACTGAACAGAGCTCCACACATCTGTCAGGGTGTGAGCACTCCAAGGCCTCGCGTGGAGC 
ATCCTTAGTCCCACCTGTAGCTGAATCCACAGACCCAAAGCCTGCACAACCCAACCTGGCTT 
AGGGACCCCCAGAGATGCTGGAATCGCTAGGAGGGTTGGCTCCAGGGGCAGCCAATTCCT 
ATCATTCAGATCTTCCTTCCTCCCAAGTACTCACCAACCGCTTCCACTTCCCACTTCCCCCAG 
GCTTGGGGGGAAAACAGGGCATGAGCCTTCTGGGGCACTCAGATTATGGACTGTTACCAGA 
TCTTTCTTCACGCTGTGCTACATGTGTGCCTCTCACAGCAGTTGGCCACAGTTACAGGGAGA 
GAACAATATCACAGTCATTCATCCAGGCCACGTTTCCTCTGCGGAGTGTAGCAGCCCTGCCT 
TTCATAGCAGGGATTACCTGAAGGCCAGCAGGAGCCGGGGGCAGGCCCAGGATCCTCAGA 
GGAAGATGGAGAGGAGCTTCGGACCAAGATCAAACC AAAC AGTQG GGACG CCAAGAGAAG . 
AGAAAGACTGAAGiSAGACAGTCATTTCCCAAGCAAGAT TTTGATAGA TTTTTG^^ 
TGTTGAAACATGCTAATGATTGAATTATGTTTTCQAAAGAI I I m i I lAAATGTGATGTCGGTA 

AATTGAAATAACATAATfTTttAiAAACTTGe 

ATGTTTTCACAGGAGGGTTCAGTGTGGAGAGCAAAAAAGCTGACTGTGGTGATTTGCTGAGT 
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GCTGTGGCCCACAGGCAGGGCAAGTCTCGGTGGCCCTGTGTTCATCCTGTTGTTTAAGGCA 
TAGCCCTGATGCTTCTGGAAGGCATAGAACACGGTTACAGCTGGTTCTGTAGAAAGAGGGA 
AAAGATGATTGTGACAATTCAGAGCATAACTCAGATGGCGAGAAGGCAGCATTATCTGTGTG 
CGATGGTGATTTCAAGCTGCCCACAGAAGTGGTGCGGGTCAGAGCTCGGCGAGTTTGCTGG 
GAGCTGGGAGCAGGCTTGCCTGGCAGAGAACCTGTTCAGATACAGGCCAGTTTCTTCTTCG 
AGGAAAGCCAAGCTCCTCAAACAGGGTTCAGTCCACGTTGTGTTTTCACACCTTTCTCCAAG 
GATCGAACCAAAGATGTGTCTCCAGTATTGTGTCTGTGCCCCTGTGTGTGTTTTGTGGACAG 
CCGTGTTGTCTGACTGTATCCAGCTGGCACTTGACAGGGTGCAGTCATTGGTGAGAAGAAT 
CAGAAAAAGAAGACCCATCAGCACAGGTTGGATAGGGGTTAGTGTAGGAGACCAGTTACAG 
AATGGCCTGGAGTCTTCAACTTTTGACCGGTGCAGGTGTGACCAGAGACCACCTCTGTGGC 
CACCTCAGATAGTCATCTCAGTCCAAGGATCCCAAAACACAAATCTAGAATTGCAAAGCCAG 
CCTTTATTTCCCTGGCAGGCAGCCTTGCCAGAAGGCAGAGAGGCAGTTCTGAATCATTCTCT 
CATTCACGAGTGGTGACATCCTTCAGTCCCTCACATCTCTGACAGAGCGGGACAGAATGGAT 
AnTGGCTGACCTrGGTGAGACCTGGAGCTGCCTGTTTCTTCCCTAGGGGATCACCACGGC 
TCTAGGGCATTCTAGGATGAGGTCAGAGGCCTTGGCCATTGGTGTTAI Mil IGTATAGCTTC 
AGACTGGGTTCCAGAACTTACCATTGAAAACAGAGGTTTTAGGCCAGGTGTGGTGGCTCACA 
CCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCGCTTGAGCTCAGGAGTTCGA 
GAGCAGCCTGGGCAACATGGTGAAAGCCCGTCTCTACCGAAAAATACAAAAAAAAATAGCTG 
GGTGTGGTGGTAGGTGCCTGTAGTCCCAGCTACTTCGGGGACTGAGGTGGGAGGATCACrr 
GAACCTAGGAGGTCGAGGCTGCAGTGAGCCAAGATCATGCTACTGCACTCCAGCTTAGGTG 
GCAAAGTGAGACCCTGTCTCCAAAAAAAGAAAATAGAGCTTTATAAGCAGAGAGAAGAAAAT 
AATCATCTAAGACCATCTCTCCATTCGACATGAAGTGTACCTTTTCTAAAGACGGTTTCCAGC 
TGCAACGGCTCCACTTTGCAGGCTTGCAGGGTGTATACCTGCGCATTGGGAACTTGCTGGA 
AGCCGTGATGCATTTTCGTTGAGAGCAGGGGTAGTTCCGCCTTGCCG7TAGCTTGTGGAGAA 
CGTGCTTCTTATTCCTGGCAGGCTTCAAGAACAGCTGCACATGTGGCGCTAACTGACCGCGT 
TGCCATTGGCGACCTGGACTCTGAAGTCAGGTTTATTCTAAACCGAGTGAGAGGTGAGGGG 
GAGTGATGAAAGGGGATCAGCTGTATTTGTGTGTGTGTGTGTGTGTGAGCACCTGACAAATC 
TATGAAACCGAGTGAAAGGAGAAATGTTAGATTCTTTATTATTTTATTATATTTATATGGAAAG 
CTCGACTCTCCCTTTGGTAAGTCCGAAGCATGTTGTCTGTTCGACCGTGACTGTCTTCCTCA 
GTCTGTGCCTGTGATTCCAGTCACCCTGTAGTTACTGACAGAAATTGACTGGACTGTCATTG 
TGTGAAGTGTAGGAGGAAATGTCCATTTTAATTGTATGATTTGGTCATAAGTAAGGACTATAT 
TTATGTCACCATTATTAGATATATGTACTTTTGTAATGACTGTGAAATACACTTTTCCCTCACT 
AGGACTGCTrCTTTATTTGCTGATAAATCTTAAAACAACTAAGTACGTTGCAAATAATAGTACA 
GGTAGCATGTTTTATGTGAAGTTC I I I M G I I M I II GAGACAGGGTCTTGCTCTGTCACCCA 
GGCTGGAGTGCAGTGGCACAATCACAGTTCACTGCAGCCTCAACCTCTCCAGATTCAAGTG 
ATCCTCCCATCTCAGCCTCCGAAGTAGCTGGGACTACAGTTGTGCACCACAATGCCTAGCTA 
A l I Ml N IGTATTTTGTAGAAATGGGGTTTCGCCATGTTGCTCAGGCTGATCTCAAACTCGT 
GGGGTCCAACGATCTGCCCACCTTGGGGTCCCAAAGTGCTGAGATTACAGGCGTGAGCCAC 
TGTGCCTGGCCTTATGTAAAGCTCTTGACCTAGCATCTGAGTGGAAACAAGCGGGAATTGCA 
TTGGGGGGGATTTTCTGGGGCAGTTTCCCTGCCTTATTTTACCTGGAATAGGTGTGG^ 
AAAGTCTTTCTGACATACACACTGCAGGTGGCAGTTCAAGAAGAATCAACCTTTTTCAT^ 
GGATATTAGGATCTTCCTTGGAGAGTCTGAAAATGGCACACAAAGAATGGGAGTTATGAACQ 
TGACTTCTAGATTTTGTCC7TGTAGGAGGCCTTGGTCATGGATAGGGGAAGAGGQATGATG 
GGATGGAATGGGAGGGTGGGATCTAGATGACCTCTTGAAATTGTCCCAGTTACTGCTTCCTT 
CATAACTGTTCACAAAACG i I I 11 CATATATACCACCTTGTTTCCCCTGGGAAGTGAGGGGAC 
GAAGCCTTAGAGGGTGACATAGCTAGAAAGTGGAGAAGCTCACTGTTCACTGTGCAAAGCC 
CCAGTAGTCGGATTCCGGGGAAAAGAACAAGTATCTAGTTTTGATGACAATGTTTTCTTGTAA 
GAATCCCAACACTTTAGAATAGAAAAGGACCTAAGATTCTCTGGCTCAGCCCCAGCCTTTCT 
GAAGAAGGGAAAACTAGGGACCCAGATGGTTTAAGGAGACCCCAGAGTCCCCAGATGAGCT 
GGCATTTGAGCTGGTCTGGAGCAGAGTTTCTCCCtCAAAGAACACAGAGAAATCAGAGAGT 
GGCTGCCATGGTCAGAGGGGGATGTCAACAACAGATCAAGCCGTCATCACAACAGGTATTT 
CTGAAGTTGCTGCAGGGAGTAGGTCTTGC AI 1 1 I I A AGTGGTTTTCAAAACTGTGCAGOTTGG 
.TGAACCTrATGCTGTTTGTCCCATCCACTCTTGAAGGTGGGGAAAGACAGCI I lUI I IGGGA 
ACTCTGTCTTrCtCAGTTGACTTGCCAAGTAAGCAGCAAACCXXJTGGATAGCCT^^ 
CTtTAGGtATTAAGAGGCTATrGGfiTTTTACTAGATTAAATCAATAAAACA 
CATATCATACACTGAAGCAAATTCAGAAAGAATGCAAAACTGCTATCmTGGGGGAGTCTG 
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GAAGCCTGTTGGTTAGTGTATTTATTTTCTTTGTGGGGTCTTCTGTGAG CTACA GGCACAGTA 

AGAATAATTGAGAGCGGTACTGGGAGTTGGTTCAATTTCATGT CATCA CTTTTGAATGAAGGG 

AGTGCATTTCCTGAGTAGTAAATGAGTATATTATTTGTGGCAGCTTTTCTGTTAAGGGAGCTT 

TCCAGACATCTGGTTGCAAAGAGAAATAGGATATATATTTGTACTTCTTCTCTGTGGACATGT 

TTTTGTGACACACAGTTATCTCTAGGAGTTGACGTCTGTGGGCACTAAGGGAGTGAGGTTGG 

GGGAGAAAGCTGAGGAGGCTTTGGAAGAGAAGGTGAGGAGCATTTGAGGATTTGCAGTGCC 

CCTCCACATGTATCCACATCTGAGCTGGTGGTGTTCCAATAATGAGGCATTTGGGGGAACCA 

ATTTTGGAAGGATAGAATAGCTTTATGTGGAGCAAACTTGAGGATCAATTGGAGTTGAGTGG 

TTTAAAACTTAAAGATGGCACAGGAAGCTGTATCATTTACAGGTGAAAAAAATAAATGGGTCT 

GAGNNNN 

>610 

TTTTTTCCTATATAAAGTGATAGTGAAATATGCTAAT TAATA TATTAATTTTAGTTAAAT 

GCTGCTAATATGCATACCTGTTACTTGAAGGTTTTTAATATGTTTTGATAACTTTAATAACTTC 

AGGTGATGTCTGTATAATTTTTAAAGTGCAGCTCTCTCTAACAAATGTGCCCTACAACTCCTG 

ATTAAACGGCGTCTTG 

>611 

>612 . 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGTTATAI I I I I I I I I I I lACAT 

CCCAAACAGGTCTTTTTATTTAACATAAGGCCAAAGAAGCTATCAGGCGTTGCTGAATACTGT 

CCACTAACTGTACAAAATATTGACTGCATGCCTCGCAAACACCAAAATATCCGCTGGAATGC 

CATAGAAATAAATAACTTCTGCTATAAACACATGAAAACATATCAAACTGTTATCTCTTTAAAC 

ATATTGTAAATAAAAAAATTACCAGTACTTCTACACAATAAATATTAAGAAACCATTGAGATAG 

7TGAAATGCAGTCATATAAATTAACAACTTTAATTACATTAGCCAAACAGACATTGGTTAAAGA 

AGTGCATGTAGTATGCAAAACAAAAGAAAACAAAACAAAAAACAAAGTAAAAAACCAACAAAA 

TAGAAACAAACAAACAAACAACATCAACCACAGAACATAAAAAGTTrTAAAATAAAACAGGCT 

TCAGATTATCTTGGCTTTCATAATTATATTTTTCTTTTAAAGAAAAATATC^ 

GCACTGTTTTTCAAAGCATTTAAATAGAGGGTAAAACCCTTTGGAAATTAATACAGAAGAAAT 

GATTCACTTTATGCATAAAAAATAAATAATAATATAGCTGAGAGATGTGGTTTGCTTCTGCTCT 

TGAAGATGTGAACAGCTTCTAAGCATTCATTTTCTCTGACCCATACAACAGCTTCTCAGTGAT 

ACAGGGTTTAATTTAAACACATACAATGTCCACCCCCAAACCTTCTGCCCACATCTACAAGTT 

TTATTTATTTTGTGGGTTTTCAGGGTGACTAAGTTTTTCCCTACATTGAAAAGAGA^ 

AAAAGGTGCACAGGAAATCAI Mill I AAGTGAATATGATAATATGGGTCCGTGCTTAATACA 

ACTGAG ACATATTTGTTCTCTG I II II II AGAGTCACGTCTTAAAGTCCAATCCCACAATGGT 

GAAAAAAAAATAGAAAGTATTTGTTCTACCTTTAAGGAGACTGCAGGGATTCTCCTTGAAAAC 

GGAGTATGGAATCAATCTTAAATAAATATGAAATTGGTTGGTCTTCTGGGATAAGAAATTCCC 

AACTCAGTGTGCTGAAATTCACCTGACTTTTTTGGAAAAAATAG TCGA AAATGTCAATTTGGT 

CCATAAAATACATGTTACTATTAAAAGATATTTAAAGACAAATTCrnTCAGAGCTTCTAAGAT 

TGGTGTGGGCAGATTTTTAAGAGGCTAGAGTTTAGTCTTAGAGAAAGAGTGAGGAGATAGTA 

AGGTTAGATAGAGCCACTGAGTrrCAAGAAAAAAAGATAGTACTAAGAATCCCATATGTTATA 

ATTTAAAGCCTTTACTTTTGGCCTCATGCTGGTAGGTGAAAGAGTGGTTGTTCACAGGAGTTG 

TATTTTCCAAQATGATTAAA6ATGGTAAAATAGTATCTTTCAATGTTATCAAAAAATGGTAGCA 

ACTTATACTTCTATTTCAAAGCCATATAAATTTAAGAAAATTAAAGTTTGTGGGTGTTTG^^ 

CCCAATCACTCAATATCCAATTAAAATATGGAATAAGTTTCAAATAAAATATGGAA7TACATTT 

CTCTGCTTCTGATAACTGTGGTCACTAATCAACCCCCATGTTATCCCCGATATGTCTAGGACT 

TAGCTTAAAAAGATAGCAGATGTATTTGAGATGAGTGGGAACTATACATGGGTATCAGCTTTC 

TTGGTAAATTrCTGCTTTTTCCATGGCCTTGACCATCTTTGCTACTGCGCAGTGAAGCAGGAC 

TTAATTTCTCACACTGTTTCTGCAGGTTCCGGTACCAAAGAAGATGCAGTTCAAA ATACT GCC 

AGTTTTCCAAGAAATTrrGTAAAGTTGAACATGGCCATCTACTCTTGCCTTAAAACTTTTCTCA 

CCACACCCACCTTCCCACATGCATGATATCCAAGGTCGACAGACCTGGATTAGAATCCACTC 

TCAAGCTTCTCATGCAGTGCGTATTGTATTTTCTGCATAAGAAAGGGCTGCCTCTAGAACACA 

GTAAGTGTATTTGCCCAGTAGTGACATTGCCTACATATAGCCAAGTGTTATAGTATACCAACT 

TAGTATATTTTTCAAGGAGAGGTAAACGACCTTTrGTAATGTTTGGTT^ 

CTTTCCTATAATTAATtTATTTTAATCTACAAATTGACATAGGG^ 

AAAATATTAATTAATGtAATTGTTCCCAATTATTAGAAAGI II II I CO ATTTTTCAAAATOTTTG . 

CCAAC?TTCACACAAGTGTGTAAAAATAGGGCTCrrGGATTTfGAAAAGCACATACATGAAT^ 

TTATTAGCTATTCCAGGCAAGGTAAGTACTAGAATAAACTAGATAAAAACTTGGCTTTAAGCA 
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TGTACTTTGATATTTATAAAACAAAGGTG I I M I I M I CATTTCTGCATCTGAATCAATACAAAT 

TTACACATGAAGAATTTTGGCTGTAAATTAAAATTTTAGAGATTTTTACTACTGCCCTCACC^ 

TGCCTCCTCTTAACTGTTCTCTTCCTTACTCTCCCTCTCTTAACACTTTCTCTCAAATTAATTAT 

CTTTTAGTTAGTGATGACATTATTT7TCCCAGCTGGTACAGGTAATATTTCTCACAACCAAGC 

CTTAATCATTTTTAAAAAATACACTCAACTGTAATTCTGGCCTAAATATTATTTTT 

CTTCTGATTTAAGATTGATTCCAATAGACACTAAGTTGGAAAAACATCAGCCCAGAGTTTTGA 

TTATCATCCTGTTTTCCCGACAGGGGATAACTTGTAGAAGTGGGAGGGGCACAAAAAAGAGG 

AGGAAATTTGGGAGGGGTGGGTCGACTCCCTATAGTAGN 

>613 

>614 

NNAAGAATTCGGCACGAGGGCGCCTTCTCCTCCAACTTCAATGAATGGTACGTGTG 
ACGGGTCGGGGCCTCTCTCCCTCTCCCTGTCCCCACCCCAGCGCAGCAGCCCTCCCCGCA 
GCTAGCAGCGAGGGCACCTTGTGATCATGTTGTTAAAATTATGAATCTGATTTTTATGATGAT 
GAAAATTTTACCAGCAGAAGGA MINI AAAG I I I I I I I I I I I I I I I AATAATAATCTAGGCATG 
AAGAGCAAAAATATCCCTTCCGGAGTCTTTGAAGCTGAAAATATAAAACAAATAAAAAATAAA 
AAAATAAAAACCCACAAAAATGTTGAACCAAACCTCCCTGCTAATCTCCATGCCCACGTTCTT 
TCCCACCCTGTTCCCAGTCTTCTGACAAACTGTGTACATAGCGGACTCCTCCTTrCTCCTCC 
GAGGTGGTTTTAAAGGG Mill GGTGTATAGAAGTTTGTCCATTTGTAAAACTCCGGATTGCG 
TTCCTCCCCGCCTTCCACCCCTTCCCTTCCCTAAAGTGATGGGCTTTCTCTTTTCTC II II lA 
GTTTACCCGGTTTC I I I I I AAGTAATGTGGAAGAAAATGGTTTATTTTGTATTGTGGTATTGAA 
TATTGTGTTCCTTTTTATGAGGCAACCTGATTGTAAACTTCATGTAACTATAGACTGGAAAAAA 
TGAGCCGTGCGAAAGTCTCCCTTCTGTTrCTTGAGCACATTGACCCATAGCACACACATACA 
CACCACCACGAACAACGCTTGTGAATGTATTTTTCTGTTAGCTGGGTTrACATGTGATGTTTT 
AGTGCTTTTGCAAGTTCAATTTGTTAGTTCCTGTATGAAAGATTGTGGGGGAAAAATAAACGT 
CGTGCCGTTAGCTTTTTCCGTAATAAGAGCCTTCCTTCTGTAAATACCCGTTACCATATTTATC 
CATTTGTAATTAAATTATGGTATTAACTTGCTAGAGAGGAAAC AATATT TATAAAGAATGTTTC 
TTAACTATAAATATGTACAATTGTGGGCATAAACTGTTTCAGATTTTTTATTTGAAGGT^ 
GTGGTTTGATCATTTCTTGTGATGTTTTGAGAGTAATGCATACAGAAATATAATAAAATGTGTT 
GAAACTGCATGAACATAAAAAAAAAAAAAAAAAAAGTCGACGCGGCCGCGAATTTAGTAGTA 
GTAGGCGGCCGCTCTAGAGGATCCAAGCTTACGTACGCGTGCATGCGACGTCATAGCTCTT 
CTATAGTGTCACCTAAANNNNN 
>615 
>616 

NNGCAGACAGTGACTTCGATGCTAAGAGCAGTGCGGATGATGTAATAGAAGAAACT 
AGAGTGAACTGCAGAAGGGAAAAGGTCATAGAGACCCCTGAGAATGACTTCAAGCACCACA 
GGAGTCGTAACCAGTCTCGTTCACCTAGTGTAGAAAGAGGGCAACAGTACGGCAAGAAGAA 
GAATGAGAAAAGAGGGCTGCTGCGCTGGAAGCATGTTTGGATGTAACCAAGGAGAAAGATG 
TCAGTGGATTTTATAGGCACCTATTAAATCAAGCAGGTGGTGAAGAGGAAGTACCTAAATGC 
AGCTTTCGTGAAGCCAGATCTGGTATAAAGGAAGAAAAATCAAGGGGCTTCTCCAATGAAGT 
AAGTTCAAAAAACAGAATACCACAAGAGAAATGCATTGTTCAAACTGATGTGAAAGTAGAGGA 
AAACCGAGATGGAGACAGTGACTTCGATGGTAAGAGCAGTGCQGATGATGAAATAGAAGAA 
ACTAGAGTGAACTGCAGAAGGGAAAAGGTCATAGAGACCX^GTGAGAATGACTTCAAGCACG 
ACAGGAGTCAAAACCACTCTCGGTCACCTAGTGAAGAAAGAGGGCACAGTACCAGGCACCA 
CACGAAAGGATCACGAACGTCGAGAGGACATGAGAAAAGGGAAGATCAGCACCAGCAGAA 
GCAATCCAGAGACCAAGAGAACCATTACACTGAeCGTGATTACCGGAAAGAAAGGGATTCTC 
ATAGGGACAGAGAGGGCAGTGATAGAGATTCCCATTGGAAGAGGCATGAACAGGAAGATAA 
ACCAAGGGGGAGGGAGCAAAGAGAAAGAAGTGACAGAGTATGGAAAAGGGAGAAAGATAG 
GGAGAAATATTCCCAAAGAGAACAAGAAAGAGATAGACAACAAAATGATCAGAACCGACCCA 
GTGAGAAAGGAGAGAAGGAAGAGAAAAGGAAAGCAAAGGAAGAGGATATGAAAGTAAGGAA 
GGAAAGATATGAAAATAATGATAAATACAGAGATAGAGAAAAACGAGAGGTAGGTGTTCAGT 
CTTCAGAAAGAAATCAAGACAGAAAGGAAAGCAGCCCAAATTCTAGGGCAAAGGATAAAT7T 
CTTGACCAAGAAAGATCCAACAAAATGAGAAACATGGCAAAGGACAAAGAAAGAAACCAAGA 
GAAAGCGTCTAATTGTGAATCATCACTGGGAGCAAAACACA6ACTCACAGAGGAAGGGCAA 
GAGAAGGGTAAAGAACAAG^GAGACCAdCTGAGGOAeTGAGCAAGTTTGCAAAGCGGAACA 
AtGAAGAAACTGTAATGTGAGCrAGAGACAGGTAClTGGCCAGiSGAGATGGCGOGGGW^ 
TGCAAAGACCTATATTGAGAAAGAAGATGATTGATGGCTACCCCAAGAGAAAGATTTAAGGA 



Page 189 of 355 



wo 01/42467 



783 

Table 4 



PCTAJSOO/33312 



AGCACAGAAAACTGTAATTCCTGGAACCTGCTGCGTAAAACCATAAAGGAGTGTGTTACCAG 
TAGTTTGGAGGGCATTTTTAAATTTATTTTCAAAATTTTAAGTTAA^ 

GGATGTTTGGATGTGGATGTTTGGCTGAATTTATATATAGTGTGTACTCATCAATACCACATT 

CTTTGTTGTATTCAAGAACCGTTAAGAGTGTGCTAATTCCGTGTAGGTACATAATGAGGAAAA 

TTTGCTCCACTAGAACCATTAAAAAATAATTTTGGCCAGATACGGTAGCTCGTGGCTGTAATA 

CCAACATTTTGGGAGGCCAAGGGGAGAAGGATATTGAGGGCTAGGCATTCAAGACGAGCGT 

AGGGCAGGATAATAAGACCTTGTCTCTATTTAAAAAACAAAAAGCCTAGCATGGTAGTCCAT 

G CCTGT AGTCCC AGCTG N 

>617 

>618 

GTCGACCCACGCGTCCGGGCGGCTTCCGTAGCGGGAGGGCGAAAGATGGCGGCG 
GCAGTACTGGGACAGTTGGGTGCGTTATGGATACATAACCTGAGGAGCCGGGGGAAGCTG 
GGCTTGGGTGTTTTACCTCAATCATATATCCACACAAGTGCTTCTCTTGACATTTCTCGAAAA 
TGGGAGAAGAAGAATAAAATTGTTTATCCTCCACAACTGCGTGGAGAACCTCGGAGACCAGC 
AGAAATCTACCACTGTCGAAGACAAATAAAATATAGCAAAGACAAGATGTGGTATTTGGCAAA 
ATTGATACGAGGAATGTCTATTGACCAGGCTTTGGCTCAGTTGGAATTCAATGACAAAAAAG 
GGGCCAAAATAATTAAAGAGGTTCTCTTAGAAGCACAAGATATGGCAGTGAGAGACCATAAC 
GTGGAATTCAGGTCCAATTTATATATAGCTGAGTCCACCTCAGGACGAGGCCAGTGCCTGAA 
ACGCATCCGCTACCATGGCAGAGGTCGCTTTGGGATCATGGAGAAGGTTTATTGCCATTATT 
TTGTGAAGTTGGTGGAAGGGCCCCCACCTCCACCTGAGCCACCAAAGACGGCAGTTGCCCA 
TGCCAAAGAGTATATTCAGCAGCTTCGCAGCCG GACC ATCGTTCACACTCTATGATGAGGAG 
ATTCAGACTCCACAGTGTATATATTTTGCCATTTATTTTCTAAAAATAAACAAAAATTGAAGCC 
AGACACCCCGCCCCCCACGACCGCAACAAAACACCCGCGCGGCCCCGCGGAGGAAACCAC 
GCCAGTGCGGACGCCGCACAAGGAAAACACCAGAGCCGCAAGGACN 
>619 

CGAGCGACGCGTGCGCCGTGAGCCGGGGGAGGAGGACAAAAACCGCGGGGAGCC 
CGGCAGGGTGGGAAGTGCAGGGCAGCGCTCCCAAGACACGCTTGTTGGAGGTTCGGGCCT 
GGGTGCTTGGTTGTGTGAGCCTCCI Mil IGTGTTTGCGTGGGTCGCTGGTGGCCGACGGA 
ACAATGAAGGATTGCAGTAACGGATGCTCCGCAGAGTGTACCGGAGAAGGAGGATCAAAAG 
AGGTGGTGGGGACTTTTAAGGCTAAAGACCTAATAGTCACAOCAGCTACCATTTTAAAGGAA 
AAACCAGACCCCAATAATCTGGTTTTTGGAACTGTGTTCACGGATCATATGGTGACGGTGGA 
GTGGTCCTCAGAGTTTGGATGGGAGAAACCTGATATCAAGCCTCTTGAGAACGTGTCATTGC 
ACCCTGGGTCATCAGCTTTGCACTATGCAGTGGAATTATTTGAAGGATTGAAGGCATTTCGA 
GGAGTAGATAATAAAATTCGAGTGTTTCAGCCAAAGCTCAACATGGATAGAATGTATCGCTCT 
GCTGTGAGGGGAACTCTGCGGGTATTTGACAAAGAAGAGCTCTTAGAGTGTATTCAACAGCT 
TGTGAAATTGGATCAAGAATGGGTCCCATATTGAACATCTGCTAGTCTGTATATTCGTCCTAC 
ATTCATTGGAACTGAGCCTTCTCTTGGAGTCAAGAAGCCTACCAAAGCCGTGGTCTTTGTAC 
TGTTGAGCGCAGTGGGACCTTATTTTTCAAGTGGAACCTTTAATCCAGTGTCCCTGTGGGCC 
AATGCCAAGTATGTAAGAGCCTGGAAAGGTGGAAGTGGGGAGTGCAAGATGGGAGGGAATT 
ACGGCTCATCT C I 1 1 I IG CCCAATGTGAAGCAGTAGATAATGGGTGTGAGCAGGTCCTGTGG 
CTCTATGGAGAGGACCATCAGATCACTGAAGTGGG AACTATGAATCTTTTTGTTTACT6GATA 
AATGAAGATGGAGAAGAAGAACTGGCAACTCCTCCACTAGATGGCATCATTCTTGCAGGAGT 
GACAAGGCGGTGCATTCTGGACCTGGCACATCAGTGGGGTGAATTTAAGGTGTCAGAGAGA 
TACCTCAGCATGGATGACTTGACAACAGCCCTGGAGGGGAACAGAGTGAGAGAGATGTTTG 
GCTCTGGTACAGCCTGTGTTGTTTGCCCAGTTTCTGATATACTGTACAAAGGCGAGACAATA 
CACATTCCAACTATGGAGAATGGTCCTAAGCTGGCAAGCCGCATCTTGAGCAAATTAACTGA 
TATCCAGTATGGAAGAGAAGAGAGCGACTGGACAATTGTGCTATCCTGAATGGAAAATAGAG 
GATACAATGGAAAATAGAGGATACCAACTGTATGCTACTGGGACAGACTGTTGCATTTGAAT 
TGTGATAGATTrCTTTGGCTACCTGTGCATAATGTAGTTTGTAGTATCAATGTGTTACAAGAG 
TGATTGTTTCTTCATGCCAGAGAAAATGAATTGCAATCATCAAATGGTGTrrCATAACT TGGT 
AGTAGTAACITACCTTACCTTACCTAGAAAAATATTAATGTAAGCCATATAACATGGGATTTTC 
CTCAATGATTTTAGTGCCrCCTTTTGTAGTTCACTCAGATACTAAATAGTAGT^ 
ATAAGTTACATTCTGCTCCTCAACCAAATGCAATTTTTTGTGTGTGTTt 

AAAATTTCATAGGTTACATTTCCTGCAGCCTATGTTTA TCGACA GAAAGTG I I I ICI I Nil II A 
AATCAAdACTTTTAAAACtGGATTTCCTCCCATCACTGtt^^ 

gttaaggtaaatatgtg unci i cctgatgtcacagcctgagcatactctgtgcattaggaa 
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GACCTGAGTGCATTTCCCACCATTGTCCTTTCCACATTATGTTGTAGCTGGCTGGCTGTCAG 

GCGACTACAAGACTGAGGGTCTTGTGCCTTATAGATCTTTG TATC CCCCATGGCTGAGACAT 

AGTAGGTAGTCAGTAAATGGTTTTATAATGAATCAGTGAACATTTTGCTTGTATAGAAGTGTA 

GCTTCTTTGTTTCTATATTATGAAACCTCTTTATTAGAATTTGTGATTGATTCTGACAGTGTATA 

GATTTACCTTATATTGTCTTTATTTTCCATGAGCTACTAAGTCATTAGAGATACTCTGAAGCAT 

AGTTAGTTTAGGAAATCACTTCATATTGATTGTATTAGAATTATCTTGGAATTGAAGATATATC 

CCTAGAGCAGGGGACCCCAACCCGCAGGCCATGGGCCACACAGCAGGAAGAGGTGAGTGG 

TGGGCGATTGAGGAGCTTCATCTGTATTTATGGGTAGTTCGCATCACTCGAATTACCACCTGA 

ACTCCACCTCTTGTCAGCTCAGTGGCAGCATTAGATTCTCATAGAAGCACAAATCCTATTGTG 

AACTCTGCATGCAAGGGATCTAGGCTATGCGCTCCTTATGAGAATCTAATGCCTGATGACCT 

GAGGTGTAACAGTTTCATCCTGAAACCACCCTTCACCCTGCAGTCTGTGGAAAAATTGTCTT 

CCACAAAACTGGTGCCTGGTGCCAAAAATGTTGGGGACCACTGCTCTAGAGAGAGGTCATG 

ATATCATACCAACCAAATGGAAATGACAAATGTTTTATGTCAA GTGTT AATTGCA GAAATA AAT 

C I I I I I M I I I I M I I I GGTAGAAAACAAAGAGGCATACTCTGATTTTTATACTCTGTTTTTGCA 

GGTGGTCTTTTCTTTGAATGGAGATTTGATGAGCAAGTGGTTAGGATGCAGGGAGAGCTACT 

ATGGGTGATATTTTCCTTGT7TAGGAGCTGTGAGTTAAAATTGTATCCTTTCTGGTTTATCTAA 

GGAAAGTCAAATCTTGACAGAAAACATTTTTCCTTGGAAGGTCAACTCTCAGACATTGTATTT 

TGGTTTCCCTCAGTCCTCATAACTTCCTTCTTGCTGAACATATTTTATTCTCTTTTCAGAGAAG 

GAAAATAAAAAGGATTCTAAAAG TTTG ATGCATT GGAA AAATTTCCTTGA GGCA TTTAGCAAC 

ACATAGAAAATGGGCTTTGATTCTTTTCCAAAACTTTTAGCCATAGGGTCTTTT ATAGA CAGG 

GATAGTAAAATGAAAATTGAGAAATATAAGATGAAAAGGAATGGTAAAAATATCTTTTAGGGG 

GCTTTTAATTGGTGATCTGAAATCTTGGGAGAAGCTGTTCTTTTCAGGCCTGAGGTGCTCTT 

GAGTGTCGCCTGCGCACTGTGTAGCCCGAGCAACATTGTAAGGGTGTGGTTTGGCCTTGGC 

TAACTCGTTTGACGTCATTCTTCATATAGTAQTGTAGGAAAAAGTTGCAGGTAATTTAAACTGT 

CTAGTGGTAGATAGTAACTGAATTTCTATTCCTATGAGAAATGAGAATTAT7TATTTGCCATCA 

ACACATTTTATAGTTTGCATCTCCAAATTTATTGCGGCGAGACT TGTCCA TTGTG AAAG TTAG 

AGAACATTATGTTTGTATCATTTCTTTCATAAAACCTCAAGAGCATTTTTAAGCCCTTT^ 

AGACCCAGTGAAAACTAAGGATAGATGTTTAAAAACTGGAGGTCTCCTGATAAGGAGAACAC 

AATCCACCATTGTCATTTAAGTAATAAGACAGGAAATTGACCTTGACGCTTTCTTGTTAAATA 

GATTTAACAGGAACATCTGCACATC 1 M I I I CCTTGTGCACTATTTGTTTAATTGCAGTGGATT 

AATACAGCAAGAGTGCCACATTATAACTAGGCAATTATCCATTCTTCAAGACTTAGTTATTGT 

GACACTAATTGATCGTTTAAGGCATAAGATGGTCTAGCATTAGGAACATGTGAAGCTAATCTG 

CTGAAAAAGATCAACAAATTAATATTGTTGCTGATATTTGCATAATTGGCTGCAATTATTTAAT 

GTTTAATTGGGTTGATCAAATGAGATTCAGGAATTCACAAGTGCATTAATATA AACAGA ACTG 

GTGGCACTTAAAATGATAATGATTAACTTATATTGCATGTTCTCTTGCTTTCACI Nl i I CAGT 

GTGTACATTTCAGACCGAGTTTGTCAGCTTTTTTGAAAACACATGAGTAGAAACCAAGATT^ 

AAAATGAAGTGTCAAGACGAAGGCAAAACCTGAGCAGTTCGTAAAAAGATTTGCTGTTAGAA 

AM I i CI I I GTGGCAGTCATTTATTAAGGATTCAAGTCGTGATACACCAAAAGAAGAGTTGAC 

TTCAGAGATGTGTTCCATGGTCTCTAGCACAGGAATGAATAAATTTATAACACCTGCTTTAGC 

CTTTGTTTTCAAAAGGACAAAGGAAAAGTGAAAGGGAAAGAGAA ACAAG TGAGTGAGAAGTG 

TTGTTAAGGAATCAG G IN I I I C TACCTGGTAAACATTCTCTATTCTTTTCTCAAAAGATTGTT 

GTAAGAAAAAATGTAAGACAAAAAAGGGAAAAAAAACAAACAGGGGCAGAGGCAGGCAGTA 

GCAAGAAAGCAGAGCGTAAACATCAGCTAGATGGTAACATGCAATNTCAGGTCTCTTGAAGA 

CATGGGAAACCTAAGNN 

>620 

NNAGTGTATTTATTAACATGACTAATATTTCATATTTTATTTTGTTAGAAGATTAATT^ 

TAATCATTGTACCCTGTAGATTTTGAAACAATTTTAGTAGAAATTACTAATGCTGGTTCTTGAG 

TAACCTAAAAAATTGTATTTACTCAAATTTAGAATGCTATTTATAGTTCTAAGCAGTTAGATGA 

AATATTCTGATTATTCTAAAGTTGCTTTGGTACAAAATTTAGAATAAAGCAAAACTGGCAGCAC 

CACAACAAATGTGATCCTTTCACAGCAGGTCTAAAGACCCTCAGAGGCAACAAAGGATAAGT 

TAAAAOACACATAAATAAGAGCCATTCTCGTGACAATTTTGTTACATCATTAAAAAGAGAAATA 

AAATCCAGATTCAGTAAGTTATACTGGAGGCGC^VAATTTCATGCTCCATGTAATTATTCGT^^ 

ATGATAGTGTAAAAAATGCTTATTATTGCTAACTGATGTCTAATTCATAGTTCAGGATGCTTCA 

ATCATGAGGCCAATGATTAGAGTGGTACATTTtAATGTTTAGTCCACTGATAGTGTGATATTA 

TTTTAATGCAAGGttTAATTTAG Ml I I I ATTACAGATtT ATTGA GGTATAATTGACAtACAACA 

AACTGCACATACTTAAAGTGCAGAATTTGATACACAGTCTTTTAAACAGCATGAAAAGTGGCT 
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GATAACTTAAAAATGAAAAAAATTTCAATTTACACATATTATTTTAAAATAGTACATTCTAAT^ 

TTATGAGACATAGATATGTATTTATAAAAAGGTAGATGGAAAGAGAAGAA ATTAA CTTA ATTCT 

AAGAGCCAAATTTACTCAGAAGGTTTAGAAAGACCAAAATTAACAGCCAGTTTTCTTGATTT^ 

CTTGTTGAAGAAGAGATTGGTGTTGACTTATGGTGAGATATAGTATGGGCTTGAGAGGCAGT 

TTCAACTTGAAAAGAAGATGCAGGTTGAGCAATCGGAGAGGAGTTCAAAGAAGCTGATGAGC 

TCTCCCGTGGACTTACTTTGACAATGTTGGAAGAA TCTGGC TGGCTAGTCT GAAGTGG AGTG 

GCTTGAGAACTCTGGGCTTCCTTATTCTCAAAGrrCTTTTTGTTTGCAACCCI M M i lAGTAA 

CCTGCAGAGGTATAAACTGATTGTGCACACCCCCTGGTATTCCCCCAGCCATGGGCATGGT 

CCCAGAATATAAAGTATGATGGAAGGGCTTCCCAGGAACTGGCACCGATGGTCCCCATGGC 

ATTGAGCCAAAGAGATGAGACGACGAAGGCATTATATTAGCTGTTGGTGGGGCCAAGGAAA 

ATTTTTCTTTTAGTATAATGGTATGATCAAAGCTCTGAAATTTGAGACGTGCTTCTGCTAGCCT 

TTTTGGGC I f I I I II I I CCCCTTTGGCAAAAGGCCTACACTTACTTCACCTATAATTACTCTTC 

CTTACAACATTCAACCTCAGGGATCCTTTCCTAGGGACTGTGTGGGAGTATCCACAGGGAAT 

GGAATTTATCATTATACTGGGCCTGAAAAGGGAGGAATACTACTACTTAATATCATATGCTGA 

TAGAAGGTTTAGGGGGNTATTTGCAATTATATTTATAAAAAAANTAAAGGGGGCAGAAAACCG 

NCCCCNGTGAGGNGGAAGCNNN 

>621 

>622 

NGCGTTGGTGGCCATAGGCTTCTCTTTAACCAGGAAAAAGATATGCATGTGCTGTAA 
GTCCCTAGGTGCAAGCTTTTTCTTGTTATGTTTTAAACAGCTTTATAAACTATTGT^ 
GATATTATGTACATTTATTTCAGATAAAGGACAATAAGTTTACTTTGTATCTGAACTCAAAAGA 
AAGTAGTTGTATATTTTAACATTCAAAATTGGGATTTCCCAATGTGACACATCATGAATGCAAA 
CCCCTCCAGCGCATCAGACGCCAGGCTGCCTACTGGTAATCTGTGTATAGTATATAAACATG 
TAAAAATAGGTTGTATTTTACTCTATGTATGATGGTA ATCAA TGAAC ACTTTATTTA TTTTACA 
AGAAAACTTATCTGTGAACTTTAGTATATATCTGTT TATTTT ACTTTAI I M I I I U lAAATAAAA 
AGGGTTTTAAATGCTATGCAGTCATTAGTAGAAAATTTTTTAGGACTCTGCCTGCTCTGTAAC 
TATCTTAATATGATCTGGCAGAAACTCGCATGTATC CAAGTAA AGTAGTTTAGCTA AAGAA AG 
GTTCTTCATTGGTTTTGTGTTCACAGTTGTGGCTCTGTTTrTTAAGAATGTAAGT^ 
ATTATACTTGCATCTGTGACTTTACTACCAGCCACGTTGACACAAAACAGGTTCTGGTTCAGG 
TAAAGTTGCGTCAGTCACCTGCAGCAGAAATCCCTCTTCATTCCTCT TCTCT GTGTTCATTCC 
TCTTCTGTGCTGTTCTGAAGCTTCTACCAATACTCTTTCCATAT TGTCT TTTTG AGTGA AGAGA 
AATGGATTCAAGATTAGGTCCCTCGTGTCTATCCAGTT TCAGGA TTTTATG TTGTT TTATACAC 
AGTTATTTCAGTATAGAAACTGGCTTTATTGGCAAGTG II I II II AAACATGT7TTAACTCTCA 
TATGAGCAAACTGTGCAACTTCAGTrrTTCATAAGATT AAACT TCTTA CGAT CAAATTTGTCTC 
TTGCAATGATGTGATGAGTTGCCAAATAATTGAGATTATTTTAAAATGTTTTGTTCATATTCTT 
GTTTTATAATTAAAATTTACATTGAGTGTGTATGGG M I I M I ITT TATTTTGACTCTTAATGTA 
AGGTGGATATTTCTGTCATTTTACATGGTTrCTTACTGAGATTTTATATATAAATTATAAAATGT 
TTAa5AAAAAAAAAAAAAAAAAAAGATCTTTAATTAAGCGGCCGGAAGGTTA7TCGGCTATAG 

TGA 
>623 

NAGTrAAGCAGACTTTCAACCACTGAGCTTCTTTAAAAACTTAAAAAAAAAATCTTA^ 
ACCAAATCTCAGCTAGGAGANAGTGTTGCTACCGGGGAGGTAGAGCCATTGCTG7TTGAGTT 
TGGTGTGGCTAGCAAAAAGCTGGGTGTGTTATGTAAATAAAGCCCCTATAGTAATTAAAATTT 
AAAAAAAGTTTTTTAAGCTGGCTGTTTTCCTACCAClTCAGAGTCCTTGACCCCGTAATrr 
GGTTCCCGTTCAGATTTGACTAAGACAGAAACAAACAACAAAACAGTTAAGCAAAACTAACAA 
TGGTCACACAAATTATACAATTTGTGAGTGCTCTAAGTGCATTGGAAGAAAGCTGAAACTCCA 
TAAAAACATCACCTGCCTTCCATCATCATGAAAGCAGGAAAACTTGCCTTCCTTGTTGGGAG 
GAAGTAAAACTCCAAAAAAAGAGGTGTTGTACAGCAAAATAAACTTCCGATCTCTACCAAATT 
TTAAGAGATCAGGGATTTTCTGGAGGGAGTCCTCTCAGACCTCAGCAAATTGTCCTATTGGT 
TTGAGCCATAAAGTTAGCTCATGCTGGTACCAAGCACCGATAGATTTGTCAAGGGTCAGGGG 
GATCTCCACCCAGAATCCATTCATGGTTTCCAAAATGTGAACCCAGAAAATCCGAGAGAGGT 

ATCAG 
>624 
>625 . 
>626 ' 
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>627 

ACGCGGGGAGACACACACAGCCCTCTGCCCACCTCTGCTTCCTCTAGGAACACAGG 
AGTTCCAGATCACATCGAGTTCACCATGAATTCACTCAGTGAAGGCAACACGAAGTTCATGTT 
CGACGTGTTCCAACAGTTCAGAAAATCAAAAGAGAACAACATCTTCTATTCCGCTATCAGCAT 
CACATCAGCATTAGGGATGGTCCTCTTAGGAGCCAAAGACAACACTGCACAACAGATTAAGA 
AGGTTCTTCACTTTGATCAAGTCACAGAGAACACCACAGGAAAAGCTGCAACATATCATGTT 
GATAGGTCAGGAAATGTTCATCACCAGTTTCAAAAGCTTCTGACTGAATTCAAC AAATC CACT 
GATGCATATGAGCTGAAGATCGCCAACAAGCTGTTCGGAGAAAAAACGTATGT ATTTT TAGA 
GGAATATTTAGATGCCATCAAGAAATTTTACGAGACCAGTGTGGAATCTGTTGATTTTGCAAA 
TGCTCCAGAAGAAAGTCGAAAGAAGATTAACTCCTGGGTGGAAAGTCAAACGAATGAAAAAA 
TTAAAAACCTAATTCCTGAAGGTAATATTGGCAGCAATACCACATTGGTTCTTGTGAACdCAA 
TCTATTTCAAAGGGCAGTGGGAGAAGAAATTTAATAAAGAAGATACTAAAGA GGAA AA ATTT T 
GGCCAAACAAGAATAGATACAAGTCCATACAGATGATGAGGCAATACAGATCTTTTCATTTTG 
CCTCGGTGGAGGATGTACAGGCCAAGGTGCTGGAAATACCATAGAAAGGCAAAGATGTAAG 
CATGATTGTGTTGCTGGGAAATGAAATCGATGGTCTCCAGAAGCTTGAAGAGAAACTCACTG 
CTGAGAAATTGATGGAATGGACAAGTTTGCAGAATATGAGAGAGAGACGTGTCGATTTACAC 
TTACCTCGGTTCAAAGTGGAAGAGAGCTATGACCTCAAGGAGAGGTTGAGAACCATGGGAAT 
GGTGGATATGTTCAATGGGGATGCAGACCTGTCAGGCATGAGGGGGAGCCGCGGTCTCGT 
GCTATCTGGAGTCCTACACAAGGGGTTTGTGGAGGTTACAGAGGAGGGAGCAGAAGCTGCA 
GCTGCCACCGCTGTAGTAGGATTCGGATCATCACCTACTTGAACTAATGAAGAGTTCCATTG 
TAATGACCCTTTGGTATTCTTCATAAGGCAAAATAAGACCAAGAGCATCGTCTTCTATGGCAG 
ATTCTCATCGCCGTAGATGCAATTAGTCTGTCACTCCATTTGGAAAATGT TCAC CTGGAGATG 
TTCTGGTAAACTGATTGCTGGCAACAACAGATTCTCTTGGCTCATATTTCTTITCTTTCTCATC 
TTGATGATGATCGTCATCATGAAGAATTTAATGATTAAAATAGCATGCCTTTCTCTCTTTCTCT 
TAATAAGCCCACATATAAATGTACTTTTTCTTCCAGAAAAATTGTCCTTGAGGAAAAATGTCCA 
AAATAAGATGAATCACTTAATACCGTATCTTCTAAATTTGAAATATAATTCTGTTTGTGACCTG 
TTTTAAATGAACCAAACCAAATCATACTTTTTCTTTGAATTTAGCAACCTAGAAACACACA^ 
GTTTGAATTTAGGTGATACCTAAATCCTTGTTATGTTTCTAAATTTTGTGATTCTATAAAAGA 
TCATCAATAAAATAGTGACATAAAAAAAAAAAAAAAA 
>628 
>629 

GCGTCCGGGCAAAGCATCTTTGGTGAGCGAGGAAGAGGAAGATGAAGAAGAAGAT 
AAGGCTACCCCTAGAAGAAGCAGGTGTAGAAGAAGTAGTATGGTCTTCGAGTAGCCTTTCAG 
rrCCCCACCAAGAAGCTGGCAACAAACCAGATAAAAACAGTTCTTCCGAGCAGTGTTTTCTA 
GCGCACGCTTACAGAATGAGAAAAAAACAATTCTTGAAAGAAAGAAAGACTGTAGACAGGTG 
ATACAAAGGGAAGATTGTACCTCTGAGTCTGAGGATGACTCTCGGGATGAGAGCCAGGAGA 
GTTCAGATGCTTTGCTGAAAAGGACCATGAACATCAAGGAGAACAAAGGGATGCTTGGCCAG 
TTATTGGCGGAATTGAACTCGATGCGAGATTTCTTCCCAGTACGAACCCCAACCTCAGCTTC 
TAGGAAGAAGACAGTGAGGCGGGGGTTCTGGGAGQGACAGATCACGCGGCGTATGAACCC 
AACCCGGAGTGCGCGGCCTCCTGAGAAGTTTGCTCTAGAGAACTTCACTGTCTCAGCCGCT 
AAATTrGCGGAAGAGTTTTACAGCTTCCGAAGAAGGAAGACAATTGGGGGGAAATGCCGGG 
AGTACAGACGACGTCACCGTATATGTTCTTTTCGGGCAGTGGAGGATATCACCGAAGAGGAC 
TTAGAAAATGTTGCCATAACTGTTCGAGATAAAATCTATGATAAAGTTCTGGGTAACACGTGC 
CATCAGTGTCGACAAAAGACCATCGACACCAAGACAGTGTGTCGGAACCAGGGTTGCTGTG 
GTGTGCGAGGACAGTTCTGTGGACCATGCCTGCGGAACCGCTATGGGGAGGATGTCAGAT 
CGGCATTGCTGGACCCGGATTGGGTGTGTCCCCCCTGTCGTGGGATGTGCAATTGCAGCTA 
CTGTCGGAAGGGAGGAGAGGGGGCGCAGAAGACACAAACTGGAAGAAGGTTGACATAGGA 
ATTAGACCACAAGGGGGGAAAAACATAGAGGAGAGAAAACCCCCCAAAAAAAAAGGTATCG 
CAACAAACATGCATACCATTGGTGCCTAAGATTTTTTTACAGTTGTGTTTTTATACAG 
TTTGTAGAAATTACTA I Mil IGTTAAAGATTGTTTATATGGTTAGAAAGATTTCTCAGGAAGA 
CAGCAGAGCAGAGGAATCTATATAGATGTATGCACAGACCTGTCTGTATGCTGAACTTTGTT 
. AAAAATATCTGCX^AGTTATTAAAAAGCACAGTrrAAATGGGGTGGGGTTAAAGTTCAGGTAA^ 
TAAGTTAGAGAGAAAACATTGTATGATCAGCTCCTGCACTTGATCTATCTTTGGCTTCCCAAA 
CAGTAACTCACTCCAGGCCAAGTQTGCCTTAGCACGAGTGACCACAGTTTAATAGACCACAC 
ACATCGTTTMCCTGCTCTTGiSteATTGGAAATTTACACTGAACAAAGTGCA^ 
AACAGTTTT AI i I I I ATTAAAACTTGACTGAACAAAAGGGGACCATCAACATTGTAGACACTG 
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GAGGCCTTACAGAGTGCTAGCCTCTTCCTTCAGGACTCACCTGGGGCCTGCTGCTTTTATAT 

TTTGAAAGAGTTTAANNN 

>630 

NACCAAGTATAAATATAAATTACAACCCTCCCTCCTTACTATCAACGCGCCAACCCCT 
I I i I M I M I CCTTTAATAACGACAATTTTCATTTTTTAGGGTTCAGTTCCAGCTGATTTT 
CCTTCTGAAAAAAAGTTATTTACAGAAGGTATATATCAACAATCTGACAGGCAGTGAAGTTGA 
CATGATTAGCTGGCATGAI I I I I ICI I I I 1 I 1 I CCCCCAAACATTGTTnTGTGGGCTTGAATT 
TTAAGACAAATATTCTACACGGCATATTGCACAGGATGGATGGCAAAAAAAAGTTTAAAAACA 
AAAACCCTTAAGGGAACTGCGTTAAAAAGGCAGAGGTCCTAGTGCGTGTCATGTTATAITAAA 
CATACATACACACAATCTTITTGCTTATTATAATACAGACTTAAATGTACAAAGATGTTTTCCA 
CTTTTTTCA A I I M I AAACACAACAGCTATAAACCTGAACACATATGCTATCATCATGCCATAA 
GACTAAAACAATTATATTTAGCGACAAGTAGAAAGGATTAAATAGTCAAATACAAGAATGAAA 
AACGCAGTACATAGTGTCGCGAACTGAAATCGGCATTTAGATAGATCCAGTGGTTTAAACGG 
CACGTTTTTGCTTATAAAAAAAGTGCAAAAAAGATGTGGTTTAGAAGTTAAAGCTACAGAATC 
CG M i I I GGTGTAATTGCACGAGTTTTAAAGCCTCTGGACAGAG CAGTA TTTGGTTTAAAAGT 
TTG M i l l CTTAAAAGCTTAGAGTGTrrGGGTAATTGTCCTCCCCTTTTTACAAGACGGGGGG 
CGGAGGGTGGACAGTGGTGGCAGGTTAAGG GATAC TGTGACTTTAAGAAGCGTGGAGATTG 
AAGTGTAAAGATGGAGAAATTAGGGGCTGATTTTTTAAACTGTGTGAGATATTAAGCAGCGG 
CCGTGTTATAAAATCAGGAAATGGAAACAGCGATTTACACGGATTAAGAG CGCCTTTATATAT 
I I I M ACAAAAATACAGTGAGAAAATAATGAAAGGTTTTCATCTCTCTTGTG I M II M GTTTTT 
TAAAAGTGTGAAAAGTCTACATTTAAATATAAAAAATTAAAAGTTAAAACTCTAGCCCTTCAGT 
GAAGGAGACGTAAAATGGGGTGGGTAACAACAAGTACCAAAAAAAAAAAAAAAAAAAAAGAA 
AAAATCGAGAGGGAAGGAATAAAGAAATAAAGGAAGTAAAAAGAAAGGAAAGAAAAAAAGGG 
ACAAAAGAAAAAATATGTTTGGGCAGTATAAATACGTCCACATATAAAATGGCATGTGATTAC 
ATTTACAAGGAAAAAGAAATACGAGGATGGAGCATCGGTGAAGGAAAAAAACAC GTCTTCTG 
ATTTAGACCTATAAGGAATAAACACACACACTGAGAAAAAATTTGGTCCTGAATTG I M I! M I 
TAAAATCCAGCACAGATTTGAGTTGCGTTTGAATCCTTTAAAGAGTTAAGAATGAAAN 

>631 

NNNNNACGCCGGGCGCGGCGGCGCGCGGAGAAGTGCGGCGGAGCGGCGCCTGC 
ATTAGCAGGTATGCAAAGAAGCCTTTTCACCCTGATGTCCTTAGAGATAATATGGATCAGTCC 
AGAGTTCTCCTCTGGGTGAAAGCAGAACCCTTTATAGTGGGTGCCTTGCAGGTCCCCCCTC 
CATCCAAGTTTAGTCTTCACTATCTGAGGAAGATATCCACCTATGTGCAAATGCGGGCCACA 
GAAGGAGCTTACCCGCGCCTCTACTGGTCTAGATGGAGGCACATCGCTTGTGGGAAGCTGC 
AGTTGGCCAAGGACCTGGCGTGGCTTTACTTCGAAATATTTGATAGTCTTTCAATGAAGACA 
CCTGAGGAGCGCCTGGAATGGTCTGAGGTTCTGTCCAACTGCATGTCTGAGGAGGAAGTTG 
AAAAGCAGAGAAATCAGCTTTCAGTGGACACGCTACAGTTTCTGCTCTTCTTATACATTCAAC 
AGTTGAACAAGGTCTCCCTAAGGACATGTTTGATTGGCGAAGAGTGGCCCAGTCCCAGAAA 
CAAATCTCAGTCTCCTGACCTGACTGAAAAATCTAATTGTCATAATAAGAAGTGGAATGATTA 
CAGTGACCAAGCTTTTGTGTATGATCATCTGTCTGATCTCCTGGAGCTGGI I I lAGATGGAAA 
ACAACTCACTGCATCATTTGATTCAACCCATAGTAGTGTAGTGTCTCGAGAAGCTGTTGTGGC 
GCTCAGCTTCCTTATTGAAGGtACAATAAGTAGAGCCAGGAAGATCTATCCACTTCATGAACT 
TGCACTGTGGCAACCACTGCATGCAGATAGTGGCTTCTCAAAGATCTCTAAGACTTTCTCTTT 
CTACAAACTGGAAACCTGGTTGAGGTCCTGTTTGACTGGGAATCCATTTGGTACATCAGCTT 
GCCTCAAGTCTGGAAAGAAATTGGCTTGGGCTCATCAAGTTGAAGGGACCACCAAAAGAGG 
TAAGATTGCTTGTAATACTCATGTGGCCCCTAGGATGCACGGACTGGTAGTGATGAGCCAGG 
TTTACAAGCAGACACTGGCTAAGAGCTCAGACACTCTGGCGGGGGCACATGTAAAGATTCAT 
CGTTGCAACGAATCTTTTATATATCTGCTCTCTCCCTTACGATCTGTGACAATTGAGAAGTGG 
AGGAATAGCATCTTTGTCTTGGGCCCTGTAGGGACTACACTTCACCTCCACAGTTGTGACAA 
TGTTAAAGTCATTGCTGTTTGCCATCGTTTGTCCATCTCTTCTACAACAGG TTGCA TCTTTCA 
CGTTCTTACGCCTACACGCCCACTTATTCTCTCTGGGAAGCAGACAGTAACTTTTGCCCCTTT 
TCATACACATTACCCAATGCTAGAGGACCATATGGCCAGGACTGGCCTTGCTACAQTGCCTA 

TTACCACCTTGTGAATTGTAtGTATTTATTATTCCCTTTGAAATGG AAGG 
ATACCCGGGGGTCTTCCATCTGTATATCAGAAAGCACTGGGTCAAAGAGAACAGAAGATACA 
GATCTGGCAGAAAACTGTGAAGGAGGCTCAtTTGACAAAGGATCAAAfeGAAGCAGTTCCAG " 
GTACTGGTAGAGAACAAGTTTTATGAATGGTTGATTAATACAGGACATCGCCAACAGCTGGA 



Page 194 of 355 



wo 01/42467 



788 

Table 4 



PCTAJSOO/33312 



CAGCCTTGTACCCCCTGCAGCAGGCTCCAAACAAGCAGCTGGATAAGGATCTTACATGCAG 
ACAGTGGGCCCTGGAAATACAAGGATAAATGGAGGATGGTGCTCATGTTGAAACTTGAAACT 
AAATTGGGAAGGTGGTATTGCTGCTTAAGAGACATTGGGACTTTTCTGTC I I M I I I I I I M I I 
Min i GAGGCAGAGTGTTGTTCTGTCGCCCAGGCTGGCGTGCAGTGGCGGGATCTCGGCT 
CACTGCAAGCTCTGCCTCCCGGGTTCACGCCATTCTCCTGGCTC AGCC TCGTGAGTAGCTG 
GGACTAOAGGCGCCCGCGAGCACGCCCGGCCAA! I I M II I GTATTTTTAGTAGAGACGGG 
GTTTCAGCGTGTTAGTCAGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCCATCTCGGCC 
TCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGTGCCCAGCCTTCTGTTCTATTTAAGAA 
CTTTGATTTCCATTCCATTTTCATTTATTAGTGTTTAGGCCGAATTT^ 

TCATATAAACATATTGCTTATAGAACATGAGAAGACTCATCTTTGTGATGCCCAAATGAAAAA 

GTTGGTGAAGGTAGTACCATTGTATGTATGTTAATATTAAAGCAACTGAGTGTAGATTTGCAA 

CTATAGTGCGTCTCTCCATTTGTGTGATCAAAGAGTTTTATTCTTTCTAGAGTTAAATAAGAGT 

TTTATAGTTCTTTGTAACTATTTAAAAGGAAATTGCTACTCCTTTTAAAAAATAATTG^ 

AAGTATGATTTGTTGGTATATAGACATAGAAATAGTTTTATAGTATATTTTAGTCCTTAAAGTAT 

GGAACTTAATGAAATTGTTTAAAAAAATCTTTATTTTTCAGTTCCTGCTTCAAAT^^ 

>632 

GCCGCCCGGGCAGGTACTTGTTAAGCCACATTTGAGGTTTATGGTAAAAATCATCTT 
TTGAGTTTGCTGTTTGG I M 1101 ICATTCCTTTTGAGGATTGGGAAAACAGAAAGATTCTTTG 
ATTTGGGTAACGAGCGCCTGTTGGTAGGAACCTGCTTGGTCGCGTCTGAGGGGGCTTGTAG 
GTGGCTCTGGGTGAAACAGGCGCCTGGGAGAGTCTGTAGGAGGGAAACGGCCATGGACGA 
TGAGGGTTGCCGTGGGTGTAAGACCACCAAATATCGGAAGCCGTCCTTGAAGCTGATGGTG 
AATGTGTGGGGAGAGACTCTCTGTGAAAGTTGTGTAGATTTACTGTTTGTGAGAGGAGCTGG 
AAACTGCCGTGAGTGTGGTACTGGAGTGAGAAAGAGGAAGTTCAGGGTAGAACTGTTTGAAG 
ATGCGACTGTTGAGAAGGAGGTTGAGATGAGGAAAAAAGTGCTAAAGATATACAATAAAAGG 
GAAGAAGATTTTGCTAGTGTAAGAGAATAGAATGATTTGTTGGAAGAAGTGGAAGAAATTGTT 
TTCAACTTGACCAACAATGTGGATTTGGACAACAGCAAAAAGAAAATGGAGATATAGCAAAAG 
GAAAACAAAGATGTTATTCAGAAAAATAAATTAAAGCTGAGTGGAGAACAGGAAGAACTGGA 
AGAAGCTTTAGAAGTGGAACGACAGGAAAATGAACAAAGAAGATTATTTATACAAAAAGAAG 
AACAACTGCAGCAGATTGTAAAAAGGAAGAATAAGCAGGCTTTTTTAGATGAGCTGGAGAGT 
TCTGATCTGCCTGTTGCTCrGCTTTTGGCTCAGCATAAAGATAGATCTACCGAATTAGAAATG 
CAAGTTGAGAAACCCAAACCTGTAAAACCAGTGACGTTTTCCACAGGCATCAAAATGGGTCA 
ACATATTTCACTGGCACCTATTCACAAGCTTGAAGAAGCTCTGTATGAATACCAGCCACTGCA 
GATAGAGACATATGGACCACATGTTCCTGAGCTTGAGATGCTAGGAAGACTTGGGTATTTAA 
ACCATGTCAGAGCTGCCTCACCACAGGACCTTGCTGGAGGCTATACTTCTTCTCTTGGTTGT 
CACAGAGCACTACAGGATGCATTCAGTGGGCTTTTCTGGCAGCCCAGTTAACCATTTATAAG 
ATTTGGACGTTGGAGCTGAACCAGGGAGCTAGCAAAAGTAAAGCAGACTTATAAAATTATAG 
CTATGTGCAGCTGCACAACACAGTCCTTCCACTAGCAGCTGTGTTAAAGTATTTATAAGGAG 
AAAATTTCAGAACTAAGTTGAGTAATATAGGGGATATATATTTGTGAAAAATAATTTTTAC^ 
T AII I I I CAGAGGATTTGACACGATAAGCCTCATCTGATGGAAGAGAGGAATAAATAATTCAC 
CTATATGTGTTTGAGGTTGTGACAGACTTATAAAATGTTTTTAAAAAATAAAGCTATAATTTATA 
TTAAGTTCTGTGG UNI CTCTTATTACAGTGTTTTACTTGAACACATTTTAAATACCATTTTGA 
TTACAACATTTACTGTTAATANNNGNNGNNNN 




TGAGTAAAGGGAATAAGG1TGGGGGCGGAG I I I N I I I II II 1 1 M I IGGAG I I IMG 
CTCTCAGCTGTAGCCCTGACATGAAACGCTTGCTACGTTTCTGCAGCAAAGTGGGCCGAGC 
GCAGTACGCACAGGTGTGGTGTTAGCCAGGGAGACCGAAGCCACACAGAAGGGGAGTCAG 
TAAATGTGCATCTCCACGGTGTCTGCCTTTGCCATTGGGAGGCCTGAACTAATCAAACGTTC 
ATTAATAGGATCCCAGCCTAACAGGAACGCTTATGTAGCACCATTCTTAGAAACTACCAAGTA 
TGACACAGGTACATGTGTATGGGGACCTTCCTCTTGACTGCTTGTCAAGAAAAG GATCCAG A 
GGGAACTTCTGCCCCTACTTCCATGAAGTGAGATGCAACAATCATTTCCAATCTAI 11 I M lA 
TCTCATGCTAAAATGAAAGTGGAGGGGAGAGGGAAGAAGGCTCGCATTCTACAATTATAAAT 
GCTGTCCTGGTAGO C I I I C M CTCtTGCCGGCTAACAATTGTTCTAACAGCATCCCATGGAG 
GCCAGCAAATGAATGCCGCAGGGACTACAGCCAGAAAATTGTGCCTGTAAAATATCATATTC 
CTCTGGAGCTTGGTAATATAGAAATTTTACCTCTAOAGATGAGGCAAACTAAAATATTGTTGT 
AACTCAAAAAGGCTTCTGAAGTGCTGAGTTAGAATAAATATATATAGATACATACACACACTA 
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CATTGCTTTGGATGCAGGTTCTTACTAATTTATATACACATGTAAAGAGAAGATACTGAAGTG 

TCTAACTGTAATTTAGCAGCAGAAAAAGAAAACTGCTTAACATATTTGGTTCTTAATGAAGTTG 

TGTTTAAAGAAATGCATTAATACTGGTATGAATTTGTATCATTGATAGTGTATCTGGATAATCG 

CAGTAACTACAGACAdAGACCTTGTGGTATGGAGGTTGCTAAATGAGGGGAAGACTAATTCC 

CCCAGAGATAAGATCTGAGCTGCTTTAGACTCTGGAAGTGGTTTTCAGTACCTGCCCCGCTG 

TAAACTCTGAAAACACGAACATGATTTCCAACCAAATCTTTGTGCTCAGAGCCATATTGCTAA 

AAAGAAAAAGGGATTGCAGAGGCAAAGTGGACATGGGGTTAATTAAACAAGGCCTCTGAATT 

CAGGTGTGGCATTTAGATCCTGCAATGAATGGACCTATTTTAGAGAAGTCAGGGGCAAATCT 

TTTGT A I II I I I GGTACAGATGGGGTTTTGCCATGTGGACCAGGCTGCTCTCGAACTCCTGG 

CCTCAAGTGATGCACGTGC CTTGG CGTCCCGAAGTGCTGGGATTATAGGAGTGAGCCACCA 

CGCCCGGCTACGAGTTGGGTnTAACAGAAGAGGACCTTGAATGCTGAAGCTTCACAGGGC 

GGCCAAACTAACCCTCGN 

>635 

NNNNNCCTGATGTGGTGTTTCTGCCACATATGTATGTTGACATAGTTCATAGTACTG 
CGCCGGTACTGCCAGTTAGACTCCACAGACCTAATTTGGATGGGGAGAAAAACTCTCATGC 
CTGACCCTTCCCCCCCCGCCAATGTTAGACCAGAGCTGTTGATCCCACACAGTCATTGTTCT 
GAAAATTCATGAACTATTCTCTCATATCCCTGAAATATCAAAGTAAGTGGCCCCTATTCCTAC 
AGATTATTTAGTTTATAAAGCTTTGCTriTAATCATACCATAGCTTACCTGGGTAAAACT^ 
GTATAAAGGGGAAACTTGCTTTAATCTGTGGGATTGCGGACCCGATG CGAC TTGCAGAAGG 
TAAACCGGCGTGGGTTTTGTGTGCGTTAGGTTAAGGTGTTAGTGG ACTT TTAATGTATCTTGT 
GAAGTATGGTTACTAGGGTAGGTTCAAGAGCTACATGCCTCTGGCTTTTGAACCCATCTATT 
AAATCTTTTTTAATGGTGTACTAAGATAAATGTGAAGTCTGAGTAAGGTTGCTC TCAG AAAAA 
AAAAAAAAAAGCATATATATATATAAAATAAAATTrAGGCGATGG GAACT GGCATTTTACTTGG 
TATAGGAATTTAATGAGAACCAAATCACAAAAATACCAGATCTCCTTTTGAGATCGTGGACAA 
TCAGGCCTTTGGACAATCACCGCTTGCAGTGCCCGCTGTGCGTTGAGGTTAGAGACCTACC 
GTrTACACGCTAGAGCGGAGAGGACGTTCAAGTTTCTTAAAGATGGTGTTGGTCTTrTTTCTT 
ATGTTATTGTTTTAGTTTTGTGATTTTGATGAATAATTGAAGTTCAGAGTCACCC GTGGC TC 
AAGGAAAAAACAGCATCATGAAAGGCAAAAAGTATTTGAAACGTAATTGTTTCAATTTTCCAC 
GCCCGTTCTCACATGCCCCCTTTAGCTTTATTTCT GGGA ACATGTCACTAGACCTCAGCTAG 
CCTGACACCGCAATAACCCGTTAGGCTTTGAGGCTT TTCAG TGAATTCTTGACAT TTAAA TCT 
TCTTATAGAATTCTTTATGAAGCCTTAACT^TTCTTGTTTTTGCTTCCTCAGA 
GCATCTGCCATCCTTCATTGGAI I I 1 I GTTTTGGTTTGTTGTTGCCATTCTAGCAATGAGCTTA 
GTCCTTGTACATCTGCATTAAGGTGGCGATGCAGAAGGCAAATTGGAAACACGCGCCAGCG 
GCAGTGGGGCTGAAAGCCGACCTCCATGCATCATTCTCTAGAGTTGAAAGGATTGACATTTC 
TGAGTAACTACCGGGGAAAATATATATTTTCATAATGTTGAATTTGCCTTTTAG GAAAA CAATG 
TTTGATGAAACACTTGTAAGATACTTATTTTGAAATT 

TGAATTCAAAGGGAAATGCTTCT7TGAC I II M I I CATTGTTCGGTTGACTTTCAGCTTTCTGG 

AGTGACAAAGCAGCAGTGATGGGTGCTATTCCTGGTTCTGTGGTGGTTTAGTTTGTCTACTA 

AGTGATTTACTTTCAAACCTCATTACAGATAATGTTACTAAAAGACTTAACATGCAGAGTGCTA 

AAAGGTGTTTTACTGTTTTCCATTAACGGTGTTGTATG AACAA TATTTGGT GACA T G 

TTTGTCCTGTAGATTGTCATATCTGTTATGTAGTTATCCTTTTGGCAAGTCCTTTGAI I 1 1 I I II 

TCCTCTAGAAAATCCTCAGACTGTCAATCTTCCATATTTTGAATATTATAATGCTGTGGCGATT 

TCTATAGAAAGATTACTTGCAAGTGTGTGTCTTGAAAATAACCTCTTGTATTTGTGTGTTTATG 

TGAGTTCTGTCTAAGAGATCAGATAAGCTCTGGAAGCTTCATCATCTGTACCTACATGTAACT 

GTATCTGGGTTACATGGGCAGGCGGTACCAAGTCCTGCTCTTCGATGGGGTGGCTGAGAGA 

TAAAGGTTCCTGAACTCTCCTTGCTGTGTATGCACCACATCTGTACTTCAGAGAGGTGGAAA 

ATCATCTACAACACTGCGTTTCTTGTGGTTGTGCTGTTACTGGTATAAAGTCAAGTGCGTTCA 

ATGCTAAAGGCTCAGAAATTTrrCTTAAACTGATTTCATGTGCTATGCGAGCTTGTGTTCTAC 

AACCTGCATAACCAGTACTTGTGTAACACTTGTTTACGCTTCAATTGTACATGGTGCTTCTTA 

ACGGAATTTATAGCATTTTTATTTAAGGTACCTCCAAACTTGAATTC GTCTG TGTGAAGCATTG 

TAAAACGATACATTTCTCTTTTGAQTACCATTACAGTTGTACAGAGGTTTTCACTGCTTGTAT^ 

TTTCTACTQATACTGACTAAGCATGNNNNN 

>636 

tATAGGGAGTCGAeCCACGGGTCCGGGTTTCGGTTGGAGGAGTCGTTGGGGAGGTG 
GCCfGCGCrTGTAGAGACTGCATCCCGGAGACGATGGCGGAGGGAGATAATGGCAGCACC 
AACCTGCTGGCTGCAGAGACTGCAAGTGTGGAAGAACAGCTGCAAGGATGGGGAGAAGTG 
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ATGCTGATGGCTGATAAAGTCCTCCGATGGGAAAGAGCCTGGTTTCCACCTGCCATCATGG 

GTGTGGTTTCTTTGGTGTTTGTGATTATGTACTATCTAGATCCATCTGTTCTGTCCGGCGTTT 

CCTGTTTTGTTATG M i l l GTGCTTGGCTGACTACCTTGTTCCCATTCTAGGGCCTAGAATTTT 

TGGGTCCAATAAATGGACCAGTGAACAACAGCAAAGATTCCATGAAATTTGCAGCAATGTAG 

TAAAAAGTCGAGGCAGAGGTGTGGGTTGGTGGAAACGCCTCTTCACACTAAAGGAAGAAAAA 

CCTAAGATGTACTTCATGACCATGATCGTTTCCCTTGCTGCGGTTGCTTGGGTGGGACAACA 

AGTCCACAACCTGCTTCTCACCTACCTGATAGTGACTTCCTTACTATTGCTTCCTGGACTAAA 

CCAACATGGAATCATTTTGAAGTACATTGGAATGGCCAAGAGGGAGATAAACAAACTTCTCA 

AACAAAAAGAAAAGAAAAACGAATGATTCATCTGCTTTAATCAGTGTGATTAATGCAGCAGCC 

ATTGCCCCGGGAACCGTTTCTGCTGTACTATCTGGATACTAAAATGTTACGGAAGTAGeTCT 

TTGTTCTCCCTCACTCTGCCCTTAGTTAATAGAAATTCAGACTCGCGAAGTAAGGCTTCGTGC 

ATAGTGTGTTGATGTCGCGTATAGTTGAGCGGGTTCTTAGCAG TTGGC TTCATGGACA ACTC 

ATTAGTGTTTTGACTTTTGTTAGGGAGGGTTAATTGAATTGTTGCTTTTAGACAAGTTCG^^ 

GTAGTGGTGAACCTTGCCGTTTAGTAGAGTTCAAGTGAATGTGGATAATTGTTGATCTTTGGT 

TTAGGTTAGATACCATGTAGTGGTCTGTGGCTACAGGAAGGTGGTTCTGTCTGCTTGCACAG 

TCTGGTTAAAAAACTGTCTGAGTTCGTGAATATAGAGACCAAGTTTACCACTTCTGATGAAGA 

GACGAATTAAGATTCATTGGTGATTGTGTTTCTTTCGAGTGGGAGAAGAGTCCCCATGAAATA 

AGATGAAACTGATTCCATGCACTAGTACATGTAGGGTTCTCGCTTGTGCAAAGCTTAGGAATT 

TGTAGGAAAGTTTGATG Mill GTGCAAGAAAAGGAATGTCTGAGAGGCTTAAGGTTTGGTGC 

GCTTGCACTTAGACTCGAAGTTAGTAAATCGTTAAAGGCTTTTTAATAGGAGACTTCGAAAAG 

ATTGCATTTAGGATTTGTAGCATGGTTTTAATTTGAGATTTTGAGGTGACATTAGGTATAGTAT 

AGAGTAGGTTAAGACTGATGTCTATGAGTTTGACTCTAAGAGTGGCAAAAGGACAGGAGTGT 

TGTATGTTTAGTGAATATTGATTTGAGTAGAAGATAATGTTATCTAATTTT TGAG ACCAGAATA 

AGGGTTTTAAGGTAAAGCTGAAAATTATGATTTTATGGTAATACTGACGATTTTAGTGCGCT^ 

GTTTGACATGGGAGATAGTGACTAGAGTGGTGTGTGAGTTTTTTCCTAGAGATTTGTCGGTGA 

AAAATAGAAGGGCTGTTGGTGAGAGGAGACTTGAGGTGATGATAGTTGGGCTCTGGTCTAGA 

AAGATTTCATAACTCCTTGGAAAGCTTCTTATAATCATTGTTAAGTTCTTGGTAGGTAGAAATT 

TAGAGTAGTTGAAATCTTTAGGAATGAACTTGTGAGGGCCAAAAAATGTGACTGACGGGAAC 

AATTCTTAAACTGATTAACTAGCTGTAATATAGT TTTGT GAATTTATTGCACTGATGTTGTACC 

TTGTGGTATATCTGTCCCTATTAAATAAGTGTTGTTTTCTCCTCTTTAATATTGCTGTGA ACAG 

TGGTGCCCATTGTAGCATATGTTTGA 1 M I M M 1 ATTATTTCATAAG AAAACTACGTTAATTTT 

ACCTTACTTTCATTGTAAATAAGCCTGTCTTCGTATCTGGATTTTTTGTG TGCA TACATATTCt 

ACTGATTAACTACTTTTGCAGTTTTAATCCTGTATTATTTCTTCTACTTTGTT^ 

GG AAAAAATAAAAAAAG CTGG AATGTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAaaa 

aaaaaaaaaaaaaaaaaaaaaaaaa£iaaaaaaaaaaaaaaaaaaaaaaaaaaaaagaaagaaaaaaaaagaaaaaaa 

aaaaaaaaaaaaaaaaaaaaaaaaaataaaaaagcacacaaaacaggcgagggcagccgagaacccagcaacaatctcga 

gagagggcgcggacaggaaatgatcgacgcccgctgcagatggtacagaacgcttagaagcaaagcgaggaaagcaagagtcc 

tgatacgamgaaacaggcgggtgcagcgcggtca(x:aacaaatactgagacgaacggaagragagacagagcgagcat^^ 

agtaagaggagagagccaaccroacgoxgggggcaggcacagaggagcacagaaaaaacaaagacara^ 

acgcagaacaagaaaacgacgcacgaggccacacaaccaacaaacaga 

>637 

NNNGGAGCGCGGTTTGCCCCCTTTGAACNCCGTTTNGNTCGGGACGCGCGCCATTG 
TGTTGGTACCCGGGAATTCGGCCATTATGGCCGGGGGCGGGTAAACAGACATGGCCGGCG 
AAGGAGATCAGCAGGACGGTGCGGACAACATGGGCAACCACCTGCCGCTGCTGCCTGCAG 
AGAGTGAGGAAGAAGATGAAATGGAAGTTGAAGACGAGGATAGTAAAGAAGGCAAAAAACG 
AAACATCATAAATTTTGACAGGAGTCTGCGGACATCACATACATACCTAGGTGCTGATATGGA 
AGAATTTCATGGCAGGACTTTGCACGATGAGGACAGCTGTCAGG TGATT GCAGTTCTTCGAG 
AAGTGATGATGATCCTGATTGGCGGAGAGACATTACGTGTTCAGCTTTTTGAGCGTCAAGAAG 
TCAGTATGGTGCGGAATTTAATTCAGAAAGATAGAACCTTTGCTGTTCTTGCATACAGCAATG 
TACAGGAAAGGGAAGCACAGTTTGGAAGAAGAGGAGAGATATATGCCTATCGAGAAGAACA 
GGATTTTGGAATTGAGATAGTGAAAGTGAAAGCAATTGGAAGACAAAGGTTGAAAGTCGTTG 
AGGTAAGAACACAGTCAGATGGAATGCAGGAAGGTAAAGTGGAAATTCTTGGCGAATGTGTG 
TTGCCTTGAACCATGTCTGGAGTTCAATTAGAATCCCTCAATAAGTGCCAGATATTTGCTTCA 
AAACGTGTCTCAAGAGAAGACGAATGTTGATATAAATGGTGGCAGAAATACCAGAAGAGAAA 
GTTTCATTGtGCA/^tCtAACTTCATGGCCTCGCTGGCT^ 

CTTAATGGACAGAATCAAGAAACAGCTACGTGAATGGGATGAAAATCTAAAAGATGATTCTCT 
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TCCTTCAAATCCAATAGATTTTTCTTACAGAGTAGCTGCTTGTCTTCCTATTGATGATGTATTG 

AGAATTCAGCTCCTTAAAATTGGCAGTGCTATCCAGCGAGTTCGGTGTGAATTAGAGATTATG 

AATAAATGTACTTCGCTTTGCTGTAAAGAATGTCAAGAAACAGAAATAACAACCAAAAATGAA 

ATATTCAGTTTATCCTTATGTGGGCCGATGGCAGGTTATGTGAATCCTCATGGATATGTGCAT 

GAGACACTTACTGTGTATAAGGCTTGCAACTTGAATCTGATAGGCCGGCCTTCTACAGAACA 

CAGCTGGTTTCCTGGGTATGCCTGGACTGTTGCCCAGTGTAAGATCTGTGCAAGCCATATTG 

GATGGAAGTTTACGGCCACCAAAAAAGACATGTCACCTCAAAAATTTTGGGGCTTAACGCGA 

TCTGCTCTGTTGCCCACGATCCCAGACACTGAAGATGAAATAAGTCCAGACAAAGTAATAGT 

TTGCTTGTAAACAGATGTGATAGAGATAAAGTTAGTTATCTAACAAATTGGTTATATTCTAAGA 

TGTGGTTTGGAAATTATTGCCTCTGATACATACCTAAGTAAAGATAACATTA ATACC TAAGTAA 

ACATAACATTACTTGGAGGGTTGCAGTTTCTAAGTGAAACTGTATTTGAAACTTTTAAGTATAC 

TTTAGGAAAGAAGCATGAACGGCAGTGTAGAATACCAGAAACATGTAGTTGGGTAGGTTGGT 

GGGATTATCGTGTGGAATGTGATATGTCTGGTAGCATGTCATTGATGGGAGATGAAGACATC 

TTTGGAAATGATGAGATTATTTCCTGTGTTAAAAAAAAAAAATGTTAAATTCGTACAATGTGAA 

ACTGAAAGTAATAATTTGATGCTGATGTATGGGAGAGGTATGTGTGGAGTGGTCTAAATAACA 

AAGCTAGGGTGACAAGTAGATGTTCGTTTGGAAAGAAGGAGGCATGTATATTATTATTCTAAA 

GGGGTTTGTGCCTTGGATTTCGTTAGTCGTGAATAGTGTTGGACATTCGGAATGGTTA ATGCC 

GTTGGCCAATATGATTGCTAGTGGGGTAAGGTGGGTTGCTTGAAATACGTTGTGTGAATTTTC 

ATTGTGGATAGGAAGAAGTCGGGAAAGTTTGAAAAAAATAAGAGTAAATATAGTCAGGAGCTA 

GCTAGAAAGN 
>638 

GGACGCGTGGGGTTCGAAAGATGTGGTGAGTTCCGGAAAGGTGTGTTGAGTTTGGC 
AGATGGGAGAAGAGATGAAAGTCTGAAAGTGGATGAGCATGTGGCGAAAGAAGATGCGCAG 
ATTCTCTATAAAGCTGGTGAGAAGAGATGGGGGACGGATGAAGAGAAATTCACTGAGATGCT 
GTGTTTAAGGAGCTTTCCTCAATTAAAACTAAGTACAAACTCACATTAGAATGGTTTGTGTTGT 
ATGTTGTTTTTAGAAATGTTITTGCATTTAGTATACAAAGATCTAGCAAAAAGGAAGT^ 
TTGCGAAGTCTGTTCCAGTTAT TCACACTTCA GGAAACAAAATGGGAAAGCTGTATTGTAACT 
CAAGGAAGTACTGACACTACACTTTTGTTTTTCCATAGAGGCTGAGTAGATTACCTAGTGAGT 
AGGAGGTAATAGATGGGGGAGGGAGGTGGCAGGGAGAAGAAAAGAGGCCACCCTCTAGGG 
TGAGAGTAGAAGGGGTTGTTGGTGTGGAATGGAGAAGGCGAACTGCTTCCACTCCACCTAA 
CAGTTGTCGGTAGTTAGGGAGTTCGAGAAAAGCCAGACAGTGCAGGTGAGTGTCTGTTGACA 
CATCAATACTGATTAACCTTTAGGTATTTCTGATATGAAGGTAAGTGGTAGAATGGATCAAGT 
CTTATCGTCAGACCAGCTATTACATGGAATTGTGGGCAGGCGCCCTGTTGGTCATGGCATCT 
CCTAGAAGTGTTGTGGAAGCAAGAAGAGCTAGAAAACTAAAGCTTCATTTACTGTGAACATCT 
TCTGACTGTGGCTTCCAGATGCTAGTTTAGAGAACAACCACACAGGAAGACCAAGGTTATGC 
TGAGTTGACGGAAGAATGAGTAAACATAAGGATATTACTGTGACTTTGAAATTCTGAAATTGT 
TCTTTCTTAACrrTTGCATTAAAATGAGATTTATTTTATAAAATAATGAGAACAGTATG 
TTGCTTTATTCATGTCTTTGTTTGAAAAACAAAAAGCAGATAACGCTAGGTCTCTCTCCAAAAT 
TT C I Mill I A AAAATGTATTGNGGAAAAATATACTTGGCTTAGAAAATATGCGN 

>639 
>640 
>641 

GGGAGATCTGTGTGAGAACGTGCGTGTGAGGGGATAGAAAACCCGAGAGAGGCGT 
GAGGAGCGCTGTGTTTGCGAGCGGGAGCGAGGGGCGCCGGCTGGGGTGTGTGCTCCTGA 
GCTCrrCAGAAACCAGGGTGCTTTGAGGAACATTGCTGTGGATTCCCAGCTTTCAGACAACA 
CATGACTAAGACAGAATGAGACCACTCTAGTTGCCTCATGGGAAACTCGGGAAAAGACTGCA 
AAAACAACATTGTTTCTCCCTTTGGAATTCTGGAGTTATAAGGCAGAGGTCCCCCATCTTCCC 
GAACTGGCCTATTCCACTAGAAGCAAGATGGCTGAACTCAATACTCATGTGAATGTCAAGGA 
AAAGATCTATGCAGTTAGATCAGTTGTTCCCAACAAAAGCAATAATGAAATAGTCCTGGTGCT 
CCAACAGTTTGATTTTAATGTGGATAAAGCCGTGCAAGCCTTTGTGGATGGCAGTGCAATTC 
AAGTTGTAAAAGAATGGAATATGAGAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGT 

NNCGTCCGCCCGCGGCGQTiSGGCGGGGTCGGGGGGGGGGGCGGAGGAGCAGTA 
GGTGTrAGCAGGTTGQTCGCGACAGGTGCGCTAGGTAGAGCGCCGGGACCTGTQACAGGG 
CTGiSTAGCAGCGCAGAGGAAAGGGGGCnTTAGCCAGGTATT^ 

TGGAATCATCTCCATTTAATAGACGGCAATGGACCTCACTATCATTGAGGGTAACAGCCAAA 
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GAACTTTCTCTTGTCAACAAGAACAAGTCATCGGCTATTGTGGAAATATTCTCCAAAACACCG 

AAAATCTCTCCCAGCAGTTTAGAAAGGGGACCGTGACTGTGTTAAAGAAGAAGTGGGAGAAC 

CCAGGGGTGGGAGCAGAGTCTCACACAGACTCTCTACGGAACAGCAGCACTGAGATTAGGC 

ACAGAGCAGACCATCCTCCTGCTGAAGTGACAAGCCACGCTGCTTCTGGAGCCAAAGCTGA 

CCAAGAAGAACAAATCCACCCCAGATCTAGACTCAGGTCACCTCCTGAAGCCCTCGTTCAG 

GGTCGATATCCCCACATCAAGGACGGTGAGGATCTTAAAGACCACTCAACAGAAAGTAAAAA 

AATGGAAAATTGTCTAGGAGAATCCAGGCATGAAGTAGAAAAATCAGAAATCAGTGAAAAGA 

CAGATGCTTTCGGGCAAATAGANNNNNNNN 

>643 

NCGCATATCTGGGACAGTCAGGCCGGGTGTGAATCGATGGCTGCTGGGCGACCAG 
TTCCTGACAGAAGAAAAGATGTGGAGTGGGCTGCTACCTCCTGGCCTAAATGAAAGTGACG 
CTGAGTCAAACTCGGAAGATGAAGCTACGTTGGAGAACTCTGGACTTAACTTACAGGAAGAT 
AAAGAGGATGAGAGCATCAGAAAAACAGAAATCATAGATTTCTCAACAGATGAACCAAAAAC 
TGAAACAGAGTCAAATGTAAATGCCTATGAAGAGTGTCCTTCTGGAATTCCCATAGATATGTG 
GAATAAATTTCAAGAATTGCATAAAAAACATTCTGAACAGAAAAGCACAACCTCAAGATTCAG 
AGGGAAAAGAAGAAAACGCTCCAGAAAAGATAAATTGAAGAATGAAAAAGAATTACATAGTG 
AACCGTCCTCAAATGAAACCCAGTGGAAAGAGCTTACTCAGTATTTTGGAGTCAATGATAGA 
TTTGACCCGCCTGTTAAAAGGAAAAAAGTTGAGAAGTCAGGCCTTGAAAAGAGGATAGACCA 
GGCTGTGGAGGAGTGGAATATTGAGAAGGCTGAGGAACTCAGCAACCAGCTAGCTACTCGA 
GAGCTTGGTGTAAAAATTGCCAAAGCAGTTGCCTGCCACAACTTTGTAAAAGCCAAAAAGGA 
GGTTGAAAATTCAGAGGCTGCCCGAAAAAAGAAGAAACTTGCATGGGGGTTTGAAGCAAAG 
AAGAGATGGGAAACCAAAAGCAACATGGGATACATGTAACTTGGGAGAGTGCTTGAAGACAT 
TTGTAGAGTCAAATGCTCAATTTACTGAGAATGTTTTC CTGG CTATGTTAATAT GTGA GAAAAT 
TGATAGCACTAAAACAAAAATAAGCATAAAATTTGGGATrrTGATTATCAGCTCTTTTCAGTCT 
TTCTTTAAGGAGTTTGTCCTATTGAAGTGAATAAAATGAAGCATTCTGTTATTTGTATAAGAAA 
TGTAAGAAAAAAAATATAGAAAGAAGAGGATAGGATTTTGTTTATTTGTATGGATGGACCCTT 
GGTATAAAATCACTTTTGGCGCTTTCCATTCATTTGGTTTAGCACAGCCAGTGAGCTTCTCGT 
GCCTCGGCCGCCAGCGCGGGAGCNNN 
>644 

GCGGCCGCCCGGGCAGGTACGCGGGGACGTGACATGGGTTGGAAGATGGCGTCT 
CCCACAGACGGGACAGATCTGGAAGCATCTTTGCTAAGTTTTGAAAAACTTGACCGTGCCTC 
ACCAGATCTTTGGCCAGAACAATTACCAGGTGTTGCTGAATTTGCAGCTTCCTTCAAAAGTC 
CTATTACTAGTTCTCCACCCAAATGGATGGCTGAGATAGAACGTGATGACATCGACATGTTG 
AAAGAACTGGGGAGTCTCACCACGGCTAATTTGATGGAGAAGGTTCGAGGCCTACAGAACG 
TAGCCTATCAGCTGGGGCTGGATGAGTCCAGAGAGATGACACGGGGGAAATTCCTCAATAT 
TCTAQAGAAGCGGAAGAAGTAGGAGCTGCTTGCGGACAGGATGTCCTGGGGTCCGAAAGGA 
AGCTCCCTTCCCGGTGCACGTCTAACAATGCAGACGTCACTGGTTGGTTGGGAGAGGCCAG 
AGGGTGTACCTCCAGGAGTGCCCTACTCCCCTGCTCGTGGCCACTCTACACGTGTGAGGAC 
ATTCAGCAGCAACGAGCAACGCAATCTGCTCTACCCAAGGATCATTGCAGTCACTGAATCAA 
CTTCAGACTTGAACCTTCTTAGCCTCGGATATCGGCCACTAGCTGCAGGCGTATCAAACCTT 
ACAAGGATCGCAACTCCTGCATCTCTCCATCTCTGCGAACGTGATTGAGGAGACCCCAAGAT 
CCTTACCGCACGCATTCGACTCAGCCATGGCAATCACTCGCGACCCGACGACGGATAGATC 
CCACAGCATTGGCCTGGAACTCCATAGCAAACGGCCACCATGTTCAGGAAACCCGAAACCA 
GATTGCATTCGGAACCCTATCCCTGCGACCGTACATGGTGAACACCTCCGGATGCTAATCAG 
GTTCCCGCGATCCCCCTGTACGCAACCCGAACATGTCGCGCAAGAGCATATCGGTGTCAAA 
GATTCATACCCACAGAGCGCCACAGAGACACTATGAGATGCAGCCACACCAATCAGACACT 
GGAGAAGGACGAGGACCGGGGAAAGCACTAGAGGCCAGTCGGGTACAAGAAGAACGAACG 
CNNNNN 
>645 

NNAAGTGGCTTTATAATAATTGCCTTACTCCTCTGATTGGAGTAAGCCAACTACTGGT 
AAGGATAAAAAATAGGTCAATAGGTCTGGATTGATGCCATGCTGGTCCTGGGAAQTCCATCC 
TAAWGCTGAGCCGCTTCAGTGCCTGTGGGTAGATTCTCTACGTACGGTAAAACAAGACTPC ^ 
TCAACCTTCCCGGTAGGCAAGTGCTTAGAAGAAAAAGTTTCTGGTCTAAAGGATAGAGTA6G 
AGGGCCAGCAGTCTTTGGGTGTAAGAGGAAGCCTGGCATTTCTCATGACTTTGTrrCrTd^^ . 
ACAAGAGTCtACACTCATTGGCACTGTCAAtAtATAGGAGGTGGACAGGCCATCTGCttGCC 
TTGGAGCATCCCTTTCATTCTACCAACCTCCCAGAAATAGACAAAAAGGCAGTCAAAGTGAG 
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TAAGCACACGAGTGAGGCTAACGCTGGAGCAGCAGGTGGC AGTC CTGGCATTCCTTGGGT 

GCCAATATATAGGCCTGCCTGAAGTACTTGCTTATTGAAGAGTTTTAGCCCTCTACGGAAAAG 

CAGCCACATGGCAGTGATTGGGAAAAAAAAAAAACTTTGTTCGGCTAACTGGTGGATGTTAG 

CTTTCAGTGCTGTGTCCTTGAAGAATGTTGCACATGCTrTCAAAGGTTGCCAGTTTTCCATAA 

AGTACAATTCTGTGGTTCTTACTTGGAACTGCTTTATTTGGCTTTGGGAGGCCACGTGTTAGA 

CTCTGCGTTGTGGTCTTTCTAGAGTAAATCTTCGAGGGCTGACTACATTCTGGAGTTCCTTTA 

CGAACAGCTTCTCCTCTGTATATTTTTTCCCACTGTTTCCTCCTCCTTCTCATGTATTCTTAGA 

GGTCCAATATTCTCTTGAACTTTATGTCTTCTTAGTTCCCTTTCAA ATGCTT CAGTAAACGCCT 

GTGCTTGGAATTGGCGGACATCTGTTTCTCTTGGCTTGCGCTGCCTTTTTGTCTCCAAGTGG 

AACTGTTTGTGTTTGTTAACTGGAGATGGAGAGAGCGAATGGGATCTGTANGGTGGCTTTCA 

ACGCATGGAAAGTCCTGGCCTTGACTTCTTTGGCCCATACTCGACGATGCCATCACTGTGCT 

GAGACAGTGTCTCCTCAGTTCCATCCTCTACCTNCTCATTTCCAGTATTTTCTTCTTTATGGT 

CAGTCTTTTCTTTAATCCN 

>646 

NNNNNNCGCGGACGGCATACCGAGACTACACGCAGTACGGAGAGCCTACCCGCAG 
GCGGACTGTGATGTCAGGTAGGATAGTAATCCTAAGCGTTGCACATATGGCGTTATGAGATG 
CCTACTGATACAATACGGATCTGTCGGCCGAAGGGGGGGTCTCTCGGGAAGATGGGGGCTG 
TGTCGGTGTATGCTCCACCAGTTGGAGGCTTGTGTTTTGATAACTGCGGGAGGAATGGCGTC 
TTGGAAGCCGATTTTGCAAAGAGGGGATACAAGGTTCCAAAGGTCCGGAAAAGTGGCACGA 
CCATCGCTGGGGTGGTCTATAAGGATGGCATAGTTCTTGGAGGAGATACAAGAGCAACTGA 
AGGGATGGTTGTTGCTGAGAAGAACTGTTGAAAAATAGAGTTGATATCTCCTAATATTTATTGT 
TGTGGTGCTGGGACAGCTGCAGACACAGACATGACAACCCAGCTGATTTCTTGCAACCTGG 
AGCTCCACTCGCTCTCCACTGGCCGTCTTCCCAGAGTTGTGACAGCCAATCGGATGCTGAA 
GCAGATGGTTrrCAGGTATGAAGGtTACATTGGTGCAGGCCTAGTTTTAGGGGGAGTAGATG 
TTACTGGACCTCACGTCTACAGCATCTATCGTCATGGATCAACTGATAAGTTGCCTTATGTCA 
GCATGGGTTCTGGCTCCTTGGCAGCAATGGCTGTATTTGAAGATAAGTTTAGGCCAGACATG 
GAGGAGGAGGAAGCCAAGAATCTGGTGAGCGAAGCCATCGCAGCTGGCATCTTCAACGAC 
CTGGGCTCCGGAAGCAACATTGACCTCTGCGTCATCAGGAAGAACAAGCTGGATTTTCTCC 
GCCCATACACAGTGCCCAACAAGAAGGGGACCAGGCTTGGCCGGTACAGGTGTGAGAAAG 
GGACTACTGCAGTCCTCACTGAGAAAATCACTCCTCTGGAGATTGAGGTGCTGGAAGAAACA 
GTCCAAACAATGGACACTTCCTGAATGGCATCAGTGGGTGGCTGGCCGCGGTTCTGGAAGG 
TGGTGAGCATTGAGGCCCAGTAAGACACTCATGTGGCTAGTGTTTGCCGAATGAAACTCAAC 
TCAATAAAAAAGAAAAACCAAATTGGGGAGGCAACGAGGAGAAACAAAAAAAAAAACGGACG 

N 

>647 
>648 
>649 

ACGCGGGGAGAGATGTGGAGTCCGAGCAGAGGCGAACCTGTGTCTGTTCATGTCCC 
TGGGAAAGGTQCCCCCGAAGTGAAAGAGATGGCGTGGTGGAAAGGGTGGGAGAATGAATA 
AACAGACTAGGTTGAATGCATACAATGGAATGGTAGCAGACAATAAAAAGAAAATGAACTATT 
GATGCGCCCTACTGCACAGCAGAAGCTCTGAATCGTGTTCCTGAATGAAAGAAGTCAGGGG 
CCTCATAGACATTCACTCCACCCAACAACCACAGAATATACATTCTTCCTATCTGTACCTGGG 
CCGCGAGCGCGGGAGCNN 
>650 

NNNNCCGAGGTGACTGCAGAGCGGCTCGCGAGAGTCTCCCTCTGTTGGCAGGCTG 
GAGTGCAGTGGCGCGATCTCGGCTCACTGCAACCTCCGCCTCCTGAGTTCAAGTGATTCTC 
GTGGCTCAGCCTCACAAGTAGGTG GGAGTA CAGGGTTTTGGACTGATAAAGCAATGGAAGT 
GTGGCGGCGTTGGGTTGAGCGGGCTTTTTGGAAGTTTGTGGCGGAGTGAGCAGTTCTGTGA 
TATGAGCAACAATGGACCAGAAGATTTTATCTCTAGCAGCAGAAAAAACAGCAGACAAACTG 
CAAGAATTTCTTCAAACCCTGAGAGAAGGTGATTTGACTAATCTCCTTCAGAATCAAGCAGTG 
AAAGGAAAAGTTGCTGGAGCACTCGTGAGAGGGATCTTCAAAGGTTCCCCCTGGTCTGAGG 
AAGCTGGAACACTTAGGAQACGTAAGATATACACTTGTTGTATqCAGTTGGTGGAATGGGGG 
GATTTGCAGAAAGAAATAQC6TCTGAGATCATAGGATTACTGATGCTGGAGGCTCACCATTT 
TCCAGGACCATTATTGGTTGAATTAGCGAATGAGTTTAiTAGTGCTGTCAGA(3AAGGCAGCC 
TAGTGAATdGAAAAtCTTTGGAGtTACtACCTATCATTCTCACtQCCCTGGCT^^ 
AAAATCTGGCTTATGGAAAAGGTGTACTGAGTGGGGAAGAATGTAAGAAACAGTTGATTAAC 
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ACCCTGTGTTCTGGCAGGTGGGATCAGCAATATGTAATCCAACTCACCTCCATGTTCAAGGA 

TGTCCCTGTGACTGCAGAAGAGGTGGAATTTGTGGTGGAAAAAGCATTGAGCATGTTGTGCA 

AGATGAATGTTCAAGAAATACCACCTTTGGTCTATCAGCTTCTGGTTCTCTCCTCCAAGGGAA 

GCAGAAAGAGTGTTTTGGAAGGAATCATAGCCTTCTTCAGTGCACTAGATAAGCAGCACAAT 

GAGGAACAGAGTGGTGACGAGCTATTGGATGTTGTCACTGTGCCATCAGGTGAACTTGGTC 

ATGTGGAAGGCACCATTATTCTACACATTGTGTTTGCCATCAAATTGGACTATGAACTAGGCA 

GAGAAGTCGTGAAACACTTAAAGGTAGGACAGCAAGGAGATTCCAATAATAACTTAAGTCCC 

TTCAGGATTGCTCTTCTTCTGTCTGTAACAAGAATACAAAGATTTCAGGACCAGGTGCTTGAT 

CTTTTAAAGACTTCGGTTGTAAAGAGCTTTAAGGATCN 

>651 

GTGATTGCTGCCCTAAAGGAGAATGCTCTTTCGTTCCTCAGTGGTACGCGGACGCA 
GCAGGAGGAAACTGCTCGGGCTGCAAGCAGTCTTCCAGGCTTTGGGGCTGCCAAAGGAATA 
ATTGAGACGTCTGAGTTGAGCAGGTGGAATGTCAGAAGACTGAGAACATTGTTCCTTCTTCA 
TACTGCTGCTCTGTTGGCAGAGAATCCCAATTTACACTCAAAGCTTCTTTGATTAAGTGCTAG 
GAGATAAATTTGCATTTTCTCAAGGAAAAGGCTAAAAGTGGTAGCAGGTGGCATTTACCGTC 
ATGGAGAGCAGGGATCATAACAACCCCCAGGAGGGACCCACGTCCTCCAGCGGTAGAAGG 
GCTGCAGTGGAAGACAATCAGTTGCTGATTAAAGCTGTTCAAAACGAAGATGTTGACCTGGT 
CCAGCAATTGCTGGAAGGTGGAGCCAATGTTAATTTCCAGGAAGAGGAAGGGGGCTGGACA 
CCTCTGCATAACGCAGTACAAATGAGCAGGGAGGACATT GTGG AACTTCTGCTTCGTCATGG 
TGCTGACCCTGTTGTGAGGAAGAAGAATGGGGCCAGGCCTTTTATGCTCGCAGCGATTGGG 
GGGAGCGTGAAGCTGCTGAAACTTTTCCTTTCTAAAGGAGCAGATGTCAATGAGTGTGATTT 
TTATGGGTTCACAGCCTTCATGGAAGCCGCTGTGTATGGTAAGGTCAAAGCCCTAAAATTCC 
TTTATAAGAGAGGAGCAAATGTGAATTTGAGGGGAAAGACAAAGGAGGATCAAGAGCGGCT 
GAGGAAAGGAGGGGCCACAGCTCTCATGGACGCTGCTGAAAAAGGACACGTAGAGGTGTT 
GAAGATTCTCGTTGATGAGATGGGGGCAGATGTAAACGCCTGTGACAATATGGGGAGAAAT 
GCCTTGATCCATGCTCTCCTGAGCTCTGACGATAGTGATGTGGAGGCTATTACGCATCTGCT 
GCTGGACCATGGGGCTGATGTCAATGTGAGGGGAGAAAGAGGGAAGACTCCCCTGATCCT 
GGCAGTGGAGAAGAAGCACTTGGGTTTGGTGCAGAGGCTTCTGGAGCAAGAGCACATAGA 
GATTAATGACACAGACAGTGATGGCAAAACAGCACTGCTGCTTGCTGTTGAACTCAAAGTGA 
AGAAAATCGCCGAGTTGCTGTGCAAACGTGGAGCCAGTACAGATTGTGGGGATCTTGTTAT 
GACAGCGAGGCGGAATTATGACCATTCCCTTGTGAAGGTTCTTCTGTCTCATGGAGCCAAAG 
AAGATTTTCACCCTCCTGCTGAAGACTGGAAGCCTCAGAGCTCACACTGGGGGGCAGCCGT 
GAAGGATCTCCACAGAATATACCGCCCTATGATTGGCAAACTCAAGTTCTTTATTGATGAAAA 
ATACAAAATTGCTGATACTTCAGAAGGAGGCATCTACCTGGGGTTCTATGAGAAGCAAGAAG 
TAGCTGTGAAGACGTTCTGTGAGGGCAGCCCACGTGCACAGCGGGAAGTCTCTTGTCTGCA 
AAGCAGCCGAGAGAACAGTCACTTGGTGACATTCTATGGGAGTGAGAGCCACAGGGGCCAC 
TTGTTTGTGTGTGTGACCCTCTGTGAGCAGACTCTGGAAGCGTGTTTGGATGTGCACAGAGG 
GGAAGATGTGGAAAATGAGGAAGATGAATTTGCCGGAAATGTCCTGTCATGTATATTTAAGG 
CTQTrCAAGAACTAGACTTGTCCTGTGGATACACCCACCAGGATGTGCAACCACAAAACATC 
TTAATAGATTCTAAGAAAGCTGCTCACCTGGCAGATTTTGATAAGAGCATGAAGTGGGCTGG 
AGATCCACAGGAAGTCAAGAGAGATCTAGAGGACCTTGGACGGCTGGTCGTCTATGTGGTA 
AAGAAGGGAAGCATCTCATTrGAGGATCTGAAAGCTCAAAGTAATGAAGAGGTGGTTCAACT 
TTCTCCAGATGAGGAAACTAAGGACCTCATTCATCGTCTCTTCCATCCTGGGGAACATGTGA 
GGGACTGTCTGAGTGACCTGCTGGGTCATCCCTTCTTTTGGACTTGGGAGAGCCGCTATAG 
GACGCTTCGGAATGTGGGAAATGAATCCGACATCAAAACAGGAAAATCTGAAAGTGAGATCC 
TCAGACTACTGCAACCTGGGCCTTCTGAACATTCCAAAAGTTTTGACAAGTGGACGACTAAG 
ATTAATGAATGTGTTATGAAAAAAATGAATAAGTTTTATGAAAAAAGAGGCAATTTCTACCAGA 
ACACTGTGGGTGATCTGCTAAAGTTCATCCGGAATTTGGG AGAA CACATTGATGAAGAAAAG 
CATAAAAAGATGAAATTAAAAATTGGAGACCCTTCCCTGTATTTTCAGAAGAGATTTCCAGAT 
CTGGTGATCTATGTCTACACAAAACTACAGAACACAGAATATAGAAAGCATTTCCCCCAAACC 
CACAGTCCAAACAAACCTCAGTGTGATGGAGCTGGTGGGGCCAGTGGGTTGGCCAGCCGT 

GGGTGCNNN 
>652 

nnccaactgctcgtgcgccgcqgtggcggcggccqgcggctccgagcgcc6gaa 
gggccaggtctcagggctcctggagctgcaggcggcggSaggggctacaAatgcttgact 

CAGTGATGCAGAACCTTTCAGAGTTAGCTGGAAGCCACAGCCCTGCCTCTTGATGCAGCCT 
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GGATCCAGCCGGTGTGAAGAGGAGACCCCTTCCCTCTTGTGGGGTTTGGATCCTGTGTTTC 

TAGCCTTTGCAAAACTCTAGATGAGGGATATCCTGGAGATGAAGGAGTCCCGCCAGGTGGG 

AGGTGTATTTTTGTACAATGGACATCCAATAAAACAGGTAGATGTCTTGGGAACTGTCATTGG 

AGTGAGAGAAAGAGATGGTTTCTACAGTTATGGAGTGGATGACAGCACTGGAGTTATAAACT 

GCATCTGCTGGAAAAAGTTGAATACTGAGTCTGTATCAGCTGCTCCAAGTGCAGCAAGAGAG 

CTCAGCTTAACCTCACAACTTAAGAAGCTACAAGAGAGCATTGAGCAGAAAACAAAGATAGA 

GATCGGGGACACGATCCGAGTCAGAGGCAGTATCGGCACATACAGAGAAGAGCGAGAGATT 

CATGCCACCGCTTACTATAAAGTGGACGACCCAGTGTGGAAGATTCAAATTGCAAGGATGCT 

TGAGCTGCCCACTATCTACAGGAAAGTTTATGACCAGCCTTTTCACAGCTCAGCCCTAGAGA 

AAGAAGAGGCACTAAGCAATCCAGGCGCCCTGGACCTCCCCAGTCTCACGAGTTTGGTGAG 

TGAAAAAGCCAAAGAATTCCTCATGGAGAACAGAGTGCAGAGCTTTTACCAGCAGGAGCTG 

GAAATGGTGGAGTCTTTGCTGTCCCTTGCGAATGAGCCTGTGATTCACAGTGCCTGGTCCGA 

GGAAGTGAATTTTAAGAAGGAGACCA GTTG GAAGGGAATTGATAG TATAT TTAAGAATGGTAT 

ACAAGTGGTGGAGGAAAAAGGAGTTGTTTTCCAGAAAGATGATGGTTTTGATAAGGTATAGTA 

TGTAAAGGAGAGAAGAGAAAGAGGTGCAGAGAAAAGATGGAGCGGATTCAGTTCAGGGAGG 

AGTCGGCAGAAAAGGCACATGGGGTGGAGGCAGGGCTGCGACTACCCAGGGATTGTTGGGG 

TGGGTGGCGTGAACAAGAGCCGGGACTGAGGGGAGGGGGGGCGCAGCAGTCCGGGAGCC 

GGGGAGACCCGAGGGCGATGGCGGAGAGGGGCCCTCAACGGCGTGGGGGAAAGAGGGGA 

GACCGGGAN 

>653 

NNNGAGTGGGGTGGTAAAACATGGACTGTGTGGTTTAAAGTTTGGGAAAGGTGGTGC 
TGGGGGATATGGGAGTGTGGGGAGGTGAGATATTGTCAGTTAATAGAATTATAGAGAAATTTT 
TGATG i H I I G I I I I i GTGTGGCACI I I I ICATATTCCTGI M NC AI I I I t GGGTTTGGGTTTGT 
GTGTATGATGTAGGCTTGTGAGGAGAACGAAGAAGGTTGGGTTTAGTGGTAGAATGAGAGAA 
CTTAGGGATGCGTTGGAGGGTAGAAGAAAGTTGTGAGGGTTAGAGGAAATGTTTATGTTAAGA 
GTTTTGGAGAATTGAAAAAAAAAAAAAAATGAATGAAGAGAACAGAGAGAGAGATACATAGAG 
ACACACTGCGTTTAAAAGGAGGAGCCAATATTTGTTGTACGTGTGAAGTGAGGAATTATAGAT 
AAACCTTAGGTCAAATCATTTCACAATTGCATTGGTGGTATTGAAAAATGATGAGATTTCTCT 
GACAGAGAGCTTTGTCCTAG II I H GTTCTTCATAGGTCAAAACTGGCAATATTCTCTTGTCT 
GCAAGATAAAGTGTTTGTGCTTCTATCACCATATGCATGAACATGTAAGAATCAGATACAATT 
TCTGCTTCATCAGTTTCACATGTTCATGTTGTCACTGAAAAAATGCATCTACTGTTTATAGCTC 
CGAAGGAGACCCCAAATCC II I I II I 1 I CTTTTGAGATGGAGTCTTGGTCTTGTTGCCCAGGC 
TGGAGAGCAGTAGCGCGATCTGAGCTCACTGCAACCCCCACCTCCTGGGTTCAAGTGATTG 
TCCTGCCTCAGCCTCCCCAGTAGCTGGGATTTACAGGTGCCCGCTACCATGCCTGGCTAAT 
TTTTGTATTTTrAGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGATCTCAAAGTCCTGAC 
GTGAGGTGATCCACCCACCTCGGGCTCCGAAAGTGCTGGGATTAGAGGAGTGAGCCACCGC 
GCCTGGCCCCGTATTCA I MM I ATAGTGGAAAACA I I I M I T IGTAAI I I I ICTTTGCAAAGA 
AATGAGGATAAAAATGAATACTCCAAAGAAAAGGAATTATTATGGGAAATTAAAAGGGACACG 
GN 
>654 

ACCGGGGGCGGCGAGGTACCTGTTACCACTTTAAAAGTAAGTTCTCCATCCCATAAA 
GCCATTTAAATTCATTAGAAAAATGTCCTTACCrCTTAAAATGTGAATTGATCTGTTAAGCTAG 
GGGTGAGACACGTGATTGTGCTATATGTATGTGACTTCCCTCCCCCTGCCAGAATACTGCTT 
GGTCAATTGTAGGTATTCI 1 1 I IGGTTTAAI I I 1 1 GCCAATGTAATTAAAAAATGGTATGTCAT 
TTTTAAAATTTGTATTTCTTTGATTACAAATAAGATTCpATGTC 

GTATTCCTCTTAACGTGAACCGTCTGTTCATTG 1 1 1 1 lACCrGTTTTCGTTTTAGCAAGTAGTA 

CTTAATTTAAAGTGTGAACTTAATATATAAGATGCGAGGACCATCATATTGATGACAAAAATCT 

ATTATGTGGTTGTAGTGCATGTCTTGGAGTTAAACTCTTAAGTATCAAGAAGTAAAATAATTTC 

ATTGTTTCTGTTACTAACATTAAAAGTGTGGAAATTGTATAAAATTAGGTAGTTCGATTAGTAA 

AAG AAAAAAATTTGAATG N I I M I I I I I I ATTTTATTAAGCATGGCGAGTTATGCCAAGCATA 

GTAAATAAAGGTGAAGTAGCATTTATAATAGAGGAAGTATTGTTATCCCTAGCATGAGTGTAA 

TGGTGATATGAAAAACTTTGTCTTGTCATTATAATAATAAAAAAATGAACATTTATTATGGAATT 

TCTATGAGCCAAAATAAANNNNN 

>655 

NNNNNNNNNNNNNNACTTCTAGAATTAATTAACGCGGGGNGAAACTACAGTGCCCA 
CGATGCACCGCGCCAGCCGGGGCCGACGGACGAGACTGACCGGGACTTAGGCGTTCCGCG 
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TGGCCCGGCGGCGAGGAAAAAAGGCAGTTTTGAAGCATTTAGTGGCAAAAGGGGTAGGAG 

ACGGCTGCTGAAGTGTCTACTACATTCAGGGGACCTGGAAGGCTTCCAGATATCCGCAATG 

AACAATGAAAAGAAATTGTGAAAGAAGGCGCTTCGCTCAAGCCGGAACTAATGAAGTCGTGG 

GTCACGTGGTGCGCACGCGCCAAAGGCACACGATAAAGGAAAACGCGGGCTTATCGTGGC 

GTTTAAAATCCGGGTTGGTGAGCTTGGGTCGGCTCTGAAGGAGAACCATTTTCCATCTCTTT 

CATAG M I N I CCCCCAGTCAGGGTGGTAGCGGTATTGTCCGCGGCAGTGACAGTAATTGTT 

TTTGCGTCTTTAGCCAAGACTTCCGCCCTCGATCAAGATGGTGGTTGGAGGGCGTTCCTAAC 

CTTTACGGGGCCTGGCGGTGCTGACGCCTGAGCTGGTAGGGGTGGAGCAGGTAGGAAACA 

GGAAATGCAGAAGCTGCTGCGCGGAAGTCGGCCATGGACTGGAAAGAAGTTCTTCGTCGGC 

GCCTAGCGACGCCCAACACCTGTCCAAACAAAAAAAAAAGTGAACAAGAATTAAAAGATGAA 

GAAATGGATTTATTTACAAAATATTACTGGGAATGGAAAGGAGGTAGAAAAAACAGAAATGAA 

TTCTATAAGACCATTCCCCGGTTTTATTATAGGCTGCCTGCTGAAGATGAAGTCTTACTACAG 

AAATTAAGAGAGGAATCAAGAGCTGTCTTTGTACAAAGAAAAAGCAGAGAACTGTTAGATAAT 

GAAGAATTACAGAACTTATGGTTTTTGCTGGACAAACACCAGACACCACCTATGATTGGAGA 

GGAAGCGATGATCAATTACGAAAACTTTTTGAAGGTTGGTGAAAAGGCTGGAGCAAAGTGCA 

AGCAATTTTTCACAGCAAAAGTCTTTGCTAAAGTCCTTCATACAGATTCATATGGAAGAATTTC 

CATCATGCAGTTCTTTAATTATGTCATGAGAAAAGTTTGGCTTCATCAAACAAGAATAGGACT 

CAGTTTATATGATGTCGCTGGGCAGGGGTACGTTCGGGAATCTGATTTAGAAAAC TACA TAT 

TGGAACTTATCCGTACGTTGCCACAATTAGATGGTCTGGAAAAATCTTTCTAGTGGTTTTATG 

TTTGTACAGCAGTTAGGAAGTTCTTGTTCTTTTTAGATCCTrrAAGAAGAGGAAAGATAAAAAT 

TCAAGATATTTTAGCATGCAGCTTCGTAGATGATTTATTGGAGGTAAGGGATGAGGAAGTGTC 

CAAGGAGAGTCAAGAAACAAATTGGTTTTCTGCTCCTTCTGCCCTAAGAGTTTATGGCGAGT 

ACTTGAATCTTGATAAAGATCACAATGGCATGCTCAGTAAAGAAGAACTCTCACGCTATGGAA 

CAGCTACCATGACCAATGTCTTCTTAGACCGTGTmCCAGGAGTGTCTCACTTATGATGGA 

GAAATGGACTATAAGACCTACTTGGACTTTGTCCTTGCATTAGAAAAGAGAAAGGAA CCTG C 

AGCTCTACAATATATTTTCAAACTGCTTGATATTGAGAACAAAGGATAGCTGAATGTCTTTTCA 

CTTAATTATTTCTTTAGGGCCATAGAGGAACTAATGAAAATCCATGGACAAGATCCTGTTTCA 

TTTCAAGATGTCAAGGATGAAATCTTTGACATGGTAAAACCAAAGGATCCTTTGAAAATCTGT 

CTTCAGGATTTAATCAACAGTAATCAAGGAGACACAGTAACCACCATTCTAATCGATTTGAAT 

GGCTTCTGGAGTTACGAGAACAGAGAGGGTCTTGTTGCAAATGACAGTGAAAACTCTGCAGA 

CCTTGATGATACATGATCTCTGAAAGACTAGACTGTGTTATATTATGAGATACTTGAATGCTG 

CATGTAAAGCCTTTAAAGCAAAATCGTCAGAAATGGTCTAAATAAAACACTTGATATGCCTAG 

AGAACACANNNNNNNNNNNNNNNNNNNNNNNNN 

>656 

GAGGGGAAGAATTCGGCACGAGGAGTTTACCTGTGTGGAGCGGCGGCATGCTTGC 
AGGTCGGCGGCAGCCTGTGAGAGCTGAGGGTCAGTTCTTGGAGTAGATCTCAAGCTGCGTT 
TTCCTCCTTCTCCAAAGCAGGGATGGGAAGGTGGAGGCTACTGGTTGAAGAGAAGAAAGGG 
GTTGGGGGAATGGAAGAGCTGCAAACAGTAGGGATTGTGGGTCGAGCGGAAGAGCTAATGA 
GAGCCGAGCTCAGGTATCCCAAGTCAACCAGAATCAAATGCGCAGTACGCCACAAGGCATT 
TAATGCGGACAGTAACAGGGCTGnTGACAGTGGCAGAAGAGGACGGGA CTAAAG TTACTTT 
GTGCTGAGAGGGGGAAAGAAGCACAAAGTTTGGTCTGTTGCGTAATTGAATTTTTAACACTC 
TTATCCACAACAAACACTTTTTCGTGTCCTGCTGTGTAAAAGACATGAGATAT ATTAC AGATTT 
TCAAACAGGTGAGCATCCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGGTTTTGATGGA 
GTGAGGAGATTTGGTTGAATGAACGCTAAGATGGCGAGACGCACCTCTTCGATCTCAACTCT 
GCAGCCTGGGATTCCAGAGCTGCAAACAACCACTGAATTCGTrCTGTAAACCTGTTGTCATT 
TGACGTTTCCAGGCAGGCATCAACATTTACATTGTAATTCAATAGACGCTACTACTACAAAGG 
AGCTTTATTCTTCCAGCTTAATATGGTTGCTGCGGGAACACTGCAGGCGAAACGACTTTGGG 
GACGGCCCCGCGCGGAACCCTTGGGAACAACGCAAATTAGCAAAGGCGTAATTTATAACGG 
CTGCTACCAAAGAGTGAAGTA7TTGTGGAAGTTCTGACTGGAATCTAGCTCGTACATATGGA 
TTGTGGAAATAAAGGAGGACGTGGAAAGCTTGCCATATTTTA TTTCA AGTTAATACTAAAGGT 
GCGAG ACTTAATACAA G I I ICI I I lA ATCTTTATGGATCACATATTTTCTGAAAATTACATGAT 
>657 
>658 

cate(^tatfflgcaagcataaacacttgggtatactaatgacagtcatacaggtataagtta 

atagcttatataactgcagtcatctgaaataccacgacaaacaacctaagtcttaagatcaatcaaaaaccatgatGGGCC I mm 
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GCTGTAGGCCCGGGTGGTTGCTGCCGAAATGGGCAAGTTCATGAAACCTGGGAAGGTGGT 

GCTTGTGGTGGCTGGACGCTAGTCCGGACGCAAAGCTGTCATCGTGAAGAACATTGATGAT 

GGCAGCTCAGATGGGGGCTACAGCCATGCTCTGGTGGCTGGAATTGACCGCTACCCCCGCA 

AAGTGACAGCTGCCATGGGCAAGAAGAAGATCGCCAAGAGATCAAAGATAAAATCTTTTGTG 

AAAGTGTATAAGTACAATCAGCTAATGCCCACAAGGTACTGTGTGGATATCCCCTTGGACAAA 

ACTGTCGTCAATAAGGATGTCTTCAGAGATCCTGCTCTTAAACGGCAAGGCCCGACGGGAG 

GCCAAGGTCAAGTTTGAAGAGAGATACAAGACAGGCAAGAACAAGTGGTTCTTCCAGAAACT 

GCGGTTTTAGATGCTTTGTTTTGATCATTAAAAATTATAAgAAAAAAAAAAAAAAAAAA^ 

AAAAcAagaacgcagagaacaaacccagcaaacgccgacacacaacggaagacgaagcagacagcaaggacaggaacc 

acgaagaggcaggcaaacacaagcagacgagaaggcaacacaacaaaagaccagcagccagagcgacaggaagcaccac 

cacgcggagggagaggaaaagagaagaaccgcaccggacaggcgcagcggcacaggcggaccgcgcggcgcggagtccac 

caaaccaagcgacgggacgcgcgaaagagagaaggcggcgaaagcaacaagagcacacgtgacggaaacaagccacacgg 

aagcggaactcagaacggacgcaccggccggaagtgacagagcagaaaagaggctgaacagaagacgccagcaacaggcac 

acagcaggaagccacgcacggagtcaacgacaataccgagcggcaggaagggaagaggagcggacgaggggcactcgccag 

acgagcagcacgaagggacgaggcacggaacgcacggagagggaagagcaggaagaaacagacaacgacaagcgaagaa 

cggca 
>659 

GAGGCCAAGAATTCGGCACGAGGAGTTTACCTGTGTGGAGCGGCGGCATGCTTGC 
AGCTCGGCGGCAGCCTGTGAGAGCTGAGGGTCAGTTCTTCGAGTAGATCTGAAGCTGCGTT 
TTCCTCCTTCTCCAAAGGAGGGATGGGAAGGTGGAGGCTACTGGTTGAAGAGAAGAAAGGG 
GTTGGGGGAATGCAACACCTGCAAACACTAGGGATTGTGGGTCGAGCGGAAGAGGTAATGA 
GAGCGGAGGTCAGGTATCCCAAGTCAACGAGAATCAAATGCGCAGTACGCCACAAGGCATT 
TAATGCCCACAGTAAGAGGGGTGTTTGACAGTGGCAGAAGAGGACGGGA CTAAAG TTACTTT 
GTGCTGAGAGGGGGAAAGAAGGACAAAGTTTGGTCTGTTGGGTAATTGAATTTTTAAGAGTC 
TrATCCACAACAAACAGTTTTTCGTGTCCTGCTGTGTAAAAGAGATCAGATAT ATTAC AGATTT 
TCAAACAGGTGAGCATCCTTTTACGAGCTGGGGAGGTGGGGAGTGGCGTGGTTTTGATGGA 
GTGAGGAGATTTGGTTGAATGAACGCTAAGATGGCCAGACGCACCTCTTCGATCTCAACTCT 
GCAGCCTGGGATTCCAGAGCTGCAAACAACCACTGAATTCGTTCTGTAAACCTGTTGTCATT 
TGACGTrrCCAGGCAGGCATCAAGATTTACATTGTAATrCAATAGACGCTACTACTACAAAGG 
AGCTTTATTGTTCCAGCTTAATATG6TTGCTGCGGGAACACTGCAGGCGAAACGACTTTGGG 
GACGGCCCCGCGCGGAACCCTTGGGAACAAGGCAAATTAGGAAAGGCGTAATTTATAACCG 
CTGCTACCAAAGAGTGAAGTATTTGTGGAAGTTCTGACTGGAATGTAGCTGGTACATATGGA 
TTGTGGAAATAAAGGAGGAC GTGG AAAGCTTGCCATATTTTA TTTGA AGTTAATAGTAAAGCT 
GCCAGACTTAATACAACTTTCTlTTAATCTTTATGGATCACATATTTTCTGAAAA^ 
>660 

NACCCACCAGAAACATATTATACTATACACACTCAGCCTGGCTGTTAAGAGCTGGAG 
ACTGAAAGTGGTGTTGATTGACCGTGGACGCAGGGAAATATCTCAGTGGTTAAGGATACTCT 
GTGTGTCTTACAAACAGAGACACAGATGCTGCCTAAGAACGAGGTCCTCCTGGAACCGGTG 
CCAGGGAAGGATTTTGTTGCTCACACTAGTCTTGATCTTCTGGGCTCGAGTGATCCTGCTGC 
CTAAGTGTTGGGATTACAGGCATGTACCACCGCGTCTGTACCAAAGGGAAAGTTAGGTCTG 
GAGACTGAGCGACAOAACACTGAAGTTGCTTTCCCGAATGCATGGCTGTTGCTTCCTGATTG 
TGTTAAGTGGTTAAGCATTGTAGCTTACCCAGATGCGTGGTATCCTGGAGTCCCAGGAGCAC 
TTTTTCTGGAAGTAGGAGCTTGTTTCCTGCAGGTGCCAAGACAGAGACCGACATTGTTTGTT 
GGCTGGGTCGGTCTGCCAGTTTTCAGGTGGCTCGAGTCTCACGTGTTGCTCACACACCGTC 
CATGTCTCCCATAGTCCCCTCGGTGGGGACAGAGGCACTGGATGAAGCCCTGGTCGTCACC 
ACAGAGACACTGTGCAACCTCAGTTTCCCCAGGTGGAGACCGGACCAACAGTGATGGCCTC 
TGCCTCTTCAGGTCATAGTACCGGTGAATACAGGCTGGCACGGCCTAGGCACTCAGTAACA 
CACGGCAGAGGGAGAGGAGTTAAN 
>661 

NNCATCACATCTCAACATCTCAGAGCCATCCTCTAAGTGTCACATGTTCCCTCTTAAT 
CTTCTCCACCAAAAGCCCAG I I i 11 I I I I Ci I I I I I lACACAAGGCCAC TCCAT TTACCCCCAC 
TTGCCGCTMCCTGCACTCTTGTCCAATATACCCCTGA CCCA AATATT GTTTTT GGACCCCTG 
ACCAAGTTAGAAATCCGGCCCTTTCACAAAGGTCAACATTTTCAGCTTCTTTTAGCAGGAATG 
CTCCTTGAAAGGGTATCTGCAtTCCTGTTCCGACAGCCCCCAGCATTCCTTGTCCTTTAGCT 
GCCtGGCTTCTCTAGfeCACCTGAGTTCATGGTCCTGGGTTAGAAGCTGCAQAAAGGACTGT 
GCTGACTCCCTCAACTAAGGGGTGGTACTACCGCTTGCTCCTCTCAGCAGCTGACATCCCA 



Page 204 of 355 



wo 01/42467 



798 

Table 4 



PCT/USOO/33312 



GAGATCAGTTTCCTTTCTGGGAGGGACTCCTCATTGAGGGGGGTGCAGAAGACCTGCAGAC 

CTGCATCAACCCTGGTCTTTGAGGCTTCAACTGCTGAAAATCAATCAATTGAGCGCTACCTTT 

ACCAGACCTTTAGTCTCTCTTCTTCTGTTTCTTTTTGGCTTTGTGGACAGTGCTGACTCCAGC 

TCTTTGCTTCTTGGGATGCTGCTGCCTCTTGGTCTTACCTCTGCTGCTTGAGCCAGTGTGTG 

CTCTGCTCTCTGCTTCGCTAGCCCCGCTATCCTTCTCATCCCTTACATCCAAGATGTCCTCCT 

CCTCTTGATGCTGCTGTCTTTTCTTCTTGCTTTTCCTGCTTCTTCCATCACTGCATGCTCTGCT 

CTCTGCTTCCCTGGTTCCAGCAGGTAAAACAGTTTCCTCACCTCTATCTTCTAGGTTCAAGTC 

CTCCTCCTCCTGTTGCTGCCTGTTCTTTCTTCGGCTGCAT GGGT CAGCATATGCCCTGGTCT 

CTACCTCCTCTGTCCTGACACTGCCTGCAGCCT CCTT GCCTTTTCCTCCTTCCTCCAAGACC 

CCCATCTTCTCCTCTTCATGGTGCCAGCTCTTC Mill CTTCCCTTTCCTGAGGGACTG ATTG 

GTTTGCTCTCTGCTATTCAATTCCCCAAGCCCACTTGTTCCTGCAGCGTCC TCCT TCTCATTC 

CCTTTAGTTGTACCCTCTGTTTCATCTGAGACCTTTCCTTCTTGATGTCGCCTTTTCTTCTTCT 

TGG Mi l l CTGATGTTCTGGTGAGCATGTTGTGGGTGCTTCTCATCTGCATCATTCGTTTCAG 

ATGCTGTAGCTTCTTCCTGGTGTTTGTGCGTCCTTTTCTTTTTC M II I II I GGGGGGGTTGGT 

CTGTGAGTGCAGTTGAGGGGCCCCAGGGTGGTGGCCTTTGAGAGGAGCGAGGAAGGGGTG 

CTCCTGGGCGTCTAGGGGAGCAAGCTTGGGGTTCATTGTGATCGGAAGAGGGGCAGGGTTG 

TGTGCTGTTGGCCCCTGACAGGCTTGGAGCAGCATCTGATCAGTCAGAATGTTTGGGGACTT 

GGACGCGTGGTTGTCGTCATCACTGCAGCTGTGCAAGTCTTTGTTTGGCTTCTCTCCACCTG 

AAGTGAATGTAGCCATCTTCACAAACTTCTGATAGAGCAAGTTGGGCTTGGGATGATTATAAG 

GGGTGGTGTCCTTAGAAAGGCTCCTTATCTGTAGTCCATCGTGGCCAGTTTCCACTAGGAAG 

TTGGCCGCAGTCTTGTTGAAGAGGTCATTCCACCAGTGGTTTGTGAACTCCTTGGCAGGGTC 

ATGTCCTACCCCATGAGTGTGTTGCTTCAGTGTCACCCTGAGAGCCTGAGTGATACCATTCT 

CCTTCCGGCCGAGGCCTTTGCCTTGAGTCCATCCATGCTTTAGCAGCTGCTCCTCAGCAAAC 

TTCATCCCACGACTCTTGACCTCTGGGGTGACATTCATGGTGAGAAAAAAGTCTGTATCCTG 

AGACTCTCACCAGAGAAGAAGAGGTGATATCATCCGTCATTGCTGGGTCCGCTCCGCGGAA 

ACATGTGCCGGACCTGACTTGTGCGCCGCCATCTTCCCCCGCGTACCCCTGCCCGCGCGG 

CCCGCTCTTAGAACTGAGTGGATCCCCCGGGCTGCAGGNAATTCGATGATCAAGCTTATCG 

ATACCCGTCGTACCTCGAGGGGGGGGGCCCGGTACCCCCAGCTGTTTGTTCCCNNNNN 

>662 

>663 

NATGCCCAGTCCCCACGACACCTCCCACTTCCCACTGTGGCCTGGGTGGGCTCAG 
GGGCTGCCCTTGACCTGGCCTAGAGCCCTCCCCCAGCTGGTGGTGGAGCTGGCACTCTCT 
GGGAGGGAGGGGGCTGGGAGGGAATGAGTGGGAATGGCAAGAGGCCAGGGTTTGGTGGG 
ATCAGGTTGAGGCAGGTTTGGTTTCCTTAAAATGCCAAGTTGGGGGCCAGTGGGGCCCACA 
TATAAATGCTCACCCTGGGAGCCTGGCTGGGTTGCTCTCCTTCCTGGGTCTGTCTCTGCCAC 
CTGGTCTGCCACAGATCGATGATGTGCAGTTCTCTGGAGCAGGCGCTGGCTGTGCTGGTCA 
CTACCTTCCACAAGTACTCCTGCCAAGAGGGCGACAAGTTCAAGCTGAGTAAGGGGGAAAT 
GAAGGAAGTTCTGCACAAGGAGCTGCGCAGCTTTGTGGGGQAGAAAGTGGATGAGQAGGG 
GGTGAAGAAGGTGATGGGGAGCCTGGATGAGAACAGTGACCAGGAGGTGGACTTCCAGGA 
GTATGCTGTTTTCCTGGCACTCATCACTGTCATGTGCAATGACTTCTTCCAGGGCTGCCCAG 
ACCGACCCTGAAGCAGAACTCTTGACTTCCTGCCATGGATGTCTTGGGCCCAGGACTGTTG 
ATGCCTTTGAGTTTTGTATTCAATAAAC M I M M GTCTGTTGATAAAAAAAAAAAAAAAAAAAC 
AAAAGAGAAAAAACCCTGGGGGGGGACATAATATTGCGCGGGGCGGCGAGAAACAAAGGG 
GGTAGATTGACAGGGGCGCAGTGGCGCCACAACAGCGGTGCTTCCCTGTACCCCCACGTTT 
I I I M G TGACCCAGGGGTGGAACAACTCTACGCGCGGCGCCCCCAATATTGGGACGGCGG 
GCGATAAAATTCAGAAAACCGCCCGCGTACCCCTGGATTAGAGTAGCGCGCCGAGGCAAAG 
AGGTAGCGCAATCATGAGATCAGCAAGGGCGACTCACCCACGCAGGCTCCATGGATGACGT 
GCATGCATCTATCCCACGCGCTCTGCGTCGACTCACGCTAGCCGGCGAGCGAACTCACGCG 
GCCCGCAGCTGCTCGTGTAATCCCGTGCCCGCATTGACACGCAGCAGCCCCGAGCACGCA 
CTTGATGGGTATCGTTCAGCGATGCGGGACCAGGGCGGCGTCGACGATCCCAAGCGAAGC 
GGGCCGCAGGACCACGACTGGTGCGGCTAAGAN 
>664 

CGACCCCGCGTCCGAGATAGCC7TTTGGAGTCGAAGATGAGGAAAAGCCTGTATTT 
TATAGTCTTGGAAGTGTCTTCTTTTGCCAGGAGAGAGAGAGGA GCTTGA GCAGTGAGAGGAA 
CTGAAGGGGTTAATAGT6GAACTTGGCTGGGTGTCTGTTAAACI I M I I CGCTGGCTCf GCC 
CTGGGTTTCCCCTTGAAGGGATTTCCCTCCGCCTGTGCAACAAGACCCTTTATAAAGCACAG 



Page 205 of 355 



wo 01/42467 



799 

i able 4 



PCT/USOO/33312 



ACTGGTACGCCTCCGCGGTATCTGCATCGGGCCTCACTGGCTTCAGGAGCTGAATACCCTC 

CCAGGCAGAGACAGGTGGGAGAGAAATAAGGGTTTTGGAACCAGTATTTTCTCATGACGACA 

GCAAGTTAAAATGCCTGGGAAGATGGTCGTGATCCTTGGAGCCTCAAATATACTnrGGATAA 

TGTTTGCAGGTTCTCAAGCTTTTAAAATCGAGACCAGCCCAGAATCTAGAT ATCTT GCTCAGA 

TTGGTGACTCCGTCTCATTGAGTTGCAGCACCACAGGCTGTGAGTCCCCATTTTTCTCTTGG 

AGAACCCAGATAGATAGTCCACTGAATGGGAAGGTGACGAATGAGGGGACCACATCTACGC 

TGACAATGAATCCTGTTAGTTTTGGGAACGAACACTCTTA CCTGT GCACAGCAACTTGTGAAT 

CTAGGAAATTGGAAAAAGGAATCCAGGTGGAGATCTACTGTTTTCCTAAGGATCCAGAGATT 

CATTTGAGTGGCCCTCTGGAGGCTGGGAAGCCGATCACAGTCAAGTGTTCAGTTGCTGATG 

TATACCCATTTGACAGGCTGGAGATAGACTTACTGAAAGGAGATCATCTCATGAAGAGTCAG 

GAATTTCTGGAGGATGCAGACAGGAAGTCCCTGGAAACCAAGAGTTTGGAAGTAACCTTTAG 

TCCTGTCATTGAGGATATTGGAAAAGTTCTTGTTTGCCGAGCTAAATTACACATTGATGAAAT 

GGATTCTGTGCCCACAGTAAGGCAGGCTGTAAAAGAATTGCAAGTCTACATATCACCGAAGA 

ATACAGTTATTTCTGTGAATCCATCCACAAAGCTGCAAGAAGGTGGCTCTGTGACCATGACC 

TGTTCCAGCGAGGGTCTACCAGCTCCAGAGATTTTCTGGAGTAAGAAATTAGATAATGGGAA 

TCTACAGCACCTTTGTGGAAATGCAACTCTCACCTTAATTGCTATGAGGATGGAAGATTCTGG 

AATTTATGTGTGTGAAGGAGTTAATTTGATTGGGAAAAACAGAAAAGAGGTGGAATTAATTGT 

TCAAGAGAAACCATTTACTGTTGAGATCTCCCCTGGACGCCGGATTGCTGCTCAGATTGGAG 

ACTCAGTCATGTTGACATGTAGTGTCATGGGCTGTGAATCCCCATCTTTCTCCTGGAGAACC 

CAGATAGACAGCCCTCTGAGCGGGAAGGTGAGGAGTGAGGGGACGAATTCCACGCTGACC 

CTGAGCCCTGTGAGTTTTGAGAACGAACACTCTTATCTGTGCACAGTGACTTGTGGACATAA 

GAAACTGGAAAAGGGAATCCAGGTGGAGCTCTACTCATTCCCTAGAGATCCAGAAATCGAG 

ATGAGTGGTGGCCTCGTGAATGGGAGCTCTGTCACTGTAAGCTGCAAGGTTCCTAGCGTGT 

ACCCCCTTGACCGGCTGGAGATTGAATTACTTAAGGGGGAGAGTATTCTGGAGAATATAGAG 

TTTTTGGAGGATACGGATATGAAATCTCTAGAGAACAAAAGrnrGGAAATGACCTTCATCCCT 

ACCATTGAAGATACTGGAAAAGCTCTTGTTTGTCAGGCTAAGTTACATATTGATGACATGGAA 

TTCGAACCCAAACAAAGGCAGAGTACGCAAACACTTTATGTCAATGTTGCCCCCAGAGATAC 

AACCGTGTTGGTCAGCCCTTCCTCCATCCTGGAGGAAGGCAGTTCTGTGAATATGACATGCT 

TGAGCCAGGGCTTTCGTGCTCCGAAAATCCTGTGGAGGAGGCAGCTCCCTAACGGGGAGCT 

ACAGCCTCTTTCTGAGAATGCAACTCTCACCTTAATTTCTACAAAAATGGAAGATTCTGGGGT 

TTATTTATGTGAAGGAATTAACCAGGCTGGAAGAAGCAGAAAGGAAGTGGAATTAATTATCC 

AAGTTACTCCAAAAGACATAAAACTTACAGCTTTTCGTTCTGAGAGTGTCAAAGAAGGAGACA 

CTGTCATCATCTCTTGTACATGTGGAAATGTTCCAGAAACATGGATAATCCTGAAGAAAAAAG 

CGGAGACAGGAGACACAGTACTAAAATCTATAGATGGCGCCTATACCATCCGAAAGGCCCA 

GTTGAAGGATGCGGGAGTATATGAATGTGAATCTAAAAACAA AGTTG GCTCACAATTAAGAA 

GTTTAACACTTGATGTrCAAGGAAGAGAAAACAACAAAGACTATTTTTCTCCTGAGCTTCTCG 

TGCTCTATTTTGCATCCTCCTTAATAATACCTGCCATTGGAATGATAATTTACTTTGCAAGAAA 

AGCCAACATGAAGGGGTCATATAGTCTTGTAGAAGCACAGAAATCAAAAGTGTAGCTAATGC 

TTGATATGTTCAACTGGAGACACTATTTATCTGTGCAAATCCTTGATACTGCTCATGATTCCTT 

GAGAAAAACAATGAGCTGAGAGGCAGACTTCCCTGAATGTATTGAACTTGGAAAGAAATGCC 

CATCTATGTCCCTTGCTGTGAGCAAGAAGTCAAAGTAAAACTTGCTGCCTGAAGAACAGTAA 

CTGCGATCAAGATGAGAGAACTGGAGGAGTTCCTTGATCTGTATATACAATAACATAATTTGT 

AOATATGTAAAATAAAATTATGCCATAGCAAGATTGCTTAAAATAGCAACACTCTATATTTAGA 

TTGTTAAAATAACTAGTGTTGCTTGGACTATTATAATTTA ATGC ATGTTAGGAAAATTT CACAT 

TAATATrrGGTGACAGCTGACCTTTGTCATCn rTTCn TCTATTTTATTCCC ^^ 

TTCCTATATAGTTTATTGAGAATAATTTCAGGTTTTGTAAAGATGCCGGGTTTTATAT^^ 

GACAAATAATAAGCAAAGGGAGCACTGGGTTGACTTTCAGGTACTAAATACCTCAACCTATG 

GTATAATGGTTGACTGGGTTTGTCTGTATAGTACTGGCATGGTACGGAGATGT TTCACG AAG 

TTTGTTCATCAGACTCCTGTGCAACTTTCCCAATGTGGCCTAAAAATGCAACTTCTTTTTAT^ 

TCTTTTGTAAATGTTTAGG N I MH GTATAGTAAAGTGATAATTTCTGGAATTAAAAAAAAAAA 

AAAAAAAAAAAAACCACTACAGGAGAAAACAGCGCAAAAATAAGACAAAACAACAGAGGAAG 

CCGAAAGTGACACGCAACACACAACAGCCATATGACAAAGAACGACTCCCCACTGAGAGGA 

CAACCATAAATAACACCACAGCCCAGCCACATCAGATAAAGCAGCCAGATAACGAACAACCC 

ATCAACATGACAATGCGACCAAAGGACCACCATGCGGGAGAAACAGCAGCACCACTTCACG 

AGAATTGCAACCAGGAAACAAGAAGCCACCGACACGACGAACACAGAGACAAATGACAAGA 

AAGCCCAGACCTCGAAACNN 
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>665 

ATAGGGAGTCGACCCACGCGTCCGGCGGGGAGGTCGCTCGACTCGGGGGGCGGC 
CGCCCGGGCAGGTACGCGGGGAGACTTTCCCTGCGGGCACATGGAGCTGGCCGAACCCTC 
ACAGCCAGTAGACGAGCTGGAGCTCTCGGTGCTCGAGCGGCAGCCAGAAGAGAACACGCC 
TCTCAATGGTGCCGACAAGGTGTTCCCTTCTTTGGACGAGGAGGTCCCCCCGGCGGAGGCT 
AACAAGGAAAGCCCCTGGAGCTCCTGTAATAAGAATGTGGTTGGAAGATGCAAACTGTGGAT 
GATCATCACCTCCATTTTCCTAGGTGTCATTACAGTGATCATCATAGGCTTATGTCTTGCTGC 
AGTAACTTATGTTGATGAAGATGAAAATGAAATACTTGAATTATCATCAAACAAAACATTGTTC 
ATCATGCTGAAGATTCCAGAGGAGTGTGTTGCTGAAGAGGAATTGCCTCACCTGCTCACCGA 
AAGGCTCACAGATGTGTACAGTACATCGCCGTCTGTGAGTCGTTATTTTACTTCAGTTGAAAT 
AGTGGACTTCAGTGGTGAAAATGCCACAGTAACGTATGACCTGGAATTTGGGGTTCCATCAG 
ATGATGAAAATTTTATGAAGTATATGATGAGTGAGGAGTTGGTGCTGGGCATTTTTGCTACAG 
GATTTCCGTGATCAGAATATACGTGGTTGTGAGAGTGTGGGGCTTGATCCAACATCCCTCTT 
GCTCTATGAATGAAGTGATGGAGGCTGGTCTCTGTCTGAAAGCAGTGCTGTACCAAAGTCCT 
GGAGATTGAAGGGGATCCACTGGGGTTTGGAGAGAAGATTGTGTGGATTAATACAGAAGCA 
CCAGCAACACGAGAGGGGTGGAGACTGCTTTCTGTCCCGATTCTACAGTGTGGCTCTAAGC 
CCAGTAAAACAGCTCCCGAGCACTGGTTCAGCTGGGTCCAGTCTTGACAAAGGCAGGAAGC 
CAGCTAGGGTGGGGGCGATAGGGTCAGCGGGTATGTCCCACTGTTGGAGGTCACTGGTAT 
TCTGNNN 
>666 

TCCGGAAATCTACAAGAATCATAGAATTCAATAAAAAAGGTAGAAAGTAA I I I I M I A 
CTTAAAAATATAAATTAAAATAAATTTTTAAAATCATAAGCACATAAATAGAACTTAGCAGGGA 
GAAAGAAAAACCTGAAGGCACAATTTCTTTTCTGTTCAAAATGTGAACCCAGGATGTCTCTAG 
ATGATGATGGATGATAGGTGGGGAGAi IN I I I I i I Mi iAATAGAGAATC TCATAG TTTTGGA 
TTAATTAGCACCAATCAGTTTAAACACTGACTGTTAGAATAGGTGCATGGG I I i I I I I CTTTAA 
ACTAATTAAGGGTTGGGTAGTTAGTATAAGTAAGTATAAGCGGAATTAAGGTTCTGCTACATC 
TGTGTTTAGAAT A I i 1 1 1 I I A AAACTAAATAAGTGTTGGCTAGTTTTGCGGTGTAAGCAGAATT 
AAGGTTCTGCTACCTCTGTGTTTAGAATATTCCCAATGGA I I I I I CA I I M I CAGGTGCTATTT 
TTTGACCCTGTATAGACTTTAATTTAAAATGAATTTGGTAACGTTTCTCCTC TGTCTC TACATA 
TATTCATGCTTTCACCTGCTCTTTrAACACCTGCTTTTAGTATCTGAGGCAC INN CTGAACT 
CTACTTGTGCACTGGATCCCTCCTCCTTTCTCTGCCAGGCTGTGTTTACTTTATCCTTACATC 
ACCACTTAGTGATTCCTTTCTTTGTATAAACATGGTAAATGTCTTCATTAGCCTAAAAGGAAAG 
ACCAAATAAAACCTTTCCTACCACTTGGATGCATTTGCATCCTGACTTCTGAAATGCCTCCAG 
CCTCCATTrrCTCCCTTCCCAGTTATTCCTTAGCCCAGCCATCTCTGTCTTTAGCTCCTACAA 
TTTTCTTAGGATATTCTGGGAAAGATGAGCGGAGACTGCCCGCCTTGTCAAATGTAGTGTCT 
TTTTTTCAGTCCTCACACTGCTTGACCTATGTATAACCTCCTATACTTCCCTCTTTGCATACTC 
CTCTGGGTTTTCTGTGGTAGTCAAGATTCCTCCCTGAGATTTATTTCCCATGAGTGTTGACCC 
CTCCGCTGAGTTGGTGCTATTTCCCCCTACCGGCCCTCCGATGATCTTATGAGAGCCCACAG 
GTTCA GI 1 1 l O I I I C ATGCTACCTGAATGTCCTGATAAAGTGGGTCGCrCTCTTGTTTACCTTG 
CATAATGGCATTACCATTTACCACGCCACCCAAGATACTTAGTAGGAACCTCAAAGTATTGTA 
TT G i 1 1 1 iCTCGATCACACTCATACTTAATCATCAAGTC CI 1 1 1 G AG CTTGTCT CCTCTTGAAT 
ATGTCCCTTCTTAATTCCTGCTGGCTTCTTAGTAAAQGCCTTCATTCI I 1 1 I ICCCTAGTAATA 
ATCTTTTCCATATGTTCCAGTTAAAATACCATGTTGTCCCTATTCaTTATTACATAGCTAGCAT 
TCCrrGAAAAAAAACAATTCTCTCAGGCCTGCATACCTTTAGCATGTTACCCACTGTGCCTCT 
GCTCTTCTGGAACTAGAACACTCATCCTTGAAGGCTGGGCTTCTGTATGAAGGTTGGTCGTG 
CCTCCTTAGTTGAGGTGAAGCTTTGTACATGCCTGTATTACGGACATCGTCTTATTTAAGTGT 
TTGTCTCTTTCGTCATTGGGACTGCAGCACGCAGCATAGTCCGTAGTATACTAGTTGGTGCC 
GAATAAATAGTAGCTATTATTAGAAAAGGAAGGGTGAAATTGACATGGGAGTTAGTAAAATGT 
ATATGGAAATGATTTTTAAAGGGAAAGGTAATGATTTTCTGGCAGGAAAAGCA GCAAT GACAA 
GATTACTTAAGTCTTGTGAAATAACACTTCTCTTCCTTGACCTGCTGCTTCCCTTTTTTACCA 
AGACACACGCACACATACCACAGCCCTTTGAGAGTGAAAGCAGCTCTATTGAGAATAGTAGT 
GTCAAGTGTATTATGTAGAAATTCTAAAGTTTTTGGGATTATTTCATAGCCGTGACGTTGCT^ 
TTGTCTCCACTTTATGTGGQAGGTTTAATCTCAGGTCTCCGTCATACACTtC TCAGCC TGAGC 
ACCTAACCCTCACAOAACACTCCAGTATTGATGCAGTCAATCTTGTATAACATTTTTTG^^ 
CCAAtGTGCAAAGCACGATGTtGGAAATTAtACAGAGGTGAATAAGACAAAAACTCtTGCTC 
TCAAAGATGTCAGTCTTTTTCTTTGCAAGGATAACACATGTAGAGTAAAATGCATAAAGGGGA 
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CTAATTTTAAATGTACAGCTTAATTAATTTTTATGTATGTTAACACCCATGTCACCACCATGTTT 

AGGACATTTCCAGGACCCCTGAAATTTCCTTGATGCGCCTTCCCAGTGTGTACCTACAGCTCT 

AAATCTATTTTCAATCTTAATGGGGTTTTAAATAAGTGGGGTTGTGAGAACGATAGTGAACAGA 

AACAGGTGGGTTGTGAACGTCTAAGCTAATAGTTGAGGAAAAGTGATGATGGTTTGGATGTTA 

AGAGAGAGATGGAGGAGGGCAGTGGCATGGTGGATGGATCAGGGCTGTAATCCGAGCACTT 

TGGGAGGGGGAGGTAGGGGGATTGGTTGAGGCGAGGAGTTCAAGAGTAGGCTGGGTAATAT 

AAGGAAAACCTGTCTCTGCAAAAAAAAAAAAACAAAAGAGGTTCAGGCCCATTTGGAAAAACT 

TCCCAGGCCCAGGGGTTAGAAAAAATCATTATCGGGAAATTGGCATTTGGCCCAGGGTATTT 

ACAAATTCGGGGCCACTCCCCATTAAAGCTACCAAGGCCTC TCTTC CACAGCACTTGGGACC 

ACACCTACTTTACCGTCCTCTTGGGATCCAAAAAAAAGCCCATTTTGCCAAGTTAACTCTTAG 

GCCAAAAAACGTAGCTGGGGCGCTCCCACTACCCGGACTTCAAATTCTGCCACAGCGTTCA 

GTCACCAACCACGCTGGTTCTGTACCCAAGACTTTCGATCTGGAAAGAAAGACTCGAAAAAA 

GCGATATTCAAGACTGTCTTGCACCGCAAAGGCAGGGAGCTCCTAACCGCGCGACAN 

>667 

GCGTGGGGGGTGATTTAATTGAGAATTATGAAAATTAGTGAATACAGAGAAAGGGAG 
GCGATTTGTGCCGTAAAAGTGACTAAGGAGCGTCTGTGACTCCCACTACAGCAGTTGGCAGA 
GATGAAAGTGGCAACAGGCTCGGCAGTAGGGGGTTTGTATTCTAGGAGAACGGCCGATGCG 
TCAGCGCTGGGTTGAGGCCCAGGCCTGAGATAAGTTGGGCAGTGGGAAGCTCAGATGAGAC 
ATCTTGCTAGGTCGTGTTTTATTCCGCTCGAAAGGTGGAGGTGAGCTGAGGCCATGGTCAAA 
GCCGACTCTCCAGTACCCCGAGAAGACACTAAGGGGATATGCCTCTGGCCGAGCATCATTTC 
TTTTGTCGTTrrAACAGGTGAACTTTGTTCGATTTTATCTCCCTCTACTTAT^ 
GAAAGTCATCTATTTGGACGATGATGTAATTGTACAAGGTACTGTG GGTAA GTGCCAAGAACA 
CTTGGAAAAGAAGCAGCTGATAAGTAGGAATAACTGTCTCTCTTCATTTTTCAAATAACTTATT 
GTGCAGCAAGTTTTGACCTGCTATTAAGGTGTGAGNCAGTATTGTTGTAATGTGGAGGNNNN 

>668 

TAGGCTGGGTGCAGTGGCTCACGCCTGTAATCCCAGCACTTGGGAGGCCGAGGCA 
GGCAGATCACTTGAGGTCAGGAGTTCGGGACTACCGTGAGCGACATGGAGAAACGCTGTCT 
CTACTAAAAAAAATACAAAATTAGCCGGGTGTGGTGGTGCCTGAGTGTAATCCCAGGTACTT 
GGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGGGGCGGAGGTTGCGGTGAGCCGAG 
ATCGTGGCGTTGGACTCGAGCCTGGGCAACAAGAGCGAAACTCTGTGTCAAAAAAAAAAAAA 
AAAANAAAGATTCTATTAGAGATATGGCAGATGTACTGTCTGAGCTATTTAATTGATAAAGAA 
AAAGTAGGAGTTCCTGCTTTTTAGTAA GATGAT AATGATAATTATGATCATACTGATGAAAATA 
ATAAAATTGCTGTGACTGTGGTGAAGATTTTTTCCCATTTCTTCATTTAGCTATTCAGA^ 
ATnrCACCGTCAGTTCATAACTGATATACTGCTAGAAGTTGAGGGTCAAATGGTGGCAACACA 
CGGTGGACTTCATGGCATTGTTGAGCATGAAACAACTCTGATAGAGCCAGAAATTAAGATTC 
GCTTATGGCTTACCCAAGGTAAATGCCAAQTCAATGGCAGAATGAAAATTCAAGGTTGGGGC 
CAGGTGTGGTGGCTCACATCTGTAATCCCAGCACTTTGGGAGGGCAAGGCGGGCAGATCAC 
TTAAGCCCAGGAGTTAGAGAGGAGCTTGG TCAACATGGGAAAACCCA GTCTCTACAAA AAAG 
ANNNNNNNNNNNNNNNNNNNNNNNNNNAGI I M i I I IGi I HI 1 1 1 1 I GTGGTC GAAAATTTT 
TGTTGGAATTTTAAAGAAAAGAAAGGCAAAGTAGC ACTCA GATGGGCi i U 1 1 IGTAAAGTGA 
AGTCAACGTAATAGTCTGGTGCTTACTTTGCAAATCTTTTCCATAAGTCAAGTATTAGTGTTAA 
CAATACAGTTAAGAAGTAAGGATAAACCCATGAAGGTGCACAGCTAAATAAGGAGGAGATTG 
CCAGAAAGTTTATGTATTTGGGAAAAGTAA AATAT AGAACAGACATATGCGTGCCCTGATTAA 
GAGGGTAGATAAAAACAAAAGATAAAACAATTTTACTTGAGATAGTAATAAGTTATTTGAAAAA 
AATAGAAGAGAATATAGGGAGAGAGAGCAAGTACAGAAAGAAGACAGAAGGGTTCTGGTTTG 
AATAGTAAGGGTTGGGAATAGGTGAATTGTAAAACAAATCTGTCAGTCCAAAAACGAAGATAA 
TTCCATTCAAGCGCTGACTAGTGAATGGGAAAGCAAACGTTGTCACGTCTTCTATTTCTGTGA 
GGAGTAACTATTAGTTAAAGTCTGACTTTCCATACAGAAGAGACAAAGAATCTAGTCAAAAGG 
ACATGGAATCATATGTAGTCATAGTGGTAGGTGAGCAATGAATGGGCAGGCAGCTGAAAGGT 
GGGAACTGTTAAAGCCTTACAGGAAGGAAAACATAAAGTTGTACCTCGGCCGCCACCGCGG 

>669 

GGCGGCCGAGGTACAGAGTAGGATCAATAAAATCTGTGTGTTACAGCGGCAGACTG 
AAGGACGGGTGCCTGTTTTCAGCCATGAGGTAGTCCCTGACCATCTGAGAACCAAGCCTGA 
CGCTGAAGTGGAAGAACAGGAGAAGCAACTGAGGACAGATGCTGCCCGCATTGGTGCAGAT 
GCAGCCCAGGTTGGAbTGAGTCACTGCCTTGCTGCCCCATGCCCATCGCATCATGAGAAGC 
TAGGCATTACCATTCCTGTCTAGTAGGGATACATAGTTGGTTGCGCCTAAGTTGCTTCTGGC 
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AGAACCCAAGGAATAAATTTCTCCATATCGTTTCCTAGTTACCCTAATCTCTGCACAAATTTGT 

GTGTTACAGAAGCAGATCCAGAGCTTGAATAAAATGTGTTCAAACCTTCTGGAGAAAATCAG 

CANAGAGGAGCGANNN 

>670 

NNNNCTGAGTGGCGGCGGCGGCGACGGCAAACCCGGAGCTGCCGGCCGGCGCG 
CGGGAGGAGGACGGGGGTGCGGTCTAGGAAGTAGGTCCCGGGCTCCGCGCTCAACAAAG 
ACGGGGCGGCCCCCATTAGACGGAGGTGGGGGCGGAGGCTCGATGTTGGGAAGCGGCGC 
CGTTCGTGCTTGTTAGCGGGAATCCGGGAGCCGGGGGGTGAGCTGGCGGGGGCCGGGCC 
CTAAGTGAAGATGGAGGGCCCGCTGCGGCCTGCGGGGGAGATGGTGAGGGGGAACCCGCA 
GCAGGACTACGAAGTCGTCCAGAGGGTCGGCAGCGGGACGTACGGGGACGTGTATAAGGG 
CAGAAA TGTACACACAGGAGAGGTGGGTGGAGTAAAAATCATTAAATTGGAGGCTGGAGATG 
ATTTTTCTTTGATTCAACAAGAAATATrrATGGTTAAAGAATGTAAACATTGTAACATCGTTGC 
CTACTTTGGGAGTTATCTTAGTCGGGAAAAACTATGGATTTGTATGGAATACTGTGGTGGCG 
GATCACTTCAAGATATTTACCATGTTACTGGACCATTATCAGAATTGCAAATAGCCTATGTAT 
GCAGAGAAACCT TACAG GGTCTTGCCTATTTGCATACTAAAGGCAAAATGCATAGAGATATC 
AAAGGTGCTAATATTTTATTGACAGACCATGGCGATGTAAAATTAGGTGACTTTGGTGTGGCT 
GCAAAAATAACAGCTAGCATTGCAAAACGAAAATCTTTCATTGGCAGGGGTTACTGGATGGC 
CCCAGAAGTTGCAGCAGTAGAGAAGAATGGTGGCTAGAACCAAGTGTGTGATATCTGGGCA 
GTAGGAATAACAGCAATTGAACTTGGAGAACTTCAGCCACCTATGTTTGATCTCCACCCAAT 
GAGGGGTCTCTTGTTAATGT CAAAA AGTAATTTTGAGCGTCCAAAAGTAAAGGACAAAACAAA 
ATGGTCATCAACATTCGATAATTTTGTCAAAATAGCAGTAACCAAAAACGCAAAAAAAAGACC 
AACTGCTGAAAGACTTCTGACTGACACTTTTGTTGCAGAGCCAGGTCTCTCTAGAGCCCTAG 
CAGTTGAACTGTTAGACAAAGTGAACAATCCAGATAACCAGGGAGATTACACTGAAGCAGAT 
GACGATGACTTTGAGCGCCATGCAATCATTCGTCATACCATTAGATCTAGAAACAGGAATGC 
CAGAGCTGAACGGAGAGCTTCAGAAATAAATTTTGACAAATTACAATTTGAACCTCCTCTGAG 
AAAAGAAACAGAAGCACGAGATGAAATGGGATTGTCATCAGACCCAAATTTCATGTTACAGT 
GGAATCCTTTTGTTGATGGTGCAAATACTGGGAAATCAACCTCAAAACGTGCAATAGCAGGT 
CGCCTAGGTCCTAAGGCAAGGATAAGCAGTTACGCTGAAGACAACTTTCCGGATGAAGAAAA 
AGCATCAACCATAAAACATTGTCCTGATTCAGAAAGCAGAGCTCCCCAAATTCTCAGAAGAC 
AGAGTAGCCCAAGTTGTGGGCCTGTGGCAGAGACTTCTTCTATTGGAAATGGTGATGGTATT 
TCAAAACTGATGAGTGAAAATACAGAAGGATCAGCACAAGCACCACAGTTACCACGAAAAAA 
GGACAAACGAGACTTCCCTAAACCAGCCATCAATGGCCTTCCACCCACCCCAAAAGTTCTGA 
TGGGAGCATGCTT7TCAAAAG I I I I I GATGGCTGTCCTTTGAAAATTAATTGTGCAACATCCT 
GGATACATCCTGATACAAAAGATCAGTACATTATTTTTGGAACTGAAGATGGTATTTACACAC 
TGAATCTCAATGAGCTACATGAGGCAACGATGGAACAGTTATTTCCACGGAAGTGTACTTGG 
CTGTATGTTATCAATAATACTTTAATGTCATTATCAGAAGGAAAAACCTTTCAGGTCTACTCTC 
ACAATCTTATAGCTTTGTTTGAACATGCCAAAAAACCAGGATTAGCTGCCCATATTCAAACTC 
ACAGGTTTCCAGACCGAATACTACCAAGAAAATTCGCTTTAACAACAAAGATTCCTGATACAA 
AAGGCTGCCACAAATGTTGCATAGTCAGAAACCCTTACACGGGACATAAATACCTCTGTGGA 
GCTTTACAGT CTGGA ATTGTTTTACTTCAGTGGTATGAGCCAATGCAGAAATTGATGTTGATA 
AAGCACTTTGATTTTCCTTTGCCAAGTCCTTTGAATGI 1 1 1 1 GAAATGCTGGTGATACCTGAA 
CAGGAATACCCTATGGTCTGTGTAGCTATTAGGAAAGGOAGTGAATCGAATGAGGTAGTTCA 
GTTTGAGACAATCAATTTGAACTCTGCATGTTCATGGTTTACAGAAATTGGTGCAGGCAGCGA 
GGAGTTAGATTCCATTCATGTAACACAGTTGGAGAGAGATACCGTTTTAGTGTGTTTAGACAA 
ATTTGTGAAAATTGTAAATCTACAAGGAAAATTAAAATCAAGTAAGAAACTGGCCTCTGAGTT 
AAGTTTTGATTTTCGCATTGAATCTGTAGTATGCCTTCAAGACAGTGTGTTGGCTTTCTGGA^ 
ACATGGGATCCAGGGTAAAAGCTTCAAGTCAGATGAGGTTACCCAGGAGATTTCAGATGAAA 
CAAGAGTTTTCCGCTTATTAGGATCAGACAGGGTTGTCGTTTTGGAAAGTAGGCCAACAGAA 
AATCCTACTGCACACAGCAATCTCTACATCTTGGCTGGACATGAAAATAGTTACTAAGCAACA 
GAAACTGATCTCAAATGACAGGAAAATGAATATACTCCATTGAAAGGAAAAATAAGGAAATTC 
AATACAAACTGCACTA TGAT TTGCTTTAACTATTATGGGTTATATTGCAAATGATGTGTACTTT 
AGGGTAGAATTCAATATTTTCTGCAGCTGGAAACAGCTAGTCTATCTCTTGCCACTGTGTGGT 
GGTTATATCAAGTTTGCTTAATAAAAGCTATGAGACAAATAGTCCTCTAGTTCCAGGAAACAC 
AGTGI J 1 M I JAAAAAAAACAATGTTTGTAACAAGGGTGCCATGGTATTTTTAGATAACTCQTG 
ATTATCTTAAGAGAGGTAAATTTAGTGATGATTTTATATGATGTCTTATTOCTTCTT^^ 
TAATTTGTTAAATTCTCAAGCAAGGTTTTCACTTTTATATTGGCCATTCTGTATG Mi l l G TAAA 
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ACAGAATATTTAATCCTTATTTATTAATCTCTTGCTGGAGTGGTGTAAT GTATC TAACTT TTAG 

CAAAGGAGGGTTGCAGAGCAGGTTAAA I 11 I M I I ATAATGTATAAGAAT TTTGT TrATCTTTT 

AAGAGTAGTAAAGTACTTTGAGTGTTTGGGGGTTGAACACACACATGCAAT TTTGC TTAACAA 

AAGTATTrrATAATACAGTTTCATACAGAATTACGTTAAAAGGGAGTGTTATGTTTTCAAGTAG 

AGATAGTTGTAAGGGATCATACAGAAGATATTGATGATAGTTGAAATATTCTTAGAAGGGGTG 

TGTATGTCTAGCTGTGTCTACCATGTGTATGTATTCTTGACAAGCAGTATAAAATACCTGTGA 

TTTTTCTTTAGATrAGGGATAATGCATAAGGAATTAATCTTCATATATATTATCATCCCTAATGT 

AGCAGGGGGAAGTATTTAATTGCCCATGA TATGT ATTTTACTTATACTATGC CAGA GAGGAAA 

CTATAAAGTAATTACACATGTAATCTTGGGTTTTTCACATATGTAGGTATTCATTTTGAGTAGG 

TTGAAGAAGAAAAAAAATATTTAAATGAATTGAATTCC TGATGG GATAGT ATCAATAAGT ATTT 

AAAAGCCAGTATTCTAAAAATAATAAAGGGTAGGGTCATTTTTGAGTTTGTTTTTCTT^ 

TTGTTAATATTCAAAATTAAAGTGTTACATTGGTACCTGTTGTCTTAATG GATTT ATTGAGAAC 

AGCATTGAGATGATGAACAAGGGGTTAGCAATAGCAAACTCTATAATTATTTTGACTAATTAC 

TTAAG AG G A A A AC AGT ATAAGT ATCTC ATTC AGTATTTAGC AATTCTGTAAAATAAGTATTATC 

TCTATTTTTCAGATGAGGAAGTAAGGGTTTAGCAAGGTTAAGAGATCTATCCAATTTACACAG 

CAAGTTAGTAGTTGAGCCTGACGATGAGTCTT 

>671 

>672 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAAGTTTGTGGGTCGCTGGTGTGGGTCCTGAAACAATGCAGTTGTCCCGGCGTATGCGACAT 
CCGGCTGATGGTCATGGAGATCGGGAATGCTTATGCTGTGTTATATGAGATGATCCTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGAGCCCTC 
TCTCCCATTGTGTGATGAGTACTCTTCTGGACTGTTCTTTCTTTCTAATAAAAGTTTCTT^ 
GAACCTATAGTGTCTTCTGTAAATTCTTCTTAGTACCCTATGAC CCGTGAGCC AACCACTTTC 
CGATGCGAGGGTTCTGACAGCTCACCTGGGATAATATAAAGTG M I I I M M I ATACCCTTCC 
AGTTGGAAAGACTACAGAGGAATCTTGCAGTGGAT AGTT CAAACTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAGGAAGAGAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTCTGGTATTTTTCAAATTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAAT 
AAAGGATGGAGACATGCTTATTTTATTTAAGTCCCCCAAAAAAAAAAAAAAAAAAAAGTACCT 
GCGCGGGCGGGCGCGCGGGGGGGCCGCTGN 
>673 

>674 

CGACCTAATAAATAAATCGTTGCATGACAAACCTGCAAAATATTTTATGAGCTGTTATT 

GGAAAGTGATTTTAAGCAATTGCTTCCTCAGTGTCAGGGCACATGTGAATTTCCACACCAAA 

CAGAGCATGAGGAACCAGTTGACATGCTGGGTTGTGACTGGCAGCTTTAGCAGCCTCGGTA 

CTGAAGCCACACCAGTGTCCGGATGGAAGTCTGGATCTGAGGTTGCTCAGTGTCCCGGTCA 

TTCATTTACACATTTTAACTTGCATTAAAGAGCTGTTCTTTTCTGTGGCCTAGACTCT^ 

TGATCTCAAAATAAACTG G I I I 1 H I C AAAAAAAAA AAACAA AAA CAAAA AAAAACAGAAAAGC 

TGCATGTCTAAAATTACATGGAGTr AGTQTCT ATTCTT TTTC C GCTT TTGCAGCAA^ 

GCATTTTTAACACO i M i M I ICTAGI IN M IGTTCGGTTTTGTTTrCCAT CAGG AATTTGAGT 

TCTCTCTAACCCAGCTTACTGTGGGACATAGGAAAACTCAGTAGAAATACG TTTGG TGATGTT 

GTTGAGTTTAAGTCTGATCTTGATCTTAAAGTCAGTAAGGCACTATCTGGAA TTTTGT ACATTA 

TATAGTATTTTGAAGATATGGAACCTTATGAAAAAAAAATAGCAAATTAGTTCTTTTTCCCCCA 

GAGGGGAAAGTTATGTTCTGCAAATAGTGTGTGTCTTATTTTACTGTTGAACAGCAATTGCTA 

TTTATTTTTTTATTGCCTAGAACTTCAACATGTTGTATAGGAATCCTGTAGTGCCACT^ 

ATGCCGAATTCTCATCTGGATGTrACCATCAAACATCAGTACACTTGTCATTTCACATGTGTT 

TAATGTGACAG I I I M CAGTACTGTATGTGTTAATTTCTACTTTTTTTAATATTTAAAATTGCTT 

TTAAATAAACATATTCTCAGTTGATCCCAAAAAAAAAAAAAAAACCCACGCGTCCGCGGACGC 

GTGGCGGACNN 

>675 

>676 

NNNNCTATGCCAGGAGCCGCGGGCAGGAGGCCCGGGCAGGAGCACGGCATGGTG 
GCCTCCCTCCCTCACAGGCTOGGTGTGCCCCAGCAGACGTAGCTGCCAGCAGTGACAACAT 
GCGTTACCTTCATGTCCACTGACfiGGTCCCGCTGCAGCAGTGCCCACTCATACTGGACGAT 
GGCGTGGTCATCTGTGCTCTCGCGGCCGTCTAGAACCACCCCGTCTGTGGGCAGATGGAG 
AAGGACATCCTGCCCAGCCTTGCTAAGTGGAGGCGCATCCTTTTCTGAGAAAGAAAATAAAT 
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AATTCATAAAAGATGATTTCTTATTTTTTCTAATTTATGGAGAGGTATCTT GTTTG CTGAATAG 

ATATGATTCGGCAAATAACTGCTAAGAGAATCCATATTAAATGGAAATTATTTTTCTATTTATTT 

TATGATCGTGGAATTTAGCTATAATATGCGCAGAAGAGGGTGTGTGGAGTGTTGGCTGGTAG 

CGATTTTGGGTACAAGGCAGCATACGAGGTCCCACCAATGTGTAAATATGGAGAAGCAGTTT 

TATTTTCTAGAGTGGATTTTTGACTTAATTTTAAAATCACTTAAGTTCAAAA^^ 

ATTTATTTTAAAAGATTATTATTATTTTAGATGAN 

>677 

N l M I i m N I I I I G G I I I I M I I I I I M M I M I I I I i I I I I I AAACTATTTAATTCACT 
CCTTTATTCTGGGATGTATATTACAGATAACAGAAGT CACA AATATACCATCAGACATTGAAAA 
CTAAGGCCATTGTGTGAGTTATTTTTAAAACTTGGTGTTTTGCACATAATGATCTTAAAAAAAA 
ATGAATTACCAAAACCAAGATTCTCTTCTAAAATGAAAATTT AATG C AGGTA CAGGATAACTTT 
AGGGCTATATCTAATCTGAAGCTTATCAGGTAGCAAAACGATTTTCGTTTTCTACAGCATAAA 
TAACAGCTCTAAGGCAACCACTACCTCAGCATGAAGCTCATTTCTCCAGGTTAGAGTAGTGT 
TTACGTGCTACAGTGACCAGTGTTTAGAGACCATTTCCCTTTCAGTAGCAAAAAGAGACTTTA 
CCTAAGAAACACACTACATACTACAGAATCCTTGGAACAAGAAACAGAAAGGGAGCTGTAAC 
TAAGGCACTGAAAGCACATTATTTGTATAAAGAAATGTAAACAATTTAACACCAACAGGGTCC 
CTCCGTTGGAGTCTTTATTGTAAATGCACACAGGGGCATCATAGTCAGGGCTAGAGTTTGAA 
GTCTGGGTGAAACAAATGTTTCTGCAGAGTTCAGAGTCTTGGCTGCCAATATATTTCTAACAT 
GGTGCTGTTGAATTAACTATTTCAAAGTGACTGAAGTGGAAGCTGGTATTTGCCTTGAATCTG 
AGTTTTAATAGCATTAACAAACAAGGAAGAATTTTATAGGAGTCCTAAA ATTAT GGGCTCTTTC 
TAACATTTATTTGAGTCTTTTATCAAGTTCTTCTAATGAATTTTAGGATTAT^ 
ATCAAGGAAGTTTGGTGTAAGAACTTGTTAGCTAATGAGTGCCCCTCCTTGTAAGTTCATATT 
TCAAGTTACATGGTTCATGCCATAAATAAACGACACTTGCTTTAACATCGTTCAGAATGGTAC 
ATTTAAGAATTGGACATACAGCACTGTAAACAATTCAAAGTCCATTGAGCTTACCATGAAAGA 
ACTGAAACGTATGTAGGAACTGTGTCCTGCTGCAGACAAGCAGCTGCTCTGGCTCTGGTGC 
GGTGCGGTGCAGTGAGGTGAGGTGGGGTGGTGTGTGAAGGGAGAATTCCTGAGGCCAGTC 
ACAATTATTGAAGGTAAATTAATTTCTTCCTGACACTTTAGCATTAATTCTAAGTAGTTGTAAG 
TTCTAAACCATTAACTGTATAGTTAANNNNNNNN 
>678 
>679 

NAGTTGTGGGTCTTCCTTTGCAACGTTTCTTCTTCGCTGTGCCTCTGGTCGCCATCA 
CAAACTGCATTAGGAAATGAGAGCGAGCATGTGGCCTGGCTTCTTGATGGAGATCGTCCTC 
GCTGTTTTCATAAAGGGTCGTAGATGAACACCGATTCCCTCCTGTGGTGATTGGCTATGGCA 
GCCAGTGTCCCGTGTCCTCTCCATATGAGGAGTGAGGGCCTGCAGATCCCTCCATTGGCCA 
GCCTGGTTCTGGGAGAGAGATACTGAACTCAGCTTGGCCCTGGTCCCATTTCTTCCAGTACC 
CGCTGGTGGTCTCTGCCCTCACCAGAGCTGGAAGGACTTGATGTGGTTTGAGCACATCACT 
GTAGGATTTTGTCGGAGATGGGGATGACCAGCTGCATCAGTCGCCAGAGTCCTTCCGGAGA 
AATAAAAGGATAGGCATGGCGGCTAAGGGAAGAAGGCATAAGAAGGCAGA TTGA GGATTGT 
TAAGAAGACTCCGCCCTTGCCCCCAGGTCTGCCTACCATAGTATTGCTiDCCTTTTGGTCACT 
GATGCACATGACTAAGAAGAGTTGTCTGCTGAGTAAGTACATGACT TTGGA GATCTTTGTCAT 
TCTCTTCACTGCTTATCTTCGAGAAGTCATGATTACCCACACATGCCTTTTrAOCAGGCAGTA 
AGAAATGCAGGCCCCCTAGGTAGTAGCATGGTGCCCTCCTTGGCCCACTCCACTCTTGCCC 
TCAACCTCTTTCAACCAAACATTATCACCCACCTTAAGAAATTAAAAAATAATTCTGTCCGAGT 
CTGTCTGAACTTAGTACATGATCCAGGATGTGATGGGATCTTAGGGCTTGGCTGGAAGGTTT 
CTCCAGTCAGCCATCTAGCAGAGCTGCAGATCTGGGGTGGGCTGTTGGCTAAAGTGCTCTT 
CACAGACACCTCATTCGGCTCTTCCTTCAGCTTCTTCACTTATTTCTTACTCAGTCACTACTC 
AGCTCCTTGTCCATGTGTCCTTGAAGCCATGCTAGGTCTTATTCTGATTCTGAATTCTTCAGT 
CACCCATAAGCTTGTCCTTACCGGGAGTCAGTGGGTGTGTGTTCCCAGGTGGACTTAACCAT 
TGTTCTCCTTTATGATCCTTTCCCrrGGGTGGACAAGTGTGATTTGGTTGTAAGGCCATTTT^ 
CAAGTTGCCTATAGATTGATAAAAGAAATCCCACTAACGGAAGTAGACTGCATGCCAGATTTC 
AGTGTCTTTCTCCAGGGGCCAAGGTTGGACCCAGAAGTGCATGGGGTGCTTGGTGTCGTTC 
AGTGATGTAGTAAGGATACACGGTTCGAGACACGQCACAAGAAATGC GTTCCTTG GCAGTTC 
AGCAC CI I I i CrACAAATCTtTATTCTCTGTGAGCATGACACCCTACGG I Mil HCAACCGG 
TTGTCGTTAAATCCTAAAAAATAAGTTGTTCTACCTTTCTGTTCTACAGACCCACAGATGQAG 
GGCAGTCAGCdGTGGCAGTGTTTGAACCATCAATTGGGAGGGGAAGGTGGTTTOCTGtGCA 
GGAGGGGCAGGTCAGA7TGCAGGATAGTTGTGCTCAGGCGCAGGTGGGGAGGCACGCTAA 
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ACACATTGGTTTTCCCCCTCAGACCATTCCCGGAGTAATAAATCCAGTTGGAGCAGCAGTGA 
TGAGAAGAGGGGATCGACACGTTCCGATCAGAACACCAGTACGTGCCCGGGCGGGCGCGA 

CCCN 
>680 

NCAGCTTAGTGATGACTTTCCAAGCTTGGTTGAGAATCTGAAGTCGGTCACTCTCAG 
GAGGATAAGGCAAGGCCAAGTTTAATCCCAGTGATCGAAAAAGAAGATGGTTGGGGAAACG 
AGATTCATCACACTCTTTAATCATGCCAATGAAATCCATAGACCTTGTGGCGATGAACTCAGC 
GCGGAAGGCAGACATCACAGAATTCAACAGCAAGGCATTGTTTCCTAGTTTCTTACACCTTT 
GCATCATCTGGGTCAGCAGAGCCTCGGGGGCATGGTAGGAGATGCACTGGAAGATCCAGTC 
CATGGGAGGCGGGTACAAGGGGAGGTAAGATGGGAGCTGCAGTCCTTGGACCACCAGCTG 
GTTCTGGAGGGTATCCCCATGAATCTGTTTGAAGGTAAGGAGGAAGTGAAAAAAGTTGTTATT 
TAGGGTTTCTTTGAGATGTGGGGCCACTTGGATTGCCACCCGGCACAGGTAGGCACGGGCA 
TACAGGGAGAGTAGTGGGTCTCGGATCCCTGTGATCATGCATGTGAAGGGGGGCAGGCACT 
CTGAAATTCCCGTTTTGGAGAGGAATTTGTTACATTTCAGGATGGATGCCTCCAGGTAAAATC 
TTGGAATGAGTTCCCTGATGGAGGCAATCTTGAAAAACCAATTTAGGCATGTTTCCTTGGGC 
TTGCCATTTGGATTCTGTGGAGAAAAGTGATGTGGTAAGAGGGTGCGGGTATCGACAGACAT 
GGAAAAGATGGGGTCGTACACGAGGTTTCGAAATGTATCAAGTATGTCGGTGATAAGGACAA 
ATTTCCGGAGGCGTGGGTCGAGACN 
>681 

NAGCGTAGAGTGCGTGGGTTTTCGGTTGTACCTGAGGATGCTGAGGGAGGGTGAGC 
GTTGAGAGGTGAGGGTTCGGCAGAAAAGAGCCCTCGTGGGTAAATTGTGATTAGTTGCGTAC 
TCAAAAGGATTGAGAGAGTTTCGTGTTGTCTTGCGTGGAGTTGGCGGGAGTTAAGAGGAGGT 
TGAGATCTATAGTACGAGCAACATAACAGGTAAAGGTCTGTGGCTGGTTTGTATGGGGCAGT 
TAGCCGTGCCAGCTGTTTCTGCCTTGTCATGTCTGTCCTGGATCCTAGGTCGGTGTCTGTGA 
GTGGCCTCACCTGATCGAGAAAGCAGCTTCGTCATTCT7TAGCATCAAACCTGGTGTCTCCC 
AGTGTGGGGAGAGCCTTTTGTCTTTGGAGTTGGGCCTAACCTGTCCCTCGCTGTCCTTTCTC 
CTCTAGGTTGTGCGCTTGCGACTTGGACACCATGCTGAGGGCACTGTGCCCCTTTCCTGGG 
TGTGGACAACAGGTCATAGGGAAAGGGGAGGGCTCTAGCGGGAAATTGCTTTGTAAACCAG 
TGTGTGTTCCTGTGATTTTAGATCGAAGACGAGGGGGAGAAGCTGGAGATGGCGAGAGAGA 
AACATCAGGCTTCGCAGAAGGAAAATAAAGAGCTGAGTCTGAAGGTGGATGAACTGGAGAG 
GAAACTGGAGGCGACGAGTGCGCAGAATATCGAGTTCCTACAGGTGATTGCCAAGAGGGAG 
GAGGCAATCCAGCAGTCCCAGCTGCGGCTGGAGGAGAAAACACGGGAATGTGGGACCCTG 
GCAAGGGAGTTGGAGAGTGCCATTGAAGATGCGAGGAGGCAGGTGGAACAAACCAAGGAG 
CACGOACTCTCGAAGGAGCGAGCAGCGCAGAACAAAATCCTGGACCTTGAGACCCAGCTGA 
GCAGAACCAAAACGGAATTGAGCCAGCTGGGGCGGAGCCGTGATGATGCGGACCGCCGCT 
ACCAGAGCCGGCTGCAAGACCTGAAAGATCGCCTGGAGCAGTGCGAGAGCACCAACCGCA 
GCATGCAGAACTACGTGCAGTTGGTCAAATCATCATACGCGAAGGTGTTTGGGGATGGTCCC 
TATTCCACCTTGGTGACTAGCTCTCCCATCCGGTCCCGATCTCCTGCTGCCTGAGGCCACTT 
ATCAGGGCCTGGAGCCCTGATGGAAGCCATAGGAACTCCAGAGTTGCCAAGCCATAGCTGA 
GAAGCarGGTGGTTTTGCTCTCGOAGTGAAAAAATGGGTTCAGGGTCTTGT GCTTA GCTAGT 
AGCTCTAGAAAAGTCCCAAAAGCAGCAGAAGGTGAAGCAGGAAGCACTTGGTTTTCTCGTTC 
CTGATATAGTCACGTGTrGGAAGTGTTAAAATTTCCTCGACAGGCCtTAAATTTACTACT 
TTAGGGTAGCACATTTTACTTACATGATTTGTTCCTTCTXTCT 

CCACAGTCCTTACGCTCATGTTAGGATTCTCCCAGTTTTCTGCTAACAGGGAGTCTCTGGGT 

GAGCCCACTGIXmnrCGTCAAGCGNN 

>682 

CTATAGGGAGTCACCCACGCGTCCGGGCGGAGCTCCTTGTTAACGACATCCCCAAC 
CTCTGCTAACGGGAGCACTTCCTGAAGCTGAAGGTCAGCATAGACAAAGGGCCTCAGAATC 
GCGCAGGCGCAATTGTGCCCTGGTTCGCCAAGATGTCGTTCCCAAAGTATAAGCCGTCGAG 
CCTGCGCACTCTGCCTGAGACGGTGGACCCAGCCGAATACAACATATCTCCGGAAACCCGG 
CGGGCGCAAGCCGAGCGGTTGGCCATAAGAGCGCAGCTGAAACGAGAGTACGTGCTTCAG 
TACAACGATGCGAACCGCCGAGGGCTCATGGAAAATCGTGCCTTGCTTCGTTGGGCCTATG 
CAAGAACAATAAATGTCTATCCTAAnTCAGAOCCACTCCTAAAAACTCACTCATGGGAGCTC 
TGTGTGGATTTeGGCCCCTCATCTTCATTTATTATATTATCAAAACTGAGAGGQATAGGAAAG 
AAAAAarrATCCAGGAAGGAAAATTGGATCGAACATTTCACCTCTCATATTAAGTGTGGCAAt 
GATGACTATATGTATTCCTGCCTAAATAAATCATCTATTAATCATTAAAAAAAAAAAAACAAAA 
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AAAAAAAAAAAAAGAAAACAACAACAAAAAACAACACAAAAACAAACACCACAAACAAAAAAA 

AAAAAAGGGGGGGGGGCCGCAAAAAAATACTCTTCCCCGGGGGGGGCACCCATTTCTTCC 

CCCCCCTTC 1 1 I I I M I I AAACGAGGGGGGCCCCCCAACAGGGGGGGTCATAATAAAAAAAA 

AGGCGGGGGGGGGCTATAAAACCCCGCCGGGGAGGCGAAACACCGTCACCCGGCGACAC 

GTTAGGGCAGACAGCCACCCGCCGGGGGGGGGGACAACTGGGCACCACACCACCGAGAT 

AGCCGCCCGGAGAAAAAAAGTCGCGGTGCAGGGGGGAGCCGACTCTACCGCCGGCGAACC 

TCGCCCGTTTCTTGAACATTAGGGGCCCCACGACAAGGTCGACAGCAACCACCGAATCCAG 

CACACTAACGTCAAGCCGTACGGCGAGAACCACTGTCAGAGACAGACCACNN 

>68d 
>684 
>685 
>686 
>687 

ACGCGGGGGCGGCTTCTTAGCTTTACGATGGCAACAAGTATGGCGGCTGCTAGTG 
GTAGATTTGAAAGTGCGAAGAGTATCGAAGAGCGGAAAGAACAGACCCGGAATGCCAGGGC 
GGAGGTGTTGCGCCAGGCTAAAGCCAATTTTGAAAAAGAAGAAAGGCGTAAAGAACTTAAGC 
GACTTCGGGGTGAGGATACATGGATGCTACCTGATGTGAATGAGAGAATTGAACAGTTGTCA 
CAGGAACAGTCTGTGAAGAAAAAGAAGAAAAAAGACAAGCATTCAAAAAAAGCAAAGAAAGA 
AAAGAAAAAAAAGAGGAAGAAACAGAAATATGAAAAAAAGAATGAGTCATCTGATAGCTCATC 
AAGCTCTGAAGATGAGTGGGTTGAGGGTGTTCCATCCCAGACTCCTGACAAGGAAAAAGCC 
TGGAAAGTGAAAGATGAAAAGTGAGGAAAAGATGACACCCAAATTATCAAGAGGGATGAGTG 
GATGACTGTTGATTTTATGTCTGTTAAAACTGTGTCATCATCATCACTCAAAGCTGAAAAGGA 
AACTATGAGGAAAATAGAGCAAGAGAAAAACCAAGCGCTTGAACAGTCCAAACTGATGGAAA 
GAGAATTGAATCCGTAGTGGAAGGATGGTGGGACAGGTCTTCGAGCTGAAGAGTGTAGTGT 
GTCATCGATTACTAAAGT7TCAGTGGTAGAAGATGGTGGATTAAGCTGGCTAAGGAAATCTT 
ATCTAAGAATGAAGGAACAAGCTGAGAAACAAAGTAGAAACTTTGAGGACATTGTAGCCGAA 
AGATATGGGTCAATGGAAATATTTGAGTCAAAATTAGAAGATGGTGAAAAAGCTGCATCCAG 
GAAAGAAGATTATAGAGGGGAACGGTGGAGGAAACCCACATATTCAGATAAAGCACAAAATT 
GTCAAGAAAGTAGAGAATCAGACTTAGTAAAATATGGTAACAGTTCAAGGGATAGATATGCTA 
CAACAGATACTGCAAAAAATAGCAATAATGAAAAATTTATTGGTGATGAAAAAG ATAAGAGAC 
CTGGGTCTTTAGAAACGTGTAGAAGAGAATCTAACCCAAGGCAAAATCAAGAGTTTTCTTTTG 
GCAATTTGAGAGCTAAATTCTTGAGACCCTCTGATGATGAAGAACTGTCATTTCACAGCAAG 
GGCAGAAAATTTGAACCACTTAGTTCATCTTCAGCATTGGTAGCTCAGGGCTCTTTGTGTAGT 
GGTTTTAGAAAA 

>688 

NNNNNNNNNNNNNNNNNAAATTTAATTTCGTCAGCAAGGCCATTTTTTAAGTTTCTG 

CAGAAAGGGTACACTCGCGAGCGGTTTTGCCACAAGAGTATACGGAACAAAGGAGACAGGC 

TCATTTATAATCTGACGGGGCCACGCTCCTGGTGCGTTCGGT TTCCAT TGGCTGGGACGGG 

AGCTGACCTTCTGTATTTGTGGCGAGTGGCTAGGACTTAGAACTTTrTAAAAGAGGCAAAGG 

CATAGGAGAAGAAAGGAAGGAGGAAGTAACTTGTGGAATATTGAGAAAGGTAAAAACACCTT 

TAAATAAGGAAGAGGAACAGGCTATGACCTAATGGTT6TTTGGATCA6TATAAGCATGTTAG 

GGCAAATATTTAGGCrAAATTGTGGGAGGTAAGAACATAAA GTATA TTG^TTTTTTATTA 

CTAGCAGATATTTAAGAATGTTAGCACAGGTCTTTGAATAAATTrTGCTTCTAAGA GAAGTT A 

CTATTGGGCCCTAATTATATGGGGAGTAAAGTGTTTGAAGAGGAA CCTGT ATTTACTTTTTAC 

AATTCCCCC III I rATTTTATAATTCCTCTTCAAACTTGTTTAATATGTTTTGACTTAATTGCT^ 

GTTTGCCGTTCTAAGAGAAGTAATTTTTTCCAAATGGGGTGGAGGAAAAGTTAGAGTTAACTC 

TTTAAGAATGGTAGAGACAAGT 

>689 

NNNNNGTGCAGTAGACGTGTGTATAGTTTTATGACCAGGAAAAAGAGTTGTAGCTCT 
GTGTTG AI I I I I CTTATCTCCTGCGCTCCCTCTCGAAAAGAAAAGACATAAATTAAAGTAGGA 
ACTGAGAGGGATAAGTTAGACCTAGCACTGCCACCAGCCCAGTGCTCTCTCAGAGAATCAC 
ATTGCCTTGTGTCATTCTAGGTGGCCCCAGCAGATGGCTTCTGTGATCTTGCCATGCAAGTA 
ATGAC6TGTCCATCTAAGAACTACATTCTGTCTGTGATCAGTGGGAGCATCTGTATATTGTTC 
CTGATTGGCGTGATGTGTGGACGGATCACCAAGCGAGTGACACGAGAGCTCAAGGACAGGT 
AGAGCCAC»TTGACCACCAAAGGAACTAGCTAfCCAGTGCCCAGTTTGTACAGCCCTCTTGT 
ATAGCATCCCCACTCACCTCGCTCTTCTCAGAAGTGACACCAACCCCGTGTTAGAGCATTAG 
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CAGATGTCCACTGCGTTGTCCCATCCAGCCTCCACTCGTGTCCATGGTGTCCTCCTCCTCCT 

CACCGTGGAGGAGCAGCAGCTGGTCGGTGGGGTTACTGCCTTTGTTTGGCAAACTTGGGTT 

TACGTGCCTGTAGACAAGTCTCTCTCATACCAACAGAACTTCCGGTACTTCCAGAACCAAGT 

CAGCTGACCN 

>690 

NNGCGGCCGCAGGAATCTTGCTTGTCTTATAI I I I M I I I I I I I I CACACAGAAACCA 
ACCACA I I I I l ACTGCATCTGCTCCACGCTGGATTCCAACATGCTGGCCCGG AGCGT GGCT 
GGCTGGAAGCAACTCCAACAGGTTTTTCCCTTCCCCGTCATGTACATTATTTATTTTTGATCC 
TAGTCACTGTCCCAAGTCCAGAGGCAGTTACAAAAAACACTCTTGATGCAAACCGTGAGTGG 
CTACAACACACGGATGGGGGTGGGCGCGATTCCCACAAGAGGGAGTGGAATCCGGGAAGA 
TGATATATAGGGGCAAGACGCCCCCTTACTTGCTAAGAGTATATGGAGCTCAAAACCCACAA 
TTGCTTTGTTTTGTTTCTGAGTTGGTGGAGTATGTTGAAAGTACTTGCTCTTAA^ 
T A Ml 11 GATGAGATATCTG AGGTGATTTAAAACATGTTTGTTTGCATAGATGTTTTTGTAGTG 
CACCTTATAGTTATTCCTACTGATATAGGATGAAGATTATAAATATCTGCATAAAAAGAGAAAG 
CATGTGAGTCTATATGAAGACAACCATCACATTCCACAGCACATGATTGGTTGATTTTGGAAT 
TGTCAAGCAGTATTTGAAATGAGAGAGAGAGAGAATATAACTGAACACAAGCACCACGACAA 
AACAATCATAACAACAGAACCAAACCGAAACTTCTCTATTATTAATCATGTTAAAATTTTAGCT 
TTGTTTCTAACACTTTTCTTTACTTGTTATTTTAAGCTGCAGTAGCAGGATCAGATT T 
CCTCTAGGCAAATGAGTTATGATCTGATCTCGAGTTCCAAGGGAAAATGCTCAAAGTTTTATT 
TrCCCCAGTTGAATAAACAGTACGATGTATATTATCTCTCGTGTTAGAATAGTGTTGTGTTCAG 
ATAAGAGTCAAATAATGGTATTAGTCATTCATTTCCGTGAACACAGAGACCGTCATGCGTGCT 
GACAGGTTTATAAGGATGCGGTGGCAGCCGGGGGTTCTGGGAGGTGCTAGACGGCGGAGT 
TTGATTTCTTGCAGTGCTGAGGGATGGAGCCCGGGGGTGCCTGGTTATTGTCCGCTTTGTGT 
CTCAGATGCTTGGCTTGTTTTTGAAGAGAAGCTTTTTCGATATTCATTGCTCCATGGATTG 
TGGAGTCCTTGTTGAGAAAATTGTTTGAAGGCACTTAAGGGTGGCTGAAAGGCTTGAAT CCTT 
GCTAAATATTCCAGTTGTTTTGAAGGTTGTACCCTGGGGGGCCGCGCGGGCAGGTACATTTT 
GCTTCTTAGAAAAGCTAAGTCCTGGGTTCCCTCTGATTTTAGGTTCCAGGAACTTTCTTGGAA 
CAGGGGATGGCAGANNNNNN 
>691 

NNNGCAGCCTCCGGAGTCAGTGCCGCGCGCCCGCCGCCCCGCGCCTTCCTGCTC 
GCCGCACCTCCGGGAGCCGGGGCGCACCCAGCCCGCAGCGCCGCCTCCCCGCCCGCGCC 
GCCTCCGACCGCAGGCCGAGGGCCGCCACTGGCCGGGGGGACCGGGCAGCAGCTTGCG 
GCCGCGGAGCCGGGCAACGCTGGGGACTGCGCCmTGTCCCCGGAGGTCCCTGGAAGTT 
TGCGGCAGGACGCGCGCGGGGAGGCGGCGGAGGCAGCCCCGACGTCGCGGAGAACAGG 
GCGCAGAGCCGGCATGGGCATCGGGCGCAGCGAGGGGGGCCGCCGCGGGGCAGGCCTG 
GGCGTGCTGCTGGCGCTGGGCGCGGCGCTTCTGGCCGTGGGCTCGGCCAGCGAGTACGA 
CTACGTGAGCTTCCAGTCGGACATCGGCCCGTACCAGAGCGGGCGCTTCTACACCAAGCCA 
CCTCAGTGCGTGGACATCCCCGCGGACCTGCGGCTGTGCCACAACGTGGGCTACAAGAAG 
ATGGTGCTGCCCAACGTGCTGGAGCACGAGACCATGGCGGAGGTGAAGCAGCAGGCCAGC 
AGGTGGGTGCGCCTGCTCAACAAGAACTGCCACGCCGGCACCCAGGTCTTCCTCTGCTCGC 
TCTTCGCGCCCGTGTGCCTGGACCGGCCCATGTACCCGTGTCGCTGGCTCTGCGAGGCCG 
TGCGCGACTGGTGCGAGGCGGTCATGCAGTTCTTCGGCTTCTACTGGCCCGAGATGCTTAA 
GTGTGAGAAGTTGCCCGAGGGGGACGTCTGCATCGCCATGAGGCGGCCCAATGCCACCGA 
AGCCTCCAAGCCCCAAGGCACAACGGTGTGTCGTCCCTGTGACAACQAGTTGAAATCTGAG 
GGCATCATTGAACATCTCTGTGCCAGCGAGTTTGCACTGAGGATGAAAATAAAAGAAGTGAA 
AAAAGAAAATGGCGACAAGAAGATTGTCCCCAAGAAGAAGAAGCCCCTGAAGTTGGGGCCC 
ATCAAGAAGAAGGACCTGAAGAAGCTTGTGCTGTACCTGAAGAATGGGGCTGACTGTCCCT 
GCCACCAGCTGGACAACCTCAGCCACCACTTCCTCATCATGGGCCGCAAGGTGAAGAGCCA 
GTACTTGCTGACGGCGATCCACAAGTGGGACAAGAAAAACAAGGAGTTCAAAAACTTCATGA 
AGAAAATGAAAAACCATGAGTGCCCCACCTTTCAGTCCGTGTTTAAGTGATTCTCCCGGGGG 
GAGGGTGGGGAGGGAGGGTCGGGTGGGGTGGGAGGGGGGGGGAGAGTGCGCGGGGAAC 
CCGGTGGGTCACACACACGCACTGCGCCTGTCAGTAGTGGACATTGTAATCCAGTCGGCTT 
GTTCTTGCAGCATTCCCGCTCCCTtCCCTCCATAGCCACGCTCCAAAGCCCAGGGTAGCCAT 
GGCCGGGTAAAGCAAGGGCX^ATTTAGATTAGGAAGGTTTTTAAGATCCGCAATGTGGAGCA 
GCAGGCACTGCACAGGAGGAGGTGACAAACCATTTCCAAGAGCAACACAGGGAGTAAAACA 
CAAAAAGGGGGATTGGGCGGAAAGTGAGAGCCAGCAGCAAAAACTACATTTTGCAACTTGT 
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TGGTGTGGATCTATTGGCTGATCTATGCCTTTCAACTAGAAAATTCTAATGATTGGCAAGTCA 

CGTTGTTTTCAGGTCCAGAGTAGTTTGTTTGTGTCTGGTTTAAATGGAAACAGACTCATACCA 

CACTTACAATTAAGGTGAAGCCCAGAAAGTGATAAGTGCAGGGAGGAAAAGTGCAAGTCCAT 

TATGTAATAGTGACAGCAAAGGGACCAGGGGAGAGGCATTGCCTTCTCTGCCCACAGTCTTT 

CCGTGTGATTGTCTTTGAATCTGAATCAGCCAGTCTCAGATGCCCCAAAGTTTCGGTTCCTAT 

GAGCCCGGGGCATGATCTGATCCCCAAGACATGTGGAGGGGCAGCCTGTGCCTGCCTTTG 

TGTCAGAAAAAGGAAACCACAGTGAGCCTGAGAGAGACGGCGA TTTTC GGGCTGAGAAGGC 

AGTAGTTTTCAAAAGACATAGTTAAAAAAGAAACAAATGAAAAAAATTTTAGAAGAGTCCAGC 

AAATTGCTAGTCAGGGTGAATTGTGAAATTGGGTGAAGAGCTT AGGAT TCTAA TCTC ATGTTT 

TTTCCTTTTCACATTTTTAAAAGAACAATGACAAACACCCACTTATTTTTCAA^ 

GTCTACATTGAGCATTTGAAAGGTGTGCTAGAACAAGGTCTCCTGATCCGTCCGAGGCTGCT 

TCCCAGAGGAGCAGCTCTCCCCAGGCATTTGCCAAGGGAGGCGGATTTCCCTGGTAGTGTA 

GCTGTGTGGCTTTCCTTCCTGAAGAGtCCGTGGTTGCCCTAGAACCTAACACGCCCTAGCAA 

AACTCACAGAGCTTTCCG I M M n CTTTGCTGTAAAGAAACATT TCCTTT GAACTTGATTGCC 

TATGGATGAAAGAAATTCAGAACAGGCTGCCTGTCGCCCGGCACTTTTTACATATATTTGTTT 

CATTTCTGCAGATGGAAAGTTGACATGGGTGGGGTGTGGCCATCGAGCGAGAGAGTTTCAA 

AAGCAAAACATCTCTGCAGTTTTTCCCAAGTACGGTGAGATACTTCCCAAAGCGGTTATGTTT 

AATCAGCGATGTATATAAGCCAGTTCACTTAGAGAACTTTACCCTTCTTGTCCAATGTAGAGG 

AAGTAGTTGTAAAAAAAATGCATATTAATTTCTTGGGGGAAAGCCGGATTGTTAATTCTCTGCA 

ACACTTTGAGGACATTTATGATTGTCCCTCTGGGCCAATGCTTATACCCAGTGAGGATGGTG 

CAGTGAGGCTGTAAAGTGGGCCCGTGGGGCCCTAGCCTGACCGGGAGGAAAGGATGGTAG 

ATTCTGTTAACTCTTGAAGACTCCAGTATGAAAATCAGCATGCGG GCCTA GTTAC CTACCG G 

AGAGTTATCCTGATAAATTAACCTCTCACAGTTAGTGATCCTGTGCTTTTAAGACCTTTT TTGT 

GGGGTTCTCTCTGACCTTTCATCGTAAAGTGCTGGGGACCTTAAGTGATTTGCCTGTAATTTT 

GGATGATTAAAAAATGTGTATATATATTAGCTAATTAGAAATATTCTAGTTCTGTGTTGTGAAA 

CTGAAATTCAGAGCAAGTTCCTGAGTGCGTGGATCTGGGTCTTAGTTCTGGTTGATTCACTC 

AAGAGTTCAGTGCTCATACGTATGTGCTCATTTTGACAAAGTGCCTCATGGAACCGGGCCGT 

CTGTCTGCGGCAGAGTCCTTAGTGGAGGGGTTTACCTGGAACATTAGTAGTTACCACAGAAT 

ACGGAAGAGCAGGTGAGTGTGCTGTGCAGCTCTCTAAATGGGAATTCTCAGGTAGGAAGCA 

ACAGCTTCAGAAAGAGCTCAAAATAAATTGGAAATGTGAATCGGAGCTGTGG GTTTT ACCAC 

CGTCTGTCTCAGAGTCGCAGGACCTTGAGTGTCATTAGTTAGTTTATTGAAGGTTTTAGACGC 

ATAGCAGCTTTGTGTCTGTCACATCAGCAATTTGAGAAGCAAAAGGGAGGCTCTGTGTAGGC 

ACAGAGCTGCACTATCAGGAGCGTTTGTTTTTCTCGACAAAGTATGTAACAAAACCAATGTGC 

AGACTGATTGGCCTGGTCATTGGTCTCCGAGAGAGGAGGTTTGCCTGTGATTTCCTAATTAT 

CGCTAGGGGCAAGGTGGGATTTGTAAAGGTTTACAATAATCATTCTGGATAGAGTCCTGGGA 

GGTCCTTGGCAGAAGTCAGTTAAATCTTTGAAGAATATTTGTAGTTATCTTAGAAGATAGGAT 

GGGAGGTGAGGATTCCAAAAACATTTTATTTTTAAAATATCCTGTGTAACACTTGGCTCTTGG 

TAGCTGTGGGTTAGCATCAAGTTCTGCCCAGGGTAGAATTCAATCA GAGCT CCAGTTTGCAT 

TTGGATGTGTAAATTACAGTAATCCCATTTCCCAAACCTAAAATCTGTnTTCTCATCAGACTC 

TGAGTAAGTGGTTGCTGTGTCATAACTTCATAGATGCAGGAGGGTCAGGTGATCTGTTTGAG 

GAGAGCACGGTAGGCAGCCTGCAGGGAATAACATACTGGCCGTTGTGACGTGTTGCG AGGA 

GATACACAGGACATGGATGAAATTCCOGTTTCCTCTAGTTTCTTCCTGTAGTACTCCT 

AGATCCTAAGTCTCTTACAAAAGCTTTGAATACTGTGAAAATGTTTTACATTCGATTTCAT^ 

TGTTG 1 1 M I I I A ACTGCATrTTACCAGATGTTTTGATGTTATCGCTTATGTTAATAGTAATTGG 

CGTACGTGTTCATTTTATTTTCATGC I I I I I CAGCCATGTATCAATATTCACTTGAGTAAAATC 

ACTCAATTAATCAATAAAAAAAAAAAGGGGGGGGGCAAAGAAACCTCANNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGGGGGGGGC 

TTTAAACTAGTTTAAAAAAAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

>692 

NNNNNNNNNNGCCTGAGGTGGGTGGCGGTGGAAGTTAAGGGAGTCAGGGGCTATC 
GCTCCTCGAGACTCGGAGTCGCGGCCACTGCAGTCACTTCGCCAGTTAGCCCTTAGGGTAG 
GAGTCGCGCCGGGAGCGGGTGTGTGGACGCCGCTTTGTTGCCTGAGATGAAGTTGGAGCG 
CTTGTTTTTGACATTGGATCCTATAGTGTGAGAGCTGGTTATGCrGQTGAGGAGTGCC^ 
GGTGGATTTTGGTACAGCTATTGGTATGGTGGTAGAAAGAGATGACGGAAGCACATTAATGG 

aaatagatggcgataaaggcaaacaaggcggtcccacctactacatagatactaatgctctg 
cgtgttccgagggagaatatggaggccatttcacctctaaaaaatgggatggttgaagactg 
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GGATAGTTTCCAAGCTATTTTGGATCATACCTACAAAATGCATGTCAAATCAGAAGCCAGTCT 

CCATCGTGTTGTCATGTCAGAGGCACCGTGGAATACTAGAGCAAAGAGAGAGA AACTG ACA 

GAGTTAATGTTTGAAGACTACAAGATCGGTGGGTTCTTGCTTTGCAAAACTGCAGTTTTGACA 

GCATTTGCTAATGGTCGTTGTACTGGGGTGATTTTGGACAGTGGAGGCACTGATACCAGTGC 

AATTCCAGTCCACGATGGCTATGTGCTTGAAGAAGGCATTGTGAAATCGCCTCTTGGTGGAG 

ACTTTATTACTATGCAGTGCAGAGAAGTCTTCCAAGAAATGAATATTGAATTGGTTCGTGGAT 

ATATGATTGCATCAAAAGAAGCTGTTCGTGAAGGATCTCCAGCAAACTGGAAAAGAAAAGAG 

AAGTTGCGTCAGGTTACGAGGTCTTGGGAGAATTATATGTGTAATTGTGTTATGGAGGATTTT 

CAAGCTTCGGTACTTCAAGTGTCAGATTCAAGTTATGATGAACAAGTGGGTGGACAGATGCC 

AACTGTTCATTATGAATTCCCCAATGGCTACAATTGTGATTTTGGTGCAGAGCGGCTAAAGAT 

TCCAGAAGGATTATTTGACCCTTCCAATGTGAAGGGGTTATCAGGAAACACAATGTTAGGAG 

TCAGTCATGTTGTCACCACAAGTGTTGGGATGTGGATTTCCAAGCATTTCAACAGATGTGGA 

TTTCCAAGCAAGAATATGAAGAAGGAGGGAAGCAGTGTGTAGAAAGAAAATGCCCTTGAGAA 

AGAGTTCCCAAGCTTCTACCTTCGTTTTGTCACCTTACGTTTGATAGCTTTAGTATAGTCAGG 

AAAAGAATGAGCATGTTTTGTAGAATGTTTATACATTTTTGGATATTTCAATTTGCAGTT 

TTTTAAAGCTrrAAGTGGCTCTATAAATTAAGTTTGTGGTTTGGTTGAA^ 

TACAAGGATTTTATAATTTTGTATAAATGTGTATTTTGTGTAAATATTTTG CT^ 

CTTTGCAACTGTGTTTAGTGTATTAATTACCAGTGGATTGGTAGAAGTGCTTTTTATTGAGTAG 

TAAAAGTTACTGCCTATGGTTTTTAGGTTAGGCTTACAGAATTAAATAAAAATTAGGGATTGGA 

GAAATATATTTTGGAGTGTTGTGGAGTGTGATTACTACTTTAAGGAGTAAATGTATTTGTGATT 

ATTTTGAATGAAAGTGGTGCGTTTATTAAGAGCAATACGCAGATCGTCTTCATAGCCTATTAAG 

AACAGAGGTAAAACTATTATTCAAATTGAAAAACTAGGGTATTGCCTTTGCTGTGGCAGTTAC 

CATCACCTTCACACTCTAAGGTAGCAGGTGACATTTAAAGGCTGGTTAAATGTCAGAATTTAT 

AAAGTGGGAATCTCATCTGAACTTTATACCTGATTTTTAGAAGCAAATTAGCTTCTACGAAATT 

AGCTAATTAGCATGCCATATTCACAGTTAGAACAAGTGATTAGTAAAGTCACTTGAGTAAAAA 

CAGAATTTGTTTATAAACGACTTAACATATTTACTGCTGTACA CAGAC TATTCAAGAAAAACAA 

AATGGTAAATTTAATAGTTCAGACATCTTAGACAAGACTTG ACTTT TGGGGTTCAGCAAGATG 

TGGAAAGI I H I l AAAAGA Al I i I i GGTTTGTTTCTCTCTAAATTTTCCTTCGGTGCTTTGATGC 

GGGGTCGTTTCTCAGGTTCGAGTGTGAGAAAATGGTGGAGATAAGGCAAGGCAAAGAATCGT 

TTCCTATTGTATGrrTTATTTAGGTGCCAAGGTATAACCGACTGGTTGAAGTTGTGCGAGATG 

ATTGTTGGAAAGATGTGTGTTGTCGAAGGAGGAGGTGTAGGTGTTTCTTGAGCAGTCTGAAGA 

AGGCTTAGGGGATCTTCTCTTTGCTGGAGAACTTTATCTAATGCATCCATGGAATGTACTACG 

TTATCTAAGGGCTGTGGAGTTGGCATTGGGAATGTGTGGGGCTTGGGGTGGTGGTCT AGGG T 

TAGAAGCATGTTTCTTTGTTTGAGTAAGACATACC AAAGT T TGTGTA AATGTTGATTA GTTTT 

TTCCTTAGTTGGTGACAGGTGGATGCTGGTCCAGATTTTACTTTTTGTTGGCCCCAGTT^^ 

GGGTGATGAAAAAATTGTTCTAGTCCTTTCGTTGACAATGTGGTATGAAGTAATGTATATTGG 

TGAAAGGATGTGACATTTGGTGTAGTCTTAGGCAAGAAAGTAAGAGAAQAGCTGCAAGCCGA 

GTGAGCAGCGTCCTTGGGATTTACTAGGGAAGAAGCTGCCTTGAGGAACGGTGAGGGTGTT 

CTACAAATACCCAGTAGACTGGTCGCAGGCATGTTTCTAATGGAGACCGTCAGTTTCACCTA 

GGGCAGCAAN 

>693 

>694 

>695 

CCCCCGCGGTGGCGGCCGAGGTACGCGGGGAGGCATTCAGGCAGCGAGAGCAGA 
GCAGCGTAGAGGAGCACAGCTGAGCTCGTGAGGCAGGAGAGTCAGCCCGAGGAAATCGCA 
GATAAGTTrrTAATTAAAAAGATTGAGCAGTAAAAAGAATTAGAACTCTAAACTTAAGCTAATA 
GAGTAGCTTATCGAAATATTACTTAGTCTTAATAATGTAAGAAGATCTTAAGAGATAACATGAA 
GGCTTATTTAAACAGTTTGAAAAAGGAAATGAGGA GAAAA GTATTTGTACTGTATAATGGAGG 
CTGACCAGAGCAGTTTAGGAGATTGTAAAGGGAGGTTTTGTGAAGTTCTAAAAGGTTCTAGT 
TrGAAGGTGGGCCTTGTAGATTAAAACGAAGGTTACCTA AATAG AATGTAAGTGGCATTTAAA 
ACAGTAAAGTTGTAGAGAATAGTTTGAAAATGAGGTGTAGTTTTAAAAGATTGAGAAAAGTAG 
QTTAAGTTGAGGGCCGCCACCGCGGTGGAN 
>696 

TTGGAGCTCACCGGGGTGGCGGCCGAGGTACGCGGGGACCGATGGC6CGATTTCA 
CAAtCCTGOAGAACGGCCATACAAATTQCCAGACCTGTGCACAACGCTGGACACCACCTTQ 
CAGGACATTAGAATAGCCTGTGTCTATTGCAGACGACCACTAGAGCAAACCGAGGTGCATGT 
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GTTGTCTGAAACCGCTGTGTCCAGCAGAAAAATTAAGACACCTAAATAGCAAACGAAGATTT 

CATAAAATAGCAGGAAGCTATACAGGACAGTGTCGACGGTGCTGGACCAGAAAACGGGAGG 

ACCGCAGACTAACAGGAAGAGAAACCCAAGTATAACATCAGATATGCGTGGACCAAAGCCC 

ACCTTGCAGGAAATTGTATTAGATTTATGTCCTTACAATGAAATACAGCCGGTTGACCTTGTA 

TGTCACGAGCAATTAGGAGAGTCAGAGGATGAAATAGATGAACCCGACCATGCAGTTAATCA 

CCAACATCAAGTACTAGCCAGACGGGATGAACCACAGCGTGACACAATACAGTGTTCCTGTT 

GTAAGTGTAACAACAGACTGCAGCTGGTAGTAGAAGCCTCAGGGGATACTCTGGGACAACTA 

CAGCAGCTGTTTATGGACTCACTAGCCGGGCAGGTACGCGGGTGTGCAACTGCAAACGAGT 

AACCTGCTATGGCCAATTGTGAAGAGATGGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCA 

AACTCCTGGGCTCAAGCAATCTTCCCGCCCCACTTCCCGAAGCCCTAGGATTACGGGAGTG 

AGCCACCGCACCCAGCCAGAAAAACGTTTCAAATATTGGAAAACCTTACTTTTTTCAATGAGC 

ATTTTTGCATCAAGGGGTAACAGGGACATTAGGCI I I I I I I CTCTTAGACTGCAAACAGTAAG 

GTCAGAATTTATCAAGACATTACATAGGAGTAAGGGCACAGCCAGGGGTGGTGGGGGGAGG 

ACATTTTCCAGCACTAATTAACAGGTTTTATGATTCAGTAGGTTGGCCCAACTAGTGTTGTCA 

CCTAATTCGCAGGCACAGCGTGTCAGGAGGCCAAATGACACTTTCCAGTGCAAGTGCTTGTA 

GTATGAAGGGGGGAGAGATCACGTAGTGACCATCAAGGAGGCCATCCAGAGGCAAAAGTCC 

TTATGTGAGGAATTTAGAAGTAATTAGACTCCCCTGTTATTTAAAGCTGGCATCTGGGTCCAG 

GCTTCTTCGCCAAAAACTTGTAAGTAACTAGAATTTCTACATGTCTGCGATGCATGCATGTCA 

AAACTTATCGTGCAACCCTTGGTGACATTAAGACACCAAAATGTCCAAAAATGTAATCATTTA 

TCATGACCTAAGTGGTTAATATGGCCCAAATTCCCTTTAAGCTCCTGCTTTAAGGTTCATAAA 

TATCCCTAAGGAAAATCCACTCAGTCCTGTCTTGCTGAGGCACCCTGCTGTACCTGCCGGGG 

CGGCCGGTCCAGGGCGGTGAGCNNNNN 

>697 

GGCGGCCGCCCGGCGCGACCGGGTGAGACAGCGTCAGGCGCTTGATTTCCCTGA 
GTCCCGGTGCCTCAGCTGCCCAGTGCCCACGTTCGTAAGAAGGCAACAAGTTCTTCTCCTC 
TAGAGAAGGATTTTGCAAACAATTCGGCAAGTTCCAAATGATTCTGATCGCAAATACCTGAAA 
GATTGGGCAAGAGAAGAATTCAGAAGAAACAAAAGTGCCACCGAAGAGGATACAATCCGGA 
TGATGATTACTCAAGGCAATATGCAGCTCAAGGAGTTAGAAAAA ACAC TTGCTTTAGCAAAAT 
CTTAACTATAGCATTATTCTGAAGGATTTTCAAAGTCTCCATGTGTTTTGTTGCATTTAGGATT 
AACAATGGACAACACAAAGCCCAGTGTTACTATTTATATGTACAGTATTTGGT GATAG AGAGC 
AAAGGAAAAACACATCAGAACAGTTGCCTTAACACTGAAAAACATACCCTGGATTTTGAAAAT 
G7TTATGGATGTCTCAGCAGTTCTTAAAAGAAGAAAAAAACCACTAACAAATGGCCAGTAGAT 
GCTGGACACAATCATTAGGGGAAGTGTAAATCAAAACTACTATGAGGTCGGGTGTAGTGGCT 
CATGGTTGTTArrCCAGTACTTTAGGAGGGTGTGGTAGGGGATCACTTGAGGCCAGGAGTTC 
AAGAGCAGCGTGGCCACATGGTGAAACTTATCTCTACTAAAANNN 
>698 

NNNNNNNNNNNNNNNNNNGCAGGTTTTTGTGCAGATTAATTTTGATTGACTTTCTAT 
CATTCTTAGCTGTCAGTCTGATATTGTACTAATCATATTCATTATAGACAGGATAAAAACTGAT 
AAAAATTTATTAGTAATTTCTTGAGCATAGCAGTTTGGTAGGGCAAAAGCATGGTATCAGATG 
TACTCGAGGGCAGATGTCTTATTTGCTAGCCTTCCTGGTCAGTGTGTCTrCACTTTCTCTTGG 
TTTGTAGGCAGCATTACAGAAACAACAGGAAGTAGTAGGGGCTGGGTCTTCCTTGCCTACAT 
CATCAAAAGTGAATGCAAGTGTACCAAGTAATATGATGTCAGTTAATGGACAGGCCAAAACA 
CACACTGACAGCTCCGAAAAAGAACTGGAACCAGAAGCTGCAGAAGAAGCCCTGGAGAATG 
GAGCAAAAGGTAGGTTrrGCATATGTGTTTGTCCAGATGTCATAATTCCAAATGTTGTTTTAAA 
TTCCTGATAGTGGCCATTGACAAGCATCACTCAGTGTGTTGCCAGAATTCACTCTGCCATGT 
TATAAACCTGAAAATCCATGCCTGTAGTGGCAGTCTCTGGATGTAGTGGTGCACGCCTGTAA 
TCCCAGCTACTTGGGAAGCTGAGGCAGGAGAATCGCTTGCACCCAGGAGGTGGAGGTTGC 
AATGAGCTGAGATCACGCCGCTGCACTCCATCCTGGGTGACAGAGCAAGACTCTGCCCGTC 
TCrrCCACGACATGAACAGCAAGGACAGAAGATTGTCCCCAGCTACGGAAAACAAGCTCCG 
GCTGCATTACCGTAGGGTCGTCAGGAACAAACACGATCCCTACGAGCGGGCCGTGTACGTC 
GGCCGCCACC 

CGCGGTGGCGGCCGAGGTA C i 1 1 I i M Mi M i I I I I M G TTAGTGmTC TGATGT C 
TTTTCTAACAAATCTTTGCCTGCCCAAAAGTCTCAAAAACATTCTCACGTTTCTAGATT^ 
GTTTAGCTTTTGTGTTTGGGACTATGATCCAtATTTAGTGAATTT TAT^^ 
GTCCATGTTGGCCAAACTGGTCTGGAACCACCACACCCAGCTAATrnTGTGAATTGCGGGT 
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ACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTACGATCCAACGCATGCCTGGAGTG 

GAGGAGTAGATCATCAATTGAAAATGCATGATTTGAAGAGTGATCAAGAAAATCTTGTTGGGA 

CCCATGATGCCGCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCACTGGA 

AGTTGGGATCAGACAGTTAAACTGTGGGATCGCAGAACTCCTTGTAATGCTGGGACCTTGTC 

TCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGGAGACCGGCTGATTGTGGGAACAGCA 

GGCCGCAGAGTGTTGGTGTGGGAGTTACGGAACATGGGTTACGTGCAGCAGCGCAGGGAG 

TCCAGCCTGAAATACCAGACTCGCTGCATACGAGCGTTTCCAAACAAGCAGGGTTATGTATT 

AAGCTCTATTGAAGGCGAGTGGCAGTGAGTATTGGACCCAAGCCCTGAGGTACAGAAGAAG 

TATGCGTTCAAATGTCACAGACTAAAAGAAAATAATATGAGCAGATTTACCCAGTCATGGCAT 

TTCTTTTCACAATATCCACAATACATTTGCCACAGGTGGTTCTGATGGCTTGTAAATATTGGG 

ATCCATTTAACAAAAGCGACTGTGCAGTTGCATCGGGTACCCAGAGCATCGATACTTGCCTT 

CAGCATGATGGATAGGCTTGGACAAGCGCTCATTGTTGACGGTGGACGAAAACTCGGGAAT 

GGTTTCACTGGGCAGGGCGTGGGAAGAAGCAGGCACGATTAGAGAATCGCAACAGGCGCG 

GCGATAAAGACAGACCCAGGGGGTTCATTAAACGGCATTTAGACCGGGAGGAGGGGTCTGA 

ACCCGCGGGGGGAGGCAGCAACGCACTTGGTAATGAGCACAGNNN 

>700 
>701 
>702 
>703 

TGCAGGAGTCGGACGTCCGTGTGTTGCTGGACGGAGACATGGTCCGCGAGGACAG 
AGTCTCCAAGGCTGCTACTCGTTGATGCACCTCAGGTTGGAGCAGTTTCTCAGTGCCCTGTT 
CTACGCCGTGGAGAAGGAGGAGGGGGAGGACAGGGACGGGCAGGGGTGGGACATCGGGG 
ACGTACAGAAGGTGGTTTGCGGAGAAGAAAGAGTGAAGAACCCCGACCTGATTCAAGTAGG 
ACAGTTCTTATTCGGGCTGGGTAACGAGAAGAGAGGCAAGGAGTTGGAGGGGACTTTTGGG 
TGGGGGATGTCAGGGGAGATGAAAGAGGAATTGCTGCAATGCAAAGCAGATGTTGATGCAAA 
TAAGCCCTTATCCGTGAGGGACCTGAAGGAGGTGTTGGGCTGCCTGTATGAGTGTCAGGAG 
GAGGAGCTGGCGAAGGTGGTGGTGGCCCCGTTGAAGGAAATTTGTATTCACCTGACAAATA 
CTTCTGAAGTGATGCATTGTTCGTTCAGCCTGAAGCATTGTCAAGACTTGCAGAAACTCTCAC 
TGCAGGTAGCAAAGGGGGTGTrCCTGGAGAATTACATGGATTTTGAACTGGACATTGAATTT 
GAAAGGTGCACTTACCTAACCATTGGGAAGTGGGCTGGGCAGGATCTTCGCTGTCTTCGGCT 
CTGGACAGATTTCTGCTCTCTCTTCAGCTCAAACAGCAACCTCAAGTTTCTGGAAGTGAAAC 
AAAGCTTCCTGAGTGACTCTTGTGTGCGGATTCTTTGTGACCACGTAACCCGTAGCACCTGT 
CATCTGCAGAAAGTGGAGATTAAAAACGTCACGCCTGACAGCGGGTACGGGGACTTCTGTCT 
TGCTTTCATTGGGAAGAAGACCCTCACGCACCTGACCCTGGCAGGGGACATCGAGTGGGAA 
CGCACGATGATGCTGATGCTGTGTGACCTGCTCAGAAATCATAAATGCAACCTGCAGTACCT 
GAGGTTGGGAGGTCACTGTGCGACCCCGGAGCAGTGGGCTGAATTCTTCTATGTCCTCAAA 
GCCAACCAGTCCCTGAAGCACCTGCGTCTCTCAGCCAATGTGCTCCTGGATGAGGGTGCCA 
TGTTGCTGTACAAGACCATGAGACGCCCAAAACACTTCCTGCAGATGTTGTGGTTGGAAAAC 
TGTGGTGTTACAGAAGCCAGTTGCAAGGACCTTGCTGCTGTCTTGGTTGTCAGCAAGAAGCT 
GACACACCTGTGCTTGGCCAAGAACCCCATTGGGGATACAGGGGTGAAGTTTCTGTGTGAG 
GGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGTTAGAGGAATGCAGCATAACCAA 
GCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGAAGCCTGCAGCCTCACAAACCTGGAC 
TTGAGTATCAACCAGATAGCTCGTGGATTGTGGATTCTCTGTCAGGCATTAGAGAATCCAAA 
CTGTAACCTAAAACAGGTACGGTTGAAGACCTATGAAACTAATTTGGAAATCAAGAAGCTGTT 
GGAGGAAGTGAAAGAAAAGAATCCCAAGCTGACTATTGATrGCAATGCTTCCGGGGCAACG 
GCACCTCCGTGCTGTGA GI Mi ll IG CTGAGCAGCCTGGGATCGCTCTACGAATTACACAGG 
AAGCGGGATTCGGGTCTCTAAGATGTCTTATGA ATGC AGGTCA GAGGG TCAGATGTTAACAC 
TAGAGTCTGTCGAGAGGTAGGATTTGACACTGGTTTTCTCACTATTTTTGGGAGATTCTGCAC 
GAGTCACGCACCCCCTTCACATGACGCTATGTACTTTCTCACAGGGATAATAAAGTTAGAGC 
ACTGTGGNNNNNNNNNNNNNNNNNNNNNNNN 
>704 

NNCTGTGGCGCGCGTCCTTTCCACGTGTCCCGGTCACCGGCCCTGCCCCCGGGCC 
CTGTGCTTATAACCTGGGATGGGGACCCCTGCCAGTGCTGCTCTGCCGCCTGGCACCGCTG. 
CCCGAGCCCGACGCTATGTCCAGCAAAGGGTCCGTGGTTCTGGGCTACAGTGGGGGCCTG 
GACAGGTCGTGCATCCTCGTGTGGCTGAAGGAACAAGGCTATGACGTCATTGCCTATCTGG 
CCAACATTGGCCAGAAGGAAGACTTCGAGGAAGCCAGGAAGAAGGCACTGAAGCTTGGGG 
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CCAAAAAGGTGTTCATTGAGGATGTCAGCAGGGAGTTTGTGGAGGAGTTCATCTGGCCGGC 

CATCCAGTCCAGCGCACTGTATGAGGAGCGCTACGTGCTGGGCACCTCTCTTGCCAGGCCC 

TGGATCGCCCGCAAACAAGTGGAAATCGCCCAGCGGGAGGGGGGCAAGTATGTGTCGGAC 

GGCGCCACAGGAAAGGGGAACGATCAGGTCCGGTTTGAGCTCAGCTGCTACTCACTGGCC 

CCCCAGATAAAGGTCATTGCTGCCTGGAGGATGCCTGAATTCTACAACCGGTTCAAGGGCG 

GCAATGACCTGATGGAGTACGCAAAGCAAGACGGGATTCCCATCCCGGTCACTCCCAAGAA 

CCCGTGGAGCATGGATGAGAACCTCATGCACATCAGCTACGAGGCTGGAATCCTGGAGAAC 

CCCAAGAACCAAGCGCCTCCAGGTCTCTACACGAAGACCCAGGACCCAGCCAAAGCCCCCA 

ACACCCCTGACATTCTCGAGATCGAGTTCAAAAAAGGGGTCCCTGTGAAGGTGACCAACGT 

CAAGGATGGCACCACCCACCAGACCTCCTTGGAGCTCTTCATGTACCTGAACGAAGTCGCG 

GGCAAGCATGGCGTGGGCCGTATTGACATCGTGGAGAACCGCTTCATTGGAATGAAGTCCC 

GAGGTATCTACGAGACCCCAGCAGGCACCATCCTTTAGCATGCTCATTTAGACATCGAGGCC 

TTCAGCATGGACCGGGAAGTGCGCAAAATCAAACAAGGCCTGGGCTTGAAATTTGCTGAGG 

TGGTGTATAGCGGTTTCTGGCAGAGCGCTGAGTGTGAATTTGTCGGCCACTGCATCGGCAA 

GTCGCAGGAGCGAGTGGAAGGGAAAGTGCAGGTGTCCGTCGTCAAGGGCCAGGTGTACAT 

CCTCGGCGGGGAGTCCGCAGTGTCTCTGTACAATGAGGAGCTGGTGAGCATGAACGTGCAG 

GGTGATTATGAGCCAACTGATGCCACCGGGTTCATCAACATCAATTGCCTCAGGCTGAAGGA 

ATATCATCGTCTCCAGAGCAAGGTCAGTGCCAAATAGACCGGTGTACAATGAGGAGCTGGG 

GCCTCCTCAATTTGCAGATCCCCCAAGTACAGGCGCTAATTGTTGTGATAATTTGTAATTGTG 

ACTTGTTCTCCCCGGCTGGCAGCGTAGTGGGGCTGCCAGGCCCCAGCTTTGTTCCCTGGTC 

CCCCTGAAGCGTGCAAACGTTGTGATCGAAGGGAAGGGTGGGGGGCAGCTGCGGTGGGGA 

GGTATAAAAATGACAATTAAAAGAGAGAGTAGTGGACACACAAACAGAAAGACAAGAACAAAA 

CAAAAAGAACAGGCGTCTCTTGTTGGGGAACAAAAAGCGACCGATATTACAGCACATTGATAA 

GATACGGCGTAGGATAGGGAN 

>705 

>706 

NNANAACGTAGGAGTAAATTTTCATTACGTTTAATTAGGCAATGTTTCTTAGATAACC 
ATAAAACTGCAAAAGCAATTTTTAAAAATGATAAATAGGACTTCATCAAAAAGTAAACGCTTCA 
AAAGATACTACTGAGAAAGTCACAGAATAGGAGAAAAATCTGATGAGACTTTATGTCTAGAGT 
AATGAATTCTTGTTAACGAATAACCAACCCGGTTTTAAAAATGGGCAAAAGATTTGAATAAAC 
ATTTCACTACAGACAATAAACAAATQGCCTTAAGCACAAGAGATGCTCAACATCAGTAATTAT 
TAGGGAAATGCCAATCAAAACTACAACGAGATACCCTATATCCACTAGTATGGCTATAATAAA 
AAAGAGTAACAAACGTTGAGGAGGATATGGAGAAACTCGAGCCCTGGTCAGGTGTGGTGGA 
TCACACCTGTAATTCCAACACTTTGGGAAGCTGAGGCAGGCAGACTACTTCACTGAAGCCAG 
GAGGTCAAGAGTAGGCTGGGGAACACGGGGAAACCCGATGNN 
>707 

TTCGGAAGGGCTGGGGCCTGAGAAGAAAGGGCGGTGATTCACAGCGCCGAGGAG 
GCAAGATGCGGGATCCTCGCCCCTCTGGGGCGGAGGCGGGGCAAAAGAAGAGGGGCAGG 
ACTCGTTCCCGGGAAGGGAACCTGGAATCCCCGGCGGCAGTGGGGCTGTTGCTGTTGCTG 
TGGCTGTCGCTGCCCGTCAGGCTGCCTTCTTTTGTCGTTTCCCAGCGGTGCGCAGGAGTTC 
TOCTGGCGGCGCTGCGGATCCAGGGGGTCGGCTGCCAGGTACAGGTTTGCTAAAGACAAA 
AAAAAATGGAGGAATGTQTAAACCAAATGCAGCGAGTGAATGAGAAGGAGATAGCCAATTCT 
CAGGATGGATATGTATGGCAAGTCACTGACATGAATCGACTACACC6GTTCTTATGTTTCGG 
TTCTGAAGGTGGGACTTATTATATCAAAGWVACAGAAGTTGGGCCTTGAAAATGCTGAAGGTT^ 
AATTAGATT6ATTGAAGATG6CAGAGGATGTGAAGTGATACAAGAAATAAAGTCATTTAGTCA 
AGAAGGCAGAACCACAAAGCAAGAGCCTATGCTCTTTGGACTTGCCATTTGTTCCCAGTGCT 
CGGACATAAGCACAAAACAAGCAGCATTTAAAGCTGTTTCTGAAGTTTGTCGCATTCCTACCC 
ATCTCTTTAOTTTTATCCAGTTTAAGAAAGATCTGAAGGAAAGCCTGAAATGTGGCATGGTGG 
GGTCGTGCCCCTCCGGAAGGCTATAGCGGGACTGGGACAATGAGAAAGGTGGCATGGCCC 
TTGCTCTGGCGGTTCCAAAATATAAACAGAGAAATGGCTGGTCTCACAAAGATCTATTAAGAT 
TGTCACATCTTAAACCTTCCAGTGAAGGTATGCATAAGATCTTCATTGGGAAGAAGGGTGGG 
TAAGGGATATTCAATAAATAGCAAATTTTTATTTAACATAAGACAAGTGTGTAATATT^ 
AAATAGCCTTTTATTCTCAAAATATACATTAATTCAMTATATTTAATGCCTTCCTGGGATTACA 

cgcctaccacaggcgatccagacattaataatgaagaatcaaatgacaggtttataggttaat 

attctgaatcctaaaatgccagcgtcctactggaatgctcaccaagtgattctggactgtgt 

aagtagcaggggcaagactaaaagttgcaataagccttggatatgggt 
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>708 

NNCACGAGGATTCCTTCCTTCTTTTGGTCGGTTCTGAGTGTGGGGTGTCTACTGGG 
GATCTGCTAAGGCTAAGAGGCAAAGATAGGCAAGTCACTGCCCTGACCTCAAGAAACTCCC 
AGTCTACAGGCGAAGATACACCACCGACCGGTAGAGTCGCTGGACCAGAATATTAGGTGTT 
CGAGTGAAAGTCAGCCAGATTTGGCAAAAGACCTGGCACAAATGTCAGTrCGACTATGAAGT 
CCCACTGACTTCCATATACAAGACAATCTGCTGGGAATTTCTTGGGTTGACAG CTCTTG GAT 
CGCTATTTTGAACAGTGGTAGTGTCCTGGATTACTTTTCAGAAAGAAGTAATCCTTTTTATGA 
CAGAACATGTAATAATGAAGTGGTCAAAATGCAGAGGCTAACAT TAGA ACACTTGAATCAGAT 
GGTTGGAATCGAGTAGATCCTTTTGCATGCTCAAGAGCCCATTCTTTTCATCATTCGGAAGCA 
ACAGCGGCAGTCCCCTGGCCAAGTTATCCCACTAGCTGATTGCTATATCATTGCTGGAGTGA 
TCTATCAGGCACCAGACTTGGGATCAGTTATAAACTCTAGAGTGGTAAGTGTCTTCACATTCT 
TTAAGCACTAAAGAAAACTTTTAATTAGCTACCTTGCTTCCAGTAATCAAACTAGAGCTCCTCT 
GCGTTGTGTAAGTTGGTATAAAGTATTGACTATTAGAATGTCTTGAACTTTGGTTACTGTGAG 
CCAAGTCGGTGCTCAAAGTATATTTCATAGTCTCAATTATATAGTAATTTAGGTTCTGAAAAAT 
AGGTTCTGTCTTTGCATATGTAATATTTTGTGAGTATTTAGTTTGGAAAGTTTGGTCGACCTAA 
TGATAAATTTAGAGTTTATTTTCCTT7TACAAGCTTACTGCA7TGCATGGTATTCAGTCAGCTT 
TTGATGAAGCTATGTCATACTGGTCGATATCAT 

>709 

ACAAGCATGGTCCATACCACTGTTTACTTTTCTAGAAAGTTGTTAGACTAATTTTTCA 
ACAAAAATTGTTTATTGTCTTGGTAACAAAAGAAGCATACTAAAAATTCTCAATAAGGCACAGT 
GTCTCTAGAAGGTTGAGCATTCAACATAAACTTCTAATTAACACGA ACTT GTGCTCTTATTTCA 
GCCATTGCTGTGTGGGCTTGGAGCCAGGAGAAGATGCAGAGGAATTTT ACAAT GAATTAGTT 
CCATCAGCTGCAGAAAATTTTCTAGTTTTGGGGAGACAATTACAAACATGTTTTA 

>710 

ACGCGGGCTAATCCCAGTTATGAGGGCTGTGCCCATGACCTCATCACTTCCCAGAG 
GCCTTACCATCTAATACCAATACATTGGGTTTAGAATTTCAGCATGAGAATTTGGGGGAGACA 
GTCAGACTGTAGCGATGATTCTGGAGTATTCATCATTTAAGAGACACTTAAAAATGATCAGAA 
AGGAGAGGATGAAGGCTAGAACTAAGACTTTAGCGTTGAACATGGAAAGGAAGTGATGACT 
GCAGATATCTCCAGTACCTGGTGACCAGATGTACAGCAGCAGTGTGACTACCGTGGGTGCA 
GGTACCAGTAAGCAAATAAGAACTGAAGCAGGGCAGATATTTCATTTGGGCACCCACTGAGT 
rrrrGGTGATGGGTATAGCTATTTGATTTTGGAGTCTAGGGTGGATTTAAGTCTGGCTTAGAA 
ATATGGCTCTAAGGGGACATTCAGCATAAAAGTTAAAAAAAAAAAAAAAAAACCCACAGAGAA 
AGAGTGAGGAAAGAGGGAGGGCCAAGGGTAAAACCTTAGAACTTGAATAAGCAAAGAAGTC 
GGAGCAGAGAAGGGAGAGGGAGAAAGAAAGCAAGGAQTGTGAGGGTGGAAGAGAGAGGGT 
GGAAGATGCNNNNNNNNNN 
>711 

A GI m I i I I III 1 1 1 I I I I I I I I m N I GATAGCCATATAGCAAATAAATGTTCTGTGA 
CTAGGGGTTATGGGACAATGGGTATTGAGACACTAAAAAGTCTGCTTCAGGCTTCCATCCTC 
TTAATTTTAGAATATCTCTGATTTCCTAATTTTCTGATTG ACATO T^ 

TTTACTTTATGTTATTGACTGATCCTTTAGAATGAI I I Id 1 1 I I GTTCTGGGAAAAAAAATGGA 

TrCTAAATCAGATTCACTAATACnTGATTCACTTCCAAGGA 

>712 

ACTTACAAAAATTTTTAACATTAGGAGGTAATTATAAGTAGATrCTGTGATTAGGACTT 
CATTGATGTATCTTTTGGTACATAAACCTTTGTTAGATTAAATGGAAGACACCTG CTAGGT GA 
TACTTTTTATAAAACATATGAGTAAGTCATATATCTTTGTTAAATTTCTGTATGTTGI I M IIGT 
ATAAAGATGGAGAGAAAGGATGGAGTGATACTAAGGACCCTAATAACATCTCTGT TCAA ATTA 
ATTACTAAGTGATAGAAGTATTCATATGCCATTAAAGATTTGCGAATTGTATTTG AATT TTA^ 
GATAAAGTTGAAAATCAAAT AACCT AACAGCTGTCTTTTCI I ICH I CTAAAC CGTTTT AAGAA 
TAGATTTAATATTTTTCTGAGTTTTCATTAAAGAGTrATTTATGTTACGGTT^ 
GTAGCATCGCAAAATAAAAAAGTCTGCATCCTTGCAAGTTATTCACTGCTCACGTGCTTGCTC 
TTCTCTGQTAAATTAAAAAAATAAAGATCAAGAAGAGTCTGGGAGGAGGAACAGATGAGTCA 
GATGGGTTGAATCCTGTGAGTAAGTGAAAGAGTAATAGGAAAAAAAACACTAT6GTCATGAA 
AGAACTGCATCCTGAAAGGTTGTG 
>713 . 

NNNNCGCTCTTGTTGCCCAGGCTGGAGTGCAATGGCATGATCTTGGCTCACCACAA 
CCTCCGCCTGCCGGGTTCATATGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACA 
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GGCATGCGCCACCACGCCCGGCCAATTTTGCATTTTCAGTAGAGGCGGGGTTTCTCCATGT 

TGGCCAGGCTGGTGTGGAAGTCCGGAGCTGAGGTGATGTGCCCAGCTCAGCCTCCCAAAGT 

GCTGGGATTACAGGCATGAGCCACCATGCCTGGCCAAAAATAAAGAACTTTTAAGACAAACC 

TGAAAATCGCAGTAAGAGCCATCTTTTGACTGGCTTTATGTTACTCTTCAGATACCGTCTAAA 

AGGCTCAAGACCAGCCAGATTTTAGGTAGGG I I i I I 1 GGTGCAAAGTAGAAGCCTACTGTGT 

CTAGAAAAGAAACGCAGTACTTAGGGATCAAATGGGGTGGCAGTGGGGAGGAGGAATAGTC 

ATAAAGATCAAtGGTCATTAAAATTCATTCCAAAACAAAACTGCATATATACTTTGGAGCTCCA 

CTTCTTTGTTTTCGTAAATAAAAGAAACTAATTGACGAGTATGTACAATGTGCCAGGCACCTT 

ACAAGACACAAATATGCTCTTATAGGCTGGGGAAATAAGAAAATATGAATGAAGCAACCCAG 

GTCTTGAGCCAAAGAATTACCTGGGGTCCGTTGAGTTTCAAATCTGAAAATTTCTGTCTTTCA 

AGGTCAGCATCGGCCACAAACCGGCCGTTCTGAAACACAGGCCACAAGAAGACAATTCATTT 

TGTGGGCTTCTTTTGCTCTATCAAATACAAACGATC I I I 11 I I CAAAGAGGAAAAGGGCTTTC 

AAGAAGATATGTGTGGCGTGGAGTGGTTGTGTGAGTAGTGATAAAAGAAGGATTCACTGTTTA 

GTGTTAGGAGTTTCGTGAAAATTGAAAATCAGGGCTGGAAGTGTGGGAGACAGGGTGTGTGG 

AACATAAGAAGGTAAAGTGCACGAGGGCAGAGGGTTrrTTGGGATAAGTTTAGTTTAGTGTA 

GTGCCTTGAACAGTGCCTGGCAGATAACAGGTGGTGAAAAACTATTTGGTGAATAAACAGGA 

CAGAGGTAGATAAT7TGCGTTACATGGAACCTTTTTGGAAAGCCATAAAAATGTAAGGAAAGT 

TGGAAGGGCTAAGTTGGGGGGTTTGCAAAGAGCTTTATAGTGTGATGAATGTTCATGCAGTA 

CTAGCACTGGAAAGTCGCATTCCAGGGAGGTTTTTAAAGAAAGAAGCAAGATGGCTATCATG 

TGCTAATGTAAAAAAGAGAAATTTAATTAAAGAAAAAAGGAAGAGATACGAGTCTCCGTTTGC 

AAGTACAAAAACAAGCACCCGAAGTGGGGTGAAGAAAAGAGAAGGCTGAATATGTTTAGCAA 

CAATTATTAGAGGGAGAGAATACATTGCAAAATGTGATGGAGAAGTTGCTGTGTTAAGGAGCA 

GGAAATAATCTAATGAGATTATAGCACATAAAAATATATTTGCCTGGTCGTCTTGGAGTAGAAT 

AGTGAGATGCAAGGACGTTGGGAGAGTGTTGGTGCAGGGGACTCGCATTAGATAGAGTGTAA 

TGCTGGAGGGAGAGGAAGTTAAACATTACTTTCAGGAAGAAGGAAGGGTGTGGTTTTACTGC 

TAAGGGAGGCGTGGTCGACTGCCTANN 

>714 

CCCTTAGCGGCCGCCCGGGCAGGTACATATGCACTATTTAGAATATGACATTAATCA 
ACCACTAGAATTAAAATCAGGTTATAAATCCTCAAAATCACCAGAGTATAAATTTAAATGAAAA 
ACCCAGACCACAGAACAAAAACAGAAATACCAAAAAATAATCACAAAATATTAAAAACAGTAT 
ATAAACACAGTGACAGAATTAGGAGTAAACATATCTGTAAAACAATAAATGTAAGGGTAATCT 
CACCAATTATGAAAAAGACCTTCAGATCATATTTTAAAAGAAATTTAAAAACTCAACTGTATGT 
TTATGCAAGAGACAGATTTAAAAATAAAGAGACTCAGAAAGCTGGAAATAAAAAGAAAGTGCA 
AAGAAATAGCAAACAAATAGAGGGATAAAAAAAAACAAAGATCGCAATAGT 
>715 

ACGTGTGGTGGATATGCAGGCTTGTTACATAGAATTGGTGTAAAATTTGAAAACCAT 
GAAAAAATAAAACAATAAAGGATCTAGATGCTAATAATGTGGTTAGTTAACATGTTGACGATTT 
CAAAGCAAAATAAGTGTrTGATGTTTrATACTATTCATAGGAAGATATAAGTATTTAATCTGCA 
AAGACGTGGATTTGAAAATTCAGCTGCCAAATGTAAAGAACAGATTCCTAGATTATTATTAAT 
AATATCTCTATAAATATTATATTTATCAATAATGGGT 
>716 
>717 
>718 
>719 

NNNNNNNNNNNNNNNNNNNNNNNNNNNGGAGACAGGGTGTCGCTCTATCACGTAG 
ACTGGAGTGCCTGGTGCAATCTGGGCTCACTGCAACCTTCACACCCCAGGCTCAAGTGTCA 
ATCCTCCCGCCTGAGTAGCTGGAACCACACGTGCGCACCACTAAACCCAGCTGTTTAATACA 
CCATTTrrAACCCAAAACATTAAGAAAAATATAGGAACAGTAAGTAGATTACATTTTGTAAACA 
GACAAGCTTACAAGTTTTCTCAAATATGAAAGTCATACTAAACTGGGAGACTGTTAACTTCTT 
GATGGGGTTAATCTCTAATATGAAGCCACAGTCATAGCTAACTACAAATTACATATACAATGC 
CAAAAATATTCAAAAATAACATTTTTTGCACGTTAATGATTACAAATGCTAACCAGCATAAAGA 
CACTGGAAAGTTTCAGAATCTCCrCATCACATACTTTCAAATATCTTCCCTTTACN 

>720 

ACTTGAAGAACATGGTAAAAATATGTTCACAATAATATTTTATCTTAGAAATGTATTCA 

GTAAAAAATGTCTTTAIsrrrCAACTATCCTCTTGATTCAGGGGAAAAAAGGATTAGCATGGGAG 
ATAACAGAATAGGAAGTTTAGGAGATAATGAGACTTCTGTTTTAGTAAAGTAAATAAGCTTTA 
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ATAG I 1 I I I I GGTCATGTATTCAGTTTACCAGCCTTGAAGATATTTGTAGGAAATTTTAAAAGT 

TTGTCTATTTCATCCCCCATGATAAAAATTATATAGAATAAAAGCTGAATTGAACTTTCTTCAC 

AGCACACTGAAAAATATCTTCTATAGCATTAATGAGATCAGAGAATGCATATTTAAACAAAAAT 

TTGACTAATTTAANNNNNNNNNNNNNNNNN 

>721 

cggtacccccaacgctgctcacagaagaggcaagattaatttcctTGACATTGAGGAGTTGTTGGATAATT 
ACTAAATTTGTCCTTGTTAAATAAAGGTATAAAACAAAGATGTTTTTTCTTTT^ 
TTTTAGAGAGGTGAGTGTAAAAATGTTAACTATGTTTTCTTTAACAGAAAGT^ 
ATCCTTTTAAAAATAAAGCTTCAGGGAAGGTATGAGAATAGTATTTTTCAACTTTAAATTT 
ATTACCAGAAGACCATGTGGTAATTCTCTGTATACAGTTAGAACAGCACGGAAACTTGA AGG 
CCTAAAAAATTAGCTGACCTTGTTAAAAATGTTGGCGTGAGCAGTATATTATTACGTATCTTTT 
TTTATTGTGTGTGTGTGTGTGTGTGTTTTAAACTAATTGGCTGAAATATCTGCCTGTTTCCCTC 
TTTACA I I I I I CTTGTTTCTTTCCTTATTTATCTTTGTCCATCTTGAGATCTACTGTAAAGTGAA 
I I I I I lAATGAAAACAGTTCCAAGTTTTACTCTCAGTGGGTTTGGGACATCAGATGTAATTGA 
GAGGCCAACAGGTAAGTCTTCATGTCAGTGTTTGTTGAGGAACGAGCCTATGAGGTCAGTTT 
TCCCAAAAGGAAAAAGGGCAGAAGGGATTTGTTCATTTTTACATCTCGTTTCTGTAATACAGC 
TTTGACTTCATGGTTGATCAGACTTTGAAGTCTAAACAGAACGTAAGCACTTGGTGTATCGAT 
TATCATACTACACAGTAGACATGTTTTCAAGGCATATCTTGTCACTGTGTGTGCTTCTGACTT 
GTATCTTTCCCTAGAACTAAATATTTTGAAGGTCCAAACATTATACTTTGGGAAACTTGATTGA 
I i I i I I i I lAATCTAGCTTTTCAGCTGATAATGGTTACACGTGGTATTATTTCAAGTCCAAGAT 
ATTATGTATTCTATTTTAACTGTTTCCCAGTTTTGTA I M I I I GTATTGGAATGATTATGAAATT 
AATGAGAAATCTTTAGAAACAGACTACAAAAGAGTAGTTCTTAAATACAGAAGTGATTGTGAA 
AGTTTGTGATAGCAATGTGTGTAGTAGCAGTTTTGTCTCAAATACATTTATCATTTGTTAGTGA 
AAGGATGTTGAAGTATTAAAAGTCATTATGCTGTCTGTGGAATCCTACTATTAGTACAGAAGA 
CGCTGCAGTGAI 1 1 1 ICCGCCCATGTTAGCATTGAAGTTGTGAGCTCTACTTGCTTGTCTTTA 
TGGCCCTTTAATTCAAGTAATTGGTCAGTATCCGTATGGGTCTTTTATACCACCCGCTGGGG 
GCTAAACTAATTTAGCTGCTGCTGTATACTTACTAACAAGGAATAAATGTTAAG CTTTC TTCTC 
AGTATTGATGGATGGTATCTAAAAGTATTTTTATGTTTCTTTAACATGGCTTAAATT^ 
AATGTATCAAGTTAGTATGGTCATATTAATACCTGTGCTTTTCAGATTCTTCAAACAGCTAAAT 
GAAAGTGATAAATTCAAAACTGATGGTTTTAGTTCCTCATTATATGATATGAAGGGATTAACTG 
TAGGAGGATAGTCAACCTG ACCGTACGGCATGGTGC I I I I I I I CAGGATAAATCTTCAGACA 
AAAAAGTGGAAAGAAAAGGGAAAAGGGGAGGAAAGGGAAAAGAGGGCGAAGTGGGTAAGGA 
AGAAACTAAAGAAGACTTACCTGCGGAAAACGGGGAAACGAAGACTGAGGAGAGTCCAGCC 
TCTGATGAAGCAGGAGAGAAAGAAGCCAAGTCTGATTAATAACCATATAGCATGTCTTATCA 
GTGGTCCCTGTCTCCCTTGTTGTACAATCGAGAGGAATATTTTTATCAACTATTTTGT AAATGC 
AAG M M I I AGTAGCTCTAGAAACATTTTTAAGAAGGAGGGAATCGCACCTCATCCCATTTTTT 
AAGTGTAAATG GI Hi i I I A AGAGGTGAAATCATTTGCrGGTTGTTTATTTTTTGGTACAACCA 
gttaacattocacagatggggggttagtttgtetatcCTAteatacagagcatATT 

CATTTAATGTCTTQ AACATTTTAAATTACTTCTATTACCATGTTG I 1 1 I M AGTAGAATTGTTTC 

CTAAAGAAAACCAGTCTTTGATCATGGGTCTCTCTGCCAGAATTGTGTGCACTGTGTAACATC 

TTTGTGGTAGTGGTGTTTTCCTAATAACnTTGTTACTGTGCTGTGAAAGATTACAGAT^ 

ATGTAGTGTACGTGCTATTGAGTTGTGAACTGGTGGGCCGTATGTAACAGCTGACCAACGTG 

AAGATACTGGTACTTGATAGCCTC 

>722 

ACATGAAGCTATTAATAAACCATTCATGCTTCCCAGTTTGGCAGATGTGAGCAAAGTA 
TGTATAGGAATTCCAAAGGTAACTTTTTCCTTTCATTACTTTACAGAAATACTGTCAA GTCCA A 
TAGAGAGCACAGACTTGGGAGGCGGATTGGGTGGGTTTGAATCTCTGCTCTGGCACTTTTAT 
TAATCATGTGAGTTGAGTATGTGACTTAATCTCTTTTAGGTCAATTTCCCCATCTGTAAAATAG 
GAATAATAAAAATACTGACTTCAGAGAGGTTTGTGAGGATCAATTAGACAGTCATGTTAAGTC 
TGTAAATTGTTTGTGTAATGGGCAAGATAGCAAATATTTTAGATTTTGTGGACCATGCAGTCT 
TTATCATAACTGCTTAACTGCCATTATAGTGAGAAAGCAGCCACAGACAATATGTAAATGAAA 
AAGTGTGTGTCTGTTCCAATAAAACTTTATTTTCAAAAACCAGCTGGC7TGTCACATCTGGCC 
TAN 
>723 

ACttACTTTGtrGiCT C I I i 1 1 CT AAGTTTTAAAGATGGATGCCAATCTCAGG C I I CI I I 
TCGTGTGTGTATGTGCGTATGTCCATAAATTCTCTTCTAATTACAGTGTAAGCCACATCCCAC 
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AAGTTTTGATAGTCACAGAACTGTATCGTCACACTATTTTTTAATTTCAGTAAGTT CTTCA CTG 

ATCCCTGTGTAATTTAGAAATGTTTCATAATTTCCCTACATTGGAGGGG AAGA TAGTTTTGTTT 

TTATTATTAATTTCTAGCTGTATTGAGGTCTTGTCAG AGAATA TGGTTTATTTTAGTCGTT^ 

AATTTAAGATCTGCTTAATGGCAAAATGTATGGTCAGTTTTTGTAAATGTTGCCAGTAAGCTT 

GCGAATCATATGTAGTCTAGTTTTGAAATCCATTGGT CAGTGGATGTT CATTAGGCCAATTTG 

TATAATCATGTTGTACAAATCTATTCTGTTCTTAACTGTTTTTTGTTTTAAAGGTGTGGG^ 

TAGTATGTTGCCCGGGCTGGACTCAAATTCCTCAGGCTCCCAAGTATGTAGAACTACAGGCA 

CGTGCAGCTTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

>724 

ACTCCTCAGCTTGTGCTGCCCTTCTCGAATGACTCGCGTTTCCTGCTTTCATCACTA 
CACCTCCCACCGCTCTCCATCACCTGCTCTGCTCTTATAAGGATCCAGAGAAATGGAATAAT 
CTTATTGCTGATCTATGTAAACAAGTTGAAGAATCGTCTGAAAGAAAATACAGTGTGTCTAAA 
CTGGAAAAGTCCTGTAATAGTTTGTTCATGAGCATTTGCACAGTGGAGTTACTGTTTCATCAT 
GGGGGTACTGTGGACAAACCCAGGGCTGCTGGTGAGTCATGCCATCCTTACACGTCTTTCC 
TTGTAAGGTACTTTGTAGTGTCTGTCTAAATATTAGAAAGTTTCT CTGT TTCTAGATTACTTGA 
AAGCTAAGGAAAAGTTGTAGTTCTCTAATTATCAATTAGCATTTCTTTTATACTTTGAGTGTGG 
ATATTTGGGATTTCTTTATATATTTATTGCAAAGCCCTAGATCTTAGGGATTTGACN 

>725 

ACTAACTATTCCTAAATATTAAACAGTGGTCAACTAAAATGCACAAATTCATGAATTG 
GATTTGCACTCAAACAAAAAAAAATACCATAGGCAGTATCATTTCTACCTTTGTAAGAGGCAG 
GAATATTCATTAGACTCTATGCTTGACTTTTCATATGTArnTAACACTGTAGTAGGCTATCGG 
GTGTAGTTTAAGCTTCATTTCTAAACTACTCAACAGCTCAGAACT GACAA AGATCACAAGAAA 
TCAAGTATTAACCTCTTGCCTGAAGACACAAATGAAATATTCCCTATnTACAAAGCAAATTAG 
ATTCCAAGATTTTCCAAAGCCATACTCGTGCAGTTCAC TTGGG TTCAAACTTAAAATCATAATA 
GTAATATACACATATTTACATTATAACCCATTACACATTATTTTCAACTCAATGCAAGN 
>726 

ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAAAAGGTATAT 
GTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAAATGTTCTGTGCTTAATCCAATAC 
ATCATTTAAATTCTTTTCACATTTGGACAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCA 
AAGTATTTTATCTAAATTGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTTC 
TCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAATTGGGACAAGTGC 
CCGCN 
>727 

ACATTCTATTGTTATCTCTATTTTTTGGATGAAAAAACAGCAGCACAAAGAAGTTCAG 
TAACTGGCCTAAGGCCACACAGCTTGTCTTCCTGAAGACTGGACCCAAACCCAGGCAGTCA 
TAGAACATGCTGGTCGCTATTGGGCCGCTTGCTCTATGGGGGACGGTGCTCCAGGAACACA 
GCAATGCGGTTTAGGATTCCAGGACCTGGGGCAGGTGCTGCTTCI I I CI I AGTTCTCGACAG 
AGCACTQAGTGCAGTTrrTCTAAATGTTTTCGCCACTTTGATATGTGGTGCATAAAAGTGC^ 
CCACACGTATAACCCAGTGTGAAGTTTAAAATGATTTCATGTTTGGGGAAATTCCTACTGAAT 
GTTAAGCTAGATAGGAAACAAGTTCTGACTAACACAAANN 

>728 
>729 

ACTTATCAGGATGAAATCAGAATCACAGTTGGCCTTTTGCCATAAGGGA AGGGT ATT 
TGGAGAAGAGTCAACCACCAGTCATGCCTCTCCCCTGCCCAGCAGCACCTTGGATTTTCCTG 
GCTTTATGCCTCCTGTTTCGCCTGGGTGAGTAACTGCAGGCATTAGGTTCCTCTACACACGA 
TATATTACAGGGAAATGGCAGCGATGGTCTGGAAGGGCAACACTGGCCTTCTTTCGTCCTGA 
GCACTAAAATCCTAAACATGCAACTTAAAAAAAAAATTCTAAATGTGAACACCACCTTTCAGTA 
ATTTATATTAATGTATCATCTCACCCTCTTTTCCTCGTCTTCCAACGCCCTTCTTTCTACCCAA 
ACTCCAATATACCAATTTGTTTGAACAGTTTTACATTCTAAGTGTCCAACTATTGCTAAAGGAA 

TGGATAAATTGTTGT 
>730 

ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAAAAGGTATAT 
GTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAAATGTTCTGTGCTTAATCCAATAC 
ATCATTTAAATTCTTTTCACATTTGGACAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCA 
AAGTATTTTATCTAAATT^GCAAATCAAAAAACATCtATAACATGtTGTTGGGGATACAAAG^^ 
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TCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAATTGGGACAAGTGC 
CCGCN 

>731 

NNNNNNNNGTAAACTAGTCTTCTAAGCTTTCATTACATTTTGTTCA AAATCA GTTGGA 
AAACTTTAATCAAATCACTCAACATTAGGAACCATATAAAAGCTACCATCTATTTTTGAAGCTT 
TTTGCAGACTGAAATTAATTGAAAAGTAAGCCTGAAAACAGGAAGACACTAAGGAATTAAACA 
AATTCAATGATAAGAGTTCAAATGTACAAATGAAATTCTGTAATTATTATTTGGAATATCTGAA 
CTCATGAGAAAGATGTTTTGAGGGTCTTCCTATCTTGATTAAATTTATATTGTGTAACAATAGG 
ATGGAATTGAGAAGTCGTATAATTTTGATGTATCTAAGTATTGGAAAACATTTAAAGAATCATA 
AACGAACACAACTTGGTAAGTCTTGTCTTATAAATGTTAATAAATTTGTCAAAGTATTTGTTAA 
AGAAAGTATTTTGAAAGGAGGTAAAGACATAGAACCTGTGACAATCGTGGACTGAATTATTCA 
CATATGTTAACATTTACATGTGAATACCAAGACAAAAAAGAATTTACGATATCCTCCACTTAGA 
ATTTAGTCTACAATTATAGTTCAACACTTGAGAGTGTCTTGTTAATTAAAAAATTATGATCTAGA 
CAGAAGAGTCAACTGCTGATGTCAACAATTTCAAATTTAATAGTCAAAAAATGAAACCATAAC 
TCTAAAGATTACAAGCAATATTATAGAAAAAATTAAGAATACGACCACATTGAACGAAGATGT 
ATTCTTCAGAAAAGTACCACTAATTCTGGCATTAGAGATAGATATAGAATTAAGATTAAAATAG 
GTGAATATATTCCAGTACTATTTTGCACATGCACNNNNNNNNNNNN 
>732 
>733 

NNNNNNNNNNNNNNNNNNNNNNCAACACAAATCGCTTTTAGATACCCTTTCACGAAT 
CTAATAGGTTGTCACACACTGTACAAAACTATGTGAGAACGTATACTACTTCTCGGCCAGAAC 
TACT A I I I I I AG ATATTCATAAAATAACCTCTG ATTGTGTTTTCAC ATTGAG CCATTCAGTTCT 
GTCCAATCTTATAATTCTGATTAAATGTTCTGGGCCTCAAAACTAATTTTTAAAAGGCCACTAA 
CTCCAAATCTAGGAACAAAACACTCTGTAAGACTACTGTAACTTGTATAA AATTA ACTTGAAAA 
ATTCACTCACTCCAATAAAACTATGATTTATGTAGCTCATAAGAGGGTGAATTTTGAATATTTA 
CTCTATGAAAAAGCCTAAGCAATTCAATAAAAACTTGATAACTGCACGTTTAGTTTGCAGCAT 
CTTGTACCTGCCCNNNN 
>734 

NCATGCTCGAGCGGCCGNAGTTGTGAGGAATCTGCAGAATTCCCCTTTCGTGTGGA 
CGCCCTTTCAGGTACTTTCTCTGAATTTCATTAGCTACATTAAAAAAAGAAAAGATCAAATGC 
AATAGATAGCACTGTAATAGATTTTGCTACATTAAAAAAAATCCATTTGAATACACAGTGAACT 
AAAACACCAGAGTGGCTAAAAAGTCCCTTCATGCATATTTACTTAGCAGAGAGCTCTTGAGA 
AAGACCCAACCAATAAACCCCAACCAAAGCAAATCCAGCTACTTCTCTAGCTGAGAGGGTGG 
AATGACTCCAAAATATTGTTTCAAGCTCAAAAAGCCTAAAACAACTCCACATAAAANAACAAA 
AATCTATCTAATTGGACATTTACCTTnTGGAAATAAAAGGCCCAGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNN 
>735 

A C I I I I I I M I M l N M i i i I I i GTCAGAGACACAGGGTGGGAATTTCCCAAATCTTA 
GAAGTTCTCGTCCCCTTTCCCTTAACAACTCTTTCGGAGTATCTCCGTCCTTTCACACTTTA 
GTAAGCGAGGAGAGCAGCGAGGCTGCACCTTTAACAT7TCATTCACAGGATCTCAGCTCAG 
CCAAGTCCTCAGCGATTTTGTAATGAGGATCACI 1 1 CI I CC GGTTG CCCGTGACCTGTCCCT 
CGCCTCCTCTAAGGCTCAGGAGAAAGGGCTTCAACATGGACTTTTCCAGAACATTCTGTCTAT 
GATACGTGCATTCTCTGAGATGGTAGAAGCTTTCTCTGGAGCTCTCCCGTTTCGTCTCTGAG^ 
CTTCACCCGAGTCCCCATTGATGTCCGTATTTTTACCAACAAGCTCTTCACCGCTATGGAGG 
CTTTCTCCAGCAGGTCCCTGAAAACGTCTGCANNN 
>736 

ACCTATTCATATAGTTTTATGTTATTTGTGTGAATTAAAAAATTTAGATGAAACAAT^ 
AGCATCTA Ai I I I I ATTAAATTTGCATTCTTTCCAACTTTTTGTAGAAGTTCCAA ATGAGTTTA T 
AGAACTTAAGAAATTACTCAGTCTTTCTGCTGTCCAGTTTTATAATGTATGC I I C M I I I 1 1 I C 
CCCTCAGAGGAAATAAAAGCGGAAACTGAAAAACAGAGT CCTCC TCATGGAGAAGGAAAAG 
CTGGATCAAGCACCCTTCCACCAGTGAAATCAAAGACAAATTTTATTGAAGCAGACAAGT 
>737 

NNNNNGAATTCTATTACCCAATGTTTTGTGAGTCTCCAAAAGAGTAAAGGAAACAATT 
ATTTCAAGTTTCATATTTGAAAAATAACTG AI 1 1 1 I 1 1 1 G TAGTAAAGAGATGCT^TATGTAGTT 
CTGGTCTTCTGGTG C I I I I iCM I IC I M rA ATTTGATATGATATCTAATTTCATTGATGAATAA 
TGCGGCAACTTGTTGAAATTTTCCTTTTTGGAAATACATTAGGTCAGCCAATCAACCCTCAAT 
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GTGGAATCTACCCAGAGGAAATGATTCAGACTGGCATTTCGGCCATCGATGGGATGAACAG 

TATTGCTAGGGGGCAGAAAATTCCTATGTTCTCTGCTGCTGGGCTACCACACAATGAGGTGA 

GGACTGGGATGGGTTTGCTATGAAGTTTAGCAGACAAGAATTTCTTAATGCATCACTGTTACT 

GAGAAACCGAATAAAGGGrnrCAAAACAAAAAAAAAAAAAAAAAAAAANNAAGN 

>738 

ACTATCTGCTCTGAATTAAAATTTAGAACAAAAATCACCTGCCGTGCCACTACACATG 
GACATAATCAACTGCTAAATTATGA7TTGTTTTCTTCCAGTTACTTTTCCA ATTA [ I I I TAG AT A 
TACAAATATTTTCTTGGTAGAAGAACAAAAGTGGCACTATTCATTGTGTAG I I I 11 M GTAACT 
TATATTTTACGCTAAGCATTTTCTCGTTGTCTTAAATTATTAATTGAAAATTATTCATGGCTA^ 
TAATGCCTAGGCTGCCATGAGTCTTTTCTGCTTCTATAAACCGTGTCAGCATTCTTTTATATAT 
ATCTTTCAGCACATCTGCAATGATTTCTTTGGAATAAATTTCTAAAGTTCGCTGGATCGAAAA 
GATTCAGGGATTTTTAGTGTTCTTTCAATTTGGCAAAGTATTTTTCAGAAACA^ 
GTTCTGAATAAACAAATTCTTTTTTATGTTGCATTTAAAATCTANN 
>739 

NNCTGGGCTTTAACTCCTGGGCTCAAGTAGTCTGCGCACGACGGCGTCCCAAAGTG 
TTGGGATTACAGGAGTGAGCCACCTTGCCTGTCCCAGAGCCTGCCTCTCTTAACTGCTGCA 
CTAGACTACCTTCTTATTTTAAAAGTTAGCCTGCATTTCTCTTACCTGCATTTTAAAT^ 
AGTAGTTATTTTATGAGCAGTCTTrGAAAAATTTTCATAAAGCGGGCTCCCCCTGAAATTTTAT 
AACCCACATTCCAGATTTACCAGCTGTGAATGTCTTGCCACACCTACTTGATCTGTCGCTATG 
CGCGTACACAGTTTCCTTCTTCGAAACAATCCAGAAGTAGGCTAGCAATGGTCACCGCTACA 
TACTTCCGCACACATCTTTAAGAACAGGACACCATTACCACACCCAAGAAAACCAGCATTTAA 
TGAATTTATTCAAGAGTATCATCCAACATACTCAAATATCCACAGCTGTTCCGAAAGTATGGTT 
CAATTCTGGATCCATTGATGGTTCACAGGTTGTATTTGGCTGTTACATCTTTTTAGTTGTTATC 
GTTCAGAGTAAAACTGGCCTGCCCCTCTTTC I MCI 1 1 ACAATATTGACTCCTTTGAGGAACC 
GGGGCTGGATGTGGAGCATTCTCCATTCATCTGATTGTTTCCATGTGACCAGATTCGGGTCA 
CAAATTTCTGGCAAGAACCCTTCACAGATGACCATGTATTGGTTATTAGGTAACAATAGATTA 
CTGAAGTAGCGAAGTGGGTTGGCGTTTGGCATTAGANNNNNNNNNNN 
>740 
>741 

NNNNNNNNAGTAGAGACAGGGTTTCGCCATGTTGACCAGGCTGGTCTCAAACTCTT 
GACCTCAAGTGATCCACCTGCCTTGNCTCCCAACAGCTGGCATTACAGGCGTGACACCNGT 
GCCCGGCTGAGTTATGTAAACTTCAAAAGCCCACGGCCCGGGGCACACATTCACACACCCA 
CACCTTTTATAAGGAAGCATGCGTGTTCAGGACACACATCAAAGACATCACAGTGGGTATCT 
GTGAGGAGGCATTTGGGAGCTAAAGACCAATAAAGGGGAAAAAATAAATCAGCATGTTTGTG 
ATTCT AI m i I GTTCAAAAAAAAGTCTTACACACGTGTTATGTGTAGAGAAAAATGTTAGGAA 
GGATGTGTGCCAACATGTTCAGAGTGATATTTCTGGATGGTGGTAGTATGAGTAATTGACAT 
CTTTTCTATTTACTAATGAGCATTTTGTAACTTTTCTACCAAGAATGTTATATACM 
TTTAAAAAATGCTAAAAGTTAACAAAACAAAAATGGATTTCATTAACTGTATAAAACACCTGTT 
CAACCTATGCAATGTCACTCGATGTACATCCAGCCAGTCAAGGTCTTCGATTGTCTGTCCTTA 
TCTTTCAGCTAGCTGCCATGCTCTCATCTCTGACTGCTTCTCTAAACCGCTCATGAGCATTAA 
TGCACTGCATCAACCTATCGTGTTCACCTTGTCCTTAGTCTTGCTGTTTCGTGGCCTGCAAAG 
CCCATGTGCTCCTGCTCAGAGCACATCCAGACTCTGTTGATCCTTCAGCACAATGTTGCTCC 
CTCAATCCTTCACTGGGAACATTAGCCAATGATGACTGCATGCGTTCTAAAATACCCAGCACT 
GATGCTCTAGCATATATCAACTATAATTTCATCATTTACACCATTTAATAGAATTCTGAAGT^ 
CCTCGTACAAGCCTTTTCTTCCAGAAAGTCTGTCAGTACTTCAGGTTAGAGATGACTTCAATA 
TATGTCGCAGACCTCCCAAGGTGAGCATCACACAGGACTTATCATAACCACGAAGCAGCTCC 
ACAGAGGCTAAGATGAAAACAAAAATCTCAGGAAATTTATGTTTATAAAAATGATACTTGCAA 
AAAAATGAATGGAACCATCTCCATTGCTTATTTAGAGTGTTGACTCACTGAATAAGATTTTAAA 
TTAGTCAATAGTATTGGATGCCTCTATATCTGCATATCAATAGGCTCATAAACAAGGTTGCTC 
AAAGAACTGCCCATCAACGACTTGGTTTCATCTCTGGACACCACACTGTTATCTTCCTTTGGC 
CTCTGTCCATAACGGGTCCAGGCTACGTGCACCAAAGGAAAAGAATTGGGTCCTTCTCCCCT 
CGGGTGGTTTGGTTAGGAGGGCCCAGAAAGAAGTCAGGACAGACGAGGTGTGACTGTCGCT 
AACCCAAAGCAGGGTACCGTGCAGAACCCAACCCAGGACATAATCACCAGCGATGCGGGAA 
CATGGTTAGGAtGAGCAGCAGTCATCACAACGATCCCAGOCITTGTATTAATGGTGCCAAAT 
ATAGTTrTCAAAAGCAAtGTTCfACCATTCCCCACCTTCTAACAGTAATGAtCATTT^ 
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TTACTAATAGAAGTCCCATGGACTTAAGATCTGAGCAAATAAAGCTTTAATCTTCTTAAGCATA 

TAATTACTGGCATTTGAAAAGGCATGACATT 

>742 

ACAGGTTTCCCTTGCCTCAACTTCTCATCCTGGGTGA TGAG AGTGTTACTTTCCTTGT 
TGTATAAAGAGGGGAACTTTCATGTAGAAATrrTACCTCCTACTT TTAAGA AAAAGGAAAATC 
AGAGTGCTTTAAAGGAAAATCAGAGTGCTrrTCTTGCATGTGCTATTTTTGAAGTGTGTTTA^ 
TCAAAAAAATCAATATGCCAAAGTGGCATGTTTGGGGGTATCTGGTTCTGAATTCCTTCAGGA 
AAGATAGAAAGCAAAAGCAAAATAATAGGTTTAAAAGTAAAAATATCCAGGTGCGGTGGCTC 
ACGCCTATAATCCCAGCACCTTGGGAGACTGAGGTGGGCAGATCATGAGGTCAGGAGTTCG 
AGACCAGCCTGGGCAACATAGTGAAACCGTGTCTCTACNNNNNNNNNNNNNN 

>743 

GCACGCGTCCGAGAAAACTAACATTTACTGTATAAATGTTTGAAGGGCTTTTGTGTG 

TTGTCTTATTTAATCTTCACTCATTTTACAGATGAGGAAACTGAGGCTCACAGAGGTTAAATC 

ACTTTTGCAAGATCGCATTCAGTAGTGAAGCCATAACTGCGTAGCACGGTTCCACCTCCATG 

AGGCTGTGTTGGGTTCTTGTTTCTCAGGTGTGGTGAGCGGTCTCTTGGATCTGTGTGGTGAT 

CCGATCTTGCACTCCGTCACTGTGGCTGACTGCATTGTCACATTCACTTGGCGGAGGCGAAT 

TTCCTAGAGGTGCTTTCAGGATCAGGTCACTGCGATGGTCTCTAAACACCATTCTGCTTTCTC 

TGCTCTCTTGTCTTTAGGAGCCGGGT GTGGG CTGAGCCCTGCCTGATr GATGC TGCCAAGG 

AGGAGTACAACGGGGTGATAGAAGAATTTTTGGCAACAGGAGAGAAGGTTTTTGGAGCTTAT 

GTTTGGGGAAGGTATGACTTGCTCTTCATGCCACCGTCCTTTCCATTTGGAGGAATGGAGAA 

CCCTTGTCTGACCTTTGTCACCCCCTGCGTGGTAGCTGGGGACCGCTCCTTGGCAGATGTG 

ATCATCCATGAGATCTGCCACAGTTGGTTTGGGAACCTGGTCACCAACGCGAACTGGGGTG 

AATTCTGGGTCAATGAAGGTTTCACCATGTACGCCCAGAGGAGGATCTGCACCATCGTCTTT 

GGCGCTGCGTACACCTGCTTGGAGGCTGCAACGGGGCGGGCTGTGCTGCGTCAACACATG 

GACATCAGTGGAGAGGAAAACCCACTCAAGAAGGTCGGCGTGAAGATTGAAGCAGGCGTTG 

ACCCGGACGACACCTATAATGAGACCCCCTACGAGAAAGGTTTCTGCTTGTCTCATACCTGG 

CCCACTTGGTGGGTGATCAGGATCAGTTTGACAGTTTTCTCAAGGCCTATGTGCATGAATTC 

AAATTGCGAAGCATCTTAGCCGATGACTTTCTGGACTTCTACTTGGAATATTTCCCTGAGCTT 

AAGAAAAAGAGAGTGGATATCATTCCAGGTTTGAGTnrGATCGATGGTGAATACCCCGGTGG 

CCCCGTACTCCTGATCTCTCCCCTGGGGACTCACTCATGAAGCCTGTGAAGAGCTAGCACA 

ATGTGGGAGCGAAGAGCTGGACTGAGCATTGAAGGGTGGCTTCTCGTGGAAGACTACCGGT 

GGCTATTCGGAAAAACCCAGAATCCCTCCCCGGGTGTGAAATGGGGCATTCGCGTTTCAAG 

GGAAGGGACCCGGGGGGGGAT TGTTT AAAACCGTTTGGAAGGTTGGGAGGGAAAACCCGC 

AGGGGGGGGCCCCATTTCCCCCTTTTACTCN 

>744 

AGGCGGGTG M III I I I I GGGTAATTTTCTTGAGTTAGAAATGTAGTTAGAAGTGTGA 
CTAAGGGCATTGCCTGGAATGTGCTACAAACACGATTAGATATTCATTTATCTTCCTGGTATT 
AGACTGGTTGTATAGAGAGTGAGTGTTTAGAGATTCATTTCTCTTCGTTGTATAA GACTCC TT 
GTATAAGACTGGGTGTTGATTTATCTTTTTAAATTAAAGCACAACAAATAT ATGAG TTT^ 
CATTGCAATGTGCAATAAATAAATATATCTGAAGTAGCATTAGCCTTCTAGTTTTAAATAATNN 
>74S 

AC CI I I m i m I I I M 1 1 I II I C GTCAAAGTGACTATTTGGGCCCTAACATAATCCCT 
GCTGAGAGCGACGGAAAAAAGGCAAGCGTTTTCAAACATAACTCTCTCTACAAGCCAGCTAT 
TATGGCAAGGGAAAAAAGAAAGCATCTAGATAAATATCTATCAAAATTAACTTTAAGAGAAAT 
AGTCTCTTTCGTTAAAAGCCCTTATTTTTTAAGACACT AGAA AATAA GTTAGT A TAAAA AGTGG 
TGGTCTGGGGGCTAAAAACAAAACAAAAAAAATCCTCTTTTCTACATTTTTTAGT^ 

>746 

NNCACCACGCGTCGGGGGGCGGGGCGGAGCAGTCGGGGGAGCCGCTCTGCCTGC 
GTCCGCTCTTCCCGCAGCCAAGGGTGGGCGCCGGTCCTAGGAGGCGCACGGTTGTAAGCC 
AGACAAAAAGAACTGGGGTGCCCGGAGTGCCAGGTGGCGGGCAAGCGGTGGGCTTTTCGG 
CGGGGTCTTTAGGATTTGCAGGTCCAGGAAGCGAGATGTCGAAGCCGCCACCCAAACCAGT 
CAAACCAGGGCAAGTTAAAGTCTrCAGAGCCCTGTATACGTTTGAACCCAGAACTCCAGATG 
AATTATACtTTGAGGAAGGTGATATTATGTACATTACTGACATGAGCGATACCAATTGGTGGA 
AAGGGAGCTCCAAAGGCAGGACTGGAGTAATTCCAAGCAACTATGTQGGTGAGCAGGCAGA 
ATCCAtrGACAATCCATTGCATGAAGCAGCAAAAAGAGGCAACTTGAGCTGGTTGAGAGAGT 
GTTTGGACAACAGAGTGGGTGTTAATGGCTTAGACAAAGCTGGAAGCACTGCCTTATACTGG 
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GCTTGCCACGGGGGCCACAAAGATATAGTGGAAATGCTATTTACTCAACCAAATATTGAACT 

GAAGCAGCAGAACAAGTTGGGAGATACAGCTTTGGATGCTGCTGCCTGGAAGGGTTATGCA 

GATATCGTCCAGTTGCTTCTGGCAAAAGGTGCTAGAACAGACTTAAGAAACATTGAGAAGAA 

GGTGGCCTTCGACATGGCTACCAATGCTGCCTGTGCATCTCTCCTGAAAAAGAAACAGGGA 

ACAGATGCAGTTCGAACATTAAGCAATGCCGAGGACTATCTCGATGATGAAGACTCAGATTA 

ATTCCTTTCTGGAGCTTTGAGATCTAAAACTTCTGTTGCTTTTGCCATTCCAAAACTTTGTCT^ 

TGGGAGAAAAGTGTTGGTAACTATAAAGAAAATTATATATGAACACGGCAGTGTTGCACTGTG 

TTTGAGTAGAACGTGTAAATGAATTGTTCCCACCTTTGGTTTGCCAGTAAGTGACTGGATTCT 

TGGGAGATTTGTGTTCAGCAAAGTAGAACAAGAAGATATTATTTCT ATTTATCAAG CAAAAGG 

AATTTTAAGAI I M I I I M I CTTTAAAAACAAATTAGGA I I I I I I I N M I I I I I I I M I I I AGTTA 

AAATGCTTTACCTCAATGGTTGAGATATTTTGAATGGATTTTTCAAGGGGGGGAAATGCTTAT 

TATAATAATAAACCAAAATACTTAACAGAAAATTGTCAGCTATTCTGACAAAAATAAACATTTT 

GAGAGACTTTATTTCTTTTGTCCGTTTCTGTGGTATCACTCATTGTGGTTAAGTAAGTAAAGCT 

TTTTATATTTAGGTAAG AACTG ATTTTA I MM I AAATTATATTTTATATTTATTAGCACAGAAGA 

ATAATGAGAGGCACATTTTAGTTCAACTT 

>747 

GTCGACCCACGCGTCCGACTTGGCCGGGGACGCGCTGATGGGAGGATGGACATAC 
TGGTGTCTGAGTGCTCCGCGCGGCTGCTGCAGCAGGAAGAAGAGATTAAATCTCTGACTGC 
TGAAATTGACCGGTTGAAAAACTGTGGCTGTITAGGAGCTTCTCCAAATTTGGAGCAGTTAC 
AAGAAGAAAATTTAAAATTAAAGTATCGACTGAATATTCTTCGAAAGAGTCTTCAGGCAGAAA 
GGAACAAACCAACTAAAAATATGATTAACATTATTAGCCGCCTACAAGAGGTCTTTGGTCATG 
CAATTAAGGCTGCATATCCAGATTTGGAAAATCCTCCTCTGCTAGTGACACCAAGTCAGCAG 
GCCAAGTTTGGGGACTATCAGTGTAATAGTGCTATGGGTATTTCTCAGGTGATGTATTGTCAT 
GACTCTTGGCTGTTTGAI I I M 1 1 AAGTATTATTATCATCATTGCCATTTAGAGAAATAATACTA 
TTACAAGTTGTATCGTTAGTGAAAAGGAGATTTGCCACAGTTTGAAAAACTTGAGAAAGGAGT 
TGGGGGGGTATATGTTTTAACI MM lAGGCACAAl I I I I AAGGTTTGGTTAAATTTTATATGT 
ATTCTCAATATTTAAGGGCAATCATTGGTACTCTTTTGTTTAGGTATTTCCCTCCTGCTGTGTC 
CAGGATTGCTGTGTGGTGGTGATGAGTGCTGGGAGGTGAAAAATTAAAATAAGCCATTTACC 
AGTCAGCATCCCAATTAAATATTTGATGTAACTGTGATCTTTGAGCCAGGCTTATATATTCATT 
TTCAAGCAGAGGAGTTCCCCATTTTAAATAGAGGCATTGTCTGATGTGTTTATGGTTAACTGC 
ATCTGGCrrGGGTCTTTCTGTTTTCCTTTCTTTGCTGAATTAGAAGGGGTTACTCTGAAGAGT 
CCAGGTCTTACAGTGTGGTTT 
>748 

AG M M M I M M i M I M [ M M M M M M M I I CATTCAAGAAAGATAATTTTACACTT 
ATTCTTTGAAAGAAAAATTCTATGGAATTTTCTTCTTCTAATTAAATTCCAAAAT^ 
AAGCCTATGCCCTCATACTAGTAACTTGATGGTTAGCGGGTAAGTAGGTAGTAGTAAAAGAG 
GAAAAGGGGAAATTTGGGGAGCAAAAAAGGGAGAAAAAGAAAAAAAGGGAGCCTTCTAGTTT 
CCTAATAGAAAAGCTAGAGAATTCGATTCGTGAAAATTAAANN 
>749 

NCTAATrTAGAAGGTTGTTTAGAAACCCTTTGGAAAGGAATGTTTTATTTCGGAAT^ 
AAAGGGGTTTGGATTTCCTTAAGAAGAGGCAAAATTTTTTTGTGTGGGAOC ^ 
TTAAATGGATTTCCTAGTGGAGTtTTATAAATTAAAAGGTCAAAACTGAAGCTTTTTAT^ 
CTTTTCCAAATCAAGGATAAATATCTTACGCACGATATCTAGTGACAGAGGAGAAAGTGGAAA 
ATGACCTCAAGGAAGCTACGGGCACAACTGGAAGCTTTGTAGAAATTAAACATATTCAAGGA 
GCAAGAAATGAACTTTCAGCAGTCTAAATTTTCTAAATAACCAATAGTTGCCAATCTAAAATG 
GCAGAGAAGATG AAATTTGATAAACTGAA I M 1 I M 1 AAAAATCCATTTACCCTACAGGTTTGC 
ATTTGTTTGCTGAAATTTACC M M M I AGTTATATATATGTGTGTGTGTGTGTGTAATTTCTGC 
CAATAAATTCTAAATTACAAAGGTAAGAGAAAACCTAGTACATTACTAAATATATAAAGTATAT 
GTTCTGATTATGTATACTTGTTCTAGTGTCAAGTCI I I I lAAGTGGGI I I I I AAAAGTTTGTTA 
TTGGACTTGAATGG AI I I I I GAGACTAGGTTAATTATTTTTGAGGTCTTATCCTAAAAGGCATG 
TAAGGTACATGAATGGAGTATGGTGATTTTATAACATTTTTTATCAGAATGGAAAAAGAACTG 
TTTAAAAGnTGATAC 1 1 I lAAATAGTTGGI INN I GCTFACTCT6GTAATGATTTTCTACAAA 
TAG ATAATAAATTG I Mil 1 1 GATTCTATATTCTGTATGCAGTTGAATATCCATTACTTATTCTG 
CTGTGCTrTAATAGAATGGAATGTTtAGAGGCGOTTAAAATATTATTTTTAAAA^ 
AGATACATACCAAAGlXTTTCCAAGAAGATTTTATAATCAATtTAATAATGTM 
ATTGTATAATAGTATAGTTATTAAGGCAATTTTATGTTAGAGACTATTTTGTAATGTAGTGAGT 
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GGTACCTTTATAAGAAAAGTGACTGCCAATATATTTTTATAGCTGATCTTTATAAATTCTAATG 
TTGAGTTTTTAATGATTATTTTAAATGTTTATATAGTTTAGTAAAAT^ 

Mill ATATTATGGGACGTTTTCAGATTGGCTAATATTTGCATTGTAAATTTTGTATGCAGTT^ 
TCTAAAATTCAAAAATAGTGTCAGTACACCAGCGTTTAACATCTATATTCCAATTTGTATACAG 
TTTAAAATTGTAGTGCAAAACTATTGTGTGGTCTTACACAGTATGCATCATATTGTTGTCTGTG 
AAATTAAAGGACATTTGATAGTCTACTGAATGTAAAATATAATGGTTGGTATATGAATGAN 
>750 

ACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTGTGTGTGTGTGT 
GTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAATCTATTCTAGAATGAAATTCAATCTCTT 
ACTTAGCTATTTTGAAATTGTGTCCCAATACCACATTAACAGAGCCAAAATGAAATTTAAAATT 
ATGGTTATACTATTATTCACACTAGGTAGGGTCAGGI I I I II IGTCTGAATTAAATGGCTCCTT 
TACGCTAGCTACTTAGGAACGACTTCCCATACCCTCAAGCTAGAGTAATAGATACCTGACCC 
ATTTTAAAAAGGAAGAGGGTTGCAATGAAGGTGTCTATGAAGTTTAGAAATGGGTTCAAAGGC 
TAGTTGT 
>751 

ACATTTGATTGTGGCATATTCAACTATGATTTTAGAGAAGATGTGTGTGTGTGTGTGT 
GTGTGTGT AGACA AAATAAAATTCAGAAAGAGAAAATCTATTCTACAATGAAATTCAATCTCTT 
ACTTAGCTATTTTGAAATTGTGTCCCAATACCACAT TAACAGA GCCAAAATGAAATTTAAAATT 
ATG GTT ATACTATTATTC AC ACT AG GT AG G GTCAGG M I I I II GTCTGAATTAAATG G CTCCTT 
T ACGC TAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTAATAGATACCTGACCC 
ATTTTAAAAAGGAAGAGGGTTCCAATCAAGGTCTCTATGAAGTTTAGAAATGGGTTCAAAGCC 
TAGTTGT 
>752 

acgCGTCCGCGgtcGCGTGGGTGAGCCATGTAGTTCAAACAGAAGGCAGCCAATTACT 
AACTTCTGGTTGCTAGGTGTGGCTTCCTTTAAAATCCTATAAAATCAGAAGCCCAAGTCTCCA 
CTGCCAGTGTGAAATCTTCAGAGAAGAATTTCTCTTTAGTTCTTTGCAAGAAGGTAGAGATAA 
AGAGACTTTTTCAAAAATGGCAATGGTATCAGAATTCCTGAAGCAGGCCTGGTTTATTGAAAA 
TGAAGAGCAGGAATATGTTCAAACTGTGAAGTCATCCAAAGGTGGTCCCGGATCAGCGGTG 
AGCCCCTATCCTACCTTCAATCCATCGTCGGATGTCGCTGCCTTGCATAAGGCCATAATGGT 
TAAAGGTGTGGATGAAGCAACCATCATTGACATTCTAACTAAGCGAAACAATGCACAGCGTC 
AAGAGATCAAAGCAGCATATCTCCAGGAAACAGGAAAGCCCCTGGATGAAACACTGAAGAAA 
GGCCTTAGAGGTCACCTTGAGGAGGTTGTTTTAGCTCTGCTAAAAACTCCAGCGCAATTTGA 
TGCTGATGAACTTGGTGCTGCCATGAAGGGCCTTGGAACTGATGAAGATACTCTAATTGAGA 
TTTTGGCATCAAGAACTAACAAAGAAATCAGAGACATTAACAGGGTGTACAGAGAGGAACTG 
AAGAGAGATGTGGCCAAAGAGATAACGTCAGAGACATCTGGAGATTTTCGGAACGCTTTGCT 
TTCTCTTGCTAAGGGTGACCGATCTGAGGACTTTGGTGTGAATGAAGACTTGGCTGATTCAG 
ATGGGAGGGCCTTGTATGAAGCAGGAGAAAGGAGAAAGGGGACAGACGTAAACGTGTTCAA 
TACCATCCTTACCACCAGAAGCTATGCAGAACTTGGCAGAGTGTTTCAGAAATACACCAAGTA 
CAGTAAGCATGACATGAACAAAGTTCTGGACCTGGAGTTGAAAGGTGACATTGAGAAATGCC 
TCAGAGGTATCGTGAAGTGGGGCACAAGCAAACCAGCTTTCTTTGCAGAGAAGCTTCATCAA 
GCCATGAAAGGTGTTGGAACTCGCCATAAGGCATTGATCAGGATTATGGTTTCCCGTTCTGA 
AATTGAGATGAATGATATCAAAGCATTCTATCAGAAGATGTATGGTATCTCCCTTTGCCAAGC 
CATCCTGGATGAAACCAAAGGAGATTATGAGAAAATCCTGGTGGCTCTTTGTGGAGGAAACT 
AAACATTCCCTrGATGGTCTCAAGCTATGATCAGAAGACTTTAATrATATATTTTCATCCTATA 
AGCTTAAATAGGAAAGTTTCTTCAACAGGATTACA6TGTAGCTACCTACATGGTGAAAAATAT 
AGCCTTTAAATCATTTTTATATTATAACTCTGTATAATAG AG ATAAGTCC A I I I I I I A AAAATGT 
TTTCCCCAAACCATAAAACCCTATACAAGTTGTTCTAGTAACAATACATGAGAAAGATGTCTA 
TGTAGCTGAAAATAAAATGACGTCACAAGGGAAAAAAAAAAAAAAAAAAAAAAGaaagaaaaaaa 
aaagggggggggcccgogcaaaaaaatatcc(xx:gcgggggggccgaagagaatcaacgcgcgctcc^ 
gtacaagggggtccc(x:aaaaaaaaggggaatccngtatataataacacgcgatg(^gcaggggcgcgcggc^ 
cagcggggcggcgggggaaaaaagggccgaccctgggggaacccctggtgaacaaaaggaaacccc^ 
ggggaagcacaataatgggagaaacaacctcgcgcccagacaacaatgatatgccaacacgcx^c^ 
ccacgatct<x:gacatggtgogtgtacctacgcgtgtctatoca<x»gccacgoMgg 
gacacactmgcgaoccacccacgagcgtgctaagtgapcataacgs^ 
cacaacaacaacocgaccggacagcaccatgcacaccaagcx^aacgaate 
aagoxggaacccagacagacatagcagctaacaccaacccagcagcaatcacaccgaacacaacacac^^ 
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atcaccacagcgccagccacagacaccacaatggcaacgcccaccaccgacactcccacacacacccgcatgacacgcatcccc 

acaccaagca 

>753 

TTTTTCACAGTTTAATATATCTGAAATCATGATGCATATGCAATTAATTTCAGAATTTA 
GCTGCCTTTG M I I M M I III i I 1 IGGTATTATATA AAATAA TAATGCATCTTACAGGGGAAGT 
CATAAATCGAATGAAATAAAGTATTTACCTGACATATTTTTTCCCATCTTCTTATTTCAACCAT^ 
TGACTGGTTGTCCAGCCCCAAATTGTTGGACTTTTTTAAACAATTCACAC TGAC TGGCAGTCT 
TCACCTTTAAATAGTTGAGTTCGA TCCCTT T AAAA TCATTTAAAAACATGATTTTTAAATT^ 
TGCATTACCTTATmrGTGTTTAG i II I 11 ACTTTTATTTATTTCCTCCTTCTATTAGATGAATAA 
AATGTTGAATAGCTCCTCTTGTTCCCAATTCCAGGTTTTTAAACTCTATACATTTTGTAGTAAG 
TTTTAAGATCTCAGTTTACCTACTTACTTATAAATATTCATAAGAATGTATAAATTTATT^ 
TTTCTTACTAATACTCTAAAACAAAAAATGATCCGCGCGTTAATTAATNCTAGAAGTATCTCCG 
AGGGGGAGACCCGGTATCCCAN 
>754 

ACI I I I I M I I I M I N M IGGTGGGGAGCTGTATTTATTTCCCAGGGCTGTCAAAACA 
AATATCCATAAATTGGGTGGATTAGAACAACAAAAATTTATTCTCTCTAGAGAAGAACGTTrrC 
TTGCCATTCCCTGGCTGGTGGTCATTGCTGGCAGTCCTTGTCCTTCCCTGACTAGTAGCTAC 
ATCATTCTCATTTCTGCCTCTGTCTTCATATGGCTGTCATTTCACTGTGTGCTTGTCTCTGGG 
TCTTCAAGTGGCC I I I 11 ATAAGGACACTGGTCATTGGATGTAGGGCCTAGCCCAAT 
>755 

ACATGTTGGAAGGGTTTTTAAAATGTTTTGAAACTGTGCAGAGGCCAAACCCAACTTT 
CAGGACATGGGTTTTCAACTTCTGGATGGTATGATGGGGTGATAGTAGGGTATAAAAGTATC 
CTGAGAAGTTGAAAGCAGTGTGTGAATGGGGTGTTCTTTTCTCCCCACAATCCTTTCCCATC 
TGCTGACAGTAGACTTAGGACCTCACAGATGCITGGGCCTGGAAATGAAGCCATGAAAATGA 
AGCCCTCAGCCTTCTTGGAGATCAGAGCCATGGTCCTCACCCACAGCACATGGG 

>756 
>757 

ACTT C I i I M I I M I II I I M I i H A AATG AGTAGGAAGAG ATGGTATCACAAACACAA 
AGCACAGGTTACTGTCTTTAAAAATTTGCGTTCTTCTATTCTCCAATGGAAGTGGGAACAAAG 
AGAAAACCCCTGTGTGTCGTAGCACAATATGGGCATTTGTGTGGATTTAATAAATGGGCATTT 
GGATTGTTGGGAAAATGTGATCAATCAGCAGGCTATAGAAACACAGTTTGATACGATGGTGA 
AAACTTGTCTACAATGATGTTTTTTCAGAAATGTTGGTGTGATTAGAACAAGTCAGCAATGAT 
GATGACAAAATATTTACATAATGTTATAGATGTGGCTTGCTAATGGAAATACCTAT CTGA GGC 
TGTTTAGGAATACACAAATTGAGAACCGTTTAGTTCAGTTTGCTTTAAAACAGTGGTTTTC 
AACC CI I I I lA TGTTCGTGATCCTATGATTAGTAACATCTTACGATTTTAGAATCAGN 
>758 

AGAAGCTTTCCAAGGAGTTATGAAATCTTTGTAGACCAGAGGGCAACTATTATCACC 
TCAAGTCTGCTCTCACCAACAGCCCTTGTATTTTTCAGGGAGAAATCTCTAGGAAAAAAGTCA 
GACACCAGTGTAGTGCGCGCGTACCTGAGGGAGGAGAGACATAAATOCCTTCATCCGTAAG 
AGTGAACTATGTAACTAGCAGGCTCTGGGTTG TTTTC TAGTCCCTGTCCGTCAGGATAAAATG 
TTGATATTGGTCATTTTCCTCATTTCCAACATTGTnTAAAAC 
>759 

ACTCCGATTGCCTCTCCCATGCTTCTCTGCTTTCCAAAGAAAAAACTGACCTTGTATA 
GATCCTGTCAGCTGATTGCAGTGCTCT TAACT TCTCCATTGTGA GTTGT TCAGTCTGAGGAG 
TTAGGTATAAAGCCAGAGTGGTATTCTCTTTTCTGTTGTGTTTGGTTTTGCTTACATATTCAG^ 
AGCTGGTCTTTACCCCCAGAACATGCGTATATATG I I M I 11 GTGTTTCTAGATT TAAAA ATAT 
TCCAGAAGGCTGGCCTCAAGATAGATAATATTTTACTTTTAATTTGGTGCCGTTGTTTTAGA 
ATTTGAACrGGATTGCATTTAGTAAACCAAACCCCATCTTTAAAAAAATCATCTTAAAAAAAAA 
TAGTGGGCCGGACATGATGGCTCACATCTGTAAATCCCAGCACTTTGGGAGACTGAGGTGG 
GAGGACTGCTTGAGCCCAGGAGTTTGAGAGCAGCCTGGGCAACACAGTGAGACCTTTCGTC 
TACANNNNNNNNNNNNNNNNNNN 
>760 
>761 

ACAGATATAAAAAGGCTACTATTCCAAGAACAAAATCCTGGAAACAAATGTCTATCAA 
GAAAGCAAAGATAATCTAAACAGCAGGATATTCATAGGATGACAAACTATTCAACCATTATAA 
AGAAAACCGAATCAAAAGCACTGGCTTATTAGACAAGAGTTTCCCAAACTATCATGCTAAAAC 
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AGTAACAGCGAGCTTCCAAATTAATGTTGCC I I I I M I I I I I I I I I CCAAACTGAAAGGAGGGT 
GGGGAAAACAAACGCATCATATGTAAAGCACTGAGTGCAGCCTG 

>762 

ACGCGGGTATGGTTTTACGAACAAATTTTTAAGGAAAAAAATTATCATGGTTCTAATC 
TTACATGTTAACATTTCCTTGTTATGTAGGGATCAGACTTGTTATAACATAATTCCACTTTATA 
ATTCAATGAAGAAGAAAGTTTTGTCTGATTCTGAG GTATG TAATATTTCATTATTATTACCATA 
TTGATATTCTCTATATAAAAAAATTTACATATTGTAGTTTTCAGGTAAAAGCTGTTGTGAACATT 
ATTTTTTGTCTAGTGTAGTTAATTTAAAAAAAAAAAACAACTNN 
>763 
>764 
>765 

ACAGAAGGAATG i I I I I I GAAAGTTTTCTATGTGTGGTTTGTTGAATCCACAGATGGA 
GAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTCAGAAAATCAGTATTTCATACAATC 
AGCTAATAGCCTAAT7TGTTGAGCACAGAAAAATACACTGAACGAATTGTGATTATTGCAGAG 
AAATGATTGGCAGGATATTGGGAAATAGAATGAAGGGCGGAAAGAATrrCACATGGATTCAG 
TATACTGTCCGTCAGGAATTTTTGTTCCCTTGATCTTTTTGTGTTTATTGCCNNNNNNNNN 
NNNNNN 
>766 

ACAGAAGGAATG I I I I N GAAAGTTTTCTATCTGTGGTTTGTTGAATCCACAGATGCA 
GAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTCAGAAAATCAGTATTTCATACAATC 
AGCTAATAGCCTAATTTGTTGAGCACAGAAAAATACACTGAACCAATTCTGATTATTGCAGAG 
AAATGATTGGCAGGATATTGGGAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAG 
TATACTCTCCGTCAGGAATTTTTGTTCCCTTGATCTTTTTGTGTTTATTGCCNNNNNNNNNNN 
NNNNNN 
>767 

NNGAAAATAACCAGAGTTGGTTTCTGTCATGTACAATCAAAGGAGTCTAATGGAACC 
AAGTAGCAATGTTCCCGAAAACAAACAAACAAAAAACCCCAAACATTTTGCTGTT TCTT TCCC 
CTGTGTATTTGCTAACTTTATCATGACTTTATTCTTAAAGCCTATCAGTGGTCTGCTT^ 
TAGATTAGTGGAAATTTTCACGTGGCCTATTAGCACCTTATAAAGAAATAGATTAAGAGTAGG 
AAATATATAGATGAAGATGTACTGTATAGAAGTTGTGTAAAATCAGTA TGAAAGTTC AATGTT 
GCTGTTCTTGCTCAGTGATTTTAAAG AAATTGAGTAGTTGCTATGTGA MI NIMI A AC AACT 
GCATGGTAAAGTTAGATGACTCTTCCCCGTGGATTTTACCTGGGAGTGGCCTrrTTACATTTT 
TATTTAAAAGAGGGCAGGrrTGGCACTTTTATACTGATGTGACCAATGTTAATATTTCTTGGG 
ATCTCAGGAAGATTCATATTCTTTACAGCTGATACAGCACGGGCTGGAGCTCCTGCTAAGCC 
AGCCTGTATACAGAAGCAAATAAAAGAAAAAGAAAATGTACAACTCAGGTGTAGCTCATCATA 
AAACACTTACAATGTCN 
>768 
>769 

ACTT AI I M M iA CrAAGGTTTTGTTTTGGAGACTTGTTTGAAATAAAGTGATCGTCAT 
TCAGGATTTAGAAAGAAAAGTTATACTGCACATGCTAGGGATTAGGAAGGGTAATGTGAACT 
GATCAAAAGTATGAATrATGGAATGCCTTrAGAATAATCAACTTTTAGGTAATTTGATACTGGT 
ATAATTTCAAGCTTAGAGAAAAGTTGTAAGAATGGCATAAGGAACTCCTATATATCCTTTATCT 
AGATTCACTAAATGTTCATTTTGTGCCATTTGTGTTATTGTTTGTGTCATCCTAGCCC^ 
GCTAACACCACCAGGGATAAACCAGTAGTCTGAN 
>770 

ACCTCTCATTTGTCACTTTTCAACACTTCCTGGCAGGCAGGCAGCATAACTGGTCCT 
GCTGGGTGATCCAGACCACACTCTGCAACTCTTTCTTCTGAGCCAGGCTCCGCTACTGTCTT 
TTCATTTATGTCAAGGCAGGGGAAGACCTCAAAGGGCTCTTGCATCCGAGTCTCACTTCCCA 
GAGAGGCACGAGGCCCTCCAGGATGTGGGGACAGGAACTTTGGGGCAAGCCGGGGCTGT 
CCAGAAGATCACCAGGAGGGCTAAATAGTAGAAAGGAGAGTCTTATTGGTGATATGTTTGCA 
AACTGGGAAAAGATAGCCTCCAGTGTGGAGCAAAGATGCTCCTTCTTCAAAGAGGGCAAGG 
GCAGCTTGGATrrTGTGCCTTACAGGGTCGGTATTATATAATAGAGTCATGCATATTGAGTAG 
GTTTGGGGGAAAAGCTATATATATTTATGAGGGGAGCGAACTACATQGGGAATGGATAAACA 
TACATGTAACACATCCCATGTTCACTTAGGGGCAGGATTTTAGCATTAAAATGAGGTGGAATT 
TGGCTCTTTACATCAA/O^GGTGAGCTATCAGACACAAAGGCAGTTTGTGCACAAGCtCTCCA 
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AAGGGACTTGAGGGCTACAGCTGCTCATCTGGAAAGAATCCTTGTAAGACCAGTCCTCTGTC 

CAACCAGAGTTAGGAGGGATCTGACAATTTGCGTGATTAGGTGT 

>771 

AGAAATAAAGTATTCGAAGGGTTCAGAATAGAAAATGATTTCTTCCAGCTTGGGGAC 
ATTTGGGAAATTGGGATATCCTTTGGGGAAATGTAGTAATCAGTATATTGTGGGAAAACATAG 
TAGAGAATGAATAAATAAATTCCATTGAATTTGGAATATGTTGTCCATTCTCCCTGTAACTAAT 
GCTATCAAGATAAAGTAGAAATACCACATTTCAGAAACAGCTGGAGTAGACAGGTCTTCATA 
GGCTAGCTTGGAAACCTAATAGOTATTAATAATGAAATTTTAATTATACTGTGGATTCTAAACA 
ATGAACACACAGTGATCTTTTTGACTTGCTGCTTGTTTATAAGTTGGGGATGGTCTGAATTCA 
TTGTTGATTCAAAAGAAAACGAATAGTGTTTTAAACCTTTTATTTACAGAGACTATi^ 
ACCTTCCTACCAACATATCTTAAATACACCAAGACCTTTTACAGAAGCTTAAACAAGGGTGTA 
CCTGCCCGGGCN 
>772 
>773 
>774 
>775 
>776 

NNNNNNNNNNNNNNNNNNNNNNNNNNNGGNCTGCCGTGGAGAGGATGGATGGGA 
GGGGGAAGAACNAGAGCTTTGTTTAGAGGCTGTTGTAGTAATCCAGGTAAAGGCTTTTAATC 
ATGTCCTGAACAATGATCAGCAATGGCAATGGAGATGACAGAACAGAATTTAAGAAGGAATA 
AAAAAGGGTTGCTGAGTAGTTGGATGTGGGTGATGGTATCX5TTTGACAGAAAGGANNNNN 
>777 

NNNNCGGCGGCGGGTGCTGCTGGTGCAGTGGGAGAGGTGGCGQCGAGGGGGGGG 
GTCCGAGGAGATTTAATCCAGAGACTGACTTCACTATAGAACCCACAGTTGTATCAATGGTT 
GGGGAAAGATAGTGGCAAGAGGGAAAGGAGAAAGAGCTGTGAGATACAAAGAAAATGAGTA 
TGCTAAAGCCAAGTGGGC7TAAGGCCCCCACCAAGATC0TGAAGCCTGGAAGCACAGCTCT 
GAAGACACCTACGGCTGTTGTAGCTCCAGTAGAAAAAACCATATCCAGTGAAAAAGCATCAA 
GCACTCCATCATCTGAGACTCAGGAGGAATTTGTGGATGACTTTCGAGTTGGGGAGCGAGT 
TTGGGTGAATGGAAATAAGCCTGGATTTATCCAGTTTGTTGGAGAAACCCAGTTTGCACCAG 
GCCAGTGGGCTGGAATTGTTTTAGATGAACCGATAGGCAAGAACGATGGTTCGGTGGCAGG 
AGTTCGGTATTTCCAGTGTGAACCTTTAAAGGGCATATTTACCCGACCTTCAAAGTTAACAAG 
GAAGGTGCAAGCAGAAGATGAAGCTAATGGCCTGCAGAGAACGCCCGCCTCCCGAGCTACT 
TCACCGCTGTGCACTTCTACGGCCAGCATGGTGTCTTCCTCCCCCTCCACCCCTTCAAACAT 
CCCTCAGAAACCATCACAGCGAGCAGCAAAGGAACCTTCAGCTACGCCTCCGATCAGCAAC 
CTTACAAAAACTGCCAGTGAATCTATCTCCAACCTTTCAGAGGCTGGCTCAATCAAGAAAGG 
AGAAAGAGAGCTCAAAATCGGAGACAGAGTATTGGTTGGTGGCACTAAGGCTGGTGTAGTC 
CGGI 1 1 C I IG GGGAGACCGACTTTGCGAAGGGGGAGTGGTGTGGCGTGGAGTTAGATGAG 
CCAGTTQGQAAGAATGATGGCGGTGTTGCTGGAAGAAGGTATnTCAGTGTGAACCXDAAATA 
TGGCTTGTTCGCTCGTGTCCACAAAGTTACGAAGATTGGCTTCCCTTCGAOTACACCAGCCA 
AAGCGAAGGCCAAGGCAGTGAGGCGAQTGATGGCGACCACGTCCGGCAGCCTGAAGCGCA 
GCCCTTCTGCCTCTTCCCTCAGCTCCATGAGCTCAGTGGCCTCCTCTGTGAGCAGCAGGCC 
CAGTCGGACAGGACTATTGACTGAAACCTCCTCCCGTTACGCCAGGAAGATCTCCGGTACC 
ACTGGCCTCCAGGAGGCCCTGAAGGAGAAGCAGCAGCACATTGAGCAGCTGCTGGCGGAA 
CGGGATCTGGAGAGGGCGGAGGTGGCCAAGGCCACGAGCCACGTGGGGGAGATAGAGCA 
GGAGCTAGCTCTGGCCCGGGACGGACATGACCAGCATGTGCTGGAATTGGAAGCCAAAATG 
GACCAGCTGGGAACAATGGTGGAAGCTGCTGACAGGGAGAAGGTGGAGCTTCTCAACCAG 
CTTGAAGAGGAGAAAAGGAAGGTTGAGGAGCTTCAGTTCCGGGTTGAAGAAGAATCAATTAC 
CAAAGGTGATCTTGAGACGCAGACCAAACTGGAGCATGCCCGCATTAAGGAGCTTGAACAG 
AGCCTGCTCTTTGAAAAGACCAAAGCTGACAAACTCCAGAGGGAGTTAGAAGACACTAGGG 
TGGCTACAGTTTCAGAAAAGTCACGTATAATGGAACTGGAGAAAGACCTAGCATTGAGAGTA 
CAGGAAGTAGGTGAGCTCCGAAGAAQGCTAGAGTCCAATAAGCCTGCTGGGGATGTGGACA 
TGTCAGTTTCCCTTTTGCAAGAGATAAGCTCTTTGCAAGAAAAGTTAGAAGTCACCGGTACTG 
ACCACCAGAGAGAAATAACTTCTGTGAAGGAGCATTTTGGAGGCCGGGAAGAAACTCATCAG 
AAGGAGATAAAGGCTCTGTATACCGCCACGGAAAAGCTTTCGAAAGAGAACGAGTCATTGAA 
AAGCAAGCTGGAGCATGCCAACAAAGAGAACTGAGATGTGATAGCTCTAtGGAAGTCCAAAC 
TGGAGACTGGCATCGCATCCCACCAGCAGGCGATGGAAGAACTGAAGGTATCTTTCAGCAA 
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AGGGCTTGGAACAGAGACGGCAGAATTTGCTGAACTAAAAACACAAATAGAGAAAATGAGAC 

TAGATTACCAACACGAAATAGAAAATTTGCAGAATCAACAAGACTCTGAACGGGCTGCCCAT 

GCTAAAGAGATGGAAGCCTTGAGGGCTAAACTGATGAAAGTTATTAAAGAAAAGGAAAACAG 

TCTGGAAGCCATCAGGTCGAAACTGGACAAAGGAGAAGACCAGCATCTCGTAGAAATGGAA 

GAGACGTTAAACAAATTACAGGAAGCTGAAATAAAGGTAAAGGAGCTAGAGGTACTGCAAGC 

CAAATGCAATGAACAAACGAAGGTTATTGATAATTTTACATCACAGCTCAAGGCTACTGAAGA 

AAAGGTCTTGGATCTTGATGCACTTCGGAAAGCCAGTTCCGAAGGTAAATCGGAAATGAAGA 

AACTTAGACAGCAGCTTGAGGCAGCTGAGAAACAGATTAAACATTTAGAGATTGAAAAGAAT 

GCTGAAAGTAGCAAGGGTAGTAGCATTACCAGAGAGCTCCAGGGGAGAGAGCTAAAGCTTA 

CTAACCTTCAGGAAAATTTGAGTGAAGTGAGTCAAGTGAAAGAGACTTTGGAAAAAGAACTT 

CAGATTTTGAAAGAAAAGTTTGCTGAAGCTTCAGAGGAGGCAGTCTCTGTTCAGAGAAGTAT 

GCAAGAAACTGTAAATAAGTTACACCAAAAGGAGGAACAGTTTAACATGCTGTCTTCTGACTT 

GGAGAAGCTGAGAGAAAACTTAGCAGATATGGAGGCAAAATTTAGAGAGAAAGATGAGAGA 

GAAGAGCAGCTGATAAAGGCAAAGGAAAAACTGGAAAATGACATTGCAGAAATAATGAAGAT 

GTCAGGAGATAACTCTTCTGAGCTGACAAAAATGAACGATGAATTACG TCTGA AAGAAAGAG 

ATGTAGAAGAATTACAGCTAAAACTTACAAAGGCTAATGAAAATGCAAGTTTTCTGCAAAAAA 

GTATTGAGGACATGACTGTCAAAGCTGAACAGAGCCAGCAAGAAGCAGCTAAAAAGCATGA 

GGAAGAAAAGAAAGAATTGGAGAGGAAATTGTCGGACCTGGAAAAGAAAATGGAAACAAGC 

CACAACCAGTGTCAGGAGCTGAAAGCCAGGTATGAGAGAGCCACTTCTGAGACAAAAACCA 

AGCATGAAGAAATCCTACAGAACCTCCAGAAGACGCTGCTGGACACAGAGGACAAGCTGAA 

GGGCGCACGGGAGGAGAACAGTGGCTTGCTGCAGGAGCTGGAGGAGCTGAGAAAGCAAG 

CCGACAAAGCCAAAGCTGCTCAAACAGCGGAAGATGCCATGCAGATAATGGAACAGATGAC 

CAAAGAGAAGACTGAGACTCTGGCCTCCTTGGAGGACACCAAGCAAACAAATGCAAAACTA 

GAGAATGAATTGGACACACTTAAAGAAAACAACTTGAAAAATGTGGAAGAGCTGAACAAATC 

AAAAGAACTCCTGACTGTAGAGAATCAAAAAATGGAAGAATTTAGGAAAGAAATAGAAACCCT 

AAAGCAGGCAGCAGCTCAGAAGTCCCAGCAGCTTTCAGCGTrGGAAGAAGAGAACGTTAAA 

CTTGCTGAGGAGCTGGGGAGAAGCAGGGACGAAGTCACAAGTCATCAAAAGCTGGAAGAA 

GAAAGATCTGTGCTCAATAATCAGTTGTTAGAAATGAAAAAAAGAGAATCCAAGTTCATAAAA 

GACGCAGATGAAGAGAAAGCTTCCTTGCAGAAATCCATCAGTATAACTAGTGCCTTAGTCAC 

AGAAAAGGATGCCGAGCTGGAGAAACTGAGAAATGAGGTCACAGTGCTCAGGGGAGAAAAC 

GCCTCTGCCAAGTCCTTGCATTCAGTTGTTCAGACTCTAGAGTCTGATAAGGTGAAGCTCGA 

GCTCAAGGTAAAGAACTTGGAGCTTCAACTCAAAGAAAACAAGAGGCAGCTCAGCAGCTCCT 

CAGGTAATACAGACACTCAGGCAGACGAGGATGAAAGAGCCCAGGAGAGTCAGATTGATTT 

CCTAAATTCAGTAATAGTGGACGTTCAAAGGAAGAATCAAGACCTCAAGATGAAGGTGGAGA 

TGATGTCAGAAGCAGCCCTGAATGGGAACGGGGATGACCTAAACAATTATGACAGTGATGAT 

CAGGAGAAACAGTCCAAGAAGAAACGTGGGCTCTTCTGTGACATTTGTGACTGCTTTGATCT 

CCACGACACAGAGGATTGTCCTACCCAGGGACAGATGTCAGAGGACCCTCCCCATTCCACA 

CACCATGGCAGTCGGGGTGAGGAACGCCCATACTGTGAAATCTGTGAGATGTTTGGACAGT 

GGGCCACCAACTGCAATGACGACGAAACCTTCTGATGAAGCCTCCAGTGGAGAAGTGGGCT 

TGCTCAGACGCAGTCGGATTGACACAAGGTAACACCAGCATTG TGTGT GGAGACTTCAGGA 

GAACTCATGTTATTTTTTAACCCCGTCAAGAAATCTAGGAAAATATTTTGA TC^ 

GOCGTTTAGTGTCGCCGTATGAGTTAGAATAATAAATATTTAGTAGGTGAGTTTTGACGTCGA 

ATTTTGI I UCI IGAI I M I A CGTTTGAAGACATTGCACCAGATGCCATTACATTTATTGGCCC 

CCCGAGCTTGTAGAAAAACCCGTAGCGTCACAATACCTTATTTAAGTAACTTTA AATTA TGCC 

GTTACTTTTCATATTTGGACTAAGATATTTCCAGGCT GCAT TT GTATA TTTAGAl I I I 1 IGGTTA 

AGCTTTGACACTGGAATGAGTTGAAAAAATGTGCCATTTTGCATTTTCATCTACTCAT^ 

TATTTTATTCTTATTCAAAGAAATATCTGAGCTCTTTGCACTACCTGTTATCAGTAGTGCCTTT 

ACTTCAGGCTTGATAATACTTAGGTGTGATTATAAAATCATGAAGCAGGTAAAGGGAGGGGC 

AAGCCCCCAAACTGCTGTGGGGACATTTTATAATCTATATGCTGCACCCACTTAATCTACTGT 

GGTGTTTTGTTTATTAGTTTTGCATAATTTCAGCTTCTATA TATTGT ATGTATATA 

AATCTATATTTTGGGAAAAAAACATACACAATGTGTCTTTCTTTTTGGACATTTACCT^^ 

AAAAGAAAACACTTAAAATGATCAT TAGGA GATAACAGACTAGGCCAGACATAGCATCTTGTG 

GCTTTGCAACCATTrrCATTTGTTTGTTTTCCrnTATTrCTTCAGCAG^ 

GAATTTTCTCCA A I I I 1 1 M I I CCTTCTCTGGGAGGTATCGCGAGC AGTCAAT TAA CAATAA GC 

CAGTATAAAACACCTAAATAACCAATGTACAATCTCCCTT CACA AG H IN M ACTGTmTAG 

ATGAATGTACGATGAGAAATTCAACGTTAATAATTTTGGATTTTCTTATCACAAAAAAGAAAAT 
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GAAGGACCTCAAAGCACCTGAACAGTTTATCGACCAGTTTGAATCTATTTATCTTCATTTGAA 

TGTCTTCTAGAATATGTAAAAAGTCATAAAATGTATCTTCCATGCTACATGTACAATAAGAACT 

TCTATAATTGTATATATGCCTTTGATGTATTTTCCCCTCAAGATTATCAACTGTGTGTTCGAGA 

GTGAATATTCAATCTGGTACCAGTTGAAA I I I I I GGTTATAAATGTAATACGAATTGTTTCACA 

AACAGAAAACATGTAAAGCAGTATTAAAATTTGGCCAAACAAGTGTTCTGTATCTACTTTAATA 

AATGGTTATTCTTTTAAATGAAAAAGGAATTAGAGGAATAT TGCGGCCG CAAGCTTATTCCAA 

ATAGGTAAAATCATTAAAAAAAATATTTAATTGTAAAAAATAI I I I I I I I I GGGGGGGGCTCTO 

AANNNNNNNNNNNNNNNNNNN 

>778 

AGTCTTTATGTGTTAGAGATATACATTGAAGTATTTAAAGGTGAATGATATGTTTGGG 
ATTTACTTTAAAATAATTTCAGCCCCCGCCAAAAGAGTAAGGTGTTGGGGAGGGGAAGTATA 
AGTAAAATAAGAATGGTGGACTATTGATAATTATTGAAGTTAGGCGGGAATACACACAGGAA 
CTCATGATACTATTCTTACTAI I I I I I GGTATGTTAAAAAATTTCCTTAATAAGGAG I I I i I ATT 
AATACCAGTTCTTCACATAGTCCTCCAAAAAAATAGAAGAGGAGGGAATACTTCCCAGCTTCT 
TCTGTGAAGCTAGTATTATCCTGATAACCAGCACCAAAGACATGACTGCTTACTGCAACTCG 
CTCCGGCCGGTGGGCGTAGGTGGGACTCGGGGGAGTCCCGGGGGGGCGTCGTTGTTCTAA 
CCCGGCGCGCCATGACCGTCGCGCGGCCGAGCGTGCCCGCGGCGCTGCCCCTCCTCGGG 
GAGCTGCCCCGGCTGCTGCTGCTGGTGCTGTTGTGCCTGCCGGCCGTGTGGGGTGACTGT 
GGCCTTCCCCCAGATGTACCTAATGCGCAGCCAGCTTTGGAAGGCCGTACAAGTTTTCCCG 
AGGATACTGTAATAACGTACAAATGTGAAGAAAGCTTTGTGAATTCCTGGCGAGAAGGACTC 
AGTGATCTGCCTTAAGGGCAGTCAATGGTCAGATATTGACACGAGTTCTGCAATCGTAGCTG 
CGAGGTGCCAACAAGGCTAAATTCTGCATCCCTCAAACAGCCTTATATCAGTCAGAATTATTT 
TCCAGTCGGTACTGTTGTGGAATATGAGTGCCGTCCAGGTTACAGAAGAGAACCTTCTCTAT 
CACCAAAACTAACTTGGCTTCAGAATTGAAAATGGTCCACAGGAGTCGAATCTCGTCCCACA 
CCGCACAATCATGCCCTAATCCGGCGAGAAATACGAAATGGTCAGCATCGCATGTACCAGG 
TGCCATATTCATCCGGTGCAACATCTCGTTCTCATGTAACACAGGGTACAAATTATTTGGCTC 
GACTTCCTAGTCAACGTCTTACTTCCAGGCAGCTAGTGTCCAAGTGGAGCTGAGACGTTGCC 
AGAGTGGAGAAAACTTCAATTGTCCAAGAAACAGCACAACTCGACCATCCGAATAATCCACG 
GCGAAGGTGGACACATGGCTTTCGACTACCTTGTAACGCTATGTCCGTCCCAAACAGGGCTT 
CACCCCGGACTGCGGACACCCACCCTGTGTCGTGCACCGTACCATACGCTTGAAGAGATCG 
TTAGACTGGGACCCGTGTATAGCAGGCGCCACGCCCACAACCCGGCGTCGCACCCTAGTCC 
CAAGCACCAACGACAATTGTGCACAAGACTCGGCGCTTTCGGTAGACAGTACAAAACCCACC 
CGACCAAATGCTCAGCCAAGACGGAGTAGACGTGTTCGCAGGAGAAGCAAGCATTTTGATGA 
AACAACCCGAAATAAAGGAAGTGGAACCACTTCAGGTACTACCGGTGTTGTATCTGGGTTCT 
CGTCCCTGTCAGCGGAGGGTGGTATGGGGTGGGTGTGATGGTAGGTGACTGCAGTGTCGAA 
CTCGTGGGTTCAAGGGATCCTTGCACTTCAGCCTGCCAAGTAGCTGGTACTACAGGTGTGTG 
GGACGACACCCGGCTAAG I I m GAAATTTATTT TTTGT AGAGACAGGATTTTCCTATGTTGC 
CCAGGCTGGTTTCAAACTCCTGGCCGTAAGCGATTTTTGGGGCCTGGGAAAACGTTGCGATT 
ATAAGTGTGAGCGACTGCACCTGGGCGCAGAI I I ICI I I ATCCATTTGTACATTGATGGACAC 
TTAAGATGATTCGATATCTTTGCTATTGTGAATAGTGCTTCAATAAATATGTGAATGCANNNNN 
NNNNNNNNNN 
>779 

GGGGGTTTTACCATGTTGGCCAGGCTGGTCTTGAACTCTTGACCTCAGGTGATCCG 
CCTGCCTCCCAAAGTGCTGGGACTACAGGCGTGAGCCACCATGCATGGCCATTGATTTCTT 
AATTATAAAGATACATTAGATAATTCATTGCTCTTTATCATTCACTTTCGGTTTAAGCACAGTA 
AGTGGATGTGAAAATAATTTCAGTATATATAAATTA TATAT CA TTATCACATA AAGTTGATGAA 
ATAGTATATAGAATGTTTGTATGCTCTAAGACTAACTnTAG ATTTTC Mill ATTCTCTCAATG 
GTGTGCAAAGTATAAATCAAAGCGATTCTGTGAAAAACTGCTTTCCTGGGTGAAAAGCAGTG 
GCTGTGCCAGAGTCATTGTTCTTTCAAGCAGTCATTCATATCAGCGTAATGATCTGCAGCTTC 
GTAGGTATGTTTCTGCCTCTGGAAAGTTA I I I M GGTATGGTTTATACTATGATAATTTCTCTA 
TTAAAAAGTTAAACTTTAAAAGCCACGTAGATCCTTACCTCTTCTTACTGGAGTTTAGAAAGA 
GGGGGGTAAGANN 
>780 

CACGCGTCCGGTOGACGCCTCCTCATGCGTCCGCGTCCCGGGCTCACC6CCGCTG 
CCGCGTGGCCGAGGGGCCGGCGCGCCGAGCAGCCGGCGCCGCCGGGCGGCGGGGGGCC 
GGGGAATTGGCGGGGGGGCGGGGGGCGGGTGGAGGTAGGGTGACAGGCGGGGGGTGTAG 



Page 233 of 355 



wo 01/42467 



827 

Table 4 



PCT/USOO/33312 



GGGAGGCCCGAGCCGGCGGGCGCCCCGGCCCCGCGTCTAGTTGTTCATGAAGCATGTCG 

GGGACCAGCGTGGACACCCAGAGAACAAAAGGACAAGATAATAAAGTACAAAATGGTTCGTT 

ACATGAGAAGGATACAGTTGATGACAATGAGTTTGAGCCGTACCTTACTGGACAGTGAAATG 

AGAGTAACAGTTACCCCTCAATGAGCGACCCCTACCTGTCCAGCTATTACCCGCCGTCCATT 

GGATTTCCTTAGTCCCTCAATGAGGCTCCGTGGTCTACTGCAGGGGACCCTCCGA TTCCAT A 

CCTCACCACCTACGGACAGCTCAGTAACGGAGACCATCATTTTATGC ACGATG CTGTTTTTG 

GGCAGGCTGGGGGCCTGGGGAACAACATCTATCAGCACAGGTTCAATTmTCCCTGAAAA 

CCGTGCGTTCTCAGCATGGGGGACAAGTGGGTCTCAAGGTCAGCAGACCCAGAGCTCCGC 

GTATGGGAGCAGCTACACGTACCCCCCGAGCTCCCTGGGTGGCACGGTGGTTGATGGGCA 

GCCAGGCTTTCACAGCGACACCGTGAGCAAGGCGCCCTCCACCCATAAAGCATAACATGGA 

CATTGGCACCTGGGATAACAAGGGGCCTGTGCCGAAGGCCCCAGTCCCCCAGCAGGCACC 

GTCTCCACAGGCTGCCCCACAGCCCCAGCAGGTGGCTCAGCCTCTCCCAGCACAGCCCCC 

AGCTTTGGCTCAACCGCAGTATCAGAGCCCTCAGCAGCCACCCCAGACCCGGTGGGTTGCC 

CCACGCAACAGAAACGCGGCGTTTGGGCAGAGCGGAGGGGCTGGCAGCGATAGCAACTCT 

CCTGGAAACGTCCAGCCTAATTCTGCCCCGAGCGTCGAATCCCACCCCGTCCTTGAAAAACT 

GAAGGCTGCTCACAGGTACAACCCGAAAGAGTTTGAGTGGAATCTGAAAAGCGGGCGTGTG 

TTCATCATCAAGAGCTACTGTGAGGACGACATGCACCGCTCCATTAAGTAGTCCATCTGGTG 

TAGCACAGAGCACGGCAACAAGCGCCTGGACAGCGCCTT CCGC TGCATGAGCAGCAAGGG 

GCCGGTCTACCTGCTCTTCAGCGTCAATGGGAGTGGGCATTTTTGTGGGGTGGCCGAGATG 

AAGTCCCCCGTGGAGTACGGCACCAGTGCCGGGGTCTGGTCTCAGGACAAGTGGAAGGGG 

AAGTTTGATGTCCAGTGGATTTTTGTTAAGGATGTACGCAATAACCAGCTCCGGCACATCAG 

GCTGGAGAATAACGACAACAAACCGGTCACAAACTGCCGGGACACCCAGGAGGTGCCCTTA 

GAAAAAGGCAAGGAAGTGGTGAAAATTATCAGTTCCTACAAGCACACAACCTCGATCTTCGA 

CGACTTTGCTCACTACGAGAAGCGCCAGGAGGAGGAGGAGGTGGTGCGCAAGGAACGGCA 

GAGTCGAAACAAACAATGAGGGCGAACCAGTTTCTTACATGTTCTAACGTTTGACTTTGAAAA 

CAGTTTAAAACACGTGTGCTTGGTCAGCTCGAGTGTGTGGTCCCGTGCGGGGGTTG AGTGT 

TGCATCTTTGCCTTTCTTGTCGTTGA I I I I I GCCCAGATGGATCTGCATTTATTTGTAC I I I I I 

CTATGTATTATAATCCTGTAGAAGTCACTAATAAAGG AGTA IN I I IN GTCA GCTTATCAATC 

AGAGTGATCTAATGTGAAATGTAAGTATCCTTAAAAACAAAGCATCTATTTTGGCAGAA ATTG 

TGTTCTTAAATTCAGTCATTTGATATTCTGTGAGACTTCATATTTCTCATCCCTTTATTGCTT^ 

TAGCAAACATAAGAAACCATGAGTCATTTTGTCATTTAGAGTATTCTGATAAAATCTCTTGAAA 

ATACTGAAATCAAAAGGTTAATG A » I i I U GTTC ATTCTGATTTGTCAT TTTAT T ATCTGT TATG 

GGTCTAAAGTGCTAATTTACCCATTTGATTTTTCTGCTAGACAGATAACTTT^ 

TTTGGCAGACAC I I I M M I 1 I M I I I GAAAATCTTTCCTTCCAGATCTGTTGCCCACTG AACA 

GCCACCCGTCCCTCACTGTCCTGGTGTCCGATTGGGCTGGATGGTGTTGGGGCATGATGTG 

TGGAGGAACTGGAAGGTGCT7TAGGTCTGGTTCAGGGTCGGGCATTCTTTGTTGTTTGCAGA 

T CI 1 1 1 1 A AATTTTAGAC C I i I I CTTAAGAATTCTAATGCCGTGTTAAGTTTTTATACCAATAAT 

GCTGAGGTTTAAGTGTAGGATGTQGTAGTAOAGACAGTGTGATGGATGATGGTGCTG GTTGT 

AAATTTCATCGTGTGTGTGTA A I 11 I I I I I CCTGTTGAATGGGTAAAAAGAAAAGAAAACTTTT 

TTrAGAAGATGAATTTGCTGTCATGTTTTGTGQAATGAGGGACCGTTQAGCTCACTACCAGC 

TGGAGTTTGAGTTGAAGCATGAAAATGGTGCGCATGCCTGAGGCTCCAGGGCCTGGATCTG 

CAGGTGCCCTTGTAGAGGATCCTTACCGTCCTAGAGAGCAGAGGCTTTCTGAAAACTACTTG 

CTCCAAAAGACGGTGTGAGTTAAGGTTTCAGCTGTATCATTAGACTTGT ATTTAG AGCGTGTC 

ACTTCCTCTGAACTGTTAGTGGCTGAATGGAGTCCTGGACGACATTGGG 11 I I I CC TCTAG G 

AGAATACAAGGCTTAATAAACAATACTATTTAGCAAAAAAAAAAAAAACTCGGCCGATTTTTG 

CCAGGGGGGGCCCGGTACCCAATTCGCCCTATAGTGAGTCGTATTACAATTCACTGGCCGT 

CGTTTTACAACGTCGTGACNNNN 

>781 

acgcGtccGGTGCGAAAGCCCCGGACTCGTGGAGTTGTGAAGGCCGCGGACTCCGGA 
GCCGCACAAACCAGGGCTCGCCATGAAGCCAGGATTCAGTCCCGGTGGGGGTGGCTTTGG 
CGGCCGAGGGGGCTTTGGTGACCGTGGTGGTCGTGGAGGCCGAGGGGGGTTTGGCGGGG 
GGCGAGGTCGAGGCGGAGGGTTTAGAGGTCGTGGACGAGGAGGAGGTGGAGGCGGCGGG 
GGCGGTGGAGGAGgaGQAAGAATGTGAtGgTGGAGCCGCATCGGCATGAGGGTGTCTTCAT 
TTGTCGAGGAAAGGAAGATGCACTGGTCACCAAGAACCTGGTCCCTGGGGAATCAGTTTAT 
GGAGAGAAGAGAGTCTCGAtTTGGGAAGGAGATGACAAAATTGAGTACCGAGCCTGGAACC 
CCTTCGGCTGCAAGCTAGCAGCAGCAATCCTGGGTGGTGTGGACCAGATCCACATCAAACC 
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GGGGGCTAAGGTTCTCTACCTCGGGGCTGTCTCGGGCACCACGGTCTCCCATGTCTCTGAC 

ATCGTTGGTCCGGATGGTGTAGTCTATGCAGTCGAGTTGTGCCACCGCTCTGGCGGTGAGG 

TCATrAACTTGGCCAAGAAGAGGACCAACATCATTCCTGTGATCGAGGATGCTCGACACCCA 

GACAAATACCGCATGCTCATCGCAATGGTGGATGTGATCTTTGCTGATGTGGCCCAGCCAGA 

CCAGACCCGGATTGTGGCCCTGAATGCCCACACCTTCCTGCGTAATGGAGGACAGTTTGTG 

ATTTCCATTAAGGCCAACTGCA7TGACTCCACAGCCTCAGCCGAGGCCGTGTTTGCCTCCGA 

AGTGAAAAAGATGCAACAGGAGAACATGAAGCCGCAGGAGCAGTTGACGCTTGAGCCATAT 

GAAAGAGACCATGCCGTGGTCGTGGGAGTGTACAGGCCACCCCCCAAGGTGAAGAACTGA 

AGTTGAGCGCTGTCAGGATTGCGAGAGATGTGTGTTGATACTGctgtggtttgaatgttccctccaacactc 

atgttgagacttaatccctaatgtggcaatactgaaaggtggggcctTTGAGATGTGATTGGATCGTAAGGCTGTGC 

CTTCATTCATGGGTTAATGGATTAATGGGTTATCACAGGAATGGGACTGGTGGCTTTATAAG 

AAGAGGAAAAGAGAACTGAGCTAGGATGCCCAGCGCACAGAGAGCCTCCACTAGAGTGATG 

CTAAGTGGAAATGTGAGGTGGAGCTGCCACAGAGGGCCCCGACCAGGGAAATGTCTAGTGT 

CTAGTGGATCCAGGCCACAGGAAAGAGTGCGTTGTGGAGCGGTGGGAGCAGGACCTGAGG 

ACCACCAGGACCCCAGAACTGTGGAGTCAGTGGCAGCATGCAGCGCCCCCTTGGGAAAGC 

7TTAGGCACGAGCCTGCAACCCATTCGAGCAGGCACGTAGGCTGCACCCAGCAAAGCCACA 

GGCAGGGGGCTACCTGAGGCCTTGGGGGCCCAATCCCTGC TCCA GTGTGTCCGTGAGGCA 

GCACACGAAGTCAAAAGAGATTATTCTCTTCCCAGAGATACCTTTTCTCTCCCATGACCctttaA 

CAGCATCTGCTTCATTCCCCTCACCTTCCCAGGCTGATCTGAGGTAAActttGaagaaaaTAAAAG 

CTgtgtttgagca 

>782 

NNACAGAGAGTGGTACATGAATGACTAGTTTTCTAAGATGTCCTTTTTATTGTGAATA 
AAATATAAAAGTTAAAGGCGCTCTGCTAAGTCACATAAAGTACAGCATATAAGTTCATATAGG 
TACAAATAAATGAGTTTGCAGTGAATTGGGCCTTCAAATTACGTCAAGTGACAGATAGTAAGA 
AAAGCTTCTTGAGGAGGTGGAGGTCACTGAATCCCCTACTATGCACTTATCAAGATTTTACTT 
ACTTTAATTTACTGGAAATTGATTTTTTAAAAAATGACTACACTGTAACAAGGGAAGGGATC 
GG G I I I i U i GTTGTnTATTCTTG I I i I M M AAGTAGTTCAAATTGTG AAACTGTG ATTTAAA 
A A I H ill A CAGTGAAGCATTCTGATTTTG AACATAAGTCCCTTCCCTTTGTGTGTAACAAAGG 
TCTCTCTGTTATCTCTTAAATTTTGTTACATCTCCCTCAGCCTCI I I CI I I GTCCGTCTCCCTT 
CTGTCATTGTCTATGGATGTTTACCTCTCTGTTCTGGTAAAAGTTTGAAGATTAGGTCAACTCT 
TATTTCTAGTTCATTGGTAATTTAATCTTAA I I II II II IGGTGAI I II I GTTGGTTGTATAATCT 
GCTGACGTATTrrTATAGTGAAGTGTAGTTTTCTATTAAAAAGAAAAGTGGTTGGATTAAAM 
AGTAAGGTATGTAACCCTCATGTTACTTTCACTTTCAAATATTGGGTACCTAAAACATTACTTC 
AGAGATTATGTAATCCTATTATAGTATGTTTGCTTTCCrrrATTGTTGGATTTTACATTCT^^ 
TGGCTTTCCTCCAAAAAATGTATATCATGAAAGACTAGACAGTTATrrGCAAGTGTTTAGAAA 
GGTGTTAAAAATGTAAAGCAAAGAGTCTTAACTTTCTCCTAATTGGGAGAAAAATGCTTTAAG 
ATTACTATAATAATATTCCAGGTTTGGAGGGGGTCTCCAGGCCCCATATTTGCTGTTAATAGT 
TGGACCrrrTAGACCATGTGTTATTTGCAATCCCAGAATGATTGCTTCTGCTATTAGTTAAAAA 
GATAGTATT Ci I I I CI I I CTGTACAAGTGCAATACTCCCCTrGAAGTCTTAAAAACTATGGTGA 
M I I 1 1 M I CTTTTCTGACCTATTCTTCCTTTAGGTAATGACAAAAAGAAACTCATAAAAGTGAT 
AGTATGTTAAAGGACACAACAAGCAAAGAGAAAAACACTCCACAATCAAAAGATTACAGAAT 
GTGGAAACCACTAGTGTGATCTGATGGTATCTTTATTTAAGCTAAATTTCCATGGAAATTAGTA 
ATGTTTTGCTTGAAAAATGTGTCCTAAAGTTGAACTTTTTACA GATT GAATCTTCT TAGAG 
CGCGCAATGCTCTAAATTAAGAACCTAATACTTAATATTTTTATTTTACTTCTC^ 
ATAAACTTTTAAATAAAAGCAAAGCACTTAGCTGAGTTTTAAACACTTACATATCACC^^ 
AGAA A I mill lA AAAATATTTGGAGCAGTCCTGTTTTCATACAAATTTAAGTAAGAGGTATT 
TTTCTTATACATATTTATATGTA GTGTG CTAAI illGI 11 I M I ATACCTGTGTCC CTGTA GTAA 
AACTGCTGTAATATAAATACATGTTTTGTTAAAAGATAACATTTCTTTGGCATTTCTT^ 
GCAGTTAGTGCATTTCTGCATTTGTACAGTATGTGTCTTGGCGATTTTAGATATTCTTT CTT^ 
ACAATACCAAAGGTAATTAGACTATTTTAAAGACTAATTGCTTGACAGTTTCTAGGGTATTT^ 
TGTTTTAGAANNNNNNNNNNNNNN 
>783 

ATTATTTTATATGTTATGTATATATTTAGGAGACAAATGAACATTTGTCTGTATGTGAA 
TCAACTGTACCACCGAAAAAGTGTGTGCCACACTGCATTGGCCTGGGACATAAAACTGGAAG 
CTAAACCTAGTATATTTTCCTTACATCCTCTGGGTACCAGGAGTCATGTTTGACAGCTTCTCT 
GCTTTTCTGACGCATGGCTTCCTTTTGTTCACAATTTTCTTACTGTAAGTCTTTCAGAGGTGG 
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TGAGGCTTGAGATTGCTGTTGATAGACAAGTTTTCAAGATCTATTTTCCCTTCATTCTAGGCT 

GGGGTGTCATAGAAAGTTTAGCAATTTACTAGAGTGGACACTGGAGTACACTAGACCAGTTA 

GTACTCTTCACTGTGTTTGCCATGAAACTTTATAAGATGGCTCTCGAGGTGTTGAATGTGGTG 

CGCTGTCACGGTGTGGTCAGGGAACACATGGCGGCAATCAGCATGTGAGGCGCAGAGGGA 

GGGCAAGCTCCCCTTGTGATATTTGAGGTATCAGCTGACTCAAGTGTCTCTGCGTTCTCTCG 

TTATTCTGATGCTACCTCTCCCAACCATTGTCTTAACTTCCCTGGCCAGGATGCCTGCCATAT 

TAGATGGAGAGGAGGCAGTTTCTAAATGGCTTGACTTTGGTGAAGTCTCAAGTCAAGAAGCT 

CTGAAATTAATCCACCCAACAGAGAACATTACCTTCCANN 

>784 

>785 

ACAAGAGGATATGTGTGCATTACATGCAACCACTACACCATTTAATATCTGGGGTGT 
GAGTATGCGTGGGTTTTGGGTATCCGTGGGGGTCCTGGAACCAATTTCTCCTGGATACTGA 
GGGATGACTGGATTAGTGTGTGTTTGTGTGGTTGTTTTTAAGCTTCAAAAGA TTATGT GATCT 
AGGAGTTGTTAGATTTTATTATTGGTCTTAAAAGATAAGGTTAGATGTGTTAGTTTTTTGGAG^ 
TTTAGTTTACAGTGATTCATGAATGGGGCAGCTTCAGACCACAGGAGACATGAAGCAGGTAG 
AAGTTTAAGAAAGCTTGACAAGCAAAATATTTGATTTGGN 

>786 

ACTAAAACTAAAACTGAGCAGTTTAAAACATTGA TTTAA AGGGATATGTAATGTGTTTA 
TTATTAACATAAATAATGTTTTATGAAAAATGTAACCTTAGTTTTCCAAAACAAAAATGT^ 
GCAAGAGTAACATTATTTTACATrATTGCATC TCAGT GAAAAATAAATGGCAACAAAATTCTTA 
TATCTGCTTCTGGAGTTAATTCTGTTCATTTTGTTTTGGTTGAAATATATGAAGGAAATGTGTG 
CTCACACAGTTGTGTAGTGGAAAAAGGGGGACTATTGTAACAGGCTGTGCACATAATTGTGG 
ATGATTTTCTTTGATAGAACAACAAAACTTN 
>787 

NNNCGTCCTGGTTCTTTGAATCGATGG CTCACTCCCAG CCACTCTTGACTGACTGGG 
AGCTTAGCAGGGCGTAGCTTACCAAGAAATG I I I M 1 i I I I 1 I I AAAGGCAGACTGATTCATA 
GAAACTCCTTTACACTCTCCAGCCTCTCACCGCAAAATTACACACCCCAGTACAGCAGCAGA 
GGAAACTTATAACCTCGGGAGGCAGGTGCTTCCCCTCAGTGCGGTCACATACTTCCAGAAG 
AGCGGACCAGGGCTGCTGCCAGCACCTGCCACTCAGAGCGCCTCTGTCGCTGGGACCCTT 
CAGAACTCTCTTTGCTCACAAGTTACCAAAAAAAAAAGAGCCAACATGTTGGTATTGCTGGCT 
GGTATCTTTGTGGTCCACATCGCTACTGTTATTATGCTATTTGTTAGCACCATTGCCAATGTC 
TGGTTGGTTTCCAATACGGTAGATGCATCAGTAGGTCTTTGGAAAAACTGTACCAACATTAG 
CTGCAGTGACAGCCTGTCATATGCCAGTGAAGATGCCCTCAAGACAGTGCAGGCCTTCATG 
ATTCTCTCTATCATCTTCTGTGTCATTGCCCTCCTGGTCTTCGTGTTCCAGCTCTTCACCATG 
GAGAAGGGAAACCGGTTCTTCCTCTCAGGGGCCACCACACTGGTGTGCTGGCTGTGCATTC 
TTGTGGGGGTGTCCATCTACACTAGTCATTATGCGAATCGTGATGGAACGCAGTATCACCAC 
GGCTATTCCTACATCGTGGGCTGGATCTGCTTCTGCTTCAGCTTCATCATCGGCGTTCTCTA 
TCTGGTCCTGAGAAAGAAATAAGGCCGGACGAGTTCATGGGGATCTGGGGGGTGGGGAGG 
AGGAAGCCGTTGAATCTGGGAGGGAAGTGGAGGTTGCTGTACAGGAAAAACCGAGATAGG 
GGAGGQGGGAGGGGGAAGCAAAGGGGGGAGGTGAAATGGCAAAGCATTACTGAGGGGATT 
GTCTACTGCGAAGCGGCTGCCCTGGGGAGAAAGTAGTTGGCTAGTACTTTGATGCTGCCTTG 
ATGGGGTCCAGAGAGCGTCCCTGCAGCCACGAGACTTGGGCTGCAGGTGTTGTTAGTGACA 
CACAGTGTCTGGGGCCCCATCAGGTGCCACAACACCAGCCCCACTTGTGGGTCATGCACTG 
AGGTCCACAGACCTACTGCAGTGAGTTAAAATAGCGGTACAAGTTCTGGCAAGAGCAGATAG 
TGTCTTTGTGCTGAATACGCTAAGCCTGGAAGCCATCCTGCCCTTGTGACCCAAAGCAAAAC 
ATCACATTCCAGTCTGAAGTGCCTAGTGGGGGGCTTTGGCCTGTGAGCCATTGTCCCTCTTT 
GGAACAGATATTTAGCTCTGTGGAATTCAGTGACAAAATG GGAG GAGGAAAGAGAGTTTGTA 
AGGTCATGCTGGTGGGTTAGCTAAACCAAGAAGGAGACCTTTTCACAATGGAAAACCTGGG 
GGATGGTCAGAGCCCAGTCGAGACCTCACACACGGCTGTCCCTCATGGAGACCTCATGCGA 
TGGTCTTTGCTAGGCCTCTTGCTGAAAGCCAAGGCAGCTCTTCTGGAGTTTCTCTAAAGTCA 
CTAGTGAACAATTCGGTGGTAAA AGTAC CACACAAAGTATGGGATCCAAGGGGGA GTCTT GC 
AACAGTGCCATGTTAGGGTrATGTTTTTAGGATTCCCCTCAATGCAGTCAGTGTTTCTTTTAA 
GTATACAAGAGGAGAGAGATGGACATGGCTCATTGTAGCACAATCCTATTACTCTTCCTCTAA 
CATTTTTGAGGAAGTTTTGTCTAATTATCAATATTGAGGATCAGGGCTCGTAGGCTCAGTGGT 
AGCTCTGGCTTAGACACCACCTGGAGTGATCACCTGTTGGGGACCCTGCCTATCCCACTTCA 
CAGGTGAGGCATGGCAATTCTGGAAGCTGATTAAAACACACATAAACCAAAACCAAACAACA 
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GGCCCTTGGGTGAAAGGTGCTATATAATTGTGAAGTATTAAGCCTACCGTATTTCAGCCATG 

ATAAGAACAGAGTGCCTGCATTCCCAGGAAAATACGAAAATCCCATGAGATAAATAAAAATAT 

AGGTGATGGGCAGATCTTTTCTTTAAAATAAAAAAGCAAAAACTCTTiGTGGTACCTAGTCAGA 

TGGTAGACGAGCTGTCTGCTGCCGCAGGAGCAGCTCTATACAGGACTTAGAAGTAGTATGTT 

ATTCCTGGTTAAGGAGGCATTGCTTTGCCCTGGAGCAGCTATTTTAAGCCATCTCAGATTCT 

GTCTAAAGGGGTTTTTTGGGAAGACGTTTTCTTTATGGCGCTGAGAAGATCTACCCGAGGGA 

GAATGTGAGACATCTTGCCTACTTTTCTTTATTAGCTTTCTCCTCATCCATTTCTTTTAT^ 

TOG I I I I 1 GGGGAGTTGTTATGCCATGA M I I i GGTATTTATGTAAAAGGATTATTACTAATTC 

TATTTCTCTATGTTTATTCTAGTTAAGGAAATGTTGAGGGCAAGCCACCAAATTACCTAGGCT 

GAGGTTAGAGAGATTGGCCAGCAAAAACTGTGGGAAGATGAACTTTGTCATTATGATTTCAT 

TATCACATGATTATAGAAGGCTGTCTTAGTGCAAAAAACATACTTAGATTTCAGACATATCCAA 

AGGGAATACTCACATTTTGTTAAGAAGTTGAACTATGACTGGAGTAAACCATGTATTCCCTTA 

TCTTTTAC M I N M CTGTGACATTTATGTCTCATGTAATTTGCATTACTGTGGTGGATTGTTCT 

AGTACTGTATTGGGCTTCTTGGTTAATAGATTATTTCATATACTATAATTGTAAATATTTTGATA 

CAAATGTTTATAACTCTAGGGATATAAAAACAGATTCTGATTCCCTTGAATGTGTGAATGTTrr 

TTTCTAAAAAAAATGTGGAGAAATATGGATAATTATGACATTTATCCCTCATTAAGCTGCCTAT 

CAGTTTGATTTGGACAACTTGACATTTATTTGAGACATTAAGGTACTTTCTGGTAATATATTAG 

GCATTTGTGCAATAGCTCTTTCAGGTAACTGAATATTATTAAGCATAGTTTTATCTTGCTTTGA 

TTAAACCTCTTAGGCAAAAAATGGAACTTCATAAGCTAATACATTAGAAAGGGGTTATGATTA 

TAAATCAGAAATGCTTGTGACATTAAGAAATGAGGCACTTGTGAAATTTCTTTGAAATAGCCA 

GCTCCTCTAATGTGTCTTCAAAATATAAAGTGA7TCACAAAGGCATGCATCACACCTATTTGT 

AGCAGCCCATTCATTACATAAACCAGGGCATACCTGTGTGGGCTCTGTGAGTGAAGGGAGG 

CTTCACTACTTTCTGTGAGCAGTAAGGACTGGTATCTTTCTGTGAGCAATAAGGACTGGATAA 

AGACTGCATATCCTTGTGTGGTGTCAGGACCAATACAATAAGGAGGGTTTTAATGTGAAGCA 

GGCAATCTTCCAGCCCCTTGTGGTCTTGGATGAAATAGTTGCACAGAGTATTGCACCAAAAA 

TACACAATGGAGGCTGAAAAGTTCAACATATTTTAAGTCAATTAATCAAATTGCATTGATTCTT 

GATGGTTTCTTAGAGGCCTACATGATTTCTTAGATTGCTGTGATAAACTATCATAAGGGGTGC 

ACCTCCCCTCATTTAGCTCCCCCAGGGAI I I CI I I I CCCCCATGTCATACACCCAGTCCTAAA 

TCAACCCCCAAGGCTATCCTTCCATCCCTTCTGCAGAGGGAACTTTTGTCAGACTCTGCAAC 

AAACTCCTAGCTCTATCCAGAGTGTCCTCTGCTGCTAAGATTGGTATCTTTCTCCTCAAAAGC 

CTGGATGGTGAATGGGGGTGCATTAGTCAGAATTCTCCAGAGAAACAGAAAAAATAAGATTC 

GCGTGTGTGTGCAAACATATATATAAATAAATAAAAATATATTTATTNNNNNNNNNNNN 

>788 
>789 

ACTTTA A I I I G I i I ATAATTTGTTCAGCTATTTAAAAAGATAATCCAGAATCTCGTACC 
GCCATTAGAGCACAGGAAAAAAAAATTCAAAAATAAAGGAAAAACATGGCTCATATATCTAGA 
GAAGTCACAAAAATACTATAGGGCACATATACCCAGGCCTCAGCGGTGGGAAGAAAACATAC 
AACCACCGGGCAAAATGTTTGAACACTGAAGACGGGAATnrTTTTAGGGCCATNTCAAG^ 
TGTTGAAGGTAACTGGGAAAGTGGTGGATAGAAATAGANNNNN 
>790 

NNNAAATTTTAATTGTTAAAATAACAAACrrTTGCAGTGAGAGAGTCTCTT^ 
CCATGAATAACTGTACTCAAGTCGCCCTTATGGAGCCC TTGATTC AGGCTTCAATAGTGTGG 
ACAGTGGTG ATAAGAGATGGTAGGGAATGAAGTAAGTG 1 1 I 1 1 I ATGTTCCGTGTGTTATAAC 
ACCTGATTAAGAGAAAACAGAATGATGAAAATGAAAAGCGTCTTAACTGGATTCAGTTTCTCA 
CTACATAAAATAGAGAAAAGTCAAGGTGGAGGCAAGATTGCCACCCTCTCCAGCAGAATTGG 
CATTCTGCGTCCTTACCGGGTTTCTGTCACGTGGATTTCCGCCTGTTTCCTCATTGCCTCATG 
GAAATAGTTTCATATCATAGAAAGGCAAACAGGAGCTGAGCCAGTTGAAACTGAAGCCTACA 
ATCTGAGGTGGGGGGTAATCTCGAGCAGAGGTGCTAGATGGTGAGAAAGCAAGTATGACTT 
TGGGCTGATGGGTATAGACAAGGACCTTACTATAGAGTATTCATGTGGTTOAGAGGAATAAC 
N 

>791 

ACTAATTCI 1 1 ICGTGTTTCCTAGACCGATTCTAGTTTGTTGCCTTCCCTTTCCTCGG 
AAACCCCAAGTTTGTGGATGCTGGAGACACTGT6TGCCCCCCTGCATGGTGGGTGCCTGGC 
CAGCTGGGAGGGCATAAAGACAGA6ACGATGTGGGCTTTGTCGTTAAGAATGAGGTTTGAAA 
GGCCCAGTTCTTCCATGTTAGdTGA 1 1 1 CI IGCAGCTCTTGGTATCTGCAGAATTAGTGTGAA 
TGCTTAAAAAATATTAACAGCTTTATATCATGAAAGTTTTAACATGN 
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>792 

agGGCCGgttagaGAACTGCGCATCAGATGCGTGGccagaAAGTTCTTATATTTATGGAT 
TCGAATGACTTTTGGAAGAGTATTTCCCTCTAAAGCCAGGTAGTATTAGCTCAGAACAACATA 
ATTGTGTTGAGTTCATTGTAGGGTTTTCTTTTATATTAAGCCTGTATATAAAGTTCATTATGGC 
TTGTGCTGTTACATTCCTCGCCAGCCTCCAGTAGGTAGAAGCAGTCCGTAATATAACCATGT 
AATACAGTGGTAACTTCATATCTGTTAGTTGACTGCAGCTGCATTCATGGTGAGCTGTGAATG 
TTATCTACAAAGTAGCCAGTAAAGGTTAAGTTTTAGTGTTCAGTGGTGTGGCCTTTAGCTAGC 
TACTGTGGCGTTCAGCTTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGT 
>793 

>794 

ACGAACTTAAATTTATGATGAATATGTTTGATAATGAGAAATCCTGAGAGATTTTACTT 

TCAATTTTATrrTAATTTGAAAGAGCATATGACATCTGGAATATTTlTAACATA 

GTTTATTTAAATTTGTAATAATAGAAATAGAGTAATTGTACTGTTGGATTTTAAT T^ 

ATTAAAGTTTAACTGGATTTTATTTTAGGACTAAAATATTTAGGACTAAATAAAATTTTA 

TAATTTAGGACTTTTGGGAAAAGATATTTCAGAAGTTCAGTGCATATCAAAAAAGCGAACAAC 

AGAGGGTTCATCTTTTGAAAACTTCATTGGCTAAAAGTGTCTTCTGTAATAGTGATAGTGAAG 

AAACTG I I I I I ACATCCG AG ATGTGTTTG ATGAAAG AAGATATGAAAGTGCTGCAAGACAGG 

CTTCTTTAGGACATGCTAGAAGAGGAGCTTCTTAANN 

>795 

CCACGCGTCCGAAACAGAGTACATGTGATATATAGCCAAAGCTCTCTTCTCTATAAT 
ATTAGCTCTCACAGCCATTGGGGTCTTCTACCATTCAGAGCTGATAAGCAAAGATATCAGCG 
TACTGGAACACAGAACAGTGCCTTGCATACATACCTAGGACAATATCTGCCACAAGGTAGGC 
ACTCAAATATTCATTGAAGGAGTGGCAAGATGGTAACTATTCAGATGAACCCCGACAGACAC 
0 1 1 M I GCAATGACTATAACGGGTGCTGACCAAGCCTAAAACGAATATGTGTGGTTGATTTGT 
ACCCTAGGTGATCTTTGGGTTCCTCAAG I M I I GCACCACTCAGAATCATTTCATATACCACC 
TTTGGCAAACATGCCAGACCTGGAGTAGAGTGAAGGAA GCTCT CGGAAGCTGTAAATTGATT 
AATTTATTAGTTCCTAGAAGAAAGAGATTACATGTTTATCTTTTTGTTACAGAAGAAACT^ 
ATAGCAGTTGAAAATTTGGCAGGGTGGACCACCTAACTTGACAGTGTATTATTGTGTCTGTrT 
TGAAGGAATAAAATGGAATTATTrATAAAGTTTTCATTTGTATTAGAGAGAGCCATTTT^ 
TTTCACATTCAATTTGTAACATTCTAGAAGACAGATTATCTTOTTTCTGTATACTGTGTGCAGT 
AGGTATTTAATAAAATATTAACAGAAATGTAAAACAGTGATTTCTCATAGGG CTAC TTATACCT 
TTGTATTTTGGTTAATGATGATAACAOTTGTGAAAGGGCGGTAG GATT AAGTTTTTCCCGTAA 
ACGCCCTTATTTTGT G I i 1 1 I A ATAAGTTAAAGGGCGATAATTTCTTTT 
>796 
>797 
>798 

ACA AI i I I iA TGTTTACAGCTGTAACCCCTGAGTTATCAAGAGATGGAACATTAGATA 
TGATTTATTCCTATTTAAGATAATAGGACA TTGCT TGATTACATTTTCAGAAGATAT^ 
AGAA AI 1 I M I M l I i A ATCTAAAGGAAAGGTTTTGATTCTTATGAGAAAAGAATGAGATTTCTT 
TAACTGGAAAATTGATTTATGTCGTAGAGTGCATTGTGTAGTGATGTTGGATCAATCAGGTAT 
CGCTAGGGTGTCTGTAGAAGTATGTATATATTGCTTTTTAAGTTCTTAT 
>799 

ACCATGTAGCTCTACTTTTCCATATACAGAGTTGTTTCCTAGCTTTCTGCTAATCTAA 
CTGGATTCCTCTTGCCCATTTCCrCATTTACTAGATTATAATGCACATCACA TAAT AAAAGCTT 
AAAAATGGGCTTTCACAGTTACTG I I I ICI IN I AAATAATTGTGAGAGAGCTTTTGCATCATT 
TATTATCTAATCATGATTCAAGTGAGTAGGCTGTAGCACCCAAGAACCTTGCCTTAA AACAG T 
TTATTTTACCCAATAATACTACTTTGGGTTCTTACTTAAAAATGTCCCGTGCTTAACCCT^ 
CTCTTTATTTTGATTTAAGCACTTGACGCTAAAGTCCTGCTTCTGTCTTACAGAAGATTG 
CATTTAAAAAATAAAACAATCAGTACTAGAACTAGCATAAATAGTAATATCTAACATGATCA7T 
TGTATTATATAGGCATATTTAAGTAAAATGTGTTTCATTCCATTCAGTATTTCATAAAAGGACA 
GGCCTCTGGAAAATTAGTTTTACTCCTTAGGTTTTCTCATCCANN 
>800 

NNNCTCTATTTTTAACAAGGCTCCGTCAAGATATTAATGTGACAAACTTACATAGCCA 
GCTGTAAGATATCTTTCAAATGCGCAAGTAACCTAACAGATTTGTGCATGTCAGCCAGTAATT 
TCAACATACATTATAAATATGGCCAATTTTCCCAAATTCTAAATGAATGGAGATAAAATGCTAT 
ATAATAAATATGTTAGAGCACCTTTCTTGAGAAACTTCTAAAAGGAAAAAATAAAAGACATAAT 
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TATACTCACACCACCAGTAAAACCTCTGGTCACCTGTTTTGGGTTGTGGAATGCCCCCAGCA 

GCCGAGAGACCTATATTAATATCAACAGAGAAATATGACACAGAGAATTAAACCACATACAGT 

AAACAAGAGCGAGGAAGTCCTGATGGATGGTAATGGTGCAACTTGGCACAGATATATTCAGT 

AGGTTGCGAGGAATACAAATGTCATGTATTAGGTGAATGTGGCAAGCTATGTCAGATTTGAAA 

GCCTAAATACTCAGA 1 I I M ACTTTAGATTGAGT 

>801 

ACTGATTATTCTCCTGCTTAGGGAGAAGCGGAAGAAGGGCCTTGGAACTGTGAGTTT 
TGGATTCCAACTTGCTAATTCAACATAGATCCTAATTCCTTAAATGCTTGTAATTAGAAATTGT 
CGTGAACTGTATTGG I 1 I I I GTCAAGGAATCTGTTTGGGGAACTTGAGCAAGTGGGGCACTG 
CTGGCTAGGGTGAAGTTTATTTAATTTG I I I M ATGACATTCTTCATCTTGGAAATGGGGTTTT 
CAAATATTGGTTTCGGAGGGATCATTAG7TATTTGGTGG Mill ATTTGAAGANNNNNNN 
>802 

GGCTTTGAGGGGGGCGCGGGGAGGTACGATAGGCATGGAATTAAAGAAGACGTGG 
GTGAAAGAT7TTGTGTGTGAGGTGAGGGAAGTCGTTTTATAGGTATAAAGTAGGGAGAATATT 
TGGTGTGATTTTTTGTAGAAATGTGAGAAAGAAGAAATTTGAGGGTGTCGGTGTGAAAGAACT 
TAGCAAATGAAAGCATCGTAGGGAGTGTTTTAGATATGGATATTTTTATGGAATTAAGTTT^ 
AAATGAAGTTATTTGCTGAGTGAAACTGAAGT 
>803 
>804 

ACGTTGCACAGTGCCTTTTAAATTGATTTTGCTGGACAGTTGGCAGGCTGTTTCAGTT 
GAGAGGGTATATCTTAACGATTTAGAATGGAGAGTTTGGCTGAAGCTGCGTGTGTGTGGTCt 
GTGCTTTGTATAGTTTTATTCTTGGTATTCGAGAGTGTGGAGGGTTCTG I II I I AAAAATTGGT 
AGGGTCCTGGCAAATGTTATAATTTGGGGATGTGAGTTGAGTAAGAAATGAAGTGAGAAGAG 
GCAGATTAATAGGAGAAATGAGATGGAAATTTATTAGGATGCAGGGGGAAAAAATTGATTAC 
CAAATATCCGAGTAGGGTAGAGATGGTTATATAGCCCACGTCTTAAGAGAGAGGGAAGTGGA 
TGATTTTAGGGGAATAGTAAATACTTTNTATGGGAACTGACTGGGGTTGAAGAATATAACAAA 
AGCCTGGGAGAAAGTGTGTTGGGGGGAGAGAAGAGACAGTGGTTTATGACAAAAGNN 
>805 

ACCGGGTGGCGGCCGCCCGGGCAGGTACTATTACTAGGTTCATTGTTTCCAGAGG 
GGTGAAACGGGGGTTTGGAGAGGTTAAATAACTTGGCGAGGGTCACAGAGGTATTAAGTGG 
TAAAGCTGGGATTTACATGAGCCCAGACAAAGAACCCAAGAAGCTAAGCTATTCTCTTGTAA 
TACGTCCAACATAGGAGGGAAGAAGTGAGGTATTATACAGGTTGAGGAGATAAAGGGGAGA 
GAGGGGTGCAGTGCTAACAGGAGGAGCTGGGATTGATGGTGGGTTGTTCTGATAGGTCAGT 
TAGTGTTAGAGATACGCATGAGGTGACGTACTCAAAATGGGGGTCAGAGTAGCCTTGTGCCA 
TTGTTGTGCAGTGGGCGCAGCTACAGTCTTCGTGGCGTGGAGTGACTGGAGGCTGTCGCCA 
CGTCCCAGTTCAGTGAGGGATTCATGTGCACGGAGCAGAGTTTGTAGCTTTATTTGGGTGGA 
GGGGAAGATTCTGCAGAAGGTTGTTAAGATGGAGAGTGTGGTGGTTGGACTGGCAGTGTGG 
CCTCGGCAGTCCCTGGGAGCTTGTTAGGAATGCAGAATCTCAAGCTGCTCCGTACTGAATCT 
AAAGCTGCATTTTAACAAGATGGCAGCTGTTTCGTATGCACATGAAAGTTTGAGCAGCACTG 
CTCTAGAAAGTTACTTTTATCriTACTGTGCGCACCAAAGTAATCAAACTTTGTGAAGT 
>806 

NNCTGTTTOCT6TGTGTAAAAGGACGGCAGAGAAACATGGGGGATCGGTGTTTGCN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGGTTCACATATATAG 
ACACATATATAGATATATACACCCAGATATATATTTGCTGACATTTTAATGTGAAGT7TT 
TGGGATATAAAATGGAATGTATGACATCCTCAAATGTCTGAATACTGTTCACTCCTATQTTTTA 
CATTTAATTTTCCAAAGCAAAACATTTCAGTTGAGGATTTTATTAGAAAATAAATA^ 
CCATATCTAGAAACCAGAATAAACAATGCCATAAAGCCTATAGGAAAATGCAGGTCAGATTCA 
TAAATATTCATGTGTTTACTTTCAGTACAGGGAGGAATTTGAAGTAGATAGAAACCGACCTGG 
ATTACTCCGGTCTGAACTCAGATCACGTAGGACTTTAATCGTTGAACAAACGAACCTTTAATA 
GCGGCTGCACCATCGGGATGTCCTGATCCAACATCGAGGTCGTAAACCCTATTGTTGATATG 
GAGTCTAAATAGGATTGCGCN 
>807 

AATTCCCATG ATGTCAG ACCACTGG AGTTTCCAGGGGCAACACCGCATAACCGTCC 
CGCTGCAGAAGAGCATCAGACGTTCAGTAAGAATGCAAAGGGTATCTCAGTGGGAACCGCG 
GACCAGGAGAGCTCCCAAACCAACACATGGCTAGGGCTCTGTAGGCCCTTTCAGGCTAGAT 
CTTGAGGAGAGAAGAGTAAAGATCTTTCTGAGGTTGGTGCAACTGAGGAAACGAAAGTTTCG 
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GCCTCTGCTGTCAGATCTATGAAAGGAAAGAACTGTGAACTTGTCCCCTTTTGTTTTCTTTGA 
CTTAAAACAAAAGAAAATCACTGGAACAAAGTCTTAAAGTAATAAGAGAAATGTCAGAAAAGT 
TGAACATGTTATGGGGACATGCGGTGAGTTAGGCTAAGTTATAGGATCCAGTGAGATTAGCC 
GCATAGGATTCTTCCCATGTTAGAGCTAAAAGGACCTACTGTCCGCCAGCTGCATTGCAGN 

>808 

ACTATCCCCTACCTATAAGGCATTTATAATGTGCTGGGCA TTGTG ACACTTTTCATAT 

ATTATCTCATGAAATCCTGACNAATAATTCTGAAGGGTAGCTGGTATTTTTATCTCCACTTTAC 

AATTCTGAGGGTTACAGAAGTTAATTCAGTGGGGCAGGGTCACACAGTTTACAAGTGCCACA 

TTGGTGAATATAAAGTAGGAACTTGTAAGTTTCACTCTCCCACTTCGGTAGTrATTTTGCTAAG 

GCATGAATGTGTGGGAAATAGGATGCATGAGATI^GGAGGTGTTTAAAACTGTTCAGTTGAT 

ATAATNTAGGGTGTGAGTATTGATAGATAGGTTTGAGGTAATGTTGTGGGAGCCAATGTAAGG 

GGAATGGAGACTGGAAAAGAATGCACGCTTTGTGTGTAAATTAAAAATGGGAAGGGAGGTTG 

GGAAAAGCGCATCTTTTGATATGAAGCAATAGGGCAGTTTAGTTTTAGAAATAAAGAAAGTCC 

ACTGTTCGTGCNNNNNNNNNNNNNNN 

>809 

AG I M I I r GTTTTG I II I I J N I M 1 I M GGAAGAATATTGGATACCTATTAGAAAAGTG 
TTTTAAGAATTAAAATTGAAAATGAGTGAGAAACTTAGAGTATTTGATTTAAATAAAT^ 
TGGTCACATGATAACAATGTGGTGATTGATATGGTTTATTTAAGGAGGTTGTCAAAGGATTGG 
ATGTGAAAAGCAAATTTTACAATGGAGAGGTAAGTGTTGAGTGTTTAATGGGATTTGATATTA 
AAGATTAAGATGGTATTTGAGTAAAAATCTGTTATATACATTTGTAATAGTGAAGCAAATGGGG 
AAGGTGACTGTAAATTATTTGAAAAAATCAGAAATTTGAGTTAA AATTG AATAATTTTAT TATA 
GTGTCATAATCTTTTTCAGGTTAGATGGAATGAATGTGTGTTGATTTTrATTGTGGTTAAT^ 
TAAGGGGTTGATGTGGTTTGGGTAAATGATTGCGGTCTCATTGGATTTAATGGTGGTTGTTAC 
ACTAGCAATCTGTGGAATTTTACATGTGGTTCGGGATTTTACAAAAANNNNN 
>810 

ACTCC A f MCI I H I ATTCATATTATTTCACGAAATAATATTCCA CTGTGT AGATCTATC 
ACATTTCGTTTAGCAGTTTATCAGCTGGTGGACAATTTGGCTGTTTCCATTTT^ 
GAATAATGCTGCTATGAGTCATAGAAACCATTCCTCTTACTCAAGAAACAGG7TCTCCAGAAA 
CTAAGCTAAACTTGTTTGAAATGTAAATTCTCAGGTATTCTCAGTATAGACCTATAGATTCACT 
TAGCTGGTGGGGTCCACCCAACTTGTTTTAACAAGTCCTCCAGTGGATTCTGATGCAATGCT 
AACATTTGTGAACACTGTCAAAATCAAAATGGAGTCACTTGTGTTTAAAAATCCTGACAAATA 
AAGCCAGGGACAGGTATGAAGAGAGGGTTCTCATGCATCAATGCCtGATTAACANAAACTAT 
CCCAAATGACTCTGCANAAACCACAATCCTGCACAAAGGTCATCACAACCTTACAGAAAAAAT 
ATGTTCACAAGGACANN 
>811 

ACGCGGGGAACAAACCAAGATTTGAGCCAGGAATAACTAGAGAGGAACAATGGGGT 
TATTCAGAGGTTTTGTTTTCCTCTTAGTTCTGTGCCTGCTGGAGGAGTCAAATACTTCCTTCAT 
TAAGCTGAATAATAATGGCTTTGAAGATATTGTCATTGTTATAGATCCTAGTGTGCCAGAAGA 
TGAAAAAATAATTGAACAAATAGAQGATATGGTGACTACAGCTTCTACGTACAGCAGCAGCA 
TrATATTGGTATAAAACAGGTATATCAAA TATTA GTGAAGTGTATGGAGACACGCCAGAATGG 
ATACAAAGACAAACAGTATTACAACATAGTTTTAATGATTGT 
>812 

ACCTAAGAGTTATTAATACTATTTCAGTAAAAAAAAAAATTTAATAAACCCTGTGTGAT 
CCCATrGTAACAGAAAGGCTGATGTTTTCTGTTGTGAAATACAAATGCAAGQAAAAAATCATT 
TCTTTGTTTCAAAGGATGCATTTCTTCCATAAAGAATAATTTGTATTTATTT^ 
TTAACTTATACATCAGCCTATATAAAATACATTTCAAAAT GATC TGTGCTGTTTAAA TTACC AAA 
AGCAAATGTTA A M H H I I I CCCTCTAACAGATAACAAGTTTTACTCCTATGCTGATTTTTGTG 
GTGGGACTGAAGNNNNNNNNNN 
>813 

ACATGTGCATAAGAGGGAATGCTTCCCTACATTACTCCAGAATACAAAGCTTCTTTCT 
GCGTTTCTCATCCACATAATGGAAGACACTTCTTGGGTGAAATACTCCACAGTTATTTCAGTT 
CTCACTGGTGAGTCTGAATATAAGCTCTATGAGAGCAGGGACCTTGTCAGTCTTATTCACAA 
TATCCCGAGCCTCTAGAACAAGGCTGGCACATAGTAGATGCACAAAAGGTGTTTGCTGAATG 
AATGGATGACTGAGTCTGTGTGGGGTAATGATAGG6CTAAGGATGGGAGTGTAAACTCAGG 
TTTCCTCTGTGGGTTTCACAGTTTACTGGTCTTAAGAGGAGAGTTTCCTAAACTTGCCT^ 
ATAAAAACCACCTTCAGCATTTGGTAAAAATTACCCATTCCTGTAGATTCTGAGTCAGTGAGC 
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TGAAGTGGAGCTGATGAATCTG I I I I I I GTGATACTGCTGCTGCTGCGG I I I I l AACACATGC 

TTCAGGTGGTTCTAAGCTTAGGAAACCTTGCCCAAGGATACCATCCTGTCTCNNNNNN 

>814 

>815 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATGGGGGTCAG 
TAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGCGGGGAGCACAGCTTGCTTTAAACATG 
AGATCCAGCTCAGTGATCATGCGGGGGAAAAGGCCCGGCATTGCTGGAACTCCTAATATTT 
AAAAAGATGATGGAAACTTGAAATTTTATATTTAATCTTCTCATTTTTAAGTGTTG 
TTGAAGACTTTGAAGCCTCTCTGCTGGTGAAACAAGATGTATCTGTAGGCTGGATTTAGTCC 
ACAGCTGGCCAGTTTGAAAAGTGAATGCTGCTAGCCTTAATTTAAA I M I I M AAATTTAATTT 
GCTTTGATTCCTGCACTCCTGCTCAAAAAAATCTTCAATGGCTCCGCACTGTCTGGAAGGTAA 
AGTCCAAACTTTGTCAGCAGTCCTTCAAAGCAACCCATGACTATATCCAAGACCGCAAACCAT 
ATTTCTACCTTATAGCCAGTCTCCATCTTCCACCGCAACCAGAATGATAGTTGAATTGTACTC 
TAGGAAGGAAAATATTCAGAAAGGCACCAGTCCTGGCCATGAGGGCTGCTTCTGGGTCCCT 
AAGC I I 1 I I CCTTTCCTGCAGTGCCCTACACTGTGCATGCCTATCAATGAAACCCTGTCCATC 
ATTAACCATCCAGGTCAAATACCACCTCTCCACAAAACATGCCTGATGGGCCAGCCAAATGC 
CCCTTTGCTCTGAATTTCCATGGGACTTTATATCACTCACATGACACTTACAACATACTGCCT 
TGTTTTGGCATTACCTACATAGCTCAT7TTCCCAAACACCTAATAATATTCACAGAAGGAAGA 
GTTTGGGTTTTGCACTATATTGAATATCCCTGTAGTGCTTTGTACATAGCANNNNN 
>816 

NNCGCGTTGAGGCGGCTGCAGCAGTTGCGCGCTGGGATTGTTGCGGTGCGCTGGA 
GCCGAATACAAAATACAGTTAAAATAAAATGTCAACCTCCTGGAGTGATCGGTTACAGAATG 
CAGCAGATATGCCTGCTAACATGGATAAGCATGCCCTGAAAAAGTATCGTCGAGAAGCCTAT 
CATCGGGTGTTTGTGAACCGAAGTTTAGCAATGGAAAAGATAAAGTGTTTTGGTTTTGATATG 
GATTATAGCCTTGGTGTGTACAAGTCGCCAGAGTATGAGTGCCTTGGTTTTGAGGTTACTGT 
GGAGAGATTAGTTTCTATTGGCTATCCCCAGGAGTTGCTCAGCTTTGCTTATGATTCTACATT 
CCCTAGCAGGGGACTTGTCTTTGACACACTGTATGGAAATCTTTTGAAAGTCGATGCCTATG 
GAAACCTCTTGGTCTGTGCACATGGATTTAACTTTATAAGGGGACCAGAAACTAGAGAACAG 
TATCCAAATAAATTTATCCAGCGAGATGATACTGAAAGATTTTACATTCTGAACACACTATTCA 
ACCTACCAGAGACCTACCTGTTGGCCTGCCTAGTAGATTTTTTTACTAATTGTCCCAGATATA 
CCAGTTGTGAAACAGGATTTAAAGATGGGGACCTCTTCATGTCGTACCGGAGTATGTTCCAG 
GATGTAAGAGATGCTGTTGACTGGGTTCATTACAAGGGCTCCCTTAAGGAAAAGACAGTTGA 
AAATCTTGAGAAGTATGTAGTCAAAGATGGAAAACTGCCTTTGCTTCTGAGCCGGATGAAGG 
AAGTAGGGAAAGTATTTCTTGCTACCAACAGTGACTATAAATATACAGATAAAATTATGACTTA 
CCTGTTTGACTTCCCACATGGCCCCAAGCCTGGGAGCTCCCATCGACCATGGCAGTCCTAC 
TTTGACTTGATCTTGGTGGATGCACGGAAACCACTCTTTTTTGGAGAAGGCACAGTACTGGG 
TGAGGTGGATACTAAAACTGGCAAGCTGAAAATTGGTACCTACACAGGGCGCGTACAGCATG 
GTATCGTCTACTCAGGAGGTTCTTCTGATACGATCTGTGACCTGTTGGGAGCCAAGGGAAAA 
GACATTTTGTATATTGG^GATCACATTTTTGGGGACATTTTAAAATCAAAGAAA^ 
TGGCGAACI 1 1 1 1 1 GGTGATTGGTGAACTCGGACAGGAGGTACATGTGTGGACTGAGAAGAG 
TTCA Ci I \ IC GAAGAACTTCAGAGCTTGGAT AI N ICI I GGCTGAACTCTACAAGCATCTTGA 
CAGCAGTAGCAATGAGCGTCCAGACATGAGTTCCATCCAGAGAGGTATTAAGAAAGTAACTO 
ATGACATGGACATGTGGTATGGGATGATGGGAAGCCTGTTTCGCAGTGGCTCCCGGCAGAC 
C GI 1 1 I I GGCAGTCAAGTGATGCGTTATGCTGACCTCTATGCAGCATCTTTCATCAACCTGCT 
GTATTACCCTTTGAGCTACCTC7TCAGGGCTGCCCATGTCTTGATGCCTCATGAATCAACGG 
TGGAGCAGACACACGTAGATATCAATGAGATGGAGTCTCCTCTTGCCACCGGGAACCGCAC 
ATCAGTGGATTTCAAAGACACTGACTACAAGCGGCACCAGCTGACACGGTCAATTAGTGAGA 
TTAAACCTCCCAACCTCTTCCCACTGGCCCCCCAGGAAATTACACACTGCCATGACGAAGAT 
GATGATGAAGAGGAGGAGGAGGAGGAAGAATAAGGAGGAAAACGAAAACCCCAAGCACGC 
ATTAAACAAGTCCTGGCAGGACTCACAGGAACAAACGAGGTCCCTGTTAGGGTTCTACTCG 
GGGGAGGGAGGGGGCTCCATGAAAGGTACGTCTGAAAAGTTTCTGAAGATTTTATTATCATA 
GATACTTGTTTTGGTTTTGTGTATCTGTACTCTCTGCAGATGGTCCAAAATTGTAATGGAGTC 
TGTATTAQAAGAAAATAAGGGTAAAATCAGGCTGAACTGCATGTATATGGCTCCACTGTGGC 
TTGTGACACTTTTAAAATCATCCGTATGTCAGTGTATCTGGATACACGAGGAAAAGGAAAGA 
GTCTCAGAGTGGAACAAAGAGTGGGAAGAGGTGATCTGTAATGTTACAAATTGTGCTATTAC 
TCCAAGGTCCAACTTTTCCAGTGCATTACATGGTATTGTATATCAGTGGAGAAATGTATTATT 
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TCCATGATCAAATGTAGTCTCTGTTAAGGTCAAGTTTTCTTTTATAAGCCTTTAATTCATCCTC 

AGTGACTCTGGCAAGGCTGCTTCTGTATGACTGGGTTTGCACAGAAGTATGCTCTAGTTGCG 

TTGCTTTAGGGCAGGATTCTATTTTGAGGGAAAAGACAGTATCCTTATTACCTTTTGTT^ 

AATAGCACAAATGCTTATTTGTTATCCAAAAACAACCTCCTTCTTATGTGTGATAAATCTATAG 

AAAGAATTTAGCTGCAAGTGGACAAAGGAACAAGCCCCCAGAAAAGAAAGGGAAGAACTGC 

CTTCTTATACTACAGAACATGCATTAGTGTGGGCTATATAGCTGTGGCTCATGGTACCCAATT 

CCAGATTTCTTTGTCCTCTAAGAGTTGATTGCTGTATATTAAAATTGAACATCAGAGGATGGG 

AAGAGGGCTCTGTAAGCCAGAACCTTACTAAAGTAGAGGGCACAATCAGTGTGAATAAATTC 

ACTTCAGAATCTCAAGTCAAGGCGAGGCACGGCGGCTCACGCGTGTAATCCCAGCACTTTG 

GGAGGCCGAGACAGGCGGATCACCTGAG.GTCGGGAGTTCGAGACCAGCCTTACCAACATG 

GAGAAACCCCATCTCTACTAAAAATACAAAATTACCTGGGCGTGGTGGTGCATGCCTGTAAT 

CCCATCATCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGGCGGAGGTTG 

CAGTGAGCCAGGATTGTGCGATTGCACTCCAGCCTGGGCAACAAGAACAAAAGTCCATCTC 

AAAAAATAAAAATCCCAATCCCAAGTCGAAATCACGTCTTGTTTTAAACAAGAATGAATCATTA 

GTGTGTATGTTAGGGTATTAAAAGTGTTTCACCAGTAC AGTG AAAGTTGTTTCAACATTTTAAA 

GAAACAGTGGTTATAGACTCTTTCTTTAACCATTGTATATTTTCTTGCATTCTTGTCATTGGTG 

AATAGGGGAGGGTAGATTAGCTGGTGGAGAATTCAATAAAGTGTAATATTTCTAACGGTGAG 

TTTGAGGTATTCTGTAGTAGAAGTGTAATAGGTATTGGTGTTCAAGTGGGTTTAGATTTGGTG 

ACATCAGTTTGATATTCTCTTAAAGGAAATAAATATTGAAGAACTGATTATGTTCTAACATGAT 

TATATTCATGGTGTTACATAGGGCTGAATTTTTTCACAGAAAGATTTTTGGAACAGGAGTG^^ 

AAGTGAGGCTTT7TAAAAAATTATTTTATAAGCAGAGAACAGAGGCTGATAACTTAGTCAAGG 

ATATACTGTCTGTCTCACTACTTTGGAGTTATATGGCTTCAGATTAAGTCATCCAAGAAACATA 

CATACATTCTAAATGGTATATA7TGGGAATATATGCCCCTTTAAAAGAATCAGGTCAGAAATG 

CAATAACAATTAGACTAGACTGTTGCCCGTGTTAGGAGAATGTGTGGTCATCCTAGTTACTAA 

TTACTCTCACTCAAGATGGAGATGTTGTCCAGTTTAACATAGTGTTAAGTTTTCTTAAACGCAA 

ATAATTTATGAGTAGCTTATTACATCTGCAGAGCTACCTTATTATAATAGTACCTGCCCNNNN 

>817 

ACATGTAATAGACACTATGCTACAGCAAA AGC I i I I C N ATT GTCTTTAAAATTT TCCT 
GGGTGCATAAAACTATGTNGGTAACTCTTTCCCAATTTTTAACTTTTACATTACAAGTCATT^ 
CAGAGTAAAAAGTCATTTAACAAAGGCAGATAGAAAGGCCTCAAATCCCTGAGGACCAAAAA 
TCCCAACACATTTTCAAAAGGGAGAAAATTTCTTTAAA CTTCA TGGGAAAAGTATTTT^ 
AATAGAGAGGCTTTATGCAGTCTTTGACAAGATGATACTTTTGGAATAGAACAAGAAGAGGA 
AAATATTTCATATTATAATATTACTGTGTCAAATTCTATGTTGTCAAAAGAGTGACTATGTCTG 
ATGANNNNNNNN 
>818 
>819 

NNGGGGTTGAGGCGGCTGCAGCAGTT6GGCGCTGGGATTGTTGCGGTGCGCTGGA 
GCCGAATAGAAAATACAGTTAAAATAAAATGTGAACCTCCTGGAGTGATCGGTTACAQAATG 
CAGCAGATATGCCTGCTAACATGGATAAGGATGCCCTGAAAAAGTAT CGTC G AGAAG CCTAT 
GATCGGGTGTTTGTGAACCGAAGTTTAGGAATGGAAAAGATAAAGTGTTTTG 
GATTATACCGTTGCTGTGTACAAGTCCCCAGAGTATGAGTCCCTTGGTTTTGAGCTTACTGT 
GGAGAGATTAGTTTCTATTGGCTATCGGCAGGAGTTGCTCAGCTTTGGTTATGATTCTACATT 
CGCTACCAGGGGACTTGTCTTTGACACAGTGTATGGAAATCTTTTGAAAGTCGATGCCTATG 
GAAACCTCTTGGTCTGTGCACATGGATTTAAGTTTATAAGGGGACCAGAAACTAGAGAACAG 
TATGCAAATAAATTTATCCAGCGAGATGATACTGAAAGATTTTACATTCTGAACACACTATTCA 
ACCTACGAGAGACCTACCTGTTGGCCTGGCTAGTAGAI Mill I ACTAATTGTCCCAG ATATA 
CCAGTTGTGAAACAGGATTTAAAGATGGGGACCTCTTCATGTCCTACCGGAGTATGTTGCAG 
GATGTAAGAGATGCTGTTGACTGGGTTCATTACAAGGGCTCCCTTAAGGAAAAGACAGTTGA 
AAATCTTGAGAAGTATGTAGTOAAAGATGGAAAACTGCCTTTGCTTCTGAGCCGGATGAAGG 
AAGTAGGGAAAGTATTTCTTGCTACCAACAGTGACTATAAATATAGAGATAAAATTATGACTTA 
CGTGTTTGACTTCCCACATGGCCCCAAGCCTGGGAGCTCCCATCGACCATGGCAGTCCTAC 
TTTGACTTGATCTTGGTGGATGCACGGAAACCACTCTTTTTTGGAGAAGGCACAGTACTGCG 
TCAGGTGGATAGTAAAACTGGCAAGCTGAAAATTGGTACCTACACAGGGCCCCTACAGCATG 
GTATCGTCTAGTCAGGAGGTTCTT CTGATA CGATCTGTGACCTGTTGGGAGCCAAGGGAAAA 
GACATTTTGTATATTGGAGATCACATTTTTGGGGAGATTTTAAAATCAAAGAAACGGCAAGGG 
TGGGGAA C l I I I I I GGTGATTCCTGAACTGGCACAGGAGCTACATGTCTGGACTGACAAGAG 
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TTCACTTTTCGAAGAACTTCAGAGCTTGGATATTTTCTTGGCTGAACTCTACAAGCATCTTGA 

CAGCAGTAGCAATGAGCGTCCAGAGATCAGTTCCATCCAGAGACGTATTAAGAAAGTAACTC 

ATGACATGGACATGTGCTATGGGATGATGGGAAGCCTGTTTCGCAGTGGGTCCCGGCAGAC 

CO M M I GCCAGTCAAGTGATGCGTTATGCTGACCTCTATGCAGCATCTTTCATGAACGTGGT 

GTATTACCCTTTCAGCTACGTCTTCAGGGCTGCCCATGTCTTGATGCCTCATGAATCAACGG 

TGGAGCACACACACGTAGATATCAATGAGATGGAGTGTCCTCTTGCCACCCGGAACCGCAC 

ATCAGTGGATTTCAAAGACACTGACTACAAGCGGCACCAGCTGACACGGTCAATTAGTGAGA 

TTAAAGCTCCCAACCTGTTCCCACTGGCCCCCCAGGAAATTACACACTGCCATGACGAAGAT 

GATGATGAAGAGGAGGAGGAGGAGGAAGAATAAGGAGGAAAAGCAAAACCCGAAGGACCG 

ATTAAACAAGTCCTGGCAGGACTCACAGGAACAAACGAGGTCCCTGTTAGGGTTCTACTCG 

GGGGAGGGAGGGGGCTCGATGAAAGGTACGTCTGAAAAGTTTCTGAAGATTTTATTATCATA 

GATACTTGTTTTGGTTTTGTGTATCTGTACTCTCTGCAGATGGTCCAAAATTGTAATGGAGTC 

TGTATTAGAAGAAAATAAGGGTAAAATCAGGCTGAACTGCATGTATATGGCTCCACTGTGGC 

TTGTGACACTTTTAAAATCATCCGTATGTCAGTGTATCTGGATACACGAGGAAAAGGAAAGA 

GTCTCAGAGTGGAACAAAGAGTGGGAAGAGGTGATCTGTAATGTTACAAATTGTGCTATTAC 

TCCAAGGTCCAACTTTTCCAGTGCATTACATGGTATTGTATATCAGTGGAGAAATGTATTATT 

TCCATGATCAAATGTAGTCTCTGTTAAGGTCAAGTTTTCTTTTATAAGCCTTTAATTCATCCTC 

AGTGACTCTGGCAAGGCTGCTTCTCTATCACTGGGTTTGCACAGAAGTATGCTCTAGTTGCG 

TTGCTTTAGGGCAGGATTCTATTTTGAGGGAAAAGACAGTATCCTTATTACCTTTTGT^ 

AATAGCACAAATGCTTATTTGTTATCCAAAAACAACCTCCTTCTTATCTGTGATAAATCTATAG 

AAAGAATTTAGCTGCAAGTGGACAAAGGAACAAGCCCCCAGAAAAGAAAGGGAAGAACTGC 

CTTCTTATACTACAGAACATGCATTAGTGTGGGCTATATAGCTGTGGCTCATGCTACCCAA7T 

GCAGATTTCTTTGTGCTCTAAGAGTTGATTGCTGTATATTAAAATTGAACATCAGAGGATGGG 

AAGAGGGCTCTGTAAGCGAGAAGCTTAGTAAAGTAGAGGGCACAATGAGTGTGAATAAATTG 

ACTTCAGAATCTCAAGTCAAGGCCAGGCACGGCGGCTCACGCCTGTAATCCCAGCACTTTG 

GGAGGCCGAGACAGGCGGATCACCTGAGGTCGGGAGTTCGAGACCAGCCTTACCAACATG 

GAGAAACCCCATCTCTACTAAAAATACAAAATTACCTGGGCGTGGTGGTGCATGCCTGTAAT 

CCCATCATCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGGCGGAGGTTG 

CAGTGAGCCAGGATTGTGCCATTGCACTCCAGCCTGGGCAACAAGAACAAAACTCCATCTC 

AAAAAATAAAAATCCCAATCCCAAGTCGAAATCACCTCTTGTTTTAAACAAGAATGAATCATTA 

CTGTGTATGTTAGGGTATTAAAACTGTTTCACCAGTACAGTGAAAGTTGTTTCAACATTTTAAA 

CAAAGAGTGGTTATAGACTC I I I CI I I AACCATTGTATATTTTCTTCCATTCTTGTCATTGGTC 

AATAGGGGAGGGTAGATTAGCTGCTCCAGAATTCAATAAAGTGTAATATTTCTAACGGTGAC 

TTTGACCTATTCTGTAGTACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTTAGATTTGGTG 

ACATCAG7TTGATATTCTCTTAAAGGAAATAAATATTCAAGAACTGATTATGTTCTAACATGAT 

TATATTCATGGTGTTACATAGGCCTCAATTTTTTCACAGAAAGATTTTTGGAAGAGGACTG 

AAGTGAGGCTTTTTAAAAAATTATTTTATAAGCAGAGAACAGAGCCTGATAACTTAGTCAAGG 

ATATACTGTCTGTCTGACTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACATA 

CATACATTCTAAATGGTATATATTQGGAATATATGCCCCTTTAAAAGAATCAGGTCAGAAATG 

CAATAACAATTAGACTAGACTGTT6CCCGTGTTAGGAGAATGTGTGGTCATCGTAGTTAGTAA 

TTACTCTCACtCAAGATGGAGATGTTGTCCAGTTTAACATAGTCTTAAGTTTTCT^ 

ATAATTTATGAGTAGCTTATTACATGTGCAGAGCTACCTTATTATAATAGTACCTGCCCNNNN 

>820 

ACTAGAATTAGTTCCAACTACTGCTGGTGATAAACTCACCATCTACCTTCACTTGTTT 
TCTCTTAATTCTCCAAGAAGTAATCAGGTGAATAAAGAATCATCATCAGATAATATTCTCCAAG 
ATTCTTTAAGAAATTAAI I I I I ATCTACTCTTAAATGATTGCACAATTATAGGATAGAAATTACT 
ATCTTGTGCTCTAATTCAAATTGCTCTTAATGATCCTAGAGAGAAATGAATTACTAGAGATAAA 
AGATAAATTTTGCTGTGGTTTGCGATCTTTGTTTCTTTCCTTAAAACTTAAC 
>821 

NNNNNNNAGTAGAGACGAGGTCTCGCGATGTGGCCCTGGCTGGTCTGGAACTCCA 
GAGCTCAAATGATCCACCCACGTTGGCCTCCCAAAGTGCTGGGATTACAGAAATGAGCCAC 
CAGACCTGGCCTGATTGTTTTTAAATGGCAGCAAGAAGAGGGTrGGACAGCAAGGGGAAAT 
CACACAGTATGTGGCATATTCAGAATTGGTTGTGAGTTTCCAGTAGAAAGCACTGAGAATAT 
CCATAGGGCAAAATGGAATACTAATAATCCTCATTTGCCTTTGCCTTTGTACTGGAAACCAGA 
CCTTACTTAAGCCCACCAAAGGCAAGGTTTGGGCCTGCCACAGCGGATTTCAAAAAGACAAA 
GCAATGCAAGCCACGTGTTCAAAATGCCCTAAGTGGCTATTCAGGTAATATATAAAAGTAAG 
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ACCAGGCTAATTAGTATACAATGGGGTAAACCAGAGAGCAGAAAGCCCTTCTTTAAAATGAG 

CCTACCACTGCTTGGCCTCAGTGTGAATTTAGAGCCCATCTTCTGATATTTCAGGAGAAAGTA 

AAAATCTAGATTTTTATCTAAAATCTTTTTAATTTTTAAACAGTCAGCTGA 

TATGTGTGCACAATGGAACTGTCTACGGGAATGATCTAGTCCAGAGGATACCAGGTTCCTCA 

GAATGTGTTATAAAGTTGTTTAACCCATAGTACCTGCCGGGGCGGGGGGTGCCACGGCGGT 

GGA 

>822 

ACAGAGCATCTTAAGGTTGGAAGGACTCTTAGAGACCATAGTCCAGCCTCCCACTTG 
ATAGTGAAACACGTTTGTGAATTCATGGCCGATGTCTAACTTCCCTCACCACCTTTCCGATAT 
GGACAGTTCTCATGCCCAGAAGCAAAACCTTCTTTATTGTGCCTGTCCTCCCTTGACTGTCAT 
GCATATAATCAGCATCTTTCCCACTAAGTGAAGGGCCCAGACTCGAGCACAGGAGCACAGC 
ACCCCTTAAACTCACGAGGGGCTGCATTCACACCATCAGCAGGGAGATTACACTTGTGTCAT 
TTG 
>823 

AACACATTTTGATATATCAAGAAAATAAATGGAAATGGGGGTGATAATTTATATTTGT 
AATTTACAAATCAAACATCTATCATACACTTACTATGTACGCGGGGAGAGAAAGAGGCAACTA 
CATTGCCTGGAGGAAGCCTAAGGAACCCAGGCATCCAGCTGCCCACGCCTGAGTCCAAGAT 
TCTTCCCAGGAACACAAACGTAGGAGACCCACGCTCCTGGAAGCACCAGCCTTTATCTCTTC 
ACCTTCAAGTCCCCTTTCTCAAGAATCCTCTGTTCTTTGCCCTCTAAAGTCTTGGTACATCTA 
GGAGCCAGGCATCTTGCTTTCCAGCCACAAAGAGACAGATGAAGATGCAGAAAGGAAATGT 
TCTCCTTATGTTTGGTGTACTATTGCATTTAGAAGCTGCAACAAATTCCAATGAGACTAGCAC 
CTCTGCGAAGAGTGGATCCAGTGTGATCTCCAGTGGAGCCAGCACAGCCACCAACTCTGGG 
TCCAGTGTGACCTGCAGTGGGGTCAGCACAGCCACCATCTCAGGGTCCAGCGTGACCTGCA 
ATGGGGTCAGOATAGTCACCAACTCTGAGTTCCATACAACCTCGAGTGGGATCAGCACAGC 
CACCAACTCTGAGTTCAGCACAGCGTCCAGTGGGATCAGCATAGCCACCAACTCTGAGTCC 
AGGACAACCTCCAGTGGGGCGAGCACAGCCACCAACTCTGAGTCCAGCACACCCTCCAGTG 
GGGCCAGGAGAGTCACCAACTCTGAGTCCAGCACAACCTCCAGTGGGGCTAGCACAGCCAC 
CAACTCTGACTCCAGGAGAAGCTGGAGTGAGGCGAGGACAGCCACCAACTCTGAGTCCAGC 
ACGACCTCCAGTGGGGCCGGCACAGGGACCAACTGTGAGTCCAGGACAGTGTCGAGTGGG 
ATCAGCACAGTCAGCAATrCTGAGTGCAGCAGACCGTCCAGTGGGGCCAACACAGCCACGA 
AGTCTGAGTCCAGTACGACCTCCAGTGGGGCGAACACAGGCACCAACTCTGACTGCAGGAG 
AAGGTCCAGTGGGGCGAGCACAGCCACGAAGTGTGAGTCCAGCACGAGCTCCAGTGGGGC 
CAGCACAGCGAGCAACTCTGAGTGGAGGACAAGCTCCAGTGGGGCCAGCAGAGGCAGGAAG 
TCTGGGTCCAGCACGACGTGCAGTGGGACCAGCACAGGCACCAACTCTGAGTCCAGGACAG 
TGTCCAGTGGGGGGAGCAGAGGCAGCACGTCTGAGTCGAGGACGACCTGCAGTGGGGCCA 
GCACAGCCAGCAACTCTGAGTCGAGCACAGTGTGGAGTGGGGCCAGCACTGGCACCAATTG 
TGAQTCCAGCACAACCTGGAGTGGGGCCAACACAGGGACCAAGTCTGGGTCGAGTQTGAGC 
TGTGCAGGCTCTGGAACAGCAGGTCTGACTGGAATGCAGACAACTTCCCATAGTGCATCTAC 
TGCAGTGAGTGAGGCGAAGCCTGGT6GGTCCCTGGTGCC6TGGGAAATCTTCCTCATCACC 
CTGGTCTGN 
>824 

ACCCCCATTATAGTAGGGAGAGTGAATCTTCAAAGTTACAGGGTGAATCAATGATAA 
TGATCTTTGCAGCTTTCTGGAGTTAAAAAGCATCAAAATTGGGAGATATTAGATGATGAGATC 
TAAGTATTAAAATAAGGAGATATTAAATGATGACTCCTAGAAATGAACCTGAATAAGGACTAG 
CGCAATGTGTGTGGTGTGGGAAAGGACAGTTGTTTTAATGGCTGGCTGACCGAGCGTCAATT 
TTCTTGCAGCTTCGCCGACACGAGGTGACCATCTGCAATTACGAAGCATCTGCGAACGCAG 
CAGACCATAGGGTCCATGAGGTTACGGCACAGACACACTTTATTTCCTAAGGGCTGGGCAAG 
GCTCCCATAGAGGGGCTGTGTCAGTGAAGATGTACGAGTACCTGTTGGGAAGGACAAAGGG 
GATGAGGCTCCAGAGAGAGTTGGCTGCGACAGCCTGTGCCAAGCTTTGTCTTTGGGGGGTT 
GCTGCAGAAACCTGGGCGTACGGAAGGTACGAGACCACTGGGAGGGTTGTGTAGGTGCCA 
GGGGACCATCGTGGTTCTCTAGGGCGCTGTGGAAATTGGGTCTTGGGCTGGGTGGGATCT 
GGCAGTCATGGATAACACTTGGTTTTGCAGTTAATGTGGCC ATGTGA T TCCAAGT GTCATGTT 
GCTTTGTGGGAAGATTGTTGTGTGACTTG I I 1 1 M I GN 1 1 IG TTTTTGG I i I H l A AAGGAAA 
CTATTTGTGGGCTATAGGAAACTTTCTGATGGCTGCGGATTGTGTTAATAATAN 
>825 

GTCCGGTTG AATAGATTAG I I I I I GTCAGTAAGTTACTATCCAGCAGACTGGCTTTCC 
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TGAGACTTGAGGTTGTGGCTTATACTGGAATGAGACCACTGTACGTGTAGGTGGTTCAGATC 

CTGCGTAATGGCAGCATGAGGACTTAAAAGGTGGTTTTGATTTTGAAGATGGCTATGTAGCT 

TGTAAGGTGTATCACAGCAGTACCTCTCATGGCTTTTTGGTTCGAGCAGTGAGGGCATTGGT 

GAGATCAATGGTAAAGTGTGGAAGCTTTGTT7TTATCATTAGGAAATGTGAAACGTTGGACAA 

ATTTTGAGTTTTAACAAGGAGAAAAAGTTGAAAGAAAAGGCACAGTTAACAAAAAAGGGTGG 

CTAGATTTATCTTGGGTGATGGAGGAAATGAGAGAGGAATGCTCTTGAAAGGTGGTCTGTGG 

ATGTGTCTGAATAGAAAGAGCACAGTAAGTATGCATTGCCGGAGAAAACGTCCTTGAAGCTG 

CTTGTCTCATGTGTATGATGTGCI I I I I AAATGATGCCCCTCGTTGCCTGCCTAATCTGTGAC 

TCGCTAAAAACTAACTGGGCCCATGTAGATGGGGCTGCAACCAGAGCTGAATAACATGTTAG 

GCTCACACATGCATCAGCACTGCACACTGGAATCATTGCTCTTCCTGGACTTTGTAGAAATC 

AGTCTCAAGTGCTTCAAGAGTCTGGCTCCTGCTACTTTTATCTGTCAGGTAGCACATAAGGTT 

TGCAGGGTTTATATTTTGTATAGAATCACAGTTGTGGAGAAAAAGTAATAATTTCTCAATGAAT 

TTTAAAAATGGGCCTATTTTCTATCCCCGTGGTTCATCTGATATAATTAGTGTTCCCTGTGAAT 

TCCCCCCCTCTATGGGAAGGATGCCTTTACTCTTTATCAGTAATAAATTATGACTGTTTTCATA 

TTGCCTTAGGGTTATTTCCCTGTGTAAACCATTGTCTTTTGTTTTGGTTrrCT^ 

AAGCTTTGGTATTGTACAAGGTCAGTAGTAAGATGGTCACTAGTCTCAGGGCTTGTGTAATAT 

TCTGGGAGGTCATTTAAATGCCAGAAATGGTCAAGCAATTATACACAGTATTTATGACTGTGT 

TAAGCATACCGTTTGTCTGTCACATTAGTAGATTCTGAGATTAAAAAAAATTTTTAAAGAGTGA 

TCATTTAAATAATTTCTAAAAGGGTCTTTTCAAGCTCTAACAAAGTCACTAACAAATGCATTAT 

TTTCTAGAGAATTAGATGTTAGTAGTACAGTACTGCATATTCAGGGAAAAAGTGTGAGGAATT 

GATrrCAAAATAGTTCGTTCTTGTGTTTGACCTAAGAATGATTGTCGCATGAAGTGTTTGTT^ 

TACAGTTTAGCATATATAAACAAACATGATAGGATTCCTTAAGATGTTACCACCCAGGGGGCC 

ACAAGCCAGCCTGCTGTCTCAGGAAGCTGTAGAAGGAGTGTTTGTCAATTTCTTGTCACTGG 

TTTGCTGACTTACTGAGGATTAATTGTTGCCTTACAATGTTACTGAAATAAACTGTTTAATATA 

AAAAAAAAAAAAAAGTCGACGCGGCCGCGAATTTAGTAGTAGTAGGCGGCCGCTCTAGAGG 

ATCCAAGCTTACGTACGCGTGCATGCGACGTCATAGCTCTTCTATAGTGTCACCTAAANNNN 

N 

>826 

ACTCAACAAGCAGCTGACTTATGTTnrATTGGACATTGTGATACAGGAACTGTTTCCA 
GAGCTCAATAAGGTACGCGGGAAAGTCAACTCAGTTACGTCTGTTTGGTGTGTGTATCACTT 
GCAGATGCTGTCTACCACCTTTTCAGTGACATCCTAGAAGGTTCTCTATTACCACAGTAACTG 
GCTAACTAGATATGATCTTTCCCTAATTTTCATGAGCATCI I I I I I CTGATATAAACCAGGGAG 
GGAAAATAACAAAGTTGCTTCACTCTGAAGGAGTATTCTCGTCTAGTACCNN 
>827 

ACATATATGAAAAGGCAACATTCTAAAGTAGAGGTTCACTTAA M I I I N I I I I I I CAA 
GAGAGGCTTCTTGGTAGTTTCATCACACAGTGGTTTTATTAGGGGATGTAAGGATTACAGAA 
ACATCGT A I I U i I AACATATAGT A I ill! I GAATATGATTTGAATTAATATAGAAAAGTGCATT 
TTTTCGAG I I i N I I AGGGAAAAGGAGATACTTCACCAGGAGGATAAAAAGGAACAAGAGGG 
GAAGGGGAAATAAAAATTCCAGAAAGATGAAAAATTGTTGATGTAAGATGGAGGCANN 
>828 

NAGCTGTTTCGTGTGTGTAAAACGACGGCACAGATGCCGTCTCCGTCGCCGCTCCC 
TCCTGTGAGGGATACCACCGCAATTGGCGGTTATCGTGGCCGGGGCCTATGTACAAACAAG 
CTTTGTTAAAGTAACCCTTGCCATCCTGGCTACTTTACCCAATTAACCACCGTAGCCCAGGAC 
GTTTTGCTTTATCACATGTTCACAGTTTGCTATTCTTTGTTCAATCTTGTAAC^^ 
GCTTCTGTGGGTCTCTG I I ICI i I A TGAAGnTCCOAGGCCATACAAAACTTGTGTT AGCCT A 
TCTTCTGTCAGTTTAATTGTGGAACTCAGCCAGGCCCTTAAGAGGATGGAGGGGAGTTTTTC 
CCACAGCAGTTCTGAATGGGATGAAGTGAAAAATAAAATCTCCCCATTGCCACTACACCACC 
TCCAGATGAGTCTTGCAGCAGAAATACCGTTTAACTGTTTCTGCTTTTA M I 1 I I I CTGATTAT 
CATCCAGTTTTATATATTCATATCTGTGTGCTTTG ATAATTATATATACATAC I I M I I GATATT 
ATTTACTTATTCTTTACATTGAAAAGGAACTTGCTCTGTAATCTACATTCCCTTTCCTCCT 
I I I M I I I AGTTTTCTTCATTTGGTTTCTAATTGAAACTAGAGGTAGACTGACTGTAAATAGAA 
AGTAGTTTCAGCTTCAGGACCTTTAAT7TCTCAGGCTCCTTCGAATGTTCTGGACCTAATTTC 
GAATTTGCAGTATGTN 
>829 

NNNNCGAGGTGGAGGGTATCATAAG M I I 1 1 I N I I I I I U I I N GTTTAAAATGATTT 
ATTATTATCAGGAGTGCCTTTTAGGTGGACCGCTCTGTATGACTCTCATGCTTCAAAACTATT 
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TTTTATTCAAGTGACTTACAATGGCCCTAGGAAACAAGTTCTGTTATTATCCCCCAT7TTAAAA 

TGATGAAAATGGACAAAGCAAAAGCAAGCAAGTTAACCAATACCCCATGGCCTCACAGCCTT 

TAGAATAGTCATATTATATAAATATGGCAATAACAATGCACTGAAAATGTCTGCAAAACAAAGT 

GTACATTTTAAAAAATGTATAACAGGAATCTAAGGAAGGGGTCTTACTTCTCTG ATTCA GGGA 

GTGGGAAATCCCTTAAACTCATATCAGACGTGTGATGAACAAACTCAGACTAAGTTTTAAAAA 

CTGCTTAATTTACTTTATCATGACTAGTAATATATAAGAATTTTGTATATACTTTATTAAAAATA 

ACTTTGGAAAACTATTTTTGCCTGATCAGCAATAAAACTACTGATAAGATAAGCTGGTTATCA 

AATAATTCCCTAGTGTTAATCTGGCAAATAATTGTTATAACCCAATCTTGTGAATTGAAGACAG 

GCACATTATAGATAATCAAAAATATTAGAAACACATTTAAAATGTCCATATGTTTAGTATAAAT 

AGAAAATTCATTGACTAAAATAAGTCATGAAACATGGACTGGAATTTTGTGAGCTATTAAGTTT 

CATTTTGTTTTACTGTTTTAAAATTTAAATAGTTTGGCTCATTTCT 

TCTTAAAATATTAAAAAAATAACTTTACAAACACACAGA TATG AGTAGCCATTTTATCTAAGTTA 

TAAAATAGTTACCCCAGGGAGCCTTCAAGATCCCTATATTTTAAAGCTTATTTCAAAAACCAT 

CACTACTTCACATTTTTAAACTGCATCGTTGCATTACAGAACTGTAAATGTGTTGTCATACAGT 

AAATATCCACATGGCAATTGTAATTACACCATTCTTGTTGTTAAC ACAGAGC ACTGCTTCTAAT 

AAAAGCATGGCATAGTTCTACAGTTTCAATGGGAAAATTAAAGG I I I I I I I I GTTGAAGAGAT 

AATGAAGCAATGACGAAGATATTTGAAACAACAAAGTTAACATrACAATGATTTCAAGAAAAA 

CTAAGAATATATACACTTACATAAAACAAAAAAAAGGAATAATTCACTTTATGAGAGAAGAAAA 

GAGAGACAGATTTTTAAAATATTTGGATTGTTTAGCCCATATGGAAATTAAAAAAA AAAAA AA^ 

AGTGGAGAGAGAAACAGAAAGAGACAGAGAGAAAGAGAGAGATGCTACTTGACATTTTAAAG 

ACGAAAAACTTGCAGTAGTAAAAATACATTCTGAAAGTATTTTAAAAGTTAAATTTC AGTGG CA 

AAAGTAGGTAACAGGGGAGACACAGATTCAGTGCGGGGCGTCTATAGAAAGGACCTTTTGG 

CCACATTCCTGTCCTGGAGACCAGCCAATGTCAACTGATCTATGAATCTGTTATTGCTTGTGA 

GT 
>830 

NNNNCGGGGCGGCGTCGACACGQCTGCGAGAAGAGGAGAGAAGGGGGAAGGGTC 
GGCGCTGCCGGGTGAAATCGTAGGACAGTGAAGATGCTGCTGGAATTGTCCGAGGAGCATA 
AGGAACACCTGGCCTTCCTGCCTCAAGTGGACAGCGCGGTGGTCGCCGAGTTTGGGCGGA 
TTGCTGTGGAATTCCTGAGACGCGGCGCAAACCCAAAAATCTACGAAGGCGCCGCCAGAAA 
ACTCAATGTGAGTAGTGACACTGTCCAGCATGGTGTGGAAGGATTAACGTATCTCCTCACTG 
AGAGCTCAAAGCTCATGATTTCTGAACTGGATTTCCAAGACTCTGTTTTTGTTCTGGGATTCT 
GTGAAGAATTAAACAAATTGTTGCTTCAGCTTTATCTGGACAACAGAAAAGAGATCAGAACGA 
TTCTGAGTGAATTGGCACCAAGCCTTCCCAGTTATCATAACCTTGAATGGCGACTAGATGTA 
CAGCTTGCAAGTAGAAGTCTCAGGCAAGAGATTAAACCAGCAGTGACTATAAAGCTACACCT 
TAATCAAAATGGAGATCACAACACGAAAGTTCTGCAGACAGACCCAGGCACCCTGCTCCATT 
TGGTTCAACAACTGGAACAAGCATTGGAAGAGATGAAGAGAAACCACTGTAGGAGAGTTGTT 
CGCAACATGAAGTAGTACCAGTTTTA AGGTT TTAATTCATTTGAATCACTTATGAATTGATGAT 
ATAGAGCAATTACTTTTCAAAATTAATTTTTTATTAATTCATGATGATAAATACATA 
CAGTATCTATTGCAAGATACTGAGGTCATAATCAGAAGGTAAGGTGGGTGGAGTGGCTCATG 
CCAGTTATCCCAGCACTTTGGGAGGCCGAGGTGGGCAAATCATGAGGTCAGGAGATTGAGA 
CCTTCCTGGCTAACATGGT6AAACCCCATCTCTACTAAAAATATAAAAAATTAGCCAGGTGTG 
GTGGCAGGCATGTATCAGAGTCCGAGGTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAA 
CCTGGGAGGTGGAGGTTGCAGTGAGCTGAGATTGTGCCACTGCACTCCAGCCTGGGTGAC 
AGAGTGAGACTCCATCTCAAAAATAATAATAATAATAATAAAGTAAAAATAAAAATAAAAAAGT 
AATCAGAAGCTAAAGTAAAGTTCCTTTGCTGGTGCTAACTGTGGTCTTCTTGACACATTAAGA 
TGTATTTTGTATTTTAAGAGTCTCATGCTCTACCGTTGGAACTAGCCAGATGGCCATTATTTT 
GTATTTTAAATACATAAATAGGATTG AATC AACTAGAAA TGAAT CTA TATG TTCTGTATATATG 
AATGAGTATCTTG I I M I GCTAGTTCTTTTGACTGCTTAATTTTATTATTTTCATCTTTATTGATC 
AAATTTGAAAATAAAATTCACAATGTAATACTACTACTATGCAGAATTTTCTAAAGAGTTCAGT 
ATTTrrGACTTTTAAAAACACCCCACAGTGTTA ATAGC GACAGAATATTGAACATCAATAGGAT 
TTTTAATGCTATATTGTTATAGGCAGTTTATTCATTTTTCTTTGTATATGAAGAT^ 
ATATTGCCTAAGTTTGAGTGATCATGGTTAATTAATTGGCTTAAATAGTAGTCAAATTTGTGTG 
GTCGTATATTGTATTTTATCAAGGACTAATTCTTCCAeCATACCCAAAGCATCTAGGAGACAC 
TCTGTCATTTACATTTACAAATAATGGATGGAGAGAAATATAATCAATTCTTGA^^ 
TACAAATTATAGTCACTTTTtATAATTTGAATAAACTAtGATGAGGQ AAGGA^ 
TTACATTATAGGCAACTATGCCTTCTCAAAACATAACTTGATTTATGTTTTGTTTTATTT^^ 
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TAGGGAACCAAAAGCTTTTGGTCTGAAAAACTCAGGTGCTGATTTGTCAGGTCAGCCTGAGA 

GAGTGCAGAGATACTGAGGTCAGCTTAGGGAGAAGAATTGTATGGAAGGGTGGAAATGAGG 

GTTCAGTCTTAACTATGTGTCGAAGACGTTATCCTGAGAGTCTTCATGGAATAATCTAGAAAG 

GGCTGTAGAAGCAATCAAACTCTAAACTGCGGTCTAGACTTTGTCAATACTTTGCTTCGTAAG 

AATTAGGGATTTTCATATCAGAGTGATACGATGTTGGAATCTCTTTAGAGAAGAGAGAGCCTA 

GCAGGGAATAGGCTAGTGGAAGAAAAACATACTTGAGATGGTTACCCATTGGTCCCTGCAG 

GCATCTGGGCCACCCTTTTCGTGTAGGTATATATTCTGCCGTTGTGAAACAACTATATTATTA 

GATGTCAGCAAACTATAATCAGAAATAATTTTTAATTATAGTGGCAACTTGATTAATGAAGCTC 

TCATATAGAACCTCACAAACAAAAAGAAAGTTTATTACGTGAAATAGTAGCAT ATGTCA TTGG 

GTTTAAAAGCAACATGCCTGCAAAACATATGATAAAAAATACCTCTGTAAGGGTTTTTATTTGT 

CCACCTTCGATGGAAGGTAAACATGGCTGATCCCAGCCAAGATGAAACAATAGCCCTTTGTC 

TCCTCAGAACAACCTATCTCCAACTCTTTGTCCACTGTTCTTACCCCAATTAAAACAAGAAAG 

CATGTGCTAATCCI I I I I lAAM I I I ATCAACCTGCCTTGGCCTCCTTTGACTGTACTCCATTA 

TTCCTTCTGTGATGTTCTACCTTCTTCAGCTTTTGAGACCAGGGTGAGTTGGGAGCAGTTTG 

CCTACCTTCTTTTAGAATCTGGGGCTTATCTTTTAGTACAAGGCATTGAATAAGCCTCTTCCTT 

mm GCTCAAACATTCCACATGCTTGTGGATTCCCCTGCATTGTTTGTTTTATATAACATTT 

GATATTTGTTGTAGCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTCTCTCCAGT 

ATGACCCAGGTTTCTTGACTCTGAGTAATGCACCTTCTATAACTATCTAAATTTCTACTGAAG 

C I i m GGATTATGAGTATGCTGACTTTTCACGATTGGCTGGTGGATGTTTAGACTTAAATGT 

CATATGCTTCATGTCTCAAAGCCAAAATAGTAACATCTCATCTCAGAACAGAGCTGTGACCAC 

ATGCCAATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAAGTCTCCTTAAATGTTT 

CAGAAAATGTCAAGAAGCTTGTTTTGTTATTGATATTTCGGAGATTGGGCACATTTAAGACAG 

TAAACGGGAAAGGTGGTGAAGATGGTATAAGAAGATGCTGTATCTTGAGAATTGAAAAATGA 

GAATGTGACATGGTTTGAAAAATCATGAAGGGTATATATAAAGGATGGATGTGTAGGAGCCA 

TTAAAATTCATAACAGTATGTGCCCGTTCAGCGTTTTAATCTTATGAAGTGGTTAAGAGATAA 

GTCTTCGGAGTTGGACAAAAGGATTTGAATTTAGGTTCTGTGGATTATTATGGGTGCTTGATA 

AATTCTCAAAGCC 111111111 GTTCATCTCTAAAATAGGAATATAGGATTACCTACCACATTG 

ACTCGTAAGGACTATATGAGACCATGTATATAGAATGTTTAACATAGTACCAGGCTTTACAAA 

GAAGTCAATAAATGTTTACCATTATTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNGGGGGGCCCTTAAATTTTTTAAAAAAAAAAACCCCCCCCCCCTC 

CCGGGGAGGNNNNNNNNNNN 

>831 

ACATGTTACTGGGTATTAAATGCGTTCATAGTAGGGTATTAAATCAGCAAGGTCCCC 
ATCCCAGAAAAATGTGCAGTTTGTTCAATGGGAAAGATGCAGAGACAGTTTCAGTTAATATAC 
TAAGTGCTAAGATTGGGATGTGCACAAGAAGCTGGAGGTAAAAATTCTGGAAAACTGAACGT 
GAAGTCACCACTAGGCAAGCTGCCTGTAATTGAGCTTGCTTGTATATGACCAATCAACCTTT 
GCTTGTTGAAGGGTTAGTTATCTAGTTTGCTCGI I NCI 1 1 1 1 1 GG AATTTGGTCTTTTAAGGT 
CTTGATAATCTrrCTAGTCTAGAGCATGTGAACAG^CAGAAGGAAAATCAGGACTCAGTTTA 
CTTAATTTAAGCAAQGATTGGTTGCTGCAGTTCAGGGGAGGTTAAAGTTGGTGGGG TCCAGT 
CTCTTATTAGCATGGATGCTTAAGAACTTCAGGGTTTGGAGGTCAGGTGAACAGCTGTTTT^ 
GCACTCTN 
>832 

ACCCTAGGCAGGGACAGTCAAGAAAACTTCATGGATCTGTAGTGTAAAGCTAGGGA 
GAAAGAGGAAGAGATCCTGTTTGAATTTCTGTAACTAGCGTATCTCCAGATAATGCATGAACA 
GCCAGTAAAGATGAACGCAGATTATTGATGGAAAGAACACACATGGAGAAGAGAAAAAGCAA 
GTCCACAGAGCTTTTTAAGATACACTCCCTCACCCCTACCCCCAGCTTAGAAGGGCAGGAAC 
CTGGTGTCCAAAACAGGAAATATAGGAAATACCAGCTGAGAAACTATCCACTTGACGTCCAT 
GAGCCCAGCTGCCCCTCTCACCTCACTCCTATTTTAAGTCAGTGACACACAGTCATGCTTTC 
CTTTTCTGCACCTGAAGGAGTGATGTCACTCCAGAGTGAGTCCTTATTAGAGGTGATGATAG 
AGTT AI I I 1 1 A GACCTGGGAATGGTCTAAAACATTTTGCCTCAGCCTAATCATTGGATCCTTC 
AAGGAAATGGATA7TGTGATGCACATCCCACGCGGTGTCCTATCAAATGGAACCTTAGCTCT . 
CAGGCAAGTTGTTAGTTTQAAGGCAQTGACAATGAGGCCAAGAATQACTCXrrGGCTCGTCCA 
CTGTGCCATCACAGGCa'GAGCCAGAGCCTCCCACATCAGAATGCCCCCCCCGTGCCAGTGG 
AAGTGATCTCTAAGTAAAACTATTCCTGCCCTCTCTAGCCTACTTTGTCTGGTTO 
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>833 

ACI I I I M I I I I I M I M I I M I M I I GGGTCAAGTAGAAATCAAACAGTCCTAATGGA 
GTTCATATCTTATGGCATTATAGAAAGGGTTAGTTATGAAACTATGTTGTTATTGTTACTATTA 
CATTGCCTGGGTCATATATATAAAGCATTTAGAGAGACTGTTCCAATAAGTCTCATTTAATTG 
GTGAAAAAATTAAATATTGGTTTAGATACTTAGCTA AATAT TAGTAGTT AAATTC AAAG TAAA T 
GAGTCTGTATGTTTAAAACTACTTGGCAGTAATAATTTTTAAAAGTAGAI I I \ lATTGCTTTTCT 
TGAACTAACTAGTGTTCATACAACACAGGTAGTTTTATTTGTGCCTGGAATTAAGGAGTGAGA 
CACATTTGTAAAATGTTCACAATCAACGCCTGTCCCATTTTAAAATCTCACAAG (ill I CTTCA 
TGATTAACACAATTCACAAAATAAGAAATGGTATTTGGTCATTCTCTGAGT TCAAT CT GTGCT C 
TAGTAAATATAACTTGTGAGGAAAAAGTAAAAAGGTCAAGAGTGTAATTCATTTTGAGTTTTTA 
AAAGTATANNNNNNN 

>834 

AG! I m I M I I I I 1 M I I M I I I N I IGGTl I I I I I ATGTGAGGAGTTCGAGGAAGAAA 
GGGAGGGCTGTCTGGGGACGTGAGTATCGATTGTCTTTGTATGATCCATTGCATGTCCAGAA 
CAGATTCAGATGCATGCTTATAGTTGGTCATTGCGTGAAGCCTGGTGGGTGGGGGATAGTAT 
GAATACTTGCCCTCATCATCCCCATTTCAGAGATGCATAAACAGAGGCGAGTCAGTATGCGT 
GCAGAGTGTGGATAGAGCCCGAAGGGTCAGGTTAGGGAGGTTGCATCGAGCTGTGAGTGGG 
AGCTAGGGGAACTGAGTCAGCCTCCATCACTCCGTGTCTCGGTTTTGTGAGCTCTCAGGTG 
GGTATGATGATGCTGGCTTTGGAGGGTAGCTGTGAGTATTAAATTAGGCTGATGGAGGGCA 
GGTGAGGGCGCCAAATTGGGGTTTAGGTTGGGAGAGTTGTTGGGTNNN 
>835 

AGI I I M I H i I i I I I I I I i I I I U M I M M I i AATTGAATGGAAGAAAAGTGCAGCTTA 
ATAAGTTTAATGGAGAAAGAAGGAAGCAGTATAAATTTGTGGAGACTGGAATGAGATGTCCTC 
CAGTGTGGTACGGTGGGCGGAAAATAAGGGAGGAGAGAGTCAGAGCCAGGTG TTTGCGTTG 
ATGGGAATGTGATGAGGTGCGAGATGGGGTGAGAGCCTGAGTGAGGCTGGATC I M I M I I G 
TGTTCCCTCTGAGTCATGGAAGTGTTCAAAAGGAATGATGAGGGTATTTCGTTAGTTTACTTA 

GNNNNNN 

>836 

NNNNNNNATTGTAAAAACATGCCAAAGCANAGCAGAGGCTTTTATTGCAGATAAGGC 

TGTGTnTGGCTCAGAGACCAATTGTGTAGATGCCTAGGACATAAATGGTGGGGATCGCTAT 

TGAAATTAAATTAATTATTGTAAGTAGGACTGAGTTCTGTAACACATGTAATGATATGCTGCTG 

AGTTCTGTAAGACATGTAATGGTATGTnTGATAGAGATGCATCCAAGAAGTCAGATTGAAAT 

CCGCTGAGTGAAATAGTTAAGTGTCCTACTAAAGTGGTGTTAGTAAGGGTAAGAAGGTGAGG 

AAAGCAAGGTGTGTGGGTGGGTAGATTTGTGTGTGTGACCCCAGCGTAGCCTGGTCGCCCTA 

AAAGTTAAAAGTGAAAATGATACTTTTGCAAATAATACTTTGGGCAGATCGCAGGTAAGGGTG 

ATTTTAGATTTTTCAGTAATGTGTAAGTGTCTTTGCTAAGTACA GTGT TTAAGACTGCAGTG 

TAATTAAATATTTGAAATTGCTAGAGCTTCAGATAGTT TATAC ATTTTGGTGCTTG CATAG ATG 

CTTTTGTAACTCTTrACAGGCTTAATATATGTTTTAGTGTTTTAAAGAAATACTAAC 

GGTTTGGGGATGAAATTTTTCATTATGTCGTTTGGGATTGAGAAGATTTAGCATCA CTAAGT C 

ATATTTATATACCTCTGCTAGGTGTTTGTAAGTTATACTTGGTACTTGAATTTGTTTATT^ 

GTTTAAAGAACATGGTTGGTGCGGGAGAGGTGGATGAAGACTTGGAAGTTGAAACCAAGGA 

AGAATGTGAAAAATATGGCAAAGTTGGACAATGTGTGATAT TTGA AGTAAGAGCGTTTTGTTT 

TGATGTTTATAACACAAGTTGTAATTGGCACATTACAAAACATTTTCTACAAACAGGACAGGG 

TATGCTATAAGTAAGATTCTTACTGGAGAAGATGACAGGC GTTGG TTATTTGTACTTCTGTTG 

CTCAATTATTACAGTTTTAAACATAAAGACAATGATTTCAAGTTTTATTTGATGAAGAAAC^ 

AATGCTTCATGATTGAGGATCAGTATGATGAGTGAAGACCTTGATTCTAGCGTGCTCAGTAG 

TTTAGTTCCTTAGACATGCGTTTGGTTTCAGTCATTTGGTGAGTATTTAGTGCCTCTCACATG 

CACTGCACTGTGCGGAGAGCACTTGGATTACAGGAAGCATGCTCTGTAGTCTCAGTGGTGT 

GTTCAGTTGAAGAAACACATAAAATAACTGAAAGATATTCAGTTACTAGACTAGGTAGTATTG 

ACTAAGTTCAGGAGTTGAGAAAAGGATTAGATCAGTGAAAAAATAGACTGCCTTGTGAGCAA 

TAGCAGATATGGGCTGCGCTTTGAAACGAACAGGTGGGATTTGCAGGGAAGGGTATTCTGA 

TTGGGATAATGGCTCGTAGGAGACAGTGAAGATCAGGACTACCAAAATGGAATGGATGGGC 

GTGTTGGGGATTAGCAGAAGTGCTTAGGTGGGTGGAATTACAGAGGGCT AGGAAA GCTAGA 

CAQACTAGTCAAAATGAGACCTGATGTGAAAGGCCACTAGGGCACCAGCCI r 1 1 l AATCTGA 

AAGGTCtGCTTCGTCTG 11 1 CI I I A TCCTGTTGCTGGTTGTrGACGACATAATTATTTGTTTAC 

GTCATCAGCTGGCACAGGGCCnTATGAGGTCAGAGACTGCCTAGCGCTGTGTTCCTGGCA 
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CCTAACAATGCCTGTCATAAAAACAGGCATTCAGTACGTTTTTGATGATGAACAAATTATACT 

TATTTCCTTGGTATTTGACAACTAGTTGACTGTATATGATGATAATTAGAATATCGACTCTGAG 

AAATCATTTAAAAGAGAAAACTCATTCAATGCAATCTCAAATGCGTTT ACTCA TGACGCTCTCA 

TrrrCTTCCAGATTCCTGGTGCCCCTGATGATGAAGCAGTACGGAT ATTTT TAGAATTTGAGA 

GAGTTGAATCAGCAATTAAAGCGGTTGTTGACTTGAATGGGAGGTATTTTGGTGGACGGGTG 

GTAAAAGCATGTTTCTACAATTTGGACAAATTCAGGGTCTTGGATTTGGCAGAACAAGTTAAG 

GGCGAATTCGAAGCTTACGTAGAACAAAAACTCATGTCAGAAGAGGATCTGAATAGCGCCGT 

CGACCATCATCATCATCATCATTGAGTTTAAACGGTCTCC 

>837 

ACi I I I i H I I M 11 I I I I M M I I I GCAAACTTTAATAGGTTTTCTTAG CTTG ACAACT 
CATTCTCTATATTCACGAACATCTCGTGACTTGTTCCTTCAGTGGAGATACCCTTTTCTAGCC 
AGAGTTGGGAAAAGTAGCAATAGCATGCATTGGCTTGTTTGAGAGGCCCTGGGTGAGCCTTT 
GTTGCATAAAGTAGGAGGTCTGTTATTGTCTTGGTAGCATATGCCTTCATTATAAGTTTGCCT 
CTTTGAAAGAATATTCAAAGACCAACACAAAAGAGAACATTTCCAGATCCAAGAGAGTGTATG 
TAGAAACAGTGACAAGTTAGAAAATCAACTTAGGTATCAGATAGCAGCCACAAAATATGTTCT 
GAGGAAAAATTCATAGCAATTTATAACAGCTGAGAAAAAGAGGGAGGATGCGGGAAGGTAG 
ATTTTGTCAGAACTTACTAGACTAAGGATNTATTGCATATTTTTTACTAATTAAATGTTGGGGA 
TGNNN 
>838 
>839 

ACAGACAAGGGGGGGACTGGCATGTGGTTTGTTTCTGGTCTTGTAGTCGGTTTGGA 
ATTTTCTAAGTCAGGGTGGGGTGGGGGGACTGTGCACGAGTCATGTGCAGACTGGAACCCA 
TGTCCGCGTCGGTCTGCAAGTTAAAACAATTGGGTTGTCCTTCTGAGCATCTGCCAATGTCT 
CTTACTCAATGTTGGATCAAAAGGGCGTTGGAGGAGGAGGCTGGGAGGGAAATCCAGACAG 
TTCTGCGCCTCTGAGATCAGGTCGAGCTGTTAGCATCGTGCTGTGGGTCCCTGAACAAGAA 
GCAAAGTCAGGACTGGTTTGGCCAGGTAGGTGAGGATCCAGTGTTGGGTGATTCTGATCCA 
TGCAGCCCTTAGAGGCGACACAGACGTGAACTGGACATTCTAGGAAGAAAGAGCCGACTGC 
CGGGTGACCTGTCTAGTTCACATCCACTCACCATTTCCCTCCTCGTTCCTATTCTTAGAAATA 
AGACTCTGAGGCTCTCTTTTATACAGGCTAGTCCCCTATAGGCATGTCATGGTGATTATTTGC 
AATCCTCCTGACTTTCCTAAGAAGAGATCAGACTTANNN 
>840 
>841 

NNNNGATAACAGAGTTTATATACCTCCTGTCCCCATCTGTACACTTAAAAATGTATGT 
GCTGTTCTAATGCTACTTATTATTATTCCCTTCCTTTGTAGAATGTATCACACTAAAAGTGTTT 
AATCCTGACTATAACAATTATTTGTTAACTATTAAAGGGGTAATTATACTCTAAGCTTCCAGTT 
TrCAGTTAAAACAAAAATGATTAATATGCGTATAGAGAACTTTGTGCAGCAC TTGGTA AGTATT 
TTTTAAAGTGAAGTCTATrCAGACTGCAACCAGTAAAGTATTTATGGT TATAATT TTTCTCAC 
ATGGATTTCTGTTCCTTTGTTGCATTGTTTGTGTTTATTTTATGTGATG 1 1 1 1 lAGGTACAAG 
GTGGGAAAATGACAGTGGTTTAGAGATAAGAAGCACATGAATGGAAAGTAAATATGTGGAGA 
TTTTTGGCCACTCnTGTAACTACTATCTGAAGTAGTTTTAAATANNNN 
>842 

ACTAGCTGTTTGGGAAACTGAGGATCATAGCTCACTGCAACCTCCAGCTCACAGGCT 
CAAGTGATCGTCCCACCACAGCTTCCAAATAGCTGGGACCACAGGTGCAAGCCACCACACT 
TATTAATGTAGATTTCCTTTGTAGATGTAGATTTCTTTTACAAAGTGACAGCTTTT 
GTCCTATGTCTGCAGTTTGTCAGAATAACCAGCTCAAAATATGCCAGAGAAGTATATTTTGGG 
GTGGCATATTCTAGTCTCCTCGAGTCATATTTTGGGGTGGTGTGTCCTGAGCCCCAACAAGA 
TAGGTTTC AI \ I I I GAAAATTGCTCTTCCAGTCCCACTGTTCATCTCATAAGCCCAGGAATCA 
CCACGTGTTGATTTGCTAGGCATCTTCTTGCTCAGGGTAG TAGAT GTTTGGTGGACTAGAAA 
TGCAGGGAGAAGAAAAGGAAGGCTTGGTGATGTCAAGGATTTTTAAAAGCAAACTATCTCAC 
TGTGTTCTCTCAATAGTCACCCTCTGTGCTGCTCATTCCATGAGGCTTAAAGCTGATAACTGG 
GGGACAAAAGGGTTAGGGTAACAATTTATTTTTGTCTGCTGACAAT ACAC ACATAACTT^ 
GCTGTGGTTGGGGAAAATATAACTGTGGATTAATTCTGAGTCATTGTTTTGGAANNN 
>843 

AGM 1 1 1 1 1 I I I III N I 1 1 1 GCCTATTAATTGATTAGGAAAAATAGGTAGACCCTGAG 

tgaaagtagaaaagaaccattctggtaaaaattctgaaagtagaaaagaaccttt 
aggtatgtcttaatagagcagtgctaagagaggtggttaggtatgtgaatgcatgccactta 
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GAAAAGAATATGAAGGAGAAGGGACCAAGAAGGCAGATACATTGCCCCTGATAAAGAAGTC 

ATTTTTCTCTCACCTTTACATAAATATCAGCCAGTAAAAATCTAGGAGCACAAATAATGAAAGC 

GAACCGTGTTGGGTCTGNNNNNNNN 

>844 

ACAAGAGAACGGACGGCACTTACTGAGCCCATCGCAAATGTCAGGCTCTGTGCTAT 
AGTTACATATCCCATAATCTTCAAGACCGGTCAAGACCCCACAAAGTAACACAAAGCAGGAA 
ACTAACTCAGATTTACTTGCCAAAGGTCACACAGTTAATAGATGGTGGAATCAGGACTCAAAA 
TCAGGGCTGTGTGACTCCAAAGTCCAGTGCTCTCTCCACTTTACCAGGTAACCTTCATAATA 
CCGGATTGGAAATCAAACCTGTCACTTACTTTCTATGTCCCTGAGTGAGTCACAACTTCTCTC 
AACGAGCNNNNNNNNNN 
>845 

ACCAGGAAATTGGTTTGATTGCCATAGGCTAACCTTGGACCAATCACTGTGGCCAAA 
TACATGAGGATCCTTATTGGCTCC7TCTACTAGCAACAGATGGTTTAGAGAACAGTGTATGAC 
AGAGAAATGGGGATGACTATTATAGGCAGATT GAAT AATA AATGTT CACTCTACTACTCAATA 
AATATTTGTTG AACAAATCAAAGCTGATCCC I i I I I I CAAAA I I I I I AATGTGACTCTTAGGGG 
ATGGTGGATCCAGGAGAGAAGATTAGTGCCACACTGAAAAGAGAATTTGGTGAGGAAGCTC 
TCAACTCCTTACAGAAAACCAGTGCTGAGAAGAGAGAAATAGAGGAAAAGTTGCACAAACTG 
TTCAACCAAGAGCACCTAGTGATATATAAGGGATATGTTGATGATCCTCGAAACACTGATAAT 
GCCTGGATGGAAACAGAAGCTGGGAACTACCATGACGAAACAGGTGAGATAATGGATAATC 
TTATGCTAGAAGCTGGAGATGCACAGTGGAGGGAGGACTCTGAAGCTGACTGCCATGGGTT 
GTAGCTGATGGTCTGCGTGTAAGCCAAAGGCCCACAGAGGAGCATATAGTGAAAAGAAGGC 
AGTATCACAGAATTTATAGTATAAAAAGGGCAGGGTAGGCCACTTGGGGTATTTACTTTCAAA 
ACAATTTGCATTTAGAGTGTTTCGCATCAGAATAACAT GAGTA AGATGAACTGGAACACAAAA 
TTTTCAGCTGTTTGGTCAAAAGGAATATAAGTAATCATATTTTGTATGTATTGGATTTA^ 
GGCTTAAATTAAATTTAAACAACTAATGCTCTTTGAAGAATCATAATCAGAATAAAGATAAATT 
CTTGATCAGCTANNNNNNNNNNNNNNNNNNNNNNNNNNNGGGGCCGCCCCCGGGGGGGA 
CCCCCAATTCCCCCTTAGGGGGGGrrmTCGCCCCCCCCCGGGGCCGGNNNNN 
>846 

ACTTTACTTATTTATTTATTTATTTATTGTTTTACTATTTCACAAAAC/^ 
TCTTAAAATTGTTAGTTAAAATGTTTTCTTTGTTTTCCCAATAAAATGTAAAGT^ 
TGGCTAAACTCCTAAGGGGATAAGGAGGCGCTAGGAGAATAGGCAGGTTGGAAAAGGGTAG 
TCGGGAGTTGTCCAGATTCTTGTGTGGTAGTCTGGGTAGTCTGTATATTTACCATATGGGCT 
ACAAGACACACACACAGACACACACACACACACACACACACACACACACACACACACACCCT 
TGTGAGCATTTATTAATTCGCAGTTGATGGTGCATAGTTTGCGGAGTGGGTAAAGGATATGT 
TACTTTTGTAAGTANN 
>847 
>848 

GGATG unci I C AGCTGTATGATTCTATCATACTTGAAACTGATGAAAAATTTAGTAT 
CCTATGT UI IN I I A TAGATCTTATGATTTATCAAGGGGATTTATATeTCTTATTCTCCATATAA 
GTCTAAAAAATCACATTGAAATTGTTAGTGATAGGTTGACTACACATGATTTGTrGGCAAAGT 
CATTACCTCAAGCTTTGTAAATTCTTCTAGATAAAAGGAGACTTGTGATTAGAGAACTGAAT^ 
CAGCCATTTAAACCTGTAGACATAGAAAACAACCCAGTGGTCAAACCTGAGCTTCAAGAGGA 
AGCCCAAGTCCTCCTGTTTCCTGAATGGCTTTTCCACTCCAATTCATCACATATCTGCTAAGA 
CACATTTGCAGGTAGAATCCATAATAATATCTGTTATTTATGATCTACCTAATATTTAAAGGAG 
AAGAAAAGAAGTAGCCTTCGTTGCAGCCAACATCCAACAATAAGTCCCACCCTTAATGACAT 
TTCAAAGCCTTCAGATCACTTCTGACATGTCTGTCCAATATCATTCGAATCAATAG TCTTG GAT 
TTAAATAGGTTGTTTAACTCGGTGGTATTGAGACTGTAACCTTAATGGCTCAGGTCTTTTAGC 
TTTGTTCTTTGTCATAATCTGCACTCGTGGCCAGACTGACCAAACCTGGGCTGCAAAGGAAA 
GAGATTTGAATTGATCACCAATGTATGAAAAATACAGAACCCATGTCTGGCTCCTAAACTCCT 
GGTAATAATTCCCGCCATCGTAGCAAGTGTCCCATGCATTCAGATAAAGCAGTCATAATTTAT 
GGTGTATTTTACCGAATTGGTCCAGCATATTGGTCCTACAAGGCTCAGCCAAGAAATGTATG 
TGGTGCGTTAAACTACAGATTTCTGGTGACTGTTAAAAGTGGTTTACAAAGATTGAGA AAACA 
ATTAGATTQAAGAGTTTTGCTTCAAGTAGACCTGCATTCATAGCTAGAGTGCATGAGATTfrC 
AGCACTGTAGAATT TCACA GAGGCACAAGCATAACACCAGTACTTTAGCAGCQBGCAAGAGT 
TGCATCTATTAAACGTTTTGAGAAATGAGATTGACrrATG CACA TT^ 

TTAGAAGTCGAGGTAACATATAAAATATATTCAGACCTAGTTTTACTTTCCATATTGTTGCTCC 
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AAAGTAAGGTAAATAGGAGTTTTAGTTGTACTGGCCTGTAAGA I I I I I I AAATTACACAGTGC 

ATGACAACAACTAAAGCCAACTCAGTGCTTCTCTTGGCATTGTGAGTTGAGGACCTTTAGCG 

AACTGTTAGCTCATCTGACTATCTGTGTAGACCAAGGGTCGGCAAAGTTTTCAGTAAAGAGC 

CACAGAGTACATATTTTGGAGTTTGTGTTGTCTGTACCAACAGACAGACATGGTGTCTGTCC 

CAACTACCCAACTCTGCCATTGTAGCACTAAAGCAGCCATAGACAAGATGTAAACAGAAGAG 

CATGGCTGTGTTCCAGTAAAACTTTATTTACAGGCCAGGCATGGTGGCTCATGCCTGTAATG 

CCAGCACTCTGGGAGGCTGAGGCTGACAGATCATCTGAGGTTAGGAGTTTGGGACCAGCCT 

GGTCAACATAGTGAAAGGCCATCTCTACTAAAAGTACAAAAATTAGCCAGGCATGAN 

>849 

GGGCCGAGGTACAAAAGTTCTGAAATAACACTATAGGCTTAAGGAATAAGGGACCA 
GAAGTAGCCTGGTAGCCAGTGTATTTCTGGCTTTATACATTCCTTAGGAAAAAAAAAAACTTT 
ATAGAGGTATTTAAGTAGAATTAAGGTTTACACAAATGATTTTTTGAGAGAGAGAGTCCCTAG 
GACCTAAACATTCGTTCTACGGAGATAGGGTCAACACGCAGATATTTATTTAGCAGCATGGT 
CTGCAGAAGTAGGAGGAGGTGACCAGATGTGATGGATTATGCCTGTAATTCCAGCATTTTGG 
GAGGCTGAGGTAGAAGGATTACTTGAGCCCAGGAGTGTGAGACCAGCCTGGACAAAATAGC 
AAGACATCATCTCTCCAAAAAATAAAAGAATTAGTTTGGCACACAGGCCACGGCCATGACAA 
GGGTGACTTGCGGTCGTTTTAATCACAGGAAACAGCGTATGGCCATGATTACTGGCCGTCG 
TTTTACACACAGGAAACAGCNN 
>850 

NNNACATTATCCACATTTAACACCTTTTCAGTTGATGGCTGATTATCTGATTTTGCAA 
ATGGTGCCTCACTGTGGGGATCCCCTCCTCTATTCTCAGATGTGGTGATGGTCCCCTCGTTT 
TTCGACGTGCCTCCCGCTGTGGGCTGCAGTGTCATATGAATCTCGGAAGCACATTTCAGAA 
GTGTTTCTATCTTTTGTTCATAATCTTTGAGTAGTCTGTTCAGTTCTTGTTGAGTG^^ 
AGGGAGCTCTTCACAGAGCTCCCTCAGGACTTCCATGTGGTGATTAAGGTGGTACAGGCAG 
CCTTCCTCAGAAAAGCAGGCGTCATGTTCTTTGATGAGACCCTTGGTCCTTCCTCTACGGAT 
AAGTTTCTTTTCTTTATTTATTTGGTTTTCAAGTTT^ 

AATATCT AI I I I I AGTTGTTGAAGATATAAAGACAGTTCATGATGAAGAGACTCCCATTTGGCA 

CAGACATCTCTACTCTTTTCTTCTAAAGACATCTTTATGTCCTCAGTTACATTA I I I I I I AGTTC 

TTCAACAGCTTTCAAATACTTGGCCAGAC I I 1 I I GTATTAGAAATTATTAGTGCTTCCTTGTGT 

nTGAAATGAGTTCACCGGGGCTCTCTCTTTGCCCCAGTAACTGCTGAGCCCTCATCATATA 

TGATTCAAGTTCCTTCTGGGATTCTTCCATCTTCAGCCTGATGTCGAAATCTGGTGAAACGTC 

AGTTAAGTTCTTCAACGCTGCAATGAGTTTTACCACATTGATCTGGACTTTCTCTTTAGCTTCT 

TGAATCTTTGCCTGAAGCCCAGTTGTGAGAACATGTTGAAAGGACTCCTGGCTTGAAATATTT 

TGTATATCCATTTGTAACATATCTTCACTTCTTGCCATAAGCTTTCATCAAACATAGAGCCCTT 

TGGCAATAAGATGCTTCAAAGATTCTTGCATTGAGGTGTCCACATCATCTTGATCCAAAACAG 

ATTTGGCTTGTGCCTCCCAGATTTCCACTTGTCCAATGAG Mill GAACATCTTTAGCCACTTT 

TAGTTGGCCTGTGAATTGTTCATTTTCI I I I I CATGTTTCTCTCCAGCCTTTATATTTTGATTAT 

AATTTtCAGGAAGTTGTACTGACATATCTGTTGAAAACTCAACAGTTGCTTrCTCTTC^^ 

TAGAATATTTCCAGAATTGTCAAAAGTGGGCTGATCCTG I 1 1 fl N ATCATCAGTGGCAGGTT 

CATTTCAAGTTGAG I I i I I G AAACGAACTTTCTCCAT C i I I lA TTCAGGCTTCTCAGTTCTTTA 

GAAATAGATGATCCAACCACATCATTGCTGACTTCGACTAAGAAATTTCCTGCTTCATTTAAA 

GTAGCGTGTTCTAGATTCCACTGGGCTAGTGTCTCAAAGGGTACCTCTTTAATTTCTTCCTTC 

TTTGTCTCCTCAAAGCAAGCCCTTAGTAAGCGAAGGTTTTCCACATAAGTAGCCGAACATGC 

CAGCA C I I N I GTAGAGTGGACTTCACATTATATATATTTTTTCTATACATACAAACATCAGAT 

TTCACCATCATATACTGTTTATTAATATTCTGACATTCTCCAGCCAAATTCTTATAAATTTCTCC 

AC A I I 1 I I GAAAAGAAGTATCAAGTCGAGCTAGGAATT C I I M ICI I CAATAAATTTAT GCCA G 

TCTTCCAGCAATAATTCCACAGATTCTCTGCTCCCATATTTAATGTTCCAAATATCCAATTTTG 

ATTTCACTTCATCTACCAAACCAAGAACTAAGCACTTGTAGTAATGAAATTCTAGAAGTAGAA 

TAA A I I I II I CTCCAAAATGTTGTTGATTCGTGTTTTCATTTGCTCCAATTTGTTAGGTGGTAC 

CAATGGCAAGTGATTTTCATCCTTATTTTCAAAGGTAAGGAGAATGTTCGAATGATGCTCAAA 

TCTATCCATCAGGCTGTTGAATAAAGTCATTTTCTCTTGTATCAGAGTCACGGCTTGAGAGTG 

ATCCTGGGAGGCTGACAAATCTTCATCCATAAGCTCTTCTACCTCCTGGAGCCAAGCTT 

tttgat6gaggggtgggggcaaggcataatttagctttattttcxjatgcattaatct 
tcgaggccatcccaggcttctctcaactgtaaatgatccttgtccagctcatcgagatcccg 
ttttattgacagigacatccaaaaaggac i i i i i ii cttcattgaatgactccataaaggacag 
CAGGGTATTATAC 1 I I I I aaagtaggtatcattctctgaatcctttagcaacttctgtagtttt 
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TCCTTTTGCAGAGTTAACCAGCCCATAGCATCTTTCACCTTTCCCTGAGCCTCCTCTCCAGTC 

CCAGGGGCATCTTTGGAATACTGCAGAAACTGTGGCACATAGGTCATGATGGACTTTTCATC 

AGGATCAACAACATCCACATCTTGTGGTTCCAGGAATCTGGGGATTTTTAATTCTTGTTCTGC 

AATTCTGAAGGCCTCTCTCAGATTGTCrrTGTTGGATCTATGCTTCACACTCTTCATGTCAATT 

AGGTCTGGTCGGAAGGCATGAATGATGGCCAAAAAAGCCATCCCATTTCTGCAACTTGACTT 

AAAATCGGTGACATTGACAGACTCATAGGTGGCGGATTGTTCGTGAGCCGACAAAAGAAGG 

GCGTTTGTTGCAGACATTTGCCATCTTGCTTGCACTTTAGAGCATTTCTTAGGTGGAGGAGTT 

GAGGCAGGAGATGAGTCAACCAGACTCAGATGATCGAGGGAAGGCTGATTGTAATTGGAAG 

AAAGAGTCTGGGCAAGCTTCTCAATATGAAAGTGCAGGATAATTGTCCAAATTAGGCGAAGG 

ATAATGGATGGGTTTCCATCAATGATATGAGTAAGATGAATATTTATTAGCTTAATTGATCGGT 

TTGTTAGGAATGTCAAGGCATGTTGTATATTGATTGTAGAGTGGAAGGTATTAGATGGTTTATG 

GCGAGGGAAGTGTTGCGCAGAAAGTAGTTGTAGGAGATGCAGGAGGAGATGGGGGTTTTTAA 

TGTCTGTGAATAGGTGGGATATAAGTGAGGGAGAAGTGTGCCTGGGGAAGTGTGAGTTTATC 

CAGGACGTGAAGGGTTTCTTCTGGGTGTCTTGGTGTTGAGCTTGGAATGAAATATGGAGATG 

GTGGATGCCGGAGGAAGCCTGTTGATGTTCGGTGGGAAGGTCAGGAGTAGATGGGATTGTTT 

GAGTGAATGGAGATTATATCATGTGGATGTCAGTTGAAGAAGTGAAGGTCGGGGCGGCGGAG 

GGGGAAGGGCGGGGGGGGGGGCGGGGGGAGGTGGGGGGGCCGGTTGGGTGGCTGTGTGG 

ATGGGGCCTTTTGGTGGGTCTGGGTGTGGG I I I I I GAGGTGGGGGCGAAGGGTGTGGGGGG 

AGGTGAGCTGGTGCC 

>851 

AGCTATATTGTATGGAAAATTTATAAAATAATGGTTGAACATGAAAAGTGATGTTAAAA 
TTAGAGGAATTAAGTAAGCATGGAATAGAGAGAGTTGGAGGATGCCTGGGGTGTGGGAAGTG 
GTGGTGTGTGTGTGTGAATGTAGAAGTGAGGGTGAAAGTCTGTCTTAGGAAAATTTTGGGTTG 
CCACTGGGGATGCATTTGTGGTGACTGAACAATTCGCACAGAGGAAATGGGAATAGTATCAT 
CAACTAGCAGTCCTCCCATGCCAACAGATTTGGGGTCCTTATCTAAGTGTTTCTGCAGCCGG 
TCTTCCCTTCCTGACTTCCCGTATTGGCTCGTTAAAATGATTAGCTGGCAATACAGGTATGTT 
TGGACTGCTATTGGTGGTGAGTTTAATCTTCTAACTGTGTTTTGTGAAAGGAAATATTCCCTA 
AAAGCTTTGGTGTCACTTAAAAAAAAACAACTATATATGATTGAAAGAAATTTGAGATATTT^ 
GTTTCAACAAAAACCACTGAGTTTATGTCTAAGAAGAAAATTCAATAAGCATTTATCAAGTGGT 
TAGGATATGCTGCAATGTATGT 
>852 

ACTAGCAGATGATGGGACAGTGAGAGCTGGGAGGGATGGGATGTGCTTGCTTGATG 
TCCCGTCCCCTGTGCCTGCCTCAACCTACACAGTCCTGTCTGGTGACGTGCCAAAGTCGTTC 
CTGCCTTGCAGAGAGGCCTCTCTTCGTCGAACATGGGCCTCAGGAAAGACAGCCTGAATGC 
CACTACCCCAGGCTTGTGGAAGGTTCTGCATCAGTGTGGCATTGTTGCGATAGCCCTCAGTT 
GATGGTTGTTTGTGGTGTTGGGAGGCAGGAAGTACTTTAGGAGGGTGGAGGGGTGAGAATG 
AGAGAGGACTTGCCCTGAGCCACCCAGCTGTGGTCACCTGATGGCCCGGATGGCTAGATAA 
ATGGTGGGAGATCGGTTGTCGTCATAACCAGAGTGAGCTGGGGTCGAGACCAGGCCTATGG 
GAAGAN 
>853 

NNNCACATACATACACACTAACGCTOAGCATAAAGTTTCGATTACAGTTAGACAATGA 
CTrGTGGAGGAAAAACAAGGATAAACAAGAGTGTCAAGAACTTAAGAAAAACATCAGAGTTG 
ATrATrrAGGACTTTCTCAGGATTCTAAGGCAATAAGCCTAATTCAAAACGTGAAATTGTTCTC 
TATrrCCCATTAGTCATTAAATGAGATAAATGACAAGCTATTGCTGCTTCTCCATTCTGTTTTC 
AAAGAACATTACAAAAATAAACCAGTGTGTTCTCTAACAGTTCTAAAAACAGTTTGAN 
>854 

ACCAGAAGCAAGGCAGTTTAGGGACAAAGGGCATGAGCTTAGAGTCAGATTTCCTA 
GGTTCAGATCCAAGCATCACTACTTATTTTCTTTAAGAACTTGGGGATCTGTAAACCAGGGAT 
AATATCTTCTTCAAAGGGCTTGTGTGAAGATTCAACAAGGTAATACATATAAACGTCACAGAN 
N 

>855 
>856* 

NCCTGAAGTGATCGAGCCACTAGAGCCTCCGTAAATGGTGAGATTACAGGCAGGTA 
CTTCCACGCCCAGCCCACTAAATTCCTTCTTAAGCTCTCAAGtAI 1 1 1 1 ATTTCCAGTGTGTTT 
TTCAGAAATGTAAGTAAAATAGTGTAATTCAGGGtGTAtAAGGAAGdTTGCAATGT^ 
CATATTGAAAAAACCCTTTGTACAGAATACAGCATAATGAATACAACAACTAGCATCAAACTC 
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AGTGTATATAAGAATGGCTAA GTGA CCATTAGTCATGTGAAAAGCTTAACAACTATTAAGCTC 

TTATTTTCTTACTAAAAAACAATTTTAAGTTCTTTCAAGGCTATAGTTAGGGT^ 

GCCCTATTACGCAGTAATTCTTAAAATTTCTAGGTAGTTAAAATTTCTTTAGACATTTCCAAAG 

GTTAGTAAAGGAAGACATAAGATATGCTTACTTAAATCCTTGCTGGTTCCATGGCTGGCCATA 

CATTCCATATGCAGGAACTTACCCACCANN 

>857 

ACCATGAAATAGGACCTTCTACGGTTTAAAATAAATGTTTG I i I I I I I CTAGCCCTGT 
AGGTCAATGAATGCCTGACTCCAGTGACAGACCATAATTATC CAAATCT CTCATTTATGAATA 
TGGAATATAAATATGCTAAATTGATTATGTCATG AATAGACTTC I M I 1 I GCATAACAATGTTT 
GGAGTTTCTCACCTTTCTCCTAGCCTTC M M I CTTCCTTAAATGTAGCCTGGAGGATTCCTA 
TCTATTCCATANN 
>858 

NNNNAGTCGACGAGGCGTCCGGTTTTGTAGCAAAGTTTTCCACACAGGTCTTATACA 
TGTCCTGTAAAAGGTATTCCTGGATTTATATA I I I I I AGATTGGTATTGGTTTCCCATCTTAGT 
TAACTAATTGATTATTGTTGGAATATAAAGATATTTGAATGTTTTGTTGTTACATAGGGTTTAT^ 
GATGATAATTCTGCTATTTCTTTCTCTTAACTGAGAATTCCTCGAATTTAAAACAAAGCCTT^ 
AATGAATCCCTCAGOAAATGGAGACTGAGCAAACACATATAAGCTACAGCCAATAGGTCAGG 
AGCCAGGTGGTAGAATAGACTCTTTTTTCAAAAGATGGCTCTGGCGTGTCCTTTAATAGTAGA 
CATCCA mil GTGGAGTGGTACATATGCAGCTCTTGCTAGAATTAGGTGCGTGGTCTAGAG 
GTACTACGTCTGCCAGAGTCTTCTGACGGTGTGACAGAAGATTTCTGTGTGTGCTCCATGGG 
GAAGACTGTGCAGGCCAATCTAAGCTGTTATTTCGATTTGGTCAAACAGTATTTCAGTGGCAT 
CTGGTCTGGCATGAGAAATCAATTCAGTCAGGTCTCTTCTGGAAGAATATTGTAATTGATTAC 
AGGTCCCTATAGTTGTTCCTTTTGGGTTTTGA I I 11 I CAAATGACCAAGTCCGTTATATGGGA 
AGGGGCTGGGGCGTGACTTTTGCACTGGGCCTGAGTTGTGGTATGCATTGCATCACTCTTAT 
TGTTTGTGAACTTTCTTGACCACATTCAGATTTCAGTGTGGGATGTTGTAACAAGTCCATGTTT 
GTTGCAAGATGGGGTAAGGTTATTACGAAGGAGAGACACAGCGATGAGTGTATAAATCCAAT 
CTATATTGATGGTCTGGAGAAGAACTCACATTTGTACCACAAGAATGATGTTCCTTGTACTAT 
AACCCTTGAGTAGATGACACCTGCGTTTGGGAAGAGTTGGAGGAGAGACACATGGTGGTCA 
TTTGACCAAT7TCCAGTCTCCTACCTGGGACCCTGGGGCTATTCCGTTAC I I I II GTCATAGG 
CATTAATAGTCAAATAGTGGGATAGAGCCAACAGGTATGATTATAATATATATGTTGTATTTGA 
AAATTAGGCTCTGAAAAGGAGATATTAATGTGGTGTACTTATGTATTTCATACTTTAATAATGA 
AGTGACCTTATCtCTCCAAAATGTAGCCACTGTTAACTGCTATTTATGTATTATTCACTGAGTA 
TATTAGTATCTTTGTATTTTCTACAAAGATTTATCAGCACAATTGTGAGAAATGTTCAAAA GCTT 
TTAGGGTTCGAATTAAGTTGGTAATAATGATGCACTTGGCAATTGTTTATAAAGGGATCATTTT 
AGAAAAAGGAGGAAAGTATTTTTTCCCTCTTCAAAGTGTGACTTGTAGTCTTCACCTGGATTT 
N I I I I I I I CTGTTTAACCGAGTAGGGCTTTGTTCTCAATGCAGAATCTCCTGTGACCCTTGA 
CATTTTAAGGGATTAATTTTACAAGTGCCATTAATAAAAGTTGTTCCTT GTTACT GTATACTA^ 
TACCTTCTTTTCCTTATTATACAGCTCATACATACCCATATCTAAAATTATTTTrGTTCAAACT 
CAATTATCTTATAGGATTTAAGATGCTATTTAATTGGGTAAGTCTGGGCCACACCAAGATAGG 
TGATAAAATGGTGAAACCTCAGAGTTAAACAGGCTAGGCTGTTGAGGGTGATCTATTTGGAA 
AGGAAAAGAAGGTTATGATAGGCTGTGAAAACTTGGAAGGAAGTTAAGTCAGATGGGATGTT 
TGAGGGTGAGGGAAAAGAAAGAATATGTTTGGTAAGAGCAAAGGAGAGCCCATTCTATAACT 
TTAGGTGAGAGCTGATATCTATCAGGGTTTGAATATAGCTCCTACAAATCATTCTGCAATAAT 
TCATGTACACGTTTGAGCACTCCAACTAAATTTTAATTACCTCAAAGGTAGGGAGTTGATCTT 
AGTCAATATTGTATCCCAAGACTTGCTGGGGGCACTGGCTCACAAGTGTAATCCCAGCACTT 
TAGGAGGCGGAGGTGGGAGGATCAGTTGAGCCCAGGAATTGAAGACCAGCCTGGGCAACA 
TAGTGAGACCCATCTGTACCAAAAAAAAAAAAAAANNN 
>859 

ACTGGCTGGACTTGAGGTGGTTTAAGTTGGCAGCTACATCGAAGGACTTCTGAAAA 
GCTCAAGTGACAGTTACACCTTTGCACTCTCCACATTCAGCTGGCCTT7TCCCTCAAAACATG 
GATAATCTTCAAACCTCCCTGAACAGGTGGAAATGCGTCTTTCCTCTAAGCCAAGTTCTCAGT 
CCACATTAGTCGATAGTTGGCTACAGAATTGACGTTTGTGGCCACAATCGTACTAG AAATG AC 
ClTTGGGTAATATCCtTATCTTGTTGATCTAGTTAGGGTCAAGTAAAACGAAATAGGTt^ 
ATCAAATACTAAGAAGCTCACAAAATGGAATTTAGGTGAAAACACACCAAAGTAGTATTAAAG 
Tl"CAAATTCCAAAAGAAATACTTGCATTAAAAAAGAAAAGCCATGCATGGTGGCTeGCTATGC 
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CTGTAGTCCCAACAATTCGAGGTGGGAGGATTGCCTGAGCCTGGGAGGTCGAGATTGCAGT 

GAGCGGAGATGGTGCCACTGT 

>860 

AGTTTATGCAGAAGGAAAGCAATTGCAGATGGAAAAAGCTGAGATGCTATAAGGAAT 
TACGGATTTTATAAAGAGATCACCATGTGGGTGAATGTAAATATAGATGAACAATGAAGCATA 
AAGAAAATTTTAATATCTTACAGGCTAAAATATTTAGAAATGAAAGACAACAATAGCATATAAG 
TTAAGAAAGGGGGTAAAAAGAATCAAGAGCATTCTAAGGTCCTTATATTACGTGGAAGGAGA 
GTAAAGATAATGACTATCTTCAGGCTGATAAATTAACAATGTATGCTGCGATTN 

>861 

CGTCCGAAGAGGTTGATAGTTTATGGAAAGAATTGGTCCGCTCTCCCAAAAGGTGCT 
GGGATTACAGGCGTGAGCCACAGCACCCGGCCTCCTTCAAGAATTTTAATAGTAAAATGTTA 
TAAGTGGATGAGGAGAGTAATTAATATATAGAACATTACCAATTATAAATA CATA T TTAAGT AT 
AATTTAGTGTTTTCTGGAAAGAAATCAAATGTGTTTCTGTGGGCATTCACATTTTCTTT^^ 
GAATTTTCCAAGCTTTCTACAATAGCCATACATTCTGCAATATTTATAGTCTATAACTTATTATC 
TCTAGTTGACAAACATGGTTCTTTGTTTCTTAAATTATAA ATGTCT TTAAG CTAAA AAAATTAAA 
TAGTCATTCAGCTTACAGGTCTGCTT AAAAAA CAGAACATTTTTTAGCTTGTTTTGAAGC/^ 
TTTTTAATGTTCCTGTGCAATTAGTACTTTTTACTTTAAACATA 

CATTTTAGGCAGTCATTTCAGTAI M IGM ICTGCTTACATTAGAACAAAAGCAAATGTTGGGT 

TCTATGGAATCTTTTCCATGTGCATGTATTTGTATCCTTTCTTGTTCTTGTGATCTTGTGATGA 

AGACTTCTATACTAAGCTTGGTTTAGAI I I 1 1 IGTT GTGCI I i I I I IM I I I I M I ICCCC CATT 

GAGCAGTGTTCTGAAAGTTGGATGGTTCAGTTTTCACTTTCTAGTTAGGTGTGAAGACGTTTT 

GTCCTTrCATTTCCGCCATGCTGATTGAGTGTTTTCCTGTACCATAGTAACTAGATTGATTACT 

AAATCAGAATTCATTTAGCTCACCACATCTCTTGAATGTGATTGACCTACTTGAAAAATATTAA 

TACCTTTAACTTTTGGAAACTATTAGTGTTCATAAACTACCCCAAAGCGACTAAAATGAAACAA 

CATTGTGTGCTTATGTAAGTATTATCTAA TGGCA TTTTGTTTATCTGTTGAGAATTATTTCAATT ' 

CCAGATACTTGTTAGAGATTTTCTAAAACTTTTTGGGTCTTTCAGTGAAGTGAAGACTTACGA 

TCCTTCTGGTGACTCCACACTTGCAACCTGTTCTAAAAAACGCAAAATAGAACAGGTAGATAA 

AGAGGATGAAATTACTGACAAGAAAGCCAAAAAAGCCAAGATTAAAGTTAAAGTTGAAGAAG 

AGGAAGAAGAAAAAGTGGCAGAAGAAGAAGAAACATCTGTGAAGAAGAAGAAGAAAAGGGG 

TAAAAAGAAACACATTAAGGAAGAACC AGTT TCTGAGGAAGAACCATGTACCAGCACAGCAA 

TTGCTGTATGTTTG » I I I lA ATTATGGGT TTTCA CTTGGAGG GGCC AGTTCTCTATATTTCAAT 

GTATTTTCTATATCAGAAATGAGCAGGCATTTTAAAAAATGGTTTTCATTGATGGAGAGGTAA 

AAGTGAAATGGCTTTGTTGTATTTATATTATAAAAGGCCATTTGCCAAATC TAGAATT TATTAC 

TAAAAATCAAGTTTGCATTGAGGGGAGGAGTATGATTTGCTCAAGCTTAC M I 1 I I I ATAGGT 

GGGGTTTTTATATTTTCAATGTGATTACTCACCCATACAATTTCAGCTCTTTCAAAGCATTCT^ 

GTTGGCTATTTTC 

>862 

NNNNNNNNNNNCGGGGTACTTCTAGAATTAATTAACGCGGGAATTTTGAAATATTTT 

CCATGTACATTAAATCTGATACCATGCAAGGTTATATGAAAATGTCTATCTAACAAGTAGCTTT 

TTATGTTGCCTATCATTATAGTAAAGATTTAAAAGTATTTCTGTGTTCTAGTGATTCAAGAAGA 

GTGCTCAAATTTGCAGATATTTTCAATTTACTTAAAATAGC CAAGT TATGCCTTGTTAAAAA 

AAGAATTGACATGAAAGAGCTTTGATTTACAAAAAGT GTAGT T TTAGG GATCAGCAGTTAAAA 

CAACTGGATTCCCAGATACCAATGCTAGAGGTAATAGTTTTGATTTTAAGATGGTGATGGACC 

ACTTCCCTTTCAGGACATGTCAACTCAAACTTAATCTGGAATGTACACATTGCATGCTGGGTG 

ATACCTGAGTGCCAGTGGAATATAATTTGGAAGGAATAACGTTGTTGAAAAAGATCCTCTACA 

GACAATATGAACAATGCCTTAGTGATCTATTGATTATGACAATATACTCTTGAACAAATTGTTT 

TCGGTTCTGGTTTCTGTGGTACTAATANNNNNN 

>863 

ACTACACCTCACCAGGTGGGTGTCTCTCAGACGTTACGAAGAGACAGAGTAAACGC 
ATGCTTTCTCCTATGCAAAGGAGTCTCTCCTGTTCCCTGCTTTGTCCAAACCCAGTTGCAGGA 
ATTTATGTCTTAAAGTAAAGGATCGTATGATAATTTCCCGTGAAAATGTGGGTATTAAAAAAAA 
ATAGGATATGATGGGAGGCAGAGATAAACATTCTGGTCAATTTATTGGTGTTATTATTTATTTC 
AGTTAATAAACTGCCCTTTCGCTATGCTtCACtrrCCACGTGT^ 

>864 

NAGTCCCCATTATCAAGATTTAAAAGAACACTAATTAATTTTCACAGTGCATATCTGAT 
TCCAACTTCTCTGAGGGTTACAAGTGATTGCAAAAAGTAGTCCATGGTGTCAAATGTAAGGAT 
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TCATTTATGAGAGAGTGAACATACTGCTTGTAGCTA AAAC ATTACAGGAGACCTTAAAAAGGG 

GTATAATTGGTCGCTATGTGAAATGAACGTGAGATATTTTTATAAATTATTTGTGCATGACTAT 

CTTTTGTTGATAGCACTAGGAAGACTTCTAACGTTTAAATACTTTATTTGCCCTCAATTAGTAT 

TTAAAAGTCCTATAATTTTAAGTAATTTTACAGCTGA CAAA GATAAATA I I I I M I CTTTTAGTT 

TTTCTAATGTCTTGGAGGTAAAGTGGAAATGGCCTGTT7TGACACATAATTTCTAGAACTTGG 

AGTTAATTTGATCAGTTAGAATTGGGG I I I M I I I CAGTTTCAAGTTTTGTGGTGGATACCTTT 

TCCTGCNNN 

>865 

AGATGTTACTGGGTATTAAATGCGTTCATAGTAGGGTATTAAATCAGCAAGGTCCCC 
ATGCCAGAAAAATGTGCAGTTrGTTCAATGGGAAAGATGCAGAGACAGTTTCAGTTAATATAC 
TAAGTGCTAAGATTGGGATGTGCACAAGAAGCTGGAGGTAAAAATTCTGGAAAACTGAACGT 
GAAGTCACCACTAGGCAAGCTGCCTGTAATTGAGCTTGCTTGTATATGACCAATCAACCTTT 
GCTTGTTGAAGGGTTAGTTATCTAGTTTCCTCCTTTTC I I I M I GG AATTTGGTCTTTTAAGGT 
CTTGATAATCTTTCTAGTCTAGAGCATGTGAACAGAACAGAAGGAAAATCAGGACTCAGTTTA 
CTTAATTTAAGCAAGCATTGGTTGCTGCAGTTCAGGGGAGGTTAAAGTTGCTGGGCTCCACT 
CTCTTATTAGCATGGATGGTTAAGAACTTCAGGGTTTGGAGGTCAGCTGAACAGCTGTTTTT 
GCACTCTN 
>866 

NNNNNNNNNNNNNNNNNNNNAGGTACTATGGTATGCCCTAACTAAAAAATAGATATA 
GGATAGTGATACTTTGATGAGGACTATGAAAAGGGACAGTACGGCTTAGTGGAAAAAGTTTT 
AAGTTTTCTACTGTTATTGAATAAAATTACATATAGTGTGATTCTTATTACTTGAAATTAGGAG 
GAGAAAGAATTTTTTGAGGTAAATTTGAAAAGACATAAAATAGAGTACCCTGACAAAAA TCTT 
CACAGATTAAAAATACTAATATTTGCATTGTCATGTATATTACAAACAGTATTCCTTGTCTTTT 
G G I I m I GTTTTGTGTTTAGTG I I \ 0\ 1 GCTATATGAAATATAACTTCTTTATGCAGCGTAGA 
C M I I M l CTTrGTATTTCCTGACCTTGTTGTCATGTTTAGAAAGGCATACTCTAAGAAAACTA 
AGT 
>867 

NNNNNNNCATGCAGCCAGGCTAGACCGGCTCAGCCCCACTTCAAGACAAAATCTCA 
GCACCCATTACTCACCATACATATTTATGCAGTGAGCTGCATCATGACCAGCTATCATCTTAC 
CTCATAG mini CTCTGGTAGAGATAATTAACTTATTATGCTTGATCAGTTAACTCTTGGTT 
AGAAATTTAAAAAATATTTTTAAGTGACAAATTCTTTGTAGAAATTTT^ 

GAAGTAGAAAGTTAAAATCACCCACAATTGTGCTTTTGTTAACATTTGAATATGTTGTCTTCCA 

TGATATATAACAAAATTTGTCTGGGTATTGCATATGTCGTCCTTTC CTTCT TAATATTGCATTT 

TGAGCATTTAACCAGAACACTAAATATTCTCCCTAGAACATATGGATTTTGAATAATTTAACTA 

ATTATAAAAATAACTTCCCTAATGGTTCTTTGGGCTCTTTAAAGGTTTGCTGGTATATGTTCAG 

GGTATGAACAGTTAAGGCTCTTGACCACATACTGCCATACTGCCATACTGGCATACTGCTTTT 

AAAAAATAATTAAGCN 

>868 

GCGTCCGGGCTAAGCATGCGGCGCTCACCTCCCAAAGTGCTGTGTTACAGAGGCCT 
GAGCCACCCAGACCAACCTG 1 1 I I ICI I M I ICI 1 1 1 AGCTCACAAGAAGGAATNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNTATGTTGTATACTGTCTACCATGGGGATGAAGACACAAG 
AATTATGATAGTTGATTGAAAAAGGTTGAGAATTCAGAACTTGTCAGTTTCGACCAATAATGG 
CAAAGATACAATATGAGAAAGTTCAGTTGCTTAAATGAATCTAGGAATGAAGAATCTAGAAAT 
TATAATGGAGAGGTGA7TAGGAGTTTAAAATGGTTTATTGATTGGAGATCCTTTATCTGGATT 
ATATAGGGCAGACTTTGCTTTAGGAATTCCCCCTTTGATCTTGGAAAACGGCTTTTAAT^ 
CATTAATACTGTATTGGTAANNNNN 
>869 

NGTACATTAAATTAAGCATAGTAAAGAAAAAAGGAATGTTTTCTTAGCAATTTAAGAA 
CTTGCTTAAAAAGAAAAAAAGATCAACCACTCCCTCTAGTGACAAAAATTAGCCACAAGATGA 
AATTCAGTTAAAATTCCAAACACTGTGGAGATGGAAAGCCTTGTATTTTAGATGAAAG GATTT 
ATGGGTGGAATTAAAAGAAAT TAAAAG GGAGAAAAGTGGGTGAATGGAAAACATTTACTTTTT 
Gl M I lAAGTGTTAATAGGCACI 1 1 MGTCCAGTCTGTATCTCCTTTCATTAGTCTTTATATATA 
TATATACACACACACACACACGTATGTTATATATACATATAATGGTTTATGTATTATATATGGT 

ATATATACACTTATATGTTATATATATGGGNNNNNNN 
>870 

CCCTTGGCCGCCCGGGCAGGTACTAATATTCTTCAACAGAATGCAATAAAATACGAG 
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CTACATAAATCCAAACTTGGTTCAAAGGtAGCTATG I I I I I I I AAAAAAGTTATTATAACAGAC 

AAAGCANATGCAAACTTATCCTTCCAAACGCTGATAATTGGTAATACCAAATAAGTGGTATCT 

AATAAATATACAAATCAAGAGAATACCTTGCTAGCTAAATTAAAAAAAAAAAAAAAAAACTATC 

CATAGTTAACAAGGAAGTGCAACTNTGTAACCAAAGTGTTCCTTAGCTGCCGCGN 

>871 

NATGTACAAGGGCTTCTTTGGTGATAGTTTCTACTCTCTTTAAATACTGTTCTG TTAT T 
TTTGAAATCTGATCAAGAATTGACACAATAAATCTCTTTGATATTTATACTTATGGCTACTTTTA 
ACCTTTTAGGAAAACTTTATGAATTGGAATATTCTAAAATC CTGA AATAATTTGGAATATTCTA 
AAATTCTGAAGAGAATATGAACGGATTGTTGGAATGGAACTTTTACCCGA TTCC CTCAGACTA 
GAGTGTTGATAGGAGATTTTGCCAAGAAGTTCCTATAGAGGCAATATCACTTTTAGGATGGAT 
GGGTCTAAAAGGATCATATTTAGTTTGTGGTTATTCATGGTTGGACTCACTTTAGAGGATGTG 

ttcctattaggttggtgctactatntgtgtgtggtaaataacagtatggaattatagaaagaaa 
ggttgggagaatagtcgtgtgann 

>872 

acagttgtgtgtttttgaattgatagatagtacttatgtaagaaaaatgagtaaaaata 
gagggcgagacaggcaacagccattaggttatgcacagagaaggaaaaacttcagaggttg 
tggtgcgatgttctggaagaaacaagaatgtacaggaacagaaacatgatggaagaacaagg 
gttagttagtggaaggaaaaaagatgggaggaaaaaaaaggattttgaagggaagcttttgat 
ttaaggatgaatgaaaacaaatgggaaaa gaaca acaagaaaaaagaaaagaaaagaaaaaag 
aagaatgagcaaatacagaaattattaatgttttagann 

>873 

gtggaaacaaggactttggacagcaggttgcaggggaagatttcggaggta aaggg 

cgttgggtggcttg AAGACGATTATGGGTGGGGCAAATGGAATGGCAGTAGTTGAGA I I M i g 

CGCGTTTTATCTTCTTTGAATACTTTGAGATGGAGAGAAATAGAAATGAGAGTGAAAATAAGG 

GTCATATCAAAAGGGA A I III I I IGTAAGAATTTTGAGGTAACTGTGTAAATGTAGATAGGAGA 

TTGGGCATGACTCAGAACAAACCAGAACCAGGGTCTCTCTGTGTGTCATCTGTTTCTCTAAG 

TCTGCTTCATCTGCCCTCTTGCTGTGATCACCTTCGTATGAGTCCAGATATTACAGAGAGTCG 

TTGAGTGGTTGTGTGTTGTAATGCAGCCCCATCTACTTCTAAATGCATAGGGATTTGTTGCCC 

AAACTTGGCTCGTTTGCCGACCATGGGACCGCTGAGCTCCAGCGAGGTGGGCAGGGTCTG 

GGAAAGTGATTGAGCTGGGCGCAGTTCAGGAGGTGCCATCTGAGACTACAGTATCAGGGAG 

GGGAGGACCATGTGGATAGCAATGGGGGACATTCGACTCCAGAAGATGGAGAGTAGTTTCC 

ACAGAAGCAAAGGAAGACATGGCCACTGACAAAATAATCTATGTGGAAGGTTGTTATAATGA 

AGATGTCCAGGCCATGTCTGCAGAGATTTGGATCCAGTAGGTCTAGGGTGGGTGCAGGAAT 

CTGAATTTTAACAAGTACCTGAAGAGGTTCTGATCACACTTTAAGAAATATTAATCTAGGCGG 

GGTGCGGGTAGCTTAAGGGAGTCGTCTAGAGTCNN 

>874 

NNNNNNGGGTGGTCGCTTTTCGAGGTAGTGAGGATGACTAGATGACAAATAATAAG 
AAAAAATGGCATTGAGTTTGTATAGAACTTAATAATCAGATTTTTAAAGAGGTTAGTGTATTGT 
CTTATTTGAGAGATATGGAAACTATCTAGGCCTAAAGACTGTAAATCTGGGTGGAATCAGATA 
GTTGGCAGGAAAATCAGAAATAGAAAGCAGTTACTGAACAACCAACAGTTTAATTTAAGAAAC 
ATTTGACAAGCATCTCCTGTGGATAAGACCCTATGCAAGATGTCATGAATATAAATATGCACA 

GTAGT 
>875 

NNNNNCCTGTGTGTAAAACGACGCGCCAGTAGCCTTGGCCATCGOTGTTTCCTGTG 
ATGGATACGACCGCAATTCGCCCTTATCGTGGCCGCGGCCTATGTTCTTTAAAAATAACAGA 
GTGTGATTTAAGAATACTCAGACTAGAGCCTTCAGTGAGTTGTCTGAGGGAAAGGAGTGAAG 
TCAGGACTTAGATAGAAAGATTACAAAGAAAGTCAAAGTAAGCAGAGGAAAAAGATACCAAA 
ATGACAGCTTCAGAATAAGCAGTAAGGGAATAAAGAAAACAAAGTTGTGTGTGTGTGCATGT 
ATTACATGATAAATCCATGGAAAAAGAACTCGCAATTTACTAAAGGAATAATTCATGGTCATA 
CCAATTTCTGTGTCCAAAACTAACTTGATTAGTATCAGAAGGAAAGTCAATGT7TAAACAGTC 
CTTCCGACATCTGCTACTTCCATAATGCCTATGCAACTGTCATAAATTAAGAGTAGAGAAGGG 
GACAGGGCGGAGTQTCAAAACAAACAGGCAATTCT 
>876 

GTGGAAACAAGGACTTTGCACAGCACCTTCGAGCCCAACATTTCGGAGGTAAAQGG 
CCTTCCCTCCCfTGAAGACCATTAI'CCCTGCCCCAAATGCAATGGCAGTAG^ 
CGCCTTTTATCTTCTTTGAATACTTTGAGATGCACAGAAATAGAAATGAGACTCAAAATAAGG 



Page 256 of 355 



wo 01/42467 PCT/USOO/33312 

850 

Table 4 



GTCATATCAAAAGGG AA I I I I I I I GTAAGAATTTTCAGGTAACTCTCTAAATCTAGATAGGAGA 

TTGGCCATGACTCAGAACAAAGGAGAACCAGGGTCTCTGTGTGTGTGATGTGTTTGTGTAAG 

TCTGCTTCATCTGCCCTCTTGCTGTGATCACCTTCCTATGAGTGCAGATATTACAGAGAGTCC 

TTGAGTGCTTGTGTGTTGTAATGCAGCCCCATCTACTTCTAAATGCATAGGGATTTGTTGCCC 

AAACTTGGCTCGTTTGCCCACCATGGGACCGCTGAGCTCCAGCGAGGTGGGCAGGGTCTG 

GGAAAGTGATTGAGCTCGGCCCAGTTCAGGAGGTGCCATCTGAGACTACAGTATCAGGGAG 

GCGAGGACCATGTGGATAGCAATGGGGGACATTCGACTCCAGAAGATGGAGAGTAGTTTCC 

ACAGAAGCAAAGCAAGACATGGCCACTGACAAAATAATCTATGTGGAAGCTTGTTATAATGA 

AGATGTCCAGGCCATGTCTGCAGAGATTTGGATCCAGTAGGTCTAGGGTGGGTCCAGGAAT 

CTGAATTTTAACAAGTACCTGAAGAGGTTGTGATCACACTTTAAGAAATATTAATGTAGGCGG 

GGTGCGGGTAGCTTAAGGGAGTCGTCTAGAGTCNN 

>877 

>878 

ACATGTTTGTAAAATTGCTTAAAATATTTATGCTCAAACGAACA TTTCGATT TTATCTAT 
CTTAAATATATCTTCGTGTTCTTTACGCCTAATTTGTTAAACTCCGAGAG I M I M I CTGTAAGA 
TCTAGTCATCTGTAGCACTTCTCACAAATTAAGCTCTCTTATGCCCCAAACAGTAACGAAAGA 
GGTCTCTTAGTTGGACAATAAGCAGTGAAAGATATTTCTTATGGGACAAGAAATTAA CATTA T 
TAGTCAAATGTTGATGCCGGTAGGCTGAGAAATGATTCTCACTTAAAAGCCCCTGGGTTTTA 
AACCTCTGTTAGAAAAAGATTAGTTAGATGAAAANNNNNNNNNNNNNNNNNNNNNNN 
>879 

NNNNNNNGAGGTACAAGGAGCTAGATCATGAAGGAAGGTGAGGGCAGGGTTCACA 
GGATGAGGGCACTTTGCGATTGTTTTGTGATATTGGTCAAGAAATGACACAGGTTATTTACAA 
TGTTGACGTTTTGGAAAAGATAGAGCAGGTAATAGGGTACAGGAAAGAGGAGGTAGAAAACA 
AGTGGCACAGTAGAAACACTTTGATAGCTAAGATGGTGTCTATCCCTTGTGGTTATTCTGTGG 
AGTTGTCTGGCTGGGTTGTTGGAAAGTCCGAATGTAAGGGTGGTTGATTGCGGCGAAGGATG 
TCTGCATTCATTCACTGGGAACTTACAAGCGCTGTTGGTTGAATGAAGTCCTCAATCAGTTTC 
CCAAACTCTAATCCTTACTAGACTGCGAAAAATTATTCTCCTTTTTACAGCAATGGAAAAAGG 
CCTTTGTGGTATCAATCTGTGTTATGTGTATATTATTAACCATGTATTTTTATATAGTTG^ 
>880 

ACATACAATAGAGTATTATTGAGCCTTAAAAAGGATGAAAAAATCCTGACATGGTAAA 
ATATAAATGAATGTTGAGAACATTATGCTAAGTGAAATGAGCCCATCTAAAAAGGCAAATACT 
GTATGATTTCACTTAACTGTGATATCCAGAGTAAACAAATTCATAAAAACAGAAAGTAGAATA 
GAGGTTTCCAGGGACTGGGAGTTACTTGATATAGAGTTTCAATTTTGTAAGATAAAAAAGTTC 
TGGATATTGGTTGGACAGCAATATGAATATACTTAACAGTACTGAACTGC ACAC TTAAAGATG 
GTTAAGATGGTAAATTTTGTTAGGTGTTTCTTACCACATTTTACAAAAAAATTTTAA^ 
AATTACAAAATGTACAAAATACTATTCATCATTGTGTTTCCAGTTTATATTCAACACAGCAGTA 
TTTCAGGTATAGTAATTAACTTACTATCATTTGAAAAGATGTCTATAGCTTAGTAAATATCCAA 
CTCTTATTCATACATTTTGTGATTATCTAAN 
>B81 

ACCACTGCACTCCCACCTGGGTGACAGATCAAGACGCTGCCTAAAGAAAAAATTTAA 
AAAAATAAAAAATTTAAGAATA7TTCTATGCCGTTTACGAGGCCAGCTTAATCAGACTTCTCTA 
GGCCTAGGAGAGGCTTAAGATGAGTTAATTrAAAACACTTCTGATGTTTCTTGAGCATTGAAA 
■ AGTTTTATTCTTTCTGCTTGTGTTTTCAATCI 1 1 I IGTGTTTGTGI I i I ACTAAGGCTAGAAACA 
CGTATTTGGTTTGGTTATCTGAAGTTTAATTGCATTCATTGTGTTTATAGTATTTATCC^ 
GTGTTGGAATTACCAGTCACTTAGATTCATATTTTAG MINI GCCTTATCTCCTN 
>882 

ACTTTTTCTTGAATATTTCCAGGGCACAAGATATTCTTATAC AGAAACC TCAGAATGG 
AAAATAGCTAAGACATAAGCAGTGTTTCAGAGAACCATCCATCAGTCTTTTTTAGGATGTAGC 
AGTCTTCCATGTATCACTTAACCAATGATTATTCTTACCCCATCTTnTGGGCAGGGGGTGGT 
AGAATTTAAAATTTACCATTACTAAGACAGGGTGATAGTAAGGATAGAATTTTGGGATGTCTT 
TTTTTTCCTTGCCCTAAACCTTCAGAGTTCTGCGAGGTGATTCAAATGTTAAGATCCCATAAT 
CTCGCCTGTGTGCTCAAGGGAACACTAACACTTTAAAAAGTGGGAATGAAAAATCTGAACTG 
TTGAATTAGAGACAGTAtTTGGGCCCCATCnTCAATTTCAGAAAGAACAAGTGGAGATATCAA 
GGCCATTGCGGCCTTCTGTAGTCATACN 
>883 
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>884 

ACTTTGATACATGTAAAGTGCAAGGCACCTTGCTAGAGAGCATAGGAGCTATACTAA 
GATATAGAGTCGTGCCACAAATACACACAAAATAACATGAATACAAAGTGTCCTAAAAGTCAT 
GCCAAATAAAACAGAGCATATAAGTGGGCAGAGGGATGGAGAGTCACATGCTGGAGGAGGT 
GAGCGTTGACATGGTCTTATGGGATATGAACTTGAGATGTTGAAGTAGAACTGAGACATTTC 
TGGAAAAGTAGATGTATGAACAGAAGCAGGAGGAATAGGAGAAGGTTTGGAAAACAGCAAG 
CAGCTCAGTTTCTTGGGTGGTCCAGGAGAAGAAGCTCAAACAACAGTCAGTGATAACACTAA 
AAAAATCAAAAATTTTAAAAGTGTGGAATCAGAGCATAAAGAACCGGTATGCAGGANNNN 
>885 

ACAA TAAAC AAGACAGTGCCTGCTTGTGACCAGGGGCTGGGCCTCTTCATAGCTCT 
TTTCCCTGCCTTTTGTCTTCAGAGTTGATCTGGTTCTTACACATTCAC I I I I i GAG AGTTTGCT 
ATCTTAGAAGCAAGGATCATTTTTAATTGGTTTGTTTACTTCAAAGTCCCACTCATCAGAGGC 
AGGGTTTCGCTTATATTTG GCTCA ACTACTTTCTCTTGCTTGGTTTAGTAACAGTAATGTTTAC 
TAACATTAAAATGAAACCAGTTTTGCAGCTAGCATCTATTGACAAATATAATTAT7TATTTCAA 
ACTGTATATTCCAAATTTAAACATATTCAATGCTTATTGAACATTCTAACATAATAGCTTATGAT 
AAAGGAAAATATAACATCTGGTTTTGGATGTGAAGCACAACCACTGCN 
>886 

ACATATGGGTCGGCAAAGGGGGACTGGATTAATAAATTCTGGTAATATAGTAAGGAC 
AAAATAAATGTAAAAAAGATAGAAGTAAATGTGAGAACATCAACATGAACGCGTGCTCCTTTG 
AGTAGAAAGTAATTTTTGTGCTTTGTCACTCAAATAGCTGGCAGACCTGACATCACCCTGCGT 
CTGCTTCCATGCTCTAAAACTTTGGTGGGCCTCAGATTTGGATGCTAATATGATTTTCCACTT 
AGTGGATAAGAGCTCGCTGGAGAAGGGCTCATTCTTGGATGGACAACAGAATTAGAGCCTG 
AGTGTAGAGCTAATAAAACAAAGACAAAGAAGGGATCACGCAGAAAGCTTGGTAAAGACTGT 
CCTGGCCAATCTGATTACAGTCAGTTGGTAN 
>887 

ACCGATGAAAGTTTAAATCTAATCAACAGTATTATGCACTGGTTGAAGAAAACCAGG 
ATTAAGACGGAGGATAGTCAGCATGGAATCTAAGAAAGGAAAAGTCCGGTAACTATATGTGT 
TGATTAGATTGTAAGCTGTTAAGGGAGAAAGACCCTGAGTCTAATGAATATAAACTTTAAANN 
NNNNNNNNNNNN 
>888 
>889 

ACTAAACAGGGCAGATATATTCTCTCATTAACTTATTGCCTAGCAGAGAAGACCAACA 

TTTTTAAAAGTTTATACATATAGTTAATTTCTATTATGATTATATGATACAAATGGAAAGTGCT^ 

TGAAAATGTGGAACAAAAGAGAATAATCTGTCTGAACAGTCAAAGAAGACTTCTGGGAGATG 

ACATCTGAGCTAAAGGTTGAACAAGGAATTGGAAAACAGCTGGCATGTGCAAAAGACTTGAA 

GACTGAAGGAGTTAGCCTTTAAAAAAATGAAGAAAGTTCTATTTGGCCAGAGCAGAGTTTCA 

AATAGTGCCTCACAGGCCACGTTAAAGACCTGAGGCCTTTATTCTAGGAGAATAGGGAGCTG 

CTCAAGGAATTTAAGCTTGAGAGTGACAAGATCAGATTTGCAATGCCTTTCAAGAGGTAGTTA 

GAAGGAGTTGGGTCTCTGACCCTTTGCAATTATACCCATTCTAACTAAGAATGGGGAAACTTT 

TATATCCTGTGTTTAANNN 

>890 

ACTTGCC7TGCAAAATTATATTACAAGAAGAAGCACACTTGTTATAGAAGTGCTGAAT 
TGTATGGAACCTAAATCTGTCAAGTTACCCTGTCTTTGAGGGTCCGTCTCCCCACCTCCCAG 
ACCTCATTATATTATCCCGAAAAGAACAGGATCTCTTTAAGGCTAGGCAAGTATTGCGCTGAT 
GAGCCAGGGACTGCCCACCAATTGGCAGGCCCATTGGGTGATAAATGTCCAAGGACGTCTA 
GGCTGACGACACATTTTTCATCATTAATCCAGCCTATTGTAACCAGGGCCACTCAGATTGATT 
CGGACTAGGGGGCATCATCTGCTGTTAAGAGGGTGATGACTCGCTAAAAATGAGGGGCTGA 
AACTAATCAAATATATTTAGAGCCTTCGCTGGGAACTTGCTGGGAGAGCAGCAGTAGACAGC 
TAATAGGGGAGGCGGAGACAGGTAGGGCGGAGCTCAGGATGCN 
>891 

ACCACTTCATGGCTAAGCATGTGGGGGATGGAACCGGTCTTCCTGGGCTTACATCT 
TTGCTTTGCCTCTTCTTTCCCTGTGATGAGTCTTGGGGTAGGCGTCAAAGGCTGAATCTTCA 
ATATAAATACAACAGTGAATGAACAACAAATGGTTAtTTTAAAGATCTATCrrGGATGGCTAT^ 
TAATTTCACTAAACCbC AGGTT GCTCACGTGTTGACTGGAACAAACAATAGTCCGTTCTTCAT 
GCGGGCATGGTGAGGGTTTTAACCCCGCATTGTCCACAAAGACCGCTtAAAT^^ 
GCTCAGCAAATCTGAGCTATTATTTTTATCACGACTGTCAGAGGTCAGATCAGGCTTCGGGG 
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TCAGACACACCTGGGTTCAAAT CCCA GCAGGGCCACTTACTGTTGGAGCCGGGGCAAGTCA 

GTTATTCTTCCCTGAGGGTCAGTTTTGTGATGGCTAAAATTCGAAGTAATAATAGTCATCTTTC 

AATGATGCCGGGAGGTCTTAAAAATAATATAAGTTCAGAATGATAAAACAGGCTGGCACAAA 

TTGGATGGCAGCAAATGTCCTTGCAGCCCTGTGTCTCCTGCCTTAGTTTGTGTTGAGGATTA 

GGTCAGATAGTGT 

>892 

AGTAGAGAAGAGGAACAATCTGCCATGTGTGTTTACAACTTCAGAAAGCCCTGGAAT 
GACAGTTGCCAGGGCAGTTCTTCTGAATTTGCAGGTCAGAATTAGTGGATGATGAAi 1 I I I I I 
GAGACATGGTCAACTGTGTGCCAGCTGCTACAAGATGTTGGAAGAGGTATATTTATTTATTTA 
ATGATGATCAATGATTCTTCCAACATCAGGGAACATCAGGGAAATCAGCTAGTA TATG CTCTT 
TTTGAGGATTTTCAGCTCCAAATCCTGAAAGCATTCATGAAACTACATAAATTACTTTTGTTAA 
GCAAATCATCATAAGTAAATCCAGTCATATGAATCTGGAAGGATTT GCTGG TGGGCACTAAC 
ACTGAGCACATGTTTCAGTGTGGGCAAGrrTACCATCCATCA CGGATTT TGTGCTTGGTGAA 
TTGTAGGGAGTGAAAGAGAGAAGGATGTTTGGCCCAGTTG TCTT TTTTACCTATATCTGAAAT 
TCTGACTTAGTCAAGAACAAAACATTTAGACATTTAATTTGC7TTTGGGGTTNTAAGTGATACA 
TGTTTAAAANN 
>893 

ACTAGCATTAAAAAAGTCCTACAAATTATTAGAGAGAAAATACAGGTTGCACGCAAA 
GCATAAAGAATGAGAATGGCATAGACATCTTAACAGTGCCACAGAAACTAAAAAGTAGTTCT 
GAGTAAAAATGAACTATTTACCCAGCCAAACCGTTAATTAGGTATAAAGGTAGAGTTAAGACA 
TTTATAGACATACAAGATATTAAGATTACTGAGTCAATTGATATTCAACAGGGGTGCAAATGG 
AGAAAAAGTCTTTTCAACAAATAGTGGTGGGACAAATGGATAGCCACATGCAAAAGAACATA 
TATATAAGAGGTAAAACCATAATGCTTTTAGAAGAAAATATAGGGTTTATCTTCATGACCTTGA 
ATTTGACAAAGGATTCTTGGACATGACACCAAAAGCACATGCAAGAAAAGAAAAATTGGAGT 
GATATGATTAATAN 
>894 

ACAGGTCACACAGCAGATCAGTGGCTACATGTGAGCTCAGACCTGGGTCTGCTGGT 
GTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGGTGTCCAGGGATACGTCCATCCCC 
GTCCTGCTGGAGCCCAGAGCACGGAAGCCTGGCCCTCCGAGGAGACAGAAGGGAGTGTCG 
GACACCATGACGAGAGCTTGGCAGAATAAATAACTTGTTTAAACAATTTTACGGCATGAAGAA 
ATCTGGAOCAGTTTATTAAATGGGATTTCTGCCACAAACCTTGGAAGAATCACATCATCT 
>895 

ACAGGTCACACAGCACATCAGTGGCTACATGTGAGCTCAGACCTGGGTCTGCTGCT 
GTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGGTGTCCAGGGATACGTCCATCCCC 
GTCCTGCTGGAGCCCAGAGCACGGAAGCCTGGCCCTCCGAGGAGACAGAAGGGAGTGTCG 
GACACGATGACGAGAGCTTGGCAGAATAAATAACTTCTrrAAACAATTTTACGGCATGAAGAA 
ATCTGGACCAGTTTATTAAATGGGATTTGTGCCAGAAACCTTGGAAGAATCACATCATCT 
>896 

ACCTTGAGCTGCGTGAGCAGTCTTTTGGCATTGGTGCTAGAAACAGCCAAAGCCAGA 
CAACCAAATTAGAGATGCTTAAATGTTAATGCCAGACACCAAGGCTCCGTGAAGTTGCCTGTT 
GAACATCTGACCCCGACTACTTGAGGACATGAAACCTAACTGTGCAGCTAATTACACCTTCG 
AAGGGCAATGACATCGGGTCCTATGATTTTATTCAGGAAAGCAATAAGGCAATCGGGGTCAC 
TGTGAACATCATTTGAAGGGAAGTAACTTCTTAGCTTTATTCCACAAATGGTCTA 
>897 
>898 
>899 

ACTGACAGATGCCTGGGTAACCATGTCCAATGTTCAATTTACTTTCTGCTGGACAGA 
TAGAAGGCTCTCCTGCAGCGTTTTCGTCTTGGGGTGTCCGCTGGTAAGAAATCCGCCACACA 
AGAAAGCACTGACATTTGGAGCCTCATCAGGTTCAGAGTTGAAAGTGAAATAAAGGATAATA 
ATCTTTGTCTTATTTTCTTTGTTTTAATGTTTCCCAACTTACGTTAGGAC 
CAGATGTCCCTAATAGTAATTGCAGGACATQTGTTTTCTCATTCCTATGA 
>900 
.>901 

ACCTATGAGATGCATTTGAAAACTTACCTTGTTTATATG 1 1 i C M CTGTTGCAATTTCT 
TCCAtTACCTGGAATAGGTGCTTTGGACGGCAAACCAAGCAATGCCCTTTGACAGCTGtGGG 
ATGAATGGGGAAAGAAGTCTTGGTAAGGAAGCAATTCAGAGAACATGGGAGCATCTCATGG 
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CAGCAGTCACAATTTTGTGTTGCGT AATA TTTCA GGAAC TTGCAACCCTGATAACTTGTGCCT 

GCCTGTGTGTAGGCGTTTAATGATGTTTTATTGAA Mil GGN 

>902 

NNNNNNNGAGTTTTTAAAACTGTACTTCTATACAAGGGAAAATGAACTGTAAGTAAAA 
AAGAAAATCACACTTCTAAACACAAATTAACCATTTCAGTATTTAATTGCTCCTAAAAGGTGTA 
TTCTACTTCATTAAATGTAAGAGAAAAG GTTA GCTACATTACGCAGTTTAAGAAACAGGATAA 
ACTTTAGCATATAAAGAGTCTGATTACATTrrCACACTTTCAACCATCTTATTTATAGTGTACAT 
TAGATAATCTTTAAATTCCATCATAAGGTTTCCCATGTTAACTCCATATAAAATTTTGTAATCCT 
GCCCACCCCATGTCAACTCAGTGTATACTACTACTAAGCTTCAGACTCAAATTTATTTCCAAA 
CCAAAGAACGCTCAAGGGTCTTTTCGCATGCTGCAACTGCTCAATTCACAGAATCACCCCTA 
AGGGTGAAAAAACAGAGCATACAAAGCAGACTTTTTTTCAACGACTGTTTAACCTAATATTCA 
TAATAATTTAAGAGTAACAAATAATATACACTTAG 
>903 

ACTGGGTGACAGGAGAGAGCTGATGTGACCCGAGTGTGGGTGGTCTCAGGCATGG 
TATAAAGAACTAGGCCAACCAACTGCACTAGACATAGAAACTAGCTGAATAAACTCATCCACT 
CCGATTTCATTTCAGGTATCTCATGAGAAACTAGAGGACAAAAACAATTCCAAAATTAACAAA 
ACAAAGTTTACTCTAGGCATCAGTGCCAATGAACATAAATGACTGCCTGAGAGTTATATTAAC 
AAAATAATTAATTCAGACGAATTAAGGAATTAAACCAGCTATGGGAAATATACACTCTATACTT 
AGATGCACATTT 

>904 

ACTTAAATAAAATAAAATTAAAACAAATCATTTTAGAGATAAAGAGTGAAGTTACTGAA 
AAAGGTGACTAGGACTCTGTTTATGAAGAAAGGTTAGTATTTAAATCATGAAAAAAAAGTAAG 
AATACTTTATTATTCAAGTAACTTAAAATTGTAATTCAGATTGGCTTTTATGGTATCTAAAAC/^ 
TCTGGGCTGCTATAAAAATTCAGTCAACTTCTAAAGTTGCAAACACAAAATAGTTATACTCAGT 
CTAAGAATATCCGACCTACCGTGCAGGACGAGAGGGCTCATCTCTTGCCGAGCTTATTACAG 
NNNNN 
>905 

ACTTAAATAAAATAAAATTAAAACAAATCATTTTAGAGATAAAGAGTGAAGTTACTGAA 
AAAGGTGACTAGGACTGTGTTTATGAAGAAAGGTTAGTATTTAAATCATGAAAAAAAAGTAAG 
AATACTTTATTATTCAAGTAACTTAAAATTGTAATTCAGATTGGCTTTTATGGTATGTAAAACAA 
TCTGGGCTGCTATAAAAATTCAGTCAACTTCTAAACTTCCAAACACAAAATAGTTATACTCAGT 
CTAAGAATATCCGACCTACCGTGCAGGACCAGAGGGCTCATCTCTTGCCGAGCTTATTACAG 
NNNNN 
>906 

ACCTTTGCTTTAAATGCATACTAAGCTGTGAATGACTGATATCAGAGACTTTCTTGGA 
AGTAGGTTTCATAGGATGGAGGACAAATGAAACTTTATGGGCGAAGAAAGAAGGGTCAGTTG 
GGTGGTGCATTGAAATAAGTGGTTCCAAAAGCAAACTAGGTCAACTTTTTAACTGGCTAGTG 
AAAATGAGATTCCTCAGGATACAAAAGCAAGGAGAAGACAGGAATAAATCAGGACTCCAACA 
GGCAGAAGAGGATTTATTTAGGGCATGCAATGTGGAGGGGGCTAATGGGAACATGACAGTG 
TT 
>907 

ACAAATTGCATTGTCAATTTATATTTGTrrCCGCACTAAAGCCTCCAAACGTTGGTTG 
TTTTGTTrAAGTATCCCTGGGGCTCATCAGAGGGCCTGTTGAAGTTCTTTTGAAATQAA^^ 
AGAATGTGAATAATAGTrCTAGTTCTTCGGGATAATGGAAAGCTAATAAGGTTTATGCTAGAG 
GCTCTTACTGCTGGGACTCTCTTCTTGTTTTTGGTTTrrAGGAAAAAAGCTAGAAAATGC 
TTCAGCTAGAGTAACAGTAGTAACTGACTTGAAAGTATGTCAAAAC 
>908 

ACCTATGAGATGCATTTGAAAACTTACCTTGTTTATATGTTTCTTCTGTTGCAATTTCT 
TCCATTACCTGGAATAGCTGCTTTGGACGGCAAACCAAGCAATGCCCTTTCACAGCTGTGGG 
ATGAATGGGGAAAGAAGTCTTGGTAAGGAAGCAATTCAGAGAACATGGGAGCATCTCATGG 
CAGCAGTCACAATTTTGTGTTGCGT AATA TTTCAGGAACTTGCAACCCTGATAACTTGTGCCT 
GCCTGTCTGTAGGCCTTTAATGATGTT7TATTGAATTTTGGN 
>909 
>910 

TGGCTTTCCTCACTGCTAGTTATAATTCAGTTTTCTGAGGTCTAAGTCATTCATCACTCT7TT 



Page 260 of 355 



wo 01/42467 



854 

Table 4 



PCT/USOO/33312 



TCTGCTTTTCAGCTTCCAAAAATTCATTGCTATTATC TCCT CTCCTGT TTTCC CTATGGTGTGT 
TTGTGTCi I \ I I CTTTAAAAAAATTGCTTTGTGGTGGTTTTAGGGGAG I I I I TGGGAATATATA 
NN 
>911 

ACAACCTAGCCAGCTGCACAGCAGCTCTCCAAGAAAAAGG TGTAT ATTAGACAGATT 
CAATTATTCATGTTGTGATTATGAGTAGTAACCAAATTGTCTATGTAATTTTCTTATGGTGAAG 
TACCCAAAGCAAGGCCTCACCTTAGGCTACCAGGTTGACTCTTAAGTGGACAGAAAGAGCGA 
AAGGCTAAAAGGTTTGTGAGAAACCTCATGAGCACTGAGTGTTCTAGTTCCAGATGAAAACC 
GGTTTCAGGTATGAAGCAAGAGGGAGTGCTAATTGGTAGAAGTAATTACATCTTT 
>912 

ACAAGAGAGCACAATGCTTAGATTTGGGTGGATTTGAATAAGATGAAAGATAAATTAT 
GATTTTGTTCAAGTGTTAAAATAAAACTAAGAGACTTAAGGACCACAAAAATTTAGACCAAAG 
TATCTTGTAAATTGTACCTGGTGAAAGTTTGATATAGCAGACATATGACTTTTGTATATTATrrr 
CTGT7TTGAGTTTAGTAGTAAGCAGATGGTTTGTATTTTCTTTAGTTGCAACTAAGTG 
TTCATG ATTTCTCTTACTATGAAACA I I 11 I I I M I I I ICI I AACAGTTATCTTAAAAGCAACTC 
TGGGTCTACTGGGCTGAAAAAATGAGAAATCTAAAGAAAAACTGGAAI HUN ICCCCAAAT 
TAAATGAGTCCTGGTATAATTTAAAGCCTATTCTTTGTAGTTTCACCN 
>913 

AGCAGAAAGTTATTGGCTAGATCCAGGTGAAGAAGATGTTCTACTGTATTTTCTTCTA 
AGAGGTTTTACATATAGGTGAATGATGAATCTAAAATTAAGAGTTGTGGAATCATTAAGTGTAG 
CTTTAGAGTGGTATAGTAATTGGTTTGTATAGGAACTGGGTTAAAGGCATAGGAGAGATGCA 
GGCTGTGTTCATTTCACAGCAGGGGTGTGTAATTAGGCAATAATTACTTAGGATGATACCTAG 
TGAGGCAATATGGGAGAAACAAAACAGGCCATACAGCTTCACTATTATTCCTACT 
>914 

NNNACTNGAGGACCAAGCCACAGAGCAAGGGCTAAAAAAAAAGNNAACTAGAAGGT 
NACCACTGNNNCACGCAGGGGAATTTCATAAAATGTATCAGTAAAAAAAAACAATTATCTAAA 
GTTTTTTAAAGTAAAGAAAAATTATTTATGACATAGGTAACTTGGTGTCAACTAGGTAACTGAT 
CTATTTTAATTTAGGAAGTTAGTGTCTTCCTTCCTCAATTTTGAGATTTT^^ 
GAAAAGGCGCGAGAGGGTGTCTAGAAGQAGAAAGCAAGCCAGAGAATGTGA 
>915 

ACCAGAAATGGTAAATATATGAGTAAATATAACACACTTTTTrCTTTTAAAATT^ 
AAAAGGTAACACTTTGCAGCAAAATAATTAACAATGTATTGTGGGTTATATAGTAGTAAGATG 
TTTGACATAAATTACATAAATAATTGGAGCAGGGAAATAGAAGTGTGTTGTTGAAATGGTTTG 
ATATTATATATGAAGTGGTATATTATTATTTCAAGGTAGCCTTGATAAGTTAAAGGTTACATAT 
TGTAAACCCTACAATAATCATTACAAAATAAAGAGATATAACAGTAAGN 
>916 

ACTTCATAGAGGTCCAGACCCCTTGCGTCTGGCATTCCTTTGGTCTATAATTCAGTA 
AACTCTGCTAAAAAGGAAACGAGACTAGCTTGCTGTGGCCCCTTAAGCGACCCAGGGTAGC 
TTGTGATGGTTCAGATTATGATTTGTTCTAGAGU I I 1 1 CCAGAGGCAGATGTTGAGGAGTTTA 
TCCrATTTGTCCCCTTCCGTTTAAACAAACAAAAGTGCGGGCTGGACGCAGTGGCTCATGCT 
GGTAATCCCAGCATTGTGAGAGGCTGAGGCAGGCQGATGACCTGAG 
>917 

ACTGCGTGGCATGCATCTTCTCGATGGTCTGTTATGTTGTGGGAATGACATTCGTTA 
AGTTGTTTTCTGTGTGCATCGCACCCAAATAAAGAATGTrrCATCAGCAAAGTGAATTGCCGT 
ATAGTCATCAGACTCTAGAAATAAATTATCAACGATGA CTGG AGTGGGTGAGGCTGTTTGTTT 
ATCACATCACTTGAGAACAGAGTAAAGTGAGTTTCATATTTTCCTGAGTCTTGAATTGTCATTT 
TAGACATCTGTTCAGAAGCTTTCTAAGCCATGGAGTATTCTAAATGAG 
>918 

NATAGGGAGTCGACCCACGCGTCGGGGGGAGTAAGGTGGTCAAGTATAAACAAGC 
ATTTTCAGTGTATTTTTAAGGTTCATAAATAAAAATAAATGTGCAGGACAGAATTrrAG 
TTAAAATGATTAAAATGAAAAAGTATTACAATGCTAAAAGATTTATGAGATGACTATTTTGCAT 
TGACTAGACTAAAAGTTCAT7TAAAATATTAATATGTGTATTACAGTGCTGAAAATTCTTAGQA 
CATTTAAATGACATGGTTACAGAGTCTGTCTTTCCAAGtACTTAACAATtGCATTTCATGGTTC 
TGATGTCACTTGAGAGGCATATTTTATTGAATCGCCTGTATC AtCTG GCCTATAAATAGAACT 
GdCCAGAATATCTACAAAGTGGTAATGCATTAAATATAGGGCTTTTCACAGCAOTTGCAGGG 
TAGTAGGCAAACTTGTTGATAACCCCACGCTCTGGTTCTATTATTGTATTACCACCGGCTATG 
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CTGCTTCACATCTTAGAGCATACTGTGCTACTTGCTGTCCCAGCAATCAATACTGAGTCACAT 

CTGGATGGCTTGAGGAAGCCACCTATGGCGAACCACGCAAGAACCTTTTCTG CTGC CATGT 

ATTTAGGATATGGTTGTGTGTGACTTGAGACTGGTTGGGAGCGATTCTGAACATTTTCATAAT 

GACTTCCTCCATAATCAGTCTGGGAGACCGTAGGGTATATGATAGTTCTTAACATGATTTGCC 

TTCTTGAACTAGTTCTAAAGAAGACGCATGTTGATCTGA GTCTCA TACTTTAGCTAATT AAGT T 

CAAGGGAAACACCATTTATTTGAGGGAATTATCTCATTATTTTTTGCTAACCAAACACAT^^ 

AAATGCATTAAAAAAAGACAAGTGACGACTGCTGAAAGCTGTTCGCAAAGCCATATGCATAC 

CATGTGGTATTTCTTCCCACGGCCACTGTTTCAGTATTCTGTGGCAGGTCGGAGGGAATCAG 

GGACACATTTCATACTGCCATGAATAAAAGAGCAGGGAAAGTGAGGACATACTTTGTTTTCA 

AGGGGAAGAAAATGATTTTCTTAATATAAAGTTATTGGTAACTTTATAATTGTAGTACTAATGT 

GGAANNNNNNNNNNNNNNNNN 

>919 

ACTTATCAGGATGAAATCAGAATCACAGTTGGCCTTTTGCCATAAGGGA AGGGT ATT 
TGGAGAAGAGTCAACCACCACTCATGCCTCTCCCCTGCCCAGCAGCACCTTGGATTTTCCTG 
GCTTTATGCCTCCTGTTTCCCCTGGCTGAGTAACTGCAGGCATTAGGTTCCTCTACACACGA 
TATATTACAGGGAAATGGCAGCGATGGTCTGGAAGGGCAACACTGGCCTTCTTTCCTCCTGA 
GCACTAAAATCCTAAACATGCAACTTAAAAAAAAAATTCTAAATGTGAACACCACCTTTCAGTA 
ATTTATATTAATGTATCATCTCACCCTCTTTTCCTCCTCTTCCAACGCCCTTCTTTCTACCCAA 
ACTCCAATATACCAATTTGTTTGAACAGTTTTACATTCTAAGTGTCCAACTATTGCTAAAGGAA 
TGGATAAATTGTTGT 
>920 

ACTGCTATTTCTAGTTCAAAATCAGAGATTTTCAGATTGAAAAAATTTCAATCCACTTA 
TTTTTCAAATGAGATAACTGGGAGAAAGAGAAATTCCATGACTTGCCGAAGATTACCTACAGT 
TTAACTGTCAGCGGGGCTTAAAACGAGAATCCAGATCTCCTGACTCCCAATCCTTTCACTTAA 
AACAAACAAGCACACAAACAAAAAAGATTTCTAATAAAGTGGAATAATTTTAAGAAAGGCAAG 
TATCACTATTTTACAAGGAAAAAATTAAATCATTTTAACAGATTGGCAAAACATGAACTAGTTC 
TTGGGGGGAAAAAAGAGAAGTCTTACAAGAAAAAATGTAATCAAGAGAGTGCCAAATTCGGT 
AAAATGCTT 
>921 

ACTCACATGTAAACTTCTACTTTCCCCTTCAGATTACAGCAACCATCATGCCAAAGCT 
ATACACTCTCAGGGAATCCCTGTGGATTTCACTGATGACCACTTGACCAACTATCATAAAGAT 
CAAGGCCAGGGGTrCTCAAACTCTCAACATTTGTGTGCTCATCTCCCCTTCACCCAGAGACT 
CCCCAGGGCTGCTGGGCCACACTTTGGTTTGTTTGACTGGAACATAGTTTGAAAGGGATGG 
AAATTTCCAAAAGGTGTTAATAGACACATAAAGATTTTTAAATATTAAAAAAAAGAAAAAGAAA 

GAA 
>922 

NNNACTTTACAGAAATAGGGAAAGTGACCATGCAAGATGTCAGGGACTCTTCATATT 
TTATCTCTTrCTGAAATAAAATCATTTTGAACTGTGGGGGTACCTGGCAACTTTCTCACATAT^ 
GGAACTATGTCATATGGGTTGGCCAGAAGAACCTGGCGTGTTTCTCGCATATGGGATCTATT 
TTTAAAGACATATGGCCATAAATGTCCCAAGAAATACCCAGGTAGAGATGAAAGCAAACATG 
TACATATATATAAAACACACACACAAACATGTTCATGTACATAOAGTATGCACTGCCTTGTCTG 
TGTTTTTTGTCTGAGTTGATGATTTGGAGCTCAAAGAGGTAGGGGAGGGAAAAGCTGAAGGC 
ATTCAAACACATAATGAGAATTGGAGATGTAAAAGAAGGCTGAGTTCTAGGAGTTGCAACAA 
CTTAGGAGATAAGAGAACCAATTCGGAATGAGCAGGAATTGTAGGAATGCAGGCGAGGACT 
AGAAGAATCAGCTACATGCTGTTTACTGGCAAAGCAGGAGAAATGTGACTGAGGACAGTATG 
CCACTGAAAACTGATGAAAGAGGAGGGAGACAGGAG GACA GGGCTCTTGTGGGTAGCAGG 
AAGAGAGAATGGAAATAAACCATGTTAACAAGATGGCTTTTGGCAGCAGCAGCAGCACCAG 
GCCAGCTGTCTCTCTCCTCCAATTCAAGTTACCACCACAAAACCCATTTGCAGTGGGAAGAG 
CTGCTGCATATCCGAGTGGATTAAGGTTATTTATTCACATGTGGACCATTCATTT AATTTT TGT 
TTTCTGTGTTTCCTAAATGATTATCATTGGAGGTGCAGCACTGGTGTACTTATGATTTTTTAA^ 
AAGTGCTTCAAAGTTTAAGCATTrATTTCAACCAATAGTGAGTTAACCTCTGTGTTATAGAAAT 
TATCTGAGCAAAGGTGGTGGAGCAGGTTCTGTTTATCAGTGGGGATCGAATTTCTGCTGGTA 
AATGGCAAAGAAAAACTAAAAATAACAAACTGGTGGTrTTGTCCCAATCCGTTrCTGCAGAAC 
TAGTCAAAGCCCCAACAGAAAAGATGTTAAAAAATCAAGTA GTGTA GCCyrrAAAGGTGTCA 
GAATrTGCATTCtAGAGCTAAGTGTAGAAGTCAGA AGTAG CATTTTATGGCT^ 
GTGGCAGACTGACATTATCTAAATTAAGCCTGGGATTTTATCAAGACAGACTATCTTCATAAN 
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>923 

ACTGT TGTCT CATGCTCTCTTTCTGTTAATAGCACCTCAATTCTACTCTGGGGGACAT 
TCCTCCTCTCTTTTTGGTCTGGAATGTCCCCTGGCTTCAGGGACAGGTGAACATGGGCCTGG 
ACAGTCAAATTCCATCCCCAAGGTTGGGACTCAGGGAGACCATCCAGTGACTGTTCCTGAAG 
TGCTGGGAAGGCAGAGGTCCCTTTCTGCGGGGTGCTGAGTGATGGGACGACAGTGTGGAG 
CTACTGNGCTCTCCAAGCCGGTGCCCAGGACCAGCCTGCCTGAGAACGAAGCCAN 
>924 

ACTTGCCTTGCAAAATTATATTACAAGAAGAAGCACACTTGTTATAGAAGTGCTGAAT 
TGTATGGAACCTAAATCTGTCAAGTTACCCTGTCTTTCAGGGTCCGTCTCCCCACCTCCCAG 
ACCTCATTATATTATCCCGAAAAGAACACGATCTCTTTAAGGCTAGGCAAGTATTGCGCTGAT 
GAGCCAGGGACTGCCCACCAATTGGCAGGCCCATTGGGTGATAAATGTCCAAGGACCTCTA 
GGCTGACGAGACATTTTTCATCATTAATCCAGCCTATTGTAACCAGGGCCACTCACATTGATT 
CGGACTAGGGGGCATCATCTGCTGTTAAGAGGGTGATGACTCGCTAAAAATGAGGGCCTGA 
AACTAATCAAATATATTTAGAGCCTTCCCTGGCAACTTGCTGGGAGAGCAGCAGTAGACAGC 
TAATAGGGGAGCCCCAGACAGGTAGCGCGGAGCTCACCATGCN 
>925 

NNNNNNNNNNNNNNNNNNNNNNNNNNGGAATAATTAAATAAGAGTAAACATTTTAAA 
ACATATAAAAATAACTTTAAAATATAGTAACACTTTACAAAATATGTATCTAATTAAAAATACAT 
TAAGATAGCATCCCTCAAACTATACAAATATAGAATATATATTCATGAAATTCTTTAGAAATATA 
ACATCTATTCTTTGAATAAAGCTTAAAATTTGTTTATAATTTTCAAACTAAGAAAAG 
GAA TAAT AGCTCCATCCAATTTATAATTGTCTTAAAGAGAATGATTATGTATCATTTCTTGCTT 
GTCTTTTCTAATACCCAG TCAAT CACCTGTACAGCATTGTTGTTTGCTGTTTTCTTCATTTC^ 
CAAATAGACCCCTTGAAGTTTTAAGATCCTTTAGATAGAACTTAGAGATTTCAAAGAGACGCT- 
GGCTGGATGCAGTGAAACATTCATGAGTCTCGGTAATACTGTGI I I GI I CAGGGTTTGAGTA 
ACTACTTCTrrCAGT ATCCGT GTGTGTTTCTGTGATCTTGATTCCTTAATTTGCCTTGATGTT^ 
TTGATTCATGCATAC I M M I GACCTGAACTGGTCTTTGTAGCAAGTTTTGGAGTTTCACAGC 
TAGGAATTGGAACCAATGGACAAGTGACTGGTAAGGACCGCTCTGTTTGTGGCTTTCTGGAT 
GTCACATGATGATGATAGTGATTACTATTACCAGTTGTCTGAGAAAGAAGAGACTCTGAACTT 
TGAGATTTCACAAGTCTTTTTCT GGGAT AAAGGGAATTCAGATCTTTAGATGTGGGTTTGAATC 
GGGATACTTGAGTTGGAAGTTGATTTTGTAAAAGTTGTGCGTGAGGGACACTTCCAGGATCT 
GACGAAAGTACAGGAGATGGAAGAGGGCTCAACAGAGTAGGTACTGGAAAAGTTTCTCTGG 
TGCAGGTAG TTTGA GTTTCATAAGGAATAAGAGGAGACTGAAGTTCANAAAATCCTCCATCTG 
TTTGCAAAGCTTTTCGGTCATGCAAGCAATATTCAATTCCATGATAATGACATACTGAGGCTT 
TCTCAAAAGGTAAGACCTGAAGTTTGCCAGGACTAAGTTCTGGTGTCAAAACAAAAGTCTTTT 
CCCCCTTTTGAATCGGTAAAGGTTGAAGATCTCCAANNNNN 
>926 

AGCCAAACACAAGATTGGTAATAGACTGCTAATAATAGAACTTAATAAATGAAATAAT 
TTATTTCATTTATTGTTGGTTGGAATAGAGAAAGTGCTTAGTAAATATTGAATGAATCAACAAA 
GTACCTCCCAATATAGAGAAATCACTTCTGAAAAGGATAAAACCAAGTTGATCCTATTCAATC 
GAAGGCATCTTTTGGGGCTGTTACAGTTATTTCCTTTATTTGAAGAAGGAATATC 
ACTTTGTTCCAAGTCACTGCTTATAATGTGCTAATGGTACCT 
>827 

AGGOGGGGATTGCTGATGGATCAGTGAGCCTGTGTTCATGCCAGTGAGCTGGTGTG 
GCTCAGATACTQATACTTTCTTTCCAAACAGCATAAGAAGTGATTGAGCCACAAGTATACTGA 
AGGAAGGGCTCCCTCGAGTTGTGGTGTGAAGAGATAAATCACCAGTCACAGACTATGCACC 
CGACTGCTGGTGTTCAGTCCAGGGAAAATGAAAGTTGGAGTGCTGTGGCTC A i 11 C 11 i C I 1 
CACCTTCACTGACGGCCACGGTGGGTTCCTGGGGAAAAATGATGGCATCAAAACAAAAAAA 
GAACTCATTGTGAATAAGAAAAAACATCTAGGCCCAGTCGAAGAATATCAGCTGCTGCTTCA 
GGTGACCTATAGAGATTCCAAGGAGAAAAGAGATTTGAGAAATTTTCTGAAGCTCTTGAAGC 
CTCCATTATTATGGTCAGATGGGCTAATTAGAATTATCAGAGCAAAGGCTACCACAGACTGC 
AACAGCCTGAATGGAGTCCTGCAGTGTACCTGTGAAGACAGCTACAGCTGGTTTCCTCCCTC 

atgccttgatccccagaactgctaccttcacacggctggagcagtcccaagctgtgaatgtc 
atctcaacaacctcagccagagtgtcaatttctgtgagagaacaaagatttggggcacTttc 
aaaattaatgaaaggtttacaaatgacgtmgaattcatcttctgctatatagtccaaat^^ 
caaatggaattgaaattgaagttaaaaaagcatatgaaag aattidaagg 
ggtcacccaatttcgcaatgctgtgcttccacttgcagagaccccaatcctggagccatcct 
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GTGCTATAATTTCTTTTATTGAGAAATGGAAGCATCGTTGCTGGGTATGAAGTTGTTGGCTCC 

AGCAGTGCATCTGAACTGCTGTCAGCCATTGAACATGTTGCCGAGAAGGGTAAGACAGCCC 

TTCACAAGCTGTTTCCATTAGAAGACGGCTCTTTCAGAGTGTTCGGAAAAGCCCAGTGTAAT 

GACATTGTCTTTGGATTTGGGTCGAAGGATGATGAATATACCCTGCGCTGCAGCAGTGGCTA 

CAGGGGAAAGATCACAGCCAAGTGTGAGTGCTCTGGGTGGCAGGTCATCAGGGAGACTTGT 

GTGCTCTGTCTGCTTGAAGAACTGAACAAGAATTTGAGTATGATTGTAGGCAATGCCACTGA 

GGCAGCTGTGTCATCCTTCGTGCAAAATCTTTCTGTCATCATTCGGCAAAACCCCATCACCA 

CAGTGGGAATCTGGCTTCGGTGGTGTCGATTCTGAGCAATATTTCATCTCTGTCACTGGCCA 

GCCATTTCAGGGTGTCCAATTCAACAATGGAGGATGTCATCAGTATAGCTGACAATATCCTTA 

ATTCAGCCTCAGTAACCAACTGGACAGTCTTACTGCGGGAAGAAAAGTATGCCAGCTCACG 

GTTACTAGAGACATTAGAAAACATCAGCACTGTGGTGCCTCCGACAGCTCTTCCTCTGAATTT 

TTCTCGGAAATTCATTGACTGGAAAGGGATTCCAGTGAACAAAAGCCAACTGAAAAGGGGTT 

ACAGCTATCAGATTAAAATGTGTCCCCAAAATACATCTATTCCCATCAGAGGCCGTGTGTTAA 

TTGGGTCAGACCAATTCCAGAGATCCCTTCCAGAAACTATTATCAGCATGGCCTCGTTGACT 

CTGGGGAACATTCTACCCGTTTCCAAAAATGGAAATGC TCAGGTC AATGGACCTGTGATATC 

CACGGTTATTCAAAACTATTCCATAAATG AAGTTTTCCTA i 11 M I I CCAAGATAGAGTCAAAC 

GTGAGCCAGCCTCATTGTGTGTTTTGGGATTTCAGTCATTTGCAGTGGAACGATGCAGGCTG 

CCACCTAGTGAATGAAAGTCAAGACATCGTGACGTGCCAATGTACTCAGTTGACCTCGTTCT 

CCATATTGATGTCACCTTTTGTGCCCTCTA CAATC TTCCCCGTTGTAAAATGGATC ACGTA TG 

TGGGAGTGGGTATCTCCATTGGAAGTGTCATTTTATGCCTGATCATCGAGGCTTTGTTTTGGA 

AGCAGATTAAAAAAAGCCAAACCTCTCACACACGTCGTATTTGCATGGTGAACATAGCCCTG 

TCCCTCTTGATTGTGATGTCTGGTCTATGTGGTGCCACAGTGGACAGCACGGTGAACCTTCT 

GGGAGTCTGCACAGCTGCTGTGTTGTTTACACACTTCTTGTACTCTCTTGGTCTTCTGGATG 

GTCTGCTGGGTCCGTGGGGTACGGATCATCTCGGTTCATCCATGGCAGCATTGAGAGGGGG 

GGGTTGCGGGAGGGGGCCCCTTTTTGGTTCCTGTGGTCGCCCTGCACTCAAGAGGGTGGG 

TGCTGCCGGGAGCCGCGTTTGCCGGGGCGGGGTCGGGGGGCCACCAGGGGGGGGAGGA 

GGCGGGGGCGCTCCTGCGTGGGAGGTGGAACNNNNNN 

>928 

ACAAGAAAGAAAACAAATACCAAGTATTTACAGATCCAGAGAAAGTTCACAAGAATG 
GGAGGATGCCAGTTCCAATGCTTTGTAAAGTCAAAAATAGCCACATTGCAAAACAAACAAAA 
AAAAACGAGAACGTTCCCGAGTGTGCCTCCAAAACATAAAGGAGAAAATCATACAGAAAAAC 
CTCATGTAAGGGTTGGAACTTGAGCAACCAGCTATCCAAATACAGAGGGGAATCCTCGCTTA 
GCTAGGGCATGGCCTGAGAGAAGCCCCTTCCTGCTTTGAGAGCCTACAAGTAGTCCCCAG 

>929 

ACTTAAGCAATAAATCTGAGCAATTATCAGGTTATTTTATTGCATTTCTAATGAGTTCT 
TCTAAAAAAAGTCAATCAATTATCACTGCTATATATGTTC TGTGT GTAAGGAGTGCTTGAGAG 
TCTTTAATTGTAACATTTATTAAATAAGAATAAGAGGACATTTTTAAAGGAATTAAAGGA^ 
TAATTCCTrCATAAATGTATAGTGCTTAAGCTCTGCTTTAAAAGGTCTTTCCATGTGCTCTTGG 
GTAACCAGTTAGGGCTGAATTCATAGTATAAATATCAATAAATGTTGCAATGAGAAT 

>930 

NNAGGCATGCGCCACCACAGGCAGCTAATTTTTGTATTTTTrAGTAGCGATGGGGT^ 
TTACTGTGTTGCCGAGGCTGTTCTTGAACTCGTGACCTCATGATC CACCCACTTC GGCCTCC 
CAAAGTGGTGGGTGGGGGTGAGCCAACCGGAGCCGGGCGCCAA I 1 1 1 1 M I I I CCAAAAAA 
GTAACCAGAAAAGTCATCTCAAGACAGTGTTAGAGAAAGCGTTGTGTTTCCTCCTCTGAGTC 
TTAAGTGGGGGCTTCATGGGAAAGGGAGGATGACTCAC7TAGTCTGAAATCTGGGCCGAGG 
AAGGACCTCTCCCATCCTTGGAGCCTCCTCATTCTCCTGTCTCTCACTGTCCCCCCACCTCT 
ACCATGATGTCCTCATTCTGGAAACCCCGAGCAGGGATAGTGGCTTGGGCCCTTCGTCTGG 
CTTTTCTCCCCACACTTGCTCCCTTCTAACATTTTCTCGCTCATCTGACATGGAAGGGGCAAT 
GGTTAAGCCAGGAGGGAGGGCAGAGAACAAGGGCCCCACATCCTGGCTCTGCCTCTGACA 
AGCTGTGTGACCTTGGGTATCAGCTGACTCATCGGAGAAGTGAGGAGGACGGACTTGGGCC 
GTGTCTGGATATTAAACTTTGTTGGGTCCCTGACCTCTTTGAGAAACTGATGCATGCTTCTCA 
AGAGGCCGGAAGTGCATTTTACACACTA7TTCAGGCACCCCACAGATCGCGCAGATTCAGGC 
TCCACAGGCTTCATGTTGAAAACTCCTTAAGTGACAGTGGTCAAGGTACCCACCAACACTTA 
TTTAACGTrQACAGTTTGCAAAGNNN 
>931 
>932 
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>933 

ACAGTATGTTTCCACTTATGGACAGATAATTACGTAGTAAACATAGAAACACACGAAC 
TGAAAGGAGACACACCAGTATGAGAAGTAAGTCACCCATGGGGAGGGACAGAAGGAAATAG 
GATGGAAAGGGGTTGAGGGACTTCAACTGTATTTGTGATGTTTTAGTTCTTTAAAAGAAAAAT 
GTAAATGACATTTGAAATATGAAACAAACGCAGAAAACATCAAAATGTCAACAATACTTAAAC 
CTGAGTGTTGGGTGCCTGAATGTTATATTGGTCTCTG 
>934 

AGCCAGTAT ATGA GCAATTGCTCAGCAGTGTTTGGATATAGGGAGTGGATAGCTATT 
ATTAATTGCAGATTATTrrGGAAGGAAAAACACACAGAGAATTATGTATCTTTCAGTGTAAATG 
TTAGTTCTAAAAACAATCATATTATTTACAAAGCTGGAGTTATAGAACACAATTCTGATTTCTG 
CCTCACCCCCACGGTTAATACTGTAAAACATTTCCTACGTTTCATCTGATAGTGTTATTAAAAA 
TAGCTGTTATTTTTAATAGCTATAGTAAAACATAAAAATGTTTAGGCCAGGCGTG 
>935 

ACCTAATTCATAAGATAAGGATTAAATGAATTAAAATATATAAATCGGTTAGATAAGAA 
TGCTAGGCATATGTTAAGCACTATGTTAGTATCATCAAATGTTGTTGTTACTGTTATGGAATTT 
ATCACAAATATGTAATTATATGTTTCGTAGTGATTATTCATCACCCCTACTGGACTCTAAGGTC 
TGTGAGGATATGTCTATTTGGTTTACCACTGTATCCTCAACAACTGCTGGTTGTCCCTATTGT 
AGGTGTTAGGTATTAAGTGGATGATAGTGAATACATAAAGGTTTACTTTTTTAAAAAAATTGAG 
GAAACCAGATAATCAAAAAGAAAGAAATTAATCACTTAATAAGTTTCATCTCCCAGGGATAAG 
AAAACATAGGTAAAGAGAGATTAAACTACTCCTTCAAGTTCAGGCAATTCAGTATTCTAATTG 
AAAGTGTTGTGTTTCC M I M AAGTGTAGTTTTGCTTTTGTGTTTATATGTGATAATTAATTGTG 
TTAAAAGATAATTTTAGAAACCGATGTTTGTATATCCCTCTTTTCTATACGCCCGAATT^ 
CACTTTCTTAAACAACAATAAAAGTCTCCTGTAACATAAGAAAGCTTTTCTTCCTAATTATCTT 
CTTTAGGT 
>936 

ACTACAGATTAAGTATTAATATGCTGTGAGTGCAGATAGAGAACAGAAAGAGGCTGT 
TTGATTTCACCATGGTCAATGGTCTGATGTGCCAAACACAGGAGGTTGTGGGAACATATAGA 
CAGTGACCAAACTTTTAATGAATACAGGAAGATrrTCTGGAAAAGATGACATGTAGCAGACA 
GCTGACAGACGAGTTTACCAGGTTGAGAACTTAAGTGATAATAATCI 1 1 I I ATCATAAAATTTT 
AAGTGTGGTAGAGAATAAAAGTTTTGAATTAAATGTTGAATGAAATGTGTTATG 
>937 

GTGGACCCACGCGTCCGAAGAGGTGCTATGACAGGATCAAGGTAAGTATGTAGATA . 
AAG ATGCGTACATTTCTTCTTCTTCCT G M M N I i i I i I N AAGGTGTTACTTGGGTGGATGA 
ATTCCAGCATCTAATTTAGTTAAGAGACTTTAAAAAGGGATTATATATTGGAGAAAAAGGCAG 
AAATTAAAAGTGTATTTTCAGTCTTAATATCTCACATAAATGACCTTAGAATTGGCTATGTTAG 
TAGTTAGTTTATGTGGTACATGTTAAACACCAGTAGAGAAACAACTATGGTTGTGATTAAATC 
ACTTGACTTTCCTGCCAGAGCTAGAATCTTAACTCCTTTAAAAGACGACTCTGGGAAATCCAG 
TGTTTGTATGTAAAAATAAAAGGTAAGTTAATTCTAGATTGAGGGGCAGAGGCT AI I I C M AA 
TCTCCAATCTCCTTGGGAAGGGAAAGTATTAGGAGGCAGTAATGGAGTAGAAAGGTGGGGA 
TGGCAAATAAGAGAAAGATTTAATGTAAGAAAACTGTTTTGTCCCTCTTCTTAAGTAAATAATT 
ATTGGAATAA7TAGTGTAAGATCACATAGTAATGTGTATTTTGTCTTGACTAAGTTGTGTAAAG 
GAATGTCI I I I lAATTCAGCTTTTCTTTTCTCCATGCTAGTGTTATCAGGTTTTGGTATTTAT^ 
ACTTACAGCATATGTTATGAAQCTGGTTTGAAAATTGGTTTTAGATATATCTGCAAGTTTACTA 
CTTTGACTGTAAAAAAAAAAATGAAAAAGTAGTTGACATCTGTCCTCAGAAGAAGTTTGCAGG 
TTGCATATTTGTGTGTAAATACACAGGGTAAAAGGTAATTTATGTTCCTTGGGAATTGAAATG 
GTCAGTGGCCOGTTACAGAAACTTATCAQTCATATATCAGCACCAGTTCATTCI I I IGCAGCT 
TAGGGACCATGTGTCCCCTGAGGTGACCTGAGAAACAACCAGTTGCCCACAGACTGTTATTT 
CTTCAAGTGAGCCAGGATTTGATTTCACTGCCTTATATTCTA I I I U AGTGTACAGTGCTTTGA 
I M M i GGAAAAACTTAAATTTTAAACATATTTGAAAAATGTTATAAGACTTGGACATTAAGTCT 
GTTGATAGCGAAAGTCAGTTTACCAAAGTAAAACAAATAAATTCTATGCTTCTTCATTGTCAAA 
GAGCAGTCTGCCATCATGTGGATATAAATGGACTATGTAAAGTGACATGGTGCTTACTCTCT 
ACCTAATAATAGCCTCCCTCCTG7TCCAAACAAGATAACCAACAGGTATATTTAATTTACCAG 
TTAATATGTTTTGGATAATTGGCTGCCTTGAAATGCTATATGTTTTATAGTACATCATAGCTT^ 
AGTTTTCTTGATAAGGAAATTACAGTTACATCCTAATCGATTATTAAACTATCACTGTGTCTAA 
GAAtGGTGGAAGAAGATAGGGAATAGGTAGGGAAGTCATtATAAATATATTTTCACTGGCCA 
GGCGTGGTGACCCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACG 
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AGGTCAGGAGATGGAGACCATCCTGGCCAACACAGTGAAACCCCGTCTCTACTAAAAATACA 

AAAAGTTGGCCGGACGTGGTGGCAGGCGCCTGTAGTCGTAGTCCGAACTACTCAGGAGGC 

TGAGGGAGGAGAATGTTGTGAAGGCGGGAGGGGGAGCATGCAGTGAGGCGAGATCGTGCG 

ACTGCACTCCAGCCTGGGCGACAGAGCAAGAGTCCGTCTCAAAAAAAAAAACATTAAAAAAA 

AATGTATTTTCATTTGTGACTCCATCTCAAAAAAAAATATATTCTTTAAAAAAGAGAGAGAGAG 

ACCTGGAGTAGAGATTCTGTCAAAGAACNNNNNNNNNN 

>938 

NNNNNNNNNNNNCGNGGGTACTTCTAGAATTAATTAATAGATATAATTGATTACTGG 
TCAGAATAGCAAAAAGAACTAGAAAACTTGAACAACAGTAAATACCAAGTATACTTGACCAGA 
TATCTATAGAACATTCCACTCAGCAACAGCAGAATCCAGCAGAATATATATTCTTCTGAAGTG 
TATGTGGAACATTCTCCGGGATAGACCATATGTTAAGTCATAAAACGAGTTTCAATAAATTTA 
AAAGGACTGATATCATACGAAGTATGCTCTCTGACCAGAATGGAATGAAATTAGAAATCAATA 
ACAGAAGAAAATTTGGGAAATTCACAAATATGTAGAAATTAAAAAACACACTCCTTAAACAAC 
CAGTGGGTCAGAAAAGAAATCACAAGGGAAACTAGAAAATACTTTGAGCTGAATGAAAATGA 
AAATGTAATATACCAAAACTTATTGAATGCAGCTAAAGGAGTGCTTAGATGGAAATTGATAGC 
TGGCAAATGTCTGCATTGAGAAGGAAGAATCATCTCAAATCAGTAACATTGCCTTCTACCTTA 
AGACTCTAGAAAAAGATCAAACTAAGTCCAAAACTTAG 
>939 

NNNNCTCTTCTTCCATACTCTTTTAA TTGG ATATGCCAGTGTGTCTCAGTAATrTCCA 
GTGGCTGTAAAACTTTGAGAAATTTTGTAGCTTTTAGAAACCACATACCTGTATTGCCT GATT 
GCITATTAAGTGATGTGTTAGAGGTTTGCAAAGTTATGAGTTTGAGTTTAGAAGTGCAGTT^ 
TTCCATGAAAATTTCAGTGGTGACAAATTATAGAA TTTATG ATTCAATTCAGTCTTAAGTAGAA 
ATAATTGCATATAATAAAACAGGTTCTTGACTGTTCTTTTTGTCAGTGTTTAAGAATAGAGACA 
AAATAAAGTTAGATTTGAGTGCCTCAGAAGATATTAGAAAATAGAGATAAGGTTTATGGCCTT 
TAAAAAATTAAAGACAGTATTGGGGGAAAGAAATGAAAATTGGGACCGGGCGTGGTGGCTC 
ACTCCTGTAATCCCAGCAGTCTGGGAGGCCAAGGTGGGTGAATCACCTGN 

>940 

ACTG CCACTTCCATTTTGTAAGTG AAG CCCAG AG AAGC AAAGAAATGTG CCCT AGGT 
CACATAGCTAGTCGGTGGCAGAGCTGTGATTGGCAGGTTGGTCGAATGCCTCCAAAGCCCT 
CGACCTTCCCACTATACTTCACGCATCTCTAGAGAAGAGAC AGAA GTAG CCAGGAT GAAGGT 
CTTCAGGTTTAAGAAGAACTATGAAAAAGCAAAAGATTTTTGTTTTCGTGGI I I I I I lACTATA 
AAGGAAAACTTTAAATAATAGCAAGAGTGCTATAGGTAAGATATCAGAA 

>941 

ACCTCGTGGTTGAACTTATTTGGGGACAGAATTGAGACGGAAAAATTTGATATCAAA 
GGAAGTATCAAAACCGTTGATGTGGTTAAGAGCATGGATAGTGAAACTAACCTCTGATGTAT 
GGTGAGAGAGCAAAAGAGAAAQGATTGCAAAGAAACTGGAATGTAGAGGATGAACATATTG 
GTAATAATAATACTGGTGGAATTGTTATTCAGGAAAAAATAGCAATTATTCCTGTTCATATCTG 
AAATCATTGTATGTTGTTTATTTAAAGGGAGACATGGTAGAAGATATGAAATATAAAAATGTTA 
TCCTTCTGGTTTTCAAATGAAAACCAGGAATAACGCATATGACACACAAAACTCATCAATGTQ 
GCCAATTtTCCATAACATT 
>942 

AGATGAAAATGGCTG Mill CCCGACATTAGTCAGCTCTGGATTTTGCATGTGTGGG 
G C I I II I I I II GATAGTTATTT G i I I N I ATTTTAAAAATTTATTTTGCCAACCCAGTAGAGAAC 
AGCTGAGCATCTTCTCATGTATTTATTGGCCATCTGC ATTTCTG CTGC TTATTG GGCATGTAT 
TTATTGGCCATTTGCCGTCTGCTGTGAAATGTC TTAAAT TTTTTGCGCATTTT^ 
AACACTGAAGCACATTTTTAAAGACTTCTGATGATTTTTATTGTC 
>943 

ACTTCAGGAGATACATTCTGCTAGTTTGGGGTGGTGTGTTCTATAAATGTCAATTTAA 
TCCAGTGGGCTTATGATTTTCAGTTCTATATTCTTACTGATTAATGTGTATATAGT AGTTC TGT 
TACTAAGGAGGGATGTTA AATTA ATCCCTAGCTGTAATTGTGCATTAGTTTGTC TCrrT TCAG 
CTGTTCTAGGTCCATAAATTTTTGGAGCTGTTAGGTGCATATACGTTTAGGATTATTT^ 
CrrGGTGAACTAGACCTTTTATCATTAGGAAACTGTCCATATAACCA 
>944 
>945 

ACCTGCAAGTCCAAAGAGGACCAGGAGGATCCCCGCCAAAAGAAGGGTAATCGATG 
GGACACCAAAGTTATCAGTCAAGTAAGGCAGAAATGCTTGAATGAATAAATGTATATAGATAG 
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AAAGTAGAGACCTTGATAAAGTCAAACTCCTTGCCTTTACAAGTGTGTGTTCAGCAGCCATG 

CAAGGGAGATGCCCATCTGGCAGTGGCCCAGGGCAAGGTGTCAGAGCCCTAGTGGCAGGG 

AGATGGCATGCACATATGAGGGAGGGTGACATGGTGCTAACTGGGCATCTACATAGGGCAG 

GGGGACAGTGGTGATGTGAAATTGATTACATGAGGGTNGACGGAGTACCTGCGCGGGCGG 

CGGGCCAGCGGGGTGGA 

>946 

NNNNNCCCCCCCTCGGAAGTCTTCTAGNATTAATTAACGCGGGATCCTGAAGTTGA 
ACTGGTGCAGCAGTAGTATCGTTATGCTTGTTAGCCTTCATAATCCTTCCTAAGCAATAAAAT 
ACCCATGTGGTCGAATCCCAGGACACGTTGAATTACAAGCTCCAAGTTTTTGCGCTGCAGCG 
TATCCAAGTGTGCTTGGAAAGAAGAAGAAAATTAAACATGCTATTTAGAGCTTTCAGGGCTAA 
CTAGATTrrGATGTTGTCATTGTAGCAAATAGTTCTAGAGTGTGGAAGAAGTTGAAAATGTTT 
TTATG ATACAGAG A I I 1 11 ATTGTACTGCATATTTAATGAATTATTTTATAAATTGCTGTTGTGA 
AGCATTTGTGAATGAC CTGC CTCCTAGCTTTCAATG CTATTG CCCAGGCTGACTTTTATTGCA 
ACTGTTTTATGATACAGTTTTGCATTGTATGTGTTTAG I I I M AAAGAAGCATTTCCTGGGAGG 
TTT C I I I I I CTGGTTATGAAAATAATATATGCTTATGGGGAAAAATTGGAAAATAGAAACAAGT 
ATCTAGAAGAAAAATCACTCATAATTGCAGCACCCTGTTAATACTTTGTCTTTTCTTACAGTTT 
CTAATATGTGCATGCATAGTATATCAATGTGGTTTTACAAAGAGTGTGCAAATTATGATTCTCT 
I I I I I ACATCATTCATGCCATTCTGCATTTTCCACTTAATACTATACTATTGGTACTTTACCAAT 
CCCTTAAGTATTCTCCTACATAGCATTTAAAGGTGAAATCTACCACCTCCTAI I I I lAATATTT 
ATGTTGTTTTGACTTTTCAGTATAATAAATCATGTTTATATGTAAAGG I i M I A TCTCCGGTTAT 
TACTGTAGAATAGATTTCTGGGAAGTATAAGAACAGGAGACATAAATATTTTTAGGTCATTGA 
TACATAATTTGAAAATGACTCCTAGAAAGATTTTAACAATTTGTGTTCTACCAACGGTGTTTGA 
GGGTGT G 1 1 I 1 1 GTGATTGTCTCAGCAGTAAATGACAATTG TAATTT GTTTA TTTGCA AGGCAA 
AAAAAAAAAAAAATTGCAATTTGATATTTAAAGAGATTAAACTTTTTCTCAGATT^ 
AATTTGTATTT C I 11 I I A GTGAAGCTCTTGCTTTTACCCTGGCTACTACCTATGATTGTGTTAT 
GTGGTGGAGGAGAGGGAAGTTGGCTGAGGGGGACNNNNN 
>947 

ACCAGTAGATGAGAACTACTTATTTAGAGTGGCAGAGCATGCTATAGAAACAAAATA 
TGAGTAATTCTAACTGTAGTTATGTTATATTAGCATAGTGAGATAGTAACATTAATAGAATTCC 
TTAGTGGAATTTCTTAATGCTTCAGTTCAATCTAAATTAGTATTAATACTTTAAGGCAGGAAAT 
CTGTCCGAAAGCATTTGTAAATTTAAAAAGCATTGAAATGAGAAGCAGAAACAAAAAATATTC 
ATTTCTATGTATTGCTCTATCTATATTATATAACTGATTTACTACCATTAAATTATAAAATATTAC 
ATGTTCAGCGTATTGTCCTTCTGCAGTTACTGATTTATAACTTTAATAGTAACAGATGTAGCTT 
TATTACTAG 
>g48 

NNNNNCCCCCCCTCGGAAGTCTTCTAGNATTAATTAACGCGGGATCCTGAAGTTGA 
ACTGGTGCAGCAGTAGTATGGTTATGCTTGTTAGCCTTCATAATCCTTCCTAAGCAATAAAAT 
ACCCATGTGGTCGAATCCCAGGACACGTTGAATTACAAGCTCCAAGTTTTTCCGCTGCAGCG 
TATGCAAGTGTGGTTGGAAAGAAGAACAAAATTAAAGATGCTATTTAGAGCTTTGAGGGCTAA 
CTAGATmGATGTTGTGATTGTAGCAAATAGTTCTAGAGTGTGGAAGAAGTTGAAAATGTTT 
TTATGATACAGAGATrmATTGTACTGCATATTTAATGAATTATTTTATAAATT GCTGT ^ 
AGCATTTGTGAATGACCTGCCTCCTAGC7TTCAATGCTATTGCCCAGGCTGACTTTTATTGCA 
ACTGTTTTATGATACAGTTTTGCATTGTATGTGTTTACTTTTTAAAGAAGCAT^ 
I I [ CI I I I I CTGGTTATGAAAATAATATATGCTTATGGGGAAAAATTGGA AAATA GAAACAAGT 
ATCTAGAAGAAAAATCACTCATAATTCCAGCACCCTGTTAATACTTTGTCTTTTCTTACAGTTT 
CTAATATGTGCATGCATAGTATATCAATGTGGTTTTACAAAGAGTGTGCAAATTATGATTCTCT 
I I I I I ACATCATTCATGCCATTCTGCATTTTGGAGTTAATACTATACTATTGG TACTT TACCAAT 
CCCTTAAGTATTCTCCTACATAGCATTTAAAGGTGAAATCTACCACCTCCTATTTITAATATTT 
ATGTTGTTTTGAGTTTTCAGTATAATAAATCATGTTTATATGTAAAGG MM I AT GTCCGGTTAT 
TACTGTAGAATAGATTTCTGGGAAGTATAAGAACAGGAGACATAAATAT7TTTAGGTCATTGA 
TACATAATTTGAAAATGACTCCTAGAAAGATTTTAACAATTTGTGTTCTACCAACGGTGT^ 
GGGTGTCTrrTTCTCATTGTCTCACCAGTAAATGAGAATTGTAATTTQTTTA ^ 
AAAAAAAAAAAAATTGCAATTTGATATTTAAAGAGATTAAAGTTTTTCTG 
AATTTGT AI J I C I 1 1 1 1 A GTGjAAGCTCTTG C i 1 1 1 A CGCTGGCTACTACCTATGATTGTGTTAT 
GTCCtGGAGGAGAGGGAACTtGGCTGAGGGGGACNNNNN 
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>94i9 

ACCAAGAACTAAATTGTGATACGATAGGTGACTTATGAGTAGCACAGAATGTAATAG 
GCCCATCTCTACGTAGTTCTGGTCACCACACTTCTGTCAAGGTAGCTCGGAGAGACGGTGTC 
TACTTATTCACCAGATCATGAGATCAGCTCAAACTGAGGAGGGAGCCAATGAAAACCGTGAG 
CTTTCTTTACATTAACTTTCTGAAAGTCA 1 I I I I I CTTATTCCACTTTGTGCC"! MUM AAAAG 
CTGCAGCTTCATGGAATTTAATCCTGGTATTTAAAACACTN 
>950 

ACTTGGTAGGTTGATCTCTITCATTCTCATGGTTTAATTACCATCTATTCACTGATTAG 
TCCCAAAACTGTATCTATAGTCCAAGACTGTTTCTAAAAGGTGTGCACCCACATATGCAAATA 
AATACCAGATATCTCTCTTGGTTATATTGCACATA 
>951 

ACTCTTAGGAAAGAGTAATGGGGTTGAGGATGGTTAATTTAGCCCATCCTAACTTCT 
GTGAG A I MM! f CAGAATATTTTGGATGGTTCTCTCAGTTTrGTTATTAAGCATTTGGGAAGA 
AGATTCTGCAGCCTACTCAGGTGAGCCAATCTCATGGCATTGAACAGAGAAGATATGTTTTC 
ACGTCTCTAACCAGTG M M I CATAGTGTAAGTCAGGCCTTTCTCCTTTGATCTAAGTGGAAG 
CAAGAGGTTAGATACTCCCTTTTCTTTAGTTATATAATGGGCTTCATGTAAC 
>952 

ACACTCTGTAGGTCTACAGGTAAAAAGCTATTACGTTGCAAACATTATAACGTAATGT 
AAGGTCTGGATTACATGCGTAAAAATCCAATGATTGTTGGAACCATCAAATCTGTTAAGACTG 
AAAAGAATACCAATGTTTAAATATATCTATAAAATGCAGGTCAAGGGGCTAAGAAAATTGCAA 
CACTAGAAAACCAACAAACTTAGGTTGTTCTAACATACATACACAAATACAGGAGGGACGTTT 
ATGGGTCACATCTGCGAAACATTTTTTCCCAAAAAGGTGAATTTTTAGGCTTGCGTGTA^ 
GATATAGAAGAGTGCACTTTTGGGGATCCTCAN 
>953 

ACGACCAATAATTATGCCGACAATTTTATCCTAAATAAGAGTGATTCCCTGTTCCTTTT 
CCTACAGAACATGTTTCTGTCGGCAAAGAGAATAAGAAAACATGACCCCTCCATCCAGAAGC 
AAACTAAACTCAGGAGTGATTAGAATCAGCTGTGGGCATTTTCCCCCAAACCACCCATACTC 
TGTAGATTCTGATAAGCGCTCTTAAAGAAGCTACAGCTCTTCCCCATTCCCTATCTGAAAGCA 
AGGAACCACTGCTTTGGTCAGGAAACAGGCATACAACATCAGATGTGANNNNNNN 
>954 

ACCAGATGTTGTAAAATTTACTATAATTAATAGGAATTAATTAATGAATGCCAAGGGG 
CAGAGCCACACTTCCTATGATAGTTCCTTGCTATAAGGTGCTATTTANNGTTCTCTACATTTA 
CTCCATAGTAAGCTGTTGTTTGAGAAAAAAAATGCCAGTTTGGTGCGTAGTAGANN 
>955 

ACCTTTAAGCCAGATTCATGGTATGAAGGCAGCAGCATAGCACCTCCATTGACCCAC 
ATGGGGGCCTGCCTrGGGCTTCATCAGCCCTTTGGAGTCTCAGATCCCTCACCTGTTAAAG 
GAGAGTAATACTACCCACTTACCTTTTTGGGTTGTTGTGAAACACACATAAGACAGTATTAGG 
AQAAGTAAGGTCTGAGGGCTGGGGTTTGGACCCAGCGGCCGCTAGGTAGAGGCCTGTTGA 
ATTGGATGACAGTGAAGTTTGCAGCATTTCCTAACGTCAGAAGTTGAAGAGCAGGAGCCTGA 
GTGTTrTAGGTGCCTGGTATGGCTGTGGATTTCCAGGGATGCAGCAGCTCTGGGGCCCCTG 
CTTCCTACCCGCCAGTGGTTOCAGCTCTTTGATTAACTGAAAGGGAA AI I 1 1 IC NNN 
>956 

ACTTCTGCTTTATTCAGTCTAGGTAAGAAATGTAATGGATGTGTGCAGGTGACATAAT 
TTCAGGGGATAAGGTAAAAATTAGATGAAGCOCAAGCAAATATTCTTAAAAAGAAAAACTTAG 
G A M M M M I ACAAAAGTTAACTTAAAATGGATTATCTAGAATAATGTTATAAATCAACGTATA 
GAGACGTTAGTGAATAGTTCCCTTCATTAGGATGTTGAAGGAATATGGTTTCAATATTCAACA 
AATGTCGTGATGCCTATAAATTTTTCTACAAACAAGAGTATGN 
>957 

ACTTCAGGAGATACATTGTGCTAGTTTGGGGTGGTGTGTTCTATAAATGTCAATTTAA 
TCCAGTCGGCTTATGATTTTCAGTTCTATATTCTTACTGATTAATGTGTATATACTAGTTCTGT 
TACTAAGGAGGGATGTTAAATTAATCCCTAGCTGTAATTGTGCATTAGTTTGTCTC MM GAG 
CTGTTGTAGGTCCATAA AI i M I G GAGCTGTTAGGTGGATATACQTTTAGGATTATTTTGTGTT 
CTTGGTGAACTAGACCTTTTATCATTAGGAAAGTGTCGATATAACCA 
>958 

ACTCCAtAATATAATCrrTTAAATGGGCAACTTCTAAATATTGATACAACCATTAATAA 
TAATGCTTATAGGGTAAAAGAAAATTTTTGAAGCACTGAATTCAGTAACCTGGGTCATGGTCC 
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AATTTTGCTCACTACTTCATATCTTTTATGTAGATTATTCCTATAAACATGTTCCCTAAATTCCA 

CATCAGTTTGTAAAGTCAATGGATTAAATTATTCAAATGTAGCTATTTAACGGTCAGTAACAAT 

GCCTAGAAACCTATTTATTCATCTGTAATATTAAAAAGCTGAATTTGATGATCTTGAAAAATGC 

TTTCCAGATTTAGAACNNNNN 

>959 

>960 

AGTCCAGCCTGGGTGACAGAGTGAGAATATGTCTCAAAAAAAATTATCAGCAGAAGA 
TAATATAGACCCCAAGGCTAAAGGGAACCATTATCATGTCTAGGCCTGAAAGCCTAGGAGAG 
GGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGATATAGCCAACCTTGGTGGCCTAATA 
GAGAGGAAAGTAGGGAATAGCTTCAGCTTCCTTCTCTAATCTTCTGCTAGTATCCGTATTAAT 
TTAGCCTAATTAGAAGCTGGAAGGTAGGAGAGGCTCGATGGGCAAAAAGCTGTGTAGAGAA 
CATGGATCCTGAGGGGGTAAATGGCAGATAATCTAGCACAGATTGGTATGATTATCTATACT 
TTTCAGATGAGAACACTGAGAGTCAAAATTAAGTAGATTTGCCCAAGGCCATATAGCTGGTA 
GGAGCTATAAATAATTATGTCAAGAAGTCATTATTACGTGGATCATTGAAGAAATTTCTGGATT 
TAGAAAATAGCCTTAAAATATGAAACAAATATTAGCATTTGTTAATTTGAGATGTTATGTTGAG 
AGATATTGGTAAGATTATCATTTTTAATTTATGTGTTTTAAAANNNNNNNNNNN 

>961 

AGTCCAGGCTGGGTGACAGAGTGAGAATATGTCTCAAAAAAAATTATGAGGAGAAGA 
TAATATAGACCCCAAGGGTAAAGGGAACGATTATCATGTGTAGGGGTGAAAGCGTAGGAGAG 
GGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGATATAGCCAAGCTTGGTGGCCTAATA 
GAGAGGAAAGTAGGGAATAGCTTCAGGTTCCTTCTCTAATGTTCTGCTAGTATCCCTATTAAT 
TTAGCCTAATTAGAAGCTGGAAGGTAGGAGAGCCTGGATGGGCAAAAAGCTGTGTAGAGAA 
CATGGATCCTGAGGGGGTAAATGGCAGATAATCTAGCACAGATTGGTATGATTATCTATACT 
TTTCAGATGAGAACACTGAGAGTCAAAATTAAGTAGATTTGCGCAAGGCCATATAGCTGGTA 
GGAGCTATAAATAATTATCTCAAGAAGTGATTATTACGTGGATCATTCAAGAAATTTCTGGATT 
TAGAAAATAGCCTTAAAATATGAAACAAATATTAGCATTTGTTAATTTGAGATGTTATGTTCAC 
AGATATTGGTAAGATTATCATTITTAATITATGTGTTTTAAAANNNNNNNNNNN 
>962 

AGTTGAGAATATGATTGTAAATTTGATCAGCAGCTACAACATTTCAATGATGCATATT 
I I I U H GAGATGCATTCCTTTGATTGAATTTAAAGTGAAGCTTG TGCTT CTGGATGGTTGCTT 
TGTCAGTGAACACTTGGATTTGGAAAATAGAGGACCTGGGTTGGTTTTGAGAGAAAATGGTT 
TCAACTTTATAATTACAGTTTTAACCAGCACAACAACAAAATTAGGATGGTAGTGAAATGGAA 
CTAAATCAAATGCAAGGTTTTAGTTTAATAGAACAATGTCATCCTTTAATAATCTTTAAAG^ 
AACAAGTTAATAAGCAATAACAAAATTGAAATAGGTCAAC 
>963 

ACTTGAGAATATGATTGTAAATTTGATCAGCAGCTACAACATTTCAATGATGCATATT 
i II I I M CAGATGCATTCCTTTGATTGAATTTAAAGTGAAGCTTG TGCTT CTGGATGGTTGCTT 
TGTCAGTGAACACTrGGATTTGGAAAATACAGCACCTGGGTTGGTTTTGAGAGAAAATGGTT 
TCAACTTTATAATTACAGTTTTAACCACCACAACAACAAAATTAGGATGGTAGTGAAATGG^ 
CTAAATGAAATGCAAGGTTTrAGTTTAATAGAACAATGTCATCCTTrAATAATCm 
AACAACTTAATAACCAATAACAAAATTGAAATAGGTCAAC 
>964 

CCGGGCAGGTACACTGCATAAAGCCAGAGTTAAAACTTCACTGCCAGCCTGTGAAC 
AGAAGGCTGTTCTATCCACACTATCACAAGACCTGGTGGAGTTGAGGCAACTGCTGAATTAC 
CATACAGGGAAGAATGAATTGAAGAAAATTCCGATGCAAGATAGGCTCTTAAAAAATAAATTT 
ACACAAGAAAATCAGCACTGTAAAGGTAATTGATAAGCCCAATAGAAGGGAAACCTATACAA 
AGAAATAGAAATAACTAAGCAATCTGAAATGGACTTTAAATAATGATGTTTACAATTCTCTAAG 
AGGAAAAGGAGCATTAGCATCAGTGAAACAAAAGTAGGGCTATAGAAAAAACAATACTTATG 
AAAAAACCAATTGGAAATTTTTAGATGGAAAAGCGTGAAATAAAAAATTCAACACATGGTCTA 
AAGAATAAAGTGGAGACAGCTGGAGGGAAAATTAATrAATTTTACGAAAAAACAATTAATCTT 
ACAGAATGGTAAGAGANNNNNN 
>965' 

CCGGGCAGGTACACTGCATAAAGCCAGAGTTAAAACTTCACTGCCAGCCTCTGAAC 
AGAAGGCTGTtCTATCCACACTATCACAAGACCTGGTGGAGTTGAGGCAACTGCTGAATTAC 
CAtACAGGGAAGAATGAATTCAAGAAAATTCCCATGCAAGATA6GCTCTTAAAAAATAAAT^ 
ACACAAGAAAATCAGCACTGTAAAGGTAATTGATAAGGCCAATAGAAGGGAAAGGTATAGAA 
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AGAAATAGAAATAACTAAGCAATCTGAAATGGACTTTAAATAATGATGTTTACAATTCTCTAAG 

AGGAAAAGGAGCATTAGCATCAGTGAAACAAAAGTAGGGCTATAGAAAAAACAATACTTATG 

AAAAAACCAATTGGAAATTTTTAGATGGAAAAGCGTGAAATAAAAAATTCAAGACATGGTCTA 

AAGAATAAACTGCACACAGCTGGAGGGAAAATTAATTAATTTTACGAAAAAACAATTAATGTT 

ACAGAATGGTAAGAGANNNNNN 

>966 

ACGCGGGTCAAAAGGATGAAAATGTTTTGTGTCAGAATGAAATTCAAGAAAACTTAA 
AGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAAAATCGCAATGTCTGGTGTCCAGTCAG 
TTACCAGGCATGGAAAGAGACAGAAAAACATGAGGGATCATGAGGAGAACAATTAGCAGAAA 
CCAAACCAGAACTGACATACATACCAGAATTGGCACACAAAAGGATATTAAAACAATAACAAC 
TGCGTTCCATATGTTCAAAAAGTTAGAAACATGAAAGATACAAAAATAAAATCAAACTTCTAAA 
GATGAGAAAGTGTAGTGTTTGAGGTGAAAAATATGCTAAATGGCATTA 
>967 

ACGCGGGTCAAAAGGATGAAAATGTTTTCTGTCAGAATGAAATTCAAGAAAACTTAA 
AGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAAAATCGCAATGTCTGGTGTCCAGTCAG 
TTACCAGGCATGGAAAGAGACAGAAAAACATGAGCCATCATGAGGAGAACAATTAGCAGAAA 
CCAAACCAGAACTGACATACATACCAGAATTGGCACACAAAAGGATATTAAAACAATAACAAC 
TGCGTTCCATATGTTCAAAAAGTTAGAAACATGAAAGATACAAAAATAAAATCAAACTTCTAAA 
GATGAGAAACTGTAGTGTTTGAGGTGAAAAATATGCTAAATGGCATTA 
>968 

ACGCGGGCGGTCTGTGCGCCATCACCATTTCTAAAGCACCCTACCCTCATGGCAGT 
GTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGATACAGTCAGCTGACGTCTGGCAC 
CGCCTGTGCTGGTGTGCGCTAGCCTACTCACTCCCTCGGCCCTCCCTCAATCCTTTCAACTA 
TATTTATTAGTTCTCTTTAATGGAAAGTATATAATCCCTTAATGTCAGACGTTGAGTGGCACTC 
AGCTTTATTAATTTATTTAGGTAATAAATTTACGTTCCTAATTAATTCTGAGTAGTCCTG^ 
CTGTATTATTTTAAACATCTTGCACAATGTTTATAGTTCTGCGNN 
>969 

ACGCGGGCGGTCTGTGCCCCATGACCATTTCTAAAGCACCCTACCCTCATGGCAGT 
GTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGATACAGTCAGCTGACGTCTGGCAC 
CGCCTGTGCTGGTGTGCGCTAGCCTACTCAGTCCCTCGGCCCTCCCTCAATCCTTTCAACTA 
TATTTATTAGTTCTCTTTAATGGAAAGTATATAATCCCTTAATGTCAGACCTTGAGTGGCACTC 
AGCTTTATTAATTTATTTAGGTAATAAATTTACCTTCCTAATTAATTCTCAGTAGTCCTGGGA 
CTGTATTA7TTTAAACATCTTGCACAATGTTTATAGTTCTGCGNN 
>970 
>971 

ACCAAGATTATGATAGGGTCTT AAAAGAA ATTGG AGGTTA TAACCTTTTTGTATTCTCT 
GCAACAGTGGATATAGGATTGGAGTTAI U I M I CTTAAGTTTTTGGTAGAAAC TAGC CAGTG 
AAGTGATGTGGGTTTGGATrn'GTTTGTAGGAAGGTTCCTA ATTA CTAATT AGCTT TT 
AGTTATGAGAATATTCAGGTTTTCTAI MCI I CCTGTGTCAATTTTGTTGTC I I I I ICTATAAAT 
TTGTTCATCTATAATTTrAATATTTTTGGTATAAl III I 1 1 GAAAATAATOTTGTATTTATTTACA 
AGACAGGATCTTAATGTTTAATGACAGGATGTAGAGTGT 

>972 

NNNNAAGGAA AI HIM I CCGCCAAGGGGGGGGGG CCAAT TGGAAATTTT GGGGG C 
AAAAAATAACCCTTTTAAATGGTTTTTAGCCCTAGGGGAAAATrrTTAA^ 
GGGGAAAAATAGGGTCAAAATTTGGGGA7TTGGGGGTAAAAAAAAAI I II 11 lATTGACAGAT 
TGAGACGCTGGCTCAAAAA AI I I I I I IGATTATGAGNNNGANGAAGGAAAAGAAAAGAAAAG 
AAAAAACAAGAAATTAGCTCATGAATAGCCAGCCTTATATTATAATTATGTGACACTTTGGATA 
TTTCAAAGCACATTCACAAAGGGTATGTCACTTAAATACCTCAAAATTTCCCTGTTATACATGC 
AGATCATTCCCCATTCAGCGCTGGTATGGACTGAACTGTGTACCTGCCCGGGCGGGCGGGT 
CGAAAGGGCCGAATTCCAGCACACTGGGCGGCCGTTACTAGNN 

>973 

NNNNAAGGAAAI I I I i I I CCCCCAAGGGGGGGGGGGCAATTGGAAATTTT GGGGG C 
AAAAAATAACCCtTTTAAATGGTTTTTAGCCCTAGGGGAAAATTTTT/^ 
GGGGAAAAATAGGGTCAAAATTTGGGGATTrGGGGGTAAAAAAAAATTTTTTTATTGACAGAT 
TGAGAGCCTGGiCTCAAAAAAl 11111 1GATTATGAGNNNGANGAA6GAAAA&AAAAGAAAAG 
AAAAAACAAGAAATTAGCTCATGAATAGCCAGCCTTATArrATAATTATGTGACACTTTGGATA 
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TTTCAAAGCACATTCACAAAGGGTATGTCACTTAAATACCTCAAAATTTCCCTGTTATACATGC 

AGATCATTCCCCATTCAGCCGTGGTATGGACTGAACTGTGTACGTGCCCGGGCGGGCGGGT 

CGAAAGGGCCGAATTCCAGCACACTGGGCGGCCGTTACTAGNN 

>974 

>975 

>976 

ACCTCTGATTTGTCACTTTTCAACACTTCCTGGCAGGCAGGGAGCATAACTGGTCCT 
GCTGGGTGATCCAGACCACACTCTGCAACTGTTTGTTCTGAGCCAGGCTCCCCTACTGTCTT 
TTCATTTATGTCAAGGCAGGGGAAGACCTCAAAGGGCTCTTGCATCCCAGTCTCACTTGCCA 
GAGAGGGACGAGGCCCTCCAGGATGTGGGGACAGGAAGTTTGGGGCAAGCCGGGGCTGT 
CCAGAAGATCACCAGGAGGGCTAAATAGTAGAAAGGAGAGTCTTATTGGTGATATGTTTGCA 
AACTGGGAAAAGATAGCCTCCAGTGTGGAGCAAAGATGCTCCTTCTTCAAAGAGGGCAAGG 
GCAGCTTGGATTTTGTGCCTTACAGGGTCGGTATTATATAATAGAGTCATGCATATTCAGTAG 
GTTTGGGGGAAAAGCTATATATATTTATGAGGGGAGCCAACTACATGGGCAATGGATAAACA 
TACATGTAACACATGCCATGTTCACTTAGGGGCAGGATTTTAGCATTAAAATGAGGTGGAATT 
TGGCTCTTTACATCAAAAGGTGAGCTATCAGACACAAAGGCAGTTTGTGCACAAGCTCTCCA 
AAGGGACTTGAGGGCTACAGCTGCTCATCTGGAAAGAATCCTTGTAAGACCAGTCCTCTGTC 
CAACCAGAGTTAGGAGGCATCTGACAATTTGCCTGATTAGCTGT 

>977 

ACTTTAAAAAGTAAACAAATTTAACTGAAGCATGGCTATTAGTTAGTGATTCTTTGTA 
GATTTTCTGGAAAGTG7TGTTTGTTTGTATTAAACA7TAACTCTGCTGTATGCTGTAAATACAC 
TGCTAAGATCAATATTGAAAAACGAACAATAATACCAATTCATATGGAGGTTCAAATTAGTCTT 
ATAAAATTTTATGATATGGTATTATCCAGCCAACTGACTTTGAGACTGACAAAATATTCTAACT 
TTAAGGAGGTGATTGTTGCATTGTTTGGTTTAAAACCTCAAGTTTAAAAATATCNNN 
>978 

ACGACTTCACAACACCAACCACAGGTCTCAAGGTCAAAAAATGAGCTAGiGAGTAAAG 
TATCTGCTCCAGAATCTACCCCCATCCCAGAAAGAGCAACCCAACTGTGTCCTGAGTGGCTC 
TTAGAGTTTAAGACTCTGAATGAATGCCTAAATTTAGAAAGGGTGTGGACCAAGGGATTTTTG 
GTrAATGTTCTCTAAAGCAGGCTGACTGCCAGGATTTCAAGTCAGTGATAAATTTTTAAl I I II 
ATTA H i M I I I CCCCCGCGTANN 
>979 

ACCTGGCAGCAGAGTAGGCACTAATATGTGTTGAATGAGTAGGTGAAATAAACAAAA 
ACCTAATGGCGATGGAATTTTATGGAAATAAGTAAACTTCATTATTGCTGAAAATACCGCAGA 
TAAATAGAGGGAGGCAGTGTAATAGAGTGGAAAGAGCAGTAGACCAGGAGTCAGACAGTCG 
AGGATCTCATTCTAAATTTGAAGGTGAATAGCCATGTGGCTTTAGACAGGACTCTGAACCAC 
CTTGTTTTCTTATCTGTAAAAG6GGGAAGTCATAATAGCTAGTCCTGCCTAACTCATAGGTTG 
TTGAGAAAATGAAGTGN 
>980 

ACATTACGTTTTATGTATGCTGGAATAAGAACTTGTGTGTACATGGATGTAGAAACAA 
TGGAAGGATAGQCAAGAAAATGAAAAAAAAATGATAAGGTATGGGGAGTGATGGCCACTAQA 
TGACTGGGGAGAGGGGCTGGTGAGTGAGCGCAATTATCTATTTAAACAATCAGAAATGCTCC 
CTAAATTACAAGTTTCTAGTTAAATGCAGTAAGAAATTGCCGAGAAGCTCTGCAAAATAAGTT 
CTGTCAATCAAATGTTACATGATGCATTAACTGAGCTATTTTAAAATACTACCATGAATTCATC 
TTTAAAGTGTGACTTTGTAAAGGAGATAATCCTCCTGTTTTTCATACATTGCG TTTCC ^ 
TGATTACACTACACAAAGAATACAATATTAAAGGAGCATTCAAAATTAAATTAATTTTGTTTCTA 
ATTAAAGGTTAAATCAATGTGTATTACCAACTCAAGAAGATAAAGACCGACNN 
>9d1 

CCTTTGTTTATCTTTGCAGTTTGGTGG7TTTCTGTAATGATAACATGTGGTTCCATTCT 
CTTTCTTATTTGTGTGTCTGCTTTACCAATGAGTTTTATACTTTTGGGTT^ 
TATAGCCCTTTTGCTTCCAGATGTAGGACTCTCTTAAGCATTTATTGTAGGGTCAGTCTAGTG 
ATAATAAATTCCATCAG Mill GCTTATCTAGGAAAGACTTTATTTCTCCTGCATTTCTCAAGG 
AGATCTGTGCTGGGTACAGTATTGTTGACTGGCTAACAGAGGAGCAATTAATAAGCCAAAGA 
AATGGGTCTTrAACAATGAACATTTCTGCCATCAAGTGACAGATCCCAGGAATAAATGTTT^ 
CAGTGAGGAGACTTCTCTGGTTTTCAGAACACCTGTGGCTGCCCCTGCCCAGCCCATAGAA 
GGGCTATCCCtCCAGGTCAGGTTAGCATCATCACCTAGAGCCAACAAGTCAAGGAGGTGAT 
GGTTTGCCTTTGAGATCTCTACCCAGAGCAGACTCCACTGAGAAGACTCTCCC Mill CATCA 
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CTGCCCTACCTAGTTAGTTGGTCCTGCCCTGGGGCCAGAGTTTCACTAGGGGCTGAATAGT 

ATACTGTTAGCTCAGGCAACAGATGAAGTCTGCCTGCATGCGCAAATACAAAAAGCTATCTG 

TGCTT C I I I I i CACTCACTTAAGATTTTGG AAGAATGG GTCCT AAAGGGGGTGATCATCTGGC 

CTCAGGACCTACAGTGCCTCAGCATCAGATGGTATTCATTTTGCACAGCAAAACCAGGAAGT 

GAATATGACTGTTATCCCTACTTCACAAGTAGAGAACTCTGAGGCCCTGAGAGGTTAAGAGG 

TGCAGGTAAGATTTGAACCTACGGGCTGTGTGCGGTGGCTTATGG CTGTA ATCCCTGCACTC 

TGGGATTACAGGCGTGGGCCACCACACCCGGCCTACTGCCTACCATTTTGCCCAAGCTTCC 

CAGTACTAGAAGAACCC 

>982 

ACTTAGATCAGATGGATTGAAACATGAGAGCCCCATTTCATCTGGCCGGTTAAGGTC 
CTCATGGAATGAAAAACAGTTTCGGGGAGTCTCCTATGAGAGAGAGAATGGGTTTCTTTAATT 
GCCAGATTGTCTGAACACAGCGTGAGCTAGTTCTAGGAATAAGACGAAGGAGTGAGGAAG7T 
GCCAGTTGAGTGATTCTTGGGGAAAAAAATTAGCATTCAGTGGCAGCTCTCTAAAGTGTGGA 
TTCTGGATTCTGGTAGAAGCCAGTAAAGAAACGTTTTCTCTGGAGTGGAAGCTAGTAAGATT 
TATTCTGTGGTGATGAAGCCATCTGAAACCTTACAAGCAGTGTGGTTGTATCAGCATATGGG 
AGCTGACTGGCTCAGGACTTTGGAAGGCTGCTTCTCTGTGCCTCAGCCGGAACTCAGGTTA 
CTCAGTAGTCATTTGGTAATTTCTGAGAACGGAACACTCCTGAAGGGATAGAAAGCATGAAC 
AATACCCAAACTTTTTAGACTAGTACTGTGTGTCAGGTATTGTAACATTCATTCAGTGCCTGA 
AATGTACAAACTAGTTATTGCTGCCCTTTTTCATTTGAGGATACTGATGCCGAGATAAGATAA 
GTGGGTTGCCCTGGGTCACATAGCTTGTAAATGGCGAGCTAGCATTTGAAN 
>983 

ACAGTGACATTTCAAGAGATGGCCCAATGGACAAGGAAGTTCCCAAAGCTGTAATTG 
AGGAGATTGGTGAGGGTCCTGTAAGCTCCTTG AGGGC A GAAACT TATGTTTGTATTAGAGCT 
AGCCTTCAATCAGTAGGTGTTGAGCTGATTTTCTTTTTCGTTTTTAAACTCAG>^ 
CAGCTTCAGTGGCTATGCCCAGATGGTCTGATTCTGAAGGACAAGAGAATTCAGTGGCATAA 
GCCCTGTGCTTGGCANN 
>984 

GGTTCTAGCTTTTTAAAAAAGCAAATCCCTAGAATCTTAAAACAATTGATATGTAGTT^ 
GCTAGTATGTGATATTCTAGTCAGAATTCCTC7TGGGAGTGAGTTGGAAGAGGG7TATGGTG 
GTCGCTAGCATTCTCATTTTCAAGACCACTCTGTTCCTTTCTTAGACCATGTTTCTCATCTTAA 
GCAGTCATGCCGGAGCTGGAGACAGGAAACCAGACAGCAGTCTGCCCTGATAAGGGACAG 
CATTGTCTGAAGGCGGGGAATAGCCCTGCTTTTACCCCCAACTCAGCTCTCTTTGCTTGAAA 
TTTAGTAGTCATAGAAGAGGCACAATGCTGTTGACAGTTTCTGAACCAAAACTAGGATTCATT 
TCTTCCAAAGCAAAAAAATAGTGTCCTCGGCCGGGCGCGGTGGCTCACACCTGTAATTTCAG 
CACTTTGGGAGGCCGAAGTGGGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTAGC 
CAACATGGCAAAACGCCATCTTTACTAAAAGT 
>985 
>986 

ACATGGAATACATAATTTTGAAATGGAGTCAGGGCTTTCCTAATGATCCATTTTGTAA 
TTCACCTAACAGCTGAGGAAAGGTCCAGAGAAGGAAGAAGTCAAGGTTAGTAGACAAAGTTQ 
ATATTGAGTTGCACTGGCn'GCCTTCTCTTrTTGGTCCCCTAAAGAG 

CAGC1TAAGTTGTGGAGAAATATCAAGGQGU\AAAGTATTTACAGTTAAGGTTGGAATGACAC 

GGTTTTCGNGGGTTGTGCCTCTTTACCCTTCAACTTTGGTGGTTCTAAAGAGGGAC^ 

TAGTTGCTTTCACTAAGGAGGGGAAGTTCATGATGGAGCAACN 

>987 

ACCTGGCCTAGAAAATA I I I I I I I I I 1 1 GAAATGGAGTCTCACTGTGTCGCCCAGGCT 
GGAGTGCAATTGGCGCAAATCTTCGTCTCAAAAAAAAAAAAAACAAAACAAAAATAAACTTTA 
CTCAAATATCACTTTCTGTTAAATGTTCTTAATrCGTTCAATCATCCCCGTCTTCTA ACTCT CA 
CAGCACT7TCTTCCACTAGGGCACGCATCACACGCCAACTACTCACCAGTTCACGTTTTCCG 
CCCTCTCTCCCACTTGCCCAATCACAGAGTTCCTAAAGAACCAGGACTATGTTCTACTAGTCT 
TTGTAGCCACTGCACTCGGAATGGTGTCTAGTACCTGCCCGGGCGGN 

>988 

ACTCCTGTTTCTACAAATTTATCTTATAATAATTTGTCAAATGTTGAGTGCACAGATT^ 
ATTCATT6GAGCATTTGTTTTTCATATCAAAAGATGGGAAAGATTGTGCAAAGAATGCCCATC 
AGTAGtGGATTGATTAAATAAATTAGGTATATCCAATAATTG^TATTATGCAAGTATATAAAA 
AATAAGAATCATGAATATGGAAAGATTTCGAAAATATATTGCTAAGATTAAAAAAAAGGAAGG 
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GGCAGAAGAAAATAAGTTGGGTAAAAAAAACCCCAGAAATGTTTACTAATAATTATATTTAAA 

AACTCATAGGATAAACAAGAAGGTAATGAAATAATTAAT 

>989 

AGATCTCTGGAAGGTGATCGTTCTTATACAGATACCAAAAAGCACTTAGTGATTTATT 
TTTTGTCGAGGACAGGTTTCTGAAGATTTCTGGTT GTAATCAAA ATGGCCTGGTAAATGTTTA 
TAAACTTATTTTAGCTAATTGATGAAACTACTGTAGTTTTCTTTTAAGTTT 
AAGCAACATATTTAGCCCCCACGTCTGTTGAGTCTTTAA AGGACC TACTAAGATTATTAGTAT 
AGATTCTCAAATATTA 1 I I I I I CAGAAGGATGTATTCCTC I I I I I I GCTGTGGTAGTAGAATTT 
GTAATTAGAGTTTATGGAGAAAAAGGACTAAGGGGAAGGGTGGAGGTCACAAATTTATAAAA 
GCCCTGAACTATTTCTCATTTAACACGTATTCTCTGATCAI Mil I CTAGTGTGTTA I 1 I I IGTT 
TGTTGTTTTGAACATCTGAAATAAACATAGGCTGGGCAGGGTGGCTCACACCTATAACCGTA 
GCAATTTGGGAGGCTAACAGGGGAGGATTGCTTGAGTCCCGGGAATTCGAGACCAGCCCTG 
GCAACAAAGTGTGAGACCCTGTCTCTACCAAAAAAAAAAAAAAAAAAAAAAAAAAGT 

>990 
>991 

CGGTACCCTAAAACTTAAAGTATAATAATAATAAAATTAAAAAAACCAAAAACAAAGAT 
TAACAGAAAACAAAACAACAAAAAAACTCCCAGCATATACATTGAGTCATTTGCAGGTTTGGG 
AGGGGGGGAAATGCTTTTrrGTATTAGGAGAAAGGGAAGTTTTCATTTTAAATGTCTA 
CTTAAAGTTTGCAATAAATATTTATTACTTTCAACAGTGAAAAAAATTACAAGAGAGAATATGA 
AATAGCACAGTAATACAGACTATAGTAATGCTAGAGAACATAATGAAAAAGAAAGAAAATATG 
GGGGGGAAAATAGGNNNNN 
>992 
>993 
>994 

ACCAAGTTGTTCTCAAACTTTCATGTTTGTGTATACAAATCAGCTGAGGGGTTCACTA 
AACTACAGATTCCATGGCGTGGCCCTCAGAGATTTTGACTCAACAGGTCTGAGTTGGGAGTA 
GAAATATGOATTGGTAATAGGCACCCTGACAATTCGGATGTAGGTGGTCCTTAGAACATATTT 
TGAGAAATATATTCTGTAGTCN 
>995 

TACGATCATCTGTTTCCCTCTGGTTATAAATCTTTAATGAAAAGGGATTTAAAAAGTCA 
GATTATGATGGTGGAAGGTCTGACCTGTCATCACAATGAGAAGCAAAAGAGATGCCATAAAG 
ATGATATTTCCCAGAGGAAGGATATTAGAATTATGTGATGCAATGTGATGGAAGGTGATGGTA 
TCAAACGAGAGAGAGGTAAAAATGTATGATAATAGGAAGGATACAGTAGCAAGGATGGGGCT 
CAATAAAGATTTAAAGTGGAAAAATTCTTGTCTAACTCATATCAAGTAGGTGCGCNNN 

>996 
>997 

AGTTGGGAACAATAGCTACAAAGGATAGGATAGTGAATTGGAAGTAGAGTTTTAAAAT 
AAATTCACTTAGTTGTATTGGGAACTCAATGTAGAATATTATTGGTGATAGTGAAAAGACCAGA 
GAGATGACATTACTTCCAAATTTTACCAATCTAATTGTTTTTAGTCACAGCTGTAGATGTGAGT 
TTAAAAATGTGAATATTAATTTCTTCAAAACTACTCCAATTTAAGTAATGAGTTAGAGCT^ 
CAACCATTAAAGOTiCTCTGTTCCCAACTCTAACAATATGTGGT AATGTCTT CCCTGACTTC^^ 
TTTATGTTTACACAAAATCAAAGGTTATATTTAAGGTTTTCTACAI M IN I GGATA TTTAGGTC 
CTTGTAATTTAGTTTTATATGTCTGTATTACAAAACATATTATATTCAAGAATTTT^^ 
GAGTAGAAGTGAAATTACAGGTTGAAGATTATTAAATTAN 
>998 

ACGTGTTTTAGTTGGTGCTGTAGGTAATGCTAATTGATGATAAATTTTG AGAAC CACT 
CTAGGGTAGTATGTTTCCMCAGTTTAGGTCATGAGCAACCTTGAGAAATACACTTTTAATCA 
TGACTCAGCACACACACTGACATGCACGTGTGACTTAGACGTTCCATGAAACAATGCTTATC 
TTACAGTGTGTTTTCTGCTCTGGTAI I I I I ACTTATATTCTATTAAATAGATATGTGTGTATAAA 
CTTATTGATATAAAAATGTGGTCATGATCCACTAAAGTGATTTTACAAGCCACTAATGGG 
>999 

A CI I n I I I I I I I M n I 1 I N M MGU I Hi HI I M M I I U U I M I Ml M I M I I U r 
CCACTTGGGTTCTCCTTTTTTATTATTCGGCAAAATGATAAAAACCTAAAGCGTGTTTAT^^ 
GGTTTTCATGGCTAGAGTTGTATAAAACTGCATTTTGTCAGTTTGAATAAGCCCAT^ 
AGTCAAATTTrTTAAAAGCCTCGAGATCCAACAAAGCTGGAAAAAAGTAGGGGTGGGGGTTA 
AATGGTTCAnTGAGATGTTGGCCTTCAGTACCATGAGAGGGAAAGCAGAACAAANNN 
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>1000 

ACTAACTGAATATTTATTTAAAAAAGCATTAATTTATCTATCTATATAACTAAATCTATC 
AAATATTCTTTAAAACACGAACCAAAGTTAATCTGAAACTCTTCCTGTGAAAAAAGTCATGTAT 
TATATGCCTTCAACACAGAATTTGTGATTATTTCCTGTGGCATTATACTATGCCCTTTGTCATA 
TGGI i I I I I ICCCATAGAGCAI Mil I CGCATAGAACTTTGTATTCCTGCACTTCTACCAGCTT 
TCTTTGAAGAACTCTTATTTACCATTTCTTGGACTAAATTAGGAAA 

>1001 

ACCCAGAATATGGTATATCTCTTCATTTATTTAGCTCTTTTTA^ 
ATTCTGTGA M I II I M I I I I I I I I I GGTATGGAGGTCTTACATCTT TTGTA AAATTTATTCCTA 
ATACTTTGGATTTTGACATTATCATAAAAGAAAATTATTTCACTGACTTTTCCAGT^ 
GGCCTAAACATATCAGTAATTTTTTATATTTTAATCTTGTATCCTATGACTTTGCT/^ 
TATTAAATAGTTGCTCCATAGATTCCTTAAGATNN 
>1002 

CGCGTCCGCTGTGGTGCGATCTCAGTTCACCATAACCTCTGCCTCCTGGATTCAAG 
CAAGTCTCCTGCCTCAGTTTCGCAAGTAGCTGGGATTACAGGCATGCGCCACCATGCCCGG 
CTAATTTTGTAI I I I I AGTAGATATGGGGTTTCTCTATGTTAGTTAGGCTGGTCTTGAACTCCC 
AACCTCAGGTGATCTGCCTGCCTTGGTCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCGC 
CGTGTCCGGCCTATCTGTTC II I I I GTA GCATA ATGTAAATTAGTCTTTATCTCTTAGAGAAGC 
ATCATTCTCATATCACATATACTTCAGTGTTTTGTCCATTCTTGAGACAATTAAAGTTGTACTA 
CTTGGCATTAATTAGATTGTGATCATAAGTCAAAATGTCATTGGTTATAAAGTGGTCATCAGA 
CGATGCAGACTATTACTAATATTGGTTATGTTTTAGTTTATTGCAGTGAAAATACAAAATTTAA 
AAGTTATTGTAGAGAATTATGATACCCCCCAAAATGTGTCATTGGTCCTCCAGGACTCTGTAG 
TCCCCATCGAAGAAAGACTGTGATAATTGTCAAGGGGTTAGTATGGTCTGAGCATGGTTGAT 
GGTGCTCTGTCATTGTGGTATTAAACAACGTGCGAAATGTCTTGATTACATGTCCTAAAAAAG 
TGAGGGGAAGAGTGTAGGAGAAATGCAAAATAAAATAACACATTTAGCTATACTTTTAGTATT 
TTTCATTATGGAGACTTCCATATTTAAGTGACCCGATTTCAAGATTCTTTTATATACAGGGAGT 
GGACTTTGTGCGTTAACGTAACCTGGTGCATAAGAACGTGGGGGTGGGATAAGGAGCCCTT 
TCTGCATGTACTGGCGGCCATAATCCAGAGACATGTGTGTCCGGCCCGAACCGGGGGTGAT 
CTCNN 
>1003 

ACATGTGTTTCTGAAAGCAI I I I I CACTGAACCAATTTTCTATACC I I I I ICTTGTATT 
CTTTTGCTTAGCTTTTGTTTATATGGTTGCTATA INN CAAGCCTCATACCAGTCATATAAAA 
CCATGATAAAACTTCATCAAAGCATACTTGGGCAAATTTGAATTATGAAGTAAAATTGTAAAGA 
AAAA mi l l A CTAGTTTGGAAATAG ATCTACATGTTTGATTTTCTTTCCTTCCTCGCTCCTTTG 
TTTCTTGTCTTTCTCTCCCCTTTCCTAAAAAGTTAATGGCTATCATTATCTTCACCAAATT 
GTTTGTATACCCATAAAAATGNN 
>1004 

NNAAGATCATGCACTCCAGCATGGGTGACAGAGTGAGACTCCGTCTCAAAAAAAAA 
AAAGACCAAACACCACATGCTCTCACTTATAAGCAGGAGCTGAATGGTGAGAACACATGGAT 
ATATGGAGGGGAACAACCCACACTGGGGCGTGCCAAAGGGCGATGGGAGTTGGGGAAAGG 
ATCAGGAAGAACAGGTGATGGATGCTCGGGTTAATACCTAGGTGATGGCTTGATCTGAGCA 
GCAAACCACCATGGCACACGTTTACTTATGTAAGTGCATATCGAGCACATGTAGTC GTGAAGT 
TAAAAGTTGAACAACAAAAAAAGAAGGAAAATGGGTTAATACCTTATTGTAATTATTATTTT^ 
GGAAGACTATTTTTTATATTCAGAAGAAGTGTCAGAGTCAGGAGAAAGGGATTATTTCTCCAT 
TTACCTACAACAATGGTTTTAAATGACTG GATAG ATAGAAATCTCTTTC AACTTA ACTGCTTAG 
CACATTGC A Mill C TCTGTTTCAAGTTAGTTTTGCAAAGGATTACTGA C I H I I A CG TAATT T 
GCTAAGGGATGTCAGGCCTTAATGACATATTTCTCCTCAAATAAAGATACAACATGCTTTTAC 
TGTGTGAN 
>1005 

NCTTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCA CGCCCA GCCTATGGTAAA 
TATATTTTGAACTACAAAGGTGCTGTGGT ACTTT AAAGAAAAACTATTTTTACTAGT^ 
AATGGTCTGTGGACTTTATTTAGAAACTG I I I MCAGTTTAGI I I I M GGACATATGC TTTGC T 
CAGTGTATTTTGTTACTTCTGTAGTAAAGGTAGAAGTGAAGCAGATGCCATTGtAGGTTTTAC 
CAGGATTTAAATATATTATGAATTGGTTAGCAAfGAAATGCAAGTAtGCATCT TTTA 
ATACTATTTATGTATTCAGCTACAGAG ATGAAATAGCATTrrATGtGTTAATTCST^ 
AAAATTTAAGTCCTTACAGCATTTGGGGATTATACACTTGGATTTCAAAATTGATAAAACCC7T 
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GTGAACATATCTAATAGATATTCTGTTTACTTGTAGAAATAATATAATGTGTCTGGTTCTGTTT 

TGTTAGACA MINI ATGTTCTAGTGAATCAGAATAGTCAGTGTTATATTCGTTATTTCAAGAAT 

TCATCTATTTTATGGGTACATCTGATATGTGCTATGAGGACTTGTAGCCAGTGGGTGGCGCT 

GTAATACCGAAGTACTGCACTGCTTTGTTCCTGTTTCCTTGTGCTGATTCCTTTCTAGTATTTA 

GGTAACATTACCGGATGGCATTCCCTTAAATTCCACCAATCTTAATCITATTTTAAAATGGCTA 

CTTTTAGGGGGTGGGGTACGGTAAAACTTAATAGTACGTGTTTATCTCAGTTAATGTCTGGAT 

ATCTATATGCACTGGTTAACAGTCCCGACCGTATATGATGGCGTATTTAGGAAAGATATAATA 

CTGGCCTTTTAATATAAAAATCAAAAAGAGCGAAAAAGAGGGGGGGAAATCCCGGGGGCCT 

AAGCCAATATTAAAGGAGAAAGAGGATAAAAAGCGGTAAAAGAGCGAAGATGTAGAAACCC 

GTGAGTAGACAAAGAAAAGTATAGCTGTATANNNNNNNNNNN 

>1006 

AGATAGTTCTGCTTGGATTGGTCCCATTAGAATCCTGTCTAAATCCTGAAGTAAAAAT 
GAATACCATAGTGAAGAAATTACTTGTGCATGTGAAAGAGGCTGGTCCAACTCCTTAATTGC 
AACAGGGATTTGATTCTTCTACTAGTAGTTAGGAAAGGTTGCATTAATATTCAGTAGTTAAAAT 
GTGCGATTCTAAATTITITGTAATTTCCCATGAGAGAATAAATTTTTTCAAAA^ 
AGGTGAATGGCTTTAATACATGGTATCTGTGAAGATGGCAAATAAAATGACT 
>1007 
>1008 

ACACTGGCTCACCTCTCAGGGCTTTGCTCCTTGGGAGGCTATTCAAGCTCAGCATC 
ACCTGTCTCACATCTGTCTGGGATCCTCAAAGCTGACCTTTGTAAATTTCCACTAACTGAAGA 
TTGTAGAGGAAAAAAAAAAACATCTTATCGAATTCCTGCTCTTATAGCTGATTTTAGCTATTAG 
GAAAACATGCCAAGTTGAGCTTTTCTATTCCTAGAATrrCAGATTTCTTTCC 11 H I AAAAATTT 
TATCTCCTTTTATAGTAGTAAAAATATTTTCGI I I I I I I I I GGAATGGAGGTGTTAAGCTCAGT 
GTCAAAAATAAAATCATTTTA 
>1009 

NNNCTTCTCTATAI I I I lAAACTTGCTTGATTCTCACTTTTCTCATATATAAAATGAAAT 
CAATGTTACAGTCAAAATTGCCTTTCAAAAATTCCTTAAGTCTACCCATTTTCAGAGTTAGTGA 
AAAATATATAGTCTAGGACCTATAGTGTATAATAATGCACACTTAAGCGAAGGAAATGGTGAG 
GTAGGCTAGAGAAAGACTAAGGGAGGATTTATATACATTTGCCTAAAATATTTAAACTTTCAG 
GGTAAGTCGGTTGAGAAGGGATGAGTGAAGAATTGTAGAGAGTACCTTCTTGCCTACAGCGT 
TTAGCTCCGTTTGTTTTGCATAAAGATGTGTTTTGTGAGTTCGCATGAGGGGTAGTATGTTCA 
GCTTATTCTCACTATGTAAATTACTTAGTAAATAATAGGAAGAGATGTTGAAATACAAAGTTTC 
TGCGACCAGACCTTGACTCTATTGCAGTCATTTTCTCCCACTCTCCCCCCTGTCTCCCACTTC 
CTCTGAGGATTACCTTCCCCTCTCTCAGCATTCCTCTGTCAGTGGC I I I I M II I CCTTTGGC 
ATGCAAACATGCTCAAGTGTGTGTTATAAAAAATAAAAAAAAAATNNNNNNNN 
>1010 

NNNCGAGGTACTCI 1 1 I CAGATGAAAQTGTTCGGTCACCTGGAAGCTGTGAGTATGT 
GG I N 1 1 G ATCTGTGACTAAAGTGTCACCCATTTCCCAGTTTCTCTGCTCCGTCAAATATGAA 
GATTTTACGAGGTTTCTGTGTTGTTGCCAAACCTGTC AI 1 1 I I A TTTGGTGTGGCTTCTTGGG 
AAAGTTGGATGGCCCATTTGATGGGAATGAAACAGTGAAAAGAAGGACAGATGCAACAGAGG 
TGGCATCAGGAACAAATGGGTCATAAGAACTTAGCTTGGCAGCAGCCCCAGAATGGTCAGG 
AGGAAAGGCACTCTAAGGTATCAGAAGGTAGAAAGGAGAGGTTGGATGATAGAATGGGGAA 
TGGATTCCTCCTCGCGTTCACAGAAATGAATTAATGGGAGACAN 
>1011 

ACTGAGACACTGGATCCTAAGAAAATCAGAGTTATAGCTAGTGGCAGTTATGAAGGG 
AATGCAGAGGTTTCTGTATTCTGAGCATGTTCCTGTAATAGGATAGATAGGCGATGTGGCAG 
CAACAACTCGCAATTCGTAATGTCTTAAAACAAAAACAAGTTTTATTTCCCATTTATGCCATGT 
TTCCAGCACAGTTTCTCAGAGGGCTGTGCTCCATGCATTTACTCAAGGTCTGGGAATGATCA 
TGGCTACACTATGTTGCAGCGACGATATTTGGAACCTGTTGCCACTCTGATGGCAGCAGAAA 
ACAAAAGAAAGCCAAAGATCATGTATGAGCTATTCAGT 
>1012 

. ACGGG C M J I I I GTTCTTGTGCAGTAACAGTGAGGGGATGATTAGCCATCTTTGGCA 
GCrGATGTGTTGTGGACACCTGCCTtGTrACCACTCTAACACSGCCCGTGtCAGCAGCTCCG 
CTTCCTCCTGACAAGCTGCGAGCACAGGGGACAGCACAATCTGAAACTCTTACAGATACCAA 
CAGCAACAAAAATGAAAGCAGTTATGGTGGGCAAGGATTAATCTAAA A I I I I II M A AAGGAC 
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AAGCTTTTTTATATTTGACTCCTACTAATAATAAGGATTTGGTGGGGGGAAAGAGAAAATAAA 
TTTCAATAAGATTTTTCCTCAAGGGAAGCAAACNN 

>1013 

ACGCGGGGGGTCTCACCATGTTGGCCAGGCCGGTCTCAAATTCCTGACCTCAAGTG 
ATCGTCCCCCGTGAGCCTCCCCAAAGTGCCAGGATTATAAGCAGGAGCGAGGGCGCCCAGC 
CTATTTTGTTTCTTAAA I I I M M G I I i I I CAGTCACCACAATTTC ACCAT GCATAAATCACAAC 
GGTTAACAATTTAGCATCTTTGCCTTCTTTTCCTGTGCACTTACGTTTTTATGTAGCCAAGATC 
ACACGTTGCATTTTGCTGCTTTCCTTAACAGCGTCTAAGTCATCAGCACTGTATTGTGATGAT 
TTATCTTAAAAATATTCCAAGCGATCATTTTTAGTAACTGTGT AATAT TATATCATAAAGTTAAA 
ACATAATTTGTCATTCAATTGTTGAAATTTTTAGGTTACGTATATTTTCTCTTATAAATATGTM 
ATATGTTTATAAAAAGTTATATACAGTTTTTTATAAATCTTTGTGCATACTTTATACTGTT^ 
TAGCATAGAGACTGTGGAATAGGATTTCTTGAAAAAAGGTAAAAGTGTGAGTATGCATATATA 
CTGGTACATATATGNNN 
>1014 

ACTTATTCAGACAAGAGTTCTGACTCTCATGCTTGAGGATAAGA TTATA CATTTCAGT 
ATTACATTGAAGATATTTCATTTTTAACCAGAGTAACTTAGTATATTGTTATTTT^ 
AAAGAAATATTTTCATAGAAGCTAATGCTGAGTCrrrTGATAATTTGCCGTATCTTAGTCAATC 
CCAAAAAATTTATTTTCTACTATTTACATATTATGCTAGTGGATATTACATTACTTA CTGA AGCC 
TTTGGTTCTATGTTTCATCTACTCAGACTTAATTCAGGAAGAGCTTCATCCAGATGTTTTGTTT 
ATTTGTTTCTCGATTACATGTATGAGATTTCAGAATTTATGAGATCATAGGTCAAGTGAAAGG 
TCACAGTTGAGAGGTCAAGTAAGAAGCTAAAATTTGTGAAACCAAAGAAATGACAGGACAGT 
GCCAAATGAAAGGTCAAAAGTCAAGTGACAGACTCAGT 
>1015 

>1016 

ACTATTATAATAAGTTAACATATTTCCCCTATATGCGGAAAATGCTGACTATATCTTTT 

GGTTGCTTTGGAACACTATCTGGTCAGAACAGTCCTTGTGTACAGAAATGGGAAAGGGAAGG 

ACAGATTTTGGTTTCTGCAACATGGCAACATTCGTAAAACCAGAAATGATGTGTGACAAGAAA 

CTAAAGAACTGGACGAAATTCACTTCCATTCACCCTGGTTAAAGCTTCCTTGAATCAGAGATA 

AGAAACAACATGAAAAATGTATTCCTTTTAGAAAACAAGTCTTTAACCCAGAGGTTGGTTTATT 

TTGAAAAGGAATTAGAGTCTGGGCCCACATACCGCTCGTTCAAAATATAATGCTGTGGTTTCA 

ACTGCTGCTAAATGTTGCTGTGACTTTTAAGCAGAGAACTTCTAAAAGGAAGTAACCTAGGG 

AGGGGCTGATATAACTGAGACATCAATAATTCATTTTATTGGAAATAGGAGTAGTAGTATGAA 

ATGCTAGCAGACTGTTTCANNNNNN 

>1017 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATGGGGGTCAG 
TAGGTAAAAGAAAAGAGAACCAAGAGAGGTGGAGCGGGGAGCACAGCTTGCTTTAAACATG 
AGATCCAGCTCAGTGATCATGCGGGGGAAAAGGCCCGGCATTGCTGGAAGTCCTAATATTT 
AAAAAGATGATGGAAACTTGAAATTTTATATTTAATCTTGTCATTTTTAAGTGTTGGC^^ 
TTGAAGACTTTGAAGCCTGTCTGCTGGTCAAACAAGATGTATCTG TAGGCTG GATTTAGTCC 
ACAGCTGGCCAGTTTGAAAACTGAATCCTGCTAGCCTTAATTTAAA I I I I 1 1 i AAATTTAATTT 
GCTTTGATTCCTGCACTCCTGCTCAAAAAAATCTTCAATGGCTCCCCACTGTGTGGAAGGTAA 
AGTCCAAACTTTGTCACCAGTCCTTCAAAGCAACCCATGACTATATCGAAGACGCCAAAGCAT 
ATTTCTACCTTATAGCCAGTCTGCATCTTCCACCGCAACCAGAATGATAGTTGAATTGTACTC 
TAGGAAGGAAAATATTCAGAAAGGCACCAGTCCTGGCCATGAGGGCTGCTTCTGGGTCGCT 
AAGCTTTTTCCTTTCCTGCAGTGCCCTACACTGTGCATGCCTATCAATGAAACCCTGTCCATC 
ATTAACCATCCAGCTCAAATACCACCTCTCCACAAAACATCCCTGATGGCCCAGCCAAATGC 
CCCTTTGCTCTGAATTTCCATGGGACTTTATATCACTCACATGACACTTACAACATACTGCCT 
TGTTTTGGCATTACCTACATAGCTCATTTTCCCAAACACCTAATAATATTCACAGAAGGAAGA 
GTTTGGGTTTTGCACTATATTGAATATCCCTGTAGTGCTTTGTACATAGCANNNNN 
>1018 

ACGCGGGTCCCTTATTTTCTGGTGTTTACTTGGGATGCATCAGTGAACAAAACAAAG 
QTATCTGTCCTTATGAAATTTATATCATAGCAGAGGAAGACTGGAAATGAATAAATAAATAAA 
GAATGQAGTTTGTTGGAAGGTAATAAGTTGTGTGGAAACAAGGAAAACCAAGGCATGGAGGT 
TtGGAGTGCTAAAGTGMGGTGTGAGAACAGATTGCTCnGCTCAGTTTTCTiQTCTT 
TTTAGGAAATTGTCATTCTCTGTATGCTTCATTATAAtATATACAATAAATATGAAT^^ 
TTTAAGATAAATTATATAAATATAAATTATAAATGTGTGT 
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>1019 

ACTTAGTTACTCCTTGCCCATAGACGTGTTTGACCTAGAAAAATTTCTTATACGCAAC 
AGATATTGATGAAATATATATTAAAATAAAGCTTGAAGGGTGAATTAAATAAATATTTACTTGG 
AAGCTACAGTGGGTGAATTAAACAAATATTTACTTGGAAGCTACTTTATAGGCACTGGGCTG 
GATTTCATATACAGAGTTCTTGGCCTTGGGAGTTTTACAAGTGCTTAACACTTTGTCTATGCT 
AGAATACATAAAAAAAAAAAAAAAAAAAAAAGTACCNN 

>1020 

NNNNACAACACAGATACTTTAGAGATAATCAGAAGCAAATATTTTTTTAAATGCCAGA 
ATATACACATAAGCATAGTTAAATAAAAAAAAATGTTCACTCTGTTGATGTTAAAGTCCATGGA 
CTCAAATCTCTTTGGACAATTGTGTTCAAAATTTTTCACACTGAGATATATTTACAGGTGGGAT 
TTATGTTAAGGCCAATATACTTACTCACAGAGACACAAGAGAATACCAAAGTACCTAATGCTT 
TCAGCCGAGGAGCAGAAAGAGAAGTGGGCTCTTTGGTTTGAGAGTCTCTGAAAATTATTCAA 
TACCCTGGGACAAATTAAATGAGGTAGATGCTTCTTTGAATTTGTTAATAAAGCATGCTTGTTT 
TGTCTCCATAAAACAGGCTTTGACCATTAAGGTTTATATTTTAAATGGGTAAATTTTATTG^ 
TACACTAATTTTAAGAAAAGAATTAACTCATGGCTTAAAAGCAAAAACCAGACCTTGGATTTC 
ACCCATAACTTTAAGGCTGGTCATTTrAACCCTGATTTGACACACTCTTATTATGGTGTCTTTT 
CTCCTTATTTGGCTAAATATTTCTGACCATCATAGCAATCTTTTCTATAAAGGAAGCAGGCAA 
GAGAGCTAGAGTGAAAATGTTAAAAACAAAACAAAAAAGACAGCATACTGGCTACCAGTTTTT 
CTTAATTAAGATGATCTGTTTTCGCAATTGCGTAAATTAGAATAAAATGTTATTTAACTCAAGG 
ATATTTCTTCACTGAAAGAAAACTTACTTCTACATGTAAAGCTGCCATATACTTTTTCAATTAA 
GGAATGGATGAAAAGNNNNNNNNNNNN 
>1021 

ACTTACAGTCTTAAGATATCCATACACCCCCACATCCGTCCTTTGTGCGAGAAGATT 
ACTGAAAATTTAATTCCATTTATGTCATTGGATTTGTAAAAAACCCCTTCTGGATTGAAAGATG 
AAGGCCTCACTTACTTTATTTTTGTCATTTTCACAGACCCCTTATGTAAATGCCTCAAGAGTAA 
GAATCTTGCTCAAGTGATTmrGTATCTCCAATGGCTAACAAGGAGCCTGACATAGAGTAGCT 
GGTTGGTAAATATGTGTTGATTGATTCAACAAATACCCCCAAGGNN 
>1022 

ACCGTGTGGGCCACTAATACATAAGCATCTGTGTTGGCTGGGGGTAGGTGTAGGGG 
GTGCTTGGGGAGAGATTTAAACAAACCCTTTCCTCTACTTGCAACATCTCTTAAAAGCTTGTC 
ATCATGTTACTTCCTATTTCTTTAGAGTTCATTTGITTAAGACGGAAACGTGCTTCATCTTGT^ 
CGCTTTTTCTGCATTCTTTGTAAACTTAATATTCTAATTAGCCCCAACACGGAAAAGAATGTAA 
CACAACTGTCTTAGTTGTGCCATAGAGTTAGAATCTATCTATTAACATGTTTTAGTAATAACAA 
GAGAAATAATAAAAACACACCTATTATGAGACGCTGCCCATGCCAATAAATTTGAAACATTAC 
GAGGAATATAAAGGAAGGAAGGAAACAGGTGGAGAGACTCAN 
>1023 

NNNNNACTATGGGGAGGTA7TATAGAGATTTTAAGTATGGAAGTTGACAATGATCAG 
AATATGCAGTTTGGGAACAATTACCTCTGGTG M i l l GAAGAAAATAGAATGCAGAAGAGTAA 
GCCTACAGATAGAAAGCATTTAGGAAGCTCTAGTAATAGTCCTGGTAAAAAGTAAGGAAGCC 
CTAAGTATTGGCACTGCAAATAGAAGAGTGGATTCAAAGATAAGTAGGTAGGATTAGAAGTT 
AATTTATGTGCAATGGGAGGGAAATATGGTTAGTTTCAGGTTCCTGGTTTGGGCCGTTGGGT 
GGTrGATGGGATTATTTCCCCAAATAGAGAATATAGAAGTGGGAAGAACACATAATTATGAGT 
GAAAACATTAATTAATTTAGAAAATGTTGTTTGAAATATATGTACTTTCTCTAAGTTGG 
TAGAACTGGCTTTGGTACACTAGAGTATGTTGQTGAAAATTTGTTCTACTTATGGCATGCTTG 
TCCAACCTGCGGCCCAGGATGGCTTTGAATGCAGCCCGACACAAACTTTGTTAAAGCATTAT 
GGATTTCGATTTCI I II M I II N I GGCTGATCAGCTATTGTTCATGTANNNNNN 
>1024 

NNNACCCACAATGGAAAGATGGTCTTCCTGCATTGTGAAGGTTGTTCTCATCAAGCA 
AGCCTGCAATGACTAGACATTCTAAAGAGAAGAGTGATGGCAATGGAAAGAGGACACATCCA 
CTTGCCAGGTCACTTCTATCAGTTGATGAGATGCCATATGTTATGGCTAGGTCAGCTTTCCAC 
AAGTATGCACATGCAAAATAGAACTTGGGAAAAAAATCTTTGATTTGGCCCTCTACCAAGTGG 
ATCAGTGTGTCAGAGTTCAGTTGAGCAAAGGTCAGAGTTTAAGTTGAATCTCCAGTCACTCTT 
TTGMGATATTTGGTGATGCCAAATTTAATTTAGGATATTATGTAGGTMGTATTCTGTC^ 
CATTTATAGtGTGAATTTACAGGATTTAGCCTTAGTCCGAGAAAAACTGGCCCCTGGCC^ 
ACTATACAOCAGGCAGTTCTAAACATATACAATTGATGTTAAGGAAAAAACAGATTTACAAi^ 
ACATTACTCCTAAATAACATTTATTTCCATGTGACTTGCATGTCTAAATAAAATGAATTTGGCT 
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TAGTAAGGCTTTCATTTATCTTCATCTAAACGCTTTTCCACCAGTACTCATCACAAGACTCCC 

CAAGGTTATGAAGCAGATTGATATAGAAACTCCA TTTGT AGGACAAAAACGAGGCACCTTGA 

GAATGGACCCAAGCCATAATAAAGTAGTAATGCATTTTGCCACACAACC ATATA AAATACAGT 

GAGGCCTTGATCAACCTTTGCACAAAAAGAATTGCTCATTAAGTCTTTGATTTTTTAAAAAATG 

GGACTTGGTTTTCTAGAAAGAGGATCTGCACACTAAG TATTGG ATTTGTTTGAATATAGTCAG 

ATTATTATGTCTGTGTTTATTAGGCTTAATTTGAAAAGATTTTTGGTTAGTATCTCCAGT^ 

GATCAAAGAGTATAGAGTTCAAGAGCAGCCTGGGGAAGATAGTGAGANNNN 

>1025 

ACTTGTTTCTCCCCTTGGGACCACTCTCCCCACTAGACAGCTGTATGGCCGGCTCC 
GTCAGTGTCGTGAGGTGTATGAGAGGGTGGCCACTGACCTGATTGTCTGAAAGATTATATAG 
AACACAGAGGGACCCATGGAGGGACACGGTCGTTCTTCATGGGGGTGGTTGCGTGCAGTATT 
CCAGGAGCTAGAGCAGTGCCTAGAACACAGAAGATCGATTAGCAAGATTTGTTTAATGAATTT 
ATAGTGGGTAAAGGTGGACAACTGTGAGTTTGGCTTGCTATTAGAAAATGCAAGGCGAGGCG 
CGGTGGGTCAGACCTGTAATCGCAGGAGTTTGAGAGGGCGAGGTGGGGGGATGAGTTGAG 
GTCAGGAGTTGAAGAGAAGGGTGGCCAACATGGCGAAACCTATTCTTTACTAAAAATACAAA 
AATAACCTAGGGGTGATGGCATGTGGGTATAAN 
>1026 

NNNNCGANAGTCTTGTAGNATTAATTAACTTAGTTGAAAGTGTTCTGAAAGTTGGCAG 
ACTCAAAGTGTAGAGGAGAAGAGGAAGTGTG CTTGA GGGTAGTGGTTGGTTTAGATGTATTGT 
GTTGAGAAAAATATTAATAGGATTTGCTTTCACTTTTAGAAATACTGGAGTTTGTATGATAAATT 
TTAGGTTGAGTTTAGCGTGATGCTATAAATTGGTGGTGTTCTGGTTGGAGTTGGTGAATCAGG 
AGATTGTATAATCAAGAATTACCGAAAGCAGAGATTGTGATTTAGTAGGCGAAGGGTGGCCT 
AGTAAATGTGCATTTTAAGAAGGGATGTCTAAGGATTGAGGTAGTAGTGTGAGAAGCAGTAG 
TGTGTTTCTGGTACTGAG6CTAATGGTGTTAGTTGGGATAAGGAGAGTGGGGAAGGGGGAG 
GGGGAGATGATGAAATTCATTTATCCTCTGTGATGGTATGGAAGAACAATTAAGATCATGTTT 
CCTACTTGATTTTAGTTGCTAGTCATTTCTTAATCTAAGCACCCCCTATAATTTACCTATGTCA 
TCATGCAAAATCACCATCGGTAATAATGTGGGGGCGGGGGAAGTCTATACAAGAATATTAAG 
GCCCTGTGCGTGAGCATGTCTATAGTTAAAGACTTAATGAGAAAGCATCAAATTGTGGTGCA 
AACAGCTGAAAGTAGAAGTAAATCACAACGTAATAAGATGCAACTTTGGAGGAGCTCAAAGC 
AACAGATACGTTTTTATCCAAAAAGGAGTAAAACAAAAAAATCGTCAACGGCAGTTCC TTCAG 
ATAATGAACTGATGATTTCATTTGAAAACCATAATTAACTAGCGTTGTTTGTAAAA^ 
TCCATTTATAC i i I I I AATGTTTATTAAATTACTT TTCT CTATAG ATATGCAGATAAGATGTTTT 
AAATGTGTAAGTGGTATAAATGTCCCATGTGTCTTTTATTCTAGAGCATAAGAAAAGATGGGA 
AGCTACCTCAAACTTGTnTGAGGCAAATGTAGTATGAATCCCTAAACATAACACCAGTACTG 
CTAAATGACAGTTATCTAATCTCACTGATGAACAAGAATANNNNNNN 
>1027 

ACTAATT C fill CGTCTTTCCTAGACGGATTCTAGTTTGTTGGGTTCCCTTTCCTCGG 
AAACCCCAAGTTTGTGGATGCTGCAGACACTCTGTGCCCGCCTGCATGCTGGGTGCCTGGC 
CAGGTGCCAGGGCATAAAGACAGAGACGATGTGGCCTTTGTCCTTAAGAATGAGGTTTGAAA 
GCCCCAGTTCTTCCATGTTAGGTGATTTCTTGGAG GTCT TGGTATCTGGAGAATTAGTGTGAA 
TGCTTAAAAAATATTAACAGCTTTATATCATGAAAGTTTTAACATGN 
>1028 
>1029 

NNNNAAACATTTNAGACTCACTGTGTAQCCTTC7TGGAATCGGGAATTCGCTTAATG 
CTGTCCGTGAAAAAATAGCCTTTAACATCTGTTTGATTGAGATTTGTGATACATAGAAGTTGG 
GAGGAAGATGTGGAAAGCCCTAAGAGAGCTACTTGCGAACCCCACCATCAGGTCTGCCTCA 
GTGTTCCTAGTCAGGACAGACGAGGCCGAGTCTGATATTAGATAGTCT7TGAATGCAACATA 
AACAGACCACAGGGACTGGTATGTAGCAAATGGTCAATATATAATGTACATAGGAANNNN 
>1030 

ACTTTGACCTGTATGTAAACTCTAGTTACTTTGGTOTTCTCAGGCTCTTGACTCTTTC 
ACAATTAAAGTAGTCTTTGAGGCTCAGCCTGCTTTCCTCAT AGCT ATGGTATGGCCTGGACA 
CTCAGGGGAGTATAAGCTGAGGCAAACATGGACTCATTTGTTTTCTAACTTTCAGGGATTATT 
GTCCATCATTGCGTGATGTCCAGTGTCTTGAAAAGCAATT 
>1031 

ACCATTGTTTTGTTCAAAATCACAATTTAAATAGTTCGTGATTrrAGAAATMTGGAG 
CACGTTTTCACCATTAAGGTGAGTGATTGTTCAGATACATTTGGCACTGTCCATAGGTTTATG 
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GCTTCCAACTTGTTTAAGACCATTODCAGAGTGAGAGCTGATTTGCCATGGTTATGAAGCTTT 

GAGGATATAAAGTATAAGAATGACAAACTAGAGCAGTTGAAAATGTGTCTTCAGATAGTCACT 

TGCAACTCCCATTTATGTCTCTAGGGATTGAGAAATGAGGATCGAGGGACCAAATCTGGCTT 

GGTCAGTAAGAGTGTAGGTAACATATAAATATTAATGTTCGTTGCAGTTAGTGTGGT 

>1032 

NCTGTTTCCTGTGTGTAAAACGACGGCCAGTAGTCTGGGTCATAGCTGTTTCGNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACAGTGGTGTGATCG 
CAGGTCAGTGCAGCCTCAAGCTCCGGGGCCCAAGCAATCCTCCCACGTGAGCCTCCGCAGT 
AGCTGTGTTGCAAAGAAATTTATTrATAAAACAGGTGTTGGGCTGGACTTGACCCGTGGGCC 
ACAGTTTGTCAACTGCCATTGTGTAAGCTTAACATGTGTTAATTACTGCAATCTGAATAACAAT 
GCTATGATATAGAGACTGTGTTCCTTTTAATAGACAAAGGAACCCAGGCAGAGAAGGATTGA 
CTAATATGACGAAAGTCACACTGCGAGTGAGTAGCAAGCCTGAGCTGTGAACCATGACAGTT 
CACATCTTCCACGAGAGCAGCTTCTCAATGCTCTTTGGAGGGACCAGAGCCCAGGCAGTAG 
CAACGGCTATGAGGTGGTGAGACATGACCAGCAGATAAGCCCTGGGCAATTGGCCAGAGCT 
GGAGGGAGTGGAGAACTAGCCATNTGTGAGTTTGTGAACATCCCTGGGGAGTCTGGAATTA 
NNNNNNN 
>1033 

ACTAGATTGGGTGTGTGTATTAAGAGAAAGACAGGAGTCAAAGATAGTTCCAAAACT 
TTTGAAGAGAACACTGGATGAATACTGTTTACTGAGATGGGGAACAGTTAGAGAAAAATGCA 
TTTGGAAAGCAGAAATACGATCAAGAGTTCCATTTTTGATACATTAAGCTTGGTATGTTTAATT 
CATAGGTATATAGAGGTATTAAATTGGCAGGAGAAAATGATAGCTAGAGATAAAAATTTAGAG 
TTCACCAGTGTAAAGATGATATTTGATGGGAGAGGATGGACTTTCTTCTGGGATTTGAGTATA 
CATAGAGGAAAGATGTGAGGATTGAGGAGCAGGGGACTTCAACATTGACAGGCTCAACAGA 
GGAGAATTCCCAAGAGGATGAGGTrCCACCTTTAGGACCGCCAAAGAAGACTTCCCAGACA 
AGN 
>1034 
>1035 

ACCATTTAACTGAGTGAAAGCTTTACAATTGAGGGGTTACTCATTAGCAGGACCTGG 
GTTTTGTTTTTAATGTCATTAACCCCTTGTTAGCCATTTGATAACAAAGACTTCAAGGAA 
TTGCTCAAAAATCTCTGGGAGACAGTAATAGGTTCTTGGGCCTGACTGATAAAGTTTTTGCCT 
CCAGCAATGGAAATGTGGGAAAATTCCAGATGCTAAATGATCTGGCTTGGACCCAGCAGGTT 
GAGGTAGTGGAGCCTTTCGATTGAGGCACAGCCCAGGACTGCTGCAAGGGAGAGGCACAA 
CAGATA 
>1036 

CCCACGCGTCCGATCAAACCAGGAGCAGGTGCAGCCCGGAGGCCCCCCCCGTGG 
GGAGAAGCGGCTGGGGGGTCCCTGGATCTTGTACTGCGGCCCCTCCAACAAGTCGGTGGA 
TGTCGTGGCAGGACTGCTCCTGAGAAGGATGGAGCTGAAGCCCCTCCGTGTGTACAGTGAG 
CAGGCTGAGGCCAGCGAGGTTCCCAGTGCCGCGTGTGGGCAGCAGGAAGCTGCTCAGGAA 
GAQGGCCCGGGAGGGGAGGGCGAACGAGAGCCTGAGGAGCATGAGCGTGGACCACCGGA 
TCCGGCAGGCCGCCAACCCTTAGTCGTGGGAAATCAAGGGGnTGACACCCGGGTGCAGAG 
AGGGGAGGTCTTCTCCAQGGAGGACCTGGTCTGGTAGAAGAAQGTCTTGTGGGAGGGTCG 
GAAGTTCGAGCTGGACCGGCATGAGGTCATCCTGTGGAGCTGOTOCTGTGCAGCCTCTGCC 
AGCCTCAAAATCCTGGACGTGAGGCAGATCCTTGTTGACGAGGCAGGCATGGCCACGGAAC 
CTGAAACCCTCATCCCCCTGGTGCAGTTCCCACAGGCCGAGAAGGTGGTTCTTCTCGGAGA 
CCACAAGCAGCTGCGGCCTGTGGTCAAGAATGAGCGGCTGCAAAACCTGGGTCTGGACGG 
GTCTCTGTTCGAGCGGTACCACGAGGACGCACATATGCTGGACACTCAGTACCGCATGCAT 
GAGGGCATCTGTGGCTTCCCCTCTGTGGCGTTCTACAAGAGCAAGCTGAAGACGTGGCAGG 
GCCTGAGGAGGCCGCCCAGTGTCCTGGGCCACGCTGGCAAGGAGAGCTGCCCTGTCATCT 
TTGGCCACGTGCAGGGCCACGAGCGGAGCCTGCTGGTGTCCACGGACGAAGGGAATGAGA 
ACTCCAAGGCCAACCTGGAGGAGGTGGCTGAGGTGGTCCGTATCACCAAGCAGCTGACCC 
TGGGGAGGACCGTAGAGCCCGAGGACATCGCCGTGCTCACGCCCTACAACGCGCAGGCCT 
CTGAGATCAGCAAGGCCCTTCGGCGAGAGGGCATCGCCGGGGTGGCCGTGTCCTCCATCA 
CCAAGAGCCAAGGGAGCGAGTGGCGCTATGTGCTGGTGAGGAGCGTGGGCACGTGTGGCA 
AGAGCG^CCTGGACCAGCGGCCCACCAAGAGCTGGCTCAAGAAGTTTCTGGGCTTCGTTGT 
GGACCCCAACCAAGTQAATGTGGCTiSTCACGGGGGCCCAdGAGGGGCTCTGCCTGATCGG 
AGACCACCTCCTTGTGCGCTGCTGCCCCCTCTGGCGTAGCCTCCTGGACTTCTGCGAGGCT 
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CAGCAGACCCTCGTGCCTGCCGGCCAGGTGCGCGTCTGCAGGAGGCCAACTATGCCTTCC 

TGAAGAGCCGTCTCCACCTGCAAGGTGCGAGGAGTGGGCAGGGAAAGTCCAGGGGGCCCC 

ACGAACGGAGCACGGCCTGCGACATCACCCGCCCGGGCCCAGCCTGCCTCCTGGCCTCAG 

GCTCCCCTGGGCCAGGACACTGAGTGAAAAAGAAAGAAGAACGGAAACAGCAACGAGACC 

CGCAGCACACCAGACCACAGCTGGCCCACCAGGCAACCCAGCACAAACCAACAATGACACT 

CAAAGCAGCAACCTGCGACGAGCGACAGTGAACACCAGAAAGATGAAGGACCAGACACCAG 

CAAACATGTAAAGAGAATCCGTGTGAACGGAACAACAAGAAAACAATAGAACAACACAAGAG 

ACACACAAAGCGACAACAGCAGACCGACTGAAACACCCGGCGTAAGCAAGCAGCAAGACTG 

AGGCGGTATCTATAGAAAGAGAGAGTCAGTCGCTACATGAGAACATCACTAACTGAGGACAC 

GCGCACGAGCAGGCACACAGGGAAAACGAACGACCAAAGACACAGCAGACCGGGAGCGAT 

AGCAGCGGACAGCACAGAGATCACAGCAGCCCCTACGCGGCCCGAGAAGCCGAACAGGAG 

AGACGAGCAGCCTGCCAGAGGAAAATGAACGAGCAGCGAGAAGAGGGCGAGGAGCGACCG 

AGGAAAGAAAGGGGGAGAGGGAAGAAGAN 

>1037 

ACCATTTAACTGAGTGAAAGCTTTACAATTGAGGGGTTACTCATTAGCAGGACCTGG 
GTTTTGTTTTTAATGTCATTAACCCCTTGTTAGCCATTTGATAACAAAGACTTCA AGGAA G 
TTGCTCAAAAATGTCTGGGAGACAGTAATAGCTTCTTGGGCCTGACTGATAAACTTTTTGGCT 
CCAGCAATGGAAATGTGGGAAAATTCCAGATGCTAAATGATCTGGCTTGGACCCAGCAGGTT 
GAGGTAGTGGAGGCTTTCGATTGAGGCACAGCCCAGGACTGCTGCAAGGGAGAGGCACAA 

CAGATA 
>1038 

ACTTTGACTATTTTTTAGCAAGAAATTAGTTTTGACACAGAGCACAATTGATTTAACAC 
TTCCAATTTTGGAAGTATTGGATAAATAATGATGGGATTTAAATAAAGCAATCCGATTCTAGTA 
TTACAGCATAGGGTCTCTTGTAGTGCTCTTAGTAAAAACTATTGTGACACTTCCTTG TTTCTGG 
AAATATTCGGCCTGGAAAGACCTAAATACAATGCAGGGATTGAATCAAATTCACAGATTTTTT 
TTCCTACGGAAACAACAACCTTTCTTGCTTATATTTAACAAAAACTAGTATAGATTCCCTTTAT 
ATTAATAGTTATATGGT A I M i l l I CTCAGAGTAGAAATCAGGTTTATAGGCTAAGAATATAGG 
GTAATTTGGAGCATAACACTAACCAGCATGAACCTAAGTGAGTACN 

>1039 

AGTTAGATCAGATGGATTGAAACATGACAGCGCCATTTCATCTGGCCGGTTAAGGTC 
CTCATGGAATGAAAAACACTTTCGGGCAGTCTCCTATGAGAGAGAGAATGGGTTTCTTTAATT 
GCCAGATTGTCTGAACACAGCCTCAGCTAGTTCTAGGAATAAGACGAAGCAGTGAGGAAGTT 
GCCAGTTGAGTGATTCTTGGGGAAAAAAATTAGCATTCAGTGCCAGCTCTCTAAAGTGTGGA 
TTCTGGATTCTGGTAGAAGCGAGTAAAGAAACGTTTTCTCTGGAGTGGAAGCTAGTAAGATT 
TATTCTGTGGTGATGAAGCCATCTGAAACCTTACAAGCAGTGTGGTTGTATCAGCATATGGG 
AGCTGACTGCCTCAGGACTTTGGAAGCCTGCTTCTCTGTGCCTCAGCCGGAACTGAGGTTA 
CTCAGTAGTCATTTGCTAATTTCTGAGAACGCAACAGTCCTGAAGGGATAGAAAGCATGAAG 
AATACCCAAACTTTTTAGACTAGTACTGTGTGTCAGGTATTGTAACATTCATTCAGTCCCTGA 
AATGTACAAAGTAGTTATTGCTCCCCTTTTTCATrrGAGGATACTGATGCCCAGAT^ 
GTGGCTTGCCCTGGGTCAGATAGCTTGTAAATGCGGAGCTAGCATTTGAAN 

>1040 

ACTCTTATCAACTGTTTTATAGATGAGAAAACATTAGCCACAGCTTAG CTTAT TTGAA 
GTCACAATAATATTAACTAAGTAAGAGCAAAAGCCAAGATTCAAATGTAGATTATTTTACTACA 
GACTGAGAAACGAATTAAACTAGGAGCCTAAGATACTTTCTGGAATTGAAATGATACATTATA 
TATACCTATAAAGATAATTGGCTATAGCTTCCTAAACTACAAATTGTCATAAAAATGACTTCTG 
TCCTATATCAATTAGAAACTGGTATTAAAATTGAGTATTATAAGACAATAGAATGN 
>1041 

NNNACTGCAGGGCCCAAGAGCATACAAAGCTAGTTATTTGGATCCAAAGTTGGTCAA 
GTGTGCAGTGTTTAGACATCATGATCTAGGCAAACAGAATTCCTGGCCTGAAATATGTCACT 
AGTTAGAAACATTAGAAGCTTTCAGGTAAATAAATATAAAAAACCAGTCAACCGTATTCTTATT 
TCTTCGTCAGAGAATCATGTGTCGTTTGGTTTAACTTCCTGCTGGATTCTGGATGGGAGTTGT 
TGAAGATATTAATCTCATTATrTTCTGTAGAGGACAGGTTGTCCCCCWTTGCTCATTAG^ 
CeTGACTGCTrGTTAGGGCTCTGTGCGTGTGGCeCTGTGACCAGCACGGTTGCTCCAGCAG 
GCAGCAGTGCGTGGGCCTGCTCTCCATGGCAGAGACAGGGCTGTGAAGCTTGGGT 
•>1042- 

AGCCTGCTTTGATTATTTCCGAATCCAGTGGGTAGAGAAGGTAAAGGCAAGGGCTC 
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ACTGGAT A I I i H AAATTGTAGGGATGTCCTTTGCTCTGGGTCAATTTTAGG ATCAAATATAAA 

AGCAGCTATAGCTCAGAGTATGTTCTAACATAAAACTTCTGAGATAGGAGAAATTTTCGAAAA 

CATGGTATAAACAGTATGAAACACTGGGTAGATAAAAGGTTTCTCTAAATCTTAAAGTGCTCA 

AATATCATG ACCTG A I I I 1 I I AGTTTTAGAAATCAGATA I I I I I CTATTCCATATCTTAAACTTT 

CATGTTAAATTCTAGTTCTGACAATGTAGGGTTCTA I I I I I I I GAGGTGATTGTTGGGAGGGT 

ATAGAAGCATATATAAATATGGAATATGTGTTTCTTTTTTCCCCTTCTGAAAGAAAGTGAAGCC 

TCTAATCAAATAGATTGATGCTTCAGAAACTTAACAGAATATTATCTGCAATTTGGCATAAATG 

CATNTTTCTTGGGGAAGTTTCCATGGTCAAAATTATTAGTCATTGCAAAACAGAAAAGTTTGA 

CAACTGGAAANN 

>1043 

ACCCGTTTGTCCATGGCTATTCCAAATACCCCCATGTTTATTTAAAATGTATATATAAT 
CAGTTACATAAAAAGAGGTATGCTTAAATTCTGATGACTCTATGGTTGGACCTCTGTGGTTGG 
AGCAGGCAATAGAAATGTCTGTAATTCATTTAAAAAAAAAAGTGAGTTTCCTACGTTTAGATA 
GTGAGGACAATGTGTTAACTGTTTGTGTTGATAAAAGGAAAGATTTCAGGGGAGGGTGAAAG 
AAATCTCTACCATGTATAAGGTTATATATATACCAGAAGGAGTGGAGTTAGGAGCAAATTAAG 
ATTTGAC 
>1044 
>1045 

NNCGTCCGGTTGTGAGGTATTCCAAGAGTACAGCCATGAAGAGTTAGTCCCAAGAGT 
TGGAGGCATTGTTGGGGAAAGAGATTGCAATAGACTGGTGGAGATGAGTTACGTGAAGCTC 
CTGCCTTATCTGAGGCCTGGTGATGGTGCTGTGTGCCCAGAAGCCAGTCATATGGATGTCTT 
GACCTGTGCAGCACACACGTCAGTAGTAGGAGATATGGGTCTTTGGAATGCTTTATGTGTGA 
TGAGGATGAAACAGTTAAGTGCTAGTTTCTCATCCTCGGCCTTATGACATTAGTTAGTTGTGT 
AAGATTTTGCAGGGAGGTATTGGCTCGTGTACCGTTTCGTGACAAGCGCCTGTCATTCCTCT 
GAAAAGGTTGCATACTCCAGTCGGTACCCTCAAAGAAAGATTTTACTAAGCAAAAGTATGTAT 
GGCTCTCTCTGTTCTCCTTGCTTTAGCTAGCACAGGTAAACTGGGATCTCAGCAGTCTGACA 
GGGCAAGCTCCAAGATTCACAACCCAGGAAAAGTACTGCTTTGCGTAAGTTTAATCAAGACC 
AGAGCAGAGAGAGGAGACAAAGTGAAAAGAAGTCAGTCAGCNN 
>1046 

ACAGCACTTTCAAAGTAGTGGAATATAAATCTTTCCATTTAACAGCAACATTCAAATA 
TTTCCCATTCTGCTTATTATTCCTCTCTGAAGGTGATACATAGAAATATAGGAGCAAACACAG 
CAATGCAGGCGCTCTATGATCTGGTTTGCTCACATAGATCTTAAAAGGAGAAGAATGAGGGA 
TTTGCCTACAACCCACAGCCAATCTATGTGGACACAAAGGGTGACTTCTTCCTTCTATTACGT 
TCCTTGAGGTAGAAATGGTAAACTAGCATGACCTCGAATCATAATTTAATATCATTCTAN 
>1047 

ACATTATTGGTAGTATCTCAGAATCCTGCTTAGCTTTTGAGATAAACCAAG TCATG AT 
ATmGGGTAATATGGCCATAGGTATGATGCAAGATTGAACTGCCCAGTATTTGCCTTTTTCA 
ATATTTACTTTGTAAGAACCTGACACTGTAGGTCCTCACCACACGAAAACCTGCAACATAAAC 
TTCAATTTTGGGCAACTCATAGACCAAAAAAGCTAAACAAAACAAAAAGGAAAAAACCCTGTA 
TATACAATCACCCTGCTTGTGTACATTTAATTTGCTTCATTCANAATAAGCAGTCACN 
>1048 
>1049 

GGGGACATTTAGTTCGGGCATGAAAAAGAAGTTAACAAGCAAAGGTAOCTATAAACA 
AAGGCATCATAAATAGATAT AAAGG CAGAAGAAAAGGGATCTAAAGTAGACAGAGAAGATAG 
GCTGACTCTCCAGTTGCAGAT7TTCATTATCAGCTCATCACACGACCGAAACTCTCTGGTGAT 
TTGCTATCGACATCCATGGCGTTTGGTGGCGCTAAAGATTGTAACGGCCCCCATGCTCTTGG 
TTAAAATGGCAGGTGTGTTGAGAAGAACTGTCTTAGGTACCCCCTGCCTGCTGGGCATCACA 
TTCTTCTTGGTATATATTAAAAGAACACAAGTTTGGGGCAGGCACGATGGCTCATGCCTGTAA 
TCCCAGCACTTGGGGAGGCTGAGACAGTGGATCATTGGCGGTCAGGAGTGCAAGACCAGC 
CTGGCGAACATGGGAAAANNNN 
>1050 
>1051 

ACCCATCTCTTCCATTCTGGGAATCTGGGAAACTAAGCCTGTAACTTGTAGCTTGTA 
GAATGAATGATGGAGTAGAATAAATAAGAAAGGAATATATCATTAAATGCACAGGTTAAATAA 
ATAAAAATCTATTAATAAAGAGCCTAAAGAAAGAAAGATGAGATTTCAGGACATATTGGGTGA = 
AATAAGTTGTTTAGTCCAGCACTTCTCAA I M M AGTGG ATATGTGAATTGCCTATTAAAATGC 
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AAATTTTAAATTAGTTAATCTGGGTTGG ACCTG AGTCTGCGTTTCCAACAAGCTCCCAGGTGA 

TGTCAATGCTATTGGTCCAAAGAGTATGTTTTGTGTAGCAAGGGTTCTAGATACAATTACATT 

AGAAAAGATGAGAGAAAAGTGGAGTGATTGT 

>1052 

ACGCGGGTATAGCTATATAGTCATATTTTTATTTTTATGTAAAATTTCCAAAATGCTTA 
ATATGGCAGTATAATAATTATAACTAGATTTACTTCAAAA CATAG ACATAAAGAAGATTACATG 
GGTGTAGAAGTTCATTGAATTAGGAATCACATGCTATTTATTTTAGCAGATATCTTGTTAATTA 
AATGTTTGACCCATGTGAAGTCATTTAACAGATCTGTTACGCATTATTCACATATGCAAAATAA 
TCTATATGATCTGAATACCATTTCCATCTTTAAAATTACATATTCCT 

>1053 

ACAATCAAAAAAAGACAAAAAAGAAATGGTGTTAAAAGCCACAGTAAACATAAAGCTC 
ATATCAAGTATAAAACCACACACACTTTGCTCTTCATCCGGACAATGCCCAAAATTATACTGA 
GGTATTGGGGTGGGCTGATACCTTCAAACAGGGAGAGAGGGACCATGTTCAGGAGGTGTAT 
TCCTCGATTTAGGTGGTGACTGAA I I I I M I I I I I AAGACAGGGTCTCACTCTGTCACCCAGG 
CTGGAATGCAGTGACGTGATCTCGGCTCACTGCAGCATCAACCTCCTGGGCTCAAGCGATC 
CTCCCACCTCANN 
>1054 

ACAATGAAAATTACAAAATACTGTTGAGAGAAATTAAAGAAGACAAATAAATGAAAAG 
AGACGGAACATGTTTTCGCTTGTAAAACTC AGTAG GATTAAGA TCTCTT CTCTCCCACGACTC 
TATAGCTTTAAAGCAATCAAAATCAGACTGGTTTTGTCTGAACGTTTTTGAATAAGTCAATGG 
CTTATTTCAAAATTCATATGAAATTTCAAATGCCAAAGAATAGGCAAAATATTTCAGAAAAGAA 
GAAAGATTGAGGATTTGOAATAACTGACTTCAAAACTCACTAGAAN 
>1055 

NNNNNCAGGCTAGAGAGATGTTGGAAATAGTTGTTAAATTGGCTTAACTTTCTCAGG 
ACACCTTGTACCCACCACGTTCATGTCTCCTCTAGCCAACTATAAAGTTATTAACACAAGAAC 
CGTGTCTTATTCATCACAGTATCACCCACAGGGGCTGAGACAGTGCTTACACAGAAATGGCC 
CTTGATAAAATATGGGCTGAATGAATGAACATATGAATTTGACAGTTTGAGAACTAAATTAAAA 
GTTATTTCTACTAGCATTTTTAACACAAGAACTATTGAGATTACTTATATATTAGTAGTAA^ 
TTTGCTTTATTCATTTGATTGGCAAACTTATAATGAACTCAGTGAAACTTGTCCACCTTT^ 
ACATGTTGAAATTTTCAAAAATCCATAAGATTAGTCCTCACACACACACCTCCAAGTATCCATA 
GAGATGGACCTACTTCATACCATTATATTGATAATCCAATTATTTGTAGAAATCCCATTGATTT 
CAGGGAACTGAATTTGATAGCCAGGAGGCATTCCACTGGCTTCTTAAAGCN 
>1056 

ACATTAACTCACTGACTTACTCtGGGTTGCTATTGTATTAAAATTCTGTATAGACATTA 
CGTAGCCTCAGAGTTGAATTTGGACTGCCCTTAAAATAAAAAATTCTTAAATCTTTAGTGTGG 
TGTGTATTA A I I i U A TGATGATTTACAAGTTGGAAATGATTACTTTGCAAGTCATAGTTTAGTT 
TGAAGTTAATAAGAGTGATTACAGTAAAGGAAAAATGCCATATATGGCATTGTTCTTAACAGC 
TTATGAAATTTGGAAAACGATATTTTAGAAAGCTTTGTCTTGTTGGCTGGAATGAAGN 
>1057 

ACAGCTTGTTCAGGATAI I I CI ICTAI 1 1 1 1 CCTTTGAGTTCTTGTTCATATTCTAGTT 
AATTTCTAGTAGTTCTTAATGTATTTTAACCAATAGACTTTTGTCTTCC^ 
CTCGTAAATG C I 1 1 \ I GTGACTTGTGTAAGTATAAACAACTTTACTATTAGCTGTAAAATTTTC 
A I I I M A GTATGTCATCAAT C I I 1 1 i i I G TGTTTAGTATGAT TAAA TG TTTTT CACTTGG AAAGA 
TATGAATAGTCTACTTCATTGAI I I I 1 I I I AAAGTCATTTCA 1 1 I I I lAI I I I I GTAGGTAGAAAA 
TCAN 
>1058 
>1059 

ACTTTAACAAATTAAAAACAAATTTTAATTTAAAATATTTTAGAAATTT^ 
TTTATTTAATGAAGGGCTGCTTTTAAGAAAACTTTAAATGCTCACGTAAACCACCACCACCTG 
CAAAGTATTAATATTCAAGTTTTTCAACAAAATGGCTGCTATGTATAAGCTACTGAAAGAAGAC 
AAAAATTAATAAAATGTGTCCGTCCTCTTAGATATCTATAATCTAGGAAAATGAACACATTC7T 
TTCAGACACTAAACTCCATAAGAACAGGCATCAGATCTATCTTATTTACCACGACATCCTGAG 
AATGGAGCACAGTGCCTGACACATAATAGAtGCTCATAATAGATGCTCAGGGTTTATAGTCA 
GTGMTAAQTAAAGAAATQAGTGAGCAAATATCTCTTAAAAAGAACAGACTTTTAAA^TTAAC 

aaiscagtgatgtgttat^cagtagcaaataagattgtttccy^aatgtgataattcaatt^a 
tgcttcctactatgactagatgttggttggtgatagtttatatgannn 
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>1060 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGTTACCAAAACCCATCCAACTAAAAAT 
TTAAGC I I I I I GCATTTTAGTGGATGCAAATTGTGTCTTAGTAAGAAGAACATAGAAAAACTAA 
GAAAGATAATGTTGAAGAAAATAAGAAAGCTTAAGGACTTAAAGTATTACCATCAAGACATGT 
ATAACTACAGTAATTTTAAAAACTGTTTTCTTGCATAAGTATAGAGAAATGTACGTCGGGCGG 
GACCAC 
>1061 

ACTTACGCTTTATGATCTTGAATATTTTCAGTGTTTAAGGAATCTCTTCGTTCTTTGAT 
CTCCACTGCATGNAAGAACTCTGTTGCAGGTGTTAACAAGGAAGTTTGAAATAGAAAGCCAG 
AACCTGCCCCCCAAAGATCTGACAGTAGTAGAAGGAGATCCATTATTAAGAAGGTATAATGG 
CAACANAAGAATAATCACAAATTATCTGTGTGTGTAATATGTGTTGTGTGGTGTGGGTCAAGG 
AGATGAGGAAAGTGGTTAGGGAAN 
>1062 

ACTTTAACAAATTAAAAACAAATTTTAATTTAAAATATTTTAGAAATT^ 
TTTATTTAATGAAGGGCTGCTTTTAAGAAAACTTTAAATCCTCACGTAAACCACCACCACCTG 
CAAAGTATTAATATTCAACTTTTTCAACAAAATGCCTGCTATGTATAAGCTACTGAAAGAAGAC 
AAAAATTAATAAAATGTGTCCCTCCTCTTAGATATCTATAATCTAGGAAAATGAACACATTCTT 
TTCAGACACTAAACTCCATAAGAACAGGCATCAGATCTATCTTATTTACCACCACATCCTGAG 
AATGGAGCACAGTGCCTGACACATAATAGATGCTCATAATAGATGCTCAGGGTTTATAGTCA 
GTGAATAAGTAAAGAAATGAGTGAGCAAATATCTCTTAAAAAGAACAGACTTTTAAAGTTAAC 
AAGCAGTGATGTGTTATTCAGTAGCAAATAAGATrGTTTCCTAATGTCATAATTGAATTNTGGG 
TGCTTCCTACTATGACTAGATGTTGGTTGGTGATAGT7TATATGANNN 
>1063 
>1064 

ACTTACTACAAGCAGCAAAAGGAAGCTCTAGAACAAGGAATTAAACACAGTGTTTGT 
TTCCAATCGCAGAAGAGGCCATGAGCACCATATGTGTGTCAGGCTTATCATGTGAACCAAAG 
AAAGGCCAATGGTTCACCTTTCTTATGAGTCTTATAGGCTGCAATATTTCAGTTGGCCATAAA 
CAACTTAATATCTCACACCTAGTAGTATTCAGTGACACAGAAAGGGAAAGAGAAAGGATGAA 
GAACAGAGGAAAGAGAAATAATTTCCCAAGATACAAATTTAATATTCTTTCCAAAGCATAAGA 
GGAATTAAAAAATANNNNNNN 
>1065 
>1066 

ACGCACATGATCCCAAAGAGGAGGGGCCCTGTATAAACAAGAACCAACCAACATAA 
AGCAGTGACTACAGGCACCATGACAACAAAAGGAGTT7TAAAGTGCATCTTCAAATAGCACA 
CAATTTTCCAATTTAAATAGTTTGGAATGAATCAAAGGGAAAAAAGCATTAATTAGATACAACT 
GAATrTCTCAAAAGTATATTAACACAGCCTACAAATAAATCCTCAAATGTACCN 
>1067 

ACCCTCCGTGACTTTTCAGGGTCTCCTGGTTGAATGAATTTGCAGAAGGATTAAAAT 
GTGTGTTCTTATTTGTGCGTTTGTATTTCTGGCATTAAGTAGTGTGTTGGAGGCTTATTAG/^^ 
AAGCTGAGAAGGGTAATAACATAAACACATACCGTAGGGAGGCGTGACATTAAACACATNAG 
GTAGGAGCCNNN 
>1068 

ACTATATTAGTGTAGCAATTTTCCAAAAGCCATTCATCTTAGAGGGCTAAATGATTTT 
ACCTTATCAATTCCCCTGTGAAAAAATATCTCTAAAGAGG7TTTGTGCTGGAAAATATTGTTG 
CTGTCACATTGATATGCCAACAAAAGCTAAGCAGGGAAGTCAGGCCAAGAAATATCTCCCTG 
CAAGAGAAGGCATCGCACATGTATCTCTCCATGCTATTTAAAATTGCATTCTGCAACATAGAA 
AGGATAGGCCATGCTGCAGAAGCCAGGTCCAGGAAAACTGCTTTCTTTGGCGTTTACACACT 
CCTTTTGGAGAGATGCTGGTGAAAGCAGCAACTACCATCTGCCTTCTGTTGACTTAGTGTCA 
GCAGGTGGAGGGAGGAAGGAGGGCATCGCAGACATCATTCTATTATCTCAACCTTGCTTTCT 
CGGATCCAAAGGCCAAGAAGTTGCTGCTCCATGCCCTCAGAGCTCTAATTTGGCACCTCTTC 
CTGAAATGAGAGCnrTGAAAGGGCTTCTGCTCTGGGTGAAACCGGGTCGTGGGCGGGGCCAA 
TTCTGarGGCTTCGCGTCTGTCAGTGTGTCCTAATCACTGTTATAAGTGTGGTTGTGCGGAA . 
CATCTTGTAAAATATTTTCCTATTGCTCCAGCAACATCTCGTGTCTAGACAATCTAATTATGAA 
CACAGAGCAAATAGCTGAAGTGTATGCCGCCCCCAAGGGTfGCATAACTCCAGGAATGGGG . 
CTAGGAAGACAGGGGAGGGAGGtGtGTGTGATGTTTATTACn j I I I GtTGACCTGACCAGA 
AAATTGAGTGCTCCAAAAGAATCTGGCTAACTTTTAATTAAGAAGAAATGATCTGGTGGAAGC 
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TGGCATTTTGTTG Mill CCAAAGTCAGTGGAGGATTAAAGGTACTGATGTGTTTCCCTCTAA 

TGAGGTCTTTTTCTTGGCTTCAAAGGTGGTTTGTGGTCTTTGCGGTAAAATAAGNNNNNNNN 

NNNNNNNNNNN 

>1069 

ACCCTGCTTTGATTATTTGCGAATCCAGTGGGTAGAGAA GGTA AAGGCAAGGGGTC 
ACTGGAT AI I I \ I AAATTGTAGGGATGTCGTTTGCTCTGGGTCAATTTTAGGA TCAA ATATAAA 
AGGACCTATAGCTCAGAGTATCTTCTAACATAAAACTTCTGAGATACCAGAAATTTTCCAAAA 
CATGGTATAAACAGTATGAAACAGTGGGTAGATAAAA GCTTTC TCTAAATGTTAAAGTGCTCA 
AATATCATGACCTGA I M If i AGTTTTAG AAATCAGATATTTTTCTATTCCATATCTTAAACTTT 
CATGTTAAATTGTAGTTCTGACAATGTAGGGTTCT A I M II I I CAGGTGATTGTTGGGAGCGT 
ATAGAAGCATATATAAATATGGAATATGTGTTTCTTTTTTCCCCTTCTGAAAGAAAGTCAAGCC 
TCTAATCAAATAGATTGATGCTTCAGAAACTTAACAGAATATTATCTGCAATTTGGCATAAATG 
CATNTTTCTTGGGGAAGTTTCCATGGTCAAAATTATTAGTCATTGCAAAACAGAAAAGTTTGA 
CAACTGGAAANIM 
>1070 

TAGTGAAGCTACTCGGCCTAAAAAGAAGTATTAGCAAACCCAGAAGCTAATACTGAA 
AATTTAGCGAGTCAGCTTTACAAAGACACGATCTTATCACATTTCTGTTAACA ACCT AAAAGG 
GGTTCAATTTTCCAAAATGGCCGGATCTTCATTGTGCTATTTTTAATAAGTTATT^ 
TCTTTCACAAGCAATACAAGTGGATTTTAAATCAATTGATACTTATAGAAAGAGTTTAAGGAAA 
AATGTACCTCGTAAGTTCATTATTCACAAGTGTTGTGTACATTATATTAATGAAATTTATCTAGT 
CCTTGCAAACTTGTGGGTATTGATTTTCATTAGTGTAAACTAAAGAGAGAAAGTTCACACTGA 
CATTTATAATTGTAAGAACTAAGAAGCAACCATCAGCTTTTCTATGCGAATCCATGCCCTTCA 
GGAAGTTCTTGAGGCGTTGAGGTTGCTAGTTTAGTAAATTGCTTACTGGGACATTAAAGCAG 
CTACATTTTGGAAAGAGGGAGAATTAAG MINI GTTGTTG AATTTATTATCACTAAGTAGTGT 
AAAGCTCTTTTAGATTCCAAAAGGAGGAAAAATTGCAGGTCCATTAATCAAAATGCTGCAAAC 
TAAGACNN 

>1071 

AGCAAAACTGAAAAAAGATTGTGTATCCAAACATTATTTCACATAAAATGTATTTTGAT 
AAAGTAAATTGCCAAACCATGGTGCTCAGAGGTTGTAACAGTCCATGTAAGTTGAAGAAAAA 
GAGTTATCAATCAATACGTGACTATCAATCATTTATTTAATCATTATTTAGTTTTCACANN 
>1072 

A C I I I M I m II i m M I M I G AGACGGAGTTTCAGTGTTGTTGCCCAGGCTGGAGT 
GCAATGGCGCAATCTCAGCTCACCACAACCTCTGCCTCCCGGGTTCAAGAGA TTCTC CCGC 
CTCAGCCTCTTGAGTAGCTGGGATTACAGGCATGTGCCACCATGCCTGGTTAATTTTGTATT 
TTTAGTAGAGACAGGGTTTCTCCATGTTGGTCCGGCTGGTCTCGAACTCCCGACTTCAGGTG 
ATCCTCCTGCCTTGGCCTCCAAAAGTGTCAGGATTACAGGCGTGAGCCACCACGCCCTGCT 
TAAGTTTTAATAAGATCTCTTGGCAACTTTTTACGACTGGCAACTTAGGTCTCACAAACACAG 
AAAAGCTTGTCTTTAAGTATATTGTCTTTGAAAAGTTAATACACTCTCTAAATGCTCCATTTAA 
AATGATTTACTTTATAAATGCATGCACTGAGAGAAAAGATATTTGAATGATATACANGCACAT 
GTrAAATTAACTGTGATTGTTTCTAAGTATTGGCACTATGGTCAANNNNNNNNNNN 

>1073 
>1074 

ACTGGGTCACTGTGCCCGAGCTCTCGAAAGGCATCAAGATCCGACTGCTAGGAGCC 
CCGGCTTCTTCCCTGACCTGCCCGTCTCCTACACCCTCTGGTCCTGCTCCAC AGTGG TCTAA 
TAACTGGTGTTCCACATTCCTCTAACGTGCACAACACAGTCCTGCCCCCGTGCTTTTCACCT 
CCTGTCCATTCCTCTTATAACGCTCTTCCCCAAATCGCTTGCCCATGGCTTGTTTGCTCATCN 
NNN 

>1075 

NNACAGCCATGTGTAGTTTATAGAACTTAGAGGAAAAATCTAGTATTTTGTGTTTTCC 
TATATATTTATTGTTTGTATTGGTCTTTCTTCATTCCTGAAGATGCGGGATTTCCT TT 
AATGTTGACCTTAGCTTTTCTAGCAGATCAGTGTGCTGGGGATACATTCTCTrrGTTTTTCT^ 
GAGAATGTATTTATTTTACTTTCATTCCTAAAGGATATTTTAGGT GGAT ATATAATTCGGAG 
GATGCTTGCTTCCTTGAGCACCTCAATGATGCCATTTAGCTGTCI I I I GAC TTCTGTGA TTTC 
TGGTGAAAAATGTTTGTAATGTAAACCTTATTCCGCTCTGTGTGGTGTGTAAI Mill ICTAGC 
TGCTTTCAAAA A I MM I CtTTG II I I IGGTTTTCAGCAGCTTAATTTGAT GTGTAT CTAGTCAT 
TTTCTTTAAGTTTATCGTCTTTGAAGAGTACTGAGCTTCTAAATCGGTAAATTTTTGGC 
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>1076 

ACTTCACTGATTTATGGCAAGTCAGCCAATCCATCAGTGCTCAAAGCTCCTTGTATT 
GTCA GGAATGTCTAACATTATTTGTCACTCATTCAGAATTAAACTGCCAACTAGTAGCATTTG 
TTTTGTGTCTGATAGATTCTTCATGGAGAAAGAATAAGTAAAATGAGATGGGACACAAATCTG 
AGTATAGCATTGTCATTACTTTTTGCTGCACAGATTAGTTGGAAGAAATATTCTAGTCTGGGG 
CATAACAGAATCCAGAAATTCCAGATTTAAGAAATAGGTCTATATAAAGCTTATTTAATATTTG 
GTATANNNNNNN 

>1077 

ACAGAGTAACCATGACTTACTAGGTGTTATGATGAAGGTGTATGTGTGTGTATATGT 
GTGCATGCATGTNATAAGTGTGTGCATTTGCACACATAAGAGTTTTAAGCTGGTCCTGTCATT 
TATTGATGGTCAAAGGTTTCTTTTGGCTATTGCTGGACTCTTAAGATTGTCTTGTAATTGTCTT 
TTTGTTGTTGTTGAAAATTAAGGGtGTATATTAAAGGTAG Mill ACCCAGATCTTATATGTGT 
GATAGCTCACGTCTGTAATCAGAAACCTACTGTTTAATGGCCACCCAATTGCCATTAGCTTCC 
TAGAGGGTGATTTAAT AAAC TATCTTCTTTAAAACTCATTTAAAATTAGAGACATGTTTGCATA 
CAATGGATTAATGACGTTTTCACACTAACCCACAAAAGTCTGCTGCACTTTGTTTTGTAGGCC 
TAACATTCATTTCATATGCATTGAATATTATTGGTGAACTTGCATTAATTAN 
>1078 

NNNNNNNNNNNNNNNNNGCATTGATATGAATAGTTTCACTAATTCCATTCATGGTTA 
CTGTAAACATTCTTAAAACTTTGT TTTAT GGGATTATCAGAGTAACAAAATAATGTAGTCCCTT 
TATGGACTATAAGTAACTTAATGCTTTTCTTTCCCTATTTCATATCCCCATATTTGGTGCAATA 
ATTTAATTCACTTAClTCATTATTTTGTTTTGCATTGTATTTTACACCTACAT^ 
TTATTTGTACATACTTAAATGGTTTCAGTGTGAAAAAGCAGCTTCTGACCTAGCATTCACACT 
AGGCGGTGGCGTTCTCCTGCTGAACATTTAACAATTCTCAAATCTCTAACATCAGATGAGGT 
CACTGTAATCCGGATAAAATGAGATACTGTAATCATGCCTGAGCACAGATAAAAACAAAGTCA 
CTGTGCAAACCATAAACAGCCAACCTCTTCTTGTGGCTAACATGGGTGACTGTTGCTTCTTTC 
CTTTCGTGCCACCCAGAACANNNNN 
>1079 
>1080 
>1081 

ACACGATGTGGCTGACATTTGGCTGGAGTCTGCTAAGATGTCTTCTTATGCTGGATG 
GAGGCAGACCTGTAAC AGCTG TG M M I CATCTTCTCGAGCATA Mill CATCAGCCGCCTCA 
TTG II II I CCTTTGTGGATTTTATATGGCACGCTGATGTTGCCTATGTATCACCTGGAGCCTTT 
CTTTTCATACATCTTCCTCAACCTACAGCTCATGATCTTGCAGGTCCTTCACCTGTACTGGGG 
TTATTACATCTrGAAGATGCTCAACAGATGTATATTCATGAAGAGCATCCAGGATGTGAGGAG 
TGATGACGAGGATTATGAAGAGGAAGAGGAAGAGGAAGAAGAAGAGGCTACCAAAGGCAAA 
GAGATGGATTGTTTAAAGAACGGCCTGGGGGCTGAGAGGGACCTCATTCCCATATGGCCAG 
CATGGCCATTAGCTGGAAGCGTACAGGACTCCCATGGCACAGCATGCTGCAAGTACTGTTG 
GCAGCCTGGCTTCCAGGCCCCACACGGACGCCAGATTCTGCCCTTCCCTCTTTCTCACCAC 
CGCCTTCCCTCCCACCTAAGATGTGTTTACCAAAATGTTGTTAACTTGTGTTAAAATGTTAAAT 
ATAAGCATGCGCATGGATTTTTACTGCAGTTAGGACTCAGACTGGTCAAAGATTTGAAAGAN 
NNNNNNNNNNN 
>1082 

GGAGGGGTCGGGGGGCGGCGGCCCGGGGATGGTCTCGGGGCCGCGGGCTCCAAT 
CGCTGGTCCTCACGCAATCCTAAACGGTTCCCGGGCGAACCGGGGCCCGCGCQCGCCAAG 
GCCGCGGAGACCCTCAGGGGCGTGCGGGCCTTTGGTCCCCGCGGGACCCTGTGGGGGGC 
CTGGGGGGCGGGGGGGCGGAGGGAGGGAGGGGAGGGGGGGGGGGGGGAACGGGGAGGT 
CCCGGGGGGCGTCCACGGGGGTGTCCCCGGGGGTCTCCGGAAGGCGCCGGCGGAGGGT 
GCGGCGCTGCGCTTGAAAATCGCGCGCGGCCCGGCGGCCAGCCTGGGTAGGGGCAAGGG 
GCAGCCAATGGGAAGGGTCGGAGGCATGGCAGAGCCAATGGGAAGGGCGGGGGCACGAA 
AGCCAATGGGAAGGGCCGGGAGCGCGCGGCGCGGGAGATTTAAAGGCTGCTGGAGTGAG 
GGGTCGCCCGTGCACCCTGTCCCAGCCGTGCTGTCCTGGCTGCTCGCTCTGCTTCGCTGC 
GCCTCCACTATGCTGTCCCTCCGTGTCCCGCTCGCGCCCATCACGGACCCGCAGCAGCTGC 
AGCTCTCGCCGCTGAAGGGGCTCAGCTTGGTCGACAAGGAGAACACGCCGGCGGCCCTGA 
GGGGGACCGGCGtCCTGGCCAGCAAGACGGCGAGGAQGATCTTCCAGGAGGCCAGGGAG 
CCGAAAAGTAAAGCAGCTGCCGCCGGCGtGGAGGATGAGCCGGTGGTGAGAGAAAACGCG 
CGCCGCTTTGTCATCTTCCCCATCGAGTAGCATGATATCTGGCAGATGTATAAGAAGGCAGA 
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GGCTTCCTTTTGGACCGCCG AGGA GGTGGACCTCTCCAAGGACATTCAGCACTGGGAATCC 

CTGAAACCCGAGGAGAGATATTTTATATCCCATGTTCTGGGTTTGTTTGCAGCAAGCGATGG 

CATAGTAAATGAAAACTTGGTGGAGCGATTTAGCCAAGAAGTTGAGATTACAGAAGCCCGCT 

GTTTCTATGGGTTCCAAATTGCCATGGAAAACATACATTGTGAAATGTATAGTCTTCTTATTGA 

CACTTACATAAAAGATCCCAAAGAAAGGGAATTTCTCTTCAATGCCATTGAAACGATGCCTTG 

TGTCAAGAAGAAGGCAGACTGGGGCTTGGGCTG GATTGGGGA CAAAGA GGCT ACCTATGGT 

GAAGGTGTTGTAGCCTTTGCTGCAGTGGAAGGCATTTTC TTTTC CGGTTCTTTTGCGTCGATA 

TTCTGGCTCAAGAAAGGAGGACTGATGCGTGGCCTCACATTTTCTAATGAACTTATTAGCAG 

AGATGAGGGTTTACACTGTGATTTTGCTTGCCTGATGTTCAAACACCTGGTACACAAAGCATC 

GGAGGAGAGAGTAAGAGAAATAATTATCAATGCTGTTCGGATAGAACAGGAGTTCCTCACTG 

AGGGCTTGCGTGTGAAGGTCATTGGGATGAATTGCACTCT AATG AAGCAATACATTGAGTTT 

GTGGCAGAGAGACTTATGGTGGAAGTGGGTTTTAGCAAGGTTTTGAGAGTAGAGAACCGATT 

TGACTTTATGGAGAATATTTGACTGGAAGGAAAGACTAACTTCT TTGA GAAGAGAGTAGGCG 

AGTATCAGAGGATGGGAGTGATGTCAAGTCCAAGAGAGAATTGTTTTACCTTGGATGCTGAC 

TTCTAAATG AAGTGAAG ATGTGCCCTTACTTGGCTGA I I N I I I M I CCATCTCATAAG AAAAA 

TCAGCTGAAGTGTTACCAAGTAGCCACACCATGAATTGTGCGTAATGTTCATTAACAGCATCT 

TTAAAAGTGTGTAGCTAGGTCACAAGGAGTCCTGTGTGTTTATAGTGGTGGTAGTATCACCTT 

TTGCCAGAAGGCCTGGCTGGCTGTGACTTAGCATAGGAGTGACAATGGCAGTCTTGGCTTTA 

AAGTGAGGGGTGACCCTTTAGTGAGCTTAGCACAGCGGG ATTAA ACAGTGCTTTAACCAGCA 

CAGCCAGTTAAAAGATGGAGCGTCAGTGGTTCAAGGGAGATTTTAATGTTTACTTAAATATAA 

ACCTG G CACTTTAGAAAGAAAT AAACATTGTTTGTACTGACAAGG GG ATAATAGCTTG ATTTA 

TTTGGTTTCTACACCAAATACATTGTCCTGAGGACTAATGG GAGCG AA TTCAGAATT GACTAA 

GTGACTAAAGTAAGTTAAAGTTGTGTAGAGTAAGGATGTAATTTTTAAGTTTTATTTTAATGA^ 

TTAAAATATTTGTTAACCAACTTTAAAGTCAGTCCTGTGTATACGTAGATATTAGTCAGTTGGT 

GCCAGATAGAAGAGAGGTTGTG I I I I I ATCGTGTGGCTTGTGTAGTGTCCTGGGATTGTCTG 

CCCCCTCTGAGTAGAGTGTTGTGGGATAAAGGAATCTCTCAGGGCAAGGAGCTTCTTAAGTT 

AAATCACTAGAAATTTAGGGGTGATGTGGGCGTTCATATGTGTGAGAAGCC GTTTC ATTTTAT 

TTCTCACTGTATTTTCCTCAACGTCTGGTTGATGAGAAAAAATTCTTGAAGAGTTTTCATATG^ 

GGGAGCTAAGGTAGTATTGTAAAATTTCAAGTGATCCTTAAACAAAATGATCCACCTAA GATC 

TTGCCCCTGTTAAGTGGTGAAATCAACTAGAGGTGGTTCCTACAAGTTGTTCATTCTAGTTTT 

GTTTGGTGTAAGTAGGTTGTGTGAGTTAATTCATTTATATTTACTATGTCTGTTAAATCAGAAA 

I I m I ATTATCTATGTTCTTCTAGATTTTACGTGTAGTTCATACTTCAGTGACCCAGTGTCTTA 

TTCTGGCATTGTCTAAATGTGAGCATTGTCTAGGGGGATCTTAAACTTT AGTAGGAAACGATG 

AGCTGTTAATACAGTTTCCATTCAAATATTAATTTGAGAATGAAACATAA 1 111 11111 ITTTTTT 

GAGATGGAGTCTCGCTCTGTTGCCCAGGCTGGAGTGCAGTGGCGCGAT7TTGGCTCACTGT 

AACCTCCATCTCCTGGGTTCAAGCAATTCTCGTGTCTCAGCCTCGCTAGTAGCTGGGACTGG 

AGGTATGTGCTACCACACCTGGCTAATTTTTGTATTTTTAGTAGAGATGGAGTTTCACCATAT 

TGGTCAGGCTGGTCTTGAACTCCTGACCTCAGGTGTTCCACCCACCTGGGCCCCCAAAGTG 

CTGGGATTGCCGGGTGTTAACAATTTTCTTATAGGGGACCTTGAATTAACTGCCTTTr^ 

CQAGAAGGTCGGAGTTGCN 

>1083 

>1084 

NOGGAGGAA I I I 1 1 1 I M M I M I I M GCATGACTAACAATTCATTCAATGTGTGTGTA 
CTGCTATGTGTCCTCATGGATGAGCTATGTCAAGAAGGACAATCTACT GATAAG AGAAAATG 
AAAATGTACAAGTTGTAGGAGACTAAACATGGTTTTAACTTAGTACACATTTTTCTGAAATGTC 
CCCCGTGATTAAGTTGTGAACAAATGAACATGCCACATGTCAACAAACTGAACAAACATGGA 
TTGTTAGTGACTTAGAGGTGGAGGGAGGGCTAGAGAGAGGCTAGCTGTGTTGGTCTGCCAA 
TCTCCTGTGTCCCACACTGGCTAGAAAAATACAACCACTGGGTAGGTAGGGCTCATCTAGAA 
CCAGAATTAGGAATAAGGATTGAGAAGAAAACTCAGCAAGGGTGATGAATGAGTTTCAGCTC 
ATTGCTGGAGTTAGCTGAAGAATGAATAGGACACAGTGGATGAAGGAACAAGCTATTCCGG 
GGACCTTTTGAAGCCCTCGGACCTCACATCCCTAATAGCTAAAGAAGGATAAAATGGATGTA 
AQCCAGTGCTAATGGTTCCCGCGN 

>1085 

NNNACATTATCCAGATTTAACACCTTTrCAGTTGATGGCTGATTATCtGATTTTGCAA 

ATGGTGCCTCACTGTGGGGATCCCCTCCTCTAtTCTCAGATGTGGTGATGGTCCCCTCGTt^ 
TTCGACGTGCCTCCCGCTGTGGGCTGCAGTGTCATATGAATCTCGGAAGCACATTTCAGAA 
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GTCTTTCTATCTTTTGTTCATAATCTTTGAGTAGTCTCTTCACTTCTTGTTGACTCTTCTGTGA 

AGGCAGCTCTTCACACAGCTCCCTCAGGAGTTCCATGTGGTGATTAAGCTGGTACAGGCAG 

CCTTCCTCAGAAAAGGAGGCCTCATGTTCTrrGATGAGACCCTTGGTCCTTCCTGTACGGAT 

AAGTTTCTTTTCTTTATTTATTTGCTTTTCAAGTTTTAy^ I M I C 

AATATCTATTTTTAGTTGTTGAACATATAAAGACAGTTCATGATGAAGAGACTCCCATTTGGCA 

CAGACATCTCTAGTCTTTTCTTCTAAAGAGATCTTTATGTCCTCAGTTACATTATTTTTTAGTTC 

TTCAACAGCTTTCAAATACTTGGCCAGAC I IT M GTATTAGAAATTATTAGTGCTTCCTTGTGT 

TTTGAAATGAGTTCACCGGGGCTCTCTCTTTGCCCCAGTAACTGCTGAGCCCTCATCATATA 

TGATTCAAGTTCCTTCTGGGATTCTTCCATCTTCAGCCTGATGTCCAAATCTGGTGAAACGTC 

AGTTAAGTTCTTCAACGCTGCAATGAGTTTTACCACATTGATCTGGACTTTCTCTTTAGCTTCT 

TGAATCTTTGCCTGAAGCCCAGTTGTGAGAACATGTTGAAAGGACTCCTGGCTTGAAATATTT 

TGTATATCCATTTGTAACATATCTTCACTTCTTGCCATAAGCTTTCATCAAACATAGAGCCCTT 

TGGCAATAAGATGCTTCAAAGATTCTTCCATTGAGGTGTGCACATCATCTTGATCCAAAAGAG 

ATTTGGCTTCTGCCTCCCAGATTTCCAGTTGTCCAATGAG I I I i I CAACATCTTTAGCGAGTTT 

TAGTTGCCCTGTGAATTGTTCATTTTC 1 I I I I CATGTTTCTGTGCAGCCTTTATATTTTG ATTAT 

AATTTTCAGGAAGTTCTAGTGACATATCTGTTGAAAACTCAACAGTTGGTTTCTCTTCTTTAGA 

TAGAATATTTCCAGAATTGTCAAAAGTGGGCTG ATCCTG I I M I I I ATCATCAGTGGCAGGTT 

CATTTCAAGTTGAG i I I I I GAAACCAACTTTCTCCATCTTTTATrCAGCCTTCTCAGTTCTTTA 

GAAATAGATGATCCAACCAGATCATTGCTGACTTCGACTAAGAAATTTCCTGCTTCATTTAAA 

GTAGCGTGTTCTAGATTCCACTGGGCTAGTGTCTCAAAGGGTACCTCTTTAATTTCTrCCTTC 

TTTGTGTGCTCAAAGCAAGCCCTTAGTAAGCGAAGGTTTTCCACATAAGTAGCCCAACATGC 

CAGCACTTTTTGTAGAGTGGACTTCACATTATATAT AI I I I I I CTATACATACAAACATCAGAT 

TrCACCATCATATACTGTTTATTAATATTCTGACATTCTCCAGCCAAATTCTTATAAATTTGTCC 

ACATTTTTGAAAAGAAGTATCAAGTCGAGCTAGGAATTCTTTTTCTTCAATAAAT^ 

TGTTGCAGCAATAATTCCACAGATTCTGTGCTCCCATATTTAATGTTCCAAATATCCAATTTTG 

ATTTCACTTCATCTACCAAACCAAGAACTAAGGAGTTGTAGTAATGAAATTCTAGAAGTAGAA 

TAAA Mini CrCCAAAATGTTGTTGATTCGTCTTTTCATTTCCTCCAATTTGTTAGGTGGTAC 

CAATGGCAAGTGATTTTCATCCTTArrTTCAAAGGTAAGGAGAATGTTGGAATGATGCTCAAA 

TCTATCCATCAGGCTCTTGAATAAAGTCATTTTCTCTTGTATCAGAGTCACGGCTTGAGAGTG 

ATCCTGGGAGGCTGACAAATCTTCATGCATAAGGTCTTCTACCTCGTGGAGCCAAGCTTCAG 

TTTGATGGAGGGGTGGGGGCAAGGGATAATTTAGCTTTATTTTCCATGCATTAATCTGGTGA 

TGGAGGGCATCGCAGGGTTCTCTCAACTGTAAATGATCCTTGTCCAGCTCATCCAGATCCCG 

TTTTATTGACAGGACATCCAAAAAGGAC I I I M I I CTTCATTGAATGACTCCATAAAGGACAG 

CAGGCTATTATAC I I I I I AAAGTAGGTATCATTCTGTGAATCCTTTAGCAACTTCTGTAGTTTT 

TCCTmGCAGAGTTAACCAGCCCATAGCATCTTTCAGCTTTGGCTGAGCCTCCTCTCCAGTC 

CGAGGGGCATC7TTGGAATACTGCAGAAACTGTGCCAGATAGGTCATGATGGACTTTTCATC 

AGGATGAACAAGATCCACATCTTCTGGTTCCAGCAATCTGGGG AI I I I I AATTCTTGTTCTGC 

AATTCTGAAGGCCTCTCTCAGATTGTGTTTGTTGGATCTATGCTTCACACTCTTCATGTCAATT 

AGGTCTGGTCGCAAGGCATGAATGATGGGCAAAAAAGGCATCGCATTTCTCCAACTTGACTT 

AAAATCGGTCACATTGACAQACTCATAGGTGGCGCATTGTTCGTGAGCGCACAAAAGAAGG 

GCCTITCrrGCAGACATTTGCCATCTTGGTTGCACTTTAGAGGAI I I Ci I A GGTGGAGGACTT 

GAGGCAGGAGATGAGTGAACCACACTGACATCATGCAGGGAAGGCTGATTGTAATTGCAAG 

AAAGAGTCTGGGCAAGCTTCTCAATATGAAAGTGCAGGATAATTGTCCAAATTAGGCCAAGG 

ATAATGGATGGGTTTCCATCAATGATATCAGTAACATGAATATTTATTAGCTTAATTGATCGGT 

TTCTTAGGAATGTCAAGGCATGTTCTATATTGATTCTAGACTGGAAGGTATTAGATCCTTTATC 

CCGAGGCAACTGTTGCGCAGAAAGTACTtCTAGCAGATCCAGGAGGACATGCGGC I I M I AA 

TGTCTGTGAATAGGTCGGATATAACTGAGGGAGAAGTGTGGCTGGCCAACTGTGAGTTTATC 

CAGCAGGTGAAGGCTTTCTTCTGGGTGTCTTCCTGTTCAGCTTGCAATGAAATATGGAGATC 

GTCGATGCCCCAGGAACCCTGTTCATCTTCGGTGGGAAGCTCAGGACTAGATGCCATTCTTT 

GACTCAATGGAGATTATATCATGTCCATCTCAGTTGAAGAAGTGAACGTCCGCCCGGGGGAG 

GGGCAAGGGCGCGGGCCGGGGCCGCCCGAGGTCGGCGCCCCGCTTGCCTGGCTCTCTGG 

ATCGGGCCTTTTGCTGGCTCTCCCTCTCGCTTTTTCAGGTCCGGCCGAAGGCTCTGGG^ 

AGCTGAGCTCGTGCC 

>i086 

NNNNNNNNNNNNNNNNNNNNNNNNNNNiQGAGACAGGGtCTGGCTCTATCACCTAG 
ACTGGAGTGCCTGGTGCAATCTCGGCTCACTGCAACCTTCACACCCCAGGCTCAAGTGTCA 
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ATCCTCCCGCCTGAGTAGCTGGAACCACACGTGCGCACCACTAAACCCAGCTGTTTAATACA 

CCATTTTTAACCCAAAACATTAAGAAAAATATAGGAACAGTAAGTAGATTACATTTTGTAAACA 

GACAAGCTTACAAGTTTTCTCAAATATGAAAGTCATACTAAACTGGGAGACTGTTAACTTCTT 

GATGGGGTTAATCTCTAATATGAAGCCACAGTCATAGCTAAGTACAAATTACATATACAATGC 

CAAAAATATTCAAAAATAACATTTTTTGCACGTTAATGATTACAAATGCTAACCAGGATAAAGA 

CACTGGAAAG7TTCAGAATGTCCTGATCACATACTTTCAAATATCTTGCGTTTAGN 

>1087 

>1088 

NNCACGAGGATTCCTTCCTTCTTTTGGTCGGTTCTGAGTGTGGGGTGTCTACTGGG 
GATCTGCTAAGGCTAAGAGGCAAAGATAGGCAAGTCACTCCCCTGACCTCAAGAAACTCGC 
AGTCTACAGGCGAAGATACACCACCCACCGGTAGAGTCGCTGGACCAGAATATTAGGTGTT 
CCAGTCAAAGTCACCGAGATTTGCCAAAAGACCTGGCACAAATGTCACTTCCACTATGAAGT 
CCCACTGAGTTCCATATACAAGACAATCTGCTGGGAATTTCTTGGGTTGACAGCTCTTGGAT 
CCCTATTTTGAACAGTGGTAGTGTCCTGGATTAGTTTTCAGAAAGAAGTAATCCTTTTTATGA 
CAGAACATGTAATAATGAAGTGGTCAAAATGCAGAGGCTAACATTAGAACACTTGAATCAGAT 
GGTTGGAATCGAGTACATCCTTTTGCATGCTCAAGAGCCCATTCTTTTCATCATTCGGAAGCA 
ACAGGGGCAGTCCCCTGCCGAAGTTATCCCACTAGCTGATTGCTATATCATTGCTGGAGTGA 
TCTATCAGGGAGCAGAGTTGGGATGAGTTATAAACTCTAGAGTGGTAAGTGTGTTCACATTCT 
TTAAGCAGTAAAGAAAAGTTTTAATTAGGTACGTTGCTTCGAGTAATCAAAGTAGAGCTCCTCT 
GGCTTGTGTAAGTTGGTATAAAGTATTGAGTATTAGAATGTGTTGAACTTTGGTTAGTGTGAG 
GCAAGTCGGTGCTCAAAGTATATTTGATAGTGTGAATTATATAGTAATTTAGGTTCTGAAAAAT 
AGGTTCTGTGTTTGCATATGTAATATTTTGTGAGTATTTAGTTTGGAAAGTTTGGTGGACGTA^ 
TGATAAATTTAGAGTTTATTTTCGTTTTACAAGCTTACTGCATTGCATGGTATTGAGTCA^ 
TTGATGAAGCTATGTCATACTGGTCGATATCAT 
>1089 

NNGAGTCGACCCACGCGTCCGCTTGTCTATTTCAAGTTTGAGTAGGCTGAGGAAGA 
GGGGGAAGGAGGGTTGGTGTTGGTGTCTTACAGGTGGGAGAGGTGAAAGAGGTGAAAGTG 
CAGAGGTACACGGAGTCATGTAGTTCAAATCTGTGTTGTTCAAGGGCCAACTGTATTTCTCTT 
GTAGTTGGCTTGCCTTTTCATG 1 1 I I I AGTTTTGATTAATGCATGGATTTTACCATC A I M l ICT 
CTAACAAGAAAGGAATGTAAGTTTACTCTAGCATATGATAAACAGGCAGTCTGAGATTTTACA 
GAGCTTATTTTGTGAGGAGTTCATTGTATTACATCATTTCATTTGCGI I I I I GTCTTTACATAG 
TAGATAGGGATATGTAGCTCCCTTCGCCATCATGTAACTGAAATAACTGAGGAATTGTTATTG 
TGCTACAAAACTGAGAACAGATGAAGATTCTGTAATGAATAC7TAGATCATCTATTTTTTGTTG 
ACAT7TTGCCTAGATGATGTGAAATTATAACTATTGATTCTGTTGAAAGAGANNNNNNNNNNN 
NNNN 
>1090 
>1091 
>1092 
>1093 

TATAGGGAGTCGACCCACGCGTCGGGACAGCACAGACAGATTGACCTATTGGGGTG 
TTTCGGGAGTGTGAGAGGGAAGCGCCGCGGCCTGTATTTCTAGACCTGCCGTTCGCCTGGT 
TCGTGGCGCCTTGTGAGGCCGGGGGCCTGOCGCCTGGAAGTCGGAAATTGCGCTGTGGTG 
GTGTGCTACGGCGTGTGGGTGGACTGCGTGCTGGTGCCCAACTGGCTGGGAAGATGAAGCT 
CTCCCTGGTGGGCGCGATGGTGCTGGTGGTCAGCGCGGCGCGQGCCGAGGAGGAGGACA 
AGAAGGAGGACGTGGGCACGGTGGTCGGCATCGACCTGGGGACCACCTACTCCTGCGTCG 
GCGTGTTCAAGAACGGCCGCGTGGAGATCATCGCCAACGATCAGGGCAACCGCATCACGC 
CGTCCTATGTCGCCTTCACTCCTGAAGGGGAACGTCTGATTGGCGATGCCGCCAAGAACCA 
GCTCACCTCCAACCCCGAGAACAGGGTCTTTGACGCCAAGCGGCTCATCGGCCGCACGTG 
GAATGACCCGTCTGTGCAGCAGGACATCAAGTTCTTGCCGTTCAAGGTGGTTGAAAAGAAAA 
CTAAACCATACATTCAAGTTGATATTGGAGGTGGGCAAACAAAGACATTTGCTCCTGAAGAA 
ATTTCTGCCATGGTTCTCACTAAAATGAAAGAAACCgctGAGGCTTATTTGGGAAAGAAGGgtac 
ccatgcagttgttaartGTACCAGCCTATTTTAATGATGCCCAACGCCAAGCAACCAAAGACGCTGGA 
ACTATTGCTGGCCTAAATGTTATGAGGATCATGAACGAGCCTACGGCAGCTGCTATTGCTTA 
TGGCCTGGATMGAGGGAGGGGGAGAAGAACATCCTGGTGTTTGACCTGGGtGGCGGAAC 
CTTCGATGTGf CTCTrCTCACCATTGACAATGGTGTGTTCGAAGTTGtGGCCACTAATGGAG ' 
ATACTCATCTGGGTGGAGAAGACTTTGACCAGCGTGTCATGGAACACTTCATCAAACTGTCT 
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TCTCAGCATCAAGCAAGAATTGAAATTGAGTCCTTCTATGAAGGAGAAGACTTTTCTGAGACC 

CTGAGTCGGGCCAAATTTGAAGAGCTCAACATGGATCTGTTCCGGTCTACTATGAAGCCCGT 

CCAGAAAGTGTTGGAAGATTCTGATTTGAAGAAGTCTGATATTGATGAAATTGTTCTTGTTGG 

TGGCTCGAGTCGAATTCCAAAGATTCAGCccacactagcgttcacaagcagatacatatccacaatggacaaggc 

aaccaatacccagtggacataaacccaagcatgcacagacatagatagaagtcatggttgctagcatgtcccaggcatggatgtgcat 

cattcatgggtgcatcaaaagcatcaccaggtgcacactggataatagcgttggatagtatggtaccctccaccacctagggatactcga 

cacactggtgcgagaagagcagctcacctgaccccaacaccagcagtccacaacgggacaccccaagctggaagcacatacaac 

aaagaaaacgacatccaggactccaccacacctacacggactctcccggactcccatccacgcgccaaactggataaacccaacta 

gcacacggcgacccatccgaccacagctagaccacgcacaccccccagcacgcacaaccccacccacaccacacaccacccct 

gtgcgctaccaactcgcgccctccccggacaccgccgcaccaccccccacgccactggacatcccacaacaaccacgccgggcac 

acacaaacgacaacaactccgccacacgactacacaccactacagcccgccactaaccgcaacgcccccaccccaggcacaca 

ctacgcx:aacccgccaccacggcaaccacgcgcgatgccacacaaacacaaccgggcgaccaccccgctcccacacacccaca 

accaacacgcaaacacctccccaccaccacccacaacaacaacgaactcccaggcccagggatagacactagcacacccacac 

gtgaaccgcacacacacaccaccacccaaaacggcgcactggcgcacataacccggcacgcgccgacgcagcacgacgcaac 

ccgcacgccgagatcagcaaaccacacaacaggacccacgcggtcagcagccgtcgccggcacctccacgacaacaccacagc 

cagcgaccagaccaccagcccatacacgcccctacacagccaaccgccccx^tgcaccgcacacgcaagcaacaacaagcgaca 

ggctgaaacagcccgccaacgcaccagcccccctgcagcgaccacggaccaacacaggggcatgcaccagtagcaccgagaca 

actggacagcgccacgcaccacggcagtacacgatccaccgacgca 

>1094 

NNNNNNGTAGAGACAGGGTGTGAGTATATTGCTCATGCTGGTGAAATATTATTTGTA 
ATCATCTTTCATCTAAAGAATGAATTAAATTTACTGAAAGCAAATAATGGAAAACTATATGGCT 
TACAAAAAGAGTTGTGATTCACATCATAAAAGTCACTC I 1 M I CTCAATTTCTTGGGTACATGC 
CCCAGACTTCGCCATAACTTTTCAAGTTAATTACACCTGCTACTGTTTCACTTAGGGGCAGTT 
TGCTTAACCTGTAATACAGAGAAGGGGTTGAGAAGACAAAAGAGTGTTAACTTCATTATACCT 
TTGAGAAAGTAATATTATGTGACATGATGTGTTTTCGTCAAAATATTAGAGCTGCAGATTTAGC 
TGATTCAATTTATGGGACAATTTGTTATGTGATCTAACAATTTGACATATAATCTAGAAAGCAG 
GTTTATGATCAAAAATTGATTTTATATATATAGATATAAATGTATATGGCTGGGAGCTATGGCT 
CACGCCTATAATGCCAGCACTTTGGGAGGCTGAGGCACAAGGATCGCTTGAGCTCAGGAGT 
TTGAGAGGAGCCTGGACAACATGGCAAAACCTCCTCTCTACAAAAAAATTCAAANNNNNNNN 
NNNNNNNNNNNNNNNNNNNNN 
>1095 

acgCGtCGgtCttgaatgCAAAAAATatatatagATACAAGTCTATCATTTAGTACCAGAAAACA 
CACAAATCAATTAAAAGTTAAATTTTATGAAAACATACAGAGTGTACGTGTAAGCAAATTTAAA 
ATGCAGTATTAAATCATAACTCTATAGCCGGGACTGTCGGGCCACAGGCTAAGGCTCTTGGG 
TGTGGTTTGCGGTCTCGCGGAGGGCGGCCCCGGTTCTGGTGTTTGGCGTCGGAATTAAACA 
ACCACCATGTCGAGCAAAAAGGCAAAGACCAAGACGACCAAGAAATGCCCTGAGGGTGGAA 
GATCCAATGTGTTTGGCATGTTTGACCAGTCAGAGATTGAGGAGTTGAAAGAGGCCTTCAAC 
ATGATTGATCAGAACAGAGATGGCTTCATGGACAAGGAAGATTTGCATGATATGCTTGCTTCT 
CTAGGGAAGAATGCCACTGATGCATACCTTGATGCCATGATGAATGAGGGCGCAGGGCCGA 
TCAATTTGACCATGTTCCTGACCATGTTTGGTGAGAAGTTAAATGGCACAGATCCTGAAGATG 
TCATCAGAAACGCGTTTGCTTGCITTGATGAAGAAGCAAGAGGCACCATTGAGGAAGATTAC 
CTAAGAGAQCTQCTGACAACGATGGGGGATCGGTITAGAGATGAGGAAGTGGATGAGCTGT 
AGAGAGAAGCACCTATTGACAAAAAGGGGAATTTCAATTACATCGAGTTCACACGCATCCTG 
AAACATGGAGCCAAAGACAAAGATGACTGAAAGAACTTTAGCTAAAATCTTCCAGTTACATTG 
TCTTACTCTCrrTTACTTCTGAGAGACTTCCCCCACCCTCATAGAAGCTGTTGCATGCAACTT 
AGTTTCACAGCTTTGCCTCTTC I U I I GATGTATTTATTCCAGACCTTTCTGCCACTTAGCACT 
TGTATAATCAGACTGGAAATGGGGATGAGGGTGGGGGAAGTGTCTGAGAAGTA AAAGAG AG 
TAAGacaatGTAAGTGGAAgattTcaggaTGCGTGTGAActcGaTGtAATTGAAATTCCCCTTTTTGTC 
AATAGGTGCTTCTCTGTACAGCTCATCCACTTCCTCATCTGTAAACCGATCCCCGATGGTTGT 
CAGCAGCTCTCTTAGGTAATCTTCCTGAATGGTGCCTGTTGCrrCTTCATCAAAGCAAGCAAA 
GGCGTTTCTGATGACATCTTCAGGATGTGTGCCATTTAAC7TCTCACCAAACATGGTCAGGA 
ACATGGTGAAATTGATGGGCCCTGGGGCCTGATTCATCATGGCATCAAGGTATGCATCAGTG 
GGATTGTTCCCTAGAGAAGCAAGCATATCATGCAAATCTTCGTTGTCGATGAAGCGATCTCT 
GTTCtGATCAATCATGTTGAAGGCGTCTTtGAACTCCTGAAtCTGTGACTGGTCAAAC 
CAAACACAtTGGATGTTGCACGCTGAGGGCGCTTCTTGGTGGTCTTGGTiJrTTGCCT^^ 
CTCGACATGGTGGTTGTTTAATTTCTGGCCAAGCACTGTTATGAAGGCATAGGGCTTCCTCA 
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AAGAGAAAGTCTCCAAAGTTGATTTCTTACTCTGACAAAGACTGTCCCCATTTAATCCTCACA 

ACAGTTGCCTATGGTAGGTACTCTTATTCCCATTTTACTACCAGTATAACATAACCTCTGTGA 

GCGTCAATGGTCTTATTCCCATTTTACTACCAGTATAACATAACCTCTCTGAGCCTCAATTTTT 

CATCAGTAAAACATGATATGTACTTCAATGCAAAGAACTAATTGAGATAACATATGTAAAAAGA 

CTAGtcagttcAAAAAAGCgg 

>1096 

>1097 

caTttaacTTmattaCTTTTTAAAAATCCAAATTCagaTAAATTaacacAGTAGGTTAGAACCT 
GAATTGTATTtgatacagaAGGTATTGATGACTTTATTATTGTGGAGGTACATGTCCAGGGGGCG 
AGCCTCTGGGCCCAGTAACTCAGCTACTCTTTGTGGCTTTCTTCATGGCI 1 I i M IGTGGGCT 
GCCACGCCGATCTTTATCACGAGAATGAGGAACTCCTGGAAGTTAACTGCACCATCAGTGTT 
GATATCCAACTCTITGAACCAGACGTCTGCACCCTTTTTCGTGATATAGTGAGGAGACTCGGT 
CTCTAGCAATTTCTTCAGGTCATCCCTGTAGACGGCATGGAAATTCCCCTTTATCAGGGAGT 
ACTTGTGGTAGACGTCGATGATAGAGTTCAAGGCTTTCTCCAGCTCGGTCAACATGATGCCC 
ACGGACTTGCCCCACCATGTCTCTTGTCAGGTGTCTTTCAGAAGACCTGGTGGGGCAAGTC 
CGTGGGCATCATGTTGACCGAGCTGGAGAAAGCCTTGAACTGTATGATCGACGTCTACCAGA 
AGTACTCCCTGATAAAGGGGAATTTCCATGGGGTCTAGAGGGATGACGTGAAGAAATTGGTA 
GAGACCGAGTGTCGTCAGTATATGAGGAAAAAGGGTGGAGACGTCTGGTTCAAAGAGTTGG 
ATATGAACACTGATGGTGGAGTTAAGTTCGAGGAGTTCCTCATTCTGGTGATAAAGATGGGG 
GTGGCAGGCGACAAAAAAAGGGATGAAGAAAGCCACAAAGAGTAGGTGAGTTACTGGGGCG 
AGAGGGTGGGGCGGTGGAGATGTACGTGGAGAATAATAAAGTGATCAATACCTCAAAAAAAA 
AAAAAAAAAAaaaaaaaaaaaaataaaaaaaaaataaataaaaaaataaaataaaaaaaaaaccatgtcggccgccttgg 
cccagctgattttagactcgggcaagtttaggcatgcggcccgaaanggggctaacttgcccaanccgcK^taat^ 
attaactg(xx^ggmaacaagtcggaattgaaaaaoccttgctgtacccaacttaatcgccttggag 
taaata 
>1098 
>1099 

ACGGGGGGGAGGTCTCCATTCAGTAGGTGGGGCGGGATGAAGGGGGTQTTGGGGG 
TAAACCAGACTCTGGAATTCTGTCAGCAAATTCCTCGCTGTGTGAACTTGAGCAAGCCATTC 
ACCTTTCTrAAGCCATTTTCTTGATATTTCACAGAGCCTCACCAAGTATTCAACGAGAACATG 
TAAGTGAAATGCTTCACAAAATGCCTGGTAAATAATAGATGCTTAGAAAATGGTAGAGAGAGA 
AAAGAGCAGTCTCTGCCCTTTAATGTACCTCGGCCGCGACCACGGTAAGG 
>1100 
>1101 

ATAGGGAGTCGACCACGCGTCCGCGCTCTACATTGGGGCGGGATGTGGGAGCGGC 
TGAACTGCGCAGCAGAGGACTTTTATTCTCGTCTCCTTCAGAAATTTAATGAAGAAAAGAAAG- 
GAATCCGTAAAGACCCATTTCTCTATGAGGCTGATGTGCAAGTGCAGTTGATCAGCAAAGGC 
CAACCAAACCGTTTGAAAAATATTCTAAATGAAAATGACATAGTATTCATAGTGGAAAAAGTG 
CCTTTAGAAAAGGAAGAAACAAGTCATATTGAAGAACTTCAATCTGAAGAAACTGCCATATCT 
GATTTGTGTAGTGGCGAAAATGTTGGACCAGTTGGTTTACCAGTTGGGAAGGCAAGGCAGTT 
AATTGGACTTTACACGATGGGTCACAATCCTAATATGACCCATTTGAAGATTAATGTGCGAGT 
TACTGCCCTTCCTGCCGTTTGGGTAAGATGTGACAGTTCAGATCCTGAAGGTACTTGTTGGC 
TAGGAGCTGAGCTTATCACAACAAACAACAGCATTACAGGAATTGTGTTATATGTGGTCAGTT 
GTAAAGCTGATAAAAATTATTCTGTAAATCTTGAAAACCTAAAAAATTTACACAAGAAAAGAGA 
TCACTTGTCTACTGTAACATGCAAAGGCTTTGCCCAGTATGAGCTCTTTAAGTCCTCTGCCTT 
GGATGATACAATCACAGCATCACAAACTGCGATCGCTTTGGATATTTCCTGGAGTCCTGTGG 
ATGAGATTGTTCAAATCCCTCCACTCTCTTCAACTGCAACTCTGAATATTAAAG TGGAA TCAG 
GAGAGCCCAGAGGTCCTTTGAATCATCTCTACAGAGAAGTGAAATTTCTTCTTGTTTTGGCTG 
ATGGTTTGAGGACTGGTGTCACTGAATGGCTCGAGCCCCTGGAAGCAAAATCTGCTGTTGA 
ACTTGTTCAGGAATTTCTGAATGACTTAAATAAGCTGGATGGATTTGGTGATTCTACAAAAAA 
AGACACTGAGGTTGAGACCTTGAAGCATGACACTGCTGCAGTCGATCGTTCCGTCAAGCGT 
C I M I GAAAGTTCGGAGTGATCTTGATrTTGCTGAGCAACTGTGGTGGAAAATGAGCAGTAG 
TGtGATTTCATACCAAGACTtGGTGAAGTGTTTCACATTGATCATCCAGAGTCTACAACGTGG 
tGATATACAGCCATGGCTCCATAGTGGAAGTAACAGTTTAGTAAGTAAGCTCATTG ATCA GTC 
TTATCATGGAACCATGGACACAiGTTTCTCTCAGTGGGACT^TTCCAGTTC 
AATTGGTTTGGACAAACTAAAGAAAGATTATATCAGTTTTTTCATAGGTCAGGAACTTGCATC 
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TTTGAATCATTTGGAATACTTCATTGCTCCATCAGTAGATATACAAGAACAGGTTTATCGTGT 

CCAAAAACTCCACGATATTCTAGAAATATTAGTCAGTTGCATGCCTTTGATTAAATCTCAACAT 

GAACTCGTCTTTTCTTTAACAGAGATGTGCATAAAGTATTACAAACAAAATCCTGTTGATGAGG 

AACACATTTTTCAGCTGCCAGTCAGACCAACTGCTGTAAAGAACTTATATCAAAGTGAGAAGC 

CAGAGAAATGGAGAGTGGAAATATATAGTGGTCAAAAGAAGATTAAGACAGTTTGGCAACTG 

AGTGACAGCTCACCCATAGACCATCTGAATTTTCACAAACCTGATTTTTCGGAATTAACACTA 

AACGGTAGCCTGGAAGAAAGGATATTCTTTACTAACATGGTTACCTGCAGCCAGGTGGATTT 

CAAGTGAAGTGTGGTGATGAAGTCCTGTATAAGCACAATGGGAGGCGGGAGGCGGCCAGC 

CTGGTTCATCAGCATCGAGTCCTCTAGTGCTGCCACCTAATGGACGCTTAATAATCTGTGGA 

TAGTTGGAAATTGTGAGATGCATTTGTGGGCAGTCTCGAGCATGCAGACAGGACTTGGATTA 

TGCATTTGTGTGTGACGTCTTAGTCTCCCTGCCAGCTGCTCCTTTTGTCTATTATTCTAAGAC 

CTGTCTGAGGTATGCATACACTTCTGCAAGCTGGNNNNNNN 

>1102 

ACGCGGGATTCCCGCATGTTTTCTTCTAGAAGTTTTACAGTTTTACGATCTACATTTT 
TGGTCTATGACCCATTTTGGTTAAATTTTGTGTAAGGGATGTTATAGATGTGGAGGTTCATTT 
TTTTGCATGTAAATATGGAATTGTTTCAACACCATTGGTTGAAAAGACGGTATGTTCTCGTTTG 
AATGCTTCTGCGGGTGAATTAAAATCAGTTTACTCTATGTGCATAAGTGTAGTTCTGGGCTGT 
CTACTCTCTTTCATTGATCTGTATGTCTGTGCATTTTCCAATACCACTGTGTTTATTACTGTAG 
TTTCATAGTAAACCTTGAAATGATAATTCTATAGTAAGTCTAAAAAAATGAGACAGGTTGGAAA 
TGGACAATTAGTATGCTAAATGAGAGGAATCTTGTTGTTTGAAATGGTTTATGGGAGAAATAT 
TAGCCAGTGTCTTCACATGCTCATTGATGATAACTGTAGCTTATGTGAAATCATTGTTTCTGA 
GCCTTGCCAGCTATTTCAAAACCACTGCGTGTGGTGGGTAAGTGTTGCCTGTGTGATCATTA 
TTGTCTGGACCAAGGTGATCATAATTTGATATCTGAGAATGGTTTCTGCTGCATAGTAGATGG 
CAATGACAGGAAACATGCTGATCATTCGTCGTGAAGACTACTTTCTGTTACTGCTAAAATTTA 
ATAGTATTATCATCCTGCCTGCTAAATTTTTACATGAAAATAATTGTTAAGCACAGGACTTAGA 
AAATAATTTGAAAGGCGATGTCATTTAAAATAATTTTTAAAGTGATTTTGTAGATTCA 
TACAGTTTATAAATACCTGATCTGAAGAAACCTTTGTGTTAGACGTTCCCAATAGCTGGGAAA 
CTGCCCATGAAATGATCTCAGTTACAAACN 
>1103 

NNNATGTTGTTAAGATGTGTATAGTAAACAGAGTTGTGTCTAGTGCTTGTTTTCATGA 
ACTTTTGGCAG ATCTTTCTTAGTGAC I I I I I ATCTTCCTCGGGTGTGTCGGTGTGTTACCGCC 
ATTTGTGTAI I M I I I IGTAGAATGGACATGCCCGAACGATGTTTGCATTGAAAAGTGCACGG 
AACTGGTTGACGGTTCAGAGAGGAAAAGTGTGTCCCGCCCCCCACGGACAAAAGAGGCCGT 
TTTTC G i n I M I I I I GGCATGCAGCATATATAAAATGTGATCTAGAATTGAAATTGTAAAACA 
GAATAATCCTCTTAAAGAAAATCAGCGTATGAACAGTCAGACTTGTCGTTGCATGGAAAACAT 
AATGTAAACTTCTTTAAAAAGTGGCCATATTTTTTCAGTCTGTAATTGGAATAATGAAG 
ATAAGAAAI Mill IGCTTACTAGGAATGCGCAAAAGGATGAGATGGATACACAGGTTTAAAA 
AAAAAAAAAAAAGGCCACTGGGATATTTAGTATTTGTCCAGATGCAAAACAATTTCAGAATAA 
GAAAATACACACCTTGCTTTAGGCCACGTATATGATACACTTCATAGATTCTCAAAGAAAAGA 
TGAAAATTTOAGTCCACATTAAACATTTTAAAGCATAACTTCTAATATTTTGTTAAA^ 
AAACTAAAGGCATAAATCAGAATTACGTGTrAACATAGTGGGGAAAGTAGGGAAGCCCTGCA 
GGGGCCCCGTGCCCCAAGTAAAAQACAAGGAGTTAAATTTTACAATGAAATGCACGTATACT 
CAGGCTCTrTACACTAATAATCAAAGTGGAGACCAAGCAGTTCCTAAAGCATAAAAGAGTGAT 
TrTAAGAAAATATCACATTTTGAGTTACGGTATATTCATCACA I II I I CCCTGTAATTTTCACTT 
TAACAGTGATAGTCTTAGCAGCAAAAATTTGCTGGGAATGTTAGGAAAAAAGGAAGCCACAC 
ATACCTACTAATTTAAAAATATATAAACTATTTTTTACAGAAGGGCAGGTTTAAAAGAAAATCC 

aatcatgatcttttcatgccattttttgtcaactttccatacacacgcagacgctaacaaagta 

ctgtgtcatatacactgaagtgtcctgaagatgcgtgtgagctgctgattccagctggtacc 

agggaagcatgtgtggctaagttgcaacaaacttaaatttgttccccttagttcttcatcttt 

ttaaaagctgaataaacttaatgtcaatcgggtggggccggtattaacagcatcaaccgctt 

gcttactatgaatcatgcgcaacagaaacccacgtgcattctccattcttaaaaagtcagtgt 

aaaactaacggccacttcctccctaggtgcctactatcggtatgtctgacagcatctgtaac 

aggacaagctgacctctctctacacggattcatccaaagccacacactaggcgaaattctcg 

cagtggaaYcaaaacactggaagtagagcaagaacctgatgcgaagattggcccaatgacac 

gtcagtgacttaggagttcatcatatttgafcataaaattgctcccggcgccaaac^^ 

CTAAAGACTGTAGTTTTAAAAAGCCACTGTACCGTCCACAATTATTCTGACCACTCTTTTCTAA 
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ATGGAGAATGTGCTACGCACTGAAGATCAGAACACACACGCGGGAGCCCTTGGGCACTGAC 

CGTGAGCCTGTACACAAGATGAGCTGGTACTAGTCTCAAATGATTCATGAGGACTCAAAGTG 

GAAATTTAAACATTCAATTCTGTGTATCATTCATGTGCCCAGAGTCTTCAAAGAATGGTCGTG 

TTAGTTACGTGACACCTCTGGAGAAGTGACAGGGATATTGGTGTGAATAACCATGGCTCCCT 

TCCAGACAGACATATGGAATCTTACTCTTAAAAAAGTAAAGATA TTTC AGATATCAAATGTATT 

ATAATATACTGCGGTCTAAAGTTAAAGGCAAAATTTACACACGATTTTCTCTTCCATGACTTTA 

TTACATGTTTCCTAGTGAATTCACACGGCTCGTGTGTGAAAGCTCCCAGGCAC GTCAC TTGG 

TCACAGTTTTCATGTGCGTGGGGTTGATCATGGTACAAATGCCTATGCGCATCI I I I ICTGG 

GATGGTCTCATTTGACTTTCATTTCGTAAGGGTTCACTCTCCATGGT GTAG ATGATAAGCTAG 

CACATTTGTGCTTTTAAACCCATTCCTGGCAATCCCCCTTTATCTTCATTTTGTCTTTAGGGG 

GATAAAGAAGTAACACTACCTCATGAATAGAAACTATGAAGCCAAAAAACTCCTTCACAAGCT 

GTTCATTTCTTTTTAGAATGAAAATGCAGGTCCTGAATTCTCGTGAAGCAGCCGACAGGGTTA 

CAGGCCAATGATTCGAACGCTGAGGTGAACACTTAGTACTCGCATTTGAGCTTCAAAGTAAA 

AATAAAGCAGAGGACAAACGCCTGTCACAGCGTGGCAGCCCGGTTCATTTGGTAACAGAAC 

AAGTCTCACACGTCGGGTGAGCCGAGCGGAGAGAAGCAGACAGGCCAGCTTGCTTCTGAAC 

ACAGGGAGGGACCTGTTCAAAAGGGTGTGTGGTGGTGGCGGTGGAGGGGAAAACCCACGG 

GTTGGAAGAGCCTTTGGGAAAGGAAATTGATACCCTGATTGCAGTGGTTGAAGAA ATCA CTT 

AGGGTTAGTTTAATAAACGAACATTAAAAAATGTTCGAAAAATTGGATTCAAATGTATTTTACA 

GTTTAGGCAGTTCTTAAGAAGGGAGAGTGCAGTTTGTTACACTAACATTAAAGGTTTANNNNN 

>1104 

GGACATACCAAGCATTGTGTGTAACAGAATAATGTGATGGAGAGACATGGAGATAAA 
TATACGTAGTAAAATTCTTTGAATGTATGAAATGGTATTGTGGTTAATGAAATGGAGATTCACT 
TAAAGAAGCG M Ml I GAGTTCCTATAGG I U I I M I ATTCATGTGTATGAGTGGTGCATGTGT 
AGAAGCTAAAAATACAATAACTCTGTTATACTGGTAGTTGCAATGGTTTGAGATTAAGAGAGA 
GACTATACATTCACAGAGGTTGGGAGCTTCTGTCTAGCCTGTTGTCCAAAACTGCTTA TATAA 
TTTAGCAACTAATTTTCACTTTTGACAACTATTTTAATTCTAGAGAATACGT^ 
GTTACAGTGTTATCTATCCTTGCAATGACT TATTA TAAATTTTAGAATGTATTTGTATAGGGTG 
GAAAAATGTCCTTTAGTCAGAATTGAACAGTTTTCATGAAGAACATGTTACACCATGTAGAAA 
CATGGGT 
>1105 

CCACGCGTCCGCTGACTGTCTGTGTCTGTCTTGTAATATTGCCACTGCGCATATGTT 
ACTAGGAACTGATACCCACAAAGACACATACGCACGCACGATGTCAGTTCGATCTATAGACT 
GGAGGATTAAAACAAACAAACAAAAAAAACATTTCOTTGGCTCCGCCTCCCTCTGCACTCTGA 
GAAGCAGAGGAGCCGCAGGGCGAGGGGCGGCAGAGCGTCTGGAAATGCGAAGCCTAAAG 
CGTrrCCTCGGTTGCATTCAGCTCCTCTGTGTTTGCCGGGTGGATTGGGCTAATGGATACTA 
CAGACAAGAGAGAAAACTTGTTGAAGAGATTGGCTGGTCCTATACAGGAGCACTGAATGAAA 
AAAATTGGGGAAAGAAATATCCAAGATGTAATAGCCCAAAAGAATCTCCTATGAATATTGATG 
AAGATCTTACACAAGTAAATGTGAATGTTAAGAAACTTAAATTTGAGGGTTGGGATAAAAGAT 
CATTGGAAAAGACATTCATTCATAACAGTGGGAAAACAGTGGAAATTAATCTC AGTA ATGACT 
ACCGTGTCAGCGGAGGAGTTTGAGAAATGGTGTTTAAAGCAAGCAAGATAACTTTTCACTGG 
GGAAAATGCAATATGTCATCTGATGGATCAGAG GATA GTTT AGAA GGACAAAAATTTCCAOTT 
GAGATGCAAATCTACTGCTTTGATGCGGACCGATTTTGAAGTTrTGAGGAAGGAGTCAAAGG 
AAAAGGGAAGTTAAGAGCTTTATCCATTTTGTTTGAGGTTGGGACAGAAGAAAATTTGGAT^ 
GAAAGCGATTATTGATGGAGTCGAAAGTGTTAGTCGT7TTGGGAAGCAGGCTGCTTTAGATC 
CATTCATACTGTTGAACCTTCTGCGAAACTGAAGTGAC AAGTAT TACATTTACAATGGCTCATT 
GACATCTCCTCCCTGCACAGACACAGTTGACTGGATTGTTTTTAAAGATACAGTTAGCATCTC 
TGAAAGCCAGTTGGCTGTTTTTTGTGAAGTTCTTACAATGCAACAATCTGGTTATGTC ATGGT 
GATGGACTACTTACAAAAGAATTTTCGAGAGCAAGAGTACAAGTTCTCTAGACAGGTGTTTTC 
CTCATACACTGGAAAGGAAGAGATTCATGAAGCAGTTTGTAGTTGAGAACCAGAAAATGTTC 
AGGGTGAGCCAGAGAATTATACCA GCCTT CTTGTTACATGGGAAAGAGCTCGAGTGGTTTAT 
GATACGATGATTGAGAAGTTTGCAGTTTTGTACCAGCAGTTGGATGGAGAGGACCAAACCAA 
GCATGAATTTTTGACAGATGGCTATCAAGAGTTGGGTGCTATTCTCAATAATTTGCTACCCAA 
TATGAGTTATGTTCTTCAGATAGTAGCCATATGCAGTAATGGCT TATAT GGAAAATAGAGGGA 
CCAACTGATTGTCGACATGCCTACTGATAATCCTGAACTTC^TCTTTTCGCTGAATTAAT^^ 
AACTGAAGAMTAATCAAGGAGGAGGAAGAGGGA/JVAGACATT6AAGAAj3GCGCtATTGTG 
AATCCTGGTAGAGACAGTGCTACAAAGCAAATCAGGAAAAAGGAACCCCAGATTTCTACCAC 
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AACACACTACAATCGCATAGGGACGAAATACAATGAAGCCAAGACTAACCGATCCCCAACAA 

GAGGAAGTGAATTCTCTGGAAAGGGTGATGTTGCCAATACATCTTTAAATTCCACTTCCCAAC 

GAGTCAGTAAATTAGCCACAGAAAAAGATATTTCCTTGAGTTCTCAGACTGTGACTGAAGTGG 

CACCTCACACTGTGGAAGGTACTTCAGCCTCTTTAAATGATGGCTCTAAAACTGTTGTTAGAT 

GTCCACATATGAACTTGTCGGGGACTGCAGAATCCTTAAATACAGTTTCTATAACAGAATATG 

AGGAGGAGAGTTTATTGACCAGTTTGAAGCTTGATACTGGAGCTGAAGATTCTTCAGGCTCC 

AGTCCCGCAACTTCTGCTATCGCATTCATCTCTGAGAACATATCCCAAGGGTATATATTTTCC 

TCCGAAAACCCAGAGACAATAACATATGATGTCCTTATACCAGAATCTGCTAGAAATGCTTCC 

GAAGATTCAACTTGATCAGGTTCAGAAGAATCACTAAAGGATCCTTGTATGGAGGGAAATGT 

GTGGTTTCCTAGCTCTACAGACATAACAGCACAGCCCGATGTTGGATGAGGCAGAGAGAGG 

TTTCTCCAGACTAATTACACTGAGATACGTGTTGATGAATCTGAGAAGACAACCAAGTCCTTT 

TCTGCAGGCCCAGTGATGTGACAGGGTCCGTCAGTTACAGATCTGGAAATGCCAGATTATTC 

TACCTTTGCCTAGTTGGGAAGTGAGGTAAGACGTCATGGTTTTAGCGCATGGTGCAGAGAAGA 

GGATTTGGTCTCCAGGGTCAAGGTGGTATAGTGGCAGACAACCGAACGGGTATACAATGGT 

GAGACACCTCTTCAACCTTCGTACAGTAGTGAAGTGTTTCCTCTAGTCAGCCCTTTGTTGGTT 

GACAATCAGATGCTCAACAGTACCGCTGGTGGTTCAAGTAGTGATTCGGGGTTGCATGCTAC 

GCCTGTATTTCGCAGTGTCGATGTGTCATTTGAATCCATCCTGTCTTCCTATGATGGTGCACC 

TTTGCTTCCATTTTCCTCTGCTTCCTTCAGTAGTGAATTGTTTCGCCATCTGCATACAGTTTCT 

CAAATCCTTCCACAAGTTAGTTCAGCTAGCGAGAGTGATAAGGTGCCCTTGCATGCTTCTCT 

GCCAGTGGCTGGGGGTGATTTGGTATTAGAGGCCAGCCTTGCTCAGTATTCTGATGTGCTGT 

CCACTACTCATGCTGCTTGAGAGACGCTGGAATTTGGTAGTGAATGTGGTGTTCTTTATAAAA 

CGCTTATGTTTTCTCAAGTTGAACCACCCAGCAGTGATGCCATGATGCATGCACGTTCTTCA 

GGGCCTGAACCTTCTTATGCCTTGTGTGATAATGAGGGGTCCCAACAGATCTTGAGTGTTTCT 

TACAGTTCTGCAATAGGTGTGCATGATTGTGTGGGTGTAAGTTATGAGGGTTCCTTATTTAGC 

GGCCCTAGCGATATACCAATACCTAAGTCTTCGTTAATAACCGGAAGTGGATCATTACTGCAG 

CCTACTCATGGGGTCTCTGGTGATGGGGAATGGTCTGGAGCCTCTTCTGATAGTGAATTTGT 

TTTACCTGACACAGATGGGCTGACAGCCCTTAACATTTCTTCACCTGTTTCTGTAGCTGAATT 

TACATATACAACATCTGTGTTTGGTGATGATAATAAGGCGCTTTCTAAAAGTGAAATAATATAT 

GGAAATGAGACTGAACTGCAAATTCCTTCTTTCAATGAGATGGTTTACCCTTCTGAAAGCACA 

GTCATGCCCAACATGTATGATAATGTAAATAAGTTGAATGCGTCTTTACAAGAAACCTCTGTT 

TCCATTTCTAGCACCAAGGGCATGTTTCCAGG GTCC CTTGCTCATACCACCACTAAGG Mill 

GATCATGAGATTAGTCAAGTTCCAGAAAATAACTnTCAGTTCAACCTACACATACTGTCTCT 

CAAGCATCTGGTGACACTTCGCTTAAACCTGTGCTTAGTGCAAACTCAGAGCCAGCATCCTC 

TGACCCTGCTTCTAGTGAAATGTTATCTCCTTCAACTCAGCTCTTATT7TATGAGACCTCAGC 

TT C I i I l AGTACTGAAGTATTGCTACAACCTTCCTTTCAGGCTTCTGATGTTGACACCTTGCTT 

AAAACTGTTCTTCCAGCTGTGCCCAGTGATCCAATATTGGTTGAAAGCCCCAAAGTTGATAAA 

ATTAGTTCTACAATGTTGCATCTCATTGTATCAAATTCTGCTTCAAGTGAAAACATGCTGCACT 

CTAGATCTGTACCAG i I I I I GATGTGTCGCCTACTTCTCATATGCACTCTGCTTCACTTCAAG 

GTTTGACCATTTCCTATGCAAGTGAGAAATATGAACCAGTTTTGTTAAAAAGTGAAAGTTCCC 

ACCAAGTGGTACCTTGTTTGTACAGTAATGATGAGTTGTrCCAAACGGCCAATTTGGAGATTA 

ACCAGGCCCATCOiJCCAAAAGGAAGGCATGTATTTGCTACACCTGTTTTATCAATTGATGAA 

GGATTAAATACACTAATAAATAAGCTTATACATTCGGATGAAATTTTAACCTCCACCAAAAGTT 

CTGTrACTGGTAAGGTATTTGCTGGTATTCCAACAGTTGCTTGTGATACATTTGTATCTACTG 

ATCATTCTGTTOCTATAGGAAATGGGCATGTTGCGATTACAGCTGTTTCTCCCCACAGAGATG 

GTTCTGTAACGTCAACAAAGTTGCTGTTTCCTTCTAAGGCAACTTCTGAGCTGAGTCATAGTG 

CCAAATCTGATGCCGGTTTAGTGGGTGGTGGTQAAGATGGT6ACACTGATGATGATGGTGA 

TGATGATGATGACAGAGATAGTGATGGCTTATCCATTCATAAGTGTATGTCATGGTCATCCTA 

TAGAGAATCACAGGAAAAGGTAATGAATGATTCAGACACCCAGGAAAACAGTCTTATGGATC 

AGAATAATCCAATCTCATACTCACTATCTGAGAATTCTGAAGAAGATAATAGAGTCACAAGTG 

TATCCTCAGACAGTCAAACTGGTATGGACAGAAGTCCTGGTAAATCACCATCAGCAAATGGG 

CTATCCCAAAAGCACAATGATGGAAAAGAGGAAAATGACATTCAGACTGGTAGTGCTCTGCT 

TCCTCTCAGCCCTGAATCTAAAGCATGGGCAGTTGTGACAAGTGATGAAGAAAGTGGATCAG 

GGCAAGGTACCTCAGATAGCCTTAATGAGAATGAGACTTCCAGAGATTTCAGTTTTGGAGAC 

ACTAATGAAAAAGATGCTGATGGGATCCTGGCAGGAGiGTGACtCAGAAATAACTCCTGGATT 

CCCACAGTCCCCAACATCATCTGTTACTAGCGAGAACTCAGAAGTGTTCGACGTfTCAGAGG 

CAGAGGCCAGTAATAGTAGCCATGAGTCTCGTATTGGTCTAGCTGAGGGGTTGGAATCCGA 
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GAAGAAGGCAGTTATACCCCTTGTGATCGTGTCAGCCCTGACTTTT ATCTG TCTAGTGGTTC 

TTGTGGGTATTGTCATCTAGTGGAGGAAATGCTTCCAGAGTGCACACTTTTACTTAGAGGACA 

GTAGATGCCCTAGAGTTATATCCACAGGTCGAACAGCTATCTTTCCAATTTCAGATGATGTGG 

GAGCAATTCCAATAAAGCACTTTCCAAAGCATGTTGCAGATTTACATGCAAGTAGTGGGTTTA 

CTGAAGAATTTGAGACACTGAAAGAGTTTTACCAGGAAGTGCAGAGCTGTACTGTTGACTTA 

GGTATTACAGCAGACAGCTCCAACCAGGCAGACAACAAGCACAAGAATCGATACATAAATAT 

CGTTGGCTATGATCATAGCAGGGTTAAGCTAGCACAGCTTGCTGAAAAGGATGGCAAACTGA 

CTGATTATATCAATGCCAATTATGTTGATGGCTACAACAGACCAAAAGCTTATATTGCTGCCC 

AAGGCCGACTGAAATCCACAGCTGAAGATTTCTGGAGAATGATATGGGAACATAATGTGGAA 

GTTATTGTCATGATAACAAAGCTCGTGGAGAAAGGAAGGAGAAAATGTGATCAGTACTGGCC 

TGCCGATGGGAGTGAGGAGTACGGGAACTTTCTGGTCACTCAGAAGAGTGTGCAAGTGCTT 

GCCTATTATAGTGTGAGGAATTTTACTCTAAGAAACACAAAAATAAAAAAGGGCTCCCAGAAA 

GGAAGACCCAGTGGACGTGTGGTCAGAGAGTATCACTACACGCAGTGGCCTGACATGGGAG 

TACCAGAGTACTGCCTGGCAGTGCTGACCTTTGTGAGAAAGGGAGGCTATGGCAAGGGCCA 

TGCAGTGGGGCCTGTTGTCGTCCACTGCAGTGCTGGAGTTGGAAGAACAGGCACATATATr 

GTGCTAGACAGTATGTTGCAGCAGATTCAACACGAAGGAACTGTCAACATATTTGGCTTGTT 

AAAACACATCCGTTCACAAAGAAATTATTTGGTAGAAACTGAGGAGCAATATGTCTTCATTGA 

TGATACACTGGTTGAGGCCATACTTAGTAAAGAAACTGAGGTGCTGGACAGTCATATTCATG 

CCTATGTTAATGCACTCCTCATTCCTGGACCAGCAGGCAAAACAAAGCTAGAGAAACAATTC 

CAGCTCCTGAGCCAGTCAAATATACAGGAGAGTGACTATTCTGCAGCCCTAAAGCAATGGAA 

CAGGGAAAAGAATCGAACTTGTTCTATCATGCCTGTGGAAAGATCAAGGGTTGGCATTTCAT 

CCCTGAGTGGAGAAGGCACAGAGTACATGAATGGCTCGTATATCATGGGCTATTACGAGAGC 

AATGAATJCATCATTACCCAGCACCCTCTCCTTCATACCATCAAGGATTTCTGGAGGATGATA 

TGGGACGATAATGCCCAACTGGTGGTTATGATTCGTGATGGCCAAAACATGGCAGAAGATGA 

ATTTGTTTACTGGGGAAATAAAGATGAGCCTATAAATTGTGAGAGCTTTAAGGTCACTCTTAT 

GGCTGAAGAACACAAATGTCTATCTAATGAGGAAAAACTTATAATTCAGGACTTTATCTTAGA 

AGCTACACAGGATGATTATGTACTTGAAGTGAGGCACTTTCAGTGTCCTAAATGGCCAAATC 

CAGATAGCCCCATTAGTAAAACTTTTGAACTTATAAGTGTTATAAAAGAAGAAGCTGCCAATA 

GGGATGGGCGTATGATTGTTCATGATGAGCATGGAGGAGTGACGGCAGGAACTTTCTGTGC 

TCTGACAACCCTTATGCACCAACTAGAAAAAGAAAATTCCGTGGATGTTTAGCAGGTAGCCA 

AGATGATCAATCTGATGAGGCCAGGAGTCTTTGCTGACATTGAGCAGTATCAGTTTCTCTAC 

AAAGTGATCCTCAGCCTTGTGAGCACAAGGCAGGAAGAGAATCCATCCACGTCTGTGGACA 

GTAATGGTGCAGCATTGCCTGATGGAAATATAGCTGAGAGCTTAGAGTGTTTAGTTTAACAC 

AGAAAGGGGTGGGGGAACTCACATCTGAGCATTGTTTTGCTCTTCCTAAAATTAGGCAGGAA 

AATCAGTCTAGTTCTGTTATCTGTTGATTTCCCATCACCTGACAGTAACTTTCATGACATAGG 

ATTCTGGCGGCAAATTTATATCATTAACAATGTGTGCCTTTTTGCAAGACTTGTAATT^ 

TTATGTTTGAACTAAAATGATTGAATTTTACAGTATTTGTAAGAATGGAATTGTGGTA I I I I I I I 

CTGTATTGATTTTAACAGAAAATTTCAATTTATAGAGGTTAGGAATTCCAAACTACAGAAAATG 

TTTG UNI A GTGTCAA A Mill A GCTGTATTTGTAGCAATTATCAGGTTTGCTAGAAATATAA 

CTTTTAATACAGTAGCCTGTAAATAAAACACTCTTCCATATGATATTCAAGATTTTACAACr 

AGTATTCACCTAAAGTAGAAATAATCTGTTACTTATTGTAAATACTGCCCTA GTGT GTCCATG 

GACCAAATTTATATTTATAATTGTAGAI i I I lATATTTTACTAGTGAGTCAAGT TITCT AGTTCT 

GTGTAATTGTTTAGTTTAATGACGTAGTTCATTAGGTGGTCTTACTCTACCAGTTTTCTG^ 

TGTATTGTGTTACCTAAGTCATTAAGTTTGTTTCAGGATGTAATTTTAACrr^ 

GAAATACCTTCATTTTGAAAGAAGTTTTTATGAGAATAACACCTTACCAAACATTGTTC 

GTTTTTATCCAAGGAATTGCAAAAATAAATATAAATATTGCCATTAAAAAAAAATTCACTGGCC 

GTCGTTTTACAACGTCGTGACTGGGCCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACAT 

CCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATGGCCCTTCCCAACAGT 

TGCGCAGCCTGATGGCGNN 

>1106 

nnnnngtaccacttcatcaaaatcatggatgttggctgggtggggtgcctcatgcc 
tgtaatcgtagcactttgggaggctgaggcaggcaatcacttgaggtcaggagttcgagac 
cagcctggccatcatggcgaaacctcatctctactaaaaatacaaaagttaaccaggtqtgt 
ggtgcacgtrrgtaatcccagttactcaggaggctgaggcacaagaattgagtatcacttta 
actcAggaggcagaggttgcagtgagccgagattgcaccactgcactccagcttgggtgat 

AAAATAAAATAAAATAGTCGTGAATCTTGTTCAAAATGCAGATTCCTCAGATTCAATAATGAGA 
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GCTCAGACTGGGAACAGGGCCCAGGAATCTGTGTGGTACAAACCTGCATGGTGTTTATGCA 

CACAGAGATTTGAGAACCATTGTTCTGAATGCTGCTTCCATTTGACAAAGTGCCGTGATAATT 

TTTGAAAAGAGAAGGAAACAATGGTGTCTCTTTTATGTTCAGCTTATAATGAAATCTGTTTGTT 

GACTTATTAGGACTTTGAATTATTTCTTTATTAACCCTC TGAG I I ill GT ATGTA TTATTATTAA 

AGAAAAATGCAATCAGGATTTTAAACATGTAAATACAAATTTTGTATAACTTTTGATGACT^ 

GTGAAATTTTCAGGTAGTCTGAGTAATAGATTGTTTTGCCAGTTAGAATAGCATTGGGACTTA 

GTTTTGGAGGCAAAGTGGGGATTATTGTCAGGTTGTCCTGTTCTATAAAATTTAAGGTCAGGT 

TGGCCCI I I I IGGGAAAGTTGCCTTTAAGATTGTGGCATGGTTCACGGGTTTGGTTAAATTTG 

TGGTATAAAATTGTAAAAAAGGGGATTGGGGTCATAGGGGAAAGGGGAAGAGAGGTAAATG 

N 

>1107 

NGTCTGTGAGATGTTACCACTAGTATTTGGAAAAAGAATAAAAATGTGGCGGGGCGT 
GGTGACACATGGCTGTAATCTAGCGACTTGGGAGGCCAAGGCAGGAGAATCGCTTGAACCT 
GGGAGGCGGAGGTTGCAGTGAGGCAAGATTGCAGCATTGCACTCCAGCCTGGGCAACAGA 
GTGAACTCTGTTCAGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

nnnnnnnnggtcattagttattaattttacacagttaacactgaaaaatgaatgatatttaatc 

attgtcacttactgagaagcaagaacaatgagtgagcccaaaggagtctactaccataccta 

ttaagtgtagggaagggtttaagtattttttacatacttttcttctgtcattggaaa;^ 

cgcatctgaaatggacagaagaaaattttcccaggtgttctactctcatcagaacagcttgg 

tgccagtgacctccacactgttagctggctcccatactgcttgaagggcaccagtcaagag 

ctgtcaaagggagtctcctcagaaatcagcatttgtgggagatcccacttccaaaaaggtag 

tgcagcagtgctgtttccgagcagcagtgaatgtgggggctgaagacgacgctttacaggg 

ccttgcttaggccctggggatgggagtaaacagagtcatgatatgaggatgtagtgaaatg 

agtttctgcann 

>1108 

nacgaaatttaatacgagtgagtatagggaatttggcggtcgaggccaagaattggg 
cacgagacaaaaattagctgggcatagtggcgggtacctataatcccagctactggggagg 
ctgaggcacgagaatcacttgaagccgggaggtgggggttgcagtgagccgagatcacac 
cactgcactccagcctgggcaacaagagcaaaactccgtctcaaaaaagatgaaaataaaat 
aaaatatatatttacaggcctacaacttttgcctcagactgttgcccttttctaagggtattca 
agttttcaccttttaagcttcatatcctcagtgcttgtagaatgatgagcttagaggtaccag 
gtcattgcagttgtttgcttaaagacttattgaaatggttactggcgtaaatacttggccaac 
tcaactttattgcccctgatcttttcca i i 1 i i gtttccaccttaacctatagcagctcctcca 
aatgaggaatgctgtaagtaagac tcatc aaacagattttaaccattttattatcctgtgtgt 
ccttacattgcttctgtgagatg i i m i i i cttatctgagatgaactttcaggagcctatttga 
actccagactggtgttctggggcaaagagctattagccaaactgattctatgcaggtgaagg 
atgcactaaagttctcactttagtgagaacttttctagctattccaatacagagttctttctta 
taggggtattgatattgacaccaaatgg agtgg cttctcagcctcttaatgtcttaagtaagt 
gcttaatttggaatagaqaaaccagtatattttaaaaaagaaaaatattctttgtagcaactgt 
aaattctcccattataacagtgaacagagctccaggtaataacggataggcatgtcaggttg 
catgtgtatatttgactacattagtattagtgacatcaggtggatataaaagaaaacgcttgg 
aaagagaagtgccttagccatgattrcgttagtagacct atttatg attcaatrg gaatt ttca 

GATAGGATGTGAACATGGAATTTCATTGAAAATAGTTTAATTTTTTATATAAAAGGTT^ 
ATAATGTGTGTCAGTGACTATTTTCAAAATCATTTTCATCAAG ACACCT TTTT^ 
CATTGCATACACATATGCACACGTATGTGCACGTGCCACAGA 11 I I I I GTATAATG TTGG GTT 
TGATTATAAAAGTGTTGTCAAATGTTTTATTTATCTGCATATAGCAGTGGTTGGC MINI GAA 
TTGAAATTTTTGCGCATTGATGCATTGAAATAAGGAAAATTATTTATCTCTGAGCACTAAACTT 
A I I III GCATATTTCTGTAATATTGCAGTGGGCAGATGCAGAACATGGGAAGTTA GGGAAA AT 
GTGTG ATTTTGTGTTTTGAATTACTGTCAGAATTACATACACAATTACAACAAAC I I ill N AA A 
AGACATTTCATTGTACTGCAAAAATCTGAATATTTATAI I ICI TGI Mill I CTTTATATGTTTT 
GCATTTTAATATGTTGAGCCACTGGAAATTTGTAACAGATTAATTTGTTATAGGAGTTTA/^ 
TGTTGTCATTGTCTCCATTGTGTTTGTCGAGAGCGTATTATTATGGAAACAATAAAATTTATTG 
TGTCAGTTGATTAGAAAACTAAAAAAGAAAAAAAAAAAAGAAGAAAAAAAAAAAAAAAAAAGG 

AAAAAGGAAAAACAGAAGAAAAAAAGAAACAAAAACAGAGAGAAGAAAAACAGAACAGAAAC 

AGGAGGAAAGAAGGAGACGAGAGTAAATACTGAGTGGGAGAGGGAGGGTAAGCAGCAATGA 

ACTAGGATAGGTCATAGGGAGGCGGAAGGACCAAACAACGCGACGCCAGTCAAGACATGG 
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TCGACAAGGAAAAGAGGGAGGACGACAAGCCGTGACGGATTGTGATAGATACAAGAGGAAG 
ACGGAGCGAGAGGAGACACAGCACCGCGCGCGCGAGCCAGGCAAGGGCACGCGGCGACA 
CAGATAGAGAGGAGAACCCACATAGTGGGGGGGGGAGAAGCGGAAAAACACACAAAGAGA 
GCGGGCACAGTGATGCGAACAAAGCAAACGGTGGGAGGGAAGAAGCANN 

>1109 

NNNACACAAGATTTAGAGCACTAAAACACAACATAAACTAGG CACA GTGGGAGACAG 
TTGTAATCCCCCCTACTCAAGAAGCTGAGGCAGTAGAATTACCTGAGTTTTAGTCCAACGGT 
GAGTATACACACGTAGATAGATATACATACACACACACAGTGTCTCTCTATATATATAGGTGTT 
CATCCATGGGGTCCACAAAGATAACTAGAGTACATTTTGGGCCTTTAATCCCATGTAAACAAT 
TTGCTGTTAACGAAACTCAAAAACAGAAATACCTATATTTTCTCGCTAAATCCAATTGTTACCT 
ATGATGAGTAAAGACAGTAGATGTGCAGGTGCTAGTACAATCTATAGATAAAAGGCCTTGAGA 
TTTGAGGGAGAAAAAANAAAGGGCAAAAAAAGAAAAAAAAGAATAAAAAAGCTTGTACAGATT 
TGGTTGTTTTATGTGCAATATGAGAAGGAATGCTTTCTAAGTGTAATAAGATATTAACAAGAAT 
TAAGAAGACGATTGTCGGGGAACTCAGATGTTGGGAAAGGTTAAAAATAAAAAAACAAGGGC 
TGGGTGCAGTGGGTCAGGCCTATAATCCCAACACTTTGTGAGGGGGAGGCAGGAGGATTGC 
TTAAGGCCAGGAGTTTGGGATCAN 
>1110 
>1111 
>1112 
>1113 
>1114 
>1115 
>1116 
>1117 
>1118 
>1119 
>1120 
>1121 

NNNNNNNNNNNNNNGAGACAGAGTCTCACCCTGTCGCCCAGGCTGTAGTGCAGTG 
GTGCCATCTCAGCTCACTGCAAGCTGCGCCCACTGGGTTCACGCCATTCTCCTGCCTCAGC 
CTCTCGAGTAGCTGGGAATACAGGGACCCACCACTATGCCGGGCCAATTTTTTCTATATTTA 
GTAGAGACGGGGTTTCACCGTGGTAGCCAGGATGGTCTTGATCTGGTGACCTCGTGATCCA 
CCCACCTTGGCCTCGCAAAGTGCTGGGATTACAGGCGTGAGCCACCCTGCCGGGCTGAAAA 
ATAACCCTTTAGATATCTACAGCTTTAAACTGTGTGGAGTCATGAAAAGCAGACATTGGGAAG 
TCATTGGCATTTAATAAATTGCAGAAAAATTATAGAGTAAATACATTACAATCATTAATAATAG 
GCTCTAATGAGAAGAATTTAATAAATAATCATTAAAAAGACAGCAGAATTTTATCTGTTCTCAA 
TATGTTGCTGCTCTTCTTATCAAATACTATAATAAAACTATATG ACTA TAATATAGATTTCAGG 
AGCTAAAAAAAGCCTTATATTTTCAAATAAAAGAAGAATATAAATTTTGCAAAATATGACGAGC 
ATTAGTGCAGTATAAAGTAAATATCTGGAATTAAAATATACCATCATTTAGATATAGACTAAAA 
AAAAAGAATATAAATGTTAATGATTCGTTTCTQCGTGCAGTGAGCTTAAAATTACAACCAAAAA 
TITTAATAAATATGTAGCACCTACAAGACATTTTATTAATAGCTTACATAATGTGGAAATT^ 
GCAATTTATT7TAGAATTTTTGAATCTAAAAATCACGAGCTTGACATTCATTTG 
ACATAAAGCGGAATTCCGACGAGCACAACCAGGACCTCGCGCTGGACCCCTGCCTCAGTGA 
CGAGAACTATGACTTTAGCTCCGCCGAGTCGGGCTCCTCGCTGCGCTACTACAGGGAGGGT 
GAGAGCGGCGGCGGCGGCGGCAGCTCCTTGTCGCTGCATCCGCCGCAGCAGCCTCCGCT 
GGTCCCGACGAAGTCGGGGGGCGGCGGCGCGACAGGAGGGTCCCCCGGGGAAAGGAAAC 
GTACCCGGCTTGGCGGCCCGGCGGCCCGGCACCGCTATGAGGTAGTGACGGAGCTGGGC 
CCGGAGGAGGTACGCTGGTTCTACAAGGAGGACAAGAAGACCTGGAAGCCCTTCATCGGCT 
ACGACTCGCTCCGCATCGAGCTCGCCTTCCGGACCCTGCTGCAGACCACGGGTGCCCGGC 
CCCAGGGCGGGGACCGGGACGGCGACCATGTGTGCTCCCCCACGGGCCCAGCCTCCAGT 
TCGGGAGAAGATGACGATGAGGACCGCGCCTGCGGCTTCTGGCAGAGTACGAGGGGGCAC 
GAGCCGGAGATGGTGGAGCTTGTGAACATCGAGCCTGTGTGCGTGCGGGGCGGCCTCTAC 
QAGGTGGATGTGACCCAAGGAGAGTGCTACCCGGTGTACTGGAACCAGGCTGATAAAATAG 
CAGTAATGCGTGGACAGTGGTTTATTGACGGCACTTGGCAGGCTGTAGAAGAGGAAGAAAG 
TAATTTAATTGAGCAAGAACAtCTCAATTiSTTTTAGGGGCCAGCAGAtGCAGGAAAATTTCGA 
TATTGAAGTGTCAAAATCCATAGATGGAAAAGATGCTGTTCATAGTTTCAAGTTGAGTCGAAA 
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CCATGTGGACTGGCACAGTGTGGATGAAGTATATCTTTATAGTGATGCAACAACATCTAAAAT 

TGCAAGAACAGTTACCCAAAAACTGGGATTTTGTAAAGGATCAAGTAGTGGTACCAGACTTC 

ATAGAGGTTATGTAGAAGAAGCCACATTAGAAGACAAGCCATGACAGAGTACGCATATTGTA 

TTTGTTGTGCATGGCATTGGGCAGAAAATGGACCAAGGAAGAATTATCAAAAATACAGCTAT 

GATGAGAGAAGCTGCAAGAAAAATAGAAGAAAGGCATTTTTGCAACCATGGAACAGATGTTG 

AATTTCTGGCTGTTGAGTGGCGGTCAAAACTTACTCTTGATGGAGACACTGTTGATTCCATTA 

CTCCTGACAAAGTACGAGGTTTAAGGGATATGCTGAACAGCAGTGCAATGGACATAATGTAT 

TATACTAGTCCACTTTATAGAGATGAACTAGTTAAAGGCCTTCAGCAAGAGCTGAATCGATTG 

TATTCCCTTTTCTGTTCTCGGAATCCAGACTTTGAAGAAAAAGGGGGTAAAGTCTCAATAGTA 

TCACATTCCTTGGGATGTGTAATTACTTATGACATAATGACTGGCTGGAATCCAGTTCGGCTG 

TATGAACAGTTGCTGCAAAAGGAAGAAGAGTTGCCTGATGAACGATGGATGAGCTATGAAGA 

AGGACATCTTCTTGATGAACTCTATATAACAAAACGACGGCTGAAGGAAATAGAAGAACGGC 

TTCACGGATTGAAAGCATGATCTATGACACAAACACCTGCGTTAAAATTTAAGGTTGAGAATT 

TCTTCTGTATGGGATCGCGATTAGCAGTTTTCTTGGCGTTGCGTGGGATCGGCCCAGGAAAT 

ACTGGAAGTCAAGACCATATfTTGCCTAGAGAGATTTGTAACCGGTTACTAAATATTTTTCAT 

CCTACAGATCCAGTGGCTTATAGATTAGAAGGATTAATACTGAAAGACTACAGCAACATTTCA 

CCTGTCCAGATGCACTGGTACAATACTTCAAATCCTTTACCTTATGAACATATGAAGCCAAGC 

TTTGTCAACCCAGCTAAAGAACCTACCTCAGTTTCAGAGAATGAAGGCATTTCAACCATACGA 

AGCCCTGTGACCTGACCAGT7TTGTCCCGCCGACACTATGGAGAATCTATAACAAATATAGG 

CAAAGCAAGCATATTAGGGGCTGGTAGCATTGGAAAGGGACTTGGAGGAATGTTGTTGTCAA 

GATTTGGACGTTCATCTAGAAGAGAGTGATCTGAAACATCAAAAGAGTGAATGGAAGATGAG 

AAGAAGGGAGTTGCGTGAGGTTGTGCTAGCACGGTAGGGAGAGAGAGCGTTCCAGATAGCA 

GTTCTGGGTTCGTCGATTGTGGATTGGAGTTGGATCAGAGGATTGATTTTGAACTGAGAGAA 

GGGGTTGTGGAGAGGGGCTATTGGTCAGGTGTGAGGTGGGATACTGCGTATTGGTCATCGTT 

GGATGTTGCCCTTTTTGTTTTAAGGTTCATGTATAAAGATGAGCAGGATGATGATGCAAAACC 

CAATTTAGATCCAATCTGAACTCTTGAAGGACATGAATGGCCTAAAAGTGAI I M I I II i I I IC 

CGTTAAAATGTGTGTGTCAAGATACGGAGATTTCAGGGTTAAAGTATATTTCAGTTTTCTTTA 

GGGGAACATATATTTGAATTTAAAAGCACTTTATTTAAAAAAAAAAAAAAAAATCCGACTAAAA 

AAAAAAAAAAAAGGAAGGCCGCTAGACTAGTCTAGAGAAAAAACCTCCCNCACCTCCGCCAA 

AACCTGAAACATAGNAATGAATAAAGANN 

>1122 

NNNNNCGGTTTTCGGGGCAGGTACGCGGGGGGGGCCCGTTCCAGAGGGCGGCGC 
TCGACCAGTTGCCTGACGAGAGCTCTTCAGCAAAAGGCCTTGTCAGTTTAAAAGAAGGAAGC 
TTATCTAACACGTGGAATGAAAAGTAGAGTTCTTTACAGAAAACACCTGTTTG GAAAGG CAG 
GAATACAAGCTCTGCTGTGGAAATGCCTTTCAGAAATTCAAAACGAAGTCGACTTTTTTCTGA 
TGAAGATGATAGGCAAATAAATACAAGGTCACCTAAAAGAAACGAGAGGGTTGCAAT GGTTC 
CACAGAAATTTACAGCAACAATGTCAACAGCAGATAAGAAAGCTTGACAGAAGATTGGTTTTC 
GATTACGTAATCTGCTCAAGCTTCCTAAAGCACATAAATGGTGTATATACGAGTGGTTCTATT 
CAAATATAGATAAACCACTTTTTGAAGGTGATAATGAGTTCTGTGTATGTCTAAAGGAATCTTT 
TGCTAATTTGAAAACAAGAAAGTTAACAAGAGTAGAATGGGGAAAAATTCGGCGGCTTATGG 
GAAAACCACGGAG^TGITGITGTGCATTTTTTGAGGAAQAGAGATCAGCATTAAAACAGAAA 
CGGCAGAAAATAAGGGTCTTACAAGAAAGGAAAGTTGCAGATGTTTCACAATTGAAAGATCT 
CCCAGATGAAATTCCTTTGCCTGTGGTTATTGGAACGAAAGTTACAGCACGATTAGGTGGTG 
TTCATGATGGTTTGTTCACTGGACAAATAGATGCTGTGGATACTCTTAATGCTACTTATAGAG 
TAACTTTTGATAGGACAGGGCTTGGAACCCATACCATCCGTGACTATGAAGTTCTCAGTAAT 
GAACCTCATGAGACAATGCCAATTGCTGCCrTGGGACAAAAACAGCGGCCTTCTCGATTTTT 
TATGACCCCACCACGGTTACATTATACTCCTCCTCTCCAGTCACCAATTATAGATAATGATCC 
TTTATTAGGACAGTCGCCGTGGAGAAGTAAAATTTCTGGCTCTGACACTGAAACATTAGGTG 
GTTTTCCAGTAGAATTTCTrATCCAAGTGACCAGATTATCAAAAATTCTCATGATTCACCAAG 
GAACATATCAAGAACATGAGGGACATGAACACAGAAGCAGAAACACTGGCAATCATATTGCA 
TGCCAGTCAGCATTGGATTCACGCGGAGATTTGCGACAATCGGTCTCGGGGACTTGAACAG 
GTGAACACAGGGCCTAAACACAGTTTGGGTAACGGTCACCGGATTGCTATGAGATTGTCCC 
AACACGGGGGTCCAGCTGAGAGATCAGCGAAGGTATTAACCCGTGTGTAGCGGCGAAACAC 
CGGGCACAGTGTGCGCGCGACATCCTOAGCGGAGAACCCGTCTTTACAGGGGCACTGGGC 
GACAGCAATfCAGATCGGGACtGGTGACCAATTGTGCGAQGGGACQCCCCTGAGGAAGCAA 
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CTCAGAGTAACGAAACATGATCACGAGCACTAACAAACGATAAGTGAAGCGAACGGCCCAC 

GGCTGCAACGAGTGCTTCCTGATCATACATCTTTCATTATGAN 

>1123 

ggaagaggacataagcagctctatgaccaatagcacagctgccagtagacccccggtcaccctgaggctggtggtccctg 
ctagtcagtgtggctctctcattggaaaaggTGGATGCAAGATCAAGGAAATAGGAGAGAGTACAGGGGCT 
CAGGTCCAGGTGGCAGGGGATATGCTACCCAACTCAACTGAGCGGGCCATCAGTATTGCTG 
GCATTCCACAATGCATCATTGAGTGTGTCAAACAGATCTGCGTGGTCATGTTGGAGTCCCCC 
CCGAAGGGCGTGACCATCCCGTACCGGCCGAAGCCGTCCAGGTGTCCGGTCATGTTTGCAG 
GTGGTCAGGACAGGTACAGCACAGGCAGCGACAGTGctgAGCTTTCCCCACACCACCCCGTG 
CATGTGCCTCAACCCTGACCTGGAGGGACCACCTCTAGAGTTGACCAAGCTGCACCAGTTG 
GCAATGCAACAGTGTCATTTTCCCATGACGCATGGCAACACCGGATTCAGTGGCATTGAATC 
CAGCTGTCCAGAGGTGAAAGGGTATTGGGCAGGTTTGGATGCATCTGCTCAGACTACTTCTG 
ATGAACTCACCATTGGAAACGATTTGATTGGGTGCATAATGGGGCGTGAAGGCGGCAAAATG 
AATGAGATCCGTCAGATGTCTGGGGCGGAGATCAAAATTGCGAACGGAGTGGAAGGATCTA 
CTGATAGGCAGGTTACGATGACTGGATCTGCTGCCAGCATTAGGCTGGCTCAATATCTAATG 
AATGTCAGGGTTTGCTGGGAGAGGGGTGGCATGGGGAGGAGCTAGAAGAATGGAGATTGAT 
GCATAATCGCTTTGTGCTGTTGACGACGAGCCATGATGGATGTGTGTAGTTTCTGAACAGTCA 
GGGATTGCAGGTTTTAAATAGTTTGTAAATTTTGAGTTTCTAGAGACTTTATGATGGACTGGTG 
A I i I i I I AATTAAAGGGTTTTAATTGGTTTGTGTGTTCAGCTGTTG ATGG TGAGATGGA TATTTA 
GTTTTATAAGGTTGTGGCTGG I I I I I I I I I I M I I I IGGI I I I M I I I I I I GGGTGATGAAI I I I I 
CTGTTTGTGATGGAAATGTAAGAGTGGAATATTAAT AGAT TTGAGTTTAGTTGTGTAATGTGAG 
GAATTTTTGAAAAAAATTAAAAGATGGAGTGGAGGTTTTTCTT TGTGA ATAG AAAGT G 
GACAGTGATTCATGTGGGTTTTATTGCTGTTGTGTTGGTGTTA I I III GTA GGTT TTATG CCTG 
AAAGGACGGTTGTTGGGTTTTGAATGGAAGGCTTTATTGCGGTTAAGATGTTTTGTTGTAT^ 
AGCAGTTGGATG H I I I I I GTGGGCGTGGATGGTATTTTTCGCTGACTGGATGGTTGGTTGGC 
CCTTATAAAACTTGTGCCCAAAAGATTGAGGATTAGAGTTTGGGAGGAGTTAGGTGTGCTAG 
GGGAGTAGGCAAGCAGTTCGAGTAGGGAGGGGGTGGGGGAAAGGAATGACAGATGAGATA 
CATGGCATACACATTAAGCAGTTGATCATATGTCrGACTGGGTTCCAGTT TCTTG GGAATGTT 
GGTCCCCTTGTTCAGGCTTGCATATTTTAAACTAAAAATTTCAGTCTATTGTTTTTA 
CATTTATAGTCCTCCATAACAAGTTAGAAGGATGTATCTGCTACGATTTATTCCTATAATTTTA 
GAAAGTTGGGGCTTGACATTATAGTGATTTAGTGAGAGTAGATGCAAAAAAGTGGAGGGGCA 
GGAGAACTTGTCCAGACAGGTGAGATAAAGTCCGGAGCCGAAGGCTTTATGTTAAGGATGTA 
TGGT 
>1124 

NNNNNNNNNNNNNGGAAATAGTTCTAGAATTAATTAACGGGGGGAAGATTTCCAAAA 
CTAGATATCGATATGGAAAAGAATAATACAGGAGTCTTATGGTACTAGATACACAATAATGAA 
GTCAAAATGATTAAAGATTATACAGAAAAGTTGCAAGCATAAAGGTCGTATAAAGAGAACGTG 
AGGTGTGCGTATATTTAGGGCAAGTTGGATGTATGCTTAGGGTTGGCAAAA AGTAAAGAAAA 
ATACAAGGGAAAAAAATTATTGAGAATGAACTGGTTTGGTAGTGATTTGTGATTTTGTTT^ 
TTGATTAGTAAGCAACAGGACAGCGACCAAGAAATTATGCACATGTGGGACCACGTCAAGCT 
GAAGCGTTTGTGCCCAACAAAGGAAAGAATAAAGAAAATAAAAAGGCACACTAAAAATTACAA 
GTTTGGGATAAGGGATTATTTTTGAAAAGGTACAAGCGAGTCATACTACGAGGTGGGA AAAA 
AATAACTAAACAACAGAACCATTGCCAGACAAAAACTGGGCATATAACCGGATTAGATATTTT 
TGCAAAGAAGACA6GAAACTGACCGAATGTCTACTAAAACGTGGTTAACATTACTACGTCAT 
GAGAAAAATGCAGATCAAAACCACACTCAGATCTTATCTCACTCCCATAGAATGACATTACCA 
AAAGATCCAAAATATTTAAAAAGACAATCCTGGTAGTGAATTGTCTTCGGGTCGNN 
>1125 

ACAGAAAAAGACACATTTAGATAAACTGAAGCAGA7TAAAGTGACT7TATAAGACAAC 
ATCTTTG I M H A TGTTTAATTTCAAGTATGGTTAAGCACTAATTrAATTGAGTGCTTTCTGCTT 
ATTCTGTTTCTAGTAACTCTTACAGAAACAAGTGTAGTCAGTAGCCAACATACATGCATGTCA 
GCCTATATATGACTTAGTAGGAGGGCTTAGTTTTTTAAAAGAGATGAAAAATAAAGAGAAGGT 
CTAGTATTTTCCTGGGACATTCCAACAGATCATTTTATGTGCGCCCTTTGGGTGAGCACATrC 
CATGTTGTAGACCATTGATCATAGTAGTCAGAGCATGGAGCTCTGGAGTTCAGAAAAATTATT 
TTATTATTGTTGTTATGACAAAAATAATTACCATGTAAAGGAAAAGAAAAGAAAGTCAGCGAAA 
AAANNNNNN 
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>1126 

cgtccgcccaCGCGtccgggCGGAACCCCGTCAGGAAAGCGCACAAAACTGCTCTTAAGT 
CATTGCAGAGCTACCGGTTCGGTTAGCCAGCCACGAAGTTCTCGCGAGAGTGGTCTCCTCG 
ATACCAAAGCTGGTGTGAGACGAGACAATGCTGCCCCGCcgCGGGATAATCAaagtTTGGCCG 
GACCTTTGAGCATACACCGAGAGAGTGAGGAGCCAGACGACAAGCACACACTATGGCGCTG 
AAACGGATTAATAAGTTGCAGCTTTTCACCCGAAGCTATTTATGCGAGGGACACCGGGAACT 
GATGTAAAAGGCATTCTGGAAGCTCCCTTTTGCTTTTGGCTGGAGAGTGGGGGTGGATAAG 
GGGTGCGATGGCAGTAAGGGAAAGCTAATGTACCTATTTTTGCCTCATTCTATTTAATAACAC 
GCTTGTTTCGTTACTTGAAATGTGGTTTGATAGTATATTATCGATTTAAGTTGAAAAAAAACTA 
GGAI 1 1 I ICGGAGCTCTGGGAGTGAGCGGAACCTCCACCTCCGGTGGTTTAGTCTCATT7TG 
TTGCTCTAACTTCTATCCCGCATTTTAAGATGGCGGCTGCTTTAACTGGTTCAGGCTCTTTCC 
GGCATCTCCTTTCGTAATAATGTGAATTAATATGATTTGTTAAATGTTAACTTTTATATCGCGT 
TGTGCACTGCTCTAAGATCCTCTGCTCAAAACTTACCTAAATTCAAACTCTTAAACTGTATTTC 
CC I I n I I GTGACTTGTATTTGTGTGATGTGTTTGGTTGTTGCACAATGGAAGAGGGTGGAGT 
GTTTACAGCTAACTTGAAAAAAATGTGATGGAATAAATTCAGCCTTACTAGAAAAATTGTGGA 
GTGTCGGAAGTTAGTGATTTGGCCCGTGACCCTCCAGCACAATGTTCTGCAGGTCCAGTTG 
GGGATGATATGTTTCATTGGCAAGCCACAATTATGGGACcTAATGACAGCCCATATcaaagGG 
GTGTATTC I 11 I I GACAATTGATTTTGCTACAGACTACCCCTTCAAACCACCTAAGGTTGCATT 
TACAACAAGAATTTATCATCCAAATATTAACAGTAATGGGAGCATTTGTCTCGATATTCTAAGA 
TCACAGTGGTCGCCTGGTTTAACAATTTCTAAAGTTCTTTTATCCATTTGTTCACTGCTATGTG 
ATCCAAACCCAGATGACCCCCTAGTGCCAGAGATTGCACGGATCTATAAAAGAGACAGAGAT 
AAGTAGAACAAGAATTTATCATCCAAATATTAAGAGTAATGGCAGGATTTGTGTCGATATTCTA 
AGATCACAGTGGTCGCCTGCTTTAACAATTTCTAAAGTTCTTTTATCCATTTGTTCACTGCTAT 
GTGATCCAAACCCAGATGACCCCCTAGTGCCAGAGATTGCAGGGATCTATAAAACAGACAGA 
GATAAGTACAACAGAATATCTCGGGAATGGAGTCAGAAGTATGCCATGTGATGCTACCTTAA 
AGTCAGAATAACCTGCATTATAGCTGGAATAAACTTTAAATTACTGTTCGI Mil IGATTTTCT 
TATCCGGCTGCTGCCCTATCAGACCTCATG II II I I AATTTTA I I M N GTTTACCTCCCTCCA 
TTCATTCACATGGTCATGTGAGAAGAGTTAAGTTGTTGCAGCTTTGGACAATAACTGCTTTTA 
GAAACTGTAAAGTAGTTACAAGAGAAGAGTTGCCCAAGACTCAGAATTTTTAAAAAAAAAAAA 
TGGAGCATGTGTATTATGTGGCCAATGTCTTCAGTGTAACTTGGTTATGAGACTAAAAGCATT 
CCTCACTGGTCTAACATGCTGAAGAAATCATCTGAGGGGGAGGGAGATGGATGGTCAGTTG 
TGACATCAAAGGATACAGCATTATTCTAGGAGCATGGATTGTTGTTTAAGCCTTGCACTGTTA 
GAGATTTGAGGTTACATGATATGCTTTATGGTCATAACTGATGTGGCTGGAGAATTGGTATTG 
AATTTATAGCATCAGCAGAACAGAAAATGTGATGTATTTTATGCATGTCAATAAAGGAATGAC 
CTGTTCTTGTTCTACAGAGAATGGAAATTGGAAGTGAAACACCGTTTGTATTGCAAAATAGGG 
TCrCAAACATTTTGTAATTTTCATTTAAATTGTTAGGAGGCTTGGAGCTATTAGTT;^ 
TTGCAATAGAarGTTTAATATAGCACTGAATAAATGATGCAAGTTGTCAATGGATGAGTGATC 
AACTAATAGCTCTGCTAGTAATTGATTTA 1 1 1 1 Id I CAATAAAGTTGCATAAACGAATGAG7T 
AGCTGCGTGGATTAATCAGTATGGGAAACAATCTTTTGTAAATGCAAAGCTGTTTT^ 
TAGTGTTGGGATTTGCTTCATTGTTTGACATCAAATGATGATGTAAAGTTCGAAAGAGTGAAT 
ATTTTGCCATGTTCAGTTAAAGTGGACAGTCTGTTACAGGTTGACACATTGCTTGACCTGATT 
TATGCAGAATTAATAAGCTATTTGGATAGTGTAGCTTTAATGTGCTGCACATGATACTGGCAG 
CCCTAGAGTTCATAGATGGACTTTTGGGACCCAGCAGTTTTGAAATGTGTTTATGGAGTTTAA 
GAAATTTATTTTCCAGGTGCAGCCCCTGTCTAACTGAAATTTCTCTTCACCTTGTACACT^^ 
CAGCTGAAAAAAAACAACATGGGAGTAATAATGGGTCAAAATTTGCAAAATAAAGTACTGTTT 
TGGTGTGGGAGTTGTCATGAGGCTGTGTTGAAGTGACTTATCTATGTGGGATATTGAGTATC 
CATTGAAATGGATTTGTTCAGCCATTTACATTAATGAGCATTTAAA TGCA ACAGATATCATTTC 
AGGTGACTTAACATGAATGAATAAAAGTCAATGCTATTGGATTG U I I 1 1 GTTTGACAAGTGC 
TATCTGTGCCACTGATTTAACTTCTGTAGTAACAAGGGGATTACCATTCTTCACGTTTCCTAAT 
TCTGATCCCATAGTTTTAC A I 1 1 i I C CTGTTTATTTTGATTTTGTTCACTGCTTT A I I Id I A AA 
GTTGTAGGACATCTGTGACTCCTCCACTrCCAC A l 1 I 1 1 G GACTGCTTACACTTACGTGGAAT 
CTTATTGCTTGTGTGCACACAGATGTGGAAAGGTAGAAATAAATGTTAAAACTTACTTm 
AACATTTTAATATGTAGTTTGGACATGATTTATTGACTTAAGGTTCTTCTCTAAACTG^ 
AAATGCATGCCTTCTGAAGATGTrCTGGCTTTGTTAATTCTGTAATCATTTCATTGGGGAAAA 
AAGCAGCTACGCAG I I I M CCAATGAGTGA A II I I I 1 CATXITGTGTnTGCTTAAAACGGCTC 
CTTCAGGGTAGATGTCATACTGCATAACTTTTTTGGATTCAAATTATGAATGAGAAATTAGTTA 
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ACATTCTGCTCCACAAGGTAAGAAAAACTGCTCTTTGGCTCTATTTTCAAAATTACTTCTGAG 

ATGCATATAGTCTCAAAATAACAGGTTTAGTAGGGATATCACTTGTTGAAAGCCAAACATGAG 

TGTAAGACACTTTTATGAAACACGGTGGATCCCTAACTGGCTTTCAAATTGACCTTTATAGCG 

TTAGACAACCCTTAGGTATTTACGGAGATGAGTTCTTTGATTGTCATAACAATTAGTGGATGT 

GTCCAGTTCTCTGTATCTTTGACTTGATGCTTTATACATCATTTCATTTGTTGCTTCTAAGGGA 

ATAAGCCATAGAGGCTTCTCCAGGTTTAAAAGAACAGTAAAGTACCTGGAAAACCAACATTTT 

TGAATGTATGGACACTGGACATGAGATATGTACAATGAAATCTTAAAAGAATCTAAGAATTTG 

CCCTGTTTGCCCGACTGCACCCAGTAArrrGACATTACTAGTG CCATG TATAGGACCCAAGT 

GAGTATTAGAATCAGTTTTGACTATGTCTTTGTATTTCCTAAATCTTTTAATGCATAAAGCGAA 

TTAGGGTCCAGTTGGGGTGTTAATGG TAAAT TTAGATTTTAAATGACTCAGTTTG I I I M CCTG 

GGCGAGTTTGGAATGTGATAATCAGATTTTTTAAAACTGATTAATTTGCTTTCTTGTGTGGGT 

GTACTGAGATTTTAAAGTATGAAGGAGAGTTAAGTAGTGGTGTCAGGGGTAGTGAAAGAGTGA 

C I n I I I M I I GTTTG I I I M I I I I GTTTGTTTGTTGAAATGGGTTAGTTGAAGTATAGTTAAGG 

TACTGATGATGGTGTGTTAGTAATTTGGGGGGGGA GGGG GGTAACTGAGG CATGT TTTGTGT 

TGGCATAAGAAAAGTGTTAATGATTGTTGATTAGAGTTTTAAGTGAATTTGTGTTTTATGAGGA 

ACCCAGTGGAAGTGAGTAAATATTGTCTAATAGTGAGATCTGCATAAGAGTTGTAATAGGTGA 

AGTTAATTGAGGTTAAAGGAATTGTTACCATTAAAGTGTGTG 

>1127 

GCGTCGGGAATGGTAAGTATATAGGTCTTATAAAATGTTGGAATGGCTTGGTCTTTGT 
TGGAGTGAAAAATGTGCATTTTCGTACCAGGTGGAACATTAGTCTTCTCTTGGTTAGTGTAGTA 
CTGCAAAGATGGATTCTTTATTGTTGTTTAAAGAGAGAAGCTGGTGGCTGAGGGCGTTTGGTT 
TCTTGGTTGGTG I 1 1 i M GCGAGATAGGTACATGGATCGATGTTTGTCTTTGACCTGGTTTTGA 
TTTCTGGAGAATTGAGTTTrGAATCAGAAGTTTGCGACAGGGGGTTTTAAGATTGTA/^ 
TCCATCGGTGGGGTTTTCAAT TGGT GGATGGTGTGATTTTGTGCATCGCGGATTTTATGATGT 
GATATAGCAAATATTTTAGTTATTTTGTGTAGTTTGGTGATGGATTACAATGACATCTGCATGG 
AGGAAGATG I I \ I I GG Ai I i I M IN I AACTGGTGTTATCCTCAGTGGTCAATAGTAGGTACG 
CGGATGAAATTCATTGTATAGGTGATTCGTGCAACAGCTTCTGAATTTTTTCCTCCCTCACCC 
ACCTTACAGCCATTAGTCCTATAATAATTTAATTTGGGTTTGTGGGTATAGAAACTGTATTTGC 
ACAATAATGATAAAGCCACTCAGGCTCATCTAGTCATTTCCTGAATTTATGTGTGTAGGAGTA 
CCAGAGAGCACAAAAGATGGGCACCCCCAGCTGCAGCCGACTGTCAGAGGTGCAGGCCTC 
CCTGCATGGATAGTCCTGGGCCAGCCACAGCCCGGAGTTCCACCCTATCAACTCCCTGGAG 
A C I i H I GGTGAGATGGAGTGGGCCGAGGTGATGGTGTGTATATTTGAGGAAAGAGACCGTA 
ACCAAGACAGATAATTCTCCATGGTATTGGAGGCCGACGGCTGCTCAGCTGCGGTCTGTCTC 
ACCCAGTAAATGCAGAAAGCTGTTAGGAGAGACAGAAAACCTGGCATGGGGCTGCTTCCCt 
CCCTGGCAGGGGTGGGGGAGGCTCGGCATGGGCTCTCTCGTAGGATACAGAAACCATGGG 
AACGAAAGTAGAATGTAAAAGTCGCAGCAGATATCAGTGGGAAGGGCTGGGGGAGGGGGC 
ACCCAGCTGGGTTTGCTCCCTCAGAGGAGCCACCAGGAGCCACCTGTGAGGAGAAGCCAGA 
GGCCCTGGGGAAAGATAGGAGGAAGAAAGAGAAGTGTCCATAGAATGTAATTTATAGATGCG 
CGTATATGTATATATATCTATTTATATGTAAATAGGCATATATGAAGATATATATATATAGTCTA 
CTTTTTAAAGTCNNNN 
>1128 
>1129 
>1130 
>1131 
>1132 
>1133 
>1134 
>1135 
>1136 

NNACGAGGGGTCCGCAAGGACAGGTGCGTGTCGATCCTGTGTTGCAAATTCTGTAA 
ACAAGTGGTGAGCTCTAGGGGAATGAAGGCTGTTTTGCTGGCTGATACTGAAATAGACCTTT 
TCTCTACAGACATGGGTCCTACCAACGCAGTGGACTTGACTGGAAGATGCTATTTGACGAAA 
ATCTGGAAATGTAAACTGAAGGACATCGCATGTTTAAAATGTGGGAACATTGTAGTTTATCAT 
GtGATTGTTCCATGTAGTTCGTGTCTTClTTCCrGCAAGAACAGACACTTCTGGATGTTTCAG 
AGCCAGGCAGtTTATGATATTAACAGACTAGACTCCACAGGTGTAAACGTCCTACTTCGGGG 
CAACTTGCCAGAGATAGAAGAGAGTACAGATGAAGATGTGTTAAATATCTCAGCAGAGGAGT 
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GTATTAGATAAATGGAATTATGATATATATGATATACAAACTTTTTTCTATTTAAAAATATAT^^ 

ATGGATCAAGTTTAAAATTGTTAGTTGCCAGTGATCTTTTTTGGAAAACAAAAATGGGGCAT^ 

TGTTGATTTATTTATTTTCTGTGTCTAATTAGTTACGTCAGTTTGATTGAAGCGAGTGGAGTTG 

TGCTTTTCCTCTACTTCTAGTTCGTCTCCCCCACCTTTTTCTGCCCAGTGTAGGTGTATTCTTA 

AATTCAGACGGGAAGATTCTTTCACATATCACTCAGTTACCTCGCAATCTGGGGGAGTTTTTC 

TTACAACTTGATACCAGATAGCATTAATTTTACATTCCTGAATAAAGGCCTAGTACCCACGCA 

TATTTCAACCATGCATATATCAAGTTCAACCGAGTTTTAATAGGGGATTAAAAAAACAAGGTG 

TTAGGTTTCCATGGGCACTGGTTCTCATAGGTTCTATTGGTGATAACTGCTTTAACATGGAGG 

AAGAGTTTGTGAATCAGGAAATAGAATAAATTAAAATTTAAAATATATAGAGGAATCCTGTTGA 

TTGCTCAGCATGATGTTAGATAAATGAGTTTGTGAGAAAATATCAGTATACGCTGTTTACGAA 

TGTTATTTATTTACATTCTTCTAAAGCCATTATGGATATTGTATTATGAGAGCTAAACCTAAATA 

AGTTATCGTGTTCCCTAGGACCTTCTCTGTAAATAGTGAATTTTAGACGAGTAGTCTGTCCTA 

AATCTTAAATAGAAAAAAAACTAAAGCGATTTGCTTAAGCCATTGTACATTATAAAGAGGTGTT 

TTGTTTTGGTTTGCTTTGCTTTGTTTTG I I 1 I M t AAAGGTGGATTCAGAGCCAGAAAGGAATA 

GGAAAGTAGGGTAGTGTTGGATTCTGGTTTTATGTAACTCTAAAATAAATGTATCTCTTTAATA 

TCTCAGTTGTAGGGAT7TTGTCAATACCAAAGCAGACTGAGTTGTGGTTTTGTAAATAAAGTT 

TTTTCTAAAAATGACCATTCTTCCTTTAAI I I I 1 1 GTTATGCCCACATATTGTATGTAAAAATAT 

AAATAAATAGTACTTAAAGTATTGGGTGGGGGGGAAACACCCCCCCCCCCAAAAGGGGGCC 

AAATTTTTGTTGTGGTGGGGGCCCCCCCCAAAAAAGGGGGGGGGGGGGCCGCGCCCCCNN 

NNNNNNNNNNNNNNNNNNNNNNNNN 

>1137 

>1138 

>1139 

TCTAAAACATGCTAACGTGACCTTTTCCTTGTAATTTG I J I 1 I AACTTCATTGGAGATA 
GTACCTCTGACTCACAGATATTTATTTGGTTATCAAGTGAAGATAGGTGTGTCTAAAAGTGAT 
GTTCTGAATCCTGTCTCCCTAGAGGTACTAGTATCTAGAGTTTACCCAGAAAATTTTATGATT 
GTAACAAAAGGAAGTAGTGACTTATGAAGGTTTTGTTTGTTGAATTTTAGTTT^ 
CAATAGTGGCTAGTTTACATTTATGGGAAATTTTATAGTTTGCATAAACAAAGTATAAACTTAA 
GGGACAGTGAATAACTATATTGATAAACATAAACTAGCCACTATTGGACAAGTAGCAAAAGTA 
AAATTCAAGAAACAAAACCTTCATAAGTCACTACTTCCTTTTGTrACAATCATAAAATTTTCTG 
GGTAAACTCTAGATACTAGTACCTCTAGGGAGACAGGATTCAGAAGATCACTTTTAGACACA 
CCTATCTTCACTTGATAACCAAATAAATATCTGTGAGTGAGAGGTACTATCTCGAATGAAGTr 
AAAAACAAATTAGAAGGAAAAGGTCAGGTTAGCATGTTTTAGAACTATTGGTAAACTATAATT 
CATGGGACATTATATAATCAAAAGATTAATATTTTAAGCACTAAGTTATAAAGGGTTTACACCC 
ATGAATAAAAAGATTACCATCACTTACTATGAACCACCATTCCATGAATCCATGTAGCTGAAC 
ACTCCTAATGAAAAGTTTAATTATCGTTCAACCTGTAGTTGAAGAACTCAGTTCATGTTCATTG 
ACAGATTTCCATTACAGAGCCACTATATTGATGTTACTTTCTTTGACAGTATATTTTATATAGAT 
ATATTAAAATTGAAAACTTAATGCTGTTTAGAAGGCTATTAATATAACTATTAATTTCTGAAAG 
CTTTGAGTTTCTGAAAAGGC INI AAGATCAAAATTTCTGAAACACTCCACACATTCTTCCTCA 
CCCACATTTAATTATAAATCAATGTTATACTGATAAAAGGTTCTATACACACATTTAGAGATAT 
ATGTGTGTGTGTGTGTGTCTGTGTGTGTGTATATATATATA CI I i I I I CCCCGCAAGATGGAG 
TCTCACTCTGTCGCCCAGGCTGGAGTGCAGTGGTGCAATCTTGGCTCACTGCAACCTCCAC 
CTCGCTGGTTGAAGTGATTCTCGTGGGAGGCAGAGGTGGGAGTGAGCCGAGATCATGCGAC 
TGCAGTCCAGGCTGGACAACAGAGCAAGACTCGGCATGAAAAAAAAAANAAAGATATTTTAA 
TATATTCAN 
>1140 

ACCAGATTATGGACTCTGCTTCTGGTGTGGGTAGTAGGTGGAGGGTAGGCAGGAGG 
GCTTGGGGTGGGTCATCAGCTCACATTTGAGATGGGGTTTTATTTTGCAGATTCATGCATTG 
ATCACAGGCCCATTTGACACTCGTTATGAAGGGGGTTTGTTCCTGTTCGTGTTTCGGTGTCC 
GCCCGACTATCCCATCCACCCACCTCGGGTCAAACTGATGACAAGGGGCAATAACACAGTG 
AGGTTTAACCCCAACTTGTAGCGCAATGGGAAAGTCTGCTTGAGTATTCTAGGGTAAGAGGA 
GACTTTTAAGTAGCCAAGTCGGTTGTTAGCAGATAATTACTCTAGGTCAGCCTTTATCAACCG 
GAGTCCCTCATCTGAACTACAGAACACAGAAAATGATTGAGTGACTCTTCTCAAATCTCCTCA 
GGATGGTATGTGACTAGTATCATTCTAGATGCAGAGGGGAGAAGTTAATTTATTACA6TGGT 
AACCTTTGAGAAGTGGTTCTCTTAAGAGTGTGGCCCTGAGCATCTGGGAACTTGTAGCCGAG 
CAGTTTCTGGGGCCCTATCTTAGACGTACAAAAGAAACTCCTGGGTTGGGGCCAAAAATCTG 



Page 301 of 355 



wo 01/42467 



895 

Table 4 



PCT/USOO/33312 



G I I I I I I I GGTTGTTG I M I I r GTCTC AAAAA AGAAAGAAAAGAAAATTTCTTAGTGTTCCTAG 

TTGACTGTATTAGCTTTATCAGGCATG I I I I I I I I I I CCTCTTTACCTAGAAAACAATGTTGGG 

CTGACTTACNN 

>1141 

>1142 

CCGATATAGCAGAAAGGATGAGTTTTGTTGTGAGACAGACTTAGCTCTACATCTTTTA 
TGTGAGACTTAACGTGTTTTTTCTATGGGCAAATGACGTGAACTCCTGAATCAGTTTCCCCAT 
CTGTAAAGTGAGG ATGAAAATAGTATCTACTTTATTGAGA i 1 I i I CTTATTGATCTGTAGCATC 
TTTGTGTAATGTCATATGGATGTAACTTGGTTGGTACTATTAGCAACTGTGATGATGATGATT 
GTGAATCTTATTTTCATATCTTGGGTTTTCTTACAGTGAAATATTTGTTGCTGTTAT^ 
TAAAAATAAACCATGTTTGCATCTTGGTCTTCTTTCCATTTGGATTCAAAAGTTTTATAGTGAT 

TCCTCCTAGTAAAATTGCATTITCTCCCTAGGAGTACTTCTTTGATTCCAGAGTATTAACAGAT / 

GGAGAACTGGCTCCCAATGATAGATGTTCCCGTGTGTGTGGAAAAATAGGCCAGTACATGAA 

AGAGTGCACCTAACAAGGAAAAGGTTGGCAAATGAATATATATCAACATTTGAGGAAAATAAA 

TGAGAGGCCAATTTGTAGCTATAATTATGTTCAGAAATGTTTAACTGAGAAAGTTTAGGGTAT 

TTAATTATACCTAAGGTAAATGTTCATTTGAGTGGAATTTTGTAATAGGGTAAG ATTTG CATGT 

GGTATAATAGTATCTTCTAACATTCATTTGTTCATTTATTCATTAATTCACTCAG 1 I I I I I I i I G 

T M IIG MH IG I I MIAMM I Gi I M 1 i I I GAGACGGCATCTCGCCCTGTCGCCCAGGCTGG 

AGTGCAATGGTGTGATCTCGGCTCACTGCATCCTCCGCCTCCCAGTTTCAAGTGATTCTCCT 

GCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCGCACACCACAATGCCCAGCTAAATTTTTG 

TATCTTTAGTAGAGATGGAGTTTCACCAACATTGGCCAGGCTGGTCTCGAACGCCN 

>1143 

>1144 

>1145 

>1146 

ACCAAGGTGAAATTTGAATGTGTGAAGGCATTGTTCTGTGGAGTTCTTTTCAAAGAG 
ATTTCAAAGCCACAAGTTAGATAAGCCCAAGAAGTAAGGCCAGAGTGAGATCGAAGTAGGC 
CTTTCTTTTAAAAAATAATAGCTTTTATTTTATGTCAGTATCTTCTTTAC/^ 
TTTTCACGC Mi l l GAAAAGATAGCTAAAATTCAGTGTGTTCCTCTTATTATAAAGGATTGGGC 
TAATAGTTAAGCATTTCAAAACATTTCAGTrrGGTTAATCAGAAGGTGCAGTGGGTTTGTTT^ 
TAGCCAGTTTGCTTTTAAATTTGGCCATGTGGGCTTTAAGTTCAACGTATTTGTGTTCTC 
TTGTTACTCTCTCCAGAGTATTACCCAAACTGTGAAGTCTGTGTTTATGGGGATGGCAAACAT 
TCATTCTATTCGGAGGAGTTTTCAGTCTCTGCGGTTGCTGTGCACTCAGATGCCAGATCCGG 
GAAAGTAAGN 
>1147 

NNNCCCC I I I I M I CCCCCGGTTTGGTCCCAGGTGGGTTCCCGCAAAAACCGCCCC 
GGAGGGGGGGGAATTTGGGGGGAAAGGGGTTGGGCGCAAAAAACGC II II I 1! M I I 1 1 I I M 
TTirrNGGCTATGTAATACTGTGTAATAATTGAGACTTTTAGAATCTAGAGATGATCAGAGTGA 
TGTTTTGGGCTGGGAATTCATCAGGAACTGGGTCTGTAGGAACCTATTCTCGGGCTTGCCAT 
GG(XnTTGATCTCCTGTTACGGTCCCTCCACAAACATAACATGAGGGGACTTGTAGAGACTQ 
GGCTAGGTGTTCGGCTAATTGCAAAAAGAAAI I N lAGIII 1 1 CXrrGG AATCTC AGGTACTGG 
CACATTTAGTTGATCATAGAAAGTCTGAAATAGTGGTTCTGGAGAGCG II 1 1 1 GAACCTGTCC 
TTTTATTAGGATGCTTACACTAQGATCTAGTCCTTTTGCATCAATGCCTAATGATACATAT^ 
CCTTTATTACATTTGGGTCTGAGGGGTTTGTGATTATCAATTCTAAAAGGTTGCAGCTCCCAC 
TCGTGCAGGAGGGGCTGACTTTTCC I II I I GGAGCCAAACAGGATC I I M I I ATCTTCTGTTC 
AAGTAGCCCAAATGACACAAGACCAGTATTGACACATGTCACATAAATATGATTCTTGACAGA 
TATACTT AI I III I I I CTGTGTAA CI II I H IG CAATTTAGAGAAGCGCATCCTATC CATGC TG 
CTTACTATCAATAGTGQCACAAGCGTCAAATTTTAAGGTTACA I I 11 I GGGAGGGG I I I M C I F 
CTGrrCTAGCTATTACTTTACTTGTGTCACCTAGAAAAGGACCAGTCCTTAGTCCTACTTCAA 
AGACTGTGATCATGGGAGGTTCAAAGGGGTCATAGCACACATCGGGCTGGTCACTTCCTGG 
ATTACATACTTTATACTGAGTGTTATTATACAAACAGGTTCCTTTTGGAGTTCCTAGGCATTGA 
TAATAACTATAAAATAATAGGACTGTAGCAATCTTTTGTCCTACCTCAGTGACTTGATGTATAT 
ACTGGAAACAGTCTCAGTCTGAGGAAGGTCAGTTGAAGTCCTTACTGTACAAGTCCAAATTT 
TAAGGAAAATGAGtCCCGCGATQAGTTTCCTCATGCTTCAGCTGTGOGTGGACCAGTCAGCT 
TGCGGGTGTGAGTGGAGCAGGGCTTGTGGTCTrCTTCAGAGTCACtTTGCAGGGGTTGGTG 
AAGCTGCTGCGATCCACATACAGCTCGCAGTCTACTGATGTTTAAGGTTGGTCTCGGAGGTT 
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GGGCCTACTAGGGTAGACTGAGTCTAACACCTCTACACAGTTTATGTTCAACTGGGCTCTCT 

GATACCAGGAGTAAGGTGTGCAGGGTTAGGGTGTCGCAAACTTCAGTGGTTATGCGGGAAT 

TTTCACAGAGCAAGCTTTGGTATGTAGTTAGTCTAGC ATTC GTTAGCTAGGATGCGCTTTGGT 

ATTTATTAAAATGATCACAGCATGGGGAGACTTTAGGTTTTGCCCAAGAGTTAGGTTATCTGC 

TTCTTATGCTAACAGGGCCATTGGTGCCAGGGCGGTTAGAGATGGGGGCCAGCCTTTGGAA 

ACCCCATCTAGTTGTTTTGAGAGATAGGCCACTGGCCTTGGCCAGGGCCCTACAGTCTGGG 

TTAAAACTCCAACTGCCA I i Ml i H CTTTTTGACACATGGAGTGTAAAGAGTTTTGTCAGGTC 

AGGTAGCCCCAGGGCTGGGGCCGACATGAGTTT7TCTTTTTAACTCATGAAAAGGTCGTTGC 

TGTTGGTTGTAATAGATGTAGTGTATCTAATTTACA Mill ATTGACTGTCATCTACCAAAATA 

TTGACTTCAGTCCTGTAACTATTTGATTTCAAGCTTTAAATTGATCTGGTATTCCTTGCGGGG 

CTCCAATTGCATCTAAATATACCCGCGT 

>1148 

NNNATGTTAACAGGTAATGTAAGAAGTTCTCTGAAATGTCAGCAAGTAAGTTCTGAA 
ACACATCATGCATGAGTAGGAATAAAACCCAAGTTCCCCATAACGTAGATAACTTAATGCTGC 
ATAAAAATATGAAAGTGTAACCCATGAAGGACACTTTTTCTTTCGACTGCAAAGTTAGCCACT 
TTGCTGI I I I ICCT GI I I I" I r AAACTTTGAAAATA GACTC TTTCGA GAAAT TGGAGCAATAATG 
GTGTTACCACACACAGATTAAATAATTTGTAGATATTTTAAGTGACTTTTGGGCAAAACTGGA 
ATGTATACTTTTACGTTGTTTCAAACACCTAAGACCAGTAATTT AAAAA TTACTAAAAGGTTTA 
CTTTGTTCATTAATAAAACATTTAACAATTCAAATTATATGCACCTTTTACCTAGTTGAAA^ 
TACACATTCCTGTTTTCACATTATAGCAACTGATTAAGCTGAAGCTGTAAGTCATTTTTTATA^ 
ATGAGTGATCCGGATCTCCATCAATTAGAACACTGGAAAAGATGTTTTATAAAAGAGGTATTT 
AATTTTGTTTGTAGGATTAACTCATGCAAATAATAAAAAAGATATCCTGTTGGTTCAATAGTAC 
AGTTGCNNN 
>1149 

NNAAAATGGAATCTGTTCGGCCATA I M MAM I I M i M I II I I ACTGGCTCAGGTAT 
AATTTTGCAATGGCGGTTTCGCAAC7TGGACTGTGCTGAGTACCTCTGTTATCATAACTAATC 
TAGGTAAACAATTAAAATAGGTAAATGTAATGCGATAAATACTTGGGGACAAACTGGTCATAA 
TrTAGAATCTCAAGGTATATTAAATAATAGATATTTCATTATTTGGGTATTTTCG^^ 
TATTGGAGGAAAACCTTTCCCAAAAAAAAGTGTAACCTTTTTAAAAAGGTGGAATAAGTTTTG 
CCTAATTCAAAGGTTATTTAAAGGTTTTGTGTAAAACAAGGTAAAAGAACCATGAAATAAGAA 
AGATGTAAATAAAGGTACAAAAATAAAGTGAGGATTTTTGG I 1 M I I M M I GGTAAGAAGGCT 
TAAAGAAAAATAANNN 
>1150 
>1151 
>1152 

ACAAGCAAGACTTTCCTTTAATATTGATAAAGAATTGAGTATCATGTA TGCAT TCGCT 
TTTATGATATACAATTAATTGTAAGTTATTTCCCCTrGTATGCAACCATCCACATTTTrC^ 
ACCTTTTCCTCAAGTCTTACAACTACTTTTAATGACTGCATTTrGGAGGTGGTCCCAGGAGAA 
CAGATGTTGCCTTATAATGGTG I 1 1 1 iC C Al I M M ICi 1 1 GATTGGGCAAGGGGGTTGGAAG 
TATTATrTAGTGATTATATGGATTCGTGTAAAAATTGTrCAATAGAATATGTATTCAT^ 
CTTAGTTATTGTTTATTrATTGGGTAGAGTATAGCCAACACTGAGGATACAATAATC^ 
CAGGTCTAATTTGTGTCCCATAGAGCTTAAATTGTAATTAGAAAGAATTT^^ 
N 

>1153 

AGTTAGTGTCATGTTCATCATTAGCACCATCATCGTTTTTATCACATTCACCCATGGA 

TCACGGGTACTACATAGAAAGGGCTTGGAAGTCTGATTCAGGAAAGGAAATCAGGAAAGAAG 

AAAGGAAATGAAGGAAGAATAAAAAAGAAGAGAAGTCATTGAAAAA GTAT GAAAAAATATGAA 

ACAGATAAGAAGAAAGTAGAGGAGATTGCAAAAAATACAACCCAGGTTTTCTGCCCT CATT CT 

ATAGAGTCTTGAGAATTGTAGGGTGTAAGAAATAAAGAATCAAGTCTGAGAGATCCCTTTTGC 

TTCTTTCTTGTCTCACTGATCTGGAACCCAGGTTGCCAGCTGGCTCCCAAGCAGACAAAGCC 

CTCTTAAATTATTTTCTGGATTGCTTGTCTTTCTCCTTCTTAATTGAAGACT^ 

GTTTCATGCTGAGACCAGGTAGACAAATGTGTAAATGCATGCATTTCGTCGCTGAACCGGAC . 

>1154 

>1155 

>1T56 
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>1157 

ACAGGCTCCTGCCTTTAAGAGCACTGTTTTGCTTTTGGGGCAGAAAGCATGGACTTT 

TAAAGGGGGACTTGGCATGAATGGGATTCAGAGGAGGGAGTGAGCAGTTGGGGGTCTGCG 

TGACTCGCTTTGGTGGTTAATCTACTGGTGGTCGAGGTGGGTGCATCACAAGCAGAGCTAG 

GTTGTATAGTGGCCTTTGTGTCAAGACACTCTCCAGGTGGGAGAGCGTTCCATCAGGGACAT 

AGTTTAGGTrGCAAATTGACTGTTGTCTCTTGAGGCAATCTCCTTGTGGGAGAGAGTTTCTG 

CCCTGGAGCTTCAAAGTAAGCACGTAGTTAGATAAGCTTCCAGTGTAGTGAGTGTCTGGTGA 

AGGGAAGGTAAAGGTTATGATTGCATTTCTGAAGAGCTAGGTAGGAAATGGGAACNNNNNN 

NNNN 
>1158 

GGAGTCGACCCACGCGTCCGCGGACGCGTCGTTTCTGCTGACTCCAGTGTCCCGA 
GAGGCGCCGCTTCTTCCGCTTTCTCGTCAGGCTCCTGCGCCCCAGGCATGAACCAAGGTTT 
CTGAACTACTGGGCGGGAGCCAACGTCTCTTCTTTCTCCCGCTCTGGCGGAGGCTTTGTCG 
CTGCGGGCTGGGCCCCAGGGTGTCCCCCATGGCGGGGCCGCGGGTGGAGGTCGATGGCA 
GCATCATGGAAGGGGGCGGCCAGATCCTGAGAGTCTCTACGGCCTTGAGCTGTCTCCTAGG 
CCTCCCCTTGCGGGTGCAGAAGATCCGAGCCGGCCGGAGCACGCCAGGCCTGAGGCCTCA 
ACAnTATCTGGACTGGAAATGATTCGAGATTTGTGTGATGGGCAACTGGAGGGGGCAGAAA 
TTGGCTCAACAGAAATAACCTTTACACCAGAGAAGATCAAAGGTGGAATCCACACAGCAGAT 
ACCAAGACAGCAGGGAGTGTGTGCCTCTTGATGCAGGTCTCAATGCCGTGTGTTCTCTTTGC 
TGCTTCTCCATCAGAACTTCATTTGAAAGGTGGAACTAATGGTGAAATGGCACCACAGATCG 
ATTATACAGTGATGGTCTTCAAGGCAATTGTTGAAAAATTTGGTTTCATATTTAATTGTGACAT 
TAAAACAAGGGGATATTACCCAAAAGGGGGTGGTGAAGTGATTGTTCGAATGTGACCAGTTA 
AACAATTGAACCCTATAAATTTAACTGAGCGTGGCTGTGTGACTAAGATATATGGAAGAGGTT 
TGGTTGCTGGTGTTTTGCCATTTAAAGTAGCAAAAGATATGGCAGCGGCAGCAGTTAGATGC 
ATCAGAAAGGAGATCCGGGATTTGTATGTTAACATCCAGCCTGTTCAAGAACCTAAAGACCA . 
AGCATTTGGCAATGGAAATGGAATAATAATTATTGCTGAGACGTCCACTGGCTGTTTGTTTGC 
TGGATCATCGCTTGGTAAACGAGGTGTAAATGCAGACAAAGTTGGAATTGAAGCTGCCGAAA 
TGCTATTAGGAAATCTTAGACATGGTGGTACTGTGGATGAGTATCTGCAAGACCAGCTGATT 
GTTTTCATGGCATTAGCCAATGGAGTTTCCAGAATAAAAACAGGACCAGTTACACTCCATAC 
GCAAACCGCGATACATTTTGCTGAACAAATAGCAAAGGCTAAATTTATTGTGAAGAAATCAGA 
AGATGAAGAAGACGCCGCTAAAGATACTTATATTATTGAATGCCAAGGAATTGGGATGACAA 
ATCCAAATCTATAGAGTATTTGCGTCTTAAATGATACCTCATTGATATATTGCACTATTTCATA 
AATACTATAAAATAATGACTAGGAAGTAACTTATTAAAGGGTATGACTTAAATTTGAAGATGAA 
GTACAGTGTTCTAGGTTTGCTGAGAAGGCTTCATTAAATTAATCTCAGTTTGAATATCTCGTG 
AGAGATGGACAATGAAATATCAGTTGGTGGATATGTGTGATAGCTGAT7TCAATATTGAAGTA 
TTGAAATAAAATATTCTTTACACCTGAAGTAAAAAAAAAAAAAAAAGGGCGGTGGTTAGACTA 

GTTTAGAGAAAGAACCTTCCACANN 

>1159 

>1160 

>1161 

NNNAGATCCCAGAGGCTGAACACCTCGACCTTCTGTGCAGAGCAGATGATCCGTGA 

GCAGCTGAAGACCAG AAAAGCCACTATCCGGAGGCTGAACACGTCGACCTTCTCTGCACAG 

CAGGTCCAGCATCCTTTGAAGCATGAGTTCTTACCAGCAGAAGCAGAGGTTTACCCCACCAC 

CTGAGCTTCAACAGCAGCAGGTGAAACAACCCAGCCAGCCTGCACCTCAGGAAATATTTGTT 

CGCAGAACGAAGGAGCCATGCCACTCAAAGGTTCCACAACCTGGAAACACAAAGATTCGAG 

AGCCAGGCTGTACCAAGGTCCCTGAGCCAGGGTGTACGAAGGTCCCTGAGCCAGGCTGTA 

CCAAGGTCCGTGAGCCAGGTrGTACCAAGGTCCCTGAGCCAGGCTGTACCAAGGTCCCTGA 

GCCAGGTTGTACCAAGGTCCCTGAGOCAGGGTACACCAAGGTCCCTGAACCAGGCAGGATC 

AAGGTCCCTGACCAAGGCTTCATCAAGTTTCCTGAGCCAGGTGCCATCAAAGTTCCTGAGCA 

AGGATACACCAAAGTTCCTGTGCCAGGCTACACAAAGCTACCAGAGCCATGTCCTTCAACG 

GTCACTCCAGGCCCAGCTGAGCAGAAGACCAAGCAGAAGTAATTTGGTGCACAGACAAGCC 

CTTGAGAAGCCAACCACCAGATGCTGGAGACCCTCTTCCCATCTGTTTCTGTGTCTTAATTGT 

CTGTAGACCTTGTAATCAGTACATTCTCACCCCAAGCCATAGTCTCTCTCTTATTTGTATCCT 

AAAAATAGGTACTATAAAGCTTTTGTTCACAGACACTCTGAAGAATCCTGTAAGCGCCTGAAT 

TAAGCAGAAAGTCTTCATGGCTTTTCTGGTGTTCGGCTGCTCAG GGTT CATCTGAAGATTCG 

AATGAAAAGAAATGCATGTTTCGTGCTCTGCCCTCATTAAATTGCTTTTAATTCCAAAAAAAAA 
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AAGTCGACGCGGCCGCGAATTTAGTAGTATCACATTTGGCCCAAACCTCAGGATTCTCCCTC 

TGCCTGTCTTACTTCATGGT 

>1162 

>1163 

>1164 

>1165 

>1166 

>1167 

ACTTTTCTGTCTTCTAA I I I I I AAAATTATTAATGTCTTCTA I I I I I GTAAGGCTGATTT 
TTTGTAATGTCTGTA I I I I I CGI I N M I CACATCTTGACATAAGTAGAGTTCATTTATTTTCAT 
TTATTGTTGTATAATAAAATTACTTAAGGTTAGGAATAATTAAGTTTTGGTCCCATGI I I I lATG 
TGTAAGAATCTCAATGTTGTATGTCATCTACTTCAAAATTTCAAGCTTCCCCTTTAAAATACTG 
TTTAAAAAACTTTATGAAACCAGTATTTCTCTCAACCTTTGTGTAATACCTGGTTTTACT^ 
GTGGTCAGATAATTTAACCTGTACTGCATCGGCAGTGCCTTCGGACTGTCTATTTGACCTGC 
AGTCCAACCTATGGCCTTTCTCGT7TTGTCTCTAGTTCATTCTCTAACCACCAACCATGAATTT 
CAGGGAACTCTTTTCTCATTCTGTTTGTTTTGTGGCCACTTTCACAATGTAGAAGGAA>^^ 
CAAATGACCCCAGTGTGA 
>1168 

acGCGTCCGCGTGTAGCAGATTGGGTTTcaaaaagttcGGATGTAAACATTGACATCCAG 
TTTGCAGCCATTATGTCTCAGCCAGATGTCCTCTTACTTGTTCAAGAATGTTTAAAGAACAGT 
GACTCCTTTATTGATGTTGATGGAGACTTGCATGCTAGGGTGGGAGTGGTGGTGTGCAGAGA 
AAAGCAAAGTGGTCTTCTGTGTAAAGTGAGCGCAGGAAATGAAAATGGTTGTCTGACAACAA 
AGCATTTAACTGCCCTTGGAAAACTAGAACCAAAGCTGGTTCCTTTGGTGATTGCATTTAGGT 
ACTGGGGAAAGCTTTGCAGTATAGATCGGCGTGAAGAAGGAG GTCTG CCACCTTATGTGTTT 
GCCGTGATGGCGATTTTCTTTCTTCAGCAGAGGAAAGAACCCCTTTTGCCTGTATATCTAGG 
ATCATGGATTGAAGGATTGTCATTAAGCAAACTAGGGAATTTCAACGTTCAAGAGATTGAAAA 
AGATGTTGTGATCTGGGAAGATAGTGACAGTGCTGCAGGGGACACAGGCATAACAAAAGAA 
GAGGCACCAAGAGAAACGCCGATTAAAAGGGGACAGGTGTCA7TAATATTGGATGTGAAAC 
ACCAGCCTTCAGTACCAGTTGGGCAGCTGTGGGTGGAATTGCTGCGGTTCTATGCTTTAGAA 
TTTAATTTGGCTGATTTAGTGATAAGTATTCGTGTCAAAGAATTGGTATCTCGGGAATTGAAG 
GATTGGCCCAAAAAGCGCATTGCCATTGAAGATCCCTACTCTGTTAAAAGAAATGTGGCAAG 
AACCCTAAATAGTCAACCTGTGTTTGAATATATACTTCATTGTTTAAGGAGAACATAGAAGTAT 
TTTGCTCTTCCACACAAAATTACAAAATCCAGCCTTCTAAAGCCTCTGAATGCAATTACATGT 
ATTTCAGAACATTCTAAAGAAGTAATAAATCATCATCCAGATGTACAAACAAAAGATGATAAG 
CTCAAAAACTCAGTTTTGGCCCAAGGTCGTGGTGCTAGCAG7TCAGCTGCAAATACCTGTAA 
GGTACAGCCACTTACrCTTAAAGAGACTGCTGAAAGTTTTGGAAGCCCACCAAAAGAAGAAA 
TGGGAAATGAAGACATCAGTGTCCACCCTGAAAACTCAGACTGTATCCAAGCAGATGTTAAC 
TCTGATGATTACAAGGGTGATAAAGTATACCATCCAGAAACAGGAAGGAAAAACGAGAAAGA 
GAAAGTTGGAAGGAAGGGCAAGCATCTGTTGACTGTTGATCAGAAACGTGGAGAGCATGTT 
GTCTGTGGCAGCACACGTAATAATGAGTCAGAGAGCACTTTGGATTTAGAAGGCTrCCAAAA 
TCCCACAGCTAAAGAGTGTGAGGGACTTGCCACTTTAGATAACAAGGCTGATCTTGATGGAG 
AAAGTACAGAAGGTACTGAGGAACTAGAAGACTCTCTAAACCACTTTACCCACTCAGTACAG 
GGCGAGACATGAGAAATGATTCCCTCTGATGAAGAGGAGGAGGACGACGAAGAAGAGGAQ 
GAGGAAGAAGAACCTAGQCTGACCATTAACGAAAGGGAAGATGAAGATGGCATGGCTAATG 
AAGATGAGTTAGACAACACCTACACTGGGTCAGGGGATGAGGACGCCGTATGTGAAGAGGA 
TGATGAGTTAGGCGAAGCTGCTAAGTATGAAGACGTGAAAGAATGTGGAAAACAT6TAGAAA 
GAGCTCTCCTAGTGGAACTTAATAAAATAAGTCTCAAGGAAGAAAATGTATGTGAAGAAAATT 
CACCTGTGGATGAGTCTGAI I I I I I I I ATGAATTCAGTAAACTTATCTTCACCAAAGGCAAGT 
CTCCTACGGTAGTGTGCAGCTTATGCAAACGAGAGGGTCATCTAAAGAAGGACTGTCCTGAA 
GAGTTCAAAAGAATCCAGCTAGAACCTCTGCCACGATTAACACCCAAGTTTTTAAATATCTTA 
GATCAAGTCTGTATCCAGTGTTATAAGGATTTrrCTCCAACAATTATAGAAGATCAGGCTCGT 
GAAGATATTCGGCAAAACCTAGAAAGTTTCATAAGACAGGACTTTCCAGGAACTAAATTGAG 
CCTGTTTGGCTCCTCCAAAAATGGATTTGGGTTCAAACAGAGTGACCTTGACGTCTGTATGA 
CAATTAATGGAGTTGAAACTGCTGAGGGATTGGAGTGTGTCAGAACTATTGAAGAATTAGCA 
AGAGTGCTCAGAAAACATTCAGGTCTGAGAAACATCTTACCTATTACAACAGCAAAGGTGCC 
AATTGTGAAGTTCTTCCATTTGAGAAGTGGTCTGGAAGTAGATATCAGTTTGTATAACAGATr 
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GGCCCTTCATAACACAAGGCTTTTATCTGCTTATTCCGCCATrGATCCCAGAGTGAAGTATTT 

GTGGTATAGCATGAAAGTATTTACAAAGATGTGTGATATTGGTGATGGATCTAGAGGCAGCTT 

ATCATCGTATGCATATACTCTTATGGTGCTATATTTTGTCCAGCAGAGGAATCCACCAGTCAT 

TGCTGTCCTTCAAGAGATATAGAAAGGTGAAAAGAAACCTGAAATATTTGTTGATGGCTGGAA 

TATTTA I I M l i I GATCAAATAG ATG AACTGCCTACCTATTGGTCAGAATGTGGAAA AAATA CA 

GAATCTGTTGGGCAGTTATGGTTGGGCCTTCTTCGTTTCT ACACA GAGGAATTTGATTTTAAA 

GAAGATGTTATTAGCATCAGGAGAAAAAGTCTGCTTACAACTTTTAAGAAACAGTGGACCTCA 

AAATACATTGTTATTGAAGATCCCTTTGATTTGAATCATAATCTTGGAGCTGGATTATCAAGGA 

AAATGAGAAATTTTATAATGAAGGCTTTTATCAATGGT AGAAGA GTATTTGGTATTCCTGTCAA 

GGGATTTCCAAAGGACTACCCCTCAAAAATGGAATACTTTTTTGATCCAGATGTGTTAACTGA 

AGGAGAGCTGGCCCCAAATGATAGATGTTGTGGAATTTGTGGAAAAATCGGACACTTCATGA 

AGGACTGTCGTATGAGGAGAAAAGTAAGACGGCGGCGAGATCAGGAAGATGGCCTGAACCA 

AAGATACCCTGAGAACAAGGAAAAAAGAAGCAAAGAGGACAAAGAAATTCACAACAAGTACA 

CAGAAAGGGAGGTGTCAACAAAAGAAGATAAGCCCATACAGTGCACACCTCAGAAAGCCAA 

GCCAATGCGGGCAGCTGCTGACCTGGGGAGGGAGAAGATC CTCAG GCCACCAGTAGAAAA 

ATGGAAGAGACAGGATGACAAAGACTTAAGAGAAAAACGTTGTTTTA TTTGT GGAAGAGAAG 

GGGACATTAAAAAGGAATGCCCACAGTTTAAAGGCTCTTCAGGTAGCCTTTCCAGTAAATATA 

TGACTCAGGGAAAAGCGTCAGCGAAGAGGACCCAGCAGGAATCATGAGGGAAGGAAAATG 

CAGCACTCTAAATGGGGACTCAGGCGTTCCTATTCACTCGGAAAATTAGGTT CATTTCACA G 

GACACAGCAGTGTAGATGAGGCTTCAACTTAACATTTAAGGGAAATGTCAGAI i M 11 I HAA 

TTTAATGAAATTGTTAATGAGGAAAAATTTTTAATATAGTGTTATGTACGACACATGCGCATAG 

ATTTAAGGATTTTAATAGAAAGTCATGATGTATGTATTTAAGGCAGGTTAAAAGAAAAAATATA 

ACTATGGACCGGTATTCAGTGAATAGAGTTTCAT GGTTT TTAATTCrrrGAA AGCACATTAAA A 

ATGGTGTGCTGATAAAGCCGAAGTAAATTAACCGTTTrrGCGTATAAATCCATTTTTTGT^ 

AAGAGGGGAAATTATATTTATTGTTGTTTACTGAATGCT GGTGT GAAAGCATATCAGATATGT 

ATGAACTGCTACTGCTGTACTTCCGATTTAGGGACATCATTTTATTGCTATTTGTAGACGTGA 

TAACATGAACATGAGTACCTATTTATGTGGGCCTTCAGTGGATGGGCAGTGCCAGTCAGGTC 

TCTGGGGTTTCCCTCTCTAATTTTAAGTAAATTGACAT ATAAC TACTATGCTTATAAAAATGAA 

GTAAGGAAAACAAGTAGTCCTGTTTGCCACTAAAAAGATTTTG AAAG GAAAAATAAAATGAAA 

GTACTTTTTACTTTTTATGATACTCAGAAATTAGGATGAAGAACTTTTAAAAT^^ 

AAAGAGGTTATCTCTGCCAGTCACAAGTGTGGCTGGTGTCATTCTGGGTCTGACTGGAGCC 

CTCGTGGACTGTTTCTTTAATTTCAAAAGCCGTGCAGACATAGTACCTGGTCAGAACTATGCC 

TCGGTTTATTTATCATTTTGAAATAAAATCAAAATTTCAACCTGTAAAAAAAAAAAAAAaag 

>1169 

GCGTCCGAAAAAAAAAAGTCCTAAAAATGGAAAGCCTTCGAATGGTTTATAAACAAG 
GCAGTGCCTTGATCTGATTTGTGTTATAAAAATTTCAGTCTGGCTGCAATGTGGATAATAGTT 
TGGAATGGGGAAGAGAAGATGTTGGGAAGCTAACTCTCCTAGCAAGAATGATAGAATAGCTT 
ACAGTAGGGTAGTGGCAGTAGTGGAGGAGATGGAATAATGGAGATTOAGGGGCTTGAATTT 
GTTAACCATTTAGTTCAACAATATTTATTGATTGGCTTCTCTGTTGTGAGCATATCTCGGAGA 
GGAAGAAAAACAAGCCAGGATAATCCCCAGGTTTCTGGTGTATAAATGTTGGTACTACTCTG 
CGATGGAATGGAAAAAGACTTGAGGCCCTGAGAAGTGAACGATGA7TAGGAGCCTTGGAAC 
AGTAGCAGTTGTCATGTGTGTAAATAAGGTTATTGATTTCTAAAAGGTGTATGTTTAAT CAGAT 
GGATTAGTCATTCTGTCTTTGACACCTGTGGTGACTAATTCAAAGGAAAAGCCCTATCATTT^ 
GCCAGCTGGTGTTTAAGAGTTGCTTTGTTTTCTGTGAAACCAGGTGTACTGCATTAGAAAAGT 
TTATTCAACTTTTAATCATTAAGCATTGTGATA AATTG TAAACTTAGAAATTGTTTGGTTTACT 
TATTAAAAATGTTGGATTCCTGTAATTCCAGGATTTTGGGAGGCTGAGGTGGGAGGATTGCT 
TGAGTTCAAGAGTTCAAGACCAGTCTGGGGAACATGGTAGGACCCCATCTCTACAAAAAGGA 
AAAAACAATTTGGCCTGGGAGTGCACGCTTGTGGTCCCAGCTACCCAGGAAGTTAAGGTGG 
GAGGTTTACTTGAGCCCAGAAGGTTGAGGCTGTGATGAGCCATGATCGTTTCATTGCACTCT 
AGCGTGGGCAACAGAGTGAGACCCTGTCNNNNNN 
>1170 

>1171 

GTGGCGGCGGCCCGGGCAGGTACGCGGGGGGAGGGCTCGGAAGTCTGGTTTTGG 

GCGGGAATTGAAACGGCCGCTGAAGGCAACAAGAATTTGAGAAOTGTAAATACCAAGCCTTG 

AAAGGGACCATGGTGCGGCCTGTGAGACATAAGAAACCAGTCAATTACTCACAGTTTGACCA 

CTCTGACAGTGATGATGATTTTGTTTCTGCAACTGTACCTTTAAACAAGAAATCCAGAACAGC 
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ACCAAAGGAGTTAAAACAAGATAAACCAAAACCTAACTTGAACAATCTCCGGAAAGAAGAAAT 

CCCAGTACAAGAGAAAACGGCTAAAAAAAGGATGGGTTTAGATGACAAGCTGTACCAGAGAG 

ACTTAGAAG7TGCACTAGGTTTATCAGTGAAGGAACTTCCAACAGTCACCACTAATGTGCAG 

AACTCTCAAGATAAAAGCATTGAAAAACATGGCAGTAGTAAAATAGAAACAATGAATAAGTCT 

GCTCATATCTCTAATTGCAGTGTAGCCAGTGATTATTTAGATTTGGATAAGATTACTGTGGAA 

GATGATGTTGGTGGTGTTCAAGGGAAAAGAAAAGCAGCATCTAAAGCTGCAGGACAGCAGA 

GGAAGATTCTTCTGGAAGGCAGTGATGGTGATAGTGCTAATGAGACTGAACCAGACTTTGCA 

CCTGGTGAAGATTCTGAGGATGATTCTGATTTTTGTGAGAGTGAGGATAATGACGAAGACTT 

CTCTATGAGAAAAAGTAAAGTTAAAGAAATTAAAAAGAAAGAAGTGAAGGTAAAATCCCCAGT 

AGAAAAGAAAGAGAAGAAATCTAAATCCAAATGTAATGCTTTGGTGACTTCGGTGGACTCTG 

CTCCAGCTGCCGTCAAATCAGAATCTCAGTCCTTGCCAAAAAAGGTTTCTCTGTCTTGAGATA 

CCACTAGGAAACCATTAGAAATACGCAGTCCTTCAGCTGAAAGCAAGAAACCTAAATGGGTG 

CCACCAGCGGGATCTGGAGGTAGCAGAAGTAGCAGCAGCCCACTGGTGGTAGTGTCTGTG 

AAGTCTCCCAATCAGAGTCTCCGCCTTGGCTTGTCCAGATTAGGACGAGTTAAACCTTTGCA 

TCCAAATGGCACTAGCACCTGAGTGTGGTACAGGAGGAATGTTTGGTTGGGAGAATCACAG 

CTTTACAAGGGTGTTTATATTTGATTTGTGTTTATATTTGAGGCAGGTATTGTAATATA/^ 

ATCCATTACCATGTCCTATAAATGACCTGTAGCCATTTTATGATTATGTTCTCTGTAAAACTCT 

TCAAGACTTCAATGAGAAGTTTGTTTATAAGAATTATCTTCTCATACCTTTCCTTGTGAAGAGC 

GTATTCTG Mill CTATCAGTTCGACATGAAGTCCACATCACATGCTGTTCTTTTCTAGTTACA 

TGATGTGCCTTTCTAGCTTTGTCTAGTTTATAGCACCTTAACTTTAACTGTTCAGTTTTATCT^ 

GCAGAGGAAAACATTCTTATTTCTTTCAGAAGACATTTCTGAAATCTTATAAGCTACTTAAGCT 

ACGTTGTCAGTTTTATCGCAAAGATGTTTTGTATTTTAGCCAAATC INN A TAGTACAAACTT 

AGAATTATTTTACACACTAAAATGGTTGCAGTTTTATGGCATATGTCTCCGATTTAGATGGTTA 

TTCTCTAGAAAATAGTATTTAAAGACATTTTATGAAATCTTCATTGTCAAAACCTTTAATAAAA 

TGGAAATATTTGAAATGCCCTTTTTCTTGATACCACTCATCCACGTGTTCCTGATTTGTCCAC 

ATTTCATGATAAAATGAGAGCTCTGCAGAGAATGTTAGCCTTTCTGTGTAAATGTAATCTTCA 

AGTAGTCACTTTTGTTAAGTTCTTTAGAAAGTAGTTGTCAAGTACTTAGTCATCCCTATTATGA 

TATGAGATAGTACAGTTTTCAGGAAGCTTAGATCTGAATTATTGTGAAAAACAATGGTATGAA 

TATTTTATATTTACATGAGAATTAATAGTTCTGATCAATTTTATAAAAATT^ 

GTGTTAAAATGTTATAACTCAGTTTCTGGTfATGACTATCTTTTTAGGGAACTATATTAGAATG 

GGTAGTGGCTTGTTAAAAAAAAAAAAAAAAAAAATTGGGCGCGGCCGAAATTAAACGTGGGG 

GCCGAGAAAGGACGGCGGAAGGGATCAGGGTGAGAAAGGGGGGGGGAACAGGGGGTGGT 

TAGCAGCAGCCN 

>1172 

>1173 

>1174 

>1175 

gaGCTctagAATCATATTTATTTGATTTGCATTACCATTATTGATGACATTTTCACATT^ 
AAAACTACATAAGATTTTATAATAAATGCAACCACTCTTACCTGCTTAAGCAAATATAAACAAA 
CACTCCCAGGOirTATTGTTTTTAAGGCTGTATATTTCACTTGATGGAAAAAGTGATGAACAGC 
AATGACTTCCGAAGAAAAAAGAAAGAAAAGTGGGTGTTAGATATTCCTGAAAGCCAGACTGT 
AATGACAGAGAGGAATTTTATTGTAAGTTACATGCAAAGCAAATTAGTTCTTCAGGAAAATAA 
ATAAATAAATGGATCAACTAAGATATACTAAACGTCAAAAAAGCCTGAATAAAGATAAAGGTA 
AAAATGTAWAATAAAAAAAACCCTTAAAATACTTAAGAAAGTATTAAAATACAAAACGTTAAC 
TTCTOTACAGTCAAAGTTTCATTCACAGGGAGCTGTAGGTCAGTTGGTTGTTGAAAACTTATr 
TGAGAAAGTCAAAAAATAATTGCTTTATTTCTCTGTTTCATTAGTACTAATTCACAGGATCTT^ 
GTAGGTTTTATCTGAAAGAAGGATATAAAAACTTAAAAGTCAGAGCAGGGAAAGGGGAGTAA 
TAAATTATTAAGAACAAACTCAGTGAGAGTTGACTTCACTTATGATACATGGGTAGAAAGAGC 
AAACCAGCCTTCTTCTTTCTGTTTCTCAATGTTTGCTCTTGGATTAAGAGGTGTGAATCTCCC 
ACTTCCTGAGGTGGCATTTAGTGGAGAACAAGAATTACCAGTAGCCCCGGAAGATCTrCTTG 
TATTTATCCCGCTGACGGGAGAGACAGTACTACATTTTGAGCTTTCTGGGGCTTCTGCTCCT 
GGAATAGATAGCTCAATTGTGGTCTTTGCTCCTTCAGTCGATGCTCTGAGAGGTAAC TGAAC A 
GGTGAGATTGGTccacgagcctccatacmgtcgattc^ttcngcctcgtgccgaancggcacgagAT^ I I IG 

TAAAAGCAGTAGTTTGAGATGGACATTGCCTCTTCATTGTATTTCTCATCAATTCATrATTT^ 
GTGGTTATAGGTTGAC AAGCA ATTAACTTTAAAATGGTAGATTCGGTAAGTTTAAATTGGTAG 
CTTTCATTTGCTTAAAATTTTTTGGCATATGCAGATAATGTTCTCATCAGTAGTAAGAAT^ 
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GGGTTATGCTTArrCCCCAATGGAGGTATGACATATAATCTTTTCTGCCTTTACTTATCAATTC 

ACCAAGGAGCTGTTTTCTCTGCATCTAGGCCATGATAGTGGCAGGCTGGTTATGAGTCAGAA 

GATGTTATCTGAAAAAAGTTTGATAATACAAAAGCTAC CATC AGAAGAAATCCCTTCAGGATG 

ATTAAGCCACTTCCTTTGCTGTGCAGTTTCTATAGTAGTTTTAA ATTAT TATTAAATCAGCTGA 

AAAAAATTCCAAAAGAGAACCACACACTAGCATATCCAAACAACTTTTGCATTTCCCATAATT 

GTAGTTAATGTCAGCCCAGTAGGCCAGACCAACCCCCAGTTCAATACTTTCCTTCCCCAAAA 

GCTGTATACTTTGAAGGAAAAGAGATACAGTATCAAATTATGACACTTTCCTTGCCCAAATTA 

ATGCACTGGTACACCCAGTGGCTCATATTTAACTTCCCCCAGCTTCCCAATTCAAAC TGGGG 

GGAAAAAAACTAAATCATTGGGAGTTAGTTGCCAACTTGGAAGTTGATATTTCTTTACTTTT^ 

CATTCTAAGACTTTAAGTTCTCTGGCATGAGTTTATCTGCAATCATAAACTAAACAATTACCTA 

AACCCACCCCACCAATCCCAACCGTAACAGGCCACTGCCAACTAATTGCCAATATTTGCCCC 

TCCCCTTTAATAAAACTTTTAAGAAGTCACATTATTGGAAAACTTAACTTCAAGATTTAGGCTA 

GTGAAGGTGTTGTGAAGTTGTGCTGAGATGAGTGAATATGAACCAAAGGTGGAGTGTGGTGT 

>1176 
>1177 
>1178 
>1179 
>1180 
>1181 

NCTGGAGAATTGGGCGTTGAGGGGGGGGGGGGGGAGGTAGTTAGGCTTTGATAAAA 
ATAGAGCAGGGGAAGAGGACGAAGATGGAGGGAGTGATCAGGGAATGTGAATGAGGGTGA 
GACTGCGAGAAAGAGTTGAAAAAGGTGGAGAAGGAAGGGTTGTGGGTATTTAGGGTAGGAG 
TAGTGCAGGGAAGGGGAAGAACTAGTGGAAAGGCTGTAGGAGGGAATGTGTTTGAAGTGTT 
TTAAGAAGAGTAAGGAGGCTAGTATGGTTAGAAGAGAATGAGGAAAGGGGGGAAAGTGGTA 
GAAGGTGAGATCAAAGAGGTAATGAGGCGATTGTGGAGGCGGATATGGAGTATTGGAAGGG 
CTTTGGCTTTTAGTGTAAATGAGGGAAAAACGATTTTAAGGAGAGAGGAGTGATATGAGTTGA 
TTTCTTGTTAAAAGGATTATTCTAGTTGCTGTTACAGAAAAAGATTAGAGGGGTGGAAAGAAA 
CAGGGAGACAAAAGAATATAAGATTTTCACTGTAACTTATATCTAGTATGCTTGCTTATACTTG 
AAAATGCATATCCAGATAATTGTAGTAAATTCAAATATTATGTTTATTTAATAGTACTAACATTG 
ATATGCTGGTTAATTATGATTAGGAGCACTAATAAAGCACAAATCAGGGATTCCCAAAAAGAA 
TGTTAAAAGGGCAGTCAGCT7TTCCTGTGGCAGAAATCAAAGTCATAGCAGATTTGGGQCAA 
ATATGTGAAAGTCAAACTTACGCACATCACTACTGAGAAGACAAAGATGAATGTGTGAGAGTT 
TCCTGGCGGCAAGAATGTTTAAGCATTGTGAAGGAAGATTAATATAGCCAAATAACTAGAGTG 
ATCAGTTCTAGGAGAGAGGACGAGTTTTGGAAGGCAGAGGAAAAAAAAAAAAAAACAGAAAC 
AAAATGATGTTTGAATTAAATGTTTAAAAGTTTCTCTTATAAATTTACCAAGCCACATATTGGG 
AATGGTACCCGAGGCAGAAGGAGTAGAGTAAGGAAGGGAGAAAGGAAATACTATGGTGGTT 
TTGAGTAACTGCAGTGTGGCTGAAGAATGTGGAAAATGATGAGGATAAAGAGGTGGAGAGG 
GAAGTAGGTAAGGGAGGGGTTGCTTTTAAATAATTAGAGGTTGTCCTGTGTACATTTAATGGG 
ATTTTAATCAGGCGATAATGGCAA AI I ICH lA GTTCGGAAGGATGTTTATGGTGATGGTTTGA 
NNNNNNNNNN 
>1182 
>1183 

>1184 

cttaTTTTTCcxacttGOGTTATGatGgtATCAATAAGAGTGCAGTTTAGA I i M M lA GTTTT 
TTAAAATCAAGTTTCACATAAAAATATGGATGTGCCrATATTTATACACATCTGTATTTACGTA 
CAATTGTGAAAGTGTTAAAGGCTGGGGTTTATATCTCTGCCCATCCCCTGCCAACCCCAAAAT 
CCCTAATAGAAAGGTTTTCATGTTGCTTAAAAAGACAAAACAACTAAAAAGAGTATAGCTCTTA 
GCAGTGAGGCTGGTGGATGAGTGAATGAGAGAGGAGAAATTGGCGAATGAGGGCTGCCGAT 
CAGCCGCACGGGGGGCGGAGGATGGGGTTGGGGGGATTAGCTGCGTTGGGCTGAGTTTG 
CTGGTCCrGAAGATTACAGTTTTGGTTAGAGAGAGAAGCGTGTCTAGGATGCTGACTCGGTC 
TACGTCAAGGTTTGAAAGTAATGTCTAACGCTGCTGGCAGTTTATGAGAAGTGGATTAAAAAT 
ATAGAGAAGCATCAAGTTGCAGATTTATATGGAATCAAACTGAAAAGGAGCAGACAAACAGTG 
CAAAGGTCAAATAATTACTGTTTTATATTGGGAGAGTACATTTCAGATTTGAACCAAAAGAGAA 
AAATGCAGTTTAACTCAAAGGCACAACAA7TGAAACACAGAAAATAATGGGATCTCTTGGATG 
CCTTATTTCTAAATTAAACAAAGAAGTACACAAATTTTGTTCCCTTCCCTCCCCCAGTGCAAG 
CCCACAAG C I I I i IGCAAAGTGTTGAG CI I I I GATGCTGTCCCGCATTGTGGACTTGTGAGG 
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CGCTTGGATGTAGCAATGAAACAAAATGCTTGAGAGGTCTAGTGAATGGCATTCAAAAGGGA 

CCTCAAAGTGCAGACATATGT7TTTCAAATATGTTAGAGGCTGAACTGGCTGTTTGAAGACTA 

TCACTGCTGGTTAAATCCAGGAAGCAGGCTTTAAAAATGCAAAAGGCATAGAAGTTGTATTTC 

AGTGCAAATCTTTAGCTGGTTATTGGAAAAGATTCCAAAAATTAAAAAAAAAAAAAAAATCCTT 

TGTGTCAGCTGCCCCTCCCCCCACCCAAAGCCAAAATGAAGAAAAGAGAGAACAAAACAAAA 

ACAGAAGAATTACAGATGACTTTGGAATCATTTAGGAATCCACTACTTCCAATGAGAATGTTT 

AGAAAAATACATTAAAGAATCATTTTTTAAAAAACACAAAAGTAATCTTGCTTTCTGAGACTGO 

TCTTCGGGTATAGAATGAGCTTCCGTGTGGAGTGCGTTTGAACTTTGACGTTAGGTGTGTGG 

GAGGTGCAGGCGCTGGGGGAGCTTCAGGCTGTGGTGTGCGAGTGACCGCAGGGGAGCGT 

GGGGTGGCTGCCCGCTGCCGAGTCAGCCGTTGAGCCCTTAGGTCGCAGT GCGT CCGTGGA 

TTTTAGTAATGTTCTCATCACTTTGTGACACACTCTGCTTCAGCATCACAGATTTTACAAATGG 

TTCAAATTCAATGAAAAAGATTCGCCAGAGGCTGAAAACATCAAGACCTGAAAAATATGAATG 

CAAAAATATTCAGGGGAATGAACTAATTTTGTAGATACCTACATACAAAGTTTCTAGAACATGT 

ATAAAACCACAAAGTCATAAGAATTTGTTTTCCATTACATTAGTTTATATAAAATGAATAAATAG 

TAT7TATAGATTTAATGTGTCTTATGTACATATACATGTGGTGTGTTTTAGCTTAAATAAAAATG 

CTACAAAGTCGGAGCGGAGGGgTgg 

>1185 

caAAATGTAAAATAGCGTTTAGGACTGAattagaGtGAAG I I I I I I I GGTTCCAAAGccGT 
AGACAAAAAGTCTGCCTCATAAAGTTGGTCTCCAAAGATAAATTCCAAAGAAATTTATGCATC 
TTTAGACACGACACCAGGACATTTTTCTACTGATACGGTTTTAGATAGTTAAGGACTAAATAA 
AAATTGATTATTCAGAATGATTATGTTTATAATTTGTTGTAAGAAAGTACACTAAAAAGATT^ 
TAAAAAAGCTTCTATATTCTTTAAAATrrTGTTTGTGACGCCCACAACTTTTCAGAG^ 
TTTACAGCACTGCCTATCACTGTTTCCATACTAAAATAATTATTTTCTCTTTATGCT ATAAT GAA 
AGTTAAATTATGCTTAATGAAAATGACTATGGGTATGGGGTGGCACTCATTTAAAATTTTTGAG 
CAATGAAACTTAAATTTATTACGTTTCTTCTAATGAATATAGAATAAAAGTA TTGA TACCTTTAA 
GCATACTAACACAAGAAACTAAAAGGAAAAATTACATATTTAATCTTCAGCTTTTAATAGATTA 
TATATATTAATATTCCAGGTTTTAAGGAATTAAGTTACATTAACAATAAAAAATATTGCATATAT 
TCCCTTATAAAAGGTTCTATTAATTCTAAGAGTTCTCAAATGGGCTTCAATAAGAATGATGGG 
TTTAAAGATGAAGGAGATGACACGCTCAAAATTAAGAAAAATGCTGTATTTGAACTTGC AAGG 
ATAATTGAACACTTTGGTTATAACATACTTAAAAGATTTCTGTTAAAATTTAATTT^ 
CAAATTAAAAGGTAGAACAGTCTCCTGAAGGTAATGTAGGTGGGTCCCTrGCTTTTCACTTAC 
TATAAACTGTGCTAACCAATACATGGAGGTGAAGGGGGATATAAAACACAAATTATTTCATCA 
CTGAAATAATTAGCTGCTAACATGACTTCTAAAGAACAGGTATAATATAAAACTAAGAACTTAT 
TTCAAAATATGAATAAAGGGACTAATTACAAATGTACATTTTTTAGACAGTATCTTACAGTTCA 
CTGATTTACAATGAATGTCAGAACCAATGCTCTAGTATTAGATACTTGCTTGGGTTAAAACAT 
TCTCTTGGAGTAAAGAATAATCAGTTTTCACGTTACTGTGACAGGAAAGATTGAGTGAAAACC 
TAAAAAATACTCTTAAAAAGTCTTACATGAATTTCCTAATCATGAACTTTTCCCAATCAGCACC 
GTCTACACTGATGCCAATTTCATCTTCAACACATGGCTAACATAAATCATTTCTAATCCAAAAC 
TAACCAAATATTTTTTAAAGGATTTACAAAATAAATTGTATT7TAAAAATT 
AGTCTATACTAGTAGTTGGCAAAATACAATCAACTATTAAAAACACTTTrAATATAATGCTGAT 
GTGGTAATATAAAAAATAACCATATAATTTGACAGAAGAAAATTGAGGGAGCCAATC TTACTA 
GATAGAAGAAGGCAGATAGTCATTTCATAAGAACAAATACAGGAGTACTAAGTATGCTTmrC 
TCAGGACAGACTTAGGGAAACTACCCTCAGTACTTACGGTAAACAACACAACCAAGCAGAAA 
TTCAGGCAAACTGTGCTTAGGTAAATGGCATTTTCTTAATTCCCCCACATCCCACACACACCA 
CAAACCATCCATATCGATTTATGTCTGCTTTTCGCTCATGTTCTTGAtTATGGGTTATATTAAA 
AACTAAGTTAAACTACACTTATCCTCTACTTGATACAGAATCACTAAGAAAACGGCTTAAAAC 
AAAGTTAAACAACTACTTTCCAAAGGCCAGAAAGCTTTCCTTTGGCCACTGTTCAGTTCAAGG 
GTGTGCTCCAACTAAAGATAAATCAGAAAAATGTTACCACATTCGACTAAATTAACTTGACTA 
AATATAATAAAGCAAGCAGACGTGAAAAAAGAGCAAAATTTAAATCAACT TACAAA AATATTAA 
AATTAAAATACCAATTTTGAACACATATTTTGATATTATGAACTTTGTATCTTT^ 
AAAAAGTACTGCAAAAATGAAGTATTATTGTCTAAGTATTCATTTTATCCGTTTCATTTGAGC 
AAATCACACATTTGAATAAACAGGATCGAAATAGGAGACTTGTCTT TCGT CrTAATTTAAGGAA 
TATATTGTTTAGATTATTGTTCATATTAGACAACTGCCTCAAAAATGTTTTAATGCCATCGAAT 
AAATAAAGTTTTGATAG ATTATGAC i M I 111 AATTTTAAGTTGTTAAGAATA TTAA CTTTG AGT 
CTCCTATTAATATTCTAAAAGCTAGGATTCAATTCAGCAGTTTCCTATAACATTTTAGAAGCCA 
AGGCATAACTACAAAGATGGCAATTGTTTGAAGTCTATTACATAATACCGTCAAATAAATTCAA 



Page 309 of 355 



wo 01/42467 



903 

Table 4 



PCT/USOO/33312 



GGAAAGCCATGTAGTTTTTTAAGTAACATACTGCTGGTAGTAAAAATGCTATGACAGACACGA 

CTrCAAATTTTAAGAAACAAAATGGAGTGTTCATAGTTCGGGTTCAGGTACTGCCCAAAGCAG 

CTGTGATATATGTTGGAAAGAAAAGAGCTAAAATTTGTGTTGATAATAAAGTTGTTTGTAAACT 

GATGCTAAAATATATTGCAATTGTGTTATTTTTAGTGCTGGTATGATTTACTAACTTCTGATAG 

TTTTATATGCATTGAATAATGTG ATATT CTTAAAATAA CAGATT TATTGAAGAATATTTAAGAT 

AAAGTTGGGCTTTCAAATAAATATTTTACCTTGGTTAGTTTTTGAACAAATGTTGCAGGCA 

AGAGTGGACTTGATTCCTrTAGATAAATAAACAGGCTACTTAATTTCCATGCAAATAACAACTT 

AAACATTATTCCATGACTCAACAGTAATGTGGGGGAAAGTTAAAAGGCAAGTACTCATGATGT 

GGAATCTTCCTTACATATATCCTCTAGGCAGATTTCTTTCTTTACAGTAAGTTCTGTCCGAAA 

GATGAATGGTTTATAGAGGGAACAAATATATTTAGTGCTGGAGAAGTCTGCAGGCAGTACCT 

GATGGTTTCCAAGACTACTCTATCAAAGCAGTAATTCTCTGGTTGGGAGGGAGTGCTGGTCA 

AGAATTGAAAGCAATTGGTCATTAAGGTTATAAGAATATTTCAGAAGACATCACGCATATGAC 

AAACATTTCTTACAAGGCAGTGACTGATTAATTAGAATAAACAGAAGAATTGTTGCTGAAAAG 

ATAGTTATACATTACATTGATCCAACTGAAGATTAGTGTGTTAAAAAAAAAAAGTTAAGAAAAA 

ATCTTTTATGTTCCAGTTCAGGTGCACTTGATTCAAGTGTTGCTGTGAGAGGTTTGTGTTGTT 

ATAAATTAAACATGCTGCTGCCTTAGCAGCCAAAGGTAGTAGGAAAAAATGTTCATGTCACAG 

AATAAATAGAGCAGTCTCTTTCAAGCAAAAAAGTTATCTCACACCAATCCGGGAGGTCATCCA 

CTCTAGACCTTGGCATAACCCTTCTCCTGTGAGAGCACAGCAGGATTGAATGTGCCATGGAT 

GATCCTTAATTGAACTAAGGGTGAGGTATTTCGAGATTTCAGCTGCTGTCATACACCCTTTCA 

TATCCTGTTTATTTGCAAAGATAAGGACTGCAGCCTTCCGTAAATCCTCATGAGCCAACATTC 

TGTATAATTCTTGTTTTGTAATAGCTAGTCGTTCCCTGTGAATGCTATGAACAAGAAGAATGAT 

GAACTCTGTATTTGAGTAATATGTGTTCCAGGATGATCGCAGAGACTCCTGACCAGCAATAT 

CCGAGATAAGAAAATGAGTGTTCTTGACAAGTATTTGTTCAACAT TGCTT GGTATGGTTGGAG 

AAGTATGAACCAGTTGATTCArrAAGAATTGGTAAAGAATGGTGGTTTTCGCTGGATTATCCA 

GTGGCAGTATAATTACTTTGTGTTCTTGGTTACAGAAGAGGCTCCACAGTTTGGCGAAGATCA 

GCCCCATCAGGAGCACCGGGGCGGGCCGCGGGGTCCCTGGGCAGCAGGTGCCGGTGCGC 

CGGGTCCCCCACCGCGGC6CGGGGTGCGCGGAGCCGAGGAGAACCCGCGTGAGATGGCG 

CAGGGAGGGGACTGGTAGGCCGAGAAGCGTCGAGGCGAGGACTCAGAAGGCGCCGGGAC 

GAATCCCCACCGGACAGCCGTTTGTTTCGAGCCCACTGAGCCCAACGCCGACCCGTAGTCC 

CCTCGGTCTGTACCCACCTACCCGGACGC 

>1186 

NNGAGTCGACCCACGCGTCCGCTTGTCTATTTCAAGTTTGAGTAGGCTGAGGAAGA 
GGCGGAAGGAGGGTTGGTCTTGCTGTCTTACAGGTGGCAGAGGTGAAAGAGGTGAAAGTC 
CACAGGTACACGGACTGATGT AGTTC AA ATCT GTGTTGTTCAAGG GCCAA CTGTAT TTGTGT T 
GTAGTrGGCTTGCGTTTTCATGTTTTTAGTTTTGATTAATGCATGGATTT^ 
CTAACAAGAAAGGAATGTAAGTTTACTCTAGCATATGATAAACAGG CAGTC TGAGATTTTACA 
GAGGTTATTTTCTGAGGAGTTCATTGTATTACATCATTTCATTTGCCTTTTTGTC 
TAGATAGGGATATGTACCTCCGTTGGCCATGATGTAACTGAAATAACTGAGGA ATTGTTA TTG 
TGCTACAAAACTGAGAACAGATGAAGATTCTGTAATGAATACTTAGATCATCTATTTTTTGTTG 
ACATTTTGCGTAGATGATGTGAAATTATAACTATTGATTCTGTTGAAAGAGANNNNNNNNNNN 

NNNN 
>1187 
>1188 
>1189 

NNAACATTTATTCAGACCTTGCTATGTTCCAGGCATGGTTTTAAGCACTTAAACAGTC 
ATTAATTTATTGTTTTTA A I MUM I A GATGGTCACAGTAAGAAATACANTNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCCCCAACTGGAATAGG TGTTC ACC 
ATTGCTGTGTATGATAGATTCTGATAGTTCGTTGTCTATTGTAGGAATTAACAAACTTTTCCTA 
TAAAGGGATAATAAATATTTTAGGATTTCAGCTAGGTCCTGTGGTGACTACTCAACTATGCCA 
TTGTACCATGAAAACAGCCATAAATAAACATTAAGTGATCAAATGGGCACTGCTAGGTTCCAA 
CAAAACTTTATTTACAAAAACAGACAACGGGCCGGGTGCAGTGGCTCACGCCTGTAATCCCA 
GCAGTTTGGQAGGCTGAGGGGGGGGGATCATGAGGTCAGGAGATCAAGA 
>1190 

GCGTCCGAAAAAAAAAAGTCCTAAAAATGGAAAGCCTTCGAATGGTTTATAAACAAG 
GCAGTGCCTTQATCTGATTTGTGTTATAAAAATTTCAGTCTGGCTGCAATGTGGATAATAGTT 
TGGAATGGGGAAGAGAAGATGTTGGGAAGCTAACTCTGCTAGCAAGAATGATAGAATAGCTT 
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ACAGTAGGGTAGTGGCAGTAGTGGAGGAGATGGAATAATGGAGATTCAGGGGCTTGAATTT 

GTTAACCATTTAGTTGAACAATATTTATTGATTGGCTrCTCTGTTGTGAGCATATCTCGGAGA 

GGAAGAAAAACAAGCCAGGATAATCCXJGAGGTTTGTQGTGTATAAATGTTGGTACTACTCTG 

GGATGGAATGGAAAAAGACTTGAGGCGCTGAGAAGTGAACCATGATTAGGAGGGTTGGAAG 

AGTAGGAGTTGTCATCTGTGTAAATAAGGTTATTGATTTCTAAAAGGTCTATGTTTAATCAGAT 

GGATTAGTCATTCTGTGTTTCACACCTGTGGTGACTAATTCAAAGGAAAAGCCCTATCATTTT 

GCCAGCTGGTGTTTAAGAGTTGCTTTGTTTTCTGTGAAACCAGGTGTACTGCATTAGAAAAGT 

TTATTCAAGTTTTAATCATTAAGCATTGTGATAAATTGTAAACTTAGAAATTGTTTGGTT^ 

TATTAAAAATGTTGGATTCCTGTAATTCCAGCATTTTGGGAGGCTGAGGTGGGAGGATTGGT 

TGAGTTCAAGAGTTCAAGACCAGTCTGGGCAACATGGTAGGACCCCATCTCTACAAAAAGGA 

AAAAACAATTTGGCCTGGGAGTGCACGCTTGTGGTCCCAGCTACCCAGGAAGTTAAGGTGG 

GAGGTTTACTTGAGGCCAGAAGGTTGAGGCTGTGATGAGCCATGATCGTTTCATTGCACTCT 

AGGCTGGGGAACAGAGTGAGAGGGTGTGNNNNNN 

>1191 

>1192 

>1193 

ACI I I I I 1 1 I I I I I I I I I I I I I I M M I M I I 1 I 1 1 GATTCAAGAAAGATAATTTTAGACTT 
ATTCTTTGAAAGAAAAATTGTATGG AA 1 1 I ICI ICI I CTAATTAAATTGGAAAATAGATTCTCTC 
AAGCCTATGCCGTGATAGTAGTAAGTTGATGGTTAGGGGGTAAGTAGGTAGTAGTAAAAGAG 
GAAAAGGGGAAATTTGGGGAGGAAAAAAGGGAGAAAAAGAAAAAAAGGGACGCTTGTAGTTT 
GCTAATAGAAAAGGTAGAGAATTGGATTGGTGAAAATTAAANN 
>1194 
>1195 
>1196 
>1197 
>1198 
>1199 

aatattaGATGAAGTTtctcAaAcattccttgaGaCATggcaggacAGcgccaGGG^ 
GAAACTAGATTTTACATTGGTACTAATTCAATCAAAATATTTAAAAGATTTTT^^ 
GAGGCTTTTTCACTCTAAGAATCTGCCTCCAAATTCAAGCTG AAGAT TTGGATACACTGTGAT 
TCTGAATAAACAGTGAAGAAACACAACATCAAACAATAAAAGCTTTTAGCCAAATGTACAGTA 
TCCAGTAAAAAAAGGCATATTGAGCTTTAACTGCATCAATCATTTGCTGTTCTCTACATTTGCT 
CTGCATTATAACAAGATGAAAAATAAATAGTTGGTTAATGTGCTTATrrCATGCAAATTTGTCA 
TGTAAAGGACCTGTCTTATTTGTTCTCTATTTAATATGTTATGAATGAACAT ATAAT CAAATAG 
GTAGGTGACGGTTATACCTTGGGTTCAGCTGAATTTAGAATTC TGTC TATATTTTTAAGATGTC 
TTAAGCATAGTCAGAAATGAAGGAGTCAAGAAAATGTtGAGTCTTTTATrr AAAAAC TATAAAC 
AGTCACGAAAGTAAATAAAGCGATrGTATAACATAAACTGTTAGGTCTATAinrTTTTACTGCAG 
ATCCTAAGGACACAGGAGAAATGGTGGTtGGGAGGGGTTCGAGATrnTGGATGCTAATAGA 
ACAGGGAATAGGCAGTTATAAATGGATACATTTCAGGCTGGGGGAAAAAAGACAATTTAAGG 
AAGTGAGCAGTTTGTGAGCAGGAATGTGGTACAGTATTAAGAATGGAAGAATAATACAATAA 
AATTCCACACTATATTAAGATAGAAAAAGTAGTGAAGAAAATATCATACCTGCACATAATGGA 
TATATAACACAGGAGAAAACGTGTATAAAATTCCATGTATTTAAACCAATTTACAAATACAAAA 
AATTCTGTCCAAGCTCTGAGcctggTACAGGACAAACGTTTACAGTGGATACATGTTAAGGAAA 
ACCaaaaaataccttcaaatagttmcttctaaaaaatgacatgagatatattattccat^^ 
gtgtataata 
>1200 
>1201 
>1202 
>1203 
>1204 
>1205 

NNNNNCTGGCCTGTGTCCTTCTTATTGTATTGGCGAGTCTGGGCATTTATGGAACGG 
ATCTGTGGGGGTGGTCATATGCCAGTGAGCTATGATCATACCACTGCACTCGAGCCCGGGT 
GACAGAGCAAGACGCCATCTCTTAAAAAGAAAAAAAAAGAGATCCGATTTCATATTCATCAGA 
TTGGTAAAAATAAAAAAAAATCTGACAAAGCCAAGTCTTGATGAGATATGGAGTACCAGAAGC 
TAATGCCCACGGGGGTTGGTTTAAATAGGGACTAAGTAGTTTGGAGGACATGGAAGATACCT 
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CAAGTTTAAATGCTTATAACCCAAGGCTCAGCAATATTCTAGTTAATACTCTAGAGGAATGCT 

TGCACAGTGCCCAAGAAGGTATTAAAAGAATGTTTATTCAGGTGTTATTTGTCATAGTGAAAT 

ACTGGAAGCACTGTAACTGTCCATTACAGAAGAACGGATAAAAAGTATTGTGACTAATTTATA 

TAACAGTATAGCATACGGCAGAGAAATGAGTGAAGTAGAGCTACATGAATAAATCTCAAAAC 

GAATGTTAAGACAAACAAGGCCGGTTGCGGTGGCTCACTCGTGTAATCGCAGTACTTTGGGA 

GGCTGAGGTGGGTGGATCACTTGAGGTCAGGAGTTTGTGACCAGCCTGGCCAATGTGGTGA 

AACCCTGTCTCTACTAAAAATACAAAAAATTAGCCAGGTGTGGTTCATGNNNNNNNN 

>1206 

>1207 

NNNNGCATTGCTATTATCTAAAATAAAAAAACCTAGATTTATGGTC I I I I I i I G AAAAT 
CAGAAGGATCTAACAACACTAGACTCACATTCCTACACATATCAACTAGACAACTAGACAAAG 
TGATTACCTTACAATAGGCAAACACTTTCTAGTTTTCTACTTCCCACAGTTTTCCCTAACACCG 
TGAGTGAATATTAGTTGCCATTTATTACCACACGTACAGTGTTGTTTTTTGACAGTAGGGACA 
CAGTTCCATGTACCTTGATCTCTAGCAACGAGGGAAAATAAGAAAGATCAAGATTATTGTGTC 
TAAAGAAAACTGGGAATATATATACTTGACCCGCTTCACTTGGTTACATTGTCTGTCTGATTC 
TTCCAAGCATTAATTAGAATTTGCAACTCCTAGCTGGGCACAGTGGCTCATGCCTGTAATTCC 
AGCACTTTGGGAGGCCGAGGCTGGTAGATTACTTGAGGTCAGGAGTTCAAGACAAGCCTGG 
CCAACATGGCAAAACCGCATCTCTACTAAAGGTACAATAACCAGCCTAGCATGGTGTTGTGC 
GCCGGTGGTCCCAGCTACTCAGGAGACTAAGGCAGAGAATCGTTTGAATCCAGGAGGCAG 
GGGTTGCAGTGAGCAGAGATCGTGCCATTGCACTCCAGCCTGGGCAACAGAGCAAGACTCT 
GTCTCAAAAAAAAAAAAAAGTCGACGCGGCCGCGAATTTAGTAGTAGTAGGCGGCCGCTCT 
AGAGGATGCAAGCTTACGTACGCGTGCATGCGACGTCATAGCTCTTCTATAGTGTCAGCTAA 
ANNNNN 
>1208 

ACGGGGGGATAGTTGAAATGGAGGGCGGGGAAGTCAGGGAGTGGTTTCTGAAAGG 
CAAGAACTTAGTAGCACTGTGCCATTCTCriTGCCTGATCCAGTGCCATTGCCTTCAGTTGATA 
TCTGTTTACTTTAGAGGAGGGAGTTTTTGAGAAAGGATCATAAATATCCTGGCCCAGTGCCC 
CAGGAGCTATGACAAGCAAAGGAACATACTTGCCTGGAGATAGCCTTTGCGATATTTAAATG 
TCCGTGGATACAGAAATCTCTGCAGGCAAGTTGCTCCAGAGCATATTGCAGGACAAGCOTGT 
AACGAATAG7TAAATTCACGGCATCTGGATTCCTAATCCTTTTCCGAAATGGCAGGTGTGAGT 
GCCTGTATAAAATATTCTATGTTTACCTTCAACTTCTTGTTCTGGCTATGTGGTATCTTGATCC 
TAGCATTAGCAATATGGGTACGAGTAAGCAATGACTCTCAAGCAATTTTTGGTTCTGAAGATG 
TAGGCTCTAGCTCCTACGTTGCTGTGGACATATTGATTGCTGTAGGTGCCATCATCATGATT 
CTGGGCTTCCTGGGATGGTGCGGTGCTATAAACGACAGTCGCTGAATGCTTCATGTACGTAA 
TATCCTAGGCTCGCTTCTGCTCGTGCTCCTGCAGGTGCGAGACAGGTATCCTAGGACCTGA 
AAACAAATCTAAGTCTGATCGCATTGTGAATGAAAGTCTCTATGAAACGACAACGCtCTGAAG 
CGCCACAGGGGACAGTGACAACCAATTCCAGGAACGCCATACACTGAGTCACCAAGGACAC 
AGGTACAACATGCGGCGGAAAACGCGACAACTGGCGCTGGCTGAGTCCGGCGGCACACCA 
ACTCCAACAACCCACTATCCTCGAACATCACTGAGCCAGACCAAGCACTACAGCAGGAAAAA 
CAATGCACAAGGCCCAATACAAGGCAAAAAGACAGGAACACCACAGAGACAGTGCAAGCAG 
CGATCCCAAATACAGAAAAAGTACCTACGOCACACGACGGGGAAGCCAAAGGACGAGAACG 
GCCAACACCCACAGACAGCAACCGGGGACAAACACTGGAGAACAAAGAGCACACGCAACAA 
GAAAAAACGCGCCCAGAAAATGGCGGAGAAGAGGGAACCCACGAAAGAGAACAAAGACACA 
NNNN 
>1209 . 

ACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCCGGGATGAAGGCCGTGTTGGGGC 
TAAACCACACTCTGGAATTCTGTCAGCAAATTCCTCGCTGTGTGAACTTGAGCAAGCCATTC 
ACCTTTCTTAAGCCATTTTCTTGATATTTCACAGAGCCTCACCAAGTATTCAACGAGAACATG 
TAAGTGAAATGCTTCACAAAATGCCTGGTAAATAATAGATGCTTAGAAAATGGTAGAGAGAGA 
AAAGAGCAGTCTCTGGCCTTTAATGTACCTCGGCCGGGACCACGCTAAGG 
>1210 
>1211 

AGCCTGGCTGCCTTGCTCTCCTTACtGGGTCTGTCtCTGCCACCTGGTCTGCCACA 
QATCCATGATGTGCAGTTCTCTGGAGCAGGCGCTGGCTGTCCTQGTCACTACGTrCCACAA 
GTACrrCCTGGGMGAGGGCGACAAGTTCAAGCrrGAGTAAGGGGGAAATGAAGGAA^ 
CACAAGGAGCTGCCCAGCTTTGTGGGGCATTCCAGAGAACCATGTGCTGTGAGGGCCTTCG 
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GAGTCCATCTGTTTAATCCTGTCATTGGAGACTTGAGAAACCAGAGCCCAGAAGGGAAAAGT 

GATTGTCCCAAGATCACACAGCAGTGGAGAAAGTGGATGAGGAGGGGCTGAAG AAGC TGAT 

GGGCAGCCTGGATGAGAACAGTGAGCAGCAGGTGGACTTGCAGGAGTATGCTGTTTTCCTG 

GCAGTGATCACTGTCATGTGCAATGACTTCTTCCAGGGCTGCCCAGACCGACCCTG AAGCA 

GAAGTCTTGACTTCCTGCCATGGATCTCTTGGGCGCAGGACTGTTGATGCGTTTGAGTTTTG 

TATTCAATAAAC I I I M I I GTCTGTTAAAAAAAAAAAAATAAAAATAAATGGGCGGCCGCCGG 

GCCCCCTTTAATTTTTTAAAAAAAAAACCCCCCCCCCCCGCGCCCGGGCCGGAAAAAAAAAA 

AAAAAGCCCAGGGGGGGGGAAAAC I I I I I I M GGCCCCTTTAAGGGGGACAAAAAAAAAAAA 

TCGCCCCCAAATTTTCAAAAAAAAAGC i I I I I M CCCCGGCTTTTAAGGGGGGGGGG GCGGA 

ACCCGAAAAGGGGTTTTTAAAGGGGGGGGCGGGGGGGGCCCCGCCCCAAAAATAAATTTTT 

TTCCCTTTTGGAAAAAAAAAAACGGGGGCGCCNNNNNNNNNNNNNNNNNNNNNNN 

>1212 

>1213 

>1214 

NNNACAGATGAAATTGGGGGGAGTTTATTAGTCAGAACTGCTCACAGGGAGGGAGG 
TCACCACATGGGATGCGGGGTGAGAGGAGAGTTGCATTTGGGAATAGAGTGAACGAGTAGG 
GGCTGTGGAAGGCAGGGTTTGCAGTAACAAGAGGAAGAGGCGATTGCTGGGTCCTCCAGAT 
GTGACAGGGTTGTTTGAATAATTTTCCAGGCTGGAGGGTTGTCAGCCACGTTGAGAGCCAAG 
GAGGGTACCTCGGCCGCGANNN 
>1215 

NNAATNCAGCGNGGTGGGGGGCGGTCTAGAAGTAGTGGATCCCCGGGGCTGGAGG 
CTGTAGTGCTATTCCCTAATGAGCAACTAAGAGAAGAGACAAC AATAA AGGATGG AAGTG TT 
GGGAGGGCATGGAAATGATTTAGAGGTATAAAATATTGCCAAGTTTTT ATTA TAAATTTTTA 
CATAGGTTAAAACATATAAGCATAAGTGATTGTACAGGTGTGACTCCCTTTTGTAGGAGAGAA 
AATAGCTTTATTTGAAAACTCCAAAAGCTAGTTAATCTTACCAGAGGTTTTTAATAGGGG/^ 
GGGTTTACTTACAATGAAAGCATATTTTCATTGTGCTATAGAAAAACATATGCCTGGTCATTCA 
GTAAATCTAAGATTGGAATGGTTTCTAGAACTATGCAATATTTGAATAATTTCTAGAAATGTCT 
AAGAAAGAAGCTTTTTTATTTTAAATCATCAGTTACAAACGTAGTCTGAGACTGCAAACTAG^ 
TTCACTTGAGTAATCCATCATTATAGATTAGTTACGATTTGCTCTATATAATCTATTGAAGAAA 
CTATTGTTATTCATATTTTGATTAATTTTACTAGGAAGAAA I I I I I ATTTTAGTAGCATTGCATTT 
ACGTTAAATATGTAAAAATGAAGTTGTAAGAGGATGAAATATGGAAATGGGAATGGT AAGTG T 
GCCTAGAACATAGTTGAATGTCGTTGGTTGTCGGTAAGATGCAAAGATCTATACAAATTTTAT 
CATAGGTCAAAATTATTTGTAAATATACAAACAGTTTCAACTATTTCTTCGTGGCTAAAACTAA 
AACGAAAGGAAAGGGAAATGAAGAAACCTAAAGTTCT TTTGA TCTAAT AGTTAT AGGGAACTA 
GATAATAGTAGCTTGTAGACATGAATAAAAAGATTTCATTTTAACTGTGTrrTTAATTTGT 
TATATGAGTATGGAATTTTGTATCTAACTTGAAATTTCAGATGTTTTAATAATGGAAATAGGT^ 
CTTCTTTAGCATGTGAAAGTACTAATAGTTAAAAAATTTGTTTAGATCTAAGCA TATAC ATTAGT 
TGACTTTTTCAAAAGTATCAAAAAATTGATAGCTGCAGAAATGCCATTATTTGATTT^ 
AACATTGATTCATTGTTAAATGTGTATTCTTTAAAAAATAGTAAATACCTCAAGAGTGACAGAA 
AAGTTTC CI I I iCTGTTGTGTAATGCTAATTTAAACTTTGAGTCTTAGTTTACA TGGTCA TAGG 
GGTTAAATAAAATGTATAACTGTACAATTAATTGTGTTCTTGTGACCTGATGATTT TTTG 
TTTGCTTTTCTCTrrAAGAAATTTAAGTTTTCAAGGGCCGTATTA 

CTAATGTTGACTTATAAATAAATAAAAATTTAGAAATATATTCATGATGACAATTTTGTTACT^ 

CACTGCCTATTCTTTATTT C I I I I 1 I AGTTCAAAGGTGAAATTTTGAC CTTTG TATTAACAAAG 

CCTCAAGAAAAGAGAAATTCTGCCTTTTAAACATTGGTTTTCCTTGCATTTTATGGTG^^ 

ATnTGCCTCAGCAATAATAAAACATAAAATATGTTGTTGCATCAAGTTCAGTTTGTCTGCTGA 

GATTATTTTTAAGAACCAGGTTGAAGCCTCTATGCCTAAAAAAGCGTTTATTGTCTGGATACA 

TATAAAGCAAGATATATGGCTACAAATAAGTCTTGCAACCAAAATTGGTATATTAAAATTTACT 

GCACACTTTGAGATTGCTGCCA i I I I I I GGTGC I I I I I GGACGTCGTCATAAAGGGATGTATC 

GTATATTAGGGAAAATTACTCAAGTTACACATTCTACATTAACTGCGCTGTATTATCTACAGGT 

ACAATCAATGGACCAATAGTTCCTAAATTAGTAATAAGGGTTACCTTACAAAAGTAATGAAATA 

ACAGTGATATTTCTCTTTCAAAGGGTAACAGCAATTCTTGGTCCTGAGCTATTCAGTTCATAC 

AATAACTACTGTACATGCTACAACATCTGAATATTAATGGTTTTGCtGCAGATTCT 

AGGATTAGiCtTGAAAGCAATACAtTTGCTAACATGAATCATGAGTCACATTATOCCCGTGTGC 

TTTACTACCTGTATATGAATGCAAATGriTGTTACAGAAAATATGCfTGAAATGTC 



Page 313 of 355 



wo 01/42467 



907 

Table 4 



PCTAJSOO/33312 



TGCAATTAGCGTTGCATTGTCATGCTCCAGCATGTGATATCTGTATGGTGAAGTTATTTCAAT 
TACTCTGATACATTACTATAATAAAAAAGTTTAAGCNNNNNNNNNNNNNN 

>1216 
>1217 

NAATTTATTAAAAATTTAAAAAAAATGAAAAAAAGCTGCATGCTTGGTTTTTGTT^ 
GTTATTCTACATTGTTGCCATTATTAGCAAATATTGGGGAAAATACAACTTACAGACGAATCTC 
AGGAGTTAAATGTTACTACGAAGGCAAATGAACTATGCGTAATGAACGTGGTAGGCATTATTT 
ATTGAATTATCAGGATTCCAGATGTCCAGCACATTTTTAATAGGAAAGTATTGGGAACAGATG 
TCATTATTTTCAGCCTAGGTTTTAGAACATTTTAGTATGTCATGAATTATCTTCAAAAGGATCA 
TAAATGTTTTTTAAAGGTCCATTTTATTTAAAATATATAAAAATAATGACTGCAC 
GGTGACAGAGAGTCTGNN 
>1218 

NNACAATGTTAAATATCTGACTTTTCTATGATTTGGCTTTTCTGCGTTGAGTAACTATT 
TAAATATCTGCGTGATCTTCTTTTATTTGGGCTACTTCTAGAACAAAACAGAGGTATTTACAAC 
AAACCACTTCCCACAGGGCCTTTGAACCGTTTACCTAAGTCAAGTGTAATGAAAAACATAACC 
AAATGCACCATGGGGTTTATTGTTAGATAATAAAAGGCTTAAAAAGCCCGTAGACCCTAAAGA 
TGCCTGGGATGGATGATTGATGCTGATATGCTACTTGAGCATGTA 
>1219 

ACC I N M M i I I I I I I I I I I I i I CGTCAAAGTGAGTATTTGGGCCCTAACATAATCCCT 
GCTCAGAGCGACGGAAAAAAGGGAAGCCTTTTCAAACATAACTCTCTCTACAAGCCAGCTAT 
TATGGGAAGGGAAAAAAGAAAGCATCTAGATAAATATCTATCAAAATTAACTTTAAGAGAAAT 
ACTCTGTTTGCTTAAAAGCCCTTATTTTTTAAGACACTAGAAAATAAGTTAGTATAAAAAG 
TGGTCTGGGGGCTAAAAACAAAACAAAAAAAATCCTCTTTTCTACATTTTTTAGT^ 
>1220 

ACAGAATTATCAACTGATTTGGTCAGTTGCTTCCAATGCTGGTrGATTTCCCTCATTG 
TGTAAACATTGACAGGTATGTGACAAATGGGAAAAAAAATCCAAATAATAAAGTGACATATTG 
GTGTTCATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCI I I I M I I I INI I I I I I M I IGTT 
ACTTAATAAAAAAACTGAGTTTTATTTCACATGTATTTTGTTGGNTCCGCACCTT^ 
TGACCACCGCTACTACTTAGTCCTATCATAACATTCCATACATACTTAAAANN 
>1221 
>1222 
>1223 

ACACTGAACAATTTGTTAAGATAGATCTCACCTTGTGTTCTTACTGAAAAAAAAAAAG 
AAAGAAAATAGAACAGAAAAGCAATTGGATTTTAATTCTGGAAACTCCTTTCTGTTCCTTACAT 
CCAGGAAATTTGCTGTTTATTTTGAAAAGCAAATTTAAACCTATTTAAGGGAGAGAGAGCT 
TGTAAAAATTCATTTATTAGTTCTGGACCAATGTTATTTATAAGCTATTATTTCAAATGATAAAA 
AATAAATGCATAATACATTTGATGATAGAACATTTTTCTTTTTAAATAAGGCCTGATT^^ 
AAGCATTGAATATGTTTGTTTCTAATTTCCAAAGCTTGACAGTTTCTTATGTTTCAT^ 
AGAAGAATTGTTATGTATGCATGTTCATATCACTTTTGAATGACTCATGTGGCTACAAATGCA 
GGAATCTGTGGTTATCATGGACGATGAACTAGATAAACATTGGTG G i 1 1 1 C I lA ACATTCCTTT 
CCTGTGCCTCATTAACTAATGTACATAATAAAACATCTTTATTTCATANNNNNNNNNNNNNNN 
>1224 
>1225 

CCACGCGTCCGGCTGTTATCACAGTC II 11 GGAAGTAATTCGTTAGTTAGGTAATGC 
ATGATTCTTGCAAATTAAATTTTATTTGGAAAGTTCAGTAACAGCCTTATGGCTTCCATGCTAT 
AATCAAAGGGATGTATTTGATTCAGTTAAGATAGAATCTGTGTTTCTATTTCTTTTATTTCATC^ 
TATTAGAAAAGTAATGCTCTGTATAGAAACTAGAAGAAAATTAAAATCATCTAGTCCCCAGCT 
ACCAGACAAGCAGCTTTGATGTACATCATTTGATGTATGTTTTTGI I I II I I A ACATAAAAGGA 
TTATATCCTTTTCCGGCAGCTGTTTTCACTCAATACATTGTGAAAATATTTTCACA 
ATGGGTTTCTATAACATTTGAAATGACTGCCAAATATrrCACTGTATGATCATCATTTAATATT 
ATTATCAATTTTGTATATTTAAGTTAGAACTTTTCGATTAGGATAAAGATCATTATG^^ 
TTCTTGAACTGTATTTTAATATACTTCCTTAGGATAAATGCWAAAGTAATAATTATTGAAT^ 
TTTCCAAAAACATTGCACTCCATCCCAATTGTTTTGGAATACCCTTTACCAT^^ 
>122i5 

>1227 ' ..... V .. . . ' 

>1228 
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>1229 

NNATACCACCTTCCTAATAGTATTATGACTTCTTATTTAAAATAAATAACAATTGCCGG 
TTTTCTGTTAATCAGTTTTCTTAAAGCCAGTGTTTCACTATAGTGTATGCATCAGTGTGAAT^ 
TGACTTAGGAAGGGACAGCTCAAC AGTTC ACAAAGTACCAGAATTCAAGGAGGAATGCAGA 
GAGAAATAGAAGGAAGGTGCTCCATTTTTCATCATCTACGCATCTATTTGGAAAGCACTGGAA 
TTGAGATGGAAGAGAACAATGTTTGTTCAGTGGCAAATGTAGCGCTGCATCCTCCAGTGTTA 
GGTGGTGTAGA I I I M I I 1 GTGTG 
>1230 
>1231 

AGTGGATAATATAATCTTTT AAAT GGGGAAGTTGTAAATATTGATAGAAGGATTAATAA 
TAATGCTTATAGGGTAAAAGAAAATTTTTGAAGCACTGAATTCAGTAACCTGGGTCATGGTCG 
AATTTTGCTGAGTAGTTGATATGTTTTATGTAGATTATTCCTATAAACATGTTGGGTAAATTGGA 
CATGAGTTTGTAAAGTCAATGGATTAAATTATTGAAATGTAGGTATTTAAGGGTGAGTAAGAAT 
GGGTAGAAAGGTATTTATTGATGTGTAATATTAAAAAGGTGAATTTGATGATGTTGAAAAATGG 
TTTGGAGATTTAGAAGNNNNN 
>1232 
>1233 

AGTGGATAATATAATGTTT TAAAT GGGGAAGTTGTAAATATTGATAGAAGGATTAATAA 
TAATGGTTATAGGGTAAAAGAAAATTTTTGAAGCAGTGAATTGAGTAAGGTGGGTGATGGTCG 
AATTTTGGTGAGTAGTTGATATGTTTTATGTAGATTATTGGTATAAAGATGTTGGGTAAATTGGA 
GATGAGTTTGTAAAGTGAATGGATTAAATTATTGAAATGTAGGTATTTAAGGGTGAGTAAGAAT 
GGGTAGAAACCTATTTATTGATCTGTAATATTAAAAAGGTGAATTTGATGATG7TGAAAAATCG 
TTTGGAGATTTAGAAGNNNNN 
>1234 
>1235 

NATGTAGAGAGGGAGTTTGAGGATGTTNGGGAGGNTGGTGTGAAGGGTGGTTTGGT 
GGGCTCGAGCAGTCTNCTGCCTCAGCCACCCAAAGTACTGGGATTACAGGCATGAGCACGC 
AACCCATCCTACTCTGTGTAT7TCAAAAATATTTTTTCTGCCCCTCTTTTTGGGAAATAATAAT 
TACTGCTTCTAACAGTTATGTAACAGAGTGTACATATCATGCCTTACAAATCTTTGCTGTTAAC 
TGTAGCATCGAAAGATGATAGGGTGAGTACTCTGTAAGTCTGGAAGAACAGGTCACATTTAT 
TCAGAGTTGTCCCCCAGAATTTTTAATCAAGCAGGTGCGAGTAACAAGTTATTTAATTAGATC 
GATTTTAAGTTGACAAGAGATGTATGAGATGAGGAAAAA ATTGA GCATGTGT GGTGTG ATTAT 
ATAATAGAATTGGTTTGTATAAAGCATTTATAGTATTGAAGTTTTATAGTATTAGTTnnrCAGAT 
GTATGGATATATAGACTATTATTTACTAATTGAGGGTGTGCGAAGTGTAGTGTATTTTACAAAC 
ATAATTAAATACTATCATTTAATATGCGTGATAGTAACATATATTAATATATTTTAGCATGGTTT 
CAAAAATTTTAATTAGGAA Mill GCCTTTTATTATATGAGAAAGTATATTTT GGAG TCAGGCC 
TCGAATAAATCATTATGAATCTTGTAGTTGGTCCTGAACTTGGAGTGTTAAATTTTGAATTTGC 
CANNNN 
>1236 

NNNCGGATCTATGATAGAGTAGAATAAAACGTGTTTCGTCTAGAAGCGACACTTATC 
CAAAATTCTGTTGACAACTCAGACTTGCTATTATACCTGCTTCTATTCTCCTAGTTAGTCCCTG 
TGGGTTTATAC GI 1 1 I i A TTCTTTCATTGTTATTTTAATGAGGTTTCTGTAGGAAGGAGAGTTA 
AATGCCTATGTTTACTCCATCATGGTTATCTGTAAGTCTGAGGTGAATTTCAAAAACTCACGA 
CATQATGAAACAAGAAGGGTAGTCGTAAAGAAAAAGGAAGAGTrAGAGAAAAAGTACAGGGG 
AATGAAAGAGCATGGTATAAATAAGTAACAGGAAGTATTTGCAGTAGAAGAACCTCAGTGAA 
GTGGGCTGAGCACTAGGGCAAAACAAGGCAGAGTGTGAATCCAGGCTCTGCTATTTAGTCG 
TCATATGAGCCAGGATATGTTTCTTCTCTGTGAGGCATCTCACTGCTGGGCATGCACACTTC 
CAGTCCGTCCCTGTTTTGACN 
>1237 

GCGCTCGCGCGTCAGGCACCGGACGTTCGTGGGGAACGTGGCGCGGGTGCGGCG 
GCTGGGCACCGCCATTTTGGGCGGTGGCCGTGAGAACACGCTGTGTGGGTGAAAAGTGAA 
GGCAAGAGCTGATTTGGGCTGTGTGCTGCCCTCCGGAAGGGGATCGmTGTCCAGAAGAG 
CTGGATArrcfTTCGCCCAGTTATGGCAGACAAGTTAACGAQAATTGCTATTGTCAACCATGA 
CAAATGTAAACCTAAGAAATGTCGACAGGAATGGAAAAAGAGTTGTGCTGTAGTTGGAATGG 
GAAAATTATGCATAGAQGTTACACCCCAGAGCAAAATAGCATGGATTTCCGAAACTCTTTGTA 
TTGGTTGTGGTATGTGTATTAAGAAATGCGCGTTTGGCGGCTTATCAATTGTCAATCTACCAA 
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GCAACTTGGAAAAAGAAACCACACATCGATATTGTGCCAATGCCTTCAAACTTCACAGGTTG 

CCTATCCCTCGTCCAGGTGAAGTTTTGGGATTAGTTGGAAGTAATGGTATTGGAAAGTCAAC 

TGGTTTAAAAATTTTAGCAGGAAAACAAAAGCCAAACCTTGGAAAGTAGGATGATCCTCCTGA 

CTGGCAGGAGATTTTGAGTTATTTCCGTGGATCTGAATTACAAAATTACTTTACAAAGATTCTA 

GAAGATGACCTAAAAGCCATCATCAAACCTCAATATGTAGACCAGATTCCTAAGGCTGCAAA 

GGGGACAGTGGGATCTATTTTGGACCGAAAAGATGAAACAAAGACACAGGCAATTGTATGTC 

AGCAGCTTGATTrAACCCACCTAAAAGAACGAAATGTTGAAGATCTTTGAGGAGGAGAGTTG 

CAGAGATTTGCTTGTGCTGTCGTTTGCATACAGAAAGCTGATATTTTGATGTTTGATGAGCCT 

TCTAGTTACCTAGATGTCAAGCAGCGTTTAAAGGCTGCTATTACTATAGGATCTCTAATAAAT 

CCAGATAGATATATGATTGTGGTGGAACATGATCTAAGTGTATTAGAGTATCTCTCCGACTTC 

ATCTGCTGTTTATATGGTGTAGGAAGCGCCTATGGAGTTGTCACTATGCGTTTTAGTGTAAGA 

G AAGGCATAAACA I I I M I I GGATGGCTATGTTCCAAGAGAAAACTTGAGATTCAGAGATGCA 

TCACTTGTTTTTAAAGTGGCTGAGACAGCAAATGAAGAAGAAGTTAAAAAGATGTGTATGTAT 

AAATATCCAGGAATGAAGAAAAAAATGGGAGAATTTGAGCTAGCAATTGTAGCTGGAGAGTT 

TACAGATTCTGAAATTATGGTGATGCTGGGGGAAAATGGAAGGGGTAAAACGACATTTATCA 

GAATGGTTGGTGGAAGACTTAAACCTGATGAAGGAGGAGAAGTACCAGTTGTAAATGTCAGT 

TATAAGCGACAGAAAATTAGTGGCAAATCAACTGGAAGTGTTGGCCAGTTAGTACATGAAAAG 

ATAAGAGATGCTTATACTCACCCACAATTTGTGACGGATGTAATGAAGCCTCTGCAAATTGAA 

AACATGATTGATCAAGAGGTGGAGAGATTATCTGGTGGTGAACTACAGCGAGTAGGTTTAGG 

CGTTTGCTTGGGCAAACCTGGTGATGTGTATTTAATTGATGAACCATGTGGATATTTGGATTG 

TGAGCAAAGACTGATGGCAGCTCGAGTTGTCAAACGTTTCATACTCCATGCAAAAAAGACAG 

CCTTTGTTGTGGAACATGAGTTCATCATGGGCACCTATCTAGGGGA TCGC GTGATCG Mill 

GATGGTGTTGCATCTAAGAAGACAGTTGCAAACAGTCCTGAAACCCTTTTGGGTGGCATGAA 

TAAATTTTTGTCTCAGCTTGAAATTACATTCAGAAGAGATCCAAACAACTATAGGCCACGAAT 

AAACAAACTTAATTCAATTAAGGATGTAGAACAAAAGAAGAGTGGAAACTACI I I I ICI IGGA 

TGATTAGACTGACTGTGAGAATATTGATAAGCCATTTATTAAAAGGAGTATTTACTAGAATTTT 

TTGTCATATAAAACTTGAATCAGGATTTTATGCCCCACATACTCTGGAAGTTGAAGTATAATAT 

ACTTAATATAACATAAAAAGCCAGTTGGGTTCTAAATTGTAGTTGAAACACAGAAAATGCCAC 

TTTTCTGTTCCTGAAGAGGCTCTTTTGTGCATAATATTCTAAAATGAAGACATTTCAAGCTATA 

CAAATTACTTCCAAGTTTTCATGATGTATGGGAAGATTTTCAGTAGGTGTATTATATTCACGGT 

ACCAAATGCTGACCAGTGTTGCTCCATTTTTTAAATCTTGAAAAGGGTTTCTGTACTTACC 

GTTTGCCAAGTATGCCAGTGTAATGAAACTGCCCTTATTTTAAAA GCCA GTCAAAGATTCCAC 

TGATTGACATTTGATAAATAAACATCAGGATTATGTTTATTGTTTGTTTTCAGTCTTTGCACT^^ 

ATTACCAGTATATGGTTTCCGAGGAAGATTATCTACTGCAAAACACCACTGTTGGAAAAATAG 

GT A I I I 1 lAAATTGI I I I l AAT U I I II I I GGTG C I I I I A AACATGTTTAGCAAAAAGGAATTCAG 

TTCCATTCCCCGCAAAAAACCCCTAACTTTACTCTGAAC I I I II I I GTTTTTGCATTCCATG AG 

GTTCTGTATTCAGTCATTCTCTAGGTAATGTCATTTTTGTACACATATATTTATATAATCACTGA 

TTGAGATTTAGGAAAAAGGATTTCTAAAGAATATTTGCTTCGCTTAGAAC TACAGA CTCGAAA 

TCTTTAAAGATGGTGGCTAAGGATCTATGTAI I M 1 1 1 I AAGTTCCACAGATmTCTGTTGGG 

CAGCGAAGGATTATAAAGGACTTOGCTAAAGGCAACATTAATGGAAAAGTCCGCAGATGGCA 

ATACAAAGTATCGCCTGGTACCACATATATTCATTTGTGAGTTTGGATAT AGAGC ACATTATC 

TAAACGArrTTGTAGTTCCAAAAACCCATCTAAATTTCTTGAQTTCCfGAATT^ 

TACCTGGAGCCTGGAGCCACTTTAAGTTGTACTTCTGACTAAACTGGAATTATGAGTGAGGA 

AGAGTGTTTACTAAATAAATGACTGGGGCAAGCAAAATTGAGGAGGAAATTAGAAACTGTTT 

GACAAACTTTAAGAGCTACTTGAAATAACAGAAGTCTTGATTAATATGCAAATAATGGCTAGA 

AAGTATGGTTTAACTGGACCCTATTATGCCTTTTAAAAATAATrTCAGTAACCCATAAATACAT 

GTTGTAAAAAATTCAAATATACAGAATGGAATAAAAAAATGAT CTCGGT TTATTACCCTCCCAA 

AGGTTACCAGCGTTTGAATTTAATAATGTATATTCTTTCATGC I I II I 1 CTGTGGACTTACCTA 

AGTGTGAATATGTAAAGGGTTTGTTTTGTATACAAATGGGATTATACTAAAATAAGTAATGCCT 

ATTTTTAAGGATAGGTTAAATTTGTGAATGATCATTTCAAATATATTGAATAAAATAAGCAA^ 

GCTATTGTTATTTACTGATCCTGGATTGTCTTAAAGAA AGTA CTTGTGATATAAGAGCACAGT 

TCTACTTACTGCTAATGACAGAATATGTATTAAACGTATTTTCATGTAAATGAAATCTTTAAAAT 
ATGTATCTTAAAATTTTACATAGCAACAGAAAGGCCTACMTTGCTAACACAAGAAAAATACTT 
ATAAAATCAGTATAAAATCAATGCAGATGTTAGCAAAAGAATGAGAC5TACTTGATATGTCCTA 
ATTGGAAAAAGTCTCAAATACTTAAAAAAACAAAAAACTGGAACAGTTTATTATAC^ 
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TTGTGAAAATATACAAAATATTGAAATAAAGGAATACTCACNNNNNNNNNNNNNNNNNNNNN 

NNNNNNN 

>1238 

ACAAAGCTAGAAGCAGCCTGGTCCAGATGGCTATACAAACCCGAAACTGTGTACAC 
CCAGAGTTTATTCTTCTACAACCAAATTCCTCAAACACACAA TCTGAA CAGTAGCAGTGAAAG 
GGAGTTTAAGGTGGGGGTGAAGGAGAAAGGAGTAATATGGTTTTTTAGTAATATAGTAATTTA 
CATTTTCAAAAATCTTCAGTGTTTCACTATCTTAAATGAATATTTATTCTGGTGGGCCTCGCAT 
TTCTCTTCTCCTGTTAAAAAAATGACTGTTATTAACTCCAANN 
>1239 

NTCCCCGCGGTGGCGGCCGCGGGAACGCGGGGCCCATTTCCCATCTTTCTTTTCA 
GTCCTTGGGCACCGGGGAACAAGGTCGTGAAAAAAAAGGTCTGAGGTGCCGCCATTTCATC 
TGTCCTCATTCTCTGCGCCTTTCGCAGAGCTTCCAGCAGCGGTATGTTGGGCCAGAGCATC 
CGGAGGTTCACAACCTCTGTGGTCCGTAGGAGCCACTATGAGGAGGGCCCTGGGAAGAATT 
TGCCATTTTCAGTGGAAAACAAGTGGTCGTTACTAGGTAAGATGTGTTTGTACTTTGGATCTG 
CATTTGCTACACCCTTCCTTGTAGTAAGACACCAACTGCTTAAAACATAAGGATGTTTCAGTT 
CCTCCATTTAACAGATATGAAGAGCATTTTAAGAGGTGCAGCCTCTGGAAGTGGATCAAACT 
AGAACTGATATGCCATACTAGATATGTTTGTCAATAAACTTAAAACATAAGGATGTTTCAGTTC 
CTCCATTTAACAGATATGAAGAGCATTTTAAGAGGTGCAGTCTATTGGCATTTCGCCCTGTAG 
TGAGTCGTATTAATGGACAGGATAGTCTCTGTGAATTAGCTTATTGTGGCTCCGGGGGCAGG 
CATCTTTTCTGGTCAAGGGGGTGAAGTCTCTGCGCGGGTCCCCCATATGAGGGGCGTGGTA 
TTAATTCCCGATAAGGGCGGGTAGAAGGTGGTTTATGTATGGGGCAAAATACAAAAAAGCTA 
GCTCTGTATTCTATCTGCCTAGGATGACCGTTATTATAACATTCACAGGGAGACTAATCATATA 
ATATCTGTTCGACACCACAATATGCGAAGTTGGATTCGTCAGCCGATGGAGGCACAAGCCAG 
AACGCTAAGGGGGACATTCTTGGATTCTAGAGGCAGTAGGTGGTTCCTAAATGATGAGTGAT 
TAATCGAACACCAGGTCATAACATTATATACGTCAGGAGGAATTCAACCGTAGCAGATAATTA 
TAGTTCAGAGTTATGAAGACGGTATCGGAGTGTATGACCTAGCGTTTAGGACGGAATGGGGA 
TAAAGGGGAGTAGACAATACGAAAAGCCTCTGATCGATAGATTCGAAAAGTATACATGCACA 
GCGGAGTACACACACAN 
>1240 
>1241 
>1242 
>1243 
>1244 

ACAAATAAAGTATTCCAAGGGTTCAGAATAGAAAATGATTTCTTCCAGCTTGGGGAC 
ATTTGGGAAATTGGGATATCGTTTGGGGAAATGTAGTAATCAGTATATTCTGGGAAAACATAG 
TAGAGAATGAATAAATAAATTGCATTGAATTTGGAATATGTTGTCCATTCTCCCTGTAACTAAT 
GGTATGAAGATAAAGTAGAAATACGACATTTCAGAAACAGCTGGAGTAGACAGGTCTTCATA 
GGCTAGGTTGGAAACCTAATAGCTATTAATAATGAAATTTTAATTATACTCTGGATTCTAAACA 
ATGAACACACAGTGATCTTTTTGACTTGCTGCTTGTTTATAAGTTGGGGATGGTCTGAATTCA 
TTGTTGATTCAAAAGAAAACGAATAGTGTTTTAAACCTTTTATTTACAGAGACTATAAT^ 
ACCTTCCTACCAACATATCTTAAATACACCAAGACCTTTTACAGAAGCTTAAACAAGGGTGTA 
CGTGCGCGGGCN 
>1245 
>1246 
>1247 
>1248 
>1249 

NNAACTTATTTAAAACAAAACAATTTTGTAGGTATTATTATACCCATTTCACAGATGAT 
GATAAATGAGACCAATAGAAGTTAAATAACTTGCCAAAGGCCAGACAGCTGGTGAGTGATGG 
AGAACGAATTAAAACTCAAGTGAGCATAATTCTAAAAGCCATCTTCTCGTTAGTGTTTCTCAG 
TATCCAGGTCTGCCTTTGCCTTATTTAACTGAAGTTAAGCCATCCTTACCTGTGATCACCTAG 
CCTCTCAGTTTGGGGGGATGATTACAGCGGG I 1 1 I I AACTCCCAATGTTCTGGTCCAGTTTG 
CTTTACATGTTCTTAtTTATACATTGTCAAGGATGACCTCAGGACAGTACAGCAAGGACACAG 
TGGCACTTCACATTTTGTTCCCACGAAATGACTGGGGCATAATCTCAGATCATGTTCCtTTAG 
AATGTGGAAACATCAGCAGAAGAATATTAGTGTTTATACAAGTCAAATCCAAAATGACACATG 
TGAAAACTAATAGAGCTGACTTTCAGCCATGATAGCTTTGGCACACCTCACATCCCTTTGTTC 
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AACCTCTCTTCCCTCAACGGAGAGCTGCATTCCTGGGAATTTCTGTTGTGCACTTTTCCCACT 

TGGCCTGCTGTCATTTAAAGGTGAACATTCTAGTTTTGCTAAGAAAACCCTTTCCTTCATTTG 

GAATGAACAGCAATTTTATTACTTTTGACCTTAAAATGAGTTTGCTGCCTTCAAATCTT^ 

CGCCTTCATCACGCTCTGCTTGGGGGCGATCTTGTTGCTGCCAGACTCCTCCAAGCTGGTCA 

GCGGGGTCCTGTTCCACTCCAGCCCCGGGTTGGAGCCGGCCGCCGACCACAAGCCCGGGC 

CCGGGGCGCGCGCCGAGGACGCGGCCGAGGGGCGAGCCCGGCGCCGCGAGGAGGGGG 

CAGGGGGGGACCCGGAGGGCGCCGTGGAGGACAACTTGGCCAGGATCCGCGAAAACCAC 

GAGCGGGCTCTCAGGGAAGCCAAGGAGAGCCTGCAGAAGCTGCCCGAGGAGATCCAAAGA 

GACATCCTACTGGAGAAGAAGAAGGTGGCCCAGGACCAGCTGCGTGACAAGGCGCCGTTC 

AGAGGCCTGCCCCCGGTGGACTTCGTGCCCCCAATCGGGGTGGAGAGCCGGGAGCCCGC 

CGACGCCGCCATCCGCGAGAAAAGGGCAAAGATCAAAGAGATGATGAAACATGCTTGGAAT 

AATTATAAAGGTTATGCCTGGGGATTAAATGAACTCAAACCTATATCAAAAGGAGGCCATTCA 

AGCAGTTTGTTTGGTAACATCAAAGGAGCAACTATAGTAGATGCCCTGGATACACTTTTTATT 

ATGGAAATGAAACATGAATTTGAAGAAGCAAAATCATGGGTTGAAGAAAATTTAGATTTTAAT 

GTGAATGCTGAAATTTCTGTCTTTGAAGTAAATATACGCTTTGTTGGTGGACTACTCTCAGCC 

TACTATCTGTCTGGAGAAGAGATTTTTCGAAAGAAAGCAGTGGAAGTTGGGGTAAAATTGCT 

ACCTGCATTTCATACTGCCTCTGGAATACCTTGGGCATTGCTGAATATGAAAAGTGGTATTGG 

AAGGAAGTGGCCCTGGGCCTGTGGAGGCAGCAGTATTGTGGCAGAATTTGGAACCGTGCAT 

TTGGAGTTTATGCACTTGAGCCACTTATCAGGAAACCCCATCTTTGCTGAAAAGGTAATGAAT 

ATTCGAACAGTACTGAACAAACTGGAAAAAGCACAAGGCGTTTATCCTAACTATCTGAATCCC 

AGTAGTGGACAGTGGGGTCAACATCATGTATGAGTTGGAGGACTTGGAGACAGCTTGTATGA 

GTATTTGCTGAAGGCCTGGTTAATGTCTGACAAGACAGATCTGGAAGCTAAGAAGATGTATT 

TTGATGCTGTTCAGGCTATCGAGACTCATTTGATCCGCAAGTCTAGCAGCGGACTAACTTAT 

ATCGCAGAGTGGAAAGGGGGCCTCCTGGAGCAGAAGATGGGCCAGCTGACCTGCTTCGCT 

GGGGGCATGTTCGCACTCGGGGCTGATGCAGCTCCCGAAGGCATGGCCCAACACTACCTT 

GAACTCGGGGCTGAAATTGCCCGTACTTGTCATGAATCATATAATCGAACATTTATGAAACTG 

GGACCAGAAGCTTTCAGATTTGATGGTGGTGTTGAAGCCATCGCTACAAGACAAAATGAAAA 

ATACTACATCTTACGGCCAGAAGTTATGGAGACTTACATGTATATGTGGAGACTGACTCATGA 

TCCAAAGTACAGGAAATGGGCCTGGGAAGCCGTAGAGGCCTTGGAAAACCATTGCAGAGTG 

AATGGAGGCTATTCAGGCCTAAGGGATGTTTACCTTCTTCATGAGAGTTATGATGATGTGCA 

GCAGAGTTTCTTCCTGGCAGAGACATTGAAATATTTGTAGCTAATATTTTCTGACGACGATCT 

TCTTCCACTGGAGCATTGGATCTTCAATAGCGAGGCACATCTTCTCGCTATCCTCCCTAAAG 

ATAAAAAGGAAGTTGAAATCAGAGAGGAATAAAAAGACATTTTATATTTTATTCTGCTCCATTC 

CCTTCACTGTATACCTTAATAATTCCTTTTCTGGTAATCAGGCACATGATGAACTTTGATTAGT 

AGGTCTGTGATTAAGTTGTTAAATTGTTTTGCAGTCI I 1 1 ATGTTTATTATCATAGGTATAGGT 

GGACCTAAATTGC7TATCATATCCTTTATTAATTCAGCGAGTGTATCCACCAG I H 1 1 I GTTTA 

TG MI I lA AGTAACCTATTATCTCTGGATTTCATGAAGGTGTAATATCG I I \ I IGTTAAACTGA 

ATAGAATTGTATAGCGATGACCTGTTAATTATAATTTGATTTGACTGCAAAACTTT^ 

CTAAGAGGAGATGATGTCTGCTTTAAGCTGTAATGTTTTGCCATGTTGCAAAAAGCCATAATA 

ATAAGTATAAAAAAGCTTTTTCCTTTACAATTTCATGTTAATCTGGTTTGTCTGTCCAC^ 

ACAGATCTTCTGTGACAGCCTCCTTATGCAGGTCTATCATTATTTGATAGAATGTCTTCTAAA 

ATACTTCACTCACATTGTAATTCAAATTAGAAAGTCATTCCAAAAGGATCATGTCATGTTGACC 

TCATTTCATCGGAACTGCAGTATAI I I I IGTTGGTTAATTATATTAGTGTTTTCTATTTTGTAAA 

TGTGTCCTTTAATTTTACTTTAAATGCCCTGTGTCATTTCTGGATTATATACTAGT^ 

CCATTCCCTACTACACAGAGAGGTGAGCTTTCAAATTTTGCAGAGCTCTGCTATCACTGAATT 

ACATTTATCTGAAGAAAATAGTACAACTTAATGGATTAGCTTTTGGGTTTAACTGAATATATGA 

AGAAATTGGGTGTGTCTAAAGAGAGGGTATTTCATATGGCTTTTAGTTCACTTGTTTGTATTT 

CATCTTGA MINN CTTrGGAAAATAAAGCATTCTATTrGGTTCAGATTTCTCAGATTTGAAAA 

AGGCTCTATCTCAGATGTAGTAAATTATTTCGTTTCAGTTTGTGAAAGOAGGATTTGACTCTG 

AAAGAAGCTTrGCCAATTTTAGTTATTCGTGATCAATCAAGGAAAATCTAATAAATTT^ 

AAATAAGAATATAGCATATTTAGTATGGTTATAGTCAACACAGAGATCAGAACTTAQAAGAAA 

TATAAAGAAATGGCCAGTCCCCATCCCCCACAGTCCTGGAGTAAATCAAAATCAATATATGAT 

TCTTTTAAACATTAAGTTTGAAATAGGAATGiGTTTTCTCAAGAATAGATT^ . 

GTGTTTGCTTACATtGGCCGACTATATATACATATATATTTATGTAGATAtACnCCAtG^^ 

GGCTAATACGATGCATATACTGAAGGGCAAGGACTTTGACCATGTCAATTTTCAGCbGAGAA 

TGGTCAGAAAGATCAGTACAACCCCATGGATTAGGCTGAAACATATGAAATTGCTGCATTTG 
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TAGTTTAAAAACTGTCAGCAGT rrCAT ATGG TTCCA CC TAAT ATTATTG AAGAC AATTATTTTC 

TTAGCTATCAATAGGCTTAATAGTTTTAGTTATTTTAGCT7TTGAAAGTGTTTT 

TTTATCGGACAGGACCATCTTTATGACCTGGTTTCTGTTTTTCAATATCATACATTGGTGTATG 

TCAAAGAATAAATTAGTAAAATTAGTAAATGAAAAAGAGTCTTCCGTAGATCATTATTTCCATG 

CTAATGTGTGTCTGTGATCCAGAATAACTTCTCCCACTCATATCTTCAGTTCACCTAATGAAA 

TGAATGGATAGCAAGAGCCGTTTGTTCCCAGGACTTTAAGGCAAAATATTAAAAATTATTGCC 

AAAATTAAGAATATAATGTTTGTATAAATGTCCTTGAATTTGCCATTTAAATTAACTCATTT^ 

TTTCACTTTGATTTGAAAGCTGATAAGTATTTCTGCAGCAGATAGAATATTAAAATCAGGTTGT 

GTGTACACACTGCACTATGAGGTACCTTGGTGTCCTGGTGTGAATAGACAAG AAGCTG TACT 

ATATGTTGCTCTCTCAGTGGCAACAATGAAGTTTTTGCAATTCTAGAACTTGGAI I I I I I I I lA 

ACAAAAGTCCCAAAACACCAAAAATGTAAACAAGATAAGAGATTAATATTGTAGTGATGTAAT 

TTAATTAAAGTTATATTTTGGGTTAATTTTAACAACTGAAGTCTTATTGTTGAAACTT^ 

ACAAAACTGTGCAGTTAAATTTGTATACGTATTCACATACTGAAAGATGAACCGTTAAAATAG 

CACTTAATTTTGTGTTTCTTCAATATGTCTTGATATACTTTGTGCAATTAATATTACACATGTAA 

GTTGTATGGCAGTTTACAGAACTCAATGACTTGTCATGAGGTTTTCATATGAGCTACAGATTG 

TGTACATTGATTG 1 M I I I ATTTTTACATAAATCCATTCTGTCATTTTCAACTTTATATATAAATC 

TCCAATGTTATGGGAAACAATAGATTGACACATAATTTTTAAAAATTATATTTGTAAAATTTCTC 

TATTGTGAATAAAGTCTTTTAATATATCTCCAAAAAAAAAACCACTCCACCTTACTACCAGACA 

ACCTTAGCCAAACCATTTACCCAAATAAAGTATAGGCGATAGAAATTGAGACCTGTCGCAATA 

GATATAGTACCGCAAGGGAAAGATGAAAAATTATAACGAAGCATAATATAGCAAGGACTAAC 

CCCTATAGCTTCTGCATAATGAATTAACTAGAAATAAGTTTGCAAGGAGAGCCAAAGCTAAGA 

CCGCCGAAAGCAGACGAGCTACCTAAGAACAGCTGAGGACACCCGTCTATGTAGCANAATA 

GTGGGAAGATTTATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCA 

AGATAGAATTTTTGTCCGNNNNNNNNN 

>1250 

>1251 

>1252 

>1253 

TATAGGGAGTCGACCACGCGTCCGTAATTTCATCGTGTATGTCACGGGCTATTTCAT 
GATTTCATGTACCACATCGTATATTTCCCCTTGAAGATTCCTGAATTAAGGAATTCTATAATAA 
CTTCAGATAGCCTACATGTCCCCATTTAGTGGAGACCTCTTGAATGCTATTTGAATTCTGCAG 
TATCATTTTTATGACCATTCTCCTTTGAGGAATACTATGCCCAGGTACATGCTCTATCAGTGT 
GCCGGGAGAGTGGATTCTTTTCTTCACTGCAGAGTCATCACACTGTTGGAATAGTCTGCTCT 
"nTACATGCTCAGGTAGGGAAAATAGGACCAAATATATTTCCACAGTGCCTACCACTGTGTCA 
TGTTTACAGTGAGAGTTTAAATATTGTTGATGTCCTGACTCTGTGAGCTCATAGGGAGTATCT 
TCATAGTAATGACATTTGATCAGGCATAAAATTTACATTATGTTCATATGCACCCAAAAAAGCT 
AGTCAGGTAATGAATACCCTTGAAGTGAATAGCAATTTTGATTTAGGCAGTGTG7TAGGCCAT 
CCTTGGATTGGTATAAAGAAATATTTAGGCTGGGCGTGGTGGCTCACGCCTGTAATCCCAGG 
ACTTTGGGAGGCTGAAGCGTGTGGATCACGTGAGGTCAGGAGTrCAAGACGAGGGTGGCCA 
AGATGGTAAAACCCCATCTCTAGNNNNNNNNNNNNNNNN 
>1254 
>1255 

NNCGCAACCCCAATACCCCCCATCGACNNCCCATTGTAGGGAACCGCGCCATAGTG 
TAGGCCCGCGGGAGAGGCCGGGACTTCCACTCGTGCGTGAGGCGAGAGGAGCCGGAGAC 
GAGACCAGAGGCCGAACTCGGGTTCTGACAAGATGGCCGGGCTGCCCCGCAGGATCATCA 
AGGAAACCCAGCGTTTGCTGGCAGAACCAGTTCCTGGCATCAAAGCCGAACCAGATGAGAG 
CAACGCCCGTTATTTTCATGTGGTCATTGCTGGCCCTCAGGATTCCCCCTTTGAGGGAGGGA 
CTTTTAAACTTGAACTATTCCTTCCAGAAGAATACCCAATGGCAGCCCCTAAAGTACGTTTCA 
TGACCAAAATTTATCATCCTAATGTAGACAAGTTGGGAAGAATATGTTTAGATATTTTGAAAGA 
TAAGTGGTCCCCAGCACTGCAGATCCGCACAGTTCTGCTATCGATCCAGGCCTTGTTAAGTG 
CTCCCAATCCAGATGATCCA7TAGCAAATGATGTAGGGGAGCAGTGGAAGACCAACGAAGC 
CCAAGCCATAGAAACAGCTAGAGCATGGACTAGGCTATATGCCATGAATAATATTTAAATTGA 
TACGATCATCAAGTGTGCATCACTTCTCCTGtTCTGCCAAGACTTCCTCCTCTTTGT^ 
TTAATGGACACAGTGTTAGAAACATTACAGAATAAAAAAGGGCAGACATCyrTCAGTCCTT^ . 
TGATTAAAtGCACATTAGCAAATCTATGTCTTGTCCTGAttCACTGtCATAAAG 
AGGCTAGAAGTATCATCTGGATTGTTGTGAAACGTTTAAAAGCAGTGGCCCCTCCCTGCTTT 
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TATTCATTTCCCCCATCCTGGTTTA AGTA TAAAGCACTGTGAATGAAGGTAGTTGTCAGGTTA 
GGTGGAGGGGTGTGGGTG 1 1 I I I AT TTTATT TTATTTTATTTTA M il l GAGGGGGGAGGTAG 
TTTAArrTTATGGGCTCGTTTCCCCCTTTTTTGGTGATCTAATTGCATTGGT^ 
ACCAGGTCTTTAGAATATGCTCTAGCCAAGTCTAACTTTATTTAGACGCTGTAGATGGACAAG 
CTTGATTGTTGGAACGAAAATGGGAAGATTAAACAAACATCACAGCCCTCACTAATAACATTG 
CTGTCAAGTGTAGATTCGCCGCTTCAAAAAAAGCTTGTGACCATTTTGTATGGCTTGTCTGGA 
AACTTCTGTAAATCTTATGTTTTAGTAAAATA I I I I M GTTATTCTACTTTGCCTTTGTACAGTT 
TATTTTACTGTGTrTATTTCATTTTCCCAATTTGACAATCGTATTTT/^ 

ACATTCTTTCTTGGTCTTCACCATCTGACAAATTGAATGGCAAGAGGTGGATrTTGCCAGTTT 
CTTTTCACTGATGCAGATTTGTGTTAAG ATAGTAC TGAATGGAGTATTTATAAACTGGCCCTG 
AGCATGCATAAAGCATCAGTATCTGACC I I I I M I AACCTTCTAGGAATTTGAAATAAATGTGT 

TTGTGTTGTCTGATTAGATGATCATTGGTGTCTTGCCACAATGTTTAAAAATTACTGTACAGG 

AAAGTCACAGCAAAGATAGCAGTTGTGACTGACATGTAGGACTTTCACAGTTGTGCCACATT 

TTTGCCTAAAATTTGGGTTATGACA I I I I I CTTGGTTC7TATCTGAAAATTTCATCTGTAACCTT 

TCATGTGTGTTTAGAAACATGGATCTGATCATTTGGGATTATGCTGAGGATTTGTGAGTCTTC 

CTTATTATGCTGATTTAGGGAATTTCAATATTATACTGGGTGGTTATCAGAAACGGGTTCCTT 

GGAGAATAGTTCCACGTAAATTTGGTAAACCCAGGATTGTGGGGAGGCGAANNN 

>1256 

NAGGAGACTGAGTTTATTCAACAAGTATTTACTGAGCCCTTACTATGTTCCCGGCAC 
TATTTTAGGTGGTGAGAGTATGTTGCATTGGTTAAAAATATACAAAATTCCTGTCTTCATTGTG 
CTTACACTCCAGAGAAAGGATACAAGACAATAAACATAATAAGTGAGTAAATTACATAGTAAT 
TTAGAAGGTGATAACTATTAGCGTAGAACAAAATAGAGCAGTGGTTGAGAATTAATGGTGACA 
TGTGTTATCTGGAAATTTTGGAAAACCAGAAGAGGAAAAAGTAAACTTCTATGTTGGAAGACT 
ATATATATATATATGGGTACAT AACAAA GGAAAATATTTCTGGCTCTTTAATGTTCATGGGATT 
TTCAAGCAAGAAATTAAAGGGATTTTTAAAACATGAAAGTAATACTGAAAACTAGGAAAAGTA 
GCTTTTGCAAAATACGTGCTCAATACCAAGTTATTGAGGCAGTGCGATCTGTGGTTACTGCA 
GGAGTAGAAGCTTCCACAGTTCTAGCAAATTCCATGATTCTGGTCATACTGCCAACCACAGT 
GGATGTAGAGAGCCAAGTGAGCTGAAGAAAGAGTGGTAGGGACAGACGAGAACTCAAATAG 
CTTTGAGAI I I I I I I ATTTCCACTTCC I Mil I AAAATACATCACCCTGC I I I I I I IGTGTTAAA 
GGGTGAGGTCATTAAAAAGGAAAAGTAAAAAAAAAAAAAAAAACAGGGGAACACCCAGGTAC 
CCAACTCCACCTCCCCTTTAAAANNNNNNNN 
>1257 

NNTTTCAAACCTCAG TTTGA AAATGAGAGGAAAACAAAATAAAATGATTTACATAATC 
AAAGGATTAACTGATACAGACTTTTATTCTAAATGCTCACAAGCACAGAAACCAACAAGAAAT 
CAGATCTTGAACGAAnTATAATGATTCTTCCAGGAAGCACCGCGGCAGCCACATAAGGCGC 
TGTTCACACCTGGCTGCGTCTGCCAAGTTAGTCCTCAAAGAGAAAACAAGGAGGAAAAAGAC 
AAAAAAAAAAACAAACCAGCAAAGGGAGTGTGCTTAAAAGACAGATCAN 
>1258 
>1259 

AAACGCGAGGTCTCGCTAAAATCATCATGGATTCACTTGGCGCCGTCAGCACTCGA 
CTTGGGTTTGATCI I I IGAAAGAGCTGAAGAAAAGAAATGATGGGAACATCTTGTnTCCCGT 
GTGGGGATATTGACTGCAATTGGCATGGTCGTCCTGGGGACCCGAGGAGCCAGCGCTTGCC 
AGTTGGAGGAGGTTGGGCGCAGTCAGGGGGGTTCCITGTTTCCTATGCACAAATTCATTTG 
GCGGGGGGGTTGTCAGCCCTCTTGCATTATCTTAAAAATACGCTCTTCTTGACCTGTGGACC 
ACGAAACAGAGACTTTCAAGACAAGGAGCAATTTCAGGTGTTTCAGTCTGAAAAAGAGACGA 
AGAGCTCAAGAATAAAGGGTGACGAAAAAGAGGTGGTAATAATAAAGGCTGAAGGAAAAGA 
GATTGAGAACACAGAAGCAGTACATCAACAATTCCAAAAGTTTTTGACTGAAATAAGCATACT 
CACTAATGATTATGAAGTGAACATAACCAACAGGGTGTTTGGAGAAAAAACATACCTCTTCCT 
TGAAGTAAGTTTGCCATGGGTAGGATATCTGTGAGTGGTATTCTGGAATGGCGAAATGGCCC 
TGGTAGGACTATGGGTCCTGAAGTCGTGCTGCCTGGGTCTGGCCACATCCCTGTGGTGCTT 
TTCCATCCTGATCTACAGATATtCAGAACTGCAGGGAGTTC C I I I I A GTCCTGGCAATCTGAA 
GCTGATTTTTGCCTCATCCCCAGAATAGCTGCATAAAAATGTGCAGCANN 
>1260 

ACTGGTGGGATTGTTAGACCATCCCAAAAAGGAAGTGCACCTTGGAGTCTGTGGAG 
CTGTCAAGAATATCrCTTTTGGACQTGACCAGGATAACAAGATTGCCGTAAAAAACtGTGATG 
GTGTGCCTGCCCTTGTGCGATTGCTTCGAAAGGCTCGTGATATGGACCTTACTGAAGTTATT 
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ACCGGTGAGTTCTAGGCCTA AGGAA A ATTG CTAAGTCAGTGTTACTCTCTAGTGATGTTGAG 
AACTAGAGGGATTTCCAGACGTTTTACTTTTGATGAAAGGTTGTGAACTGGTGGCTGTGGGT 
CAAATCCATCTCACAGATTTGTTTGGATGAGACAGGN 

>1261 
>1262 

ACAGTCCATCAAGCCTGGTTCCTAGGATGCTGGACTTCTAGCTTAGTGAGAATGCAG 
TATACTTTTTGAAAACTTCGTGCAGGAAT CCGT GAAATGCTGTAACTAGGA ATGGGTCAGT GA 
AGTTCAAACGACTTTTCCTTGAGGGAGTATTTTAATCGGACAAGGGAACTCI I I I ICTTTTGG 
GCATTGGCCAAGAGGACTGAGAAGCCAGAGAGCTTGCACCTGAGCCATCTCAGCCGTGAGA 
GTAACAGTCCTAGGAAAATAGATGGGGGCTGGGGGTAAGGA AATGT GCTGAAGACAGAGCT 
ATTCTGGATGGATTTTGGTTTGCAAAAATTCTACTTTAAAACAATTTTGCCTGTAGCAAGTACA 
M I I N I GCAATTGGAGTGTAAACATTCTGTGTGGCAACAGTTAAAAGCTGTTATAACAATTTG 
CTTGGGTGTGTGTGCATGTGTGTGTGTGTGTGTGTGTGTATACANNNNNNN 

>1263 
>1264 
>1265 

NNNNNNNNNNNNNGCGGGTCCCGGTCCGGAATTCCCGGGTCGACCCACGCGTCCG 
GCCGCTACAATGAGAGCGACAAGCAGATGAAGAAATTCAAAGGATTGAAGAGGTTTTCACTC 
TCTGCTAAAGTGGTAGATGATGAAATTTACTACTTCAGAAAACCAATTGTTCCTCAGAAGGAG 
CCATCACCTTTGCTGGAAAAGAAGATCCAGTTGCTAGAAGCTAAATTTGCCGAGTTAGAAGG 
TGGAGATGATGATATTGAAGAGATGGGAGAAGAAGATAGTGAGGTCATTGAACCTCGTTCTC 
TACCTCAGCTTCAGACCCCCCTGGGCAGTGAGCTGGACCTCATGCCCTACACACCCCCACA 
GTCTACCCCAAAGTCTGCCAAAGGCAGTGCAAAGAAGGAAGGCTCCAAACGGAAAATCAAC 
ATGAGTGGCTACATCCTGTTCAGCAGTGAGATGAGGGCTGTGATTAAGGCCCAACACCCAG 
ACTACTGTTTCGGGGAGCTCAGCCGCCTGGTGGGGAGAGAATGGAGAAATGTTGAGACAGC 
CAAGAAAGCAGAATATGAAGGCATGATGGGTGGCTATCCGCCAGGCCTTCGACCTTTGCAG 
GGCCCAGTTGATGGGCTTGTTAGCATGGGCAGCATGCAGCCACTTCACCCTGGGGGGCCT 
CCACCCCACCATCTTCCGCCAGGTGTGCCTGGCCTCCCGGGCATCCCACCACCGGGTGTG 
ATGAACCAAGGAGTGGCCCCTATGGTAGGGACTCCAGCACCAGGTGGAAGTCCATATGGAC 
AACAGGTGGGAGTTTTGGGGCCTCCAGGGCAGCAGGCACCACCTCCATATCCCGGCCCAC 
ATCCAGCTGGACCCCCTGTCATACAGCAGCCAACAACACCCATGTTTGTAGCTCCCCCACCA 
AAGACCCAGCGGCTTCTTCACTCAGAGGCCTACCTGAAATACATTGAAGGACTCAGTGCGG 
AGTCCAACAGCATTAGCAAGTGGGATCAGACACTGGCAGCTCGAAGAGGGGAGGTCCATTT 
GTCGAAAGAACAGGAGAGCCGCCTACCCTCTCACTGGCTGAAAAGCAAAGGGGCCCACAC 
CACCATGGCAGATGCCCTCTGGCGCCTTCGAGATTTGATGCTCCGGGACACCCTCAACATT 
CGCCAAGCATACAACCTAGAAAATGTTTAATCACATCATTACGTTTCTTTTATATAGAAGCATA 
AAGAGTTGTGGATCAGTAGCCATTTTAGTTACTGG GGGTG GGGGGAAGGAA CAAA GGAGGA 
TAATlTTTATTGCATTTTACTGTACATCACAAGGGCATTTTTATATACGGAC^ 
GTATTTCAATTTGTTTGTTATATTAAGTTGACTTTATCAAATACACAAAGATT T^^ 
TTTGCTTCGTTTAAAACCAGTTrCATAATTGG TTGTA TATGTAGAGTTGGA GTTT^ 
CTTGTTGCCATGGAACTGAAACCATTAGAGGTTTTTGTCTTGGOTTGGGGTTT^ I iCI I 
GGmTGGG I Ml I I I A TATATATATATAAAAGAACAAAATGAAAAAAAACACACACACACAAG 
AGTTTACAGATTAGTTTAAATTGATAATGAAATGTGAAGTTTGTCCTAGTTTAGATCTTAGAGA 
GGGGAGTATACTTGTGTTTGTTTCATGTGCCTGAATATCTTAA GCCAC TTTGTGGAAAAGCTG 
TTTCTTACAGATGAAGTGCTTTCTTTGAAAGGTGGTTATTTAGGTTTTAGATGTTT^^ 
CAGCACATTTGCTCTATTAACTCAGAGGCTCACTACAGAAATATGTAA TCAGT GCTGTGCATC 
TGTCTGCAGCTAATGTACCTCCTGGACACCAGGAGGGG AAAA AGCACTTTTTCAATTGTGCT 
GAGTTAGACATCTGTGAGTTAGACTATGGTGTCAGTGATTTTTGCAGAAGACGTGCACAACC 
CTGAGGTATGTTTAATCTAGGCAGGTACGTTrAAGGATATrrTGATCTATTTATAATGAATTCA 
CAATTTATGCCTATAAATTTCAGATGATTTAAAATTTTAAACCTG TTACAT TGAAAAACATTG^ 
G7TCGTCTTGAAGAAAGCATTAAGGTATGCATGGAGGTGATTTATTTTTAAACATAACACGTA 
ACCTAACATGGGTAAGAGAGTATGGAACTAGATATGAGCTGTATAAGAAGCATAATTGTGAA 
CAAGTAGATTGATTeCCTTiCATATACAAGTATGTTTTAGTATTCarrAT^ 
GT A i I H I I CI 1 1 lA AGTTTCAATGTTGTTATAATTCtCAAGCAQAAATTTAATACTTTCrAAAA 
TATTTTTTAAATTTAGCTTGTGCTTrrGAAtTACAGGAGAAGGGMTCATAAT^ 
CTTACTAGAAAGACCATTACAGATCCCAAACACTTGGGTTTGGTGACCCTGTCTTTCTTATAT 
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GACCCTACAATAAACATTTGAAGGCAGCATAGGATGGCAGACAGTAGGAACATTGTTTCACT 

TGGCGGCATGTTTTTGAAACCTGCTTTATAGTAAGTGGGTGAT TGCCAT T GTGG TAGAGCTT 

CGACTGCTGTTTATAATCTGAGAGAGTTAATCTCAGAGGATGCTTTTTTGCTTTTAATCTGGTA 

TGAATCAGTACCCAGATGTTTAATTAGTGTACTTATTAAATCATGAGGGCAAAAGAGTGTAGA 

ATGGAAAAAAGTCTGTTGTATGTAGATACTTTAA ATATG GGAGGCCCTTTAACTTAATTGCGTT 

TAGTCAACCACTGGATTTGAATITGCATCAAGTATTTTAAATAATATTGAATTTAAAAAAATGT 

ATTGCAGTAGTGTGTCAGTACCTTATTGTTAAAGTGAGTCAGATA AATCT TCAATTCCTGGCT 

ATTTGGGCAATTGAATCATGATGGACTGTATAATGCAATCAGATTATTTTGTTTCTAGACATCG 

TTGAATTACACCAAAGAACATGAAATTTAGTTGTGGTTAAATTATTTATTTATTTC 

TTTTATTTGGGTTAAGGTGTGGATGAGACTTCTTTGGGGAGCCTCTAAAAAAAl I I l I CAGTG 

GGGGGGAGGTGGGTGATTAGAAGCGAGAGCTGTGGTCCAGGCTCCTTCCCAGTGCCTAGAG 

GTGGTATAGGAAAGATAGATGGAGGGAGGGGCTTGGGTAAAGGAGTGGAGGACCGGCCGAG 

GGGATGAGTAGAGAGGGGGTAATTAAG M I M I I I AAAAAGCGTGTGTATTTATTTTAGAATGA 

TGTTTTTGTGTATATTAAGTTGGGGGATATGGTTAATATTTAGGATATAAGATTTG AGGTGAG G 

GATGTTGAAAAAAG AAAAAAAAATTG AGTGAAG AAAGTAGAAGTAAAGTATAGACCpTTrrr G 

ATAAGTTTTAGGAAGTGTAGTAATGTGGGTTAGAAAGTATAATGGCCTAAATGTTTTGAAAAT 

GTAAGTTCGTGTGGAGAAGAATTGTTTATATTGGAAAGGGGGGGAGTGA GGGG AAGCTGTA 

GGTTTAAAAGAGTATGTTTGTGAGCGAACTGATTTAAAAGGCGTTTAACTGTTTTGGITGTT^ 

M I I I I I I I I AAGGGACTGTCGCGTTGGTATGAGGAAGAA TTGA GAGGGGCAGGTATTTCTGT 

AAAATCGCCAAATTGGTGTTGATGATTTTGAGCTTGAATGTTTTGATAGGTGATTAAAACTTGG 

TTTATTGTAATTTGTGTATGATATCATGTGAGGTTTAGGTGGTAACTAGTGTTATAAGATGTAT 

GTAT G I 1 I I i I I I GTTGTTGATGTAAAGGTTTTTAATGGAAATAAATAGAGAGTTTGGAAAGTG 

ATTTGGATTAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAG 

GGCGGGCGCTTCTAGAGGATCGGAGATTAG 

>1266 
>1267 
>1268 
>1269 
>1270 

>1271 

NATGCCGGTTCGTTGTGTGGAAATTATGAAAGTGATTGTTAAGGAGGTAGAATTTTAG 

TCAAGGGATGTTGATAGTGTTTAAGTTCAGTGGGAGGGGTACCAGTTATCTGTGTGGGAGGA 

GGAGAGTTGGTGTAATGAGAGGTTTTTAAGACGTGCTTTGTTCTGGGATGAATCAGAGGGAA 

TGAGTGGGTTGGAGCTGAGGATATTAAAGTGAGTGGTGTGAAATATTCGCAGGATGAAATCG 

ACAATGGGATGTGTAGGATCTGGTCCTACAGGGATTAAAGGGCTGAGATTTAGATATGATTGT 

AGTTTTGTGTCAAATGCATAGTTTAAGAGGTTATGGGGTGGGTGCGGTGGGTGACACGTGTA 

ATGCGAGGAGTTGGGGAAGCCAAGGTGGGCAGATAAGTAGAGGCCAGGAGTTCGAGACCA 

GCCTAGAGAAANNNNNNNN 
>1272 

AOGGGGGGGGTCGGGCTGAGACACGGGQAGCAATGGCGACCTTTGTGAGGGAGG 
TGGAGGCGGCCAAGAAGAACTTAAGCGAGGCCCTGGGGGACAACGTGAAACAATACTGGG 
CrrAACCTAAAGCTGTGGTTGAAGCAGAAGATCAGCAAAGAGGAQTTTGACCTTGAAGCTCAT 
AGACTTCTCACACAGGATAATGTCCATTCTCACAATGATTTCCTCCTGGCCATTCTCACGCGT 
TGTCAGATTTTGGTTTCTACACCAGATGGTGCTGGATCTTTGCCnrTGGCCAGGGGGTTCCGC 
AGCAAAACCTGGAAAACCCAAGGGAAAGAAAAAGCTTTCTTCTGTTGGTCAGAAATTTGATC 
ATAGATTCCAGCCTCAAAATCCTCTCTCAGGAGCCCAGCAATTTGTGGCAAAGGATCCCCAA 
GATGATGACGACTTGAAACTTTGTTCCCACACAATGATGCTTCCCACTCGAGGCCAGCTTGA 
AGGGAGAATGATAGTGACTGCTTATGAGCATGGGCTGGACAATGTCACCGAGGAGGCTGTT 
TCAGCTGTTGTCTATGCTGTGGAGAATCACCTTAAAGATATACTGACGTCAGTTGTGTCAAGA 
AGGAAAGCTTATCGGTTACGAGATGGTCATTTTAAATATGCCTTTGGCAGTAACGTGACCCC 
GCAGCCATACCTGAAGAATAGTGTAGTAGCTTACAACAACTTAATAGAAAGCCCTCCAGCTT 
TTACTGCTCCCTGTGCTGGTCAGAATCCAGCTTCTCACCCACCCCCTGATGATGCTGAGCAG 
GAGGCTGCACTCCTGCTGGCATGCTCCGGAGACACTCTACCTGCATCTTTGCCTCCGGTGA 

ACATGtACGATCTTTTTGAAGCTtTGCAGGTGCACAGGGAAGTCATCCiDTACAC^^^ 

TATGCrrCTTAACATTGAAAGGATCATCA<X3AAACTCTGGCATCCAAATC 

GCAAGACAAAGTTCACCGCCAGCGCTTGGCAGCCAAGGAGGGGCTTTTGCTGTGCTAAATT 
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AGGATTTGAGGGTGTGGGACCCTCACCGAATTCATTGATTACTGAAAATTGAATGTTTTTTGG 

GTCCACATTTGAAGGCTGAAGTGTATAGTGTATATATAACCTTTGGTATGGAAATGTGACATT 

GAGTACATTTTGTGTTGCTGTTGTGAAGGCATTAATATAAATCTTTGGTAATGACCCATATCTC 

TATATGTATGTGTTCCCAGTTGTGGGAGCAGGCACTAATGAAATCGTGTGGCTGGAATGGAG 

ATATTTAGGTACCTGAGGCTTAGTGTCCTGTGGTCTGCATGTAAGATAGATGACATCCTAGA 

ACAAAGAAGCTGTTTTAACTTAATCGCCGTGATCAGCAGGATATCTGTGTGTTGAGTGACATC 

ATACATTCTGTATCTAGAAGTCTAAAATTTCTGCCTTTCTCCTAAAGAATGTGTTCTTGCATTT 

TGGTTGAAATAACCTACACAGTGTTAAAAATCAGATACCTCCTTTAGTGACCAGTTCAAATTTT 

AATAGCGATAGGTAGCCCCTGAGAAATTTATCACTATAACTCCACAGGAAATATGACTTGGAA 

GTGCTCTGTGTACTAAACAAAATAAAGCCCCTCTTTGCATTTAAA ACCA AAGTCAAAACAAAA 

CTCTTGTAATGCAATTAATTAACTTTATGTCTTCCCATGACTCAAGTTTTGTTAAATATGCCCA 

AAAACTTTGATTGGCAGTTTCTTCGGTTAATTATTCCTATAGAATGTATTTTAAGAAATCTAT^ 

CAAATTGGATATATGCTTGGTAATTCTCCAGTTTCTAGGAGGTACCTATTTCTACCGTTTCAA 

GTGATGAAGTGAAAATAATTTACATTCGATAGTGTTACTGATAACAAACCTACTTAAGAGATAT 

GTTGC Mill ACTTAAGGGATAGTGTTGATAGATAAATTAGAATGTATAGATAGGTTTGTGAAA 

GTCTAAATAATGGCTGTATAGATATGTATATATGGTTCACATATCTGGATCTGTGTATTTGATT 

TTGTACTTTAAATGTGACAAATAAACCTTTTGGGAGAAAAAAAAAAAAAAANNNNNNNNNNNN 

NNNNNNNNNNNNNNNNN 

>1273 

>1274 

>1275 

>1276 

NNNNNNGCTAGGAGGGGTGTCGTGTGCATGCGCGTTGAAGAGGATCTGTATTGCC 
GTGACCTCTGTTCATGGATGAGTGCATTGTAATTTGTTCTCAGGCTGTGCTGTGAGGGCCGC 
CTTAACCCTTGCTCCCTTCCCTTGTAGAGGTGCCTTAAGTTGTCCAGAACTTTTCTTCTGTAA 
AGGATATCTTGCCTGGAAGGGATATCTTGCCCTGTTTCTCAAGGTTTTGTGAGAGTTTTGACT 
GGATGTGGCCCTGCATGACCCTCCTTCTCCTGTACTTCCTCTTTCCTTTCCAAATGGGAATTA 
GAACTGTGGGGCAGCAACAGTCTCAGAGCCAGTGAGAGGCCAGCTTAGAGAATGCTTCTGA 
GTTAGTGGGACTCTGTGTCACAAGTAAGCAAATGAATATATGAAAGAAATTATGGAGATAAGT 
TAGATTCTTGGTAATACTTAAATGTCTTGCTTTCTACTAACCTTTTGTTACTAAAGGTAAAGGG 
TATAACTCAAAC I I I I I GTGGACATTCTTTTCAAAATTTTTTAAGAACCCTGTACTATAAAAGG 
TTGAGTAAAAACAGGAAAGCGTGCTATAAGTTCAAATCTGTTGTATTACGCTAAATTAGATAA 
ACCAACCTGAATTATAGTAGATTTCTCAATAGATGAGGAACTGAAAAATACTATGTAAAATATC 
TTCCAAAATGG II I I I ATAC N M I I I ATTTGTAATTTGGTCTATCTAAAATGTTCGTTAGCTTA 
ACTTAATGGGCGTTATTGGATTCATATGACTAACGTTTCCTCAGTATTGTAATGCTTGAAATAT 
TTGAAAGAAAAAATGTTGTTTrrrAGTTGAAACTGGTATATATAATTCAGTGCTTGGCAGGTTA 
GTAT A I I II I A TGC A I I I II C AGAGTCAGCAGTTTCAAATCTTATTGTTATCATGTTATAAAATT 
TTAGCCCACATTTCAGGCTGCGTAAATGATTTGAGCGATTATTTTTTCCCAAC AAATG G 
M M I I CM lA AATGTGGATATATATGTTGTAATTTATGATTCCTGGTTATGT AI I 1 1 IG TGGGA 
TCCTGCAGTAAAATTGAGI MM IGTGTCTTTGGGAGATTTAAATTGCGCTAACAGTGTTGCG 
CAAAAATGAGTTCATGCCATTTAACATATTGTATTTTAATTATTAAGTGTATTAAT^ 
AATGGACATC CI I I lA ACTAAAATGGAATTGAACATTGCCAGTrrCAAATATTTTTCCTTGTTG 
GGTCN 
>1277 
>1278 

ACTAAAACTAAAACTGAGCAGT7TAAAACATTCATTTAAAGGGATATCTAATGTGTTTA 
TTATTAACATAAATAATGTTTTATGAAAAATGTAACCTTAGTTTTCCAAAACAAAAATGTT^ 
GCAAGAGTAACATTATTTTAGATTATTGCATCTCAGTGAAAAATAAATGGCAACAAAATTCTTA 
TATCTGCTTCTGCAGTTAATTCTGTTCATTTTGTTTTGGTTGAAATATATGAAGGAAATCTGTC 
CTCACACAGTTGTGTAGTGGAAAAAGGGGGACTATTGTAACAGGCTGTGCACATAATTGTGG 
ATG AI M Id I i GATACAACAACAAAACTTN 
>1279 

NNCTCTAGAGGCAGAACtTGCTGAATTTGAAGACTATTAATGATGCAGCTCTCAC^ 
GTACAAGTGAAAAACGTCTCAGCCCTACACAGCATGTTTAAGAAAGCTTTAATTTr 
CAGAGCAATATTCACATGACATCTTTCGGATClXSGAATCTTAATTACCAT^^ 
TACCTGAACTAAAAATAAGTGGTCTCTATCACGTTGAAATTACTTTAATATTTTCATTTATGTTT 
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ATACTATTTATTTAAATGCGGAGAACATGGCTAACCATTCAGGACCATTTAATTATCAAATTAT 

TAATGATTCTTCCATAATAAAGAAGCAAAGTGTCATAGTTGTTGACTTATATTTCATTCCATGG 

AATTCAAATTTAATTAATTGATAAATCACATTGTACTTTATAAGAGTTTATTCCTTAAGTGTT^ 

AATTTACACTTTTTTCTCCTGTGACAGCATCTATTCGCAAGGCAATCAACATTTTAATGGAACG 

AACTGAGGTTTGCAATTGCTAATGTTATTCTCCCATCCCAGTTTGTACTTGTTTCTTGTAAAAA 

AGGAGGTTTCTAAATCTTGACTGTTGATTGACAATTAATGGGCTAAATTTCCCATTAGCAAAC 

ACTTTTCACATATACACTAATATTAGTATCTAAATTATATTAAAATCTAATTTGGTAGCAATTGA 

GTTGAAATTTGTGATACTTGAACTTGTGCTAGGTTGTAGTTTTGCTTGTATCA CTCAT AGTTAC 

TAAAAATGCAAAAGGCAAATTTGAAATAAGTATAAAAATAAACATTTAATGAAGTTTTTAATATG 

GAATACTCAATTGTAAATAACGATTCTGTTTAGTGAATGAGATGTTTCATTAACTGTTAGCAGT 

TATTTCGAGTTATTTATATATGAGAGAATTTTGAAGTAAAGATCATCTAGCTGAATTTGGTTTAT 

ATTAAAGAAGAGGAGAAAATGTTAATAGTAAGTATGTGTGAGCGTGGAGGTGGGATGGAGGA 

TGTAGAGAGAGTCTCCTAGTTGATAGGAAGTGAGGAAAGGAGAATCAAGGAATAAAGAGACA 

TTTTGGGCCTGATGACATCATTTCAGCACGTGGATGGAGGGATGGGTAAAGATGTGAGTGCT 

AGACTTTTCACTTAGATGAGGGAAAAGGGTTGGTTTGCATCAATAAATGGGTCTGTGATGGAT 

TrrATAATGTAGAAGGAAGAATGTGAATATTTATTATTTTGCATTAAATATCAGTAAGTTTGATA 

TAAAAAGCTCAGTAAAATTCATTAATTTGAGAATGTGTGTATATGATAGTAAAGTTTTAAAGGT 

ACATAATTTTGAATATTTATAGGTTTTAGTGCAAAAATAAAAATGAGTTTATGCTT 

GTGTAAAATTAAACTGTGTAGAATTCTAGTTATTTGAAATATAAAATAAAATTATTGGTGATTTG 

ATGTANNNNNNNNN 

>1280 

NAAGGGAATTTAATAAGATTTGAGGATAGATATTAAACTTAGCATGGAGAGAGAAAGT 
TATTTCTTGGGGGAGTGGAGTAGTGAAAGAAGAGAATGAATATGAGTAGAAAGAGGAGAAAA 
AGTTACAAGAGGTAATAGTACTTGGTAGATTGGTGTAGGTTTAAGATTGAGGGAGGAGGACTA 
GAGCCAGGCTGAGATCTTCTGGGTCAGTTTGATCTAGGCGTTCTTCTTCTTCTTCTAGATCTG 
CACTTTAAATACTTCTGGTGTCTTTATGACTTAAACGCAAATAGCTTAGGCTTAGC Mill CTC 
TTAAGGGTTTAAGGAGTGAGAGCAGAGCCAAGTCCTGGAGACGCTGAACTTGCTGTCACAC 
GGGAAAATGAGATGTGGGGGGTAGGGGGCAGGGACGAGGCGGAAAAGGACTACTCGGATC 
ATTTTTAAGATGGGAGAGTAGCCACAGAGGAACAGAGTAGGAATCTAAACGAAGTAAAGCAG 
TACGGGGGTAGGTTTCCCTACACAGTGTTTTACTTAAGGGCACAGGAAAAGTTACAGAATGA 
CAAGAGAGGTGAGCAAGGAAATCTGCAGGGTGGCTGriTTGAACTCACTACTGGTTTATTTA 
GAGGAGGTCTAATCACTTGGACGAGGAGTATGGCGATCTAAATACTTACAACTTTGATGGTG 
CTAGAAATCTTAATCAGGCAAATGTTTTTCACACTTGTTCTTGTAACAACAGTTGACTTGCTTC 
TGGCAGAAAAGACAGGACTGTGGTGGTCAGCCTGACCTCGGGGTCAGAAGTCGAGGACTC 
AGAGGTGGAA 11 II I ATGGGCACCCACACGGTAGTCGATCCGCTCTCCTCTGGAAGACGGT 
GAGGTTTCGAGGACCTGAAAAI I N I II I AGGTGGCACCGCGGAACAAGGGGGCCGTGCNN 
>1281 
>1282 
>1283 
>1284 

AGGAGAAACATAATGAAGAATGTGTGAGTAAAAAGAATATTCAGGCAACCCTTCATC 
AAAAAGACCTAGATTGTCAACAGCTTCAGTCAAGATTGTCTGCATCTGAAACCTCACTGCATA 
GAATACATGTAGAAGTAAGTGAAAAAGGAGAAGCTACTGAAAAGCTCAAAGAAGAATTATCT 
GAGGTAGAGACCAAGTAGAAAGAAG ACGACTGTTTTCCACTTCCATTTAAACA II I I 1 AGCCA 
CTTCATTTCTATTTATTGAACAGGTCAAATTTGTCTTGTTATTTGTGAGT 
>1285 

NNNAGGCAAACCTCCCI I I I I I I I CTTCCTTTTGTGCTGATCTTCAACAATTTACTTAA 
CTCAGTTrCCTCACTTGTAAAATACAAATGATATGCCTATCTGCAGAGTCACTGGGAGAAATA 
AATGAAATGACTTAAAGTATATGTATGCTATCTGGCATGTAGTAGCAGTTTAATAAATTATAGT 
TTACATACACCAG AAGAGTACTTGCCTCGCTTTTCCTTGTATGGTAC Mill AATCTTATTATT 
AAACTAACCGCTGTGGTGGTGTGGCTACATTCTTTGAGTTTAGAAAACGAGATAAAGAATTG 
CTCATATCnTCCCAAATTGTGTAGTATAAAAAGAATGCrGTCGTGGTTGTTTTTTG 
GiSAAGTCCCTGCAGTAAGTAGGCAACATGCTACCCTTCTATTCAACACCAGCACTAGAAGAA 
GGCAAGTGGGAGCTTTGTCGACACATGATTCG AI MGI I A AAGTCATTGGCTCTGGAGAATC 
TGAGACACCTGCATCCACACCCACAGCTCAGGtTAGCTGCAAAAQTTACACATCfrOTCTAG 
GCCATAGACCCACGTAGCATCTTTCTCTAATGGT 
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>1286 
>1287 

GCGTCCGGCTTGAGCCCGGGAGGAGAAGGTTGCGGTGGGCCGAGATCGCCCCAC 
TGCCCTCGAGCCTGGGCGACAGTCTCAAAAAAAAAAAAAAAAAAAAGCATACATGTCTGAAG 
GTAAAGTATAAATCAGTGGGCTCAAGA TTTG CAGGTACAGCCTTGTTAATGCCTTCAATAATG 
CTTACGTTGGTTGTCTTATGGGTTATAATTTTCACATCCTCTTCAGATAGAATCTGAGAACTTG 
TTGACTACCTTTGTTACATGCAAAAATTTTCTATTTTAATATTGCATTATATTAATGGT^ 
GTACATTGCAGTTGTTTATCTGAATACAAGCGTTTTGCTTTTATTTGCAGTTTG^ 
ACAATAAAATACATAAGACATCGTTTCTATATGGTCATATACTATATAGAATAAAGAATTGTTA 
TGTAAATTATTAAATGAGTATACAGACCTTTACATAAAAACTAAGGTACCTCAGTGGAATCTG 
CTACAGTGCTTCCCCCTCCCTACCCCTCCATTTTGTTTATAACCTTTTAGCTATCTAAATAATA 
CGTGTTCCATAGTCAGGATAGCTGGTTAGCTAGCAAAAGAATTAACATCTGTGAAGCCATATT 
CATTATCTTCCTTGTCACCAAGGCTGTTGACCTTAAATAAACATTAAGTTGATTTTGCACAACA 
CTGTATTTGTGTGTGTGCATGTGCCTGTTTTTGTGTGTGTATGTTTGTGGGAAATAATTATGT 
TTGTTTCCGCATATATTCATTTTTAATGCATTCTGTAACTrrrCTCGAGTGGTGGTCATTG 
GTAGGGAAGATTTTATTTTTTAAGTTGTCGTTAAGGT^^ 

GAG 11 I I I i CCCAAATA CTTATG GGAGATAAGAGCA t I I I I GTAAATAATAAACTAGCACCGTT 

TGGGTAAATTTGCATTATTnTTGGACAG GTTCAT TGTCATGTAAAACAAATATCTCAAAAT^ 

ATTTTACATTTAGCAAAGGTGCAACATTTGTTTTTGGAGTTTGAGAGATATT^ 

CATCATTCAATAAATACTAAAATTGATAACCGCCAAAATAAAAATAAAAAAAATAAAATAAGNN 

NNNNNNNNN 

>1288 

NNGACGCC ATTCTCC TG GCTGA GCGTCCCGAGTAGCTGGCACTATAGCGCGCGCCA 
CCACGCCCAGCTAA I MM I GTATTTTTAGTAGAGATGGGGTTTCACCGTGGTCTCAATCTCC 
TGACCTAGTCATCCACCCGGCTCCGCCTCCCAAAGTGCTGGGATTAGAAGCGTGAGCCACT 
ACGCCCGGCCAGGTGAGACTATCTTTTAACCTGCTAATGAATTATAATTAGCATATAATGAGC 
AGTGAAGATGAGC AGGG GTCAGTTTCCTTGCCATCTTGGTTTTGGTAGGTTTrAGCCGCTTG 
TTTACCTCATGCTGTTTTATCAACAAGGTATGTGTGATCTGTACCTTGTGCAGACCGCCTACC . 
TCATCCTGTGACTTAGAATGCCTAACCTCCTGGGAATACAGACCAGTAGGTCTCAGCCTTAT 
TTTACCCAGCCCTTGCTACATTCAAGAAGGAATCACTCTGGTTCTAATGCCTGCGACAGAAT 
GGTCAGATTCTCAGACTCTAAAGGAAAGAAGACTATGTTCAGTGACAGCAAGAGTGTTGAAG 
AAAAATAAACTCGAATGGGCTTGAGGAGCTATTATCAATAAAAACAGTATAACTTATAATTATC 
TGTTGTGTTACAATGAAGTATATCATCACTGN 
>1289 
>1290 

NGGTTAAGCGTTGAAACGCGGTACTCAGTTGATACTCGAAGACGGGCGCCCAAAAG 
GGCTCTGTATTCCACAGGCATGAATTGCATCGGGGAGAAGGCTCGACGGGGTGGTACCATG 
GAGAGTGATGACCATATGGGTTGCATCCCTGCCCGTAATTGTAAAGGGGAAAGGCTTCTGCT 
TTATATTGGCATCATTGACATTCTACAGTCTTACAGGTTrGTTAAGAAGTTGGAGCAGTCTTG 
GAAAGCCCTGGTACATGACGGAGACACTGTCTCAGTGCATCGCCGAGGCTTCTACGCTGAA 
CGGTTCCAGCGCTTCATGTGCAACACAGTATTTAAGAAGATTCCCTGTAAGTGGTTTCTAGC 
AATTGACTGGCTACTCGTGCCCAGTGGCTCCCTTACCCCAAGAGAACAGAGGGCAGGACAG 
GTGTGGTAGGGAGCTGGCAATGCCAGAGGCGTGTGGTTCCACCTAGATCCCATGAGAGCCA 
n ICI IGTCCTTTGTGTTAGTGTGTCATAGTCATTTCCAAGTTGCTGTTTCCCCCTTGGCTCTT 
CCTGCATATGTCAATGAGGTGAGGACCATTTCTGGGGAATrGGGATTTGCAAAAAATAAATA 
AATAAATAATGTGTAGTTGTGGATGTAGGATCGATGCCGCAGAGATAGGCAGAGCCTATGT 
>1291 

NCCTTAAGCGTTGAAACCCGGTACTCAGTTGATACTCGAAGACGGGCCCCCAAAAG 
GGCTCTGTATTCCACAGCCATGAATTCCATCCGGGAGAAGGCTCGACGGGGTGGTACCATG 
GAGACTGATGACCATATGGGTTGCATCCCTGCCCGTAATTGTAAAGGGGAAAGGCTTGTGCT 
TTATATTGGCATCATTGACATTCTACAGTCTTACAGGTTTGTTAAGAAGTTGGAGCACTCTTG 
GAAAGCCCTGGTACATGACGGAGACACTGTCTCAGTGCATCGCCCAGGCTTCTACGCTGAA 
CGGTTCCAGCGCTTCATGTGCAACAGAGTATTTAAGAAGATTCCCTGTAAGTGGTTTCTACC 
AATTGACTGCCTACTCCTGGCGAGTGGCTCGGTTACCGCAAGAGAACAGAGGGCAGGACAC 
CTCTGGTAGiSGAGCTGCCAATGGCAGAGGCCTCTCCTTCCACCTACATCCGATGAGAGCCA 
I MCI IGTCCTTTGTGTTAGTCTGTCATAGTCATTTCCAAGTTGCTGTTTCCCCCTTGGCTCTT 
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CCTGCATATGTCAATGAGGTGAGGACCATTTCTGGGGAATTGGGATTTGCAAAAAATAAATA 

AATAAATAATGTGTAGTTGTGGATGTAGGATCCATGCCGGAGAGATAGGCAGAGCGTATGT 

>1292 

NNCGAGTCGGCCTTGTTGGCCTACTGGGCCATTTTGCTGCAGCCTGCGACCGAGTG 
GGAGTGGAGTGGAGCGGCTGTGGTTGCCGACTCTTTCCTCTTCCCGACGGTGCAGTGAGCG 
GGTTAATTAGGCCATCGGCCCTCGAGCCGAGACTTGTCTGTTATTTAGTTCTGGGGAGCGC 
CTCGTCGACATGAGTGATGTGGAGGAAAACAACTTCGAGGGCAGAGAGTCTCGGTCTCAGT 
CAAAATCTCCAACGGGAACTCCTGCTCGTGTAAAATCGGAGAGCAGGTCAGGATCTGGTAG 
TCCATCAAGGGTTTCCAAACACTCTGAATCCCATTCTCGATCAAGATCAAAATCCAGGTCGA 
GGTCAAGGAGACATTCTCATAGAGGTTACACTGGATCCAGATCCCACTCTCAGTGTCATAGG 
AGAGGATGTGGAAGTAGATGATATAGAGCAGAATAGCGGGGGGGAAGGAGGGGAAGGCATT 
CTGGAATGTGTAAGCGGAGAAGAGATAGTGGCAGGAGGGCAAATGGAGATCGCAACACTTG 
CCTTGGAGTGTTTGGGCTCAGTTTGTACACAACAGAGAGGGATCTTCGTGAAGTATTTTGTC 
GATATGGACGATTGAGTGGTGTCAATGTGGTTTATGATGAGCGAACTGGGCGATCTCGAGG 
ATTTGCTTTTGTGTATTTTGAGAGAATAGATGAGTGAAAGGAGGCTATGGAAAGGGCAAATG 
GAATGGAGGTGGATGGTAGAAGAATTCGGGTGGATTATTGTATAACCAAGAGAGCGCACAG 
ACCAACACCAGGCATGTACATGGGCAGACGAACTCATAGTGGTGGGGGTGGTGGAGGAGG 
GGGGGGCGGTGGAGGTGGAGGTGGTGGCAGACGTGGAGATTCTTAGTATGATAGAGGATA 
TGATCGTGGGTATGAGAGATATGAAGACTATGATTAGCGATAGAGAAGACGATGAGGTTCTC 
GTTATTATAGTCGATATAGATCACGATGAAGATCTGGTTGGTACAGCGCAAGACGGTATTGAT 
AACGG AATGGTTGGAATTAAGG AGA I I I I I I I IGGTGI I N I I I i I I I I I I I I I I I I AATTCTGA 
GATTTCCGGAAGCTGTGGATTGTTCCTAGTGGTTAAGAAAAAAACTTTGGTTTATTTAGCATCT 
ACAGTTTTGTCAGTTGTGTTGGTGTTTTCCAGGCATTTTA7TATACTGTTAAAAGATGTAA 
TTGTCATTTTGAACAGTTAAAGATGTTGAGTATAAAAAGAAGCGCAATGTTATGTTATGCTTTG 
TAAA I I I I I I M I M GCTTTTACCTAGATAAACTTCTAGCTAATCAAATAAGGAAAGAAACTGTC 
mi l A AAGCTTCTTTTGTGTTAGATACTGTATTAGAGATCTGCATTTATCATGAGTTC C I I M I 
1 1 I 1 1 lA ACTTT AI I I I I GGGAAAGTAACACATGAAGTAGTTCAGTGATGTCAGGTTTGTGTGG 
GGTGGAATGGAACAGTCAGGTAGTTGAAAG I I 1 1 M 1 1 1 AGAGATGAAAAGCTTGTGAACTC 
CTGTAAAACATGCTGTATTTGAAATACATCTGTTAAAACTTAAAAACTAAAGTAAAAACTCTTT 
TATTCATACTACACTGTTCGTCGTTTACAACGTTGTGACTGGGCCCTGGGGTACCCAACTTC 
GCCTTGCAGACTTCCCNNNN 
>1293 

ACTACCTGTTTAAGGACATACCAGAAAAAAAGTATTGATTTTTATCCTATGCTAAACA 
GTGCTGTGATAACTTTTGTATCACTTGGAGAATGGTCCTGAAATTATGCAACACTACTAGATA 
ACCCCTGGATCAAAGAGGAAATCAAAAGGGAAATTTCACACTGTATTGTAAAGAGAGGAGAC 
TTTTATGCCAAAATACAGTAAGTCTTTTAGTCAGATAAAATTAATAATCTTAAATTCCATTCATG 
TTAAAGAAGAAAGACAATTAAGAAATCTGACACTAATCAGAAGAAATTAGAAAACGAATAAGT 
AAAAGAATCTGAAAAGGAGAAATAAAAGCCGGAATTTAATGAACCAAAAAATTGTACAAGGGA 
TAAACAAACCCAGATGGTGGTTGTTTTATTAATAAAAAGAAAACAAACAGTGAACAAGGTAAT 
TAATAAACGGTAATGGATTAAGTTAAAAATACTAGCGAAAATATACAAGATGAGAAATGAGAA 
AGGAGAAATAAAACACAAATACAGGATATACTACAAGAATAATAAGAGAATCTTATAT6GCTA 
TCTATGGCAAAGAGANAAGAAAAAATTAGAGTAAATTGATGTTTTCCTAGCAAAATTATCTCA 
AGANGTGGGANAAATTTGGATTAATTGATTGTTTTTGAAAGAGACTAAAAAGTTATTTAAAGG 
TTTCACCCTTGGAAAAGGACACCCNN 
>1294 
>1295 

NNGGCCACGGTGCTTCCGGGTTCTGGTGTAGGAGCGGCGTCTTCTCGCGCGGATG 
GTGAAGCTGAATTTGGTACGCTGGACCCTCGGACAGACAGCAAGAGAGAGACAAGCCCGA 
GGCCTGACTTCTAGCACTCCTGAGTTTGAGCCCTATGAGCAGTGGAACCTAGGGACCACCA 
AGGATCCAGATATAATTCTTTCCTCAGTAATAGAAAAAAGAATCTGGGATCTAAGAAGATACC 
TACTCATTTTCTAAGTGACTGGCCATGTCATTGTCCCACTTATACCGGGATGGGGAAGGCCG 
CATTGATGATGATGATGACGAGCGGGAGAACTTTGAGATCACTGACTGGGATCTCCAGAATG 
AGTTGAACCGCAACCGACAGCGCGACTGGCAGACCAAGGAAGAAGCCACCTAGGGGGTGT 
QGGCAGAGCQAGAGTCGGATGATGAGAGGCCGAGCTTTGGAGGGAAAGGGGCCGGTGAaf 
ACTCTGCGGCAjGITCAAGtTCATCAGCGGAGGGCTCAAGAAAGGGGCAGCGGAGGAGGCAG 
AGTTGGAAGATTCTGATGACGAAGAGAAACCTGTrAAGCAGGACGACTTTCCTAAGGATTTT 
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GGACCAAGGAAGCTAAAAACGGGTGGCAATTTTAAGCCCAGCCAGAAAGGTTTTGCAGGAG 

GAACCAAATCTTTCATGGACTTGGGGAGCTGGGAAAGACACACAAAAGGAATTGGACAGAA 

GCTTCTTCAGAAGATGGGCTACGTCGCTGGACGGGGCCTCGGGAAGAATGCACAAGGTATC 

ATTAACCCAATTGAAGCCAAGCAGAGAAAGGGAAAAGGTGGTGTGGGGGCTTATGGATCCG 

AGCGCACCACTGAGTCCATGCAAGAGTTCCCTGTGGTTGACTCAGAGGAAGAAGCTGAAGA 

GGAGTTTCAGAAGGAGCTGAGCCAGTGGAGGAAAGACCCAAGTGGAAGCAAGAAGAAGCG 

CAAATAGTCTTACAAGACCGTGGAAGAGTTGAAGGCGAAGGGCAGGATTAGCAAGAAGCTC 

ACTGCTCCCCAGAAGGAACTTTCTCAAGTCAAGGTCATAGACATGACAGGCCGGGAGCAGA 

AGGTCTACTACAGCTACAGTCAGATCAGCCACAAGCACAACGTTCCCGATGATGGGCTGCC 

GCTACAGTCCCAACAGCTGCCACAGTCTGGGAAAGAGGCCAAGGCCCCCGGCTTCGCGCT 

GCCCGAGCTGGAGCACAACCTGCAGCTGCTCATCGACCTCACGGAGCAGGAGATCATCCA 

GAATGACCGGCAGCTACAGTATGAGCGGGACATGGTGGTCAACCTCTTGCACGAGCTGGAG 

AAGATGACCGAGGTCCTGGAGCACGAGGAGCGGGTCATCTCGAACCTCAGCAAGGTCCTG 

GAGATGGTGGAGGAGTGCGAGCGGCGGATGCAGCCCGACTGCAGCAACCCCCTCACCCTG 

GACGAGTGTGCCCGCATCTTCGAAACCCTGCAGGACAAGTACTATGAGGAGTACAGGATGT 

CCGACCGTGTGGACCTTGCTGTGGCCATCGTCTATCCACTCATGAAGGAGTACTTCAAGGA 

GTGGGATCCCCTCAAAGACTGCACTTATGGCACCGAGATCATCTCTAAGTGGAAAAGCCTCG 

TAGAGAATGACCAGCTCTTGTCGCATGGCGGACAGGACCTCTCAGCAGATGCGTTTCACAG 

GTTGATATGGGAAGTCTGGATGCCTTTTGTTCGAAATATTGTCACCGAGTGGCAGCCAAGGA 

AGTGTGACGGG ATGGTGGAC I f I I I GGATAGTTGGGTGCACATTATTCCTGTGTGGATGTTA 

GATAACATACTGGACCAACTCATGTTGGCGAAGGTGCAAAAGGAGGTGGAAAACTGGAACGC 

GCTCACAGACACTGTTGCCATGCAGTGTTGGATCCACCCATGGCTGCCCGTTATGGAGGCAC 

GGCTGGAGCCACTGTATTCCCCCATCCGTAGTAAGCTGTGCAGCGGCCTGCAGAAGTGGGA 

CCCCAGCGACTCCTCTGCGAAGCTCATCGTCCAGCCGTGGAAGGATGTCTTCAGTGCTGGC 

TCCTGGGAAGCATTCATGGTCAAAAACATAGTGCCCAAGCTGGGGATGTGTCTTGGTGAGC 

TAGTCATTAACCCCCACCAGCAGCACATGGATGGATTCTATTGGGTGATTGACTGGGAAGGG 

ATGATCTGTGTCTCTAGCCTGGTGGGACTTCTTGAAAAGCACTTCTTCCCCAAGTGGGTTCA 

GGTGCTGTGGTCTTGGCTCAGTAACAGCCCAAATTATGAGGAGATCACCAAGTGGTACCTG 

GGTTGGAAGTCGATGTTCTCAGACCAAGTGCTGGCACATCCATCTGTeAAGGACAAATTTAA 

TGAGGCACTTGATATCATGAACCGGGCGGTGTCCTCCAACGTTGGTGCCTACATGCAGCCA 

GGAGCACGGGAGAACATTGCCTATCTCAGGCACACGGAGCGGAGGAAGGACTTCCAGTAC 

GAGGCCATGCAGGAGAGGCGGGAGGCTGAGAACATGGCTCAGAGGGGGATTGGCGTGGC 

CGCTAGCTCTGTGCCCATGAACTTTAAGGACCTCATTGAGACCAAGGGTGAGGAGCACAAC 

ATTGTCTTCATGCCCGTCATTGGGAAGCGACAGGAAGGGAAGCAGCTCTACACCTTTGGCC 

GCATTGTGATCTACATCGACCGGGGAGTGGTCTTTGTCCAGGGCGAGAAGACGTGGGTGCC 

CACCTCACTGCAGAGCCTGATCGACATGGCCAAGTGAACTGTGGCAGGTCCAGAACCAGTC 

AGAGACTTGCCCCTAAGAGGGATGTACTGTAAATAAACAGTATTTTTAGATCACCTTCAAAAG 

GGTAACTTCTTTACTCAGGAGCTACTCCACATCAGGCCAGGTCATGAGGGAAGGATGTAAAA 

CGGGACAATGCCACGTAGGGCAGGAATCTTTATACGAAGTCCTCATGTGGGGTATCGTCCT 

GAAAAGAGGACAGGCAAG7TGATGTTCTTTCCTGGCAAAGGAGTTCTCTGTAGTTCCTCGAT 

AGCAGCCTTCGCTTTAGTCTCTGQTGGCAGCTTCTACCTCAGCCAACACTGAGTACCTCACA 

ACGAGTTCAGTGAGTAGCAGAAGGATCTrCTCTCTTGTTCCTGATGATTTCAAGGTCCTCACA 

GTCCTGATAATCTGGTTCTTCCCGAAACTCCCAAATATGTATGGAGAGCTGTTCTAGCTTTTG 

CACAGGGAACCAGTGGACAGAGGTATCATTAAATATGTCCATGTATTGTGAAGTCTGAGGAA 

AGTCAAGCTCCTCCAGTCCTTTTAAAATCTGAGCAGAAAAATTCAAGTATAAAAACTTCAGAT 

AGTCACAGTAATCCCCACTCTTCTGGGATAAATTTCCACTTTACTTGTCATCCGCACTTTACTT 

TTTAAAAAAATAACAAATAGGGTATTTTGATTTAAATGCTTTTGCACAATGAATT^ 

CAAGGACAGTGGATATCATGGACTGTGATAGTAAGAATAAAGGAAATAAGGAAAAAACTAAG 

AGATGCATTAAAGAGTCATAGCTTTCTGGAACACAGACCCATGGAGAGAGCTGACAGTAGAC 

TAGGGCGACTrAGCCCATGAGTTTCCTCCTACGCCTGTAAAGATAGATAGAATTTTTCACAGT 

TTCACA CCGTTTTCCATCCCAGGCGCTTTATTCAGATAGATACCTTTGCAATGTAGGGATAAT 

TrmTQCAGAATGCTTGCCAACACCCTGNNNNNNNNNNNNNNNNNN 

>1296 ... 

>1297 

>1298 

>1299 
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>1300 
>1301 
>1302 

NNNGCCATCGCGATCCTGCAGTATCCAGCGTCCCTTGGACAGACTCTGCCACTGTT 
GCCACAGCCACTTCTGCCGTCCCCAACGCCACCTCCTCAGGGCCAGCAAGATGCAGTTTGA 
GATGCACGACAACGTGAAAGGCAAAGCTATGTCCTACCGTGTGACCAGTCAGCCGCAGTGC 
GCCACCAGCAGCTGGTACCAGACCGAGCTCAGTGACTGGCACACAGGTCTCACGGACTGCT 
GCAACGACATGCCTGTCTGTCTGTGCGGCACTTTTGCTCCTCTGTGCCTTGCCTGCCGCATC 
TCCGACGACTTTGGGGAGTGCTGCTGCGCGCCCT 
>1303 
>1304 
>1305 

AGGGAGTCGACGCACGCGTCCGCCCGAATCGCGGAGCGGCGGGTCCGGTCTCGA 
CAGGTCTTCTCTGTTGGTTGAAATGTCTATGATTTTATCTGCCTCAGTCATTCGTGTCAGAGA 
TGGACtGCCACTTTCTGCTTCTACTGATTATGAACAAAGCACAGGAATGCAGGAGTGCAGAA 
AGTATTTTAAAATGCTTTCGAGGAAACTTGCTCAACTTCCTGATAGATGTACACTGAAAACTG 
GACATTATAACATTAATTTTATTAGCTCTGTGGGAGTGAGCTACATGATGTTGTGCACTGAAA 
ATTACCCAAATGTTCTCGCCTTCTCTTTCCTGGATGAGCTTCAGAAGGAGTTCATTACTACTT 
ATAACATGATGAAGACAAATACTGCTGTCAGACCATACTGTTTCATTGAATTTGATAACTTCAT 
TCAGAGGACCAAGCAGCGATATAATAATCCCAGGTCTCTTTCAACAAAGATAAATCTTTCTGA 
CATGCAGACGGAAATCAAGGTGAGGCCTCCTTATCAAATTTCCATGTGCGAACTGGGGTCAG 
CCAATGGAGTCACATCAGCATTTTCTGTTGACTGTAAAGGTGCTGGTAAGATTT CTTCT GCTC 
ACCAGCGACTGGAACCAGCAAGTCTGTCAGGGATTGTAGGATTTATCCTTAGTCTTTTATGT 
GGAGCTCTGAATTTAATTCGAGGCTTTCATGCTATAGAAAGTCTCCTGCAGAGTGATGGTGA 
TGATTTTAATT ACATCATTGCA I I I I I CCTTGGAACAGCAGCCTGCCTTTACCAGTGTTATTTA 
CTTGTCTACTACACCGGCTGGCGGAATGTCAAATCTTTTTTGACTTTTGGCTTAATCTGTCTA 
TGGAACATGTATGTCTATGAAGTGCGCAACCTCTGGCAGCTTTTCTTTGATGTGACTGTGGG 
AGCATTTGTTACACTACAGATGTGGGTAAGGCAAGCCCAGGGCAAGGCTCCCGATTATGATG 
TCTGACACCATCCTTCAGATCTATTGCGTTGGCTTCAGGGGGATAAGGAGGGAACATATGAT 
AACTGCACTGTGATGAAGAAGCTGTTCCCCACAGAGGAGAAGCTCTGCTTTC7TTCTCTCCA 
ACTTTCC 1 i I I I 1 AAAATCAGCATG ATGTGCCTGTGAGCATGGAAGAGTCCTCTCAGAAGAAT 
GTTGGCCATGAGACTATCATTCAGAGGAGGAGGGGATTTCTCTGTTGAAGGCCATAACAGTG 
GAAGAACAGTCATATGCCATTGGAAGTCTTGGCCAGCAGTCCTGAATCCTTCCTGAAGAGTT 
CAGAAAATAGATGTGGTATTGCTCTGAGGACCAGGCAGGAGGAAGTCTACAACCTGAGTTTG 
CCTTTGTGAGGGATTAGTATAGACCAAATAAAAAGCTGCAGAAATTGGAAAGTTTATGTTTTA 
AATAAATGACTGTGATAAATTTCAGATTATTTGCAGATTTATGGTACTACGAG7TTATAAAGTC 
CAAGATGGTGTGAAATTGGTTC I I I I TACTTTTATAI I I I I GGTTGAATCTTAACTCTGG AAAT 
CACCTGATGTAGAAGAAGACTGTGATGAGGTCGTCTGTGGAACATCACAAGTATGGAAAATA 
CAGTAATGGATGTTTCCTTTCTAATCCACATTTATTG [ I I C i M I GAAATCACGTCTAAA AAAT 
ATGACTCAGACTATAGCCGTTGTTrCCCAAACTTGAGTCTCTTTAGTACTACTrGTATTATTT^ 
CTT AATATTTATCTTTTAAATTTTAAAG I Mill I AAAAAAATGAATCGTGCTCCAAGTGGAAAA 
CCAGTATCAGTTTGCCATAAATAAAAGGTAANNNNNNNNNNNNN 
>1306 
>1307 

ACTTCCATTTGAAAGCTTAAAAAAGTGAGTGTAACAACAAGCAGTCAGGAAACTTTAG 
AATTAAGACATTAATAGCTT A i H C I I M AAGTriTAAAATTATAGAAAAATAGTAAGTGGCATG 
GTATTGTTTGACTTAATTAGAATGTGAAAACTCTAGTGCTTTTGTAATGCTCCAAGAAGAAATC 
CAAATATTTGAAATAAGACATTATTATTGGTCATTTTAAGATAGTTCATG il I I I C i I AGATGCC 
nTGAGTAATGGACAGATGGGGCAGCCTCTCAGGCCTCAGGCAAATTATAGTCAAATACATC 
ACCCCCCTCAGGCATCTGTGGCAAGGCATCCCTCTAGAGAACAACTAATTGATTACTTGATG 
CTGAAAGTGGCCCACCAGCCTCCATATACACAGCCGCATTGTTCTCCTAGACAAGGCCATGA 
ACTGGCAAAACAAGAGATTCGAGTGAGGGTTGAAAAGGATCCAGAACTTGGATTTAGCATAT 
CAGGTGGTGTCGGGGGTAGAGGAAACCCATTCAGACCTGATGATGATGGTATATTTGTAACA 
AGGGTACAAGCTGAAGGACGAGCATGAAAATTACTGGAGCCAGGTGAtAAAATTATTCAAGC 
TAATGGCTACAIGtTTTATAAATATTGAACATGGACAAGCAGTGTCCTTGCTAAAAACt^ 
GAATACAGTTGAACTCATCATTGTACGAGAAGTTTCCTCATAAGCACTGTGGACAAAAAAAGC 
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GGGGAAGACAGCAAGATTTATGGGAAGATACTTACAGGGGAAATTAATATTTTGACTATTTTT 

ATTGCATCACGAAGGATATTCTTAGGTGAAATTGGCATTAATATATATTTATTGTGAGTGTGG 

GGTAGCAGTTGGGCACCACTGCGTTCATTCATGCTAAAGTGTGGATAATTATACCTGCCATT 

TCTTTGGGACGATGGATGCGGGACGACGGGTANN 

>1308 

>1309 

>1310 

>1311 

NNNNNNNNGCTACTGTGCATATGTTCCCAGCTCCCTTTTGACTGTTATCACAGTTGA 
CTATGGTGGTAGTTGTTGGCATTTCCTGAACATATCACACTGATTGTGGGGGCGGGGAGGG 
AGAATCAAAGTTGGAGAGGTCATGAGAAACCATGTACAAACTAAAATTATGGGAGAAGAAAC 
TATGAGTGAAACGATGAGAAAAACCTAATGGATGATGTAGAAGTGAGTGGTGTTAATAGCAG 
AGCACTGGAGGGAAGGGCCACAAAACTCTTCACCCCAAGGTCTAGAATCATTCTAGAATCAT 
CCTACAAGGCTAGTTTTCATGAGATTCAGCCCTATTTTATTTCTTG CTCTT GGAAT TATA TGAA 
ATTAGGAATTTCTGTGTGTTGCGAGCTGTAATAGAATACCCTGGAATTTTATTTACTT^ 
TTGTTTATTTATTTATGCTTATGTGCCATCTTCTCATGAAAAAGAGGCAGTATGTTAAAAGTTT 
GAGTTCAGATTTTCTGATGTAGATAAATAAGCTAAAGAAGGCAGGGTGAAGTGTGATATATG 
AGAATTTCCAGAGCAGGGTATTCGTAACTTGTAAGTATTTAGTCCAAGTTCCCTCTCCCAACA 
CATTTTACACTAGAATAAGATTGAAAGGCCAGATGTGGTGGCTCACGCCTGAAATCACTTTG 
GGAGGCGAAGGGAGTGGATTGCTTGAGGCCGGAGNNN 

>1312 

ctcaAGAtcgacTTTTAAATGGGTGTGATGTGTA I I M I I M AAGTAGCAGGTTrCATTTTA 
AAACAAAAAAGGTTAGTGAAGACTCTGTCTTTCAAAACATAAAAATCTGCGATAAAACCAATT 
ATTCCATACAGTGACTACGGTCAGTTCTGAGAAATGACACCCAGGTTGGCGATGTGTCTCAT 
GGTTGGCCTTCCATGGGGACAGTTCCAGGGGTGGTCCATCTGCCCCATGTGGGTGATCAGT 
TTCTTCATCTCGCTTGTGTTAAGAGCAGTCCCAATCATCAGCGACTTCCGGCAGGGTCTGGA 
GGCAAACATCTGCTTGACTCGGGAAGGCCGGCACATGACCCCAGGGCTGTCGCTCAGCAT 
GAAGATCAGTTCATCGACGTCCTGGGGTCCGAAGGTCCAGCTTTTACATTTTCATCGAtaacaa 
aatcgaagCCATTCTTTCTAAATATTTCCAGATTTTCTATCAGAACAGcttcaTTAACTGCTGTTAagtt 
gagagtctgaggtgctatgagcctCTGCCCCTGGAGCACGGTGTGCTGCTGCAGCATCTCGAAGTTATA 
CTTCTCGTCGGTGGCATGCTGGTCCACTATGAAGATATCCTCATTCAGTTTGGTTATTATAAA 
TCCCAGGTTAAACTGAGCAATGATTTCCATTTCTGCAAACATCGTTTTACTTATCTCTTTTCT^ 
AGTTCATCTTCGGCTGCTTGATTTTCTCCAGGACAAATCCTTGCCCTAAACTTCCTGTAATTC 
TGTTCCCCTTGAGTTTGCTGTGCTTCATGATGTAACTGCTTTATTCGTTTAGCTAAAGAACTCA 
GAAAAGTTCAGGGGGACAAGTTTCTTATTAATTrrCAGAGGTACATCAAGCTGAGAAGCTGAC 
ACGTTCTGAGTATTTAGTAActfflgacgaatgtcagaattggaaagaafflcmcfflcttaaaa caGT TtTGT^ 
ATGTGAgaTTAGttggctGAGgcaAaacCTGAAatttaCATccgGTATGTTGCTGGTTTGAaTggcAGTCC 
ACATGTGAAAAAGAGTCGTCAGTTTCAGGCGCTTTCTCCTQAGAGTCCACATGTTCCTGCGA 
GCCCCTGTCCCGTGGGGTGCTGGCCACACAGTGGCTGCTGGAGTGACTGCCCGTGTCTGG 
GATGCTGAAGCCCTCAGAATCCACGGAAGTGCTGCCATGCCCCGAGTCCTTCTCCACCTGC 
GCTCTGTGCGTAGGGTGACTGGGTCCCTGACTGGAAGTCACTGCCTCTTTC TGAG GTCTCA 
GGACGCCTTTQTCAGAGATGGCATGTGAAGTGCTAGAAGACGACATACCCGTTTTCTGTCCT 
AGAGGGCTCCTTCTTGGTTCTGGAGTCTTTGGGCTGTGAGGGrrGTTGTGTGTTGTGTGACG 
AAGAGAAAAGGGCTCTCGCAGTCTGGAAATGGAC ACGT CCG i I M MCI I CTCGAGTCCTTA 
ATGAAGGGGATTGATCCTGCTTTTCTACCATGGGCTTTTCCAAATCcgctgcatgcatttte 
taagcaaacgtggacggagaagagggtcagggactatcctgaaatggtgagaggacgtgcttatgtgaacagatacttcacaaa 
aggagatccac^tgctaanacacagatgaacacagncaatgttcaaaataaaactataatatgggccaggtgtggtggctta^ 
ttatcccagcactttaggaggccaaggcagggggatcacatgaggctaggagncaggactggtctggac^^ 
tctactaaaaataMaaaattagcx^gggtgtggtggcatatctgtcatcGCAGCTActcgagaGGCTgaggcAGGAGA^ 
GCTTgaacccaggaggtggagggtACAGTAAGCCAAGATTGTGCCACTGCACTCCAGCCTGGTGACA 
GAGCGAGACTCTGTCTAAAAAAAATAAATAAATAATAGAGGTGAATGTCTGCATTAGGATCAA 
GACAAGAAGAAGACAGACAATGACTTTGGAATTCTGAGACTACCTCCAAGAATCATCCACGG 
AAGGATGTCAGCCATTTAACCAGGGCTACGGATCAAAAAGGAAAAAATACAGTCAGTGGACA 
AGTAGAAGAGTCrrGGTGAAAAATATCCGTATTTGAAAAGGGAGCAGGAGTTGATAGAAAACA 
TAACTAAAAAAGTAGAAGACACtGTTAAATTTGWCTGGATGCTATATAGCTTCnr^ 
GATCTACTGAGGAGTGAAATCTAAATGAAGA7TTAGCTTAGAAAGCATGAAGATAGTATGTTC 
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CAATTTTAAATAAAAATTATATTGTCTGAAAGACAATACAATTTTAGTACTGGGGGAAAAAAAA 

CTAGATTGTTATTTGAAGAAGAAAACATCATGGTTCTCTCGAGGTTTAAAATGGGTGCTCCCA 

TGTAGGCTGATTTTCCGGGCATTTGATCTTAACTTGAAGGCCATCTGCCCAGGCCAGCAATC 

AAAGGGCTGCTAAGCTGTccTTGGTAGCCTCTACTGGGCAAAGCTGTGCTATAAGTGTGAAG 

AAAGGGAGATCTTTTAATGTTGATTACTGAAAGGCTTAGAAAGATGTCTTGAAAGAGGACTAA 

ACACAAGAAAAATAAATTTTTAGCATTTGAGACTTAGGTGTTTAAGAGTGCTTAGCTCTTAACT 

ATTAACTCTTCTGAGGGGAGAAAGCTCCATGAAACAGGTTTCTGTTTGAGGCTGTAATTCTTC 

TAGGGCAAGAACATCTACTCAACACTAACAAATGCTGGAAGCAGGCATCTGATTTCCTTTGT 

GCTAAGGGCTGAAATCAATACTGGCCTCTGGGTCCCTACATTCCTATAGAACCAGCTGCAGG 

TAGGGAGGAAGAGAAGAAAAGTTGTTTTGGCGGCACTGAGTACAATAAACCGAAGAGAAAAA 

AGACAGAGTAAAGTCTATTAAGAGATGGTAAGTAGTAGATGATAGTGGGGTTATTTCGGTAAA 

AGAATATCAGATTTTTATGAATGTGTTAAATATTACGTATAAGGACAGCAGCCACATGCCCCA 

GGTTTCTGAGAACCAATCTCAGTAGGAAATATTGTCATGTTGTTTGTGCACATACTAGGTTTTT 

GGTTTTAAAAATAAGGTCGCTGCAGTTTACATGCCGACTGCTACTGGGAGGGATACACTGGG 

CCACTTGGATAGGCTGTCATTTTCTGCAAATCAAGAGACCCATATCACGTCCTCAGGAGCTC 

TGGCCTA Hi ll GTGCTATTCTTGTCTACCGTAATTGATATCCTTGGGTACATTTATGATAAAT 

GTTTCCTGACCATGGTTTGCTTCTTTTAGATACCGATCAGATTAAGTACAAGCAATTGTCAATT 

ATCCAGCACTTGATGTAGGCCTTTAATTCCTTCAGAGAGAGAAGGAATATAGAGATAAA AGTC 

GCACCCACTTGAGGTATGGTTTATGAGCTCTTGGCGAATGAGATTACGATTCAGAAGGATTTT 

CCTGGCTGACTTAAACCAAAAGCTTCATTGTTGGAGTGTGTCATGTCACTGGAGGAACAGGT 

GTCACCTGAATTATGCAGTATAATTTTTGAGATAATTTATATAAGCACAGAGAATTCAATGAGC 

AGGTGAGCAGGGAAGCAATGTTAACAAATGCTATGAATGGGTATATGATTTGGATATTATGTG 

GCTCATCTGTGGACTGGAGGAATCGATCCATTCCCCTGATTACTGTGAATAATGTAGAAATGG 

TAGATGCTCCTGGCCAGACAGCTGTATGTTTTAAAAATCAAAAACAACAAGAAAAGCAGGCT 

CATGGCTGGTGCGCTCTAGAATTAAGGCTATATTAAGCATTTATTGTTATTTCCTCAGCTTTG 

GG6CTGGGACAAGGATCGTCAAAACCCTGCTATTTCCTTACTTTTAATTGTGATTCTCTAGCG 

CTCCTCAACTACAAAAAGAAAAGGATAAAGTAGGGGATrrCTTGGGGGACAAAGG CAGA AG 

GATATGATCAGACAAATTTCTCAATAGCAACAGAAGAAGGAAACCAAAACGAAGTATTTTGCT 

GAGTAAGGAAGGAAAAGGGGTGTGTCAACA TGCTA ATGCC AGGGGC CCTGTCACTTTCCCA 

agggtgAccaGTCTTTCaggggacCATGCCCTTTAI I I I lATTTATAI II II I aggagacaGGGGGGGT 

CTcac«taCATTGCCCaGGCTGGTCTCAAActtctGGGcttcaAGCAatcctax»ccttggcct(xx^gcatgc^^ 

gattacaggcatgactaaccatttaaccataaaaaatatttttttagtcacttaaaaagagactttgtca^^ 

cagcaggct(^gtcatgtccctcngatnatagctgtggaagagaaatggcxxx:agttcatcacc^ 

ccx^agacaccggaaaggccagcaaagacaaataaggtattcggcattc^cctgcagttttcatttgctacgtggacagaagggggtga 

ggaaaggtgggaaacgaacctggctcttaggcmgtgctgctgtgacttggaagaatcaaagaaactaagtccctgagaggga^ 

gcagcacacaactgaacaatatcatecctacagtctaggatctgactocagtgggc^^ 

gaagccagaagc 

>1313 

>1314 

NNNCGGGNATTACACAAATCGTCAAGAATGGTCCACATATTTTCTCTGACAGAGCTG 
CCTCCTCACTCGCCTTTGGAGCACCTGATGTACCTCCTTAGAAAOCTAGAGTCCACAGAACA 
CTGTTTGACAACCACTGCAQTAGAACATAATATATCAAGATTCTAGGAGTGGGTTTCTTTGTT 
CATTTTTACATGTTGTAGAATAACATGCATAATCAAAGCTAA TAATAC TGTGT TTTCT T^ 
TTTATTTGCCTCTAAAGACATCCACACATAGTGGTGAACTGATTTTTAATGCGTTT^ 
AGGCATTGAAAAATATTAATAATTGTAATTACTAAAAGTATTTCTCTTTGCGATTCTCTTATCTC 
TGTTTCCAGACCGGTTGGAGGGTGACAGATGAGAAGGCTCTGGTGAAGAGAATGAAAATGA 
GGATGAGGAATAATAAACTCTTTTTGGCAAGCA CTTAA ATGTTCTGA AATTTG TATA AGACA TT 
TATTATA! I I I I I I CTTTACAGAGCTTTAGTGCAATTTTAAGGTTATGG I I I I IGGAGTTTTTCC 
CUMIN GGGATAACCTAAGATTGGTTTGGAATGATTGTGTGCATGAATTTGGGAGATTGTA 
TAAAACAAAACTAGCAGAATGTTTTTTAAAACTTTTTGCGGTGTATGAGGAGTGCTAGAA^ 
GCAAAGTGCAATATTTTCCCTAACCTTCAAATGTGGGAGCTTGGATCAATGTTGAAGAATAAT 
TTTGATCATAGTGAAAATGTTGGTTCAAATAAATTTCTACACTTGCCATTTGGATGTTTGl^^ 
TTTCTAATTAAAGAAACTGGNNNNNNNNNNNNN 

>1315. 
>1316 

NNNNNNNNGCTAAGCAAAAGATTTTATAATGAAGAAAGATGAGTAACTAGCCTCTCA 
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ATCTTCCATGACTGGCAGGCTGGGCCAGGAGAGAAGATGGAACATGCGGCCAGGCAGGAA 

TTCACATGAGCCTAAAGGTGCCGGTGGAGGTCTCAAAAGTCCCTAGATCCACTGCGTCCGTC 

TCT AG GTGG AG CGTG G ACAAG G GO ATCCTTCACACACTTCCCAGGGGCTGATATAGAATG A 

AGATGAGAACTCTGCTGGCCGGAAGGACTGACATTCTTCGGATATCCTACAAAGCCTTCCTG 

AAGCTCACTTTTGGATAGATATGGGCTGTACCAAAGACACTTATTATTCTAACATGCATCAAG 

TAAAGTAAAACAAGGAGAGAGGCTGCGGTGTGTGGGTAGGGGATGCAGGAGAAGCTGTGT 

AAGGTAGTGGACAGCTGTGTGGCTCTGGGGATGAGACAGACTAGACCAGGCAAGTGCTTCA 

GGCAGGTGCCCCGTCGGGAGGCCTCTGGAGTTAC TCAT C TTGCA GCCTCGGGCTACTCAG 

CATCAGGGAGCCCCGGGAGCCACCTGTGTTTTTTGTTTTGTTTTTATTTAT^ 

TTTTGAGACGGAGTCTTGCTCTGTCACCAGGCTGCAGTGCAGTGGGACCATCTTGGGTCACT 

GCAACGTGCACGTGGTGGGTTGAAGCGATTCTCGTCCCTCAGGTTANNNNNN 

>1317 
>1318 

AGTAGTTTTG I I M M M Ml H I I GG ATCAATAAGTTTATTTATGTTGCATCACACAAT 
AGTTACAGAAGCTTTTAAAAAGACATGCACACGTGTTTA TTATA CCATACATAGAAACAGACAT 
ACAACTTAATTTTTACAAGCACATACAAGCAC ATTC AAACTTTTAAACAACAAACAACACTAAT 
TCAACATACATACAATAGTTAGAGGTTACGTTTTTTG CGTT TAGCAGTTGTAGAGGTAGATGA 
GGCGGTGGGTGTAGCTTTTCGTTTTGCTAATGTAAATTTTGGTTTGGCC TTCA ATCCTG 
GAGTAAAAATTTGCGTCCTAAAGGAAACTGATCTAGGTCTGCAGAAAAGTTTTCCTTTAAATA 
TACTGGCCAAAAAGAGTATTTTTTAAGGGGAN 
>1319 
>1320 
>1321 
>1322 

NNNGTGAAAAAGTTGTTTCTTTTAAAAATATTTTAATCCAAAGTATCCCTCCCTCCGG 
GAATTTAGGTGCCCCAGGGCCTTCAGGGCCCCCAAGATCACACACACACACGCAGACAAGT 
TCTCTCTCTCAGACACACACAGAGACACACAGCTCCCAAACTTTCACAGAAAGTCTGAGAGC 
AACCATGTAATTATAAAGGAGCCCTACCTCTCAAGAGTGAAGTAAGGGTGAGAAAGACTATG 
TCATTTCAGCCTGAAGAAGCCAGAGACAGGAGAATGTGTGTCACTTAAAGAAAAATAGGGAT 
TAGCAACAATGTTTGGTTGAAAAGGCAGAAATAATAAAAGATAGTAAAATTTTGATTACCAAA 
GGGGAAAACAAAAAGCAAAAGACTTTCNAGATTTCTGTAGAGAGCTTCTTCCTATTAAGTGCC 
TAAAGTATAGGCAAAGTTTGGTGTTCCCACTAAAACACAAGAGCCTCACACAATTAGGAAAAA 
AAAAATCAAAAGAAACAAGGAAACTGAGAATGGAAGTTAGTGTAAATGTCTGGATTTGGGGA 
GTTGTCATTAACTCCAGAGCCCAGCATAGTTTCCATGGAGGCCTGAAGGGAGGGGACGTCC 
TGCCAGAAAGAGTTTCGTTCCAGACGAGTCGTAGCAGTGGGTGTAAACAGGATTGGGGAAG 
AAGTCAATGTCTGAAAAGTAATTCCTGGAGGTTTCATCATGATTCTACGGGAAGAGAAAGAG 
ACTACAATTAGCAGCTCTAGCCATGGGGCAGGAAAAGGGGGAGGAAGGGACAGGAATGCTT 
TCTGGTCTCCTTAAGGGAACAGGGTTCTACAGGT 
>1323 
>1324 

ACGATAGGAGGTGGTTGTCAACTGATTTAATCAGTGGGTATTTCAGTATGAGGGATA 
GTTGGTGACTGAGCTTTGATGTGGTAATCTGAGGTGAATATT GACAT AGAATTAGAATTATAA 
CTCACATAAATTCACACAAAAACAT7TTTACA7TGCGTACTGATTTTTATACATATAACCAAGA 
AATAAAGTATATGGGGGCCACCTTTCTCCAGGGATTTATAGGGTAATTAGACGAACTOTTCC 
AATAATTATAAAAATAAGAACTGAAATAGCAAGTGCATATTCTGAATTACAAAAATCATTCAAA 
GTAAGAAAAAGCCTATATCTTTG ATCGCAATAAGCTATTTTAA I I I J C I I M I AAAATAAAAGTG 
TTAGAGGCAAAACAAAAGTGCCATAACTAAACCAAGTACAGACAAAGGAAATAGGAATGAGA 
AACAGTGTATGTGTGTTTGTATGTGTGGGCATGCCTATAGGTATAGTTGTGTGTGAATTAAAG 
TGAACACACTCGCTAATTGAATAAAATACAGTAAGTGTTTGTGTTTGTAAAAAAAATATAAATA 
ANNNN 
>1325 
>1326 . . 

GCGTCCGGCTATTATAGTCATTTCACAGATGATGAAACTAAGATTCAGAGCAGCTGA 
TCTTGTGAGGCATCTGGAATTGGAACTCAGATTTGTCGAACTCTAGAACTAAAGATCATAATG 
ATGTCTTGGAATATATtCATTrACAAAACACTTGATTATTTATAAA&AATTTAGTAACAG T^ 
CTTATTTATACCCATACATCTGCTACTrrGGGAGGCCCTTTACATAGAAAACAGCATTCTTTTT 
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GCCAAATATGACCAAATTACTTTTATTTATAATTTTTGATTTATATTTCAGCTAGA 
GATCTGAAGGAATTTACAATGAAAGATACCTATGCAATAACATTTAGGATAATCTTTGACATTT 
TGGAAAAATAAGAATTGAGGAAAAAAAGTGTATCTrrCAAGTAGATGCAAAGCATTATAATGA 
CTGACAGTTGTATCTAACTCCAGTCTTACAGATAACTAAGGCAAAAAGCTAAATAAACAATAT 
GTAACGTCTAACATTTGGTAAAAGGAAGTATACTGGTCTGTTAGCAGAGAGAAACTTTTTTTA 
GAATTGAAGTCTGAAACAAACAAAAGCAATTCAATGTCAATAGACATTAAGCAACATAATAGA 
GAAACATCTCCTAAGGGAACATTTGTTACAGCTGCTCCTTCCCTGAACTGTGCTTTGGAAGAT 
AAGCTCTGTCCTGAGTCCAAACCAAGCCCTTCCAAGAGAGAACAAAGGTCAGAGATGTTGAA 
GATTCCAGCAAATTTCTCCTCTTATTTCTACCAAGCCTTTGTGAACATTGCTCTTCATTTTGGC 
CTGTACTTGTCCCTCAGGGACGTAGAACAATGGAATGTGAGTCAGTCTCTGTAGTTAAAACTT 
TTTGTTTAAAATTCAATTAAGGTACTTCTCCCTCAGGGACGTAGAACAATGGAATGTGAGTCA 
GTCTCTGTAGTTAAAAGTTTTTCTTTAAAATTCAATTAAGTTACACCAGAATTTACAGGCAAGA 
I I I M i I I M CATTGCTCCCATAAGCAAATTTGTTTTAAAATAATTGTAAATGAGGTATATACTT 
AGTTCTTGGTTAAAAAATATATTGCTTTGTTAAGTATTAAAGATTATTTGTAAGTCATTGTATTA 
ATAATACTAATAAAATTTATCAAGCCTTTATAGCAAGGGTCAGTGAATTAGCACTGCGTGTGG 
GCCAAATCTAGCTGACTATGTGTTTTTGTAAATAAAATTTTATAATAGTACACAGCGAGACTGA 
TTCATTTATTTTCTGTGGTTGGTTTGAAGCTAGAATTGTAGAGNNNNN 
>1327 

TTTGGAGGGAGTAAAAAGGCCTTTTGGGTGGGAGATAAATCTACTGCGGTGCTGGGT 
GCTGTGGCGCGGGACAGGTGTTGAATTGTTGTAATTGGCTGACTGCCTGAAGTGGTGGTAT 
TTTCTGTAGGGGTTGTTGTCCTTGAAAAGCCTGAGGAACAAAGAGTTTAACTGGGAATGGCC 
CAGTTTGTTGGGGGGCCTGAGGCTGGCCCCTCTTCGTGTTTGCAGAGAATGGTTGCCCATG 
TTTATGAAATTTAGAATGACATTGATTGGCGGAATGTTTTGCTTTTCCACATTT^ 
CCAGATGGCI 1 I I lAI I M I IGGTGTTAATAGCTTGATTTATTATATTCTGTTTATTTAAGCCTG 
GGCAACTCCTTTTCAGATGAGCGATTTGACCACAATTATAACATTTTTTCCCAAATG^^ 
TTGTCCTCCTAGAGTGAGCCCCCTCATTGCTTGAGCCATTAGCATTGCCTTATGCATAGCTC 
CTCCAATCCCATCACAAGCCTTCACATATTCTGTAATTACATCAACTCCTGCTGGAACTTTTC 
CTTTTAATGGCTTTATGGCCGACTGAGATTCTGGATTTGCATTTTCATAGGCCATTAATTG^ 
AATAACTTTTCGGGCATTGTCATCTGTAATAGACTTTTGAGCAGCATCTTGTAATCTTGCGAC 
AAAGTCAGGATATGGCTCTTTAGAGCCTTGTCTAATTGAATTAATAGGGAAAGCTGTTCCTGG 
GTCCTGAATTTTTCCCCAGGCCGTGAGGCAAATAGCCCTTACTTGTTCAATAGGCTCATTCTG 
CATCACTGATTGTTGGTTAATGGTGCTCCAATTTGGACCTGTTCCTAACAATTGGTCTGCGTC 
TATATTAACAGTGGGCTTAGTAGCCTGA I I I I I I CGTACCTGTTCTTGTACTCCATCAATCCA 
CCAGGTmAAAGTGTAGATACTGAGAGGATGAAAGGGAAGATTTGGCGAAAATTTCCCAGT 
CATAAGGAGTAAGTCTATTTCCATGAGCAATGGAATCTAATAATGTTCTTATATAAGGGGAGT 
TGGATCCATATTGTTTAACTCCTTCCTTTATATCTTTTAACATTTTCATGGTGA 
TCTAGTCTCAGCTCGGGCAGGCGCTCCTACTTGAGTCTCTTCCCCGGCCTGTACCAGTTGTA 
AAATTACCAGGAACCGCCATGGCTCAAGATCGGCCTGTTTTCTGGGTTCATCAATGACTGCA 
TGCAGTGCACCACCCTGTCCACTACGTGATGCTGTAGGATTAAGTCTCACAGTGGGCGGGT 
GAGGATACAGCGGCGGGTCCTGTGTTGCTGGTGAATTAGACGCCATCGCTGTGGGTTGGTG 
GTATGGTGGGGTGGTA7TTGGCACAGGACACACCGGTTGAQQTCTGTATTGAAGCTCTGAAG 
GAGGCCGATACTGAAGCTCGGTTGGCAGCCGGTATTGATAAACTACGAGCGGTTGGGTCTT 
ATTTTCTACCGGCTGATATTGTGGATACTGTATCTGAGTrGGCATTQCCGGGATAGAGACTC 
TGTCCCTTTCTACTTGATTTTCTCTTGGGGTTTGTGCTTGTCTAACCTGCGTTT 
ATGTTACAGGCATCTGAACCACGGGAGGAGGAGTTGATGGCGATCGTGGTTTAGGCTCTGA 
TGGCCCCAATGATTCTGGACCTCCTTCCCCCAATTTTGATGATTCAGGGTATATTATCTCCTG 
TAATTGACTGTAGTCAACATTTTGCGTTGACTGAGCCATTACAGACTCTGCTACATATTTACA 
ATGTGAACTrrCCGTTCCTTGCTGGGATTCTGTCCCTGCCTCTTCTTCACAATCTGTTACACA 
GCTTTTAGGGGCATCAGAAACTGAAACAATATGTTCTCCTGTTTGAAATGGTTCTAAAGTTGC 
TTTAATAATGGCCCAATCATTCCATACTGTAAGTGGGATGATTTTACCTTCCCTATTTGCTTGT 
TTTAATTCTTTGCCAA MM rTCCCAATCTTTTAGATCTAAAGTTCCCTGTTCTGGAAACCATG 
GGCAGAATTGTTCrATTGTTTGAAATAGCGTAATTAGATTTTCTGTAGAAGGTCTAACTGCCC 
CTCTTCTTAAAAGAATTTTAATAAAGCTGAGATAAGAGGCATATTTACTTTCAGTT^ 
CGTTACCCTGGGTTCCTCTAAGpACACAAiSCTTACCGCAAGGCTGACCGTGGACGTAGTTG 
GGACTCTCGTCGGdTGTCCTCAATGfcTCACGTTCTTAGCGTACCTTCAC^ 
CCCCCACGCCGGGGGCCAGATGAAGGGGTGGCCTGCCCCTCCACACCTGTGGGTATTTCT 
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AGTCGGGTGGGATGAGAGACGGAGAAAAGAAATAAGACACAGAGACAAAQTATAGAQAAAC 
ATCAGTGGGTCCAGGGGAGGAGGACTTAGGACACGAAGGACATGGACAGGCACCGGCCTAT 
GAGTTCCCTCAG I I I I I ATTGATTATGATTTTCATTATTTCAN 
>1328 

NNAGTGGTGCTTGCCGATGCTCATCTCCTCTCCTCGAAAGCTCCTGGAAATCATCAG 
GAACTGGTAGAATGCTCCATAGGGGAAGAGATCTTCGTCTGTTTGGTCCATTGCTGTCTTAG 
GCTTGTGAGAGGTGACAGCGTGGTGGCAGTCCTCACAGCCCTCGCTTGCTCTCGGCACCTC 
CTCTGCCTGGGCTCCCACTTTGGCGGCACTTGAGGAGCCCTTCAGCGCACCGCTGCACTGT 
GGGAGCCCCTTTCTGGGCTGGCCAAGGCCAGAGCTGGCACCCTCAGCTTGCAGGGAAGTG 
TGGAAGGAGTGGCGTGAGCGGGAACCGGGGGTGCGTGTGGAGCTTGCGGGCCAGATGGA 
GTTCCGGGTGGGCGTGGGGTTGGGGGGCCCCGCACTGGGAGCAGCCGGCCGGCCCTGTG 
TCACTTGATCACAGAAGAGGACAAAGACCAGGGAGTACAGGACCAGCTGGGGGGGGTGTG 
GCACGGAATGGAAATCGATGAGCAGCACGTAGGCAAACAGCAGGAGGAAGGCGATGTAGA 
AGACCACATTCCAGGAGAAGACGACGAAGGGGGAGGTGATAGAACGGGCGAGGTACCAAA 
GCAGCTTCTTGTGCTTGTCGACAGGTTTCTTCCTAAATGATACAAAGCCACAGCCCACCAAG 
GGTATAATAAACAGACACAGGATAATCTTCCAGTTCTTGGTGTCTCGGGAAATCTCTCCATAC 
CATTGCTTAGAAAGAAAATTCTGGACCCCAGGCTGGGCGATGAAATGCTGGTCTGTGGCCT 
CCACCGCCAGCTCCAGACAGTTGCTTCCACCCCAAGCTTCACAGGAATAGACCAGCAGCTG 
TTCTGCCAAGTCTTCATCGCTGCTGTAACACTCAGTGAACAGCTCAACAGCCCGGGTCTCGT 
ACCTGCCCGGGGCAATGTCTGTGCCACATGGCAGATCCGCGCCCACCACAGCATTCCACAC 
TGTGGACTCACCAACAGCCCGGGTCAGGTACTCATTAGCCAGCTCCTCGGACGCAGCATTG 
ATGTCGTTCTTCACTTTGGGCAGAGTCTTCAGAAGCTTGCTGGGTCCCAGGGCTGCCAGAGT 
GCAGCCCCTGGTCTGCTCCGAAATGACTTTGGAGAGTTCCTTCTTATTCTGAAGAATGGGCC 
AGATGAAGAGAGCTTGCAGGGGGTGCCGAGTAATAGGAGACACGTCGTGGAGTTCTATGTC 
CATCTCGTCCGGGCCATTTCTGTCTTCCTTCCGGAAGCCTCTTCGGAAGTTCGCAACCAGTT 
TGCAGACAAACGTGAGGAGGGCATCATTATAGGAATTCTTGGCGATGTGCAGATTCCGGTAC 
ACAAGCGTGCTGAAGTGGTTGGAGAAGAGTTCAGTGAGGACATCATGGGTGAGAAACTTCG 
GTAGGTTCAAGCCATTCTCCAGAAAGAGGCGGACAAAGTTGGGTCTGTCOTTTATGAGAGCC 
GTAAACATGACTTCTTGAAGGTCAGCAGACTTGAGAACCACCAGCATATGAGAAGAGGCTTT 
GCCGTCAGTCACATGTTTGCTCTCAACCTTGATTCTACCATTTTCCAGCCATGTGACCTGGAT 
TATTGTGTCTCTGAGCCTCGGTTTGCTCTTCTCCCATCGGCGGTCATTGGTGAAAATGTCAT 
CATTGGCTAAGTCCAGCTGGTTCCACTCCAGCAGAAGCTTCAGCTGCCCATTCCAGTTATCC 
TTGTGTTGCTCACTGGTGCTGAAGGCTTTGTATAGAGCGTAGGAGATGGCATTGCTCACAAT 
TTCATCCCCAGCTTCTTCCATTTTAATAACTGTTAATAGGTGAGAACATTCGAGAATTTCTTTG 
AGCCATTTGATCCAACTCTCAGTCTCCTCCTCAGGCAGGCGGGACACCGTGCGGGGTAAAA 
AGGGCACCAGCTTCTGCTTGACGGCAGAAGATGTCAGGGCATCCTCCACCTCCACCAGGCT 
AGCGATCACATCAGCGATCTGGCCCGAGCCTTCCACCACCACACAAGGAATTTTATTTTTGA 
TGGAGGTATTGATGGCTTTCAAAGTCTCTTTTCCACCTCCTTGGGCAAAACACACAATGGGG 
ATCTTGCCACCATAGTTGGAATCTTGAAtAGTGCGCTCAGAGATATAGTTCTCTAGCTGATTC 
CGGAGGTTTGCTTCGACAGTGGGATGTCCATGAGAGCCATTGTCCACGAGCAGCAAATGTG 
TGTGGTTGTTGTCCAGGATATACAGTGGATCTCTTGTGAAGTCATCCATAAGGTACTGGGCT 
AAAAAATAGCCCTCAGCATCGCAATTCCTGATGAGGGTGTCCCGGTTGGAGACGATGCCCC 
AAGCTGCTATGCCAATGGCCAGAATATTGTCCTCTGAACTCGTGCTGATGGTGTTATCTCTCA 
CCACCTCCCCGAGGTACTTCATCAGGCCATAATGGGTGCCTCCCGTGAGAATCCAAGCACC 
TTTGGACTGCGCGATGTAGATGAGCCGGCTGAAGATCTTGCGCATGCGCGGCTTCAGGGC 
GAAGTTCTTGGCGCCCCCGGTCACAGAAATGACCAGGTTGGGTGTTTTCAGGTGCCAGTGC 
TGGGTCAGCAGCTCGTAAAGGATTTCCGCGTCCGTGTCGCAGGACAGACGTATATACTTCG 
CTTTCTTCCCCAGTGTCTCAAACTGAATATCCCCAAAGGCGTCGGTAGGAAATTCCTTGGTG 
TGTTTCTTGTAGTTCCATTTCTCACTTTGGTTGATCTGGGTGCCTTCCATGTGCTGGCTCTGG 
GCATAGCCACACTTGCACACATTCTCCGTGGCCTTGGAATCTTTGGTAAAGAAGACACATTC 
TCGTTTCTTAAAATTTGCTTGAATAAAATTCACCAAGTCGCTTTCACTGTAAGACAAGTCTGTG 
CTCCGAGACGCGCTGGAGTACAGGGTOCGGGTGCTGTCCAGAGTGTCATTCCTTCTGTTCC . 
tCATGCTGAGCCTGGCTGCCCGAAAGGACATGTTTTCCTTTACTTCtGCAGGCTCCACGTCT 
TCTGTCCACCTGCATCCTCCAACCAN 
>1329 • 

NNGAAAGTGACGGTGTGCTTCGGACGGACGCGGGTGGTCGTGGCGTGCGGGGAC 
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GGCCACATGAAAGTTTTCAGCCTCATCCAGCAGGCGGTGACCCGCTACCGGAAGGCCATCG 

CGAAGGATCCAAACTACTGGATACAGGTGCATCGGTTGGAACATGGAGATGGAGGAATACT 

AGACCTTGATGACATTCTTTGTGATGTAGCAGAGGATAAAGACAGACTGGTAGCAGTGTTTG 

ATGAGCAGGATCCACATCACGGAGGTGATGGCACGAGTGCCAGTTCGACGGGTACCCAGA 

GCCCAGAGATATTTGGTAGTGAGGTTGGCACCAACAATGTCTCAGCCTTTCAGGCTTACCAA 

GCAACAAGTGAAATTGAGGTCACACCTTCAGTCCTTCGAGCAAATATGCCTCTT CATGT TCG 

ACGCAGTAGTGACCCAGCTCTAATTGGCCTCTCCACTTCTGTCAGTGATAGTAATTTTTCCTC 

TGAAGAGCCTTCAAGGAAAAATCCCACACGCTGGTCAACAACAGCTGGGTTCGTCAAGCAG 

AACACTGCTGGGAGTCCTAAAACCTGCGACAGGAAGGATGAGGATGGGACAGAAGAGGATA 

ACAGTCGTGTTGAACCTGTTGGACATGCTGACACGGGTTTGGAGCATATACCCAAGTTTTCT 

CTGGATGATATGGTAAAGCTGGTAGAAGTCCGCAACGATGGAGGGCCTCTGGGAATCCATG 

TAGTGCGTTTCAGTGCTCGAGGGGGCAGAACCCTGGGGTTATTAGTAAAACGATTGGAGAA 

AGGTGGTAAAGCTGAACATGAAAATCTTTTTCGTGAGAATGATTGCATTGTCAGGATTAATGA 

TGGCGACCTTCGAAATAGAAGATTTGAACAAGCACAACATATGTTTCGGGAAGCCATGGGTA 

CAGCCATCATTTGGTTCCATGTGGTTCCTGCAGCAAATAAAGAGGAGTATGAACAAGTATCC 

CAAAGTGAGAAGAACAATTACTATTCAAGCCGTTTTAGGCCTGACAGCCAGTATATTGACAAC 

AGGAGTGTGAACAGTGCAGGGGTTGACACGGTGCAGAGAGCACCCCGACTGAACCACCCG 

CCTGAGCAGATAGACTCTCACTCAAGACTACCTCATAGCGCACACCCCTCGGGAAAACGAC 

CATCCGCTCCAGCCTCGGCACGTCAGAATGTATTTAGTACGACTGTAAGCAGTGGTTATAAC 

ACCAAAAAAATAGGCAAGAGGCTTAATATCCAGCTTAAGAAAGGTACAGAAGGTTTGGGATT 

CAGCATCACTTCCAGAGATGTAACAATAGGTGGGTCAGCTCCAATGTATGTGAAAAACATTCT 

CGGGGGGGGGGCGGGCATTCAGGATGGCGGAGTTAAGGCAGGAGACAGACTTATAGAGGT 

AAATGGAGTAGATTTAGTGGGCAAATCCCAAGAGGAAGTTGTTTCGGTGTTGAGAAGCAGCA 

AGATGGAAGGAACTGTGAGCCTTCTGGTCTTTCGGCAGGAAGACGGGTTCCACCCAAGGGA 

ACTGAAAGCAGAAGATGAGGATATTGTTGTTACACCTGATGGCACCAGGGAATTTCTGACAT 

TTGAAGTCCGACTTAATGATTCAGGATCTGGAGGCCTTGGTGTGAGTGTGAAAGGTAAGCGG 

TCAAAAGAGAACCACGCAGATTTGGGAATCTTTGTCAAGTCCATTATTAATGGAGGAGGAGG 

ATCTAAAGATGGAAGGCTTCGGGTGAATGATCAACTGATAGCAGTAAATGGAGAATCCCTGT 

TGGGCAAGACAAACCAAGATGCCATGGAAACCCTAAGAAGGTCTATGTCTACTGAAGGCAAT 

AAACGAGGAATGATCCAGCTTATTGTTGGAAGGAGAATAAGCAAGTGCAATGAGCTGAAGTC 

ACCTGGGAGCCCCCCTGGACCTGAGGTGCGCATTGAAAGAGCGTTGGATGATAGAGAACGA 

AGAATTTCCCATTCCCTCTACAGTGGGATTGAGGGGCTTGATGAATCCCCAAGCAGAAATGC 

TGCCCTCAGTAGGATAATGGGTAAATACCAGCTGTGCGCTACAGTGAATATGCCCCAAGATG 

ACACTGTCATTATAGAAGATGACAGGTTGCCAGTGCTTCCTCCACATCTCTCTGAGCAGTGC 

TCTTCCAGCTCGCATGATGATGTGGGGTTTGTGAGGGCAGATGCTGGTACTTGGGCCAAGG 

CTGCAATCAGTGATTCAGCCGACTGCTCTTTGAGTCCAGATGTTGATCCAGTTCTTGGTTTTC 

AAGGAGAAGGATTTGGACGTCAGATAGCTGACGAGACTAAACTGAATACAGTGGATGACCA 

GAAAGCAGGTTCTCCCAGCAGAGATGTGGGTCCTTCCCTGGGTCTGAAGAAGTCAAGCTCG 

TTGGAGAGTCTGCAGACCGCAGTTGCCGAGGTGACTTTGAATGGGGATATTCCTTTCGATGG 

TCOACGGCOGCGGATAATCAGAGGCAGGGGATGCAATGAGAGCTTCAGAGCTGCCATCGA 

CAAATCTTATGATAAACCCGCGGTAGATGATGATGATGAAGGCATGGAGACCTTGGAAGAAG 

AGACAGAAGAAAGTTCAAGATCAGGQAGAGAGTCTGTATGGACAGGCAGTGATCAGCCTTC 

CCACTCTCTGGAGAGACAAATGAATGGAAACCAAGAGAAAGGTGATAAGACTGATAGAAAAA 

AGGATAAAACTGGAAAAGAAAAGAAGAAAGATAGAGATAAGGAGAAGGATAAAATGAAAGCC 

AAGAAGGGAATGCTGAAGGGCTTGGGAGACATGTTCAGGTTTGGCAAACATCGAAAAGATG 

ACAAGATTGAGAAAACGGGTAAAATAAAAATACAGGAATCCTTTACATCAGAAGAGGAGAGG 

ATACGAATGAAGCAGGAGCAGGAGAGGATTCAAGCCAAAACTCGAGAA7TTAGGGAACGAC 

AAGCTCGAGAGCGTGACTATGCTGAAATTCAAGATTTTCATCGGACATTTGGCTGTGATGAT 

GAGTTAATGTATGGGGGAGTTTCTTCTTATGAAGGTTCCATGGCTCTCAACGCTAGACCTCA 

GAGCCCACGAGAAGGGCATATGATGGATGCTTTGTATGCCCAAGTCAAGAAGCCGCGGAAT 

TCCAAACCCTCACCTGTAGACAGTAACAGATCAACTCCTAGCAATCATGATCGGATACAGCG 

TCTGAGGCAAGAATTTCAGCAAGCAAAGGAAGATGAAGATGTAGAAGATCGTCGGCGGACC 

TATAGTTTTGAGCAACCCTGGCCGAACGCACGGCCGGCGACGGAGAGCGGGCGACACTCG 

GTGTCCGTGGAGGTGCAGATGCAGCGiGCAGCGGCAGGAGGAGGGCGAGAGCTCCCAGCA 

GGCCCAGCGCCAGTACAGCTCTCTGCCTCGGCAAAGCAGGAAAAATGCGAGCTCGGTCTCC 

CAGGACTCTTGGGAGCAGAACTACTCCCCTGGGGAAGGCTTCCAGAGTGCCAAAGAGAACC 
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CCAGGTACTCCAGCTACCAAGGCTCCAGGAACGGCTACCTGGGAGGACATGGCTTCAACGC 

CAGGGTCATGCTGGAAACTCAGGAGCTCCTTCGGCAGGAACAGAGGCGGAAGGAGCAGCA 

GATGAAGAAGCAGCCTCCTTCCGAGGGGCCCAGCAACTATGACTCGTATAAGAAAGTCCAG 

GACCCCAGTTAGGCCCCTCCCAAGGGGCCCTTCCGGCAAGATGTGCCCCCGTCCCGTTCTC 

AGGTTGCGAGGGTGAACAGAGTTCAGACTCCTGAGAAAGGGAGGGCCTTCTATTCCTGAGG 

ACGCAAATAACGGATGCTTCATGTCGCGCAATAAAAGACATTTTCGTATGAAGACTTGTATTT 

TGGGAG I I I M i I AAAACCTCGATGGTACTATGGAGTATTTCTGTTGTTGGTATCAGTGCCTT 

TAAGCGGTGTAGGCAAAGAAATGGAAGGCCTTAATGTCTTTGCCACTATGTCTCAAGTGTCT 

GTTTCATGGAAGGATTTCCCACCCTGTGACAATCATCTGTTTGAGGTGTTCATATGCTCTGC 

GCCTCTCCACAGTACCAGGAATCTCGGCCCTAGTCATGAGTTGTCCGCGGCTTGGTTGTAA 

CATCCCTGCACCACTTGCAGTGACAAATTCACCTGAAGTGGAGGATGACGTGCGGCCCTGT 

TTCTCCGTGTAAGTTCTCTTAGCTATGGGATGACATCTTAGTCTCTGGTGGAGGAAAAGTGG 

GCGACATACAGCAAAAATTGGGGCTTTCTGGTACTTCACAGCACAGCCATTTGTCGTACTTT 

GTCATCAGTGTGGTTTTCTCTTTCCTTTCTCAGCTCTTTGTGACGGGAGA GTCGG TCATGCTA 

TTACAGAAGGTAAGCCATAGTCGAACATTGTTTGGTCACCATGGGGGTCCTTTTGTAACTGC 

CTTATGACTGAACATTACCAATAAAGTGATGATCCTGGTCTGCGTTTATAGATAGGCTTGTTC 

GGTCCTGTTCCTGAGACGTGGGTTGAGTCACCACAGCTCTGTGTGGGGAACGTGGGAGACA 

GGAGTGGCTCCTGCCGGGGGAAGCTGGGCGTGCCATTGGCCCTGTGTGTATCATGAGGGG 

AGAGGTAAGAAAGAAATTCTGCTAGGAAGAGCTCATGGCCCAGTACATCCTAGTAATTATTTT 

AATTAGTTTTTGTTCTGACAGCTTGTCAGGAAGGGGACAGAATGGGACAGAGATAAAGCAGA 

CAGTCATTTTGATCTGCTGTCTACGGTTTTTCAAGTCAGAGGCAATTGATGCTTGTCTAATGC 

ATCCACACACTGCATGTCTGACTGGCGATGCCACGCTCCTAAGTAGTTCTGCCATGAAACAT 

AAAAGACAAAGGAAAAGCCGTTACACATCACACAGAGAACATTTTCGGGTCCCACAGCGGT 

GGTGGCAGGAAGCTCACTCTCGCGTCAGTATTAGAGTGTGTGTGTGGGTCTCGGGGATCTC 

GGTGGCTCCCATCTTGCTTCATTGTTCTGAACATCCTGTATTGTAAACCATGGCTGGGGTGC 

TAAAGTGCGTGTGAATGCCGATGTGGAAAAAGCTGGAGGTGAAAGCTCAGCATACCATGTAT 

TTACTTTAAAAACAGAAAAAAAGACATGTATGGATATGTCTAI I 1 1 I I I I 1 1 ATTGGCACATTGT 

A H I n GTGTTGACTTG M I M A GAAATGATGTGTCCACACACGTACCCGTGTCTCTTCTGCA 

TTTCTGTGTCATGGTTCTGTTTCTTAATCAGGTGCGGCGGTGTCTAAGTGGTG7TACCAGTGT 

ACGCGCAGTGACCTTGGATGACAGTGGCTCTTTCTCACAGCCTCCCCTGAGCTGTGAGAAA 

CAGCTTTCTCTGTACATATGCAACTCCTAATAAAAGGCATATTTCTTCCTGTTCAAAAGACAG 

AATGGGCCCATGAGGACCTCAAGTGATAGTGACCCAATGATCTTTTAAATCCTCAGGGGCGC 

CGCTTAGACTANNNNNNNNNNNNNNNNN 

>1330 

NNCATGGTCTTTTTATTTTCAAAGAGAAAATTGACTTTGTAAAAGAGCAAACCTCTTA 
ATATACTATCTACATGTATAACAAATTCAATTTCAGAGAAAACACAATGTAATATGTAAGAGAA 
GTACCGTGTTTTGATAGTTGACTAACACTGACCTGTAATGGTCCTACACCCTCTCCACTTACT 
TACACTATCTTAGGTAAATAAGACTTTTATTCCTAAGTGTGAATTTT CACAG GAGGAGAAATGT 
GGCAGATAGATCGTCACCATCATCTGAAGACTCGAACTGGAGTTCGTTTTCTGAATTGACCA 
GTCAAAGAGAAAGGAAAAGAAAAAAAAATATGACCGGTTGAATTTAGAGTATCAAAGCATGG 
AGTATAGAATAAATTTGTTTTTAAAGAGGAGCTATAAGTTGAATGGAAGGAAAAAGTTCTGGA 
AATGCGTTCCATGTAAGGATAGTAATCCCGCGTACCT 
>1331 

ACTGTTTGCATTAATAAATTAAAGCTCCATAGGGTCTTCTCGTCTTGCTGTGTCATGC 
CCGCCTCTTCACGGGCAGGTCAATTTACTGGTTAAAAGTAAGAGACAGCTGAACCCCCCGC 
GTACCACTGTAATCATTATTCCCAATGTTATGATTACATTGACAGATAACTCCAGTTTTGCTAA 
CCTGAACTGATGTTATGGCCATAATATGTTGTTGATTCATGGCAAATGGTGATGTGTGAGTTA 
TGATCGTGTTTTTCTCACAATGGTGGTGGAGGCCGGGAGCTTATATGTTTATTTATGTATGAA 
TGACGATAGTAAGAGATGGCATATAATCACCAGACTGATCATATTGGATTCTTTGGGGAACG 
GAGGCGGAAGGGAGTAAACAGAN 
>1332 
>1333 
>1334 
>1335 
>1336 

NNNNNNNNGGAAGTAAAACCAGTATTTATTGAGTACCTATTTGCCAGATAGGGCTAG 
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GTGCTCCCACATCCCATCTCTTAATCCTCACAACAACCCTGTGAGGTAGGTAATAATGATCC 

CCATTrTTACAGGTGAGGAAGTAGGCTCAGAGAAATTAAGCAGGTrrCCCAAGTTCACACAG 

TGAGTAAGTACATCTATCTGAGCCCAGAGTTACCCrnTCTATCATGCCCCCGTAGGATATTG 

CCTGGGGACACCTGACAACAGAAAGTCTAAGGTTTTCATCTAGGATTGGGAGTTACCCCAAC 

ACCAGCAGGATGCAGGAAAAAGTAAGTGACGGGATGGTTGGCTCAATCTGTTGATTCTTCAG 

TGAGTTAGGTCAGATTTTGTCCAGGAACAGCTTTCAGAGCCAAAGATTACGTATTGAACTTTA 

CCAAGGCATCTGGTGACTAGAAAACTCCTGGAAGGTGGTCATAGCAGAAATTGTTGGGAAA 

GTTCTCAGCATAATAAAAGAGAAATTTTTATTTCCTTCATGATCCACTCCTACAGGGAAAAATA 

AATGGCAAATGAACCCATGTATGTCAAACTCTGTAATAAACACCAGTGAGATCACAGTGTCA 

GGAAATTTCAGCCTGAATTAAAGATACCCTTGCTCTTAAAACTTTCTTCTTTGATGTATGTGAA 

GGAAGGGCTGGAGGGCAAAGTCAAAGGAAAAGGCAAAATAAATTAACAAAATGAGTGNCAG 

GCAATGATAAATGNGGTCCCGTTCCTCCTCCCACCACGTACACTCGCCTTTCGTCCTTCGATT 

GGGCTCACACTGGCACCTGCTGGCAATTCCTTGGATCTAATAGCTGATCAGTGGTGTTTGAA 

AGAAAAGTTTTTTCCCTGTCTAGGAATGATTGATTCCTGTGTATGCATTTATTTTAAT^ 

GAGAAGNNN 

>1337 

NNAGTTTAACTTTGGGATAAAATCCTAGGAGTGGGAATGCAGAGTGCAAA GGGT AAA 
GTGTGTATGTAATTTTACTAGATATTGCCAAATTCCTCTGCAGAGGTGGGGCACCATTTTGCA 
TTCTGTTGAGTGGTATTTGATCGGTGCAGGCTCACTATTAGAATATGTTAATGAGCTTCTGGA 
I I I I i I i M I I I I I I GCAAAGCTTA TAAAT AAAAAGTGGTATGGCAGTAAAGTTTCAATTrACAT 
TTCTGTTGTGAATGAAACTGAGCATTTTCCATTTTCGTCGTAGATTGTTAGGAA GCGTT TGTAT 
CTGGGATATAAGTTACTTTGTGCTTGTTTGTCATGTTGTTTAACTTTGCACTTTC I I I M AAAAC 
CTGCAGTAAATTTTAAATGTTTTGATTCAGTGGTTGTGGTTTTGAAATCACATAGAGAAAGAAT 
CTCCCGAGTCAGAGGGTGTGACCAGAGTCTGTTCTGGTGCTTCTATGGCTTC ATCTT TCACA 
TTTGAATCrCTGACGTAGTTGGAATTTATTCTGGGCTATAAGGACCCGACTTTATTTTAAGAA 
CAAA A I M il l lA ACAAATGTTAAACTTAACTTCCTAAAGGCAGATTATTAGTGGGACCATGTG 
TGAN 
>1338 
>1339 

NNCACCCACGCGTCCGCGGAGCCCTGAGCGCCGGCGCGGGACCGAGCTGGCGGC 
GGGCGGCGCGCGCCTTCCGAGGCTTCCTGCTGCTTCTGCGCGAGCCCGCGGCCCTCACGC 
GCGCCCTCTGCGGTGCCATGGCCTGCAGGCAGGAGCCGCAGCCGCAGGGCCCGCCGCCC 
GCTGCTGGCGCCGTGGCCTCCTATGACTACGTGGTGATCGGGGGCGGCTCGGGCGGGCT 
GGCCAGCGCGCGCAGGGCGGCCGAGCTGGGTGCCAGGGCCGCCGTGGTGGAGAGCCAC 
AAGCTGGGTGGCACTTGCGTGAATGTTGGATGTGTACCCAAAAAGGTAATGTGGAACACAG 
CTGTCCACTCTGAATTCATGCATGATCATGCTGATTATGGCTTTCCAAGTTGTGAGGGTAAAT 
TCAATTGGCGTGTTATTAAGGAAAAGCGGGATGCCTATGTGAGCCGCCTGAATGCCATCTAT 
CAAAACAATCTCACCAAGTCCCATATAGAAATCATCCGTGGCCATGCAGCCTTCACGAGTGA 
TCCCAAGCGCAGAATAGAGGTCAGTGGGAAAAAGTAGACCGCCCCACACATCCTGATCGCC 
ACAGGTGGTATGCCCTCCACCCCTCATGAGAGCCAGATCCCCGGTGCCAGGTTAGGAATAA 
CCAGCGATGGAI I M I ICAGGTGGAAGAATTGCCCGGCCGCAGCGTCATTGTTGGTGCAGG 
TTAGATTGCTGTGGAGATGGCAGGGATCCTGTGAGGCCTGGGTTCTAAGACATGACTGATGA 
TACGGCATGATAAGGTACTTAGAAGTTTTGATTCAATGATCAGCACCAACTGCACGGAGGAG 
CTGGAGAACGCTGGCGTGGAGGTGCTGAAGTTCTCCCAGGTCAAGGAGGTTAAAAAGACTT 
TGTCGGGCTTGGAAGTCAGCATGGTTACTGCAGTTCCCGGTAGGCTACCAGTCATGACCAT 
GATTCCAGATGTTGACTGCCTGCTCTGGGCCATTGGGCGGGTCCCGAATACCAAGGACCTG 
AGTTTAAACAAACTGGGGATTCAAACCGATGACAAGGGTCATATCATCGTAGACGAATTCCA 
GAATACCAACGTCAAAGGCATCTATGCAGTTGGGGATGTATGTGGAAAAGCTCTrCTTACTC 
CAGTTGCAATAGCTGCTGGCCGAAAACTTGCCCATCGACTTTTTGAATATAAGGAAGATTCC 
AAATTAGATTATAACAACATCCCAACTGTGGTCTTCAGCCACCCCCCTATTGGGACAGTGGG 
ACTCAGGGAAGATGAAGCCATTCATAAATATGGAATAGAAAATGTGAAGACCTATTCAACGA 
GCTTTACGCCGATGTATCACGCAGTTACCAAAAGGAAAACAAAATGJGTGATGAAAATGGTC 
TGTGCTAACAAGGAAGAAAAGGTGGTTGGQATCCATATGCAGGGACTTGGGTGTGATGAAA 
TGCTGCAGGGTTTTGCTGTtGCAGtGAAGATGGGAGCAACGAAGGCAGACTTTGACAACAC 
AGTCGCCATTCACCCtACCTCTtCAGAAGAGCtGGTCACACTTCGTTGAGAACCAGGAGACA 
CGTGTGGCGGGCAGTGGGAGCCATAGATCTTCTGAAATGAAACAAATAATCACATTGACTTA 
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CTGTTTGAGTT7TATGTATTTCTTTATTTTAATCAGGATCTTCTGATAGTGG AAA r I I I lAGTAC 

ATAATAGAACTTATTTATGGAGTTAGAAATTTGTAGTGTTATCCAGGATTGATTTTCATTTGAT 

CACATCTCACAGTAATTAATATTTTCAAG I i I I it M I I ATTAACAGCTCTGTGCTAG i M I I M 

TTTCTGTTTTAGCCTCATCCCAAATATAAAGCTTTGTGAAGTAGAATTAACTTAATGTAGTTGA 

ATGAATAGAACTTGGTAC I I I I I I 11 M I I I I I GGGGACAGGAGTTTGGCTCTCATTGCCGAG 

GCTGGAGTGCGGGGGTGCTATTTCAGGTCTCACCAAACCTGGGCTCCGGGGGTCAAGGGG 

AATCTCCTGACATTTAGCCTCCCGAATTAGTGGAAATTACGGGCAGGCACACCAAGTCCGGA 

ATATTTGGATTTTGGAACATGGGGCGTCCCCAAGTTGGCCGGGTGGTGTAATGCACTTGAG 

GATTCGCCCGAGGGGTCTAGTGTGAATTCAGGGACAGGGACAGGTATTCACCACGGGGGAT 

CCAGTAAGGGCGGACCATTTTTGGACGGTGCTATACGTGAATACTAAAGTAAGCGATTTTAA 

AGAGAGGGCTTAAGACAGACAAAACATATACAAGATACCNNN 

>1340 

NNNNNCATGAGA TTGC TCTATATTTTCNTTTTGG TACCA TGCTTGTCAGGTTTNTGAA 
TOAATGGTATNAGATTCATTTTATAA AATGA ATTCAGGAG I i Mi CTTTATTTG I I I I I M I CTTT 
TTTTGGCACTTTGAGGTTCAAGATTCTTTTGCTAGTCTCTGCAATTGTTTAAGGAAGAATGG 
ATTATTTAATGTTAAAAGGTTTGGTAGAAATCCCCTTAAACAATCTGGGCTTGATGCTTCTTT^ 
GGTAAGGGGTAGTTTTAACTATTTGTTTCrrGTACGGTAATTGGTTTGTTGTGACTTTATCTA 
CTAGAGTAAATTTTGGCAATTTGCA I M M C TCAA AATAG I I I I I GAATTTATTGTGTAAAATTG 
CTCAAAATAGTCAATTTAAACAAATTTGCTGTTTTACTATTTCCCCCTTGTCATTTAAA I I I 1 I G 
TATTTGTGCTTCCTCC M I 1 I M CTTAAATAGGTTAGCTGGTAGTTTATCTGACTCAACTCCCC 
GCACTACCCATCACCAACTTGGATTTATTATTGCCGGACGCGTGGCGGACGCGNN 
>1341 

actttgactattttttagcaacaaattacttttgacacacagcacaattgattt;^ 
ttccaattttggaactattggataaataatgat6ggatttaaataaagcaatccgattctacta 
ttacagcatagggtctcttgtagtcctgttagtaaaaactattgtgacacttccttctttctcc 
aaatattcggcctggaaagacctaaatacaatgcagggattgaatcaaattcacacatttttt 
ttcctacggaaacaacaacctttcttgcrratatttaacaaaaagtagtatagattccgt^ 
attaatagttatatggtai i i i m ictcagagtagaaatcaggtttataggctaagaatatagg 
ctaatttggagcataacactaaccagcatgaacctaagtgagtacn 

>1342 

ccgctgagctGGGACTAGCGAAATCTGTCTGCACTGATCGCAGTCGTCCTCAGTTTCACC 
CTCTAGGAATCGGCCTGGGGGTGCACGTGCTACTCTCTTCGTCGAGGCCGGTCCCCGGCG 
CGTGCGCGCGATCCATGTCCATGTCCGCGCCTATCAATAAAGTTGCTCACTTGTTGCCGGC 
CCGCTAGCCCGAAAGGTTGCGCGCGCAGACCGAGAAGTCTCGCGATAGCCAGCCGCGGCT 
GCCCTTGCGCTTCCGCGAGCTGGCGGGGTCCGTGGTGCGGGATCGAGATTGCGGGCTATG 
GCGCCGAAGG I H I I CGTCAGTACTGGGATATCCCCGATGGCACCGATTGCCACCGCAAAG 
CCTAGAGCACCACCAGTATTGCCAGCGTCGCTGGCCTGACCGCCGCTGCCTACAGAGTCAC 
ACTCAATCCTCCGGGCACCTTCCTTGAAGGAGTGGCTAAGGTTGGACAATACACGTTCACTG 
GAGCTGCTGTCGGGGCCGTGTTTGGCGTCACCACCTGCATCAGCGCCCATGTCGGCGAGA 
AGGGCGACGACCCCGTGAACTAGTTGCTCGGTGGCTGCGCCGGAGGCGTGACTCTGGGAG 
CACGCACGCACAACTACGGGATTG6CGCGGCCGCGTGCGTGTACTTTGGCATAGCGGCCT 
CCCTGGTCAAGATGGGGCGGGTGGAGGGCTGGGAGGTGTTTGCAAAACCCAAGGTGTGAG 
CCCTGTGCCTGCCGGGACCTCCAGCCTGCAGAATGCGTCCAGAAATAAATTCTGTGTCTGT 
GTGTGAaacacacAAGcaGtccccacacaa^acacaccacaaacactcacacacccacxicccaccgc^ 
acttctocggccggccgcacaacacacacatctcttagctacgc^(xx)catcgggcaccacaccc 
cacaggggggcaaaatctgacg(x:gggcccax^actatggcgggcag(x:acatatacctcgc^ 
tatggaacgactgggacacccctgctccgcccaggctacacgacactccactcacactacttcctcn 
ctcctga(x:a(x:act(x:acta<^cncxxa(x:acctcgtc(xxxx:tcacaccc^ 
ctaggctctgacttca<x;actagctaccactatctcacgacggctctocgctctcacactccccgccgcM 
cccccggca 
>1343 

TATAGGGAGtGGAGCCAGTGGtCCGGGGAGTCTCCGGGGCGCGbcCAGGCCCGG 
CCGACCGCGTGTCGGTCTCCGCGTCTGCCAGCCTGGCTGGCAGTCCGTCTGTCCATCCOG 
CCGCGCGGGGGCAGTGTAGGGGGAGCGGGGGCTCAGGCGGCGGCGGCGTCGACGCGAG 
TGAGTGTCGTGGTTGGGGTGCTGGACCCAGAGTGCCTACCCTCGCCTGCCTGGGCCTCAG 
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TTTCCACATCTGCACAATGGGGGTGACCATCCCTGCCCTGCTGGCTGCCAGGAGCGGCTGT 

GAGTCTTCAGGCGTGGATGCAGCCTGGGGGAAGCGATAGGGCGCTTTCACAGGGCTGGCC 

TTCACCATGGCGGGAGGGAGACCGCATCTGAAGAGGAGTTTCTGCATCATCCCCTGCTTTG 

TCTTCGTGGAGTCGGTGCTGCTGGGGATTGTGATCGTGCTTGCTTACCGCCTGGAGTTCAC 

GGACACCTTCCCTGTGCACACCCAGGGATTCTTCTGCTATGACAGTACCTACGCCAAGCCCT 

ACCCAGGGCCTGAGGCTGCCAGCCGAGTGCCTCCTGCTCTTGTCTACGCACTGGTCACTGG 

CGGGCCCACCCTCACGATCCTGCTGGGAGAGCTGGCGCGTGCCTTTTTCCCTGCACCACCT 

TCAGCCGTCCCAGTCATCGGGGAGAGCACCATCGTGTCTGGGGCCTGCTGCCGCTTGAGC 

CCCCCAGTGCGGAGGCTGGTCCGCTTCCTGGGGGTCTAGTCCTTCGGCCTCTTCACCACGA 

GCATCTTCGCCAACGCGGGGCAGGTGGTGACCGGCAATCCCACGCCACACTTCCTGTCCGT 

GTGCGCCCAACTACACGGCCCTGGGCTGCTGCACCTTCTCGGATCGGCAGGCCCCGGCTG 

CGTGGCCGCGCCCCGTGCGTGCGCTGGCGGTCCAGCTCGTTGGCGGCGGCGGCGGGCTC 

CCTGAAGGTGGGGCCCCTTGCTAGCGGCCCTAACCGATGTACGTGACTCTCGTGTTCCGCG 

TGAAGGGCTCCCGCCTGGTCAAACCCTCGCTCTGCCTGGCCTTGCTGTGCCCGGCCTTCCT 

GGTGGGCGTGGTCCGCGTGGCCGAGTACCGAAACCACTGGTCGGACGTGCTGGCTGGCTT 

CCTGACAGGGGCGGCCATCGCCACCTTTTTGGTCACCTGCGTTGTGCATAACTTTCAGAGC 

CGGCCACCCTCTGGCCGAAGGCTCTCTCCCTGGGAGGACCTGGGCCAAGCCCCCACCATG 

GATAGCCCCCTCGAAAAGTTAAGTGTGGCGCAGGAACCCGAGGTCTGCAGGCCGCATTCGA 

CACCGGCACGGCTCACCCCATCCAAGTCGCAGAACTGCGCCCGCCGTGGCCACCTGATCC 

CCAGCTGTGTCTCCTCCAGGGCCCCAGCCATGTGTTCGTCGCCCCGTGTGCCCCGTCCTCG 

ATTGAGGTCTGAGCCGACGCCCTTGCCCCTGCCCCTACCCCTGCCAGCGCCCACCCCCAG 

CCAGGGCGCCTCGCCTTCCTCCCCTGGACCTGGGGGGCCAGGCGGGGGTGGTGGACGTG 

GCCGGAAGCTGCTGCTGCCCACGCCCCTGCTGCGGGACCTGTACAGCCTGAGTGGACTCT 

ATCCGTGCCCGTTGGACCGATTGGGCACCAGCCCTTAGGTGTTTGCCAG(X)GTGACCACCT 

GCTGTGAGGCCCGACCACCCACCCAGAATCTGCCCAGTCCCCACTTGTTCCCTGCCACGCG 

TGTGTGTGCGTGTGCCACGTGAGTGCCAAAGTCCCCTGCCCCCCAAGCCAGCGAGACCCA 

GACATTAGAAGATGGCTAGAAGGAGATTTAGGAGACATCTGCCTCTCTGGCCCTCTGAGATA 

TCCCGATGGGCACAAATGGAAGGTGGGGACTTGCGCCTAGTATTGCCGTTTTAAGGGCCAA 

AGCTTGACCCCATTGGGGATTGGGTGGGTAATGAGAAGCGCTGGTTGTGAGAATTTTAACCA 

AAAGGAGTTGGCTCCAAGCAATGGGAGGGTTGGCGTCACTTGTTAGAATGGTCCTGCAAGAG 

GGCAAGTCCAGGCAGTGTTCAGCGAGTGAACAGGGAATAGGAGGCCTTGGTTTCCAGAATTr 

GTAGAGTGGGTGGGCATGATTCCAGTGAATGGGGGACCGGGCGTGTCTAAGCATGTGCAAA 

GGAGAGGAGGGAGATGAGGTCATTGTTTGTCATTGAGTGTTGTCTGAGAATGAGCGAGCCC 

AGCTGTAGGGTGGGGGGCAGGCTCGCCGATGGGAGGGTCCTTGGGGTAGGCCTTTTGGTC 

TGAGCCCGTCCGTGTGTGGGGGCTCTCGACCTGTGAGGCAGTGTCTCCTAATCCGCTACTTA 

AGTAGGGCTTGGCCGACTTCAGAGGTTTTGGGGTTCAGGGTGGTGTGTCTGCCCTTGCCTG 

TGCCCAGGTCATCCCAAAGCGTTCTGTTATTTATTAGGGCTGTGGGAAGGGTTTTTCTTGTTT 

TrGTTGGAACCTGCCCCTGTTCTTCACACTGCCCCCCATGCCTCAGCGTCATACAGATGTGC 

CATCATGGGGGGCATGGGTGGAGCAGAGGGGGTGCGTCACCCCGGGGAGGCAAAGGCAG 

TGGGTAGAGGA6GCACTGCCGCGCTTTCCTGCCCCCTCCTCATCTTTAATAAAGACCTGGCT 

TGTCATGTTTAATAAAGAGCTGTTTGTAACAGAAAAAAACACAGAAACAACANNNNNNNNNNN 

NNNNN 

>1345 

>1346 

ACTAGATTGGGTGTGTGTATTAAGAGAAAGACAGGAGTCAAAGATAGTTCGAAAACT 
TTTGAACAGAAGACTGGATGAATACTGTTTACTGAGATGGGGAACACTTAGAGAAAAATGCA 
TTTGGAAAGCAGAAATACGATCAAGACTTCCATTTTTGATACATTAAGCTTGGTATGTTTAA^ 
CATAGCTATATAGAGGTATTAAATTGGCAGGACAAAATCATAGCTAGAGATAAAAATTTAGAG 
TTCACCAGTGTAAAGATGATATTTGATGGCACAGGATGGACTTTCTTCTGGGATTTGAGTATA 
CATAGAGGAAAGATGTGAGGATTGAGCACCAGGGGACTTCAACATTGACAGGCTCAACAGA 
GGAGAATTCCCAAGAGGATGAGGTrCCACCTTTAGGACCGCCAAAGAAGACTTCCCAGAOA 
AGN 
>1347 

NNNNNCATGAGAtTGCTCTATATTTTCmTTTGGTACCATCCTTGTCAGGtl^ 
TCAATGCTAtNACATTCATrrTATAAAATGAATTCAGGAG I I IN C 1 1 1 ATTTG I I 1 1 1 1 11 0 11 I 
TTTTGGCACTTTGAGGTTCAAGATTCTTTTCGTAGTCTCTGCAATTGTTTAAGCAAGAATGGG 
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ATTATTTAATCTT AAAAG GTTTGGTAGAAATCCCCTTAAACAAtCTGGGCTTGATGCTTCTTTT 

GGTAAGGGG TACTT TTAACTATTTGTTTCTTCTACGGTAATTGGTTTGTTGTGACTTTATCT^ 

GTAGAGTAAATTTTGGGAATTTGCATTTTTGTGAAAATAGTTTTTGM 

CTCAAAATAGTCAATTTA AACA AATTTCCTGTTTTACTATTTCCCCCTTGTCATTTAA A I I M I G 

TATTTGTGCTTCCTGC I I I M M CTTAAATAGGTTAGCTGGTAGTTTATCTGACTCAACTGCGG 

GCACTACCCATGACCAACTTGGATTTATTATTGCCGGAGGCGTGGCGGACGCGNN 

>1348 

>1349 

>1350 

>1351 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATGGGGGTCAG 
TAGGTAAAAGAAAAGAGAACCAAGAGAGGTGCAGCGGGGAGCACAGCTTGGTTTAAACATG 
AGATGCAGGTCAGTGATGATGCGGGGGAAAAGGGGGGGGATTGCTGGAAGTGGTAATATTT 
AAAAAGATGATGGAAACTTGAAATTTTATATTTAATGTTCTG A I N M AAGTGTTGGCAATGTA 
TTGAAGACTTTGAAGCCTCTCTGCTGGTCAAACAAGATGTATGTGTAGGCTGGATTTAGTGC 
ACAGCTGGCCAGTTTGAAAACTGAATGGTGCTAGCCTTAATTTAAA I I I I I I I AAATTTAATTT 
GCTTTGATTCCTGCAGTCCTGCTCAAAAAAATCTTCAATGGCTCCCCACTGTCTGCAAGGTAA 
AGTCGAAAGTTTGTGACGAGTGGTTCAAAGCAACGGATGAGTATATGGAAGAGGCCAAACCAT 
ATTTGTACGTTATAGCGAGTGTCGATGTTCCAGGGGAAGCAGAATGATAGTTGAATTGTACTG 
TAGGAAGGAAAATATTGAGAAAGGGAGGAGTGGTGGCCATGAGGGCTGGTTGTGGGTCCCT 
AAGGTTTTTGCTTTCCTGCAGTGGCCTAGACTGTGCATGCCTATCAATGAAACGGTGTCGATG 
ATTAACCATGGAGGTGAAATAGGAGGTCTCCACAAAAGATGCCTGATGGGGGAGCCAAATGG 
C CGTTT GCTGTGAATTTCCATGGGAGTTTATATGAGTGAGATGAGAGTTACAAGATAGTGCGT 
TGTTTTGGCATTAGGTAGATAGGTGATTTTGGGAAACAGGTAATAATATTGAGAGAAGGAAGA 
GTTTGGGTTTTGCACTATATTGAATATCCCTGTAGTGCTTTGTACATAGCANNNNN 
>1352 

NNAGTCGACCGAGGGGTGGGCGGAGGGCGGGCGCGGGGGCGGGGGCGGTGACAG 
CCGATCCCCGCCCCTGCTGCCCGCCACGTCCCTCACGTACCACTCGGCAGAGGCGCGGGG 
AAACCTGGCGTACTGGCTGTGGCTTCTCTAGCGGGACTCGGCATGAGGCTGGCGCGGGTG 
CTTCGCGGAGCCGCCTTGGCCGGCGCGGGGGCGGGGGTGGGCGGCGGGGGGTTCAGGCG 
CAGCTTCAGCTCGGACTCGGGCTGCAGCCCGGCGTCCGAGCGCGGCGTTCCGGGCCAGG 
TGGACTTCTACGCGCGCTTGTGGGCGTCGCGGCTCTCCATGAAGGAGTTGGTGGACTTCGG 
ATCAGTGAATGCTTGTGAAAAGACCTCATTTATGTTTCTGCGGCAAGAGTTGCGTGTCAGAC 
TGGCAAATATAATGAAAGAAATAAGTCTCGTTCCAGATAATCTTCTCAGGACACCATCCGTTG 
AATTGGTAGAAAGCTGGTATATGCAGAGTCTTGAGGAGGTTCTTGATTTTAAGGACAAAAGTG 
CTGAGGATGCTAAAGGTATTTATGACTTTACAGATACTGTGATACGGATGAGAAACCGACAC 
AATGATGTCATTGCGACAATGGCCGAGGGTGTGATTGAATACAAGGAGAGCTTTGGGGTGG 
ATCCTGTCACCAGCCAGAATGTTCAGTAC Mill GGATCGATTCTACATGAGTGGCATTTCAA 
TTAGAATGGTACTCAATCAAGCACTCTTTATTGGTTGGTGGAAAAGGCAAAGGAAGTCCATC 
TCATCGAAAAACACATTGGAAGCATTAAATCCAAACTGCAATGTACTTTGAAAGTTATTAAAG 
ATGGCTATGAAAAATGCTAGGCGTCTGGGTGAATTGGATTATATTAACTTTTCCCGAAGTAGA 
ACTTGAAGAACTAAATGCCGAATGCAATQAGAGCCACTATGGAAGACGATGCCAACAQAGGT 
GTTTACCCCCCTATTCAAGTTCATGTCACGCTGGGTAATGAGGATTTGACTGTGAAGATGAG 
TGACCGAGGAGGTGGCGTTCCTTTGAGGAAAATTGACAGAGTnTCAACTACATGTATTCAA 
GTGCACCAAGACCTCGTGTTGAGACCTCCCGCGCAGTGCCTCTGGCTGGTTTTGGTTATGG 
ATTGCCCATATCACGTCTTTACGCACAATACTTCCAAGGAGACCTGAAGCTGTATTCCCTAGA 
GGGTTACGGGACAGATGCAGTTATCTACATTAAGGCTCTGTCAACAGACTCAATAGAAAGAC 
TCCCAGTGTATAACAAAGCTGCCTGGAAGCATTACAACACCAACCACGAGGCTGATGACTG 
GTGCGTCCCCAGCAGAGAACCCAAAGACATGACGACGTTCCGGAGTGCCTAGACACAGTTG 
GGACATCGGAAAATCCAAATGTGGCTTTTGTATTAAATTTGGAAGTGTGGGCCAGAGTTGCT 
CAGAATTGGAGCAGAGCCTGAGAGGTATCTGCAGATCCTGTCATCAGCTGGCAAGTCCAGG 
AGACTGTGTCATTTAGAGACTGTGTTGTTAGTTATCGCTCAACATGTTCTAAGGTGGCAGGAA 
ATAATATTGGAAATAACATTTTAAAGTAAAAATTrrAAAGTTTAAAGAAGAGTT^ 
ACAGGGGAGCTrTGTCTGGAAAATACACTGAGTTGAAACACTTCATCCTTGGAAGGATTATA 
TAAGATGAACAGTTGTGATAAATGTGTAGATTAGAGGGATGTGAATGGGGAQTTAGtGCAGT 
GCCCTCATTTAAGAGGCCAAGATCCTGATTCAGAGGAGGCATCCTTTGCCCAGAGCTGCTTA 
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GCTAATCTGACCAAATGTTGGGAAAAATGTCTCACCTAACCCACTATTCCTTAATTATGGATT 
TTGTGAAAAACAATAGAACATGTTAATGAGTAATTTATATTAGTTCGATGTATTACAA M 11 N A 
GGTTTAAATTACAGTTTTGTTATAATGTTGAAATGTTTTAGAATCCTTTGAATCTA 

TTCCTAAATGAAACATTTGTACAAGATTTGATGTTTTTACTTATGAAATATTCTCCTCCCCCAA 

GAAAATTTAAACTTTTTCTCTCTATTTAAAAGCTAAGAAATGTTTTAAAGGAAAAAT 

CTTCCTTTAGCTTA I \ \ I I AAGGTAAAAC AGCTTT TTACTCTG TTATT GTGGTAATGGACAGAA 

TATTACATACAAAAATATTCTGGGAGAGCTTTTTCCTAGTTGGTTTTAAATCATTGTGCCACCT 

GAAAGGTTTTTAGATTTTATAGGAGCTAATTTGTGCACCAGCATTAATGTAAGACAGTGTAGT 

TATGAAAATATATTGAAGGACAGGAAGTGGAGACGAAGTGATTTTTGTAACCTGAGCAGTTAA 

TGAATGTGCCAACATTTTCTAGGAAGGGACAGCAAGAATATTCTGCTCTGTAGT TAAAAT ACT 

GGCTGGCTTTTGATGTCTTCATGCTTAATTGTGATCACTTTCTTGCACTGTGATG Mill ACGT 

GAATATGTTGAAGTAGAAGTCTACCATATTATTTTATAAAATGTTTTCTGTATGGCAATAAACT 

GAAAACATGGATCAACCCTTCTTTTGAAAATAAACTGAGTCAATTTAGCCC TTTAA AAATATAG 

TCCATCCCCTTTTAAATAGAATCCCTGTTCCCACCCATCAAGGCCTCAACATTTTGTAAGCAT 

CCAAAAAATTGGTAATTAGGGGGCTTGCACTAAATTTCACTATCTTCAGTAGAGAGGAACTGT 

TTGGAACTTAGATTTCCAATGTGTATATTCTAATGGAGAAAGCAAGAGGTAGAGTTTGTATGT 

TTG ACTTACCTTAGA I I I II ATTTTCCATACATACTGCAAATGATTGACTTGTTGCATAAATGA 

AGATCTTCTGTTGTGTGGTTTTCAAACACTGTAAATAAATTTGAAATTTGAATAACTTTCCACA 

GTATAACTGN 

>1353 

>1 354 

>1355 

NNNAGCCGTTGAGGACCAAGCAAGATGGCAGCTTCGGAGACGGTTAGGGTACGGC 
TTCAATTTGATTACCCGCCGCCAGCTACCCCGCACTGTACGGGCTTCTGGCTTCTGGTCGAC 
TTGAACAGATGCCGAGTCGTCACAGATCTCATTAGTCTCATCCGCCAGCGCTTCGGCTTCAG 
TTCTGGGGCCTTCCTAGGCCTCTACCTGGAGGGGGGGCTCTTGCCCCCGGCCGAGAGCGC 
GCGCGTTGTGAGAGACAACGACTGCCTCAGAGTTAAATTAGAAGAGAGAGGAGTTGCTGAG 
AATTCTGTAGTCATCAGTAATGGTGAGATTAATTTATCTGTTAGAAAAGCAAAGAAGCGGGCA 
TTTCAGTTAGAGGAGGGTGAAGAAACTGAACCAGATTGCAAATATTCAAAGAAGCATTGGAA 
GAGTCGAGAGAACAATAACAATAATGAGAAGGTCTTGGATCTGGAACCAAAAGCTGTCACAG 
ATCAGACTGTCAGCAAAAAAAACAAGAGAAAAAATAAAGGAACGTGTGGCACAGTGGGTGAT 
GATAACGAAGAGGCGAAAAGAAAATCACCAAAGAAAAAGGAGAAATGTGAATATAAAAAAAA 
GGCTAAGAATCCCAAGTCTCCGAAAGTACAGGCAGTGAAAGAGTGGGCCAATCAGAGATGT 
AGTTCTCCAAAAGGTTCTGCTAGAAACAGGCTTGTTAAAGCCAAAAGGAAAGGTAGTGTAAG 
CGTTTGCTCAAAAGAGAGTCCGAGTTCCTCCTCGGAGTCTGAGTCTTGTGATGAATCTATCA 
GTGATGGTCCCAGCAAAGTCACTTTGGAGGCCAGAAATTCCTCAGAGAAATTACCAACTGAG 
7TATGAAAGGAAGAACCCTCTACCAAAAATACAACTGCAGACAAACTGGCTATAAAACTTGGC 
TTTAGCCTTACGCCCAGCAAGGGCAAGACCTCTGGAACAACATGTTCCAGTTCAGACTCTAG 
TGCAGAGTCAGAGGACCAATGCTTGATGTCATCGAGGACCCCGGAGTGTGCTGGGGGTTTC 
TTAAAGAGAGTAGGCCTTTTTGCAGGAAGAGGTCGTCCAGGCCCAGGGCTGTCATCACAGA 
CTGCAGGTGCTGCTGGATGGAGGCGTTCTGGCTCAAATGGTGGTGGACAGGCTCCTGGTG 
CTTCTCCCAGTGTGTCTCTCCCTGCTAGTTTAGGAAGAGGATGGGGTAGAGAAGAGAACGTT 
TTTTCTTGGAAGGGAGCTAAGGGACGGGGCATGCGGGGGAGAGGTCGAGGACGAGGGCAT 
CCTGTTTCCTGTGTTGTAAATAGAAGCACTGACAACCAGAGGCAACAGCAA7TAAATGACGT 
GGTAAAAAATTCATCTACTATTATCCAGAATCCAGTAGAGACACCCAAGAAGGACTATAGTOT 
GTTACCACTGTTAGCAGCTGCCCCTCAAGTrGGAGAAAAGATTGCATTTAAGGTTTTGGAGC 
TAACATCCAGTTACTCTCCTGATGTCTCTGACTACAAGGAAGGAAGAATATTAAGCCACAATC 
CAGAGACCCAGCAAGTAGATATAGAAATTCTTTCATCCTTACCTGCCTTGAGAGAACCTGGG 
AAATTTGATTTAGTTTATCACAATGAAAATGGAGCCGAGGTAGTGGAGTACGCTGTGACACA 
GGAGAGCAAGATCACTGTATTTTGGAAAGAGTTGATTGACCCAAGACTGATTATTGAATCTC 
CAAGTAACACATCAAGTACAGAAGCTGCCTGAGTATG ACCTCTC CAGCTTATAGTTTATGAAT 
GTCTTGTTTGTGAAAGTGACTATAACCCAAACI I J I II 1 1 M II 1 1 AAAGAGGATTTGGAAGTT 
GTATGGATTTTTITGTTATCTTCACTTrACTGCATAGGAAACAATCTACCTCATCAT^ 
GACATGGGTGTCGGTTTTGTAGATGTTTGGI I H I I tG TCAGGTTTAATTTCAGTTA ACAA AAT 
GTAAAACAtGACATTCCCTGCAiGATATTGTTGtATACCAGTATGGTTTCTTC^ I I CM I AAA 
TGTTTTTGGCCATCAAGTAGCAGTCGTCAGTAGGAGTTTATAATACCAAGAATGTGCTGCGT 
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ATCTTGTCTCAATAAGTTTTAAGTAACATTTAAAAATATTAAAGCATGTTATTTGACCTAAT^ 

TTAGCATTTGAGTTGTTCCATTAAATGGAGCATCTTGTAAATTTCAAGTATTTTATACTTGC^ 

TTGT TAAGAGTTAACAGGTAGTTGGATTTGTCGCAGACAATGAGTTAAGGAATCCTTTCACGT 

TTTTCCCAACTTTAAAATTAAGGATTCTCAGGTCGGTGTGTAGAGCAGTGAAAATAAGATGTG 

CGTATGTGTGTGTATGCCTGGAGAATTGGTGTTTCAGTTGAGTGAGAGGATTGGCTGTGAGC 

TTCAGACCAGGAAATGTGTCATCTTGCCAGGGACCTGGCTGAGTGTGCTGGAGTGAGGATC 

TTGAACAGAAACTTCCTTTTCTGTTATTATTCACTACGAAGCTAAAATGGCGAAATATATACCG 

TGAAAATTGGTTTCATTTAAGAAAAGATCAGATGCCTCGTTCAGCTGTACAGATTTTTAAATAA 

AATGATATTGAACTAAAAAAAAAAAAAGTAAATTGTGCGNNNNN 

>1356 

>1357 

>1358 

>1359 

>1360 

NNAGCTGGGGATACTACTACTAAATTGGCGCCCGGCTGCAGGAAGGATTGGCCCAT 
AGCTGATATGATCCCTTCCAGTGCGGTTGCAGGGAATCTCTTATTCGATGTTGTTTTCAGCCA 
ACAACATCTCCAGGTTGTAGGCCATGGTCTCTGTTACCTTTATCTCCCTGGAGCTCATTGCG 
AAGGGAATGGTTTATTAATTTGGGATTTATGGTAGGAAGTTTTGTGAGACGTTGGGAATAATG 
GAGGATATCACGTTTAAGAAGTACAGGTTGATAAGCTCTTTTATGTAGCCAGATAGGCGTTCT 
TGTTATTATTTGAAAGAAAGAGAGTTGACGTTTTATGAGTGGGGTGGATTGTAGGTTGAGGA 
GAACTAATGGGAGAGGTGGTGGCTAGAGAAAGTTAAAAATTTCTGTTAGGTTTGGATTGAGG 
TTTTTAATATGATTTGTTGATTTGAGCAGTTCAGAGGATTGGGGGTGATGGGGAGAACAGAAA 
TGATGGAATATAGGCCAAATGTTAGAAATAGATAAAATTACGTGACCAGTGAAGTGTGTTCGT 
GAGTCGCGATGGAGGTGAGANNNNN 
>1361 

T TTttatt I HI I I I GAAAAGCTAGTAGTGTATATATCTATATATGTATCTATATaaaGtAcTA 
GCTTTTGATAGATATTGTGTTTACATAGTCCACAAGTTAAATGCAGGTATCCATAAGAAGAGC 
ATTAACAATAAAAATACAATCTGTGTGTAGCCAAGTACAGAGACTTAAAATGGTAAAACAGCA 
AAAAGGATCTCACAAAAGTACAAATATACAGTACAAATTGATTTATTTAAAACAGTTAGAAAAA 
AGCACAACAAAATAGAGATTATCGTTAGAATTATTAATGCTTTGTTAAAGATCAGGTAGGATTA 
GAGGGTAAGAAATGGTATTGGGTGGAGGGAGCACCTGACTAGTTCTAAGGCTTTAGATACA 
ATGCAGTTGATTACATATTAATTCAGCCATTACATACTGGGGATAGTAGATGGGGGATCAGTA 
ATTTATCTACAGGGAACTCCTACACAGATCCATCCAGACCTCCCCAGTGCCATCCTTCTCCA 
CTGGTTAGGACCCTAAAGCCACCTGGATGACAACATTCCCATCCTTTCTCCACCCCATTCGC 
TATCCGTATATTGTTCCCTCGCCTAAGGTGCTGTGGAAGCTGAGAGCAGTCTGCTCTCTGCA 
GCTGG ATCAT ATACTGTTTTGGCTACAGGGATCCTGTGTGACTAAGAAGGTTGTAGGGGACA 
GCCTTATTTTAATACTTTAAGTTAGCCATGAGTACAGTCAGTCCCTCCCCCAACACAATCTAG 
ATTCTCTTGAATGCAAGTATCAGTCAAGTGAGGGATCAACCCTGCCTTCAGCAATACCAGCA 
ATGCACTAACCACTCACAGGTCACAACTACGTGCAAACTCCCTGCCCAGGGGGTGGGTGTA 
AAACCACTGTGTCATCAGCTCACACTCTTTCTCTGAAGAACGTCAGTCGCCATGACAGTCATA 
AAGACAAATAAATGCTTGCAAGTTTGACAACAGGTAAAGGCACATGGGCTGCTGCCACAGAC 
AGTGCAGGGAAGAACCCAATTTQAGGCGATCTTCACTGGTGGGGATTTGCAGTGGAATGGC 
ITTGGGATCACAAAACnTrGAQTTCGCAATCTAGGGGGGGGATCTAGGTTTAAGTGGAGAAG 
TAATAAAGAAACCTTTAGTGTGAAAAGTGCATTTATGACTATTGTTCCTGCTGGGGAGGCAG 
CAGGGCAAACTCCAACACCTCTCCTCCTTCCGCCCCAGGCACTGTGCATAGTGTGCAGCTA 
AGGAGAGAGTGCAGTCGACTCTAGCATCTCTGGGGCCAGTGTCATCATAGGCCCAGACCAG 
GCTTCT GGTGC AAAGATGGATCCTAGAGTTGAAAGAGCAACTGACAGCTGCAAAGAGGCAG 
ATGCTTATTrrATTATTGCATAATGTGggaGAGGTTCCccTAGGGGAGGAAAGGTGGAGAGTGA 
AGGGTTGGGAGCAAAGGGGAAACAGGTTCCTGATCGACATCGAACGTAATAAGGTTCAGCTC 
GTCAACTGTAGTGTACACTT7TGCCCATGTGGAAGGTACTATAGGTTCAGTGTGGTTTAGTAA 
AGTTAGCGTAGGAGGCCAAGATGTGTGGCTAAAAGTTAGTCTCTGTGCTATTTACTTTGTTTA 
TAAGACTGTGACGTAACTTGGGATGGCGAATTGAATCGACTAGGTTATGTTTAGTGCAATGGA 
CCCAGGCGTTTTCCGAGTCAATCCATGTGCAACCCTTCATCTCCAGGGTGATGAGTCAAGTC 
TTGAACATGCCTGCTTGCTGCAGGTTTAAACCACACCAGGATCCTGTGC7TCCCCCTAAATC 
GCCCATGATGCCGGGAGGTAAAAATAAAAGTAAACCGCAGTTGAGGTGGTATTTCAGCCAAA 
CTTTAAACCCTGTCCGAACTCCAGAATCGACCTAACTGGAGCTGGACGAACTTCACTGGGAT 
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GCTGGCATGGGCCCTAATGTGGTTCccTTCATTTAGtTTTTaaacAGGATACaaGATACCACAAA 

GGAAAGAaGTTAATacaacAGAAGACAccactagtagaaacctgcttgtttctccctcacagatagtcagacatttggagc 

caaagggcTC^caaCAGCACTGaaGccTTATccctttggATTTACCAGCCCACCAGCAGCATTTCATAC 

CATCCCTATCGAACATGACTTCGCTATAAAATAACATGGCCTAACACAGGTAAGAATGAACC 

GGACGCCTACACTTAATCTACATGGCCAAAGACATGGAAGGATAGGGAGCTGTAGAGGACA 

GCAGGCAGGACAGTGAGCGGAGAGCAGCAGTGGCAAAGGAGCGGAGGGCAAAGCCCTTG 

GTGTTATGAGCAACTGGGACCAAGAATATAGAAGGACCAGGCCAGATTGGCTGGGGGCCGT 

CCCTCAGGTACAAGTACTCAGCTCTGAACTCCCAGAGCCGCTTCCCCCCATGCCACCTCTTC 

CTCATGTATAGTAATCTTGATAGGAATGATTCAAGACTTGGCTTATTATCCATCCATGACTGG 

GTTCCCGTATTCCCAAATTGGTATACACATTTTTATACAGCGCCAGACAGTCAGCAGTCCTCC 

TTTGTATTCCTAAGAGCTGGAAATGTCCTACTGCTGACAAGGGACAGGCTCTGGCCCTTGTC 

AACTGCTCATTCTTAAAAAGTTGGCAACTTCGCACTAAAATACTCGGTAAAAACTGCTCTCAT 

GTCTCCTGCAAACTCAGGAAATTCCTATAAGGAAGAATGGACACACCACAGGTTAGTCATAT 

TTTTCATGCCTGGAGGAAAAGACTAAACTAGAGGTTAAAGGGAAGGGGGAGGCCACAGCTC 

TGACCGAGATTTAGAGCACAGAGATTGTTTTCCTGGGGACCATATTTTATGAGAGATACGTTT 

GGAGCTCAGCAAAATCAAGTATTAATATGTTATATATGGATGGAAGGATATTGTGGTATTACA 

GGAACTGGTGGTATTGGTTCACCAGCAAGAGACAGCAAGAGAAAGGTCAGGGCCCAAGTTG 

CGAGGGTCCTCAAGAATTTCTCTTTCGAGAATTCAGTGGAAGTTACCAGGTTGGAAAGTGAG 

AAGTAGCCCAAGTGGAAGGTGATTTGATCTAAACTAATTGGTGTGTATCTGGTTAGACATAG 

GTTTGCCCCATAAGGAGAAAGCTCAGCTTGTGTCCTTGCAGACAGTGCTTGAGCATCTActgtg 

tacatgtcactaaattcagttgatgagccttcctatgaggaaggacgcttgtgagaaacccatgcaaacaatgaactctaggaatgagtt 

gctcatgaaacagcx^agagatgaggccttctccx^aaggccttctcamgaggggattcctcaagactcgtccacccagggcx^ 

gtagggatactagccagagaaagcagcattcagagaatcgggtgta(»igaggaaggggataaagatatgatcc3caaatgcagtac 

aaatgttggcgtctggnctgacacaaaccagatacngaagcactcacggtcaggtcagcaacctcctttgatggacocc^ 

ctgaccaggcaaacgtgcmtcaaggaatgaaagagtggagggtagggcttgtagcaaacaagTOagtttca^ 

ggagtacaacctttagcacctgaacactaagaatgactccattctcagaac^cccactcaxKxaggag^^ 

TATCCGCATTTGGGAGGTGGGGAGGAAGTGAAAGAGCCAGAGGTCACGAGACTTGCCGAAA 

GTCCTTGACAGAGCAGAGATCAGACCTCAGAGGTTTGGACTCCTGATGCCAGGCCAGGTCT 

CGGCCAATCCAAGTATACCTTATAAAGGACACGCCAGGATCATAGCCTGGGAGAAGTCTAAC 

CAGAGAGCTGCGTGGACAATACCCTGAGTTGCCTTCAAGAGTCTAAAGACCCCCAAAAAACA 

AACAAAAAAACTTACCCACCTGAAAGCTAGTGGGGGAGCCTAATTGCCAATACCCAGTGGAA 

CCCCACGGTCTGAGCTGATGCTAAAAGTTGTGAAGAAAATGTGGGATTAAGACATTGGTGG 

GGGGTAGGGGGGGTGCCAATGCAACCAAGATTGAAAATACTTTTTGCAGAGGAATATACCA 

ACACAAAATGACATCTATTCAGGTACTGAAATGTTATCAAGACTATCCTAGAATCTTAGAGCT 

GGTGGTGGGAGGGGATGGCTTGGAGGCACCAGAATGCTGGGAGAAGCAGTGGAATAAGAC 

AGGAGGGGCATATGGGACATGTGAAAATGCCATGATGGGCACTGCCCAGCCACGCATTCGC 

CCTGgcccaGGGCATAGTTCCCTTCTTGTTTCtTCACCAAgctGTttggcagtggaagtGGAGGGGACA 

TGatmgagattttaAAAATagagATTATAgcTGAAGGggaaaccaGAGAGAGCCGGTACCCAccaaaaacT 

AgaGGtcTTGGtCAGagtggacAAaacCAACTTTGCAGACAAGGAAAggcAGtgcagCTACAAATgaGG 

GCGAGGTCACGACAGCATGGAgcGGTCAGGGCAGCAgaaGGGTGGGGGTGGGGGAGGCACT 

TGGGCACAACACAGAGAAAGGTGGGGGGTCAGTGCctgGAAAAAGGGTctACTA GTTCT aaagT 

cacc»ttaocAGCAAGATTCTGTGAGATTtCAAAGTGGGtctggcaTGCTGAgttgaaggaGCf I IGT T AG 

GTGAGCTACCrrTCCagaGGGCCTGCCTAGAACCCAGTCAGCCTGGGTATCAAGTCTTTCTC 

CCAAAGTCCCCTGACTGAGTCCCTGGCAAGGTAGTACTTCActCTGAACCCTGAAGGGGCTC 

TCCCTCCGGGCCCCCGTGCTGCTAGAAGCCTTGTAGGCAGAATGGTGAGGAGAGATGGGG 

AAGGGCTATGAAGCAGAGGATCAAGCAGAGTCCTGCAGATGAGAGTGCTCCTCCCCCACAC 

ACCCAGCCATAGACATctggAACAAAATCACCCTTTAAAGTGCGCATCTCTCACAAGAAGGGTr 

CTGGGTGGGAACCCtcTTATTTCCAACCTTGGGGCCTCCTGCCCTTCTACCACAAAAAAGAAA 

AAAAACTTCTGACAGTTTAAagctacTATAAGCTGTGGATCATCATTTTtggcTCTTTCT^ 

CGTGCGCggAcgcGTgggtcGAGTC 

>1362 

>1363 

>1364. 

>1365 . 

>1366 

NNNNNNNNNAAATTTCCTATTCTGATAGCAATAATAAGAAGTAGGAAATTTCACATAG 
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TCAGCAACCTAACACTGTGAGAAAGAATCCAAGTAGCAGGTCATTAAAACAGATGGCATTTA 

GGAAAGTAAACTTATTCAAAACATATTCTTGTAAGTAAATATGTACCACAACGTTTCTACTCTA 

TTGTGTAAGCTTTAAATACAAAAATACGACAACCACTCCCGGACTGCTCCATTATTTCAGTAA 

TACTGGCTGCCCTAG I I I I I CAGGATACATCATGCAAATAAGTTCTTTTA I I I I ICAAATTATT 

TTATTCCTAAAGTATCTTTAATTTTTGTTTTTGGTTATACAGGTTATAGAA 

GAATCTTCATTTGTTTCTAAAGTATATAATTCTACAAAAGTTGTTTTACTCAATGTGAATTA^ 

TTTGCAAGTCTAAAAAAATAAAAAAATTTTAAAAAGTAAAAAAATTTGGAAGTCATTTAACT^ 

GTGTCTTTTATATTATCTTCAGATGACAATTGCTCTCAGATGACTATTAAACTCAAAGATGCAA 

TACAGTTAAATCTTCCTTTCTTTGTAAAATTACTGTTGTTCAATTAGCAAGAGNN 

>1367 

NCCGGTTCCCCA M I I I I M 1 GAACCACAGTCTGACTCTCACCCAGGCTGGAGTGCA 
GTGGCACAATCTCAGCTCACTGCAAGCTCCGCCTCCTGGGTTCACGGCATTCTCCCACCTC 
AGCCTCCCGAGTAGCTGGGACTACAGGCGTGCGCCACCATGCCCAGCTAAI I I I I IGTACTT 
rrAGTAGAGACGGGGTTTCACCGTGTTGGCCAGGATGGTCTCGATCTCCTGACGTTGTGATC 
TGCCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCTGCCGCACCCGGCCGT 
TCCCA I H I I I ATTGGTGCCAACATTTCAAAACTTCATACTGTTTATAAACTGATTTTCTGGTTT 
ATTTCTACTGTAATCTCTCAATATTCATAGAAGATGAAGAAATAAGTCTGACAACAGTAAAGAA 
ATTTCTTAATATACTATTATTAGAATAGTAGAGGATAAAAGATAATGTTATCCAGTTACAAAGG 
AATTTGGATGATAATTATAACTTAATGTTAGA GATG GTAAAGCTGCACTTACTTGAACAGCCC 
AAAAG CATTAAAAATGT ATTTCCAG AG G AATGTTTTGCTATGT AG G G AAATTTTG AAGTAGTTT 
TTGCTAAAAAATTATTTCTAGAGTTGTGTTATTCTTAGCAGTAATCTTGGCTAGAAATG I I I M 
GTGATTTATGCGATTAAACGAAATGATAAAGATAAAACCATATTATTAAATACCTATATATCAC 
AGCTAAGTAGGAGAAAGGGAGACCTTTTTATTTTGTTCAGGTAGGAGTATTTCTTGTGTATTT 
TAGAAACAATTATTTTTCCCATTATTTCTTATGAGATTAGTTGTTTCAAGTAGG 
GTTCTGTTTTGTTGGAAATGTAGGTTTTAGATGTATCTTTCAGTCAGGTGTCAGTCACTAGAG 
TATTTCATA I I 1 1 11 GAAATG INN GAAAATTATG ACTAGCCCA M 1 1 1 1 GTCCTTTATTCAAC 
ATACTTATCCTCTGAACACATAAATAAGTGAATAAGATAAAAATATCTTTACCTTATTAATATTA 
TACATACTTGAAAAAAATTTCATTTAGAAACCTAGTTCAGAATCTGAGCAAATTTACAAGTGAC 
CTCTGTAATAAATGGTATTGATAATCAGAGAATGTATTTCAGAATACTACAGTACAATATATTA 
TGAAGCATGACCACTTTATTTTGAA ACTT AGCAATTGTATTGCTGGGGTTTATTGTATCTGTA 
GCATGTCACTGATTATTTCAGTTAGTTTTATAATGATTTTTAAAAAACATATGTATTTGG 
GATACAGCAACAATCATTGCTACTGACTTGTTCAACCCGTTAGTTACACTGTATGATCCACAT 
ATAACAAGATACAGTGGAATGGCCCATACAGTATATTACTGTTGTGTGATGATGGGCTTTGG 
AGCCGGTTGGTTTGAAA GGCTTT GTCTTCTTCTGGGCTGGCAGAGTTTGTCCCTGGTCCCCC 
TA A m i l CCCCTTTGTT G I 1 1 M CGCGGGAGAGGTGTTCTGGGGCGGCGGGCCGAATTCCT 
GGGCTGTTTTACACAACTCCCCCGGGCGGTTGAAGGCCCCTTGAGCCGTGAAAGCGCTGQA 
GNN 
>1368 

AGATATGATGGGGGCAATGCAGAATAGTTTTATCACAATGAA GI I i I iC i l I G TATCC 
CTATTTGAATGAGCAGTCAGTCTCAAGAGGTTACTGCATTTCAGTTCTTTCTGGACATGGGTA 
CTTGTGATGACACTAOGGG AATCTCT GTGGTATATACCTGGGGCCATTCTAGGGTCTTTCAA 
GTGACTTTTGGAAATCAACCI MM I ATTTGGGGGGGAGGATGGGGAAAAGAGGTGAGAGTT 
TATGGTGAAATGGATTTATAGA A I I 1 I I GGAAATCT A I I I I I AGTGTTTGTTCG I HIM l A ACT 
GTTCATTCCTTTGTGCAGAGTGTATATCTCTGCCTGGGCAAGAGTGTGGAGGTGCGGAGGT 
GTCTTCATTCTCTCGCAGATTTCCACAGCACCTGCTAAGTTTGTATTTAATGG I 1 I I I G I I 1 1 I 
G II I I I GTTTGTTTCTTGCTCTTTATTAAACCCCTTCCCGAG li I I I HI II A TACTTTAAACCC 
GGCTCCTCATGGCCTTGGCCCTTTCTGAAGCTGGTTCCTCTTATAAAATAGCTTTTGCGGAAA 
CATAG I M M I I M AGCAGATCCCAAAATATAATGAAGGGGATGGTGGGATATTTGTGTCTGT 
GTTCTTATAATATATTATTATTCTTCCTTGGTTCTAGAAAAATAGATAAATATA I I I II I I CAGG 
AAATAGTGTGGTGTTTCCAGTTTGATGTTGCTGGGTGGTTGAGTGAGTGAATTTTCATGTGG 
CTGGGTGGG 1 1 I II GCC I I II 1 CTCTTGGGCTGTTCCTGGTGCCTTCTGATGGGGCTGGAAT 
AGTTQAGGT6GATGGTTGTACCCTTTCTGCCTTCTGTTTGGGA0CCAGCTGGTGTTCTTTGG 
GTTGCTTTCTTCAGGCTCTAGGGCTGTGCTATCCAATACAGTAACCACATGCGGCTGTTTAA 
AGTTGGGCCAATTTAAATCACATAAGATTTACCATTCCTTCCTCAGTTGCAGTAACCACGTTT 
CTAGAGGCGTCACTGTGTGTGGGTCCAGGGCtACTGTACTGACAGCGAGAGCATGTCCtCC 
GGTTGGACAGCACTATTCTAGAGAACTATGCTGGCGTGTCCAGTCACAGCGTCAGCTGTGC 
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TGGGACGACCCTTGTCTCCCTGGGTAGGAGGTGGGGGAATNGANNCGGGGNGTGNTTGTG 

TNTGGTGTTGTCAGAGGATTTATTTAA AGTAT TATTGTAATACAGAACTATGTACA Mi l l ATT 

ACTATACCGTATTATCTTAGAAATATGATTTTGGAAGCATGATAAATGTATAAATGTAGCCAAC 

ATGTGCAACTGTTACATGAGGGGCCAGAGGCACTCATGGGAAAATCGGCTATGGGTTCTTT 

GTACACACCCAAGACCCATGTGGAGGCATCTGATTATGAGGCCACGCTCATATTAAGGGGA 

TTTTACCCACATGATCAGCTGGCTGCCGATTGTCAGTTGAAATATGGCTCTGGGCGTATTGG 

CGATCATTTCTAGGGCGTTTACGGTCCGCATTTACCTGTATTTTTCGAGTTAGGAAGGTCTGA 

GTCCN 

>1369 

N N N NNGG TTTAGGCATAAAGTTTATTCATCGAAAAATAAAGATCCCCATATTTCCATC 
TACTATGAGTTTTCCATCATGCTTAGTATTAACCAATAATTTATACTCCACTACTGATACTTGC 
T AATTG AATTACACTTCTG ATGATCA I I II M I I I i I CAAATGACATAGTGAGAGTTATGATCG 
GTTACTTGGGTTGTAAGGATTGAAAACATACCTAGATCATATAAATTTGTGAAGGTTTTGCCA 
TCACAAGCATTATAGGGAATAATGAACATCAACTATCCTACAGCTAAACCTAATGAAGACCAA 
ATTGCCTCCAAGGTCAAAACAATATTT CTTTG TGCTCAAAAGTGGTTCACATAATTGATGGTG 
CATTGACGCTGTCTATAGAGATTCTAGTTTTCTCCACATrrrCTCT AI I I 1 I CAATTTCCTTTCT 
TTTGACTGGGGTCTATTGTTGTTTAACAGAAGTAATGGCCTTTTGTAAATATATAATTTTCA 
TTGTAAGCATTCTTTCCAAGCTAGCTGCCGATCATCACGTTTTGGCTAGTCCCAGTCTCTGGT 
CATAGAA CACTT GTCCACACTCTAAATTGTCTCTGTTCTCCATAGCCCCCACTCATCTAATTC 
CTATAGTCTTTTAACTCAAAGCCTTCAACTTATGTACAGCTTTCTCTGCCTCACGTTTCAAGCT 
TAATGCATCATCTTAATTG ATCT TTCGACATCTATTTGTACTACATGCTGCTCTCTTTCTCTATC 
TTATATCTCCCAGAATATGTTTTATTTCAACAAATCGCTAATGTGTGCCAGGCATTGTTATTAG 
CAAAATGATAAGCCCTGCATGTAGCAAAGTTCCTGCCTTCACTGGATATGCATTAACAGCTCT 
GATTAGTCCACTTAAAAACCATTGTTCCTGTCGTGCAGAACTCCAN 
>1370 
>1371 

ACTG TCGTTTC CTTCCTACCTCGTCCTCACCCCAGGGCGAGTGAAAGTTTTCGAGTG 
TGAACCTTACTTTTTTCCCGTTCTCCTCAAGGCAGTTTGAACGACACAGGTTTGGAAGGAATA 
GTTAACTCTCCAGTATTATTGGAACATCTGGACACCACGAACAAAAAATCTTAGAAAAGGGTC 

ATTTAAGGCGTATAAAAAGTGCCACCTTTCCCAGAATTAATTCAGAGAGAAAAATCTTATCTG 

CCTCCTGGCAGCTACAGCGCAGAAAGN 

>1372 

>1373 

>1374 

NNAAGACCTGTAGACTCAAGCACTTTCTGTG C I MM I GTATCTTATCTTGGACACTT 
ATGCTGAATTATGTTCTTATTATTTTCACTGGTTATAAGCTATTCCTTGTACATAATATTTAAAC 
TATCGAAATATCCAGCATACATTTCCATGTGGCTGCCATCGGCTGTTGATGCCATGAATGAAA 
TGGCTGGTTAGAAAGCCAAAGGTCTTC I I I I I I CAATTCCTAATGAATAAGTAAAATGCCAGA 
TCTCTTTGGTCTCAAAGCAAATTGCTCTGATCAGATCAAATATCTATGTAATGAAAAGAGACT 
TACTTAAATTTGGGATTCTGCTTAAACTTTAAGTTGAATTTGACTGTAGTGATTCAT^ 
TATATGTCTGTCAGGTATGACATTAATTACCAGGTGGTATTATACTGTACTTTGAGTTTGGACA 
TCACTTTCAGTTAAATTTCTGTTGTTATTGTGGCI M I M 1 1 1 1 1 11 1 1 1 1 AAGCCCAGTGAAGA 
TGGAAGTAGAGGAGTGTGCCATCTCCTGCTGTTCTnrCTCTGTGCCCGCTAATTGCTTGGTA 
ATCTAAAATTATTCTGACTTTCCACATAGTGTCTTTAAAAACCAATTGTAGCAATGTGCCCGCC 
TCCACCCTTTAAGCTAAATCTTTCACTGTGGTGGATACATAGAGACTGGATAAATGTGTGATG 
ATAGTTCTAAAATAATTATGCTATATATCAGGGTTGTGT AI I I I I G AGCAATATGATTATTCCTA 
TGCTGTGATGTTAAATGGAATTTATTTTACAGTAGTAATAGACTGCTTAAGTGGCTGATTTGAA 
ACCTTTCTCTAAAAAAACAAAAACATCTGGCAGATGAGTGACACAAATTCATTCTCTTAAAGG 
ATAG AATTT CA AGTrAAGGATAAG GCACAATAAATAGGCACATAGAGGACATCTGTTTTTGTT 
TTTGGTTTTGGTTTTG M II I M I I GTCTCTCTGACTAGCTAAACTGCCAACTAGAAGAATGGT 
TGTTATGTAGTAACTCAGAAG AATCTTTTAATAAG I I I C I I C I I I I GTTTGAAAACAAACTTGA 
GC TTCAT TTCTTGCGACCTCTATTGTTTCTTCCCACGTTGGGTGACTGAACTGATGCTTATTC 
TAGTTrTAGAAGAGGATCCACATTTAATGTAAGGCATAAATATGCCTTTTGCAAATTATTGC^ 
GTTCTC GAGT GAAGATTTjGATGATATTGAACAGAAATCCACCATATAAACCATAATGCTTGAAT 
TGCCCCTTTrAAAATAGATTGGTTAAAACCAAAAACCTATAAGAGAGAAATGATATTtCATTGT 
ATTGTAGGTTrGGGAATCCTGGTTAGATTTATAATTTCTGGCCGGGTGCGGTGGCTCATGCC 
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TGTATTCCCAGTACTTTGGGAGCCCAAGGTGGGTGGATCACCTGAGGTAAGGAGTTTGAGA 

CCAGCCTGGCCAACATGGTGAAACCCCATGTCTACTAAAAATACAAAAAGTTAGCTGGGCAT 

GGTGGTGCGCGCCTGTGGTCCCAGCTACTGGGGAGGGTGAGGTGGGAGAATCCCTTGAAC 

CCAGGAGGCACAAGTTGCAGTGAGCTGAGATGATGCCATTGCACTCCAGCCTGGGCAACAG 

AGCGAGACTTCATCTCCAAAAAAAAAAAAAAAAAAAAAGTGCGGCGGCTAGACTAGTCN 

>1375 

acgcgttcGgTCAGCCtcgTGGCGCGCCCACGCCCCCACGCCGGCTCTTCcCGGGGTGC 
TTCCGtgcgCGTTGATATGATTGGCCGGCGAATGGtggttCTCTTTTCCTGCTTGGCTGTCTGAA 
GATAGATCGCCATCATGAAGGAGAGCGTAACTATCCGCACTAGAAAGTTCATGACCAACCGA 
CTACTTCAGAGGAAACAAATGGTCATTGATGTCCTTCACCCCGGGAAGGCGACAGTGCCTAA 
GACAGAAATTCGGGAAAAACTAGCCAAAATGTACAAGACGACACCGGATGCCATCTTTGTAT 
TTGGATTGAGAACTCATTTTGGTGGTGGCAAGAGAAGTGGCTTTGGCATGATTTATGATTGCG 
TGGATTATGCAAAGAAAAATGAACGCAAACATAGACTTGCAAGACATGGGCTGTATGAGAAG 
AAAAAGACCTCAAGAAAGCAACCGAAAGGAACGCAAGAAGAGAATGAAGAAAGTCAGGGGG 
ACTGCAAAGggcCAATGTTGGTGCTGGCAAAAAGAAATGAAGTGTGTAGCAGTGAGCTGGAG 
ATTG GATCAGAGCCGAAGGAGTAAAGGTGCTGCAATGATGTTAGGTGTGGCCACTGTGGAT 
TTTTGGCAAGaACattaaTaaaCtaaaaacttca 
>1376 
>1377 

GGGTGCGAGGAAAAGGAGTCGTATAGGGCTATCAATAGGTGCCTCCCACTAAATTTT 
CGGAAAGATGAATTAAAAGGCATTTATAAAGATCGAATGAAAATTGGAGCAAGGCTTGCCGA 
TGTTGATCCAATGGAAGTAGATTCTTCAGTACGATTTGATAGTGTTGGTGGCCTGTGTAATCA 
TATAGCAGCTGTAAAAGAGATGGTGGTGTTTCGATTACTTTATCCAGAAGTCTTTGAAAAATT 
TAAAATTCAACCGCCAAGAGGTTGTTTGTTTTATGGGCCACCTGGAACTGGAAAGAGTCTGG 
TTGCCAGAGCAGTrGCCAATGAGTGCAGTCAAGGGGATAAAAGAGTAGCATTTTTCATGAGG 
AAAGGTGCTGATTGTCTAAGTAAATGGGTAGGAGAATCTGAAAGACAGCTACGATTGCTGTT 
TGATCAGGCCTATCAGATGCGCCCATCAATTAI I I I I I 1 I GACGAAATTGATGGTCTGGCTCC 
AGTACGGTCAAGCAGGGAAGATCAGATTCAGAGTTCTATTGTTTCCACCCTGCTAGGTCTTAT 
GGATGGATTGGACAGCAGAGGGGAAATTGTGGTCATTGGTGGTACGAACAGGCTAGATTCT 
ATAGATCCTGCTTTACGAAGGCCTGGTCGCTTTGATAGAGAATTCCTCTTTAGCCTGCCTGA 
TAAAGAGGGTCGAAAAGAGATTCTAAAGATTGACAGCAGGGATTGGAATCGCAAACCACTGG 
ACACAI I I I lAGAAGAGCTAGCAGAAAACTGTGTTGGATAGTGTGGAGCAGATATTAAATCAA 
TATGTGCTGAAGCTGCTTTATGTGCTTTACGAGGACGCTACCCACAGATCTATACCACTAGT 
GAGAAACTGCAGTTGGATCTGTCTTCAATTAATATCTCAGCTAAGGATTTCGAGGTAGCTATG 
CAAAAGATGATACCAGCCTCCCAAAGAGCTGTGACATCACCTGGGCAGGCACTGTCCACCG 
TTGTGAAACGAGTCCTGCAAAAGAGTGTTGACAAGATTTTAGAAGCCCTGCAGAGAGTATTTC 
CACATGCAGAATTCAGAACAAATAAAACATTAGAGTCAGATATTTCTTGTCCTCTGGTAGAAA 
GTGAC7TGGCTTACAGTGATGATGATGTTCCATCAGTTTATGAAAATGGACTTTCTCAGAAAT 
CTTGTCATAAGGCAAAAGACAATTTTAATTTTCTTCATTTGAATAGAAATGCTTGTTAC^ 
TATGT CI i t iC GACCAAGAATATTGATAGTAGGAGAACCAGGATTTGGGCAAGGTrCTCACTT 
GGCACCAGCTGTCATTCATGCTTTGGAAAAGTTTACTGTATATACATTAGAGATTCCTGTTCT 
TTTTGGAGTTAGTACTACATCCCCTGAAGAAACATGTGGCCAGQTGATTCGTGAAGGTAAGA 
GAACAGCACGAAGTATAGTGTATGTTCCTCATATGGACGTGTGGTGGGAAATA GTTGG ACCG 
ACACTrAAAGCCACATTTAGCACATTATTAGAGAATATTCCrrCATTTGCTCCAGTTTTACTA^ 
TTGCAACTTCTGAGAAACGGCATTCCGCTTTGCCAGAAGAGGTGCAAGAATTGT TTATCC GT 
GATTATGGAGAGATTTTTAATGTCCAGTTACCGGATAAAGAAGAACGGACAAAATTTTTTG/^ 
GATTTAATTCTAAAACAAGCTGCTAAGCCTCCTATATCAAAAAAGAAAGCAGTTTTGCAGGCT 
TTGGAGGTACTCGCAGTAGCACCACCACCTGAGCCAAGATCACTGACAGCAGAAGAAGTGA 
AACGACTAGAAGAACAAGAAGAAGATACATTTAGAGAACTGAGGATTTTCTTAAGAAATGTTA 
CACATAGGCTTGCTATTGACAAGCGATTCCGAGTGTTTACTAAGCCTGTTGACCCTGATGAG 
GTTCCTGATTATGTCACTGTAATAAAGCAACCAATGGACCTTTCATCTGTAATCAGTAAAATT 
GATCTAGACAAGTATCTGACTGTGAAAGACTATTTGAGAGATATTGATCTAATCTGTAGTAAT 
GCCTTAGAATACAATCCAGAtAGAGATCCTGGAGATCGTCTTATTAGGCATAGAGCCTGTGC 
TTTAAGAGATACTGCCTATGCCATAATTAAAGAAGAACTTGATGAAGACTTTGAGCAGCTCTG 
TGAAGAAATTCAGGAATCTAGAAAGAAAAGAGGTTGTAGCTCCTCCAAATATGCCCCGfCTT 
ACTACCATGTGATGCCAAAGCAAAATTCCACTCTTGTTGGTGATAAAAGATCAGACCCAGAG 
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CAGAATGAAAAGCTAAAGACACCGAGTACTCCTGTGGCTTGCAGCACTCCTGCTCAGTTGAA 

GAGGAAAATTGGCAAAAAGTCAAACTGGTACTTAGGCACCATAAAAAAGCGAAGGAAGATTT 

CACAGGCAAAGGATGATAGGCAGAATGGGATAGATCACAAAATTGAGAGTGATAGAGAGGAA 

ACTCAAGACACAAGTGTAGATCATAATGAGACCGGAAACACAGGAGAGTCTTCGGTGGAAG 

AAAATGAAAAACAGCAAAATGGCTCTGAAAGCAAACTGGAATTGAGAAATAATTCAAATACTT 

GTAATATAGAGAATGAGCTTGAAGACTCTAGGAAGACTACAGCATGTACAGAATTGAGAGAC 

AAGATTGCTTGTAATGGAGATGCTTCTAGCTCTCAGATAATAGATATTTGTGATGAAAATGAA 

GGAAAAGAAATGTGTGTTGTGCGAATGACTCGAGCTAGAGGTTGGGAGGTAGAACAGCAGG 

AGCTCATCACTGTTGAAAAGGCTTTGGCAATTGTTTCTCAGCCTACACCGTCACTTGTTGTGG 

ATCATGAGCGATTAAAAAATCTTTTGAAGACTGTTGTTAAAAAAAGTCAAAACTACAACATATT 

TCAGTTGGAAAATTTGTATGCAGTAATCAGCCAATGTATTTATCGGCATCGCAAGGACCATGA 

TAAAACATCACTTATTCAGAAAATGGAGGAAGAGGTAGAAAACTTCAGTTGTTCCAGATGATG 

ATGTCATGGTATCGAGTATTG7TTATATTGAGTTGGTATTTAAGTCATTTTTGTGATGTGGGGG 

TAATTGATGTAGTATGAAAGCCTGCATCTTTAAGGAAAAGATTAAAATAGTAAAATAAAAGTAT 

TTAAACTTTCCTGATATTTATGTACATATTAAGATAAATGTCATGTGTAAGATAACTGATAAATA 

TTGGAACTTTGGTAGAACAAGACCGTGTAGTAATAGTAATAATAGTTGAAGTTTGGCCAACTG 

TTAATAAAGTTATTTTGGTAAGTAATGTTTTATGGCACTTAAGAATAATTAGCAGCGTTAAAT^ 

TTGTTTGTATTAAGCACTTTTAATTTTAT CCTTCC TAAAAATAG TTTAT TGTATG 

CTTACTTAACCATTGTGTCCTTCCCATC I I I n I GTCATGTTTGTTTTCTTCAAATGCCCTCCT 

CCCATCTGCGTTGAGATTCCCTTGTCTTCAGTTAAAAGGGAGAGTGCAAGTCATGATTTGCG 

GGAGGGGTGTTGAAGGAGTTGTGGGTGGAGGAGAATTCTGTAGTTGAGTATCAGAGTCATTG 

MM IGAGACAAAGA I I I \ I A TAATTCTAATTTGGGTTAATAAAGATTTrAAATA TTTCT TGGTT 

TACTTTTGTAATTATATAGACAAGAAATGTATTAATAAGTAGGTTGTTAAACACCTTTTAATAG^ 

ACAAGG I I I I l ATATTTGCAAGCTGTTGATATGTTrGTAAAAGTGTTTAGGTTATAGTCTATTG 

ATAGTrrrrATATACAATTTTATAAATATAAATATTATAATTTTATATTAATGGTA^ 

ATTTCTTAAGGTTAAAAGGATGGAGTTGCATGCATAGTTGCTTTTGGGGAGAGTGGGGAGAA 

GACATTCTAATAATCAGTTTGTGAAATAGCTTCTGTTGGAAACCTTTTGAGGGG AATAAG GAA 

TGGTCATCTAAAATGAGAGATTCTGGATTTTAATGCAGTTCAAAGTTGAGCTGTATTTTTGTT 

GTTGATTTATCTGGA I M M M I AAAGCGTTCTAAAACCCAGTGAATTCAATACGTTAATTAGT 

ACATACTATCTTATGTAATGCATAAAGCAATGCCAGTCACTGAGAACATTTAAATATATTTATA 

TTCCTGGAG ATACACATTCTCA I I I I IGTTGGTTTATTATAAATTATTCTTCTAGATGCATCTTT 

TATAACTAGGATTTGATTTTGTGTGTATAGGTTATGTAATAAATTTTAAAGGTGAAAACTGTGT 

TAAATrrGTTTCTATTTGTTAAGTATTTTAAAACATAGCAAAGATAATTCTGTGCAAAAGAAGT 

GTAAAGTCTGTTGTTTCATATATTACTGTGAAAAATTTAAAGTGCTGTTGACACTGGAATGTTT 

TTATATGGTANNNN 

>1378 

NNGTGCGATCTCGGTTACGTGGGTTTTCTCGGAATTTTATTTCGGCTCCCTTATTTG 
GGGGNCGCCGCGCGATTrCCCCACCGTGGGGACCAAAAAAACTTGGGTCCAAGGAGAAGC 
ACCTTATGAGCCAATGGCGCAATTCCAAACGCCCGTTTTGTCCGCGCGCGCCCCGCGCGAT 
TAGATAGCGCGTCGGGA i M M M I M I M M M M M M I GGTAAAAAAAAATTACTGTTTATT 
AAAGTACAACCATAGAGGATGGTCTTAGAGCAGGGAGTATCCTGTrrGAGGAAAGCAAGAAT 
CAGAQAAGGAAGATACCCCTTAGAAATGAAAAATTCCACTCAAAATAGGGACTATGTATCTTA 
ATACTAAGGAACCAACAATCTTCCTGTTTAAAAAACCAGATGGCACAGAGAT TGTGAA CTAAA 
GTGGTGCACTCAAATGATGGGAAGTCCGGCCCCAGTACACAGGGGCTTG^CTTTTTCAACTT 
GGTTTCCTTTGTTGGAGTCAAAAAGAACCACTTGTGGTTCTAAAAGGTGTGAAG GTGAT TTAA 
GGGCCCAGGTCAGCCACTGTTTGTTTACAAAATCAGGTAACTAACTGCATACACTTTTTCTCT 
TTCCATGACATCAAGACTTTGCTAAAGACATGAAGCCACGGGTGCCAGAAGCTACTGCGATG 
CCCCGGGAGTTAGCCCGCTGGTAATAGCTGTAAACTTCCAATTTCTAGCCATACGCTCAGCT 
CATCCATGCCTGAGAAGTGCATCTGGAGAGAACAGGTTTCTAAGCATAAAAGATGAAAGAGC 
AGTTGGACTTTTTAAAAATTCAGCAAAGTGGTTCCCTCTCTTAGGGACAGTCAAAACCAAGTC 
ACTTAGGTAGTACCAAAATAAATAAGGAAAAGCTTAGCTTTAGAAACAGTGCAACAGTGGTCT 
GeTGTTCCAGTGGTAAGCTATGTCCCAGGAATCAGTTTAAAAGQACGACAGTGGATGCTGG 
GTCCATATCACACACATTGCTGTGAACAGGAAACTCCTGTGACCACAACATGAGGCCACTGG 
AGACGCATATGAGTAAGGGGACTGACGGACTGATGATTTCTTCTTACCAGATGCTTTCCTGT 
TCTTTAAGAGTTTAAAATCAtCAGAAAGGAAAAACAAACTCTATATTGTTCAGCATGC^^ 
TACCACGCTAGGGCTGGCTCAATTGAAAGTGGGCAAAAGCTTACAAATACTAAAAAGAAGTG 
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CTGCCGCGCAGTGTGGAGGCCAC TGTTT GGAAATAAATCTTCCTAACACTACGACTTTTCAT 

GTTTTGGAGTGGAGTTTTAAAAAAGTT7TCCAACCACAATGGAAACAGGTTGAACCACAGTC 

GGCTACAGATGGATCGATAGGTGAGGCATTATAATGAGATTGTCACTGGGGGAGGCATTTTC 

TTCCCAAAGGAGCTGTATGCAGTCATGACCCGGAACTAATGGGAAAGTGTTCTTAAGCAGCA 

AGTGACTCTGGACCACCTCTGTCACACACTGACTCTTCCACAGCATCTTCACCTGCTTCTGTT 

TCACTTGAATTCATACAGTAGGCCACCATTTTATAACAGGTCTTAGTGTAAATTCTTCCAGAC 

CAAGTCTGAGATAGTCTTGGTTGTAAAGCAAGAGCGTCACCCCTTCTCCCAAAGCGAACATT 

ATAAAAAGATTCCATTGTCTCAAAGACAAATGTTCCAGTCTTGAGCACTTCCCAGCCATGGTG 

ACTCGGGCATATCCTGGCAGTTGGTGGA TTTT GCCCTGTAACACAATCCTTGTGGATATGAT 

TCAAAGGTGACTTTAATTCAGAGAATGTGTTTTCGTTTGTGTTTTAAAAATATTTG^ 

GATGGAAATTCTTTTGTTAAACATCAAAAGCTTTCTCCTTGAAAAGATGCTTGGTGTATCTGA 

AAGTCAGGTGGGACATTTGGTGCATTCAGAAGGTCAAATCATTCCTGACCTCTCGTGTTAGG 

ACCCAGGATTAACTGGTGCGATACTCAAGGGTTCGTTAAAGGATGAGAGGACTGGCGGCTAG 

TTTTAGTGTGGAGGAAGTTTATTAGTTGTGCTAGGTGAGAATTGGAGGATAGAGGCGTTTGAC 

GGTGGGGGTGTNTNTCAAAGNAANNNGNNCGCGCGNNNGNTTGNNGGAAGAANNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNN 

>1379 

>1380 

AGAGTAATTtTGGAAAGCTGTTTG ATGTCTG G CTTATAG AAG AC AGCTG GGTTGTTAT 
ATCTGCTTCTGAATTGGATGTATTGTAATGTGTTATTTTGGGTGAAGTATGTGAAGAAAATAGT 
AGGTTAGAAAGATATGTATTTTCAAAAGGAAATACATATCAGAAAGTTTGAGAGAGGCAGTGG 
GTGATAGTAAGGTTGTGAGGATGGATGATGTGTATCTGGAGAGCTGGCAGGAAACAAGGAA 
GGGCGTTGAGCGCTCGTTGGAGAGCAAGAAGTATGATTGATGTTTTCTTAGTCACTTGTAAAT 
TGCGTGATTTTAGCTCTATTTCAATAAGTTTTTCAGAAGAGTGTAGATATTGTTCTTTGATA 
ACATCAGAACTTTGCAAGTAAGTTCAAGTAGTAATTTGGTAATATTG I 1 I I I AATAATGTGTAG 
TTTTCCTATCGTATTACAGTAAAAGCCGTTTATATAATATCCTTGTACCTTGGCTGGATCTTCT 
ACTTATTCTTGATTTTGTAACATCATCATTGGTCATCTGGAAAATATTGGTTCACTGAGTTATG 
AAGCTTCCAAATGTTGACAC GTGTC ATTATATAATATTTTTAAAATCACATTTGTAAATATCATC 
ACCAATCTCATCAGATCAGTCTTTTAAGTGTCAAGGGAACCTGTCAAGTrCACAGTTTGCCAA 
AATTCTAATrrTCTTTCATCTGGAAGCTCCAGTTATATATTGGCAATGAATACTGGGAGTTGTT 
TTCCTAGAAGTGACAGGCCCAGCCACATCTGAATAACCAGCTAGTTCACTTTGCCATTCAGT 
CACACAAGTACTTTTCCTTGAGGCCTCCATCATAATCTCAAGTACCAGAGTGCTTTGTATGTA 
TGTCCCGTTTATAGACATACATTATTAAAAAGACTGATGCTCAAGGGTAAAAATTTAACAAAAT 
TAATAATTTGCACT 
>1381 

NNNNCGCGGCCGGGTGGACACGGCTGCGAGAAGACGACAGAAGGGGGAACGCTC 
GGCGCTGCCGGGTGAAATCGTAGGACAGTGAAGATGCTGCTGGAATTGTCCGAGGAGGATA 
AGGAACACCTGGCCTTCCTGCCTCAAGTGGACAGCGCGGTGGTCGCCGAGTTTGGGCGGA 
TTGCTGTGGAATTCCTGAGACGGGGCGCAAACCCAAAAATCTACGAAGGCGCCGCCAGAAA 
ACTCAATGTGAGTAGTGACACTGTCCAGCATGGTGTGGAAGGATTAACGTATCTCCTCACTG 
AGAGGTCAAAGCTGATGATTTCTGAACTGGATTTCCAAGACTCT G 1 1 1 1 1 G TTCTGGGATTCT 
CTGAAGAATTAAACAAATTGTTGCTTCAGGTTTATCTGGAGAACAGAAAAGAGATCAGAAGGA 
TTGTGAGTGAATTGGCAGCAAGCGTTCCCAGTTATCATAACCTTGAATGGCGAGTAGATGTA 
CAGGTTGCAAGTAGAAGTGTCAGGCAACAGATTAAACCAGGAGTGAGTATAAAGCTACACCT 
TAATCAAAATGGAGATCACAACACCAAAGTTCTGCAGACAGACCCAGCCACCCTGCTCCATT 
TGGTTCAACAACTGGAACAAGCATTGGAAGAGATGAAGACAAACCACTGTAGGAGAGTTGTT 
CGCAACATCAAGTAGTACCAGTTTTAAGGTTTTAATTCATTTGAATCACTTATGAATTGATGAT 
ATACAGCAATTACTTTTCAAAATTAATTTTTTATTAATTCATGATGATAAATACAT^ 
CAGTATCTATTCCAAGATACTGAGGTCATAATCAGAAGCTAAGCTGGGTGCAGTGGCTCATG 
CCAGTTATCCCAGCACTTTGGGAGGCCGAGGTGGGCAAATCATGAGGTCAGGAGATTGAGA 
CGTTCCTGGCTAACATGGTGAAACGCCATCTCTACTAAAAATATAAAAAATTAGGCAGGTGTG 
GTGGCACGCATCTATCAGAGTCCCAGCTACTGAGGAGGCTGAGGCAGGAGAATCGCTTGAA 
CCTGGGAGGTGGAGGTTGCAGTGAGCTGAGATTGTGCCACTGCACTCCAGCCTGGGTGAC 
AGAGTGAGACTCCATCTCAAAAATAATAATAATAATAATAAAGTAAAAATAAAAATAAAAAAGT 
AATCAGAAGCTAAAGTAAAGTTCCTTTCCTGGTGCTAACTGTGGTCTTCTTGACAGATTAAGA 
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TGTATTTTGTATTrrAAGAGTCTCATGCTCTACCGTTGGAACTAGCCAGATGGCCATTATTTT 

GTATTTTAAATACATAAATAGGATTGAATCAACTAGAAATGAATCTATATGTTCTGTATATATG 

AATGACTATCTTG I I I I I GCTACTTCTTTTGACTGCTTAATTTTATTATTTTCATCTTTATTGATC 

AAATTTGAAAATAAAATTCACAATGTAATAGTACTACTATGCAGAATTTTCTAAACAGTTCAGT 

ATTTTTGACTTTTAAAAACACCCGACAGTGTTAATAGCCACAGAATATTGAACATCAATAGGAT 

TTTTAATGCTATATTGTTATAGGCAGTTTATTCA I I i i I CTTTGTATATGAAGATGATAAGTATC 

ATATTGCCTAAGTTTGAGTGATCATGGTTAATTAATTGGCTTAAATAGTAGTCAAATTTGTGTG 

GTCGTATATTGTATTTTATCAAGGACTAATTCTTCCACCATACCCAAAGCATCTAGGAGACAG 

TGTGTCATTTACATTTACAAATAATGGATGCAGAGAAATATAATCAATTCTTGATTGTCCTGGA 

TACAAATTATAGTCACTTTTTATAATTTGAATAAACTATGATGAGGGAAGGAAGGCCATGTTTA 

TTAGATTATAGGCAAGTATCCCTTCTCAAAACATAACTTG ATTTATGTrrTGTTTTA I I I I I I AG 

TAGGGAACCAAAAGCTTTTGGTCTGAAAAACTCAGGTGCTGATTTGTCAGGTCAGCCTGAGA 

GAGTGCAGAGATACTGAGGTCAGCTTAGGGAGAAGAATTGTATGGAAGGGTGGAAATGAGG 

GTTCAGTCTTAACTATGTGTCCAAGACCTTATCCTGAGAGTCTTCATGGAATAATCTAGAAAG 

GGCTGTAGAAGCAATCAAAGTGTAAACTGCGCTGTAGAGTTTGTCAATACTTTGCTTCGTAAG 

AATTAGGGATTTTCATATCAGAGTGATACCATGTTGCAATCTCTTTAGAGAAGAGAGAGCCTA 

GCAGGGAATAGGCTAGTGGAAGAAAAACATACTTGAGATGGTTAGGCATTGGTCCCTGCAG 

GCATCTGGGCCACCGTTTTCCTGTAGGTATATATTGTGCCGTTGTGAAACAACTATATTATTA 

GATGTCAGCAAAGTATAATGAGAAATAATTTTTAATTATAGTGGCAACTTGATTAATGAAGCTC 

TGATATACAACCTCAGAAAGAAAAAGAAACTTTATTACGTGAAATAGTAGCATATGTCATTGG 

GTrrAAAAGCAACATGCCTGCAAAACATATGATAAAAAATACCTCTGTAAGGGTTTTTATTTGT 

CCACCTTGGATGGAAGGTAAAGATGGCTGATCCCAGCCAAGATGAAACAATAGGCCTTTGTC 

TCCTCAGAACAACCTATCTCCAACTCTTTGTCCACTGTTCTTACCCCAATTAAAACAAGAAAG 

CATGTGGTAATCCI I I I MAAI M I I ATCAACCTGGGTTGGCCTCCTTTCACTGTACTCCATTA 

TTCCnTCTGTGATGTTCTACCTTCTTCACCTTTTGAGAOCAGGGTGAGTTGGGAGGAGTTTG 

CCTACCTTCrrTTAGAATCTGGGGCTTATCTTTTAGTACAAGCCATTGAATAAGCCTCTTCCTT 

1 1 I I M GCTCAAAGATTCCACATCGTTGTGGATTCCCCTGCATTGtTTGTTTTATATAACATTT 

GATATTTGTTGTAGCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTGTCTCCAGT 

ATGACCCAGGTTTCTTGACTCTGAGTAATGCACCTTCTATAACTATCTAAATTTCTACTGAAG 

CI I I I IGGATTATGAGTATGCTGACI I I I CACGATTGGCTGGTGCATGTTTAGACTTAAATGT 

CATATCCTTCATGTCTCAAAGCCAAAATAGTAACATCTGATCTCAGAACAGAGCTGTGACCAC 

ATGCCAATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAAGTCTGCTTAAATGTTT 

CACAAAATGTCAACAAGCTTGTTTTGTTATTGATATTTCCGAGATTGGGCACATTTAAGACAG 

TAAACGGGAAAGGTGGTGAAGATGCTATAAGAAGATGGTGTATCTTGAGAATTGAAAAATGA 

GAATCTGAGATGGTTTGAAAAATCATGAAGGGTATATATAAAGGATGCATGTGTAGGAGCCA 

TTAAAATTCATAACAGTATGTGCCCCTTCAGCGTTTTAATCTTATGAAGTGGTTAAGAGATAA 

GTCTTCGGAGTTGGACAAAAGGATTTGAATTTAGGTTCTGTGGATTATTATGGGTCGTTGATA 

AATTCTGAAAGCGI I I 1 1 1 1 1 1 GTTGATCTCTAAAATAGGAATATAGGATTACCTACCACATTG 

AGTCGTAAGGAGTATATGAGACCATGTATATAGAATGTTTAACATAGTACCAGGCTTTACAAA 

GAAGTCAATAAATGTTTACCATTATTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNGGGGGGCCCTTAAATrmTAAAAAAAAAAACCCCCCCCCCCTC 

CGGGGGACGNNNNNNNNNNN 

>1382 

>1383 

NCCGCTTTGATATGAATTATTATGCAAAGAATGACAGACATAGAGACTGCAAAGGCC 
AAAGGGACATATGTCTGTCATTCTTTGCATAATAATTCATATCAAAGGGGAGAAACAGCTATT 
TTTTGTCCCTAGAAGTTCTGCTCnrTAAGGTTGAAAAGAAAGTTTGAAAAATCATATCAT^ 
TrAGAAGTACTTTGTGTTGTTGGTATCCAAAATTAGGACTCTGAGATTCTTGTGTATTCAGAG 
AATTTITAGTAGGAAACAAGGACAAATTTGCATATGAAATGAAAATAGTTATTACATGACAAAA 
TATGTAGATCTGATTTCTAGAAACTGAATTAGTCCAAAACAAGTAAGAGTGGGAAAAGCAGTA 
AAAAGTTCTTCTTGAATATTGCTGITGTCATGCAAAGTATTCTT A I I I CI I I I A GGTG AAAAATT 
TCCATTACTCTTTTGTGATATTCrCAAAAGAAAGTTTAGGATTTTACAGTGTTCTGA^ 
AATCTTAATTGAGTATTTCAATAGAGTATTATTGATTTGCTTCCTTATCAGTGGATT^ 
ATTTATTTCTAGGCTATTGAACC TTCTA AAATTTAATCCCAAGTAGGTTTAAAA 
TAGGACCAAAGGTTTAAAGACTCTTTnrCTGGGGCATGCTATTATTTAACAG MINI CCTAAA 
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TTGGGTTTTGGTTTTGGGAAACATGAAATAATTGG TTCT TAAAGCAATCCTTAAGGTCTATTA 
GGAAG IN I I CTAGGCCCAAATAAGCGTTTAAGAATTTTAGGGTTAAATTGGCAAGGGACCC 
CGGTG AAAAAAAAAAAAAAAAAAAAACG AG N 
>1384 

NNNNCGTCCGAGTGGTGCTGTTGCGGTGACTGTCTTCCTATTGGCGCCGTGCAGAG 
AGGCGGAATGTTCAACTCCTAACTGCGGCGGAAACGTGGGAGCCGCGCGGGCCGCTGTGG 
TCCCAAGGCCCGCCGCCCTGGTCGCGCGGGGGGGCTCGGCGCGCCCGGCTGCTGCTCAC 
GCCCCGCCCGGGAGCCAGATTTTGTGGAAGTATAATACTTTGTCATTATGAGATGTGGTCTC 
TCGGTGCCTCGTTTGTGCAAATTAAATTTGATGACTTGCAGTTTTTTGAAAACTGCGGTGGAG 
GAAGTTTTGGGAGTGTTTATCGAGCCAAATGGATATCACAGGAGAAGGAGGTGGCTGTAAA 
GAAGCTGCTCAAAATAGAGAAAGAGGCAGAAATACTCAGTGTGCTCAGTCACAGAAACATCA 
TCCAGTTTTATGGAGTAATTCTTGAACCTCCCAACTATGGCATTGTCAGAGAATATGCTTCTC 
TGGGATCACTCTATGATTACATTAACAGTAACAGAAGTGAGGAGATGGATATGGATCACATTA 
TGACGTGGGCCACTGATGTAGCCAAAGGAATGCATTATTTACATATGGAGGCTCCTGTCAAG 
GTGATTCAGAGAGAGGTGAAGTCAAGAAAGGTTGTTATAGCTGCTGATGGAGTATTGAAGAT 
CTGTGAGTTTGGTGCCTCTCGGTTCCATAACCATACAAGACACATGTCCTTGGTTGGAAGTTT 
CCCATGGATGGGTGCAGAAGTTATGCAGAGTCTCCCTGTGTCAGAAACTTGTGACACATATT 
GGTATGGTGTGGTTCTCTGGGAGATGCTAACAAGGGAGGTCGCGTTTAAAGGTTTGGAAGG 
ATTACAAGTAGCTTGGGTTGTAGTGGAAAAAAACGAGAGATTAACCATTCCAAGCAGTTGCG 
CCAGAAGTTTTGCTGAACTGTTACATGAGTGTTGGGAAGGTGATGCCAAGAAACGGGCATCA 
TTCAAGCAAATCATTTCAATCCTGGAGTCCATGTGAAATGACACGAGCCTTGCTGACAAGTGT 
AACTCATTCCTAGACAACAAGGCGGAGTGGAGGTGCGAAATTGAGGCAAGTGTTGAGAGGC 
TAAAGAAACTAGAGCGTGATCTCAGCTTTAAGGAGCAGGAGCTTAAAGAAGGAGAAAGACGT 
TTAAAGATGTGGGAGCAAAAGCTGACAGAGCAGTCCAACACCCCGCTGCTGCCTTCCTTTG 
AGATTGGTGCATGGACGGAAGAGGATGTGTATTGTTGGGTTCAGCAGGTCGTCAGAAAAGG 
TGACTCTTCAGCAGAGATGAGTGTATATGCAAGCTTGTTTAAAGAAAACAACATTACAGGGAA 
GCGGCTGCTGCTGGTGGAGGAAGAAGACCTGAAAGACATGGGCATTGTCTCCAAGGGGCA 
TATCATTCACTTCAAGTCAGCCATTGAGAAATTAACCCATGATTACATAAATTTGTTTCACTTC 
CCACCACTAATTAAGGACTCAGGAGGTGAACCTGAAGAAAATGAGGAAAAAATAGTGAACCT 
GGAACTGG ! Ml I GGTTTTCACTTGAAACCAGGAACTGGCCCACAGGATTGTAAGTGGAAAA 
TGTATATGGAGATGGATGGGGATGAAATTGCAATAACCTACATAAAAGATGTGACATTCAACA 
CTAACCTACCTGATGCGGAGATTTTAAAGATGACAAAGCCACCATTTGTAATGGAGAAGTGG 
ATTGTAGGAATAGCAAAAAGTCAGACTGTGGAGTGCACTGTCACATATGAGAGTGATGTTAG 
AACTCCAAAAAGCACTAAACATGTCCATTTGATTCAGTGGAGTAGAACAAAACCTCAGGATG 
AAGTGAAAGCAGTCCAACTTGCCATTCAGACATTATTCACCAATTCAGATGGCAACCCTGGA 
AGCAGGTCCGACTCAAGTGCTGATTGCCAGTGGTTAGATACTCTGAGGATGCGGCAGATTG 
CATCCAACACTTCTTTACAGCGTTCCCAGAGCAATCCTATTCTGGGGTCACCGTTCTTCTCAC 
AGTTTGATGGCGAGGATTCCTACGGTGGTGCTGTGAGAGGGCCCCAGGTGCCCATTAAGTA 
TCAACAGATTACACCTGTGAACCAGTCCAGAAGCTCQTCTGCTACTCAGTATGGACTGACCA 
AAAACTTCTCTTCCGTACATCTCAACTCTAGGGACAGTGGCTTTTCCAGTGGCAATA(^^ 
CGTCTTCAGAGAGGGGTCGATACTGAGACAGAAGCAGGAACAAATATGGACGTGGTAGTAT 
ATCACTCAATTCTTCTCCTAGAGGAAGATACAGTGGAAAGAGTCAGGATTGCACTCGTTCAA 
GAGGAAGATACCCTGGAAAGTTCTACAGGGTTTCTCAGTCAGCACTCAATCCTCACCAGTCG 
CGTGACTTCAAGAGAAGCCCCAGGGACCTCCACCAACCCAACACCATACCAGGGATGCCTT 
TGCACGCTGAGACTGACTCAAGAGCCAGTGAAGAGGACAGCAAAGTCAGCGAAGGGGGCT 
GGACAAAAGTGGAATACCGGAAAAAGCCCCACAGGCCATCTCGCGCCAAAACCAATAAAGA 
GAGAGCCAGAGGGGAGCACGGTGGATGGAGAAACTTTTGA TGAAT TGAACTACATAGCTTTT 
CTAAGCAGGTTAAAAAAAAAAAAAAAAAAAGAAATGTAATGGTTTTTGATAATATGATCCCTTC 
AGATTGAATTAACGAAAAGACAACACTTCCAGTTTTTGGATTGGGAAATACCTTCTAATTGAG 
ACTATAGCCAAACCAGGGCCAAAATTATGGATATTGGTGACCCAGTGATCATAACTAGGCTT 
GAAAATCACTACACATATTTTCTGCCTTGAGTGAACATTTTTAGAGGAAAGGTTATGCCATCT 
TTTrAGCCTAACCACTGATATTCTGGTTAGCAGGGCCAGGAOAAGG GGAAG G AAAAT GAGGT 
CAAGAAAAAAATCAAATTTTTAGGAAAAGATAAGATGAATGTtACTGATTT T^ 
AGGCTGCAATATGGCCTGGCAAGGCACTGTTACTGATCTTGTCTTTAACATTITGATATT^ 
TTCATCATA A I II I I G CATTT AI I I II I I A AATATTGCATTAAAATATCATTTAGCT TGATTATCG 
AGI I I II I GGTTTGAGGTI I I I IGTTGCTTCI I I I 11 GTTTTCTTTCTTTCCCCCT C I 11 H I M G 
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GATGTCCCCTTAAATTTTGTGCCCAAGGCAGGTACCTCACTCATCTCATCCTTGGCTCAGCC 

CTGCTGGTTAGTATTTAG TATTTA TTTTAGTAAGATATTTGTGTCTGTATGATGGTCAGAGTTG 

AACTGATCTGGCTTGTCATTTTTCAGTAATAAAAAAAGTTACTGAATTTAATTGTTGAATATGA 

TGCATATCTCATTCATTACGATTTATCAGAAACCAAAGATTTAAATTGCCTAGATTTGTGGTTC 

TTTCTGTTCGTAAGTTCCCAGCGACTGCTTTGAAATACTATTTTCTAAATTTCACCAAAGGAGC 

AAAGAGGATAAAACAACACTCCATAAAGGCCTCTTGGGATGTCAGAAATCTAAAATCTAAAAG 

AAAACAGACACAGAGCAAGACAATAACATGACAAGGTAAAAGGCAGAGAAATTTAAAATTAGG 

AACATCGTTGTTGGAGTAAGACAGTAAATATCAGCCTTGCAGCAAGACAGCTCTGAGCAGCT 

GTGGGCAAAGAGGTAAACCAGTGGGGGTGCAAGGAGACTGTCTGCAGCTTAGGGCAGAAA 

TGGTGGGATCCAACTTGTGAAATGCTTCATGTTTTACAAACCAAAAAGTCAGGTAGCAACAAA 

CTTATTGTATGTCAAATCAATAAATGTTACTTTCAATATTCTGAGATTCTGTTCAGCATTCACT 

AACCCTGTTTAGCATTCACTAAGCCCTACATAGGATTCTCAGTGCTCTGN 

>1385 

>1386 

>1387 

>1388 

>1389 

>1390 

>1391 

NNNNNGGTTGTGGGTGGAGGGTGTTTTAAATAACAGCTTTACAGAGAGATATCATTC 
ATAATTCATAAGGTTTTAAC I I M I I I C I I I M I I AAG ACAAAGTTTTACCTTCTGTCACATTGA 
AAAATCTCCTATATTCTTGAAGATTCTGAGCAATACA7TCACGACCCAGGTTTGGGATTTGCA 
TACTATTGGAGAAACTGCTTCCTGAAGATAAACACTTCAAGAATTTGAGAAAATTAAAACTAA 
AACCGAAAACATGAACACAAAGGCACAAAACATTGCCTAACATTGCAGAAAATTACTTTAAAT 
CCTGATATGCTTGTAGAAGAAATAGTTTTTCTTGTTTTGGTTGCAAAACTTTGAGG^ 
GAACTTCAGAAGGGGAACACCATAGAAATGAGAI I I I I I I CACTTTAGAGGAATG AGGTAAAA 
GAGAATATGGTTTAGATTAAAGAATTATTTTGTTACAGTTGCAGAAGAATTAAGAAGAACTAAN 
N 

>1392 
>1393 

NNNNNNNNNNNNNAAAAGTGATTCAAACAAAACAATAGAATTCTGCTTCTATACATG 
AGAGGATAACTG7TAGAGGACACGCTCTCCTACCATAAACAGCTAGAAAAGTTTACAAGTTAT 
TTGAAATAACTGTTTTCAGACATTAAACAACTGGCAGCACAGGACTGTGATCTCTGACAGAG 
GGAAATACACGAAGTACAACTGCCCTACATTTCTGCCTAAAGGCAATTTCCAGACTACACAG 
ACAGAGAGGAAATGCACATAGAGCCCAACTGTCTCTGAAAAGAGACAAGAGAAATCTAATTT 
CTAGGGGGTAGCTAGAATTTrCAGAGCAATGTCCTGGAGAAGAAGTTGTGCACAAGAAGATA 
TTCAAAAATCATCATGAGGGACCCCTTGAATGTTTGGGAGAATACAAATCTGCTTATGTATAG 
GGTGAAAGAGGAGAGAGCTGATGAAAGTGCAAGTATCAGGATCAAGAACAAATTAACGCGAA 
GGTCAAGTGTAAGCNNNNNNN 
>1394 
>1395 

NNATCGACCCCCATTCGCGAGAAGGCCGCGATTGTGTTGGTACCCGGGAATTGGCC 
AAGTCGCCGGAAGGGCGGAACTGGGGTTGCGGCGTCTAAGTGTTTCCGGTGGATTCGCAG 
GGACTGTCGGAGGTGTGGACTCTGCCTGCCTACCTGGTCTGGGAAGATGTTCTACCATATC 
TCCCTAGAGCACGAAATCCTGCTGCACCCGCGCTACTTCGGCCGCAACTTGCTCAACACGG 
TGAAGCAGAAGCTCTTCACCGAGGTGGAGGGGACCTGCACAGGGAAGTATGGCTTTGTAAT 
TGCTGTCACCACCATTGACAATATTGGTGCTGGTGTGATCCAGCCAGGCCGAGGCTTTGTC 
CTTTATCCAGTTAAGTACAAGGCCATTGTTTTCCGGCCATTTAAAGGGGAGGTCGTGGATGC 
TGTTGTCACTCAGGTCAACAAGGTTGGACTCTTCACAGAAATTGGGGCCATGTCTTGCTTCA 
TCTCTCGACATTCCATCCCTTCAGAGATGGAGTTTGATCCTAACTCCAACCCACCATGTTACA 
AGACAATGGATGAGGATATTGTGATTCAGGAGGACGATGAGATCCGCTTAAAGATTGTGGG 
GACCCGTGTGGACAAGAATGACATTTTTGCTATtGGCTCCCTGATGGACGATTACTTGGGGC 
TTGTAAGCTGAGCCTGGTGGCCTCCTACCCTTGGTCCTACTCTAGGAAGTGTGATTGTCACA 
CTTATCATGTTGTCCAGAGGTCCAGTCTGGCTGCTGTTGTGGAGGCAAGGAAGQCAACTCA 
TCCCAGAAGGCATCTGGTGCTtCrrGtAGCTTAACtACTGCCTCCTC A l I I I ICAGTATGTGT 



Page 350 of 355 



wo 01/42467 



944 

Table 4 



PCT/USOO/33312 



TCTAAGTATAAAAAGTCCTTGGTTCTCAAAAAAAACAAAACAACAACACCACACACACAGCAC 
AAACACAAACAACAGCGCGGCCTTTCCGGCGGAAAGAACAAACAAACCGACAAGN 

>1396 

NGTACTCGGTGTGTAGTATTTAGTTCTGTGAGTGTGTGGTCGTCTGCTCAGATAGTG 
TGCGATGTCGAGTGGCGGATCGCTTAGTGGGTTTCTCGCGCTGAGGGATGTATGGGCGTC 
GTGTCAGTATGTGATCATGGACTGTTGATGGTGTGGTTGACGNTACAACAGCTGGNGGGGT 
ATATCGATTGCTGGCTCCCTGGGTGAGACCGGGAATGCCCTCAAGCCCCATGGGGTTGTTC 
AAAACCAGCCCGGTGCGCCCCGGCCG M I M M ATTGGGTGGAAACCCACCCCTAGTTCGT 
GGCCCGGGTTCCCGGGCACGCGGGGCCCAGGGTTCACCACCCAGG GCCCG GGCGCCAAG 
GAGGTTGTTAAAAGACTTTTTGGGGCCGGCAGGCCCCCAAAAAGTTGTTTTTG TTT^^ 
M M I I I GTTTAAAGGTTTCAGAAATTATTTATTGTAGTAGTACTTACACGTAAGATTTTAGCCT 
ATGGTGATTTTATAAAGATGAGTGTTAGGATTTAATTGACATTTAAAGAAAATGAGATTCGTTA 
TATTATGGTGTTTTTTATGACGTATAAAATAGTTACGGGTAGAAATTTCGATAAATGTAGTGGT 
TAGTAAAGGTTTTTTCTTACTGAAAAATAATGCCAGGTAAGGAAGTATTATTGCTTCCATCATT 
TATTTAGGAAAAAGTTTTATGTATTAGGGTAAAGTGGTAGAAGTTAACCTAGAATCTAATAATC 
TCGAATGACCCATTCGTGATGTAATAGTAGCCATGAGAAAAAATCTCTAGAAAGAATCATACC 
TGTGAAAAAATAAAAAATAAAAGAAAGGGTGGGTGGAGTGGCCAGCATAGTATTTTTATTTAT 
AACGTGGAAGCAATGAGGTGGGCAGATGGCTTGAGGCTAGGCATATGGCGGGAGGCGTGG 

GTCGN 
>1397 
>1398 
>1399 

NNNNNNNNGAGAACGAGGAGTGGGGGTTAAGGAAATGGAGCGCCATTGGAAATAAA 
GGAAATGCCGCAAACGGGTACTCCCCGAAAGGAGGAATAGGGGCGGGTTCGGGCGGGAGA 
GACTTTACAAAAATGAGGGCTTTTATTTTGGATTTGGAACGTGGGAGAACAGAGCAGAACGG 
AATTCCATTTTGCAAGTCTTTCCAAGGGAGAAGCTGTTGAAGGAGGGGTTTGGGGGATGAGT 
GAGCCGACACTTTCCTTTGGTCTTTGTGAATCGTAACTGCACTGCTTTCTGGACCATTTCTAA 
GGCGGCCTTTACAAGAAGACATTGGTGTCGGAGAGGAGGGTGGACTTCGGAGAAATTCTCA 
TACTGAAGCATGAGCTTAGGAGTTTCTGTTAGTGGTAGTGGTGTTTTGGACACTTCATTCCTT 
GCAACAGCGAGGTTTTGGGTGTTGACATAAAGTGGACCACACACCACATC TGGTG CCGTCTT 
GACACI MINI IGTTTGGTTGGTTTTGTTACATCTTACATTA TGCAGA ACT A1 I I I IGTACAAA 
TTGTTTAAAAGTTATTTATGCAAGGTTTGAATGCATACCAGTG I I I I I ATTGTTTTGAGATTGG 
GAATTTTCCTGATTTCCTTAAGGTAGGAGAGAATTTAAGGTGTACTTCATGGACAGAACGCAT 
CTACAAATGTGCCCAGATCTAACAAAGTAGGCTAAGACCTTCCACTTAAAAGCATGTTTAAGT 
GGAAGTTGAGAGTCTGGTTTGTACCTGAAGAGTTACATGAGGATGTTGTGGATAAAT GTAAA T 
TATAGTCAAAGTAAGATACTCTGCCAAGTTTCCTCTGTAGAGAATTCACTTTTCTCAAATTTTA 
AAATTTCGAGTTGAGCCTTTGCACTCAGGAGGTTCTGCTGCAGCATGAGCTCTTGTA CTTAC A 
TAGATCTAATTTATAGAGTGAGTCAAGACGTAGAATAAATGCTGCCACATAGGCTTTCTTTTG 
CTTITGCTTGTCTCCTCTGAAGTGTGAGTTGAGTTCTCATTTAGGTTTGTAACATGGCTATTTC 
CrAGTTGTAAAGTTCTGCATTrATAAGTGCCATTGTTGTAAGGTGGTGTTTGCTAGACCTTCC 
CTGATGCGATTTTACCTTTGTTGAATTTGTATAAACAATTGTACAAAAAAAACCACTCTTGM 
TTTGAGGGTrrcrGTTCTAGGAGTGGACTAGAAGTTTAAGCCCAGAGTCAGTAAACAGTGTT 
TTGUVAGTGCAAACAATGTAATTTATGATTCATACGATGTTACCCTGTGGTGCGACATTTCTCT 
TTCTTAAAATAGCAAGCAAGOTGTTTCTGGGTCGTAAAGGTAACGGAGAAGAGGTGGTGTTA 
CCACACATAATTAATTTCATGGGTACTTGCCATTACCANNN . 
>1400 
>1401 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAATCAGATGTTAAATTCTTCAATGTAAA 
TGGTCTGTGATGCCATCCTAGCTCCTGTCTCCCGCACCCCCTCACACACACCTAAAAGCACT 
CTGGGCACAGTAGTTACACAATAAACGGTAAAAGCGTGATTTAACAACTGTATATAAACAAAG 
TACTTTTATGTGACTACTATACCTCTGGGCATGGTATTAACCTATCCCAACCAGAGTACCTGG 
CCGGGCGGGCGCTCGAAAGGG 
>1402 
>^403 
>1404 



Page 351 of 355 



wo 01/42467 



945 

Table 4 



PCT/USOO/33312 



>1405 

NNATGGATTTATGCATAATTCCCCATTACCCCCTTGACCGGCCGCCCGGGCAGGTA 
CGTGGCTACAGTAAATGCTCAAGGCCCTTTGTTATTATTTCAGATGGCCAAGAATAAATGTTT 
TTCAAGGATCTTCTTTTTGTAGACAACTGTGTAGTCAGAGTTTACAGTCGTAAATTATCTGCCT 
G G CAAG ATACTTTTT AAAATTAAAATGT AAAG AACCTG AG G GG ATTC ACTCCC AAATGTTTAT 
GGACAAACTGAAAGGGCATTTACACAGATATTACCTTCTACATTTATGTGAGAAAGTGCTTTA 
AGACACTGTAGCTCGGCGGCGACGAC 
>1406 
>1407 

GTTTGAATTATTTAATTTGATCCATTTATTTAATTAAAAAAAAAAGGAAGGGGAAAG 
ATCATGGCCAAAAAAATAGTAGTTAACCCCCACCCCACCCCCAAAGCTCTAGCCAGTCATGT 
GAGCATCAGGGACATGCCACTCAGTGCCTGATATTCGGATGGTGGCATACTGTGGCCCAGG 
AGACTGCCTGAAGGCACGGGGCAATGGGTGCCAATTTTA GCTC TCAGCAGGTTAGTCAACC 
AGACAAACTGGTGGGGTAAAGTCCAGAAATTGTTTCCAGGTTTTCTGCTCATTGGCTGAGCA 
CATAGAAACTGTCATAAGCCTGTAAAATTTAAGGGGAGTTGGGGTGGGGCGTAAGAGCAAAA 
GGACAGCAGGAGAAGAGAAATTAGGGGTGAGCCAAGTTnTCCTGGGCTAGTGGGTGTGGA 
TATAGATTTAAAGAGAGGTCAGAGTAAATGGACTGGAGGTTTCTTATCAAAGAAAAGTATGCC 
TCAATGAGGAGCTGAGATGTGGGATGCAAGAGAGTTCTTGGTGCAGAGGGAGAGGAGAAAG 
GGCAGCTGACTGTCTCATGTGGAGAGAGTGGGGAGGAAGGTGTTGTAGTACCATGAAGTAA 
GACAGGCAGAGGGAGAATGCTGAGGTTTGGGGCAAATGTGAGAGTGGTACACAGACAGTTA 
AAGAGTAAAAAGCCATGAGGAACCCTCAAAGCCAAATTGTATGTGCACACTGGCTCTACAAA 
GTTCGCAGCAAGAATGTCTTGCACCAAGTCAAGTTAGTGGCGTGGCTATGATGGATGGTGG 
GGAGGGCAATACATTTTTATTTTCAGAGGGATGAGGTG GGAA GAACAG CGATG ATCTAGTAA 
AAAGAGACGTGCAAGAAGCAGAAAATATTTAGAGAACATTTTAATATATATTTTCATATATATA 
TTTAAAGTTAAGAAAAATAAAACTAATTCAAGCCATGCCCTGTGCAAAAAAAAAAAAAAATAAA 
GAAAAAAGAAAAAAAAAGGAAAAGAAAACAAAAATTTAAAGTGAGACGTTTGCTGCTCTGGTC 
TCAATTTAAGAATCACAGTCAGCTTGTTACTTTTATTTTGGAAGAAAAGATGTAAAAGT^ 
TCAATCATTCAGAAGGCAAGTGTAGCCACTTATAAAAACAGAATGGCAGGAACAAACTAGGA 
AAGGAAAGTCAGAAGTAAAGGGCAGAGTGGGAAAATAATTTTCAAAAATAAAATTAACAAGG 
TGACTGTTCCAGAAGAGGGCTGTGAAAA GGACATG GTGGACC GAAG TCTGTTAGTCAAGTA 
ATGATTCAACTTTTAAATTATTCTCTTGTTC I MM I GTTGGGTGTTTTGTTTGTTCAAGTCTAA 
GATTTGGAAATGCTGACCCTTTGTTAAGAGCCAACAGGACATATAGGATCCCTTCCCTCCCC 
CGGCCTGCCTCCGCTGAAGCCACCACCAGCGCCTCCTTGGCTGGATGCTGGAAGAGTCCT 
CCATGTGTACGGACTCAGGATGACAGGGCAGCCTCCTTCTGTGGT TGCTG GGCTTGTGAAC 
GTTGCAGTATCTTTTGGCTTTCCACGTCTCTAAAATGTTTTrCAACTATTTTG^ 
CAGTGCACTCCCCTCTTTGCCTrrACAGTTTTCCACTTGATATGGGGGTGTAATAACAACTTC 
TTCCATGACTACGATG M i I M I GTTGCCATTTACAGTGTTTAATGGTCTTGTGAATGGTGTGG 
AAGAGGTGCTGGCCCTCTAGAGAGACACCAGCACTGATTGCATAGGCGTGGCTCAGCTGGC 
AAGCTTACTAAGATTGAGTGAAGCTAGGGGAGGAGGGGTTTCTGTTCGGTCCGGACGCGTG 

GGTCGACN 
>1408 

ACGCGTCCGCGCTAACCAGTCCCCCAGTTCAGTAGACTGGAGCCCAGAGCGTGCTT 
ACTTGTCAGGTGTTTATTTTGTCTTGCI M M M M I M M I AAATGAAGTCAAAATGCCAATAA 
GACCAGATCTCCAGCAGTTGGAAAAATGCATTGATGATGCTTTAAGAAAAAATGATTTCAAAC 
CTTTGAAAACACTTTTGCAAATTGATATTTGTGAAGATGTGAAGATTAAATGCAGCAAACAGT 
TTTTCCACAAGGTGGACAACCTTATATGCAGGGAACTTAATAAAGAGGATATCCACAATGTTT 
CAGCCATTTTGGTTTCTGTTGGAAGATGTGGCAAAAATATCAGTGTATTGGGGCAAGCTGGA 
CTTCTAACGATGATAAAACAAGGACTAATACAAAAGATGGTTGCCTGGTTTGAAAAATGCAAG 
GACATTATTCAGAGTCAAGGAAATTCAAAAGATGAAGCTGTTCTAAATATGATAGAAGACTTA 
GTTGATCTTCTGCTGGTCATACATGATGTCAGTGATGAAGGTAAAAAACAAGTAGTGGAAAG 
TTTCGTACCTCGCATTTGTTCCCTGGTTATTGACTCAAGAGTGAATATTTGTAT^^ 
GATTATAAAAAAAATGAATGCTATGCTTGACAAAATGCCTCAAG ATGCC CGGAAAATACTCTC 
TAACCAAGAAATGTTAATTCTCATGAGTAGTATGGGAGAAAGGATTTTAGATGGTGGAQATTA 
TGACTTACAGGTAGGCATTGTAGAAGCTTTGTGTAGAATGACCACAGAAAAACAAAGAGAAG 
AACTGGCACATCAGTGGTTTTCAATGGATTTTATTGCTAAGGCATTtAAAAGAA 
CTGAATTTGAAACAGATTGCAGGATATTTCTCAACCTTGTAAATGGCATGGTTGGAGACAAAA 
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GAAGGGTCTTTACATTTCCTTGTTTATCAGCATTTCTTGATAAATATGAGCTGCAAATACCATC 

AGATGAAAAAGTTGAGGAATTTTGGATTGATTTTAATCTTGGGAGTCAGACTCTCTCATTCTA 

CATTGCTGGAGATAATGATGATCATGAATGGGAAGCAGTTAGTGTGCCAGAGGAAAAAGTAG 

AAATATACAGCATTGAAGTGTGAGAATCAAAGAAGGTACTGACAATAATTCTGAAAAATACAG 

TAAAAATTAGCAAAAGAGAAGGGAAAGAATTGGT7TTGTATTTTGACGCATCACTAGAAATCA 

CTAATGTAACTCAAAAAATTTTTGGTGCAACTAAACATAGGGAATCTATCAGAAAACAAGGTA 

TTTCAGTTGCCAAAACGTCGCTGCATATACTTTTTGACGCAAGTGGATCACAGATTCTAGTGC 

CAGAAAGTCAAATCTCACCAGTCGGAGAAGAGCTCGTTAGTTTAAAGGAAAAATCAAAGTCG 

GGAAAGGAATTTGCTAAACCTTCAAAATATATCAAAAAGAGTGACAAAGGGAATAGAAATAAT 

AGTCAGCTTGAGAAAACTACTCCTAGCAAAAGAAAAATGTCTGAAGCATCAATGATTGTTTCT 

GGTGCAGATAGATACACTATGAGAAGTCCAGTGCTTTTCAGCAACACATCAATACCACCACG 

AAGAAGAAGAATTAAACCACCACTGGAAATGACGAGCTCTGCAGAGAAACCTAGTGTTTCTC 

AAACATCAGAAAATAGAGTGGATAATGCTGCATCACTGAAATGTAGATCATCAGAAGGAAGA 

CATAGAAGAGATAATATAGACAAACATATCAAAAGTGGTAAGTGTGTAGAAAAGACAGAAAAT 

AAGAATGTTGAATTGCCAAAGCAAAATTTTAGTGAAG TCCAG GATGTTATACCAGATTCACAG 

GCAGCGGAAAAAAGAGATCATACTATATTAGCTGGTGTTTTAGACAACATCTGTGGAAATAAA 

ATACACAGCAAATGGGCATGTTGGACACCTGTAACAAACATTGAACTATGTAATAACCAAAGA 

GCAAGTACTTCGTCAGGAGACACATTGAATCAAGATATTGTTATAAATAAAAAACTTACTAAA 

CAAAAATGATCGTGTTGAATATGTGATCATAATTGTGAAGGAAGAGGAAAAGTGAAATATAAG 

AAAGAACAAACCGACCATATGAAAATAGATAAAGGAGAAGTAGAAGTTTGCAGGAAACACAA 

TCAGGAAGAAAATCATGCTAAATATTCAGGGCAGAAAAATACTGAAAATGCCAAGCAGAGTG 

ATTGGCCTGTTGAATGTGAAACTAGTTTTAAATCGGTTCTCCTAAATAAGACAATTGAAGAAT 

CGCTGATATATAGGAAGAAATAGATATTGTCAAAAGATGTGAATACTGGTACTTGCGATAAAA 

ATCCATGTGCTAGCAAAAATGTGGAAAGTCATAGAAAAGGAGAGAAAGAATTGAGTTCTGAG 

CTTAATTCCTGGGATTCGAAACAAAAAAAAATGAGAGAAAAGTCAAAAGGGAAAGAATTTAGC 

AATGTAGCAGAATCCTTGATAAGCGAAATCAATAAAAGATACAAAACAAAAGATGACATCAAG 

TCTACAAGAAAATTAAAGGAGTCTTTGATTAACAGTGGTTTTTCAAAGAAAGCTGTTGTAGAA 

CTCAGTAAGGAAAAAGTTCAGAAAAAAAGGTACAGAAAACTGAAGACTAGCTTTGTTAATGTT 

ACTTCTGAATGCCCAGTGAATGATGTTTACAATTTTAATTTGAATGGAGCTGATGACCCTATC 

ATAAAACTTGGAATCCAAGAGTTTCAAGCTACAGCTAAAGAAGCTTGTGCGGATAGGTCAAT 

TAGATTGGTAGGTCCAAGGAATCATGATGAACTTAAATCTTCTGTCAAAACAAAAGATAAAAA 

AATTATAACAAATCATCAAAAGAAAAATCTGTTTAGTGATAGTGAAAGAGAGTAGAGATGTGA 

TGACAGCAAGACTGATATTAGGTGGCTAAGAGAAGCGAAATCAAAACCACAGCTAATAGACT 

ATAGCAGAAATAAAAATGTGAAGAATCATAAAAGTGGAAAATCAAGATCATCCTTGGAAAAGG 

GACAGCCAAGCTCTAAAATGACACCCAGTAAAAATATCACAAAAAAGATGGACAAGACAATT 

CCGGAAGGAAGAATCAGACTTCCACGAAAAGCAACCAAAACAAAAAAAAACTATAAAGATCT 

CTCAAATTCAGAATCAGAGTGTGAACAAGAATTTTCACATTCATTTAAAGAGAACATACCAGT 

AAAGGAGGAGAATATCCATTCCAGAATGAAAACGGTAAAGCTACCAAAGAAACAACAGAAAG 

TCTTCTGTGCTGAAACAGAAAAGGAACTATCAAAACAATGGAAAAAGTCATCTCTAGTAAAAG 

ATGCTATACGAGATAATTGCCTTGACTTATCTCCCAGATCTTTATCTGGCAGTGCATCATCTA 

TAGAAGTAACGAGATGTATAGAGAAAATAACAGAAAAGGATTTTACTCAGGATTATGACTGCA 

TAACAAAATCTATATCACCTTATCCAAAAACTTCATCACTTGAATCCTTAAATAGTAACAGTGG 

AGTTGGAGGTACAATAAAGTCACCCAAAAACAATGAGAAAAACTTCGTGTGTGCAAGTGAAA 

GTTGTTCACCAATTGCACGACCAGTGTTTTTGCCCAGACATACTCCAACTAAGAGTAATACTA 

TTGTAAATAGAAAAAAAATAAGTTCTCTGGTACTTACAGAAGAAACAGAAAACAGTAACAGCT 

ATrCAGATGTAAGCAGTTATAGTTCAGAAGAACGGTTTATGGAAATTGAATCTCCACATATCA 

ATGAAAATTATATAGAAAGCAAAAGAGAGGAAAGTCATTTAGCATCTTCATTATCCAAGTCTA 

GTGAAGGAAGAGAGAAAACGTGGTTTGACATGCCCTGTGATGCTACTCATGTATCAGGCCC 

CACGCAACATCTTAGTCGCAAAAGAATATATATAGAAGATAATCTAAGTAATTCCAATGAAGT 

AGAAATGGAAGAGAAAGGAGAAAGGAGAGCAAACTTGCTTCCCAAAAAACTGTGTAAAATTG 

AAGATGCAGATCATCATATCCACAAAATGTCTGAAAGTGTATCTTCATTATCAACAAATGACTT 

TTCTATTCCTTGGGAGACCTGGCAAAATGAATTTGCAGGGATAGAGATGACTTATGAGACTT 

ACGAGAGGCTCAATTCAGAATTTAAGAGAAGGAATAATATCCGACATAAAATGTTGAGTTATT 

TTACTACGCAGTCTTGGAAAACAGCTCAGCAACATCTGAGAACAATGAATCATCAAAGTCAG 

GACTCTAGGATTAAAAAACTTGATAAATTCCAATTCATTATCATAGAGGAGCTGGAGAA7TTT 

GAAAAAGArrCACAGTCTTTAAAAGATTTGGAAAAGGAATTTGTGGACTTTTGGGAAAAGATA 
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TTTCAGAAGTTCAGTGCATATCAAAAAAGCGAACAACAGAGGCTTCATCTTTTGAAAACTTCA 

TTGGCTAAAAGTGTCTTCTGTAATACTGATAGTGAAGAAACTGTTTTTAGATCGGAGATGTGT 

TTGATGAAAGAAGATATGAAAGTGCTGCAAGACAGGCTTCTTAAGGACATGCTAGAAGAGGA 

GCTTGTTAATGTACGCAGAGAACTGATGTCAGTATTCATGTCTCATGAAAGAAATGCTAATGT 

GTGAAATCTAG Mill ATCACCATACTTTATCTAATTATTATTCTCTGTATATAACTG AGGAAAT 

AAGAATAGTGCTACAAAGAGAAAAATATACATGTCACCGAAGCAAGTGTACCCTTTATAGGAA 

CCCTCAAATTAAAAAAAAATGTGTTTTAATGGATGAGAGGGAACCACTATAACATGAGTCCAA 

GCCCAGAAGACTTCTGTCTATACAATA I I M II I I I AATTTTGGAGATAAAAGGTTTAAGAAAG 

I I I I I GAGTTAATTATACTCATAAAATGAGTTTCTTTAATAAATTAAATTTTATTGTGTAAAATGT 

ATTATTACATAAAATGTGTTTTTGAATCAATGCAGTTTGGGGATGAATATAATTAAAATATGTT 

TAATAACTTAGAATTCAACTAATAAAAATTTAGGCACACTTACAAGGGGGAGGAAGTCCCTAG 

TTTAAAATGTATAACTGAGTGGTAGATCAGTACTTTCAGCACACTGTTGGAAACATTTATTCA 

GATATGGCTCTAATGTATTAGGAAGCACTAAATGGGCTAAAAAAGCTACTACATTGCCTAAAT 

ATGTTAATTCAATATAGAAGTCCTATTTCATAACCAGGCTGTTTGAGAAATACTTTTAATCTAG 

TAGTCATTGTAATATCTTGCTAGATTAATTTATAAAAATGAGTATACATTTGATTTGCTTTTAAT 

GAAGTTGAAATAAATGCTTATGTCACTTGAATAAATATAAATCATTATANNNN 

>1409 

>1410 

>1411 

>1412 

>1413 

>1414 

>1415 

ACTTACAAAAATTTTTAACATTAGGAGGTAATTATAAGTAGATTCTGTGATTAGGACTT 
CATTCATGTATCTTTTGCTACATAAACCTTTGTTAGATTAAATGGAAGACACCTG CTAGGT GA 
TAG I II II ATAAAACATATG AGTAAGTCATATATCTTTGTTAAATTTCTGTATGTTC 11 II I I GT 
ATAAAGATGGAGAGAAAGGATGGAGTGATACTAAGGACCCTAATAACATCTCTGTTCAAATTA 
ATTACTAAGTGATAGAAGTATTCATATGCCATTAAAGATTTGCCAATTCTATTTGAATTTTAT^ 
GATAAAGTTGAAAATCAAATAACCTAACAGGTGTCI MICH I CTTTCTAAACGCTTTTAAG AA 
TAGATTTAATAI I I I ICTGAGTTTTCATTAAAGAGTTATTTATGTTACGGTTTGTTTTTATAAAA 
GTAGCATCGCAAAATAAAAAAGTCTGCATCCTTGCAAGTTATTCACTGCTCACGTGCTTGCTC 
TTCTGTGGTAAATTAAAAAAATAAAGATCAAGAAGAGTCTGGGAGGAGGAACAGATGAGTCA 
GATGGGTTGAATCCTGTGAGTAAGTGAAAGAGTAATAGGAAAAAAAAGACTATGGTCATGAA 
AGAACTGCATCCTGAAAGGTTGTG 
>1416 

CAATTAACTAAAC M M M I I AAATTAACTAAAGTTGGTATTTCACTAGGAC GATTT AG 
CAGATGAAATGGGTTTTAAGTTTAGAACACCATTTCTTCTTCCTTATTACATTTCCCT^^ 
GTTAGCCGTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCTGGATGAAA 
AAAGCCTTCCTACATTAATACTTGAGCATGATAACCTTACAATGAAAGGTAAATCATTAGTTG 
AATCATG AAACA I I MCI ICCCCrrGTGGAGAAAAATCAAATTGCTTTTGCTCTGCTCTTACAC 
CACAATCATCAACACAGTAGACTTCTGTGAGCAAATGTGTGGGGATTTCTCCCCACCAACAA 
GAAGCAATGAGTTCTGCAGAAGATACCACCAGCTGAGCACCTTCTAATCCAATTCAATTCTCA 
TGCTATCTACGTGGAGATAGGATTAGATCCCACAGGCTGAGAGAGGGCTCAGTCTCACAAG 
ACTGCCCCCACTTCAGAGACTAG7TGTAAGGGGAGGCCTCATCGAGAACTTCTGGCCAAGCA 
GGTTCAAGTGAGTGTTGCCCATGACCCCCTTCTTAGGTTTGATTAATTTGCTAAAGCTGTGCC 
CAGAAGTCAGGAAAACACGTGTACTGGTTTATTATAAAGAATAGCACAAAGAATGCAGATGA 
AGAGGTGCACAGAACAAGGCATGTGGGAAGGGGTGCAGAGCTCTGATACCCTCCCTGGGT 
GCACCACCGTCCAGGAGCCTCCACGTGTTCAGCTATCTGGAAGCTCTCTGTACGGGGTCCA 
GGACTTCACTGGACCGTCACGANTGAAGCATGGACAACCGGGTANAAATATGATTGGANNN 
N 

>1417 
>1418 

NNNNNNNNNNNNAAAGGAAAAAGGAAGAAAGAAAATTGCAGAAGGAGGTTTCGCAG 
TGAATTTCAGTGGCACCATACCCACAGGCAGTTTCCTAGGGAGTTCCACCAGTTCCCCAGAG 
CATGGCTTCCCAGCAAATTGTCTTGGCATCACCCTCCAGGTAGCTTCCAGAGAGTTCCACTA 
GCACACTAGAGGCGATCTTCCTTATAACGCCCAGAAAGTGTTGCAGGCACCCACAGGGTAA 
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CTGTCTAGTGATTTCCACCAGCACCCCCAGAAAGCAGGCCCCTGCTTGCCAGCCACCACAT 

GGACAAGCCCACAGGCTTCGCCAGTATGCAGTGGGCCGTGACCAAATGCTGTTTAATGAGG 

TCTGGATCTCGGCCCTGGGGAGCCACCCGATTCCTGGATTTGCTCCCTCCTGGGTCCCGTG 

CCTTAGCCCAGCAGTTACAGATGCTCTTGCAATTTGCTGCTTATGTTCTCTTTAGAGTCCTCA 

GTGCGTCTAGCAGCTAATCCCATGTTACCAGTTGACGACTCTTGTAGGAAACTTCACCTGTT 

GGTGTAAATTAGTACAAGCTGTATGGAAAACAGTATGGAGATTTCTCAAAGAACTAAACATAA 

ACCCCCATTCAATCCAGCAAGCCCACTACTTGGCA 

>1419 

AGAGATAAGTTCATTGTTGGCTTTTTA AATTT TATGGAAAGACTAAATACATTTGTGTC 
TATTAATCAAAATATGAATTTAGAAGGAAATAATTTTGTGTAAAAAATTGTATGTGGTAAAATTT 
TACCTAATTTAAAATTGTTGTTCCATAA M I I I I I AAAAAG AAAAATTACAGAAATAAGACTTGG 
GGGGTGGGGGTTGAAAAGTGGTGAAAGAACTAAACAAGTAGAAGAGGATTTCTAAAGGACT 
GGTCTCATGAAAAAAGTrrCATGTGTGACTGGGTCCACTGAGATTGAAAAGAAATTGTTTATA 
CGATATTCTAAAAATTAAATGTTGCTGTCAGGG ATGAC ATGATACAGGACGA GAGT CTGTGTA 
AACAACAAAGTTTTCTTAAAGTATTGATACACGCTTTTAAAAATTGCAAGAGGTTTT/^ 
ATTCAAAAATCTGTTTAACAGCCATTTTGTACCTGCCCNNNN 
>1420 
>1421 
>1422 
>1423 

NNNNNNNNNNNNNNNNNCACTCTGTATT AAAA GTANAACTTAGTAAAAGAAAAGAGG 
TTTGTGTTCAGATTAAATGGTTTTGGTTTGG CTTCT TTTAGTCAGGGTTTC 
ATCCTGAAGTTAGAGGTCTTCAATCCTAAGATTTTCATGAAAAGCCTCTCACTTGAACCCGAA 
CCAGAGTACGCGGGCAGTGTTCTATGTCTGAGGGTGAGCATTATAAGAAAATGACCTGTGCT 
CCTTTTCATTGCAGAAAATTGCCAGGGGCTTATTTGAGAACAAGTTCCACTTACTTTCCACTG 
GCTCTCAAACTCTCTAACTTATAAGTGTTGTGAACCCCCACCCAGGCAGTATCCATGAAAGC 
ACAAGTGACTAGTCCTATGATGT 
>1424 
>1425 
>1426 
>1427 
>1428 

NNACCATATAGGTTGGACGACGGAGACACGTCATTCATGCGAACTTTCCCITCACCCA 
AATGCAGAGCAAATGTTGCTCXrCCAGAAGCCCACAAGGTAGCTGAAGCCATTrCTAGTTGACA 
T<XKK:rAATCI«:ATTCTCTrCATTCX:AC^ 
GTCAAATTTTTATTTTTTTTTTTTTTAOVT^ 

ACTGAAATAAGTTGCAAGGAATATTAGTTCAGGGAAATATCAAAGTOTAAAAATATATGGGA 
TAGTGAGAAAGAAAAAGa:ATOCAACACCAGCACATrAGAAATTACrCAATCACTr^ 

gtgaaaaagggatcagcacccx:acccagagcaaactcaaactctgagtct 

OTCAAGACTTGGCTTCTATTTTTGCAAAGTAATCAGTAACTGAGTCAGCTGTG^^ 
TGCTarrTGATCTTGTGTAACATTTAT(X:AATCAT^ 

TACAATAAGAACATCTTTGAGAGACTiUll'CAAGAAAATTGTTCATTGTTGGGGGGA AAAA AC 
CarrcATTTGCCCACAGGAACTAAGGTTTGGTCTGTCAC^ 

ACTGGGAAAGTGTAGCTGGTGGGGGGCAGTTAGAAGTGGAGAGGGGAAAAGGTAGAGATCA 
AGTTAGAAGAGACACTTTTAAACAGTATTTTTTATTTAAAAAi^ 

TACATCCAACATCAAATCAACTTAAAAAACCACCATCTCTCATGGCTCCATTTGAAGAAA 

ACATCCnTCACAGTGCTATATTACCTTGTCTGTGATATTATGGATCCTGOT 

CATACCACAACCAATCACGTCCGCCTATGCTGAGAAGTGTCCATTTCTTTAGGCTG 

GACTGTACTTTCATAAACAAATAGGAAAATGTGATCTATTGCITCTTn 

TCGCCITGCTAAGTCAGTTTTTCGACTGCCTGTGTGTGTGTGTGTGTCT 

TGCGTATGTGTGTOCAGAGGCCACTGATCCAGTCCAAGTGTATTTAGAAATTAGTrCAGTC^ 

TCACAAAGGTCTTAGAGGCCACTACTGCKXn'GGGGAAATCCATTGAGCT^ 

TTGCTCTTGCCAATGTGCACTCTGCTTACATGCACACACTCCTTAGG^ 

TATTTTATGN 
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